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1. Comparing the lactating sows and the donor sows 

1.1 Housing conditions 

The pigs were housed in farming conditions as authorized by the French regulation on animal 
experimentation for experimentations conducted with an agronomic purpose. 
At 106 days of gestation, sows were moved to the farrowing room with natural (windows) and artificial 
light. They were kept in individual farrowing crates (2 x 2.5 m) equipped with a though and a drinker. The 
floor of the farrowing pens was made of slatted plastic. The farrowing crates were equipped with 2 
infrared heat bulbs for piglets. The ambient temperature was kept at 24 to 25 °C in the lactation rooms 
with heating and ventilation. Farrowing was induced by an intramuscular injection of prostaglandin F2α (2 
mL of Dinolytic, Zoetis, France) on day 114 of gestation. Usual farm practices for newly farrowed piglets 
were individual identification by tagging, iron injection, tail docking, and castration of male piglets. Cross-
fostering, if needed, was performed intra-treatment within 2 days after birth but piglets selected for blood 
and feces samplings were maintained with her biological mother. 

1.2 Ratio of resistant Enterobacteria (Table S1) 

Table S1: Counts of tetracycline and sulfamide-resistant Enterobacteria, Ntot number of strains isolated, 
Ntet and Ptet, number and proportion of strains resistant to tetracylcine, Nsul, number and proportion of 
strains resistant to sulfonamide. The averages and standard errors are reported as well. It should be noted 
that the unexpected rise of the proportion of antibiotic-resistant enterobacteria in the donor sows is not 
due to the use of antibiotics (since no antibiotics were used in the experiment), but could be due to the 
evolution of the microbiota around parturition [Huang, X.; Gao, J.; Zhao, Y.; He, M.; Ke, S.; Wu, J.; Zhou, Y.; Fu, H.; Yang, H.; 
Chen, C., et al. Dramatic Remodeling of the Gut Microbiome Around Parturition and Its Relationship With Host Serum Metabolic 
Changes in Sows. Front Microbiol 2019, 10, 2123, doi:10.3389/fmicb.2019.02123.] 
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sow268 donor prior  9 1 0 11% 
6% 8% 

0% 
0% 0 

sow206 donor prior  10 0 0 0% 0% 

sow512 Lact. prior  10 4 5 40% 

36% 15% 

50% 

31% 17% 
sow709 Lact. prior  10 2 4 20% 40% 

sow710 Lact. prior  10 3 1 30% 10% 

sow722 Lact. prior  9 5 2 56% 22% 

sow512 Lact. 05fev  (14 days) 10 2 0 20% 

68% 33% 

0% 

50% 52% 
sow709 Lact. 05fev  (14 days) 10 9 10 90% 100% 

sow710 Lact. 05fev  (14 days) 10 9 9 90% 90% 

sow722 Lact. 05fev  (14 days) 10 7 1 70% 10% 

sow268 donor 16fev (weaning) 10 3 4 30% 
50% 28% 

40% 
40% 0.00 

sow206 donor 16fev (weaning) 10 7 4 70% 40% 

sow512 Lact. 16fev (weaning) 10 4 0 40% 

48% 37% 

0% 

0% 0 
sow709 Lact. 16fev (weaning) 8 5 0 63% 0% 

sow710 Lact. 16fev (weaning) 10 0 0 0% 0% 

sow722 Lact. 16fev (weaning) 8 7 0 88% 0% 
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1.3 ARG abundance in the donor and lactating sows before the experiment 

In addition to the ratio of resistant Enterobacteria, we performed a screening based on blaTEM, TetM, sul2 

and FlorR 3 months before the begin of the experiment to ensure that some variability in ARGs profiles was 

present. The results are indicated in the figure below: 

 

 
 

Figure S1: Control of ARG variability in the donor and lactating sows 3 months before the experiment. The 

ARGs are quantified as described previously. 
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1.4 ARG abundance in the donor and lactating sows during the experiment (Table S2) 

Table S2 : ARG abundances in the 6 samples from the donor sows and in the 12 samples from the lactating 
sows. The abundances are normalized by the abundance of the 16S rRNA gene. The numbers are not 
between 0 and 1 because the ARGs were pre-amplified whereas the 16S rRNA genes were not. The 
measures performed on the day of weaning are in bold. The ARGs aadA, aadA2, lnuB and tetB are 
highlighted because their uncorrected p-value (according to a wilcoxon test) is lower than 0.05. 
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aadA 0.041 0.381 1.3 1.0 2.4 0.2 0.1 2.6 1.0 59.5 4.0 3.0 12.5 6.1 3.5 1.2 0.4 6.5 0.4 8.6 

aadA2_2 0.044 0.381 2.2 1.9 4.1 0.6 0.4 4.0 1.5 60.9 5.8 4.6 14.6 6.4 6.1 2.7 1.0 6.5 1.0 8.1 

aadE 0.750 0.931 8.7 9.4 6.0 5.5 5.0 6.3 8.0 54.1 16.3 1.9 13.1 6.7 3.6 3.3 2.8 4.1 3.3 9.8 

aadE.1 0.750 0.931 8.9 9.9 6.2 5.7 5.4 6.4 8.5 55.8 16.0 2.0 13.0 7.5 3.8 3.3 2.9 4.3 3.4 10.5 

aadE_2 0.053 0.381 7.1 9.9 7.5 4.7 8.6 9.8 7.3 31.6 18.1 8.7 27.2 10.6 10.9 12.3 7.5 7.9 8.8 20.8 

ant6Ib 0.553 0.866 6.6 9.3 12.9 4.2 8.9 17.9 7.5 0.7 32.1 4.7 38.1 14.3 8.9 11.8 9.5 7.5 12.7 31.3 

ant6Ib.1 0.682 0.931 7.1 10.8 15.1 4.3 9.5 18.1 6.9 0.7 37.4 5.1 39.9 13.1 10.3 12.3 12.2 7.1 15.1 27.3 

aph3Ib 0.102 0.461 55.1 94.9 15.6 146.8 57.8 92.6 0.8 36.7 46.3 13.0 41.2 16.2 20.7 18.3 5.4 607.7 15.3 184.4 

aphA3 0.494 0.866 2.2 2.6 1.9 1.5 1.3 2.7 1.7 60.7 3.5 1.5 8.1 3.4 1.9 2.5 1.5 1.3 1.5 5.9 

aphA3.1 0.750 0.931 2.5 2.8 2.0 1.7 1.4 2.9 1.8 60.3 3.7 1.6 8.4 3.7 1.9 2.5 1.6 1.3 1.6 6.5 

blaTEM 0.291 0.698 0.6 1.2 1.8 0.7 0.1 18.9 0.7 3.8 0.5 0.5 44.8 11.7 1.5 23.4 1.5 124.4 0.8 2.8 

dfrA1 0.682 0.931 0.1 0.1 0.0 0.0 0.0 0.1 0.0 72.0 0.0 0.0 0.3 0.3 0.2 0.0 0.0 4.8 0.0 0.1 

ermB 0.892 0.964 34.5 13.3 3.6 4.1 5.8 5.3 3.0 43.7 7.1 4.7 14.3 7.6 4.4 6.5 5.9 4.7 2.4 16.7 

ermF 0.553 0.866 15.6 13.7 5.1 12.0 14.5 23.5 3.9 3.6 6.1 8.8 42.7 10.6 17.5 24.9 14.3 6.4 12.1 14.1 

ermG 0.213 0.698 4.8 4.5 2.6 1.8 1.6 3.3 1.5 71.7 3.6 1.3 12.2 2.4 9.7 5.4 5.1 2.3 10.3 9.6 

is26 0.213 0.698 2.0 1.5 0.2 3.5 1.0 4.9 102.5 78.5 14.6 0.6 0.6 0.8 13.0 2.4 67.2 15.6 0.4 6.6 

is6100 0.494 0.866 17.1 12.3 1.3 14.1 6.1 3.1 3.3 57.5 5.5 1.0 13.2 4.8 1.3 2.6 1.7 22.3 1.7 3.6 

lnuB 0.032 0.381 201.7 209.5 41.2 105.6 74.5 56.3 143.7 2.4 174.2 7.9 27.5 31.4 17.2 5.9 12.9 72.9 16.2 84.5 

lnuC 0.250 0.698 13.3 13.2 9.0 10.6 13.3 9.0 9.7 9.9 16.1 10.6 38.7 13.6 15.8 17.4 12.1 8.2 11.4 20.9 

mefA 0.385 0.814 11.3 16.3 10.3 8.1 15.6 11.0 7.9 11.6 11.8 10.8 31.2 13.1 16.3 19.3 11.6 10.8 11.0 19.1 

MGtetM 0.892 0.964 11.7 8.1 16.7 4.8 2.1 7.1 329.9 73.0 9.0 1.0 8.8 2.4 53.4 11.5 8.4 4.3 3.7 4.2 

strB 0.083 0.427 76.0 68.3 18.3 180.7 54.0 87.6 2.2 27.0 34.4 5.5 37.8 20.3 19.0 11.5 3.2 555.0 10.6 196.7 

tet32 0.291 0.698 10.1 6.5 3.8 5.8 9.0 11.4 15.0 9.7 10.2 4.6 30.8 7.5 9.1 29.9 5.8 6.4 9.6 25.2 

tet40_2 0.553 0.866 14.0 12.6 7.2 8.8 12.4 10.5 7.8 7.3 17.4 9.3 42.8 12.1 15.1 21.2 11.3 7.3 10.3 19.0 

tetA_2 0.892 0.964 17.5 12.0 4.8 4.5 9.7 22.1 610.3 1.6 71.8 4.8 49.4 11.4 5.0 32.0 3.6 8.4 5.8 12.9 

tetB_2 0.041 0.381 0.2 0.1 0.0 0.1 0.2 0.7 0.3 72.0 0.8 0.8 0.6 0.3 0.6 0.3 0.0 6.5 0.1 2.2 

tetG 0.892 0.964 9.4 24.5 13.2 7.5 14.5 4.8 2.4 1.0 15.0 5.4 43.6 2.1 10.2 16.3 12.3 5.5 16.9 23.4 

tetL 0.437 0.866 168.1 192.8 2.6 104.4 71.7 1.4 387.7 57.8 4.2 4.5 9.4 2.1 12.0 17.6 8.4 5.7 8.7 4.8 

tetM 0.291 0.698 17.0 28.4 3.7 6.7 6.6 40.4 127.2 10.6 43.4 44.0 5.5 51.4 26.4 5.9 31.9 6.5 6.9 94.2 

tetM_2 0.250 0.698 18.0 34.5 4.6 6.2 7.3 45.3 129.9 12.9 54.1 55.1 5.9 47.3 33.0 6.6 41.4 5.8 9.1 89.3 

tetO 0.964 0.964 12.6 11.0 4.8 8.0 11.4 7.5 6.1 9.7 10.3 6.6 40.4 10.8 9.8 13.8 8.2 4.9 7.9 11.7 

tetO.1 0.964 0.964 12.6 11.0 4.6 7.9 11.6 7.8 6.1 9.3 10.0 6.4 41.3 11.4 10.1 13.5 8.3 5.2 7.7 12.4 

tetQ 0.616 0.925 13.5 11.7 7.5 7.7 12.6 11.1 5.1 9.3 13.4 8.4 33.7 11.1 13.0 15.7 10.0 7.9 11.3 16.6 

tetR 0.964 0.964 16.2 13.0 5.0 6.6 12.4 25.1 576.6 2.5 74.6 5.9 45.6 10.2 6.6 29.6 5.4 9.3 6.6 13.7 

tetW.1 0.083 0.427 11.6 10.4 7.3 7.8 10.8 10.8 9.8 17.7 15.7 12.1 29.2 12.0 13.1 13.0 7.4 9.5 9.2 22.1 

tetX 0.385 0.814 18.1 25.4 6.6 9.5 16.6 19.7 3.4 6.2 4.9 8.0 29.5 11.6 9.1 27.6 10.1 9.0 11.7 23.7 
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2. Comparing the gavaged and control piglets 

2.1 Ratio of resistant Enterobacteria in piglets (Fig S3 and S4) 

 
Figure S3: Proportion of Enterobacteriaceae resistant to sulfamethoxazole (left) and tetracycline (right) in 
piglets at 14 days and at 4 weeks (i.e. weaning). The proportion was measured by counting the 
Enterobacteria plated on a selective medium and then screening for the antibiotic-resistance of 10 isolates 
per sample. Stars indicate p-values below 0.05,0.01 and 0.001 respectively. The control piglets are labeled 
'C' while the piglets force-fed with the microbial suspensions are labeled 'S1' and 'S2' respectively. 
 

 
Figure S4 : Lactating sow effect on the Enterobacteriaceae resistant to tetracycline in piglets at 4 weeks 
(weaning). We used the violin plot from ggplot2 to visualize the impact of the lactating sow at weaning. 
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2.2 Graphical representation of the impact of S1 and S2 on ARGs (Fig S5 and S6) 

 
Figure S5 : Graphical representation of the impact of the S1 suspension on ARGs at 14 days and 4 weeks 
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Figure S6 : Graphical representation of the impact of the S1 suspension on ARGs at 14 days and 4 weeks 
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2.3 Principle of the DAPC 

Here we give more detail about the statistics that we used to determine the separation of the gavaged and 

control piglets via DAPC. DAPC (Jombart et al., 2010) stands for Discriminant Analysis of Principal 

Components. The first advantage of DAPC lies in the fact that many OTUs are in fact colinear, making them 

difficult to use in a discriminant analysis. DAPC solves this issue by using a PCA to get orthogonal axes. The 

second advantage of DAPC lies in the power of the discriminant analysis, which allows to isolate 

differences that are related to a particular treatment by optimizing the variance between groups while 

minimizing the variance within groups. 

The pitfall of this method is that it will obtain some degree of separation for any groups of individual, 

especially given the high number of OTUs. The overfitting can be mesured by the a-score, which is the 

difference between the proportion of successful reassignment and values obtained using random groups. 

In practice, the p-values corresponds to the proportion of simulation with a better a-score than the 'real' 

groups. In other words, we performed 1000 simulations with random groups, and we count how many 

have a better separation than the real observation (i.e. how many a-scores are negative out of the 1000 a-

scores obtained). If the separation is due to overfitting, then many simulations will obtain a similar 

proportion of successful reassignments, leading to many a-scores being negative. In contrast, very few 

simulations will obtain the a-score of a separation that is not random. 

Therefore, the use of DAPC allows us to pool the two sampling dates and the use of a-scores generates an 

estimation of the statistical significance that takes into account the overfitting. The use of the 

randomization is close to the rationale of a PERMANOVA. However, in our case the PERMANOVA is not 

significant (p=0.4) because the major effect is the date of sampling, making the effect of inoculation 

negligible.  

The interested reader is invited to read the initial publication : 

T. Jombart, S. Devillard, and F. Balloux, Discriminant analysis of principal components: a new method for the analysis of genetically 
structured populations. BMC Genet 11 (2010) 94. 
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2.4 OTUs that separate the piglets are rare in the donor sows (Fig S6) 

 
Figure S9: Number of reads of the OTUs in the donor sows by their global contribution in the DAPC. The 8 
OTUs needed to significant separation are labeled. 
 

2.5 ARG ratios in the sows and in the S1 piglets at weaning 

2.5.1 Table of ARG in S1 piglets at weaning (Table S3) 

Table S3 : Significance of the exclusion and relative abundance of targeted genes in the S1 and control 
piglets at weaning. The abundances are normalized by the abundance of the 16S rRNA gene. The numbers 
are not between 0 and 1 because the ARGs were pre-amplified whereas the 16S rRNA genes were not (see 
material and methods). For example the control piglets of Sow512 had up to 33.57/0.42=79.9 fold less 
mphB than the control piglets from Sow722. The p-values correspond to a 2-way non-parametric Friedman 
test based on the medians. 
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aadA 0.32 0.05 0.19 1.43 0.16 0.11 0.08 1.22 0.22 0.09 2.36 0.41 0.16 0.36 

aadA2_2 0.32 0.10 0.27 1.74 0.28 0.23 0.22 1.56 0.34 0.15 2.45 0.50 0.30 0.37 

aadE 0.32 2.11 2.91 2.83 3.67 2.54 3.76 2.59 2.33 0.59 2.52 0.40 0.29 0.38 

aadE.1 0.32 2.26 2.91 2.92 3.84 2.60 3.91 2.70 2.35 0.62 2.59 0.43 0.30 0.39 

aadE_2 0.32 2.11 2.23 2.91 2.86 2.18 3.03 1.84 2.66 0.73 1.68 0.89 0.86 0.81 

ant6Ib 0.32 1.22 1.12 0.29 1.04 0.50 0.79 0.82 0.96 0.92 0.73 0.93 0.85 1.07 
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ant6Ib.1 0.32 1.35 1.09 0.34 1.20 0.53 0.75 0.74 1.17 0.95 0.81 0.91 1.01 1.06 

aph2Ib 1.00 23.32 179.3 43.02 33.25 19.77 3.51 88.24 129.6 NA NA 0.87 0.66 0.24 

aph3Ib 0.32 25.11 17.81 286.9 13.62 2.71 2.64 241.3 509.6 11.98 2.19 1.34 1.24 23.68 

aphA1 1.00 17.68 10.53 1.73 1.45 2.92 3.21 4.69 7.96 27.94 1.75 NA NA NA 

aphA3 0.05 1.40 1.89 2.05 2.48 1.57 3.03 2.91 3.42 0.19 2.41 0.23 0.16 0.17 

aphA3.1 0.05 1.41 2.13 2.16 2.48 1.67 3.26 2.93 3.35 0.20 2.40 0.25 0.17 0.18 

blaTEM 1.00 0.31 0.91 80.32 29.89 12.94 37.80 33.12 28.68 0.56 0.17 0.71 0.47 4.26 

blaTEM_2 0.32 0.27 0.98 383.0 130.7 39.52 105.5 158.4 247.9 NA 0.11 1.00 0.64 9.12 

cepA 1.00 0.08 0.06 0.02 0.09 0.01 0.03 2.88 2.85 NA NA 0.02 NA 0.12 

dfrA1 0.32 0.01 0.10 2.06 0.13 0.01 0.00 1.91 0.39 0.00 2.75 0.01 0.01 0.16 

ermB 0.05 1.58 1.82 2.99 3.43 2.32 3.15 2.46 3.53 0.50 1.85 0.55 0.47 0.47 

ermF 0.05 0.42 0.28 5.13 0.78 1.28 1.11 1.09 0.16 1.64 0.33 0.98 1.54 0.75 

ermG 0.32 5.00 5.67 6.83 9.95 7.27 5.21 7.87 9.64 0.23 2.83 0.21 0.62 0.50 

IntI1a 0.32 4.00 8.89 63.72 6.99 3.45 2.83 28.47 12.51 1.61 NA 0.46 0.90 3.63 

IntI2a 1.00 0.01 0.02 0.16 0.06 0.00 0.02 0.06 0.02 0.00 3.05 0.01 NA 0.01 

is26a 0.32 1.52 0.74 3.76 0.68 0.98 0.26 2.28 5.91 0.35 5.60 0.06 2.95 0.63 

is6100a 0.32 1.17 2.31 1.09 0.82 1.63 2.58 0.98 1.36 1.00 2.36 0.29 0.15 0.85 

lnuB 0.05 3.43 1.48 1.86 1.03 0.99 0.79 1.28 0.96 9.09 6.29 1.63 1.19 4.17 

lnuC 1.00 0.94 1.03 1.67 1.07 1.32 0.86 0.96 1.00 1.13 0.87 1.14 1.29 0.90 

mefA 1.00 0.96 0.73 1.31 0.86 0.81 1.26 0.35 0.36 1.10 0.82 1.09 1.32 0.95 

MGtetM 0.32 0.44 1.84 26.21 2.38 11.07 14.58 2.41 2.68 0.51 10.54 0.18 2.46 0.31 

mphB 0.05 6.48 0.42 359.4 21.92 1.48 0.28 206.2 33.57 1.65 NA 2.05 2.43 2.11 

npmA 0.32 5.74 6.23 4.45 4.94 19.33 9.00 45.31 57.07 NA 1.27 0.81 0.28 0.06 

strB 1.00 14.22 11.98 243.1 15.73 2.25 2.28 190.8 317.6 13.63 1.65 1.18 0.99 21.97 

sul2 1.00 0.08 0.13 2.74 0.17 0.06 0.12 2.46 1.62 0.06 NA NA 0.01 0.18 

tet32 1.00 1.07 1.86 0.81 0.66 0.71 0.94 1.24 0.74 0.84 0.88 0.63 1.00 0.86 

tet40_2 0.32 1.42 0.97 1.81 1.75 1.37 1.37 1.46 1.39 1.06 0.75 1.05 1.29 0.81 

tetA_2 1.00 4.25 1.78 46.62 14.54 18.32 20.06 11.51 15.08 1.08 15.32 0.89 0.80 0.63 

tetB_2 1.00 0.17 0.20 0.83 0.55 0.15 0.18 2.05 0.91 0.03 2.77 0.05 0.03 0.25 

tetG 0.32 1.51 0.78 1.07 1.44 1.08 0.89 0.29 0.20 0.88 0.34 0.54 1.07 0.99 

tetH 0.32 1.50 1.93 1.02 1.06 1.06 2.06 0.54 0.41 0.25 NA 0.28 NA NA 

tetL 1.00 0.06 0.05 1.01 0.78 0.42 1.77 0.02 0.03 7.45 11.21 0.31 1.01 0.50 

tetM 1.00 0.20 0.42 4.30 0.49 1.71 2.42 0.46 0.40 1.63 4.06 3.65 2.22 1.83 

tetM_2 0.32 0.17 0.40 3.86 0.47 1.94 2.39 0.44 0.48 1.75 4.38 3.93 2.82 1.79 

tetO 1.00 1.22 1.02 1.87 1.63 1.68 2.25 1.32 1.41 0.91 0.68 0.89 0.87 0.55 

tetO.1 1.00 1.26 1.06 1.99 1.67 1.67 2.35 1.34 1.43 0.92 0.66 0.91 0.88 0.57 

tetQ 0.05 0.61 0.55 1.46 1.01 1.02 0.94 0.46 0.33 1.02 0.69 0.93 1.08 0.82 

tetR 1.00 4.15 1.72 31.30 14.06 4.38 9.41 7.71 9.73 1.34 14.62 0.87 0.89 0.70 

tetT 0.32 1.95 2.07 1.63 1.03 4.29 2.56 4.09 2.01 1.87 NA NA NA NA 

tetW.1 0.32 1.00 1.03 1.79 1.47 1.02 0.93 1.38 1.28 0.98 1.16 1.08 0.95 0.90 

tetX 1.00 0.70 0.71 1.47 0.52 1.02 2.11 1.71 0.31 1.45 0.40 0.91 1.12 0.97 

tnpAa 0.05 2.11 0.83 0.33 0.16 1.47 0.94 0.59 0.39 27.75 NA 1.59 2.15 NA 

vanTG 0.05 0.22 0.05 0.70 0.23 0.22 0.07 0.47 0.03 1.77 NA 1.71 4.11 1.29 

X16SZhu NA 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 
a:Not an ARG 
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2.5.2 Table of ARGs in S2 piglets (Table S4) 

Table S4 : Significance of the exclusion and relative abundance of targeted genes in the S2 donor. The 
abundances are normalized by the abundance of the 16S rRNA gene. The numbers are not between 0 and 1 
because the ARGs were pre-amplified whereas the 16S rRNA genes were not (see material and methods). 
The p-values correspond to a 2-way non-parametric Friedman test based on the medians. 
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aadA 0.32 0.28 0.19 0.15 0.16 0.40 0.08 0.62 0.22 0.12 2.36 0.41 0.16 0.36 

aadA2_2 0.05 0.42 0.27 0.31 0.28 0.73 0.22 0.58 0.34 0.21 2.45 0.50 0.30 0.37 

aadE 0.32 2.73 2.91 3.55 3.67 3.61 3.76 4.39 2.33 0.56 2.52 0.40 0.29 0.38 

aadE.1 0.32 2.83 2.91 3.76 3.84 3.77 3.91 4.62 2.35 0.58 2.59 0.43 0.30 0.39 

aadE_2 1.00 3.53 2.23 2.65 2.86 2.58 3.03 2.86 2.66 0.59 1.68 0.89 0.86 0.81 

ant6Ib 0.32 1.03 1.12 0.85 1.04 0.65 0.79 1.03 0.96 0.72 0.73 0.93 0.85 1.07 

ant6Ib.1 0.32 1.11 1.09 0.97 1.20 0.58 0.75 0.97 1.17 0.83 0.81 0.91 1.01 1.06 

aph2Ib 0.32 167.9 179.3 218.1 33.25 14.91 3.51 147.8 129.6 NA NA 0.87 0.66 0.24 

aph3Ib 0.05 19.23 17.81 21.88 13.62 15.04 2.64 964.5 509.6 3.67 2.19 1.34 1.24 23.68 

aphA1 0.32 16.87 10.53 5.31 1.45 3.49 3.21 3.21 7.96 4.49 1.75 NA NA NA 

aphA3 0.32 2.32 1.89 4.23 2.48 2.27 3.03 4.31 3.42 0.16 2.41 0.23 0.16 0.17 

aphA3.1 0.32 2.25 2.13 4.12 2.48 2.34 3.26 4.15 3.35 0.17 2.40 0.25 0.17 0.18 

blaTEM 0.32 0.21 0.91 11.44 29.89 51.90 37.80 13.72 28.68 0.09 0.17 0.71 0.47 4.26 

blaTEM_2 0.32 0.18 0.98 34.50 130.7 189.9 105.5 37.55 247.9 0.04 0.11 1.00 0.64 9.12 

cepA 0.32 0.18 0.06 0.58 0.09 0.03 0.03 0.19 2.85 NA NA 0.02 NA 0.12 

dfrA1 0.32 0.01 0.10 0.14 0.13 0.01 0.00 0.50 0.39 0.00 2.75 0.01 0.01 0.16 

ermB 1.00 3.47 1.82 3.86 3.43 2.96 3.15 3.52 3.53 1.12 1.85 0.55 0.47 0.47 

ermF 1.00 0.17 0.28 0.41 0.78 1.89 1.11 0.42 0.16 0.77 0.33 0.98 1.54 0.75 

ermG 1.00 7.87 5.67 9.49 9.95 9.95 5.21 5.99 9.64 0.27 2.83 0.21 0.62 0.50 

IntI1a 0.32 4.61 8.89 9.89 6.99 9.98 2.83 20.44 12.51 0.79 NA 0.46 0.90 3.63 

IntI2a 1.00 0.03 0.02 0.06 0.06 0.01 0.02 0.01 0.02 NA 3.05 0.01 NA 0.01 

is26a 0.05 2.17 0.74 0.79 0.68 1.55 0.26 10.23 5.91 0.08 5.60 0.06 2.95 0.63 

is6100a 1.00 3.56 2.31 2.15 0.82 1.43 2.58 1.25 1.36 0.66 2.36 0.29 0.15 0.85 

lnuB 0.32 4.17 1.48 3.84 1.03 0.64 0.79 2.54 0.96 9.98 6.29 1.63 1.19 4.17 

lnuC 0.05 1.87 1.03 1.62 1.07 1.47 0.86 1.12 1.00 0.83 0.87 1.14 1.29 0.90 

mefA 0.32 0.67 0.73 1.09 0.86 1.29 1.26 0.60 0.36 0.89 0.82 1.09 1.32 0.95 

MGtetM 1.00 0.74 1.84 4.29 2.38 17.67 14.58 1.00 2.68 0.91 10.54 0.18 2.46 0.31 

mphB 1.00 0.55 0.42 13.08 21.92 1.72 0.28 1.94 33.57 2.44 NA 2.05 2.43 2.11 

npmA 0.32 0.22 6.23 3.24 4.94 24.02 9.00 0.67 57.07 NA 1.27 0.81 0.28 0.06 

strB 0.05 15.55 11.98 23.82 15.73 15.39 2.28 728.9 317.6 3.61 1.65 1.18 0.99 21.97 

sul2 0.32 0.41 0.13 0.24 0.17 0.15 0.12 0.80 1.62 0.03 NA NA 0.01 0.18 

tet32 0.32 2.48 1.86 2.92 0.66 0.70 0.94 1.94 0.74 0.47 0.88 0.63 1.00 0.86 

tet40_2 0.32 1.66 0.97 1.79 1.75 1.57 1.37 1.12 1.39 0.78 0.75 1.05 1.29 0.81 
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tetA_2 1.00 17.94 1.78 9.46 14.54 41.23 20.06 1.32 15.08 0.77 15.32 0.89 0.80 0.63 

tetB_2 0.32 0.52 0.20 0.13 0.55 0.25 0.18 3.58 0.91 0.01 2.77 0.05 0.03 0.25 

tetG 1.00 0.58 0.78 0.98 1.44 3.30 0.89 1.19 0.20 1.12 0.34 0.54 1.07 0.99 

tetH 1.00 1.73 1.93 3.26 1.06 0.94 2.06 0.43 0.41 NA NA 0.28 NA NA 

tetL 0.32 0.05 0.05 0.02 0.78 1.90 1.77 0.01 0.03 7.78 11.21 0.31 1.01 0.50 

tetM 0.32 0.18 0.42 0.69 0.49 2.22 2.42 0.24 0.40 1.08 4.06 3.65 2.22 1.83 

tetM_2 1.00 0.21 0.40 0.74 0.47 2.66 2.39 0.24 0.48 1.26 4.38 3.93 2.82 1.79 

tetO 0.32 1.22 1.02 1.30 1.63 2.22 2.25 1.00 1.41 0.65 0.68 0.89 0.87 0.55 

tetO.1 0.32 1.23 1.06 1.41 1.67 2.17 2.35 1.06 1.43 0.64 0.66 0.91 0.88 0.57 

tetQ 1.00 0.40 0.55 0.56 1.01 1.94 0.94 0.54 0.33 0.76 0.69 0.93 1.08 0.82 

tetR 1.00 14.26 1.72 8.04 14.06 27.85 9.41 1.33 9.73 0.77 14.62 0.87 0.89 0.70 

tetT 0.32 2.73 2.07 1.80 1.03 5.37 2.56 1.82 2.01 1.79 NA NA NA NA 

tetW.1 0.05 2.08 1.03 2.39 1.47 1.25 0.93 1.78 1.28 0.68 1.16 1.08 0.95 0.90 

tetX 1.00 0.28 0.71 0.69 0.52 1.25 2.11 0.77 0.31 1.12 0.40 0.91 1.12 0.97 

tnpAa 0.32 2.32 0.83 0.78 0.16 0.43 0.94 0.55 0.39 32.39 NA 1.59 2.15 NA 

vanTG 0.32 0.09 0.05 0.13 0.23 0.26 0.07 0.88 0.03 0.90 NA 1.71 4.11 1.29 

X16SZhu NA 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 1.00 
a : not an ARG 
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2.5.3 Visualization of the ARG ratio in S1 and S2 piglets (Fig S2) 
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Figure S2: Relative abundance of ARGs in S1 and S2 piglets at weaning (as ratio of the ARG in the control 
piglets) vs the abundance of ARGs in the donor sow (as ratio of the ARG in the lactating sow). For each ARG 
in Table S1 (top, corresponding to S1 donor sow 268) or Table S2 (bottom, corresponding to S2 donor sow 
206), the X axis indicated the ratio between the relative abundance in the piglets gavaged with suspension 
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S1 over the relative abundance in the control piglets. The Y-axis indicates the ratio between the relative 
abundance in the donor sow over the relative abundance in the lactating sow. ARGs that are significantly 
impacted by the inoculation of suspension are circled. Each sow has a different marker. The axes use a 
logarithmic scale. The green areas indicate the areas where a low (resp. high) abundance of ARG in the 
donor translates to a low(resp.high) abundance in the gavaged piglets, i.e the hypothesis that the ARG level 
in the sows is mirrored in the piglets. 
This figure illustrates the challenge of predicting the success of the exclusion based solely on the ARG level 
in the donor and the lactating sow because a strong ARG contrast is not enough to guarantee a successful 
exclusion of the ARG. 
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3. Neutral model applied to the piglets 

3.1 Rationale of the neutral model 

The rationale of the neutral model is that a metacommunity (microbes surrounding the piglet in our case) 

feed a local community (microbes in the gut of the piglets). The neutral model assumes that species are 

'neutral' in their ecological fitness (i.e. each species has the same growth, death and dispersion rates), and 

the assembly is the resulting stochastic phenomenon.  

The metacommunity can either be objectively measured (such as the microbiota of the milking sow, and 

the microbiota of the donor sow), or it can be derived from the observation across all the samples. The 

basic idea is that an OTU that is rare in the metacommunity will be observed in very few local community 

while an OTU that is abundant in the metacomunity will be observed in every local comunity. 

In our case, we first show that the link between the microbiota of the sows and the microbiota of the 

piglets is tenuous, as most of the OTUs observed in every piglet is not observed in the sows (with identical 

sequencing depth, Fig S4). We then proceed to fit the neutral model by estimating the metacommunity 

from the observations across all the piglets (Fig S5). The interested reader is invited to read the publication 

describing  the algorithm fitting the neutral model : A.R. Burns, W.Z. Stephens, K. Stagaman, S. Wong, J.F. Rawls, K. 

Guillemin, and B.J. Bohannan, Contribution of neutral processes to the assembly of gut microbial communities in the zebrafish over 
host development. The ISME journal 10 (2016) 655-64. 

3.2 Necessity of estimating the metacommunity from piglets (Fig S8) 

 
Figure S8: Repartition of the frequency of the OTUs in S1, S2 and control piglets compared to the 
abundance of the OTUs in the lactating sows. Each OTU is plotted with its abundance in the milking sow (X-
axis) vs the number of piglets in which it was observed across the 4 lactating sows (i.e. out of 3x4 piglets for 
S1 or S2, out of 4x4 piglets for the control) (Frequency on the Y-Axis). The area was divided in hexagons with 
the hexbin package of R, and the density of each hexagon was color-coded. This figure shows that the 
piglets gavaged with S1, S2 or saline water all had more than 80% of their OTUs that were present in every 
piglet, yet undetectable in their milking sow sampled at the same sequencing depth. This contrast is in clear 
opposition with the idea that the milking sow provides a metacommunity that colonize the gut of the piglet 
following a neutral model (at least in the control piglets), and justifies the use of an extrapolated 
metacommunity to fit the neutral model on the gut microbes of the piglets (Fig.2). 
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3.3 Fitting the neutral model to control, S1 and S2 piglets of sow722 (Fig S7) 

 
Figure S7 : Fitting the neutral model to control, S1 and S2 piglets of sow722. The controls piglets (TOP) show 
an acceptable fit (R²=0.45) while piglets force-fed with S1 (MIDDLE) and S2 (BOTTOM) are not well 
described by the model (R²<0.04). OTUs more frequent than expected are in orange, OTUs less frequent 
than expected are in green. The lack of fit of the neutral model for the gavaged piglets (in contrast to the 
control piglets for which the neutral model offers a decent fit) indicates that the inoculation of microbial 
suspension in the early life modified the rules of assembly of the microbial communities. 
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4. Linking OTUs and ARGs 

4.1 Rationale of the MINE method 

In our dataset, we merged the data of ARG abundance and 16S gene for each sample. We then look at the 

relationships between ARG and OTU using the MINE software (see Material and Method section), which 

can detect simultaneously linear and non-linear relationships. The linear and non-linear relationships 

between the selected OTUs and ARGs were characterized on a filtered OTU table so that the total count of 

each OTU across the samples is higher than 1000 (i.e., 0.07% of the total counts), which was merged with 

the ARG dataset using the sample Id. We then computed the maximal information coefficient index using 

the application provided with Java SE 1.7.0_0249 with the percentage of the records necessary to have data 

in them for both variables before those variables are compared (cv) and the exponent (α) parameters set 

to 0.6.  

To keep only relationships that are statistically significant, we used the same randomization strategy as for 

the DAPC. Indeed, the empirical null distribution of the maximal information coefficient was computed 

using 1000 random permutations of the relative abundances within the variables in order to account for 

the baseline correlation bound to occur between any two vectors. The maximal value of the null 

distribution was set as the significant threshold for the real dataset, i.e., the dataset before randomization. 

The relationships were labeled as linear when the regression coefficient was higher than 0.5. They were 

labeled as non-linear when the regression coefficient was negative and the nonlinearity coefficient was 

higher than 0.3 (see Fig S7 for examples). The dataset at 14 days and the dataset at weaning were analyzed 

separately to avoid relationships due to the impact of age. 
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4.2 Examples of ARG-OTU relationships (Fig S10) 

 
Figure S10: Representative relationships found between OTUs and ARGs for linear (left), co-exclusion 
(middle), and uncharacterized (right) relationships. The X-axis indicates the number of counts of the OTU 
and the Y-axis reports the quantification of the antibiotic resistance gene. The points are color-coded for 
their groups (Red : S1 piglets, blue : S2 piglets, gray : control piglets)  
 

4.3 Distribution of the MIC under real and randomized conditions (Fig S11) 

 
Figure S11 : comparison of the distribution of the maximal information coefficient index in the dataset 
before and after randomization. The maximal value of the null distribution was set as the significant 
threshold for the real dataset, i.e. the dataset before randomization (red). The rationale is that the MIC 
values that were never observed in the randomized dataset (blue) are not an artifact due to the high 
number of pairwise comparison. 
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4.4 Network of ARGs and OTUs at weaning (Fig S12) 

The statistically significant interactions between ARGs and OTU, i.e. the interactions whose MIC was never 

observed in the randomized dataset (see List above) are represented below using Gephi 0.9.2. 

 

 
Figure S12 : Network of significant ARGs and OTUs relationships at weaning (excluding relationships 

between OTUs that were not linked to ARGs at all). The network representation of the non-linear 

relationships as assessed by the MIC, in which ARGs are indicated by their name in red, OTUs are 

represented by their number and color-coded by their order. The linear clusters in which at least one ARG is 

present are represented in blue, and co-exclusive relationships between ARGs and OTUs are represented in 

red. 
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5. Technical tables (Table S5) 

1.1 Table S5: List of primers used in this paper 

Primer in 
the paper 

initial 
primer 
name 

FWD primer REV primer Reference 

aac6Im aac6Im CGCCCGATGAATGAGGATGA  CACGGTCATCTGTCAGCCAT This study 
aacA.aphD aacA/aphD AGAGCCTTGGGAAGATGAAGTTT TTGATCCATACCATAGACTATCTCATCA 48

 

aadA aadA GTTGTGCACGACGACATCATT GGCTCGAAGATACCTGCAAGAA 37
 

aadA2_2 aadA2_2 CAATGACATTCTTGCGGGTATC GACCTACCAAGGCAACGCTATG 37
 

aadA9_2 aadA9_2 GGATGCACGCTTGGATGAA CCTCTAGCGGCCGGAGTATT 37
 

aadE aadE TACCTTATTGCCCTTGGAAGAGTTA GGAACTATGTCCCTTTTAATTCTACAATCT 48
 

aadE.1 aadE TACCTTATTGCCCTTGGAAGAGTTA GGAACTATGTCCCTTTTAATTCTACAATCT 48
 

aadE_2 aadE_2 GCTTCGCATGATTTCCTGGC CCTCCCGGAACAATGCCATA This study 
ant6Ib ant6-Ib ACATCCGACAGCACGTTCTT CGCAGTAATTCCATACGCACA This study 

ant6Ib.1 ant6-Ib ACATCCGACAGCACGTTCTT CGCAGTAATTCCATACGCACA This study 
aph2Ib aph2-Ib TCAAATCCCTGCGGTAGTGT CGTCGCTTCATCATATGCAAGG This study 
aphA1 aphA1 TGAACAAGTCTGGAAAGAAATGCA CCTATTAATTTCCCCTCGTCAAAAA 37

 

aphA3 aphA3 CGGAATTGAAAAAACTGATCGAA ATACCGGCTGTCCGTCATTT 37
 

aphA3.1 aphA3 CGGAATTGAAAAAACTGATCGAA ATACCGGCTGTCCGTCATTT 37
 

blaTEM blaTEM TTCCTGTTTTTGCTCACCCAG CTCAAGGATCTTACCGCTGTTG 49
 

blaTEM_2 blaTEM_2 AGCATCTTACGGATGGCATGA TCCTCCGATCGTTGTCAGAAGT 37
 

cepA cepA AGTTGCGCAGAACAGTCCTCTT TCGTATCTTGCCCGTCGATAAT 48
 

dfrA1 dfrA1 GGAATGGCCCTGATATTCCA AGTCTTGCGTCCAACCAACAG 37
 

dfrA16 dfrA16 TCGTTTCTGGTGGTGGTGAA  ATGTCTCCATCTCGCTCGAT This study 
ermB ermB TAAAGGGCATTTAACGACGAAACT TTTATACCTCTGTTTGTTAGGGAATTGAA 48

 

ermF ermF CAGCTTTGGTTGAACATTTACGAA AAATTCCTAAAATCACAACCGACAA 48
 

ermG ermG ACAAACAGATCACTAGCATTGC GCGCTATCCACTTTAGGTTTTGG This study 
IntI1 IntI1 TGCCGTGATCGAAATCCAGATCCT TTTCTGGAAGGCGAGCATCGTTTG 50

 

IntI2 IntI2 TGCTTTTCCCACCCTTACC GACGGCTACCCTCTGTTATCTC 51
 

is6100 is6100 CCGATCACGGAAAGCTCAAG GGCTCGCATGACTTCGAATC 37
 

lnuB lnuB TGAACATAATCCCCTCGTTTAAAGAT TAATTGCCCTGTTTCATCGTAAATAA 48
 

lnuC lnuC TTTCTTGATGGTGGCTGGGG TGGGCTCTTGACTGATATCCA This study 
mcr1_2 mcr1_2 TGGCGTTCAGCAGTCATTAT AGCTTACCCACCGAGTAGAT 52

 

mefA mefA CCGTAGCATTGGAACAGCTTTT AAACGGAGTATAAGAGTGCTGCAA 37
 

MGtetM MGtetM GAAGTGCCGCCAAATCCTTT CTGCATTCCACTTCCCAACG This study 
mphB mphB CGCAGCGCTTGATCTTGTAG TTACTGCATCCATACGCTGCTT 48

 

npmA npmA GGTCAGTTTGATCGTGTGCA TTTCTACCGTCTCCAGTACCCA This study 
str str AATGAGTTTTGGAGTGTCTCAACGTA AATCAAAACCCCTATTAAAGCCAAT 48

 

sul2 sul2 TCATCTGCCAAACTCGTCGTTA GTCAAAGAACGCCGCAATGT 37
 

tet32 tet32 CCATTACTTCGGACAACGGTAGA CAATCTCTGTGAGGGCATTTAACA 48
 

tet40_2 tet40_2 TGCTATTGAGGAACGGCAGG ACAAAGCCCAGGTTGAGCTT This study 
tetA_2 tetA CTCACCAGCCTGACCTCGAT CACGTTGTTATAGAAGCCGCATAG 48 
tetB_2 tetB_2 GCCCAGTGCTGTTGTTGTCAT TGAAAGCAAACGGCCTAAATACA 37

 

tetG tetG TCAACCATTGCCGATTCGA TGGCCCGGCAATCATG 37
 

tetH tetH TTTGGGTCATCTTACCAGCATTAA TTGCGCATTATCATCGACAGA 48
 

tetL tetL ATGGTTGTAGTTGCGCGCTATAT ATCGCTGGACCGACTCCTT 37
 

tetM tetM CATCATAGACACGCCAGGACATAT CGCCATCTTTTGCAGAAATCA 48
 

tetO tetO ATGTGGATACTACAACGCATGAGATT TGCCTCCACATGATATTTTTCCT 37
 

tetQ tetQ CGCCTCAGAAGTAAGTTCATACACTAAG TCGTTCATGCGGATATTATCAGAAT 48
 

tetR tetR CGCGATAGACGCCTTCGA TCCTGACAACGAGCCTCCTT 37
 

tetT tetT CCATATAGAGGTTCCACCAAATCC TGACCCTATTGGTAGTGGTTCTATTG 48
 

tetW.1 tetW.1 ATGAACATTCCCACCGTTATCTTT ATATCGGCGGAGAGCTTATCC 37
 

tetX tetX AAATTTGTTACCGACACGGAAGTT CATAGCTGAAAAAATCCAGGACAGTT 48
 

tnpA tnpA AATTGATGCGGACGGCTTAA TCACCAAACTGTTTATGGAGTCGTT 48
 

vanTG vanTG CGTGTAGCCGTTCCGTTCTT CGGCATTACAGGTATATCTGGAAA 48
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X16SZhu 16S_Zhu GGGTTGCGCTCGTTGC ATGGYTGTCGTCAGCTCGTG 48
 

 

4.5 Identification of samples 

 
ID_R shortID sowshortID sowlongID SALLE LOGE piglet sex lot color Sampling_date 

CA1601001J2 001J2 722 560722 0 0 1 0 S1 BLEU J2 

CA1601002J2 002J2 722 560722 0 0 2 0 S2 JAUNE J2 

CA1601003J2 003J2 722 560722 0 0 3 0 S1 BLEU J2 

CA1601004J2 004J2 722 560722 0 0 4 0 T BLANC J2 

CA1601005J2 005J2 722 560722 0 0 5 0 T BLANC J2 

CA1601006J2 006J2 722 560722 0 0 6 0 S1 BLEU J2 

CA1601007J2 007J2 722 560722 0 0 7 0 T BLANC J2 

CA1601008J2 008J2 722 560722 0 0 8 0 T BLANC J2 

CA1601009J2 009J2 722 560722 0 0 9 0 S2 JAUNE J2 

CA1601010J2 010J2 722 560722 0 0 10 0 S2 JAUNE J2 

CA1601011J2 011J2 722 560722 0 0 11 0 S1 BLEU J2 

CA160110J1 10J1 722 560722 0 0 10 0 S2 JAUNE J1 

CA160111J1 11J1 722 560722 0 0 11 0 S1 BLEU J1 

CA160112J1 12J1 722 560722 0 0 12 0 S2 JAUNE J1 

CA160112J2 12J2 722 560722 0 0 14 0 T BLANC J2 

CA1601138J1 138J1 709 560709 15 2 138 M S2 JAUNE J1 

CA1601138J2 138J2 709 560709 15 2 139 M S1 BLEU J2 

CA1601139J1 139J1 709 560709 15 2 139 M S1 BLEU J1 

CA1601140J1 140J1 709 560709 15 2 140 M S2 BLANC J1 

CA1601140J2 140J2 709 560709 15 2 140 M S2 BLANC J2 

CA1601141J1 141J1 709 560709 15 2 141 M S1 BLEU J1 

CA1601141J2 141J2 709 560709 15 2 141 M S1 BLEU J2 

CA1601142J1 142J1 709 560709 15 2 142 M T BLANC J1 

CA1601142J2 142J2 709 560709 15 2 142 M T BLANC J2 

CA1601143J1 143J1 709 560709 15 2 143 M T BLANC J1 

CA1601143J2 143J2 709 560709 15 2 143 M T BLANC J2 

CA1601144J1 144J1 709 560709 15 2 144 F T BLANC J1 

CA1601144J2 144J2 709 560709 15 2 144 F T BLANC J2 



25 

 

CA1601145J2 145J2 709 560709 15 2 146 F T BLANC J2 

CA1601146J1 146J1 709 560709 15 2 146 F T BLANC J1 

CA1601148J1 148J1 709 560709 15 2 148 F S1 BLEU J1 

CA1601148J2 148J2 709 560709 15 2 148 F S1 BLEU J2 

CA1601149J1 149J1 709 560709 15 2 149 F S2 JAUNE J1 

CA1601149J2 149J2 709 560709 15 2 149 F S2 JAUNE J2 

CA160114J1 14J1 722 560722 0 0 14 0 T BLANC J1 

CA160114J2 14J2 722 560722 0 0 14 0 T BLANC J2 

CA1601150J1 150J1 709 560709 15 2 150 F S1 BLEU J1 

CA1601150J2 150J2 709 560709 15 2 150 F S1 BLEU J2 

CA1601151J1 151J1 709 560709 15 2 151 F T BLANC J1 

CA1601151J2 151J2 709 560709 15 2 151 F T BLANC J2 

CA1601152J1 152J1 709 560709 15 2 152 F S2 JAUNE J1 

CA1601152J2 152J2 709 560709 15 2 152 F S2 JAUNE J2 

CA1601197J1 197J1 512 230512 15 12 197 M T BLANC J1 

CA1601197J2 197J2 512 230512 15 12 197 M T BLANC J2 

CA1601198J1 198J1 512 230512 15 12 198 M T BLANC J1 

CA1601199J1 199J1 710 560710 15 11 199 M S1 BLEU J1 

CA1601199J2 199J2 710 560710 15 11 199 M S1 BLEU J2 

CA16011J1 1J1 722 560722 0 0 1 0 S1 BLEU J1 

CA1601200J2 200J2 710 560710 15 11 200 M S2 JAUNE J2 

CA1601201J1 201J1 710 560710 15 11 201 M S1 BLEU J1 

CA1601201J2 201J2 710 560710 15 11 201 M S1 BLEU J2 

CA1601202J1 202J1 710 560710 15 11 202 M S2 JAUNE J1 

CA1601202J2 202J2 710 560710 15 11 202 M S2 JAUNE J2 

CA1601204J1 204J1 710 560710 15 11 204 M T BLANC J1 

CA1601204J2 204J2 710 560710 15 11 204 M T BLANC J2 

CA1601205J1 205J1 710 560710 15 11 205 M S1 BLEU J1 

CA1601205J2 205J2 710 560710 15 11 205 M S1 BLEU J2 

CA1601206J1 206J1 710 560710 15 11 206 F T BLANC J1 

CA1601206J2 206J2 710 560710 15 11 206 F T BLANC J2 

CA1601207J1 207J1 710 560710 15 11 207 F S1 BLEU J1 

CA1601207J2 207J2 710 560710 15 11 207 F S1 BLEU J2 
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CA1601208J1 208J1 710 560710 15 11 208 F S2 JAUNE J1 

CA1601208J2 208J2 710 560710 15 11 208 F S2 JAUNE J2 

CA1601209J2 209J2 710 560710 15 11 209 F T BLANC J2 

CA1601210J1 210J1 710 560710 15 11 210 F T BLANC J1 

CA1601210J2 210J2 710 560710 15 11 210 F T BLANC J2 

CA1601211J1 211J1 710 560710 15 11 211 F T BLANC J1 

CA1601211J2 211J2 710 560710 15 11 211 F T BLANC J2 

CA1601212J1 212J1 710 560710 15 11 212 F S2 JAUNE J1 

CA1601212J2 212J2 710 560710 15 11 212 F S2 JAUNE J2 

CA1601213J1 213J1 512 230512 15 12 213 M S1 BLEU J1 

CA1601213J2 213J2 512 230512 15 12 213 M S1 BLEU J2 

CA1601214J1 214J1 512 230512 15 12 214 M S2 JAUNE J1 

CA1601214J2 214J2 512 230512 15 12 214 M S2 JAUNE J2 

CA1601215J1 215J1     sow512  sow512  J1 

CA1601216J1 216J1 512 230512 15 12 216 M S1 BLEU J1 

CA1601216J2 216J2 512 230512 15 12 216 M S1 BLEU J2 

CA1601217J1 217J1 512 230512 15 12 217 M S2 JAUNE J1 

CA1601217J2 217J2 512 230512 15 12 217 M S2 JAUNE J2 

CA1601218J1 218J1 512 230512 15 12 218 F T BLANC J1 

CA1601218J2 218J2 512 230512 15 12 218 F T BLANC J2 

CA1601219J1 219J1 512 230512 15 12 219 F S1 BLEU J1 

CA1601219J2 219J2 512 230512 15 12 219 F S1 BLEU J2 

CA1601220J1 220J1 512 230512 15 12 220 F T BLANC J1 

CA1601220J2 220J2 512 230512 15 12 220 F T BLANC J2 

CA1601221J1 221J1 512 230512 15 12 221 F T BLANC J1 

CA1601221J2 221J2 512 230512 15 12 221 F T BLANC J2 

CA1601222J1 222J1 512 230512 15 12 222 F T BLANC J1 

CA1601222J2 222J2 512 230512 15 12 222 F T BLANC J2 

CA1601223J1 223J1 512 230512 15 12 223 F S2 JAUNE J1 

CA1601223J2 223J2 512 230512 15 12 223 F S2 JAUNE J2 

CA16012J1 2J1 722 560722 0 0 2 0 S2 JAUNE J1 

CA16013J1 3J1 722 560722 0 0 3 0 S1 BLEU J1 

CA16014J1 4J1 722 560722 0 0 4 0 T BLANC J1 
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CA1601512J0 512J0     sow512  sow512  J0 

CA1601512J2 512J2     sow512  sow512  J2 

CA16015J1 5J1 722 560722 0 0 5 0 T BLANC J1 

CA16016J1 6J1 722 560722 0 0 6 0 S1 BLEU J1 

CA1601709J0 709J0     sow709  sow709  J0 

CA1601709J1 709J1     sow709  sow709  J1 

CA1601709J2 709J2     sow709  sow709  J2 

CA1601710J0 710J0     sow710  sow710  J0 

CA1601710J1 710J1     sow710  sow710  J1 

CA1601710J2 710J2     sow710  sow710  J2 

CA1601722J0 722J0     sow722  sow722  J0 

CA1601722J1 722J1     sow722  sow722  J1 

CA1601722J2 722J2     sow722  sow722  J2 

CA16017J1 7J1 722 560722 0 0 7 0 T BLANC J1 

CA16018J1 8J1 722 560722 0 0 8 0 T BLANC J1 

CA16019J1 9J1 722 560722 0 0 9 0 S2 JAUNE J1 

CA1601D206 D206  0   Donor206     

CA1601D268 D268  0   Donor268     

4.6 OTU table 

The sequences used to produce the data below were submitted to NCBI’s SRA archive[ with accession 

number SRP124929. 

#OTU ID CA1601001J2_AACGCA_L001_R CA1601002J2_TTCGAG_L001_R

 CA1601003J2_AAGCTA_L001_R CA1601004J2_AGTTTG_L001_R

 CA1601005J2_TCCCCA_L001_R CA1601006J2_AACTAG_L001_R

 CA1601007J2_GTTCGC_L001_R CA1601008J2_TGCCTT_L001_R

 CA1601009J2_ATAAGA_L001_R CA1601010J2_CACACT_L001_R

 CA1601011J2_ACAGTT_L001_R CA160110J1_GTCCTA_L001_R

 CA160111J1_ACGGTA_L001_R CA160112J1_ACACCG_L001_R

 CA160112J2_AAACAA_L001_R CA1601138J1_CAGTCT_L001_R

 CA1601138J2_CGAGAA_L001_R CA1601139J1_TTAAAT_L001_R

 CA1601140J1_AATTGC_L001_R CA1601140J2_CCGGGT_L001_R

 CA1601141J1_ACTCGA_L001_R CA1601141J2_GTCATT_L001_R

 CA1601142J1_GTTACC_L001_R CA1601142J2_CAGGAC_L001_R
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 CA1601143J1_CAGATG_L001_R CA1601143J2_TAAGAC_L001_R

 CA1601144J1_TCGCGC_L001_R CA1601144J2_AGTTGA_L001_R

 CA1601145J2_GTTAGT_L001_R CA1601146J1_TAACTT_L001_R

 CA1601148J1_CTGTAA_L001_R CA1601148J2_CCAGCC_L001_R

 CA1601149J1_CCATTG_L001_R CA1601149J2_AGCGGT_L001_R

 CA160114J1_AGTATT_L001_R CA160114J2_AGGGAT_L001_R

 CA1601150J1_TAGGCT_L001_R CA1601150J2_GCTCAA_L001_R

 CA1601151J1_TTCTTG_L001_R CA1601151J2_TCCATT_L001_R

 CA1601152J1_CCGACC_L001_R CA1601152J2_ACCTCA_L001_R

 CA1601197J1_TTCAAC_L001_R CA1601197J2_CATGTT_L001_R

 CA1601198J1_ACGAAT_L001_R CA1601199J1_CAGAGC_L001_R

 CA1601199J2_GGTATA_L001_R CA16011J1_GGAGGT_L001_R

 CA1601200J2_GTGCTG_L001_R CA1601201J1_TCTATG_L001_R

 CA1601201J2_CCCTCC_L001_R CA1601202J1_GGACGG_L001_R

 CA1601202J2_GAGAAC_L001_R CA1601204J1_GAGTTG_L001_R

 CA1601204J2_TGGTGT_L001_R CA1601205J1_CGCACA_L001_R

 CA1601205J2_AGAGGG_L001_R CA1601206J1_AATTCT_L001_R

 CA1601206J2_ATGAAC_L001_R CA1601207J1_GGAAGA_L001_R

 CA1601207J2_TACCTG_L001_R CA1601208J1_CTAGGA_L001_R

 CA1601208J2_CTAGAG_L001_R CA1601209J2_GAGATA_L001_R

 CA1601210J1_TGACCT_L001_R CA1601210J2_ATGCTT_L001_R

 CA1601211J1_CAGTTC_L001_R CA1601211J2_GCATAC_L001_R

 CA1601212J1_TGCAGT_L001_R CA1601212J2_CCCAAA_L001_R

 CA1601213J1_AATGAA_L001_R CA1601213J2_CTACGC_L001_R

 CA1601214J1_TGCCAG_L001_R CA1601214J2_CTCTAC_L001_R

 CA1601215J1_CACTGT_L001_R CA1601216J1_GTGCCA_L001_R

 CA1601216J2_ACTACT_L001_R CA1601217J1_AAATGT_L001_R

 CA1601217J2_ACCGTG_L001_R CA1601218J1_GTGACG_L001_R

 CA1601218J2_CCTCTT_L001_R CA1601219J1_GGTCCG_L001_R

 CA1601219J2_GTAGAA_L001_R CA1601220J1_AACTTA_L001_R

 CA1601220J2_TGGGTA_L001_R CA1601221J1_TGTGAG_L001_R

 CA1601221J2_CTGAGG_L001_R CA1601222J1_CAACGA_L001_R

 CA1601222J2_TCATCA_L001_R CA1601223J1_AAGGTG_L001_R
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 CA1601223J2_CTTGCA_L001_R CA16012J1_GCATGG_L001_R

 CA16013J1_CTGCAC_L001_R CA16014J1_TTTCCG_L001_R CA1601512J0_CAATGC_L001_R

 CA1601512J2_GATGCT_L001_R CA16015J1_GACTCG_L001_R

 CA16016J1_AATGGT_L001_R CA1601709J0_GCAATA_L001_R

 CA1601709J1_TTGCCC_L001_R CA1601709J2_AGCCCT_L001_R

 CA1601710J0_CAATTA_L001_R CA1601710J1_TTAGCT_L001_R

 CA1601710J2_CCCGAG_L001_R CA1601722J0_TGTTCG_L001_R

 CA1601722J1_GGATTC_L001_R CA1601722J2_TGGATT_L001_R

 CA16017J1_GTAACA_L001_R CA16018J1_GAGAGG_L001_R

 CA16019J1_CAGGCG_L001_R CA1601D206_CTACCG_L001_R

 CA1601D268_CCAACA_L001_R 

OTU6 609 389 40 24 778 148 190 565 35 26 1038 1 260 230

 709 543 6 1439 3953 39 414 0 3185 27 603 4 152 14

 7 1732 129 2 1848 35 778 909 92 1 3270 2 2994 0

 5 155 1141 4 1 1889 59 3 8 3 0 1 262 4

 306 5 17 0 2 3 60 0 2 10 2 0 5 0

 4 20 414 20 1180 1388 1 970 151 1506 6 525 17 84

 5 1303 31 179 446 6 9 75 605 282 0 5 204 107

 0 20 0 0 4 0 20 103 25 40 1247 103 0 0 

OTU2 708 320 193 941 840 1133 982 458 248 1311 795 1544 689 565

 1136 96 23 250 272 932 141 36 4 49 78 549 276 446

 15 193 24 41 219 162 859 1537 49 115 57 1451 357 1188

 207 17 120 65 770 529 1431 17 12 224 36 14 1039 2

 1204 53 1163 44 29 11 65 25 54 25 43 1027 77 40

 354 689 190 330 326 154 300 472 1124 63 159 163 707 750

 226 153 450 790 1500 388 1612 295 211 476 404 865 119 300

 94 89 364 69 57 78 495 267 439 620 323 70 695 301 

OTU11 1500 32 13 9 254 54 314 462 33 81 196 250 337 26

 247 1322 18 455 665 10 74 3 1117 46 1378 7 232 5

 15 681 997 7 1131 124 250 973 1146 10 1656 6 628 0

 74 6 258 2 0 909 6 4 6 7 12 1 54 5

 14 3 6 1 17 3 33 24 9 19 5 1 4 1

 7 85 783 0 749 247 3 605 30 829 12 297 6 8
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 1 654 16 32 419 10 12 104 237 777 5 6 523 627

 10 26 12 5 5 12 3 49 25 184 482 845 8 7 

OTU110 38 8 1 6 0 42 76 3 81 0 0 0 0

 0 67 0 13 0 0 50 0 0 0 3 0 98 2

 40 9 0 0 38 0 3 0 1 0 4 0 51 0

 17 0 5 102 10 27 0 46 6 12 7 4 0 6

 1 23 9 19 0 0 2 5 10 0 0 0 40 3

 2 1 2 2 77 7 0 10 2 1 1 16 16 45

 0 8 1 89 2 2 1 8 0 0 0 0 1 0

 0 0 0 0 0 0 0 1 0 0 5 0 2 0

 0 

OTU111 41 15 1 0 36 98 155 37 18 0 0 0 0

 0 12 1 0 0 0 0 0 0 0 0 0 10 0

 0 0 0 0 0 0 1 0 24 0 0 0 0 0

 0 0 0 6 13 4 0 29 3 0 2 0 0 2

 0 0 0 45 3 4 0 1 23 0 5 1 24 0

 1 0 10 9 34 1 0 3 0 0 0 41 0 1

 15 27 0 0 0 197 5 27 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 

OTU68 521 26 2 0 0 0 99 82 0 0 2 0 15 0

 0 0 2 12 11 4 47 0 0 247 0 0 1 0

 0 0 19 3 0 48 0 193 1 5 669 2 1 0

 1 20 44 2 0 43 0 0 2 0 0 0 3 0

 0 0 0 5 2 0 1 0 0 6 2 1 5 4

 0 5 13 0 0 0 0 0 0 4 5 3 0 1

 1 0 11 0 0 0 0 155 12 1 0 0 1 5

 0 1 7 0 0 0 0 17 3 3 132 1 0 0 

OTU5 921 662 23 1233 1055 1722 1311 836 489 4 244 1 38 4

 247 6 21 33 43 67 18 8 8 25 59 1013 4159 127

 2 77 227 52 37 210 4 893 1 20 227 476 230 315

 1 10 202 322 1178 38 948 28 36 205 111 0 844 0

 233 68 2464 14 40 85 62 69 37 3 727 1919 0 47
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 0 121 202 1809 378 78 53 0 891 984 44 13 791 29

 491 8 949 0 1287 1374 86 29 10 47 0 3 14 215

 1 1 1 0 2 2 2 4 4 24 22 1 0 0 

OTU7 1143 1244 1724 5 17 34 1262 897 1211 1889 0 2 2 16

 791 0 12 0 0 2694 0 2 0 3 1 4 0 1258

 1 1 0 5 1 0 0 2 0 1 0 121 0 1374

 0 32 0 0 33 0 101 2 26 6 712 0 0 0

 478 0 231 0 18 0 29 146 0 14 0 91 0 38

 0 10 0 734 0 0 31 0 2212 0 1054 0 1653 0

 128 0 2003 0 3010 0 556 0 1 0 0 15 0 0

 0 0 1 0 0 0 0 0 1 1 0 0 0 0 

OTU162 152 33 1 0 0 70 0 11 1 23 0 0 0

 0 8 0 0 0 0 0 0 0 0 0 0 0 2

 0 0 0 0 0 0 0 0 8 0 0 1 1 0

 2 0 0 0 0 0 0 2 0 0 0 0 0 10

 0 11 0 1 0 0 0 0 1 0 1 0 0 0

 0 0 100 0 23 0 0 0 0 63 41 2 0 1

 0 2 0 24 0 2 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 

OTU6831 2 2 3 2 4 0 0 0 2 5 2 1 0

 3 2 2 0 4 1 0 0 1 1 0 0 3 1

 0 1 2 0 1 0 0 0 1 0 1 3 2 3

 1 0 2 1 2 0 0 0 0 4 0 0 1 0

 1 0 0 0 2 1 0 0 1 0 1 2 3 0

 2 1 1 1 6 1 0 4 1 0 1 5 0 2

 1 2 2 1 0 8 1 1 1 0 2 0 1 1

 0 0 2 1 2 0 0 3 0 0 1 0 1 2

 3 

OTU13 437 76 162 127 58 80 75 485 296 287 30 211 39 30

 133 117 1 152 9 272 12 8 18 8 90 121 177 63

 3 51 87 10 190 14 3 23 1462 1078 0 689 79 315

 224 3 529 195 120 62 34 5 140 219 9 28 20 5
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 166 6 421 68 33 33 234 23 2 7 1917 71 1 13

 620 43 45 315 1309 360 14 297 92 248 313 521 115 46

 125 15 101 77 66 946 507 2 174 9 390 386 109 31

 193 21 724 571 191 48 238 456 395 225 126 389 97 440 

OTU47 64 66 491 98 107 118 166 304 285 295 8 296 8 7

 191 62 74 45 22 552 302 25 0 13 18 189 22 86

 25 26 35 45 12 83 151 24 73 44 3 168 32 126

 247 5 93 85 133 9 53 5 23 254 22 26 31 2

 123 56 294 22 6 32 8 43 17 3 13 160 25 23

 47 111 88 377 6 14 60 286 63 12 92 41 102 48

 94 54 183 62 37 21 148 0 265 128 65 36 84 56

 67 26 60 30 42 26 91 22 48 53 72 132 142 69 

OTU887 31 18 29 20 67 32 16 33 46 62 22 21 9

 24 100 35 19 58 24 13 28 17 26 12 22 18 21

 12 12 58 33 17 24 10 26 12 25 19 32 67 28

 26 24 38 27 30 16 10 9 44 90 5 18 9 10

 21 14 31 32 15 22 15 26 30 22 28 18 33 11

 80 42 32 13 68 15 14 76 15 15 10 130 13 20

 33 22 11 11 18 46 10 25 13 19 33 20 22 8

 8 21 28 21 30 23 16 23 18 23 13 19 11 27

 125 

OTU981 468 285 374 45 4 345 262 179 138 64 17 67 10

 32 61 106 1 31 18 39 15 1 140 85 260 5 32

 31 1 142 42 2 544 16 77 198 14 12 50 22 3

 159 596 4 116 0 120 31 202 3 0 7 1 0 318

 2 360 1 96 2 4 5 0 0 12 5 1 15 58

 4 0 378 408 122 290 13 0 103 205 1 6 153 3

 188 32 8 316 169 9 8 8 8 73 14 0 8 96

 8 0 1 1 0 0 0 703 14 29 46 83 161 2

 0 

OTU34 95 10 102 234 183 61 228 48 66 96 54 234 50 69

 182 221 1 50 87 46 26 0 60 5 3 11 9 19

 0 40 29 8 19 0 206 63 273 0 0 12 7 112
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 325 1 49 2 3 14 6 0 0 2 0 10 62 0

 149 0 26 1 1 4 2 1 1 1 1 40 1 1

 15 95 86 78 58 25 4 88 78 176 3 199 15 38

 6 27 38 328 23 23 12 11 544 355 41 27 18 19

 37 39 16 11 1 5 45 36 54 336 230 293 21 18 

OTU18 329 181 107 71 7 145 791 284 106 26 13 60 97 83

 301 70 704 1458 42 18 270 931 1161 2427 1208 49 91 11

 1129 71 67 1441 991 332 30 1066 545 311 616 18 16 10

 21 1105 206 217 41 634 21 398 311 105 402 582 711 344

 218 1004 50 282 99 484 247 79 677 435 252 13 418 325

 1 603 213 7 314 679 10 161 107 523 5 146 28 53

 395 193 117 185 243 693 8 334 18 13 0 1 9 5

 0 1 19 0 1 0 268 4 3 97 49 177 0 1 

OTU12054 47 0 77 186 175 57 0 42 0 2 10 7 4

 2 1 16 0 0 0 0 125 0 3 79 1 66 52

 1 2 2 24 5 5 112 76 38 0 3 11 3 9

 0 6 16 23 51 50 18 18 8 5 11 4 0 0

 0 10 2 93 25 1 24 6 12 2 0 178 3 22

 13 0 4 41 0 4 24 0 10 0 3 4 58 35

 0 6 76 3 186 1 21 0 11 9 32 0 0 24

 77 0 0 3 0 1 0 0 0 0 0 9 15 0

 0 

OTU849 27 17 30 24 38 26 18 29 42 43 33 15 10

 19 47 21 13 53 39 8 23 15 26 12 19 12 18

 13 7 41 27 14 22 8 19 10 17 13 26 46 22

 22 21 33 23 14 21 9 9 25 37 10 10 9 11

 17 20 35 22 15 21 12 28 47 16 34 9 31 14

 42 19 30 8 58 15 9 53 18 23 11 83 9 26

 19 18 8 13 16 55 19 24 11 14 25 14 20 11

 6 21 19 15 22 32 13 27 7 22 11 7 11 13

 68 

OTU21 801 739 213 10 129 553 193 45 180 173 5 11 2 0

 843 2 25 8 0 269 6 123 4 22 28 661 35 45
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 77 2 238 504 0 245 1 25 5 371 0 350 0 22

 0 4 3 56 253 10 465 9 83 33 25 5 165 6

 97 192 653 10 58 42 48 95 1 38 165 229 5 66

 7 892 187 22 5 93 76 4 55 149 207 3 46 32

 602 0 14 3 90 158 1273 0 1 0 2 2 11 0

 2 58 33 13 24 82 1 15 22 0 4 3 15 4 

OTU10 671 248 929 1637 1955 688 216 917 384 159 106 186 69 134

 406 409 60 3 274 89 1211 38 6 865 13 547 513 116

 48 84 304 184 69 1101 740 448 25 345 95 119 239 425

 695 143 540 522 488 248 319 69 142 138 72 52 199 25

 276 26 735 258 16 208 96 104 47 6 1487 154 236 173

 121 310 405 57 629 289 49 1359 111 94 58 1371 379 22

 77 754 985 1764 78 640 92 604 155 296 91 197 290 759

 130 47 91 82 62 43 153 110 164 675 297 306 125 53 

OTU45 146 374 132 55 179 143 6 18 107 25 39 247 364 198

 56 236 184 111 74 45 381 142 53 239 68 54 387 10

 218 4 74 202 252 665 142 10 113 7 46 145 207 21

 66 99 105 318 50 650 143 188 114 285 9 288 38 133

 39 144 96 210 66 168 149 58 138 47 710 9 292 141
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 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU7420 0 0 2 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 2 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 

OTU11455 0 0 2 0 3 0 1 0 0 1 0 1 0

 0 0 0 0 1 0 0 1 0 0 0 1 0 0

 0 0 1 0 0 2 0 0 0 0 0 3 0 2

 0 0 1 0 1 0 0 0 1 1 0 0 0 0

 0 0 0 1 0 2 0 0 0 0 0 0 1 0

 0 1 0 0 1 1 1 0 0 0 0 1 0 0



408 

 

 1 0 0 0 0 2 1 1 0 1 1 0 0 0

 0 0 1 0 4 0 0 0 0 2 1 0 0 0

 1 

OTU414 0 0 1 0 0 0 0 0 0 1 0 0 0

 0 0 5 0 1 0 0 7 0 0 0 2 0 0

 0 0 0 0 0 2 0 0 0 6 1 0 0 0

 0 0 0 1 2 0 2 0 0 0 3 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 2 0 0

 0 0 0 1 0 0 1 2 1 0 0 4 0 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 2 0 0 4 0 1 1 0 0 0 4 0

 0 

OTU6241 0 0 1 0 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 

OTU2906 0 0 1 0 0 3 0 0 0 0 0 0 0

 0 0 0 0 0 0 2 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 2 0 0 0 0 2 1 0 0 0 0

 0 

OTU320 0 0 16 0 0 0 0 2 10 5 0 0 1

 0 0 0 11 2 0 2 0 3 2 4 1 25 0

 99 2 0 0 5 2 7 0 0 0 11 0 23 0



409 

 

 19 2 1 0 0 3 0 4 7 3 3 8 0 0

 0 2 0 1 0 0 2 3 16 0 0 1 3 0

 1 0 0 0 1 8 0 0 0 0 0 15 0 15

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU28 0 0 2 0 0 3 1 0 0 0 4 1 7 1

 0 0 1 0 2 9 1 641 0 517 0 0 59 14

 181 0 0 1059 0 129 6 1 2 11 0 2 0 0

 0 707 0 403 0 1 0 374 1830 32 22 102 10 476

 4 19 5 436 1399 66 708 406 1059 4589 298 60 16 1211

 0 1 2 0 0 0 2 0 8 0 2 1 4 1

 6 0 0 0 0 0 0 68 3 0 0 0 0 19

 0 0 6 0 1 0 0 0 0 0 0 4 1 0 

OTU12294 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU12295 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



410 

 

OTU99 0 0 10 1 1 4 1 1 14 5 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 2 0 0 0 0 1 0

 1 0 0 0 0 0 2 0 0 0 0 0 2 0

 1 0 1 0 0 0 0 1 0 1 0 2 0 0

 65 1 0 0 0 0 1 0 0 11 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 237 127 0 0

 113 104 0 226 45 82 245 85 125 1 9 0 9 23 

OTU720 0 0 2 0 1 0 1 0 0 2 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 2 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 1 0 0 0 0 0 2 0 1 2 0

 0 3 0 2 1 0 0 5 1 3 0 1 0 2

 0 

OTU2496 0 0 5 0 1 0 0 2 0 1 0 17 0

 0 0 0 0 0 0 1 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 9 0 3 0 0 0 0

 2 9 0 2 0 3 1 3 0 0 6 0 0 1

 0 11 0 2 0 0 0 0 0 0 0 0 0 0

 0 0 6 9 0 0 0 0 0 1 2 0 8 0

 0 0 0 3 0 0 2 0 0 20 5 0 0 0

 6 0 0 0 0 0 0 0 1 2 6 2 0 0

 0 

OTU10823 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



411 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3757 0 0 3 17 0 0 1 6 4 5 1 0 1

 0 1 0 5 2 2 5 0 1 0 28 118 4 0

 0 0 0 62 1 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 26 3 6 0 0 2

 1 13 0 0 0 0 0 0 0 6 0 0 0 0

 0 1 0 21 0 23 0 1 0 2 0 2 0 5

 18 0 24 8 0 0 8 1 0 0 0 0 0 0

 6 0 0 0 0 0 0 0 0 0 7 0 0 0

 0 

OTU159 0 0 22 0 0 5 8 28 183 10 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 2 0

 0 0 1 0 0 0 0 0 0 0 0 15 0 0

 0 0 0 1 0 0 0 0 8 0 2 0 1 0

 0 3 119 0 1 0 0 21 0 11 1 0 0 5

 0 3 0 0 0 0 0 561 0 0 0 0 3 0

 0 0 2 6 2 7 2 1 15 2 0 1 0 0

 0 

OTU11405 0 0 1 0 0 0 0 0 0 0 0 3 1

 1 0 1 1 0 0 0 0 2 0 0 0 0 0

 0 2 0 2 0 0 0 1 6 0 2 0 0 0

 0 0 0 0 2 0 0 0 2 0 1 2 0 0

 1 1 2 0 1 1 0 0 0 1 1 4 0 1

 0 0 0 3 0 0 0 0 1 0 0 0 0 1

 0 0 0 0 0 0 6 8 0 0 1 0 0 2

 1 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 

OTU14591 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



412 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU7128 0 0 1 0 0 1 0 1 0 1 1 1 0

 0 1 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 1 0 1 0 0 0 0 0 1

 0 0 1 0 0 0 1 0 0 1 0 0 0 0

 0 0 1 0 0 0 0 0 1 0 0 0 0 0

 1 0 0 1 2 0 0 1 0 0 0 1 0 1

 0 0 0 1 0 0 0 1 0 0 0 0 0 0

 1 0 0 0 1 1 0 0 1 1 0 0 0 0

 2 

OTU393 0 0 1 5 3 1 2 0 5 1 0 1 0

 0 0 0 0 0 0 2 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 1 1 0 1 0 3 0

 0 0 0 0 0 1 0 1 0 0 1 1 0 1

 0 4 0 2 0 0 0 0 0 0 0 0 2 0

 0 2 0 0 2 0 0 0 0 3 0 1 0 2

 0 0 0 1 0 2 4 2 0 0 0 1 0 1

 1 1 3 3 3 5 1 0 3 2 0 0 1 3

 0 

OTU5275 0 0 14 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 2

 0 0 0 0 2 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



413 

 

OTU9698 0 0 1 0 1 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 3 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 1 0 0 0 0 0 1 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU10763 0 0 16 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 

OTU32 0 0 2 72 0 3 7 0 1 24 15 0 0 0

 1 100 2 273 2 138 2 0 13 0 30 1 263 117

 0 14 1816 0 152 0 0 0 8 0 80 0 0 82

 44 0 3 0 0 0 4 1 0 0 9 0 0 0

 1 0 2 0 1 0 3 0 0 1 0 2 1 0

 0 0 0 0 1 3004 0 0 16 4 60 41 2 6

 0 3 4 2 12 4 0 4 1092 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 10 0 2 0 0 

OTU265 0 0 16 0 0 1 0 6 7 75 0 17 0

 0 0 3 0 0 4 0 0 0 1 0 0 0 0

 0 1 0 50 0 0 0 0 1 0 1 0 0 22

 1 0 0 0 12 1 0 1 0 0 0 0 0 0

 0 0 0 1 0 0 7 0 0 0 0 0 0 1

 0 13 0 0 0 4 0 0 32 0 0 0 0 0

 0 3 0 0 0 0 0 0 0 4 0 3 20 0



414 

 

 0 3 4 31 5 3 1 10 2 3 0 3 1 144

 0 

OTU2279 0 0 1 0 0 1 0 0 1 0 0 0 0

 0 0 0 0 1 0 0 0 1 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 2 0 1 0 0

 1 0 1 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 2 0 0 0 0 0 0 0 0 1 0

 0 0 0 1 0 0 0 1 1 0 0 0 0 0

 0 0 0 0 0 0 0 2 0 0 0 1 0 0

 1 0 0 0 0 0 0 0 2 0 0 0 0 1

 0 

OTU12298 0 0 4 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 4 0 0 0 3 0 0 0 0

 0 

OTU6755 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4520 0 0 10 2 0 0 0 7 6 1 0 3 0

 4 2 2 3 0 0 6 0 0 0 0 0 0 0

 6 0 0 0 0 0 0 0 3 0 0 0 1 1

 7 3 0 0 6 5 0 8 0 0 0 4 0 1



415 

 

 0 8 0 16 0 1 0 0 1 2 0 0 2 1

 6 3 0 1 1 0 0 2 8 6 0 2 0 2

 0 2 0 2 11 0 8 11 0 1 0 3 5 0

 0 5 1 3 0 0 3 1 4 1 0 0 0 5

 1 

OTU2623 0 0 4 0 0 0 0 1 3 4 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 2 0 0 0 1

 0 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2951 0 0 10 0 0 1 2 2 8 12 0 3 0

 0 0 0 1 0 0 2 2 0 0 1 0 0 0

 6 0 0 0 0 0 0 1 0 0 0 0 3 0

 5 4 0 0 0 0 0 1 0 0 0 1 0 0

 0 0 0 8 0 0 0 1 1 0 0 0 17 0

 0 1 2 0 0 0 0 1 0 3 0 6 0 8

 0 0 0 2 0 0 0 1 0 0 0 4 0 0

 0 3 3 2 4 4 3 1 2 1 0 0 0 7

 5 

OTU8971 0 0 8 0 0 2 0 0 14 3 0 1 0

 0 0 0 0 0 0 0 0 1 0 0 0 0 0

 12 0 0 0 0 0 0 0 0 0 0 0 16 0

 7 1 0 0 0 0 0 0 0 0 0 3 0 1

 0 10 0 3 1 0 0 0 0 0 1 0 1 1

 0 5 0 0 0 0 0 0 0 1 0 1 0 1

 0 2 0 4 0 1 0 4 0 0 0 1 5 0

 0 3 5 0 4 0 3 2 2 0 0 0 0 3

 3 



416 

 

OTU10824 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU222 0 0 12 0 0 0 1 0 0 0 1 8 0

 0 0 0 0 0 1 0 0 0 0 0 8 0 1

 0 0 0 1 0 0 0 0 0 260 0 0 0 0

 0 25 0 5 0 1 3 0 0 0 0 0 0 0

 0 5 0 0 0 0 0 1 1 0 0 0 2 0

 0 0 0 1 6 13 26 0 9 0 104 1 1 0

 79 2 1 0 12 1 0 0 1 1 0 0 0 0

 0 2 0 0 1 0 0 4 0 0 10 0 0 1

 0 

OTU13316 0 0 4 0 2 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 2 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU12296 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



417 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2584 0 0 1 2 1 0 1 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 1 0 3 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9148 0 0 2 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 2 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 2 0 0 4 0 1 0 0 0 0 0 0 0

 1 

OTU12297 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU10825 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



418 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU14594 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU5260 0 0 4 1 1 0 0 1 1 0 0 0 0

 1 0 0 1 3 0 0 0 0 0 0 0 0 0

 1 1 1 1 1 0 0 0 1 2 1 2 3 1

 0 1 0 0 0 3 0 0 0 1 1 1 2 1

 1 0 0 0 1 0 0 0 0 0 1 0 0 0

 0 5 0 2 1 1 0 1 0 1 0 2 0 1

 0 0 1 0 0 2 0 1 1 1 0 0 0 0

 0 2 0 0 0 1 2 0 0 1 1 0 0 0

 1 

OTU1337 0 0 1 0 0 0 1 0 4 2 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 4 4

 1 0 0 0 0 1 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 6 0 0 2 0 0 0 0 0 0 1 0 0

 0 0 0 3 0 0 0 2 0 0 0 6 2 0

 0 11 11 28 18 15 12 15 6 6 0 1 0 26

 9 



419 

 

OTU8587 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU10759 0 0 2 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8588 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU14592 0 0 1 0 0 0 1 0 0 1 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



420 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 1 0 0 0

 0 

OTU375 0 0 4 4 0 0 0 0 0 0 0 0 0

 0 0 0 0 2 0 3 0 0 0 2 0 25 0

 0 0 0 0 0 0 0 0 0 5 0 0 1 0

 0 2 0 0 0 0 0 0 0 0 0 0 0 6

 0 9 0 0 0 0 0 0 0 0 0 0 6 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 

OTU16442 0 0 2 0 1 0 1 0 0 1 1 0 1

 1 0 2 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 2 0 1 0 0 0 0 0 0 0 1

 1 0 0 1 0 0 0 0 0 0 0 0 0 0

 1 1 0 0 1 0 0 0 1 0 0 0 1 0

 0 0 1 0 2 0 0 0 1 0 1 1 0 0

 1 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 1 0 0 0 0

 2 

OTU10819 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU257 0 0 25 0 0 69 39 0 0 10 0 0 0

 0 23 0 1 0 0 5 0 0 0 0 0 12 0

 0 1 0 0 4 0 0 0 0 0 4 0 0 0



421 

 

 3 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 2 0

 0 0 0 0 0 0 0 1 0 2 0 3 0 25

 0 3 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 4 

OTU14593 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU1067 0 0 4 0 0 0 1 2 6 2 0 0 0

 0 0 0 0 0 0 2 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 11 0 0 0 0 0 0 0 0 0 0 2 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 6 0 6 0 2

 0 0 0 0 0 9 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9642 0 0 8 0 0 0 0 2 0 0 0 12 0

 1 0 2 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 1 0 1 1 0 6 0 0 0 0

 0 6 0 5 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 1 0 0 0 0

 0 0 12 5 0 0 0 0 0 3 1 1 1 0

 0 1 0 0 0 0 3 0 0 17 0 0 0 0

 3 0 0 0 0 0 0 0 0 0 3 1 2 0

 0 



422 

 

OTU389 0 0 2 3 5 2 4 4 2 2 1 1 1

 0 4 0 0 4 0 0 0 0 0 1 0 0 0

 0 0 0 1 0 0 0 2 2 1 1 0 0 3

 1 0 0 1 0 1 0 2 0 1 0 0 0 2

 0 3 0 2 0 0 1 0 0 0 0 0 0 0

 0 1 0 2 0 2 1 0 2 2 3 1 2 2

 0 0 0 2 0 1 1 4 0 6 1 0 3 0

 0 1 1 1 0 0 1 3 0 0 0 3 0 0

 0 

OTU10831 0 0 3 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU5973 0 0 2 0 1 1 1 0 0 0 0 1 0

 0 3 1 1 1 2 0 1 1 2 0 0 0 0

 0 1 2 0 0 0 0 0 0 0 0 0 0 0

 0 1 1 0 0 2 0 0 1 0 0 0 1 0

 1 0 1 1 0 1 1 0 0 1 0 0 0 0

 3 1 0 1 0 0 0 2 0 1 0 4 0 0

 1 0 0 0 1 5 0 0 0 0 0 0 1 0

 1 1 0 0 0 0 0 1 0 0 1 0 0 1

 3 

OTU15982 0 0 1 1 3 2 0 0 0 3 1 3 0

 0 0 1 1 1 3 0 1 1 3 0 0 0 1

 1 1 0 2 0 1 0 3 0 0 0 2 3 2

 2 2 0 1 1 2 0 0 1 3 0 0 0 1

 0 2 1 0 0 0 1 1 0 0 1 3 3 1

 2 1 0 0 2 1 0 2 0 1 0 3 0 1



423 

 

 1 2 1 0 1 3 0 2 2 0 1 0 0 0

 0 2 0 0 1 0 0 1 2 1 1 0 0 0

 3 

OTU12292 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2319 0 0 1 0 0 0 0 0 0 0 0 1 4

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 1 0 4 0 0 0 0 0 1

 0 0 0 0 3 0 3 0 0 0 2 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 8 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU6021 0 0 1 0 1 1 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 1 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU10822 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



424 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8584 0 0 2 1 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 2 0 0
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 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1918 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9473 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4014 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13106 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1919 

 

OTU9472 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU7425 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 1 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 2 0 0 0 0 0

 0 0 2 0 0 0 0 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 

OTU4013 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13109 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1920 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13107 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15510 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13108 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13103 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1921 

 

 1 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9480 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15521 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15519 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1922 

 

OTU13102 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4022 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15520 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15522 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1923 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4024 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13104 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9479 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13105 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1924 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4023 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15517 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2180 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1925 

 

OTU13116 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15512 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13115 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 2 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15513 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1926 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15515 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15516 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15514 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4020 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1927 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15518 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13110 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9430 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1928 

 

OTU9431 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15552 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15551 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15550 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1929 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9427 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU13112 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13114 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4007 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1930 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13111 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13097 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9429 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1931 

 

OTU12652 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU5208 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4003 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4004 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1932 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4005 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4006 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13098 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9435 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1933 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9434 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13096 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9432 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1934 

 

OTU9433 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15555 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15556 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4012 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1935 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15557 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU16340 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4010 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8280 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0



1936 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 3 0 0

 0 

OTU4009 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4008 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13100 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1937 

 

OTU9425 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9426 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4027 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15543 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1938 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9424 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13101 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4026 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15544 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 2 0 0 0 0 0 0 0 0 0



1939 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU6104 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 3 0 0 0 0 0 0 0 0 0

 0 0 3 0 0 0 0 0 1 0 0 0 0 0

 0 0 0 0 0 1 0 0 1 0 5 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU7070 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15542 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1940 

 

OTU13059 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8693 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 1 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU6074 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8858 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 2 0 2 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 2 0 0 0

 2 0 0 0 0 0 0 0 0 0 0 0 0 0



1941 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4029 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU7003 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 2 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15548 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15547 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0



1942 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15545 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15546 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 2 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2539 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 



1943 

 

OTU13061 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15402 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4853 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 1 1 0 0 0 0

 2 0 0 0 0 1 0 0 1 1 1 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13060 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1944 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4025 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9443 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13056 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9438 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0



1945 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 1 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13057 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3849 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15403 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1946 

 

OTU15404 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU990 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 1 0 1 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 2 0 0 0 0 1 0 0

 0 

OTU9439 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13058 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1947 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9440 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15400 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8820 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 1 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15399 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0



1948 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU10486 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13072 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8776 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1949 

 

OTU13265 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13068 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 1 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13071 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8774 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1950 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13070 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15401 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13075 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU707 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 1 0 0 0 5 0 0 0



1951 

 

 1 0 0 0 0 3 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 2 0 0 2 0 3 1 0 0 0 0 0 2

 1 

OTU13073 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15412 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15411 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1952 

 

OTU3845 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU7122 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 2 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8772 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3476 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 2 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1953 

 

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15413 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15416 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15417 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3846 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0



1954 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13062 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8769 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8771 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1955 

 

OTU15414 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8770 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13063 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3866 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1956 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4134 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 1 0 2 0 1 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 1 0 0 3 0 4 0 0 0 0 0 0 0

 2 

OTU13067 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13066 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3863 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0



1957 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13064 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13065 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15405 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 0 1 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 2 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1958 

 

OTU8773 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3864 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU1570 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3871 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1959 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8797 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3868 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3870 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15410 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1960 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13152 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3869 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8795 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1961 

 

OTU8796 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15407 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3852 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3369 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1962 

 

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15406 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 1 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15408 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15409 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8808 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1963 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3851 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8809 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8807 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1964 

 

OTU8810 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3850 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8806 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8803 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1965 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8804 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8805 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15381 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8798 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1966 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8801 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8799 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU1003 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 2 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1967 

 

OTU8800 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3860 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8784 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13156 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1968 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13155 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3858 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15379 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3859 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1969 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13146 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8783 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8785 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1970 

 

OTU13144 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3861 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15380 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3853 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1971 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15383 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8778 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8779 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3857 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1972 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8777 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3855 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13141 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1973 

 

OTU3854 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8782 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3856 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3821 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1974 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13139 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8780 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3820 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15384 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1975 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8781 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8794 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13140 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1976 

 

OTU15382 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13143 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3819 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8793 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1977 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13142 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 1 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU5308 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 1 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13149 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3816 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1978 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8790 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15367 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15368 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1979 

 

OTU8791 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3817 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8786 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8787 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1980 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15369 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8789 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8788 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13151 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1981 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3818 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8792 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13148 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1982 

 

OTU15364 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3826 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 2 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8741 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13147 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1983 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15363 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13171 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8744 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8742 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1984 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15365 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3827 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13172 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1985 

 

OTU6249 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 1 0 0 0 0 0

 0 0 0 0 0 0 0 0 1 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3823 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3824 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3825 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1986 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15375 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8740 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15376 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3822 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1987 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8750 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8749 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15378 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1988 

 

OTU13167 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13169 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13168 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15377 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1989 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8751 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15373 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15371 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3805 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1990 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15370 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15372 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8745 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1991 

 

OTU15374 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8746 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13176 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3798 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1992 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13175 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8747 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8748 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15392 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1993 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3799 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3800 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15393 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1994 

 

OTU13173 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8732 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13174 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3815 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1995 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3814 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8729 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3808 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15391 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1996 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3809 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8731 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3810 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 2 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



1997 

 

OTU3811 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8730 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13161 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3806 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



1998 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3807 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15397 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13164 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13162 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



1999 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13163 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13157 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2671 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



2000 

 

OTU8738 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15398 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3838 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13160 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



2001 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3839 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8733 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13159 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8734 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



2002 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13158 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8736 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15394 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



2003 

 

OTU15395 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15396 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8735 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU2769 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



2004 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 1

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 

OTU16722 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8764 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13166 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU9028 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 1



2005 

 

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15387 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3836 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3835 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



2006 

 

OTU3842 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15389 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8766 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13165 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



2007 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15388 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8761 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3843 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15385 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0



2008 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8760 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8762 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU15386 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 



2009 

 

OTU8763 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU3841 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU10532 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 1 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU1022 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 7 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0



2010 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 6 0 0 0 0 0 0 1 0 0 0

 0 

OTU13124 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 1 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU426 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 33 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 52 0 0

 0 0 0 0 0 0 0 0 1 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 1 0 0 8 0 0 0

 0 

OTU443 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 46 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 59 0 0

 0 0 1 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 14 0 0 0

 0 

OTU337 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 70 1 0 0 0 0 0 0



2011 

 

 0 1 0 0 0 0 0 0 0 0 0 98 0 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 21 0 0 0

 0 

OTU494 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 21 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 38 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 2 0 0 12 0 0 0

 1 

OTU271 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 119 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 213 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 3 0 0 0 0 0 0 0

 0 0 1 0 0 0 0 0 0 2 0 1 0 0

 0 0 0 1 0 0 0 0 0 0 39 0 0 0

 2 

OTU661 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 11 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 30 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 6 0 0 0

 0 



2012 

 

OTU394 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 42 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 109 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 22 0 0 0

 0 

OTU13128 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 47 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 63 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 1 0 0 0 1 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 20 0 0 0

 1 

OTU3119 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 26 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 36 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 13 0 0 0

 0 

OTU644 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 4 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 18 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



2013 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 

OTU5912 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 2 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 6 0 0 0 0 0 0 3 0

 0 0 1 0 0 0 0 0 0 0 0 0 0 0

 0 2 0 0 0 0 0 4 0 0 0 0 0 0

 0 0 1 0 0 2 3 0 0 0 0 0 0 0

 0 

OTU8768 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU481 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 39 1 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 75 1 0

 0 0 1 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 11 0 0 0

 0 

OTU1059 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 4 0 0 0 0 0 0 0



2014 

 

 0 0 0 0 0 0 0 0 0 0 0 11 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU736 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 10 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 33 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 3 0 0 0

 0 

OTU434 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 17 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 27 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 11 0 0 0

 0 

OTU624 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 21 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 27 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 3 0 0 0

 0 



2015 

 

OTU470 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 31 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 75 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 1 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 2 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 11 0 0 0

 1 

OTU431 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 43 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 117 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 19 0 0 0

 1 

OTU3829 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 4 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 8 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU580 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 20 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 50 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



2016 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 11 0 0 0

 1 

OTU3914 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 6 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 14 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU5380 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 2 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 2 0 0 0 0 0 0 1 0 0

 0 

OTU1052 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 5 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 10 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU463 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 22 0 0 0 0 0 0 0



2017 

 

 0 0 0 0 0 0 0 0 0 0 0 43 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 4 0 0 0

 0 

OTU8846 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 2 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 1 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU4659 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 2 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 5 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 

OTU1030 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 14 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 28 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 4 0 0 0

 0 



2018 

 

OTU845 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 18 1 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 0 31 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 1 0 0 0 0 0 0 0 0 0

 1 0 0 0 0 0 0 0 0 0 4 0 0 0

 0 

OTU16043 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 1 0 0 1 1

 1 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 1 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU859 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 3 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 8 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 

OTU874 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 3 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 7 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



2019 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 1 0 0 0

 0 

OTU8975 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 1 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU8767 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU13123 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 1 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 

OTU696 0 0 0 0 0 0 0 0 0 0 0 0 0
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 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 4 

OTU14214 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8195 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 2 



4598 

 

OTU11001 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 4 

OTU4118 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 4 

OTU8196 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8193 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4599 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4290 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11003 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8171 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4281 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4600 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8170 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8174 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4288 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 



4601 

 

OTU4286 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8172 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11005 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4315 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4602 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14211 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4316 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14210 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8161 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4603 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11004 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14209 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8163 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 



4604 

 

OTU8158 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4301 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4299 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14212 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4605 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8159 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU10997 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4307 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14213 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4606 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8164 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4235 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8165 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 



4607 

 

OTU8166 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4192 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4197 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8183 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4608 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4190 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11000 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8179 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8178 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4609 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU8184 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4264 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4261 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 



4610 

 

OTU4275 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14266 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4270 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11025 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4611 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11026 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU4250 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14268 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14269 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0



4612 

 

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU14267 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11030 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 

OTU11029 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 0 0 0 0 0 0 0 0 0 0 0 0 0 0

 1 



4613 

 

 

 

 

 

4.7 Table of significant links between ARGs and OTUs 

The statistically significant interactions between ARGs and OTUs, i.e. the interactions whose MIC was never 

observed in the randomized dataset (see Figure above) are listed below (excluding relationships between 

OTUs that were not linked to ARGs): 
Source Target MIC..str

ength. 
MIC.p.2..nonlinea
rity. 

MAS..non.monoton
icity. 

MEV..functiona
lity. 

MCN..complex
ity. 

Linear.regres
sion..p. 

color 

aphA3.1 aphA3 1 0.003459 0 1 3 0.998269 blue 
tetO.1 tetO 0.99979 0.004398 0.0083 0.99979 3 0.997693 blue 
aadE.1 aadE 0.99979 0.001502 0 0.99979 2 0.999143 blue 
aadA2_2 aadA 0.99979 0.087448 0 0.99979 3 0.955166 blue 
blaTEM_2 blaTEM 0.99979 0.093631 0 0.99979 3 0.951924 blue 
OTU1203
0 

OTU2 0.97477 0.014033 0.07579 0.97477 3.321928 0.980172 blue 

aph3Ib strB 0.96589 0.022626 0.05967 0.96589 3.321928 0.971218 blue 
tetM_2 tetM 0.96589 0.004591 0.04669 0.96589 3.321928 0.980459 blue 
ant6Ib.1 ant6Ib 0.93199 -0.024728 0.07246 0.93199 3.321928 0.97812 blue 
OTU4458 OTU7 0.9064 -0.075277 0.04396 0.9064 3.321928 0.990796 blue 
OTU3624 OTU1 0.88275 0.245479 0.05226 0.88275 3.321928 0.798293 blue 
tetR tetA_2 0.88052 -0.063634 0.03348 0.88052 3.321928 0.971676 blue 
ermB aphA3 0.86206 0.19628 0.05331 0.86206 3.321928 0.815953 blue 
dfrA1 sul2 0.85256 -0.112193 0.13749 0.83564 3.321928 0.982219 blue 
OTU98 ermG 0.54132 0.367078 0.03513 0.54132 3.321928 -0.417424 red 
aadE_2 aphA3.1 0.81792 0.258775 0.02573 0.81792 3 0.74776 blue 
OTU1 OTU2 0.81725 0.519962 0.03015 0.81725 3.321928 0.545241 blue 
OTU8555 OTU14 0.58015 0.179612 0.06923 0.58015 3.321928 0.632881 blue 
aadE_2 aphA3 0.79732 0.24147 0.01377 0.79732 3 0.745554 blue 
ermB aphA3.1 0.7964 0.140868 0.18514 0.7964 3.321928 0.809649 blue 
OTU3624 OTU2 0.77699 0.23859 0.02219 0.77699 3.321928 0.733758 blue 
OTU98 ermB 0.54132 0.352738 0.07786 0.54132 3.321928 -0.43426 red 
OTU1205
4 

npmA 0.75441 -0.077314 0.12761 0.75441 3.321928 0.911989 blue 

IntI1 dfrA1 0.75402 0.16872 0.1234 0.75402 3.321928 0.765049 blue 
aphA3.1 aadE 0.75332 0.081036 0.03587 0.75332 3 0.819929 blue 
aphA3.1 aadE.1 0.75332 0.084024 0.05925 0.75332 3 0.818105 blue 
ermB aadE 0.75332 0.228051 0.11507 0.75332 3 0.724755 blue 
ermB aadE.1 0.75332 0.232781 0.11507 0.75332 3 0.721484 blue 
aadE_2 aadE 0.75332 0.079827 0.00191 0.75332 3 0.820666 blue 
aadE_2 aadE.1 0.75332 0.081831 0 0.75332 3 0.819445 blue 
OTU6 cepA 0.74959 -0.185716 0.17363 0.74959 3.321928 0.967112 blue 
OTU1203
0 

OTU3624 0.74637 0.289865 0.05576 0.74637 3.321928 0.675652 blue 

aphA3 aadE 0.73327 0.028158 0.03485 0.73327 3 0.839709 blue 
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aadE.1 aphA3 0.73327 0.02674 0.03485 0.73327 3 0.840553 blue 
tetW.1 aadE_2 0.73167 0.172164 0.13661 0.73167 3.321928 0.748002 blue 
OTU93 OTU868 0.61577 0.298919 0.06109 0.61577 3.321928 0.562895 blue 
OTU1131 aphA3 0.66425 0.349661 0.07156 0.66425 3 -0.560882 red 
OTU3624 tetQ 0.5828 0.471411 0.13141 0.5828 3.321928 -0.333749 red 
OTU98 aphA3 0.59817 0.402519 0.10181 0.59817 3.321928 -0.442325 red 
OTU229 OTU98 0.57707 0.218452 0.09314 0.57707 3.321928 0.598847 blue 
tetW.1 lnuC 0.72236 -0.011985 0.14682 0.72236 3.321928 0.856939 blue 
OTU5 ermB 0.72181 0.340655 0.03781 0.72181 3.321928 0.617378 blue 
OTU2302 OTU22 0.71903 -0.013122 0.13342 0.71903 3 0.855659 blue 
OTU4458 tet32 0.7131 0.077274 0.10728 0.7131 3.321928 0.797387 blue 
aadE_2 ermB 0.71211 0.159404 0.06241 0.71211 3.321928 0.743442 blue 
tetW.1 ermB 0.71036 0.213246 0.08567 0.71036 3.321928 0.705063 blue 
ermG ermB 0.70728 0.313201 0.0937 0.70728 3.321928 0.627757 blue 
mefA tetQ 0.70566 0.35843 0.08221 0.70566 3.321928 0.589262 blue 
OTU12 tetL 0.5432 0.501191 0.11755 0.5432 3.321928 -0.204962 red 
is26 aadA2_2 0.69183 0.239741 0.24906 0.69183 3.321928 0.672376 blue 
OTU7 tet32 0.68837 0.063641 0.10769 0.68837 3 0.790398 blue 
ermG aphA3 0.68429 0.406425 0.04448 0.68429 3.321928 0.527129 blue 
IntI1 aadA 0.68203 -0.207731 0.1155 0.68203 3.321928 0.943272 blue 
OTU39 OTU34 0.58006 0.270696 0.08283 0.58006 3.321928 0.556205 blue 
ermG aphA3.1 0.67661 0.361973 0.08163 0.67661 3.321928 0.560925 blue 
aadE_2 ermG 0.67661 0.198152 0.07621 0.67661 3.321928 0.691707 blue 
OTU164 OTU113 0.58984 0.034115 0.06592 0.58984 3.321928 0.74547 blue 
OTU868 aph2Ib 0.57514 0.560142 0.17498 0.57514 3.321928 -0.122467 red 
OTU868 aadE.1 0.59951 0.418773 0.13527 0.59951 3.321928 -0.425132 red 
OTU113 OTU98 0.54441 -0.192964 0.05867 0.54441 3.321928 0.858705 blue 
OTU2302 aphA3 0.66511 0.325201 0.04732 0.66511 3.321928 0.583017 blue 
OTU2 tetQ 0.59395 0.359219 0.10009 0.59395 3.321928 -0.484491 red 
OTU113 ermG 0.54441 0.388106 0.04988 0.54441 3.321928 -0.395353 red 
ermG aadE 0.65291 0.280321 0.1085 0.65291 3.321928 0.610401 blue 
ermG aadE.1 0.65291 0.287611 0.1085 0.65291 3.321928 0.6044 blue 
OTU2 tetL 0.56303 0.518701 0.1012 0.56303 3.321928 -0.210544 red 
tetW.1 tet40_2 0.64762 0.02554 0.02812 0.64762 3.321928 0.788721 blue 
OTU868 aphA3.1 0.67457 0.455726 0.11425 0.67457 3.321928 -0.467807 red 
tetW.1 ermG 0.64186 0.031942 0.12101 0.64186 3.321928 0.780972 blue 
OTU2302 aphA3.1 0.64094 0.272753 0.05444 0.64094 3.321928 0.606784 blue 
OTU229 aphA3 0.59269 0.368856 0.04915 0.59269 3 -0.473111 red 
OTU1131 aadE 0.59681 0.315769 0.05877 0.59681 3 -0.530133 red 
OTU99 aphA3 0.56427 0.342302 0.15225 0.56427 3.321928 -0.471135 red 
OTU55 OTU14 0.58327 0.151167 0.08826 0.58327 3 0.657346 blue 
OTU8555 OTU55 0.9086 -0.05207 0.06622 0.9086 3.321928 0.980138 blue 
OTU1131 OTU98 0.65829 0.190811 0.11318 0.65829 3 0.683725 blue 
tet40_2 aadE_2 0.62422 0.052139 0.12311 0.62422 3.321928 0.75636 blue 
OTU229 aadE_2 0.54511 0.30362 0.04767 0.54511 3 -0.491416 red 
OTU229 aadE.1 0.54511 0.345084 0.03981 0.54511 3 -0.447243 red 
dfrA1 aadA 0.61779 -0.171332 0.15131 0.61779 3.321928 0.888325 blue 
OTU229 aadE 0.54511 0.344928 0.03981 0.54511 3 -0.447417 red 
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OTU28 ant6Ib 0.54511 0.353064 0.06702 0.54511 3 -0.438231 red 
strB mphB 0.6116 0.153619 0.21657 0.57718 3.321928 0.676743 blue 
mphB dfrA1 0.61045 -0.15051 0.13869 0.54634 3.321928 0.87233 blue 
OTU113 aphA3 0.54534 0.359727 0.03816 0.54534 3.321928 -0.430828 red 
OTU10 npmA 0.60979 -0.055716 0.0524 0.60979 3.321928 0.815785 blue 
OTU56 OTU14 0.62549 0.028776 0.08794 0.62549 3.321928 0.772473 blue 
OTU193 aphA3 0.58328 0.394348 0.09532 0.58328 3.321928 -0.434663 red 
OTU7 aphA3.1 0.6086 0.312551 0.10322 0.6086 3.321928 0.544104 blue 
OTU7077 aph2Ib 0.59735 0.579308 0.07615 0.59735 3.321928 -0.134321 red 
OTU229 OTU868 0.72865 0.472533 0.10405 0.72865 3.321928 0.50608 blue 
OTU18 is6100 0.5746 0.566089 0.09701 0.5746 3.321928 -0.092255 red 
tet40_2 aphA3 0.60634 0.325623 0.19339 0.60634 3.321928 0.529827 blue 
aph3Ib mphB 0.60551 0.345276 0.13727 0.53876 3.321928 0.510131 blue 
OTU43 lnuB 0.60137 0.020828 0.07768 0.60137 3.321928 0.761933 blue 
tet40_2 ermB 0.60133 0.200147 0.19198 0.60133 3.321928 0.63339 blue 
OTU868 ermG 0.67457 0.481163 0.11425 0.67457 3.321928 -0.43978 red 
OTU229 OTU1131 0.72865 0.035271 0.07949 0.72865 3 0.832693 blue 
OTU5858 OTU39 0.61154 0.257443 0.14471 0.61154 3.321928 0.595061 blue 
OTU19 ermB 0.59668 0.319157 0.11026 0.59668 3.321928 0.526804 blue 
OTU1131 aadE.1 0.59681 0.316576 0.05877 0.59681 3 -0.529372 red 
OTU41 OTU75 0.59039 -0.069007 0.08837 0.59039 3.321928 0.812033 blue 
OTU19 aph2Ib 0.59316 0.592657 0.16306 0.59316 3.321928 -0.022423 red 
OTU38 OTU79 0.6231 0.332804 0.19574 0.6231 3.321928 0.538791 blue 
OTU131 aphA3.1 0.58815 0.270742 0.10846 0.58815 3 0.56339 blue 
is26 aadA 0.58416 0.128755 0.13009 0.58416 3.321928 0.674837 blue 
is26 strB 0.58211 0.043321 0.12322 0.58211 3.321928 0.734023 blue 
OTU106 OTU55 0.60929 0.059805 0.05477 0.60929 3 0.741273 blue 
OTU5 ermG 0.58126 0.187721 0.09321 0.58126 3.321928 0.627327 blue 
OTU106 OTU8555 0.66022 0.138158 0.14541 0.66022 3 0.722539 blue 
OTU193 OTU113 0.62376 0.037367 0.14774 0.62376 3.321928 0.765763 blue 
strB sul2 0.57991 -0.041641 0.03936 0.57991 3.321928 0.788385 blue 
tetR blaTEM_2 0.57981 0.123633 0.07091 0.57981 3.321928 0.675409 blue 
OTU5858 OTU34 0.66533 0.16101 0.15808 0.66533 3.321928 0.710155 blue 
OTU1203
0 

OTU5 0.57639 0.267105 0.04759 0.57639 3.321928 0.556134 blue 

OTU35 tetM 0.57619 0.039196 0.19723 0.57619 3.321928 0.732799 blue 
tet40_2 ermG 0.57612 0.045924 0.01701 0.57612 3.321928 0.728146 blue 
aph3Ib sul2 0.57573 0.081876 0.0753 0.57573 3.321928 0.702748 blue 
OTU135 OTU8555 0.60929 0.175929 0.04333 0.60929 3 0.658302 blue 
OTU10 OTU1205

4 
0.57511 -0.246067 0.10262 0.57511 3.321928 0.906188 blue 

OTU38 OTU1037 0.79858 0.400575 0.06384 0.79858 3.321928 0.630876 blue 
OTU229 aph2Ib 0.59269 0.568383 0.08512 0.59269 3 -0.155908 red 
OTU1131 ermG 0.65913 0.389075 0.11402 0.65913 3 -0.519668 red 
OTU7522 OTU6 0.57297 -0.326581 0.09171 0.57297 3 0.948446 blue 
tet40_2 tetO 0.57251 0.168758 0.03348 0.57251 3.321928 0.635415 blue 
OTU54 is6100 0.58812 0.586141 0.17912 0.58812 3.321928 -0.044488 red 
lnuC aadE_2 0.57074 0.195824 0.1753 0.57074 3.321928 0.612304 blue 
OTU131 aphA3 0.56946 0.21582 0.09406 0.56946 3.321928 0.594677 blue 
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IntI1 aadA2_2 0.56653 -0.350914 0.10548 0.56653 3.321928 0.957833 blue 
aadA2_2 dfrA1 0.56629 0.001716 0.14825 0.56629 3.321928 0.751382 blue 
OTU100 OTU1131 0.60468 0.280033 0.16114 0.60468 3 0.569778 blue 
OTU8555 OTU52 0.54908 0.072136 0.11874 0.54908 3.321928 0.690612 blue 
OTU868 aadE 0.59951 0.420164 0.13527 0.59951 3.321928 -0.423493 red 
OTU56 OTU52 0.59245 0.081271 0.11264 0.59245 3.321928 0.714968 blue 
aph3Ib dfrA1 0.56131 0.093607 0.09981 0.56131 3.321928 0.683889 blue 
OTU51 IntI1 0.56045 0.051774 0.17017 0.56045 3.321928 0.713215 blue 
OTU113 OTU1131 0.67884 0.277616 0.11852 0.67884 3 0.633422 blue 
tetR blaTEM 0.55903 0.114994 0.05347 0.55903 3.321928 0.66636 blue 
OTU193 OTU1131 0.59727 0.085282 0.23252 0.59727 3.321928 0.715533 blue 
OTU52 OTU55 0.54908 0.07789 0.10787 0.54908 3.321928 0.686433 blue 
OTU182 aph2Ib 0.5494 0.530852 0.0596 0.5494 3.321928 -0.136193 red 
OTU28 OTU135 0.55045 -0.024102 0.07727 0.55045 3.321928 0.757992 blue 
tet40_2 aadE.1 0.55485 0.127543 0.11164 0.55485 3.321928 0.653687 blue 
OTU35 tetM_2 0.55462 -0.062437 0.09102 0.55462 3.321928 0.78553 blue 
OTU5764 OTU18 0.9117 -0.05774 0.03179 0.9117 3.321928 0.984601 blue 
tet40_2 tetO.1 0.55363 0.174428 0.03348 0.55363 3.321928 0.615793 blue 
tet40_2 aphA3.1 0.55217 0.231875 0.1567 0.55217 3.321928 0.565946 blue 
IntI1 strB 0.55194 0.217231 0.0178 0.55194 3.321928 0.57854 blue 
strB dfrA1 0.54964 -0.055891 0.05216 0.54964 3 0.778159 blue 
OTU1131 OTU868 0.72865 0.331768 0.18354 0.72865 3 0.629986 blue 
aadA sul2 0.54896 -0.218608 0.08963 0.54896 3.321928 0.87611 blue 
aadA2_2 sul2 0.54896 -0.004999 0.10326 0.54896 3.321928 0.744284 blue 
OTU106 OTU135 0.55265 -0.066741 0.04018 0.55265 3.321928 0.787014 blue 
OTU4458 aphA3.1 0.54634 0.280534 0.06211 0.54634 3.321928 0.515564 blue 
IntI1 blaTEM_2 0.54606 -0.114291 0.14447 0.54606 3.321928 0.81262 blue 
OTU198 tetG 0.54545 0.275414 0.18181 0.54545 3.321928 0.51965 blue 
OTU38 OTU39 0.68092 0.129207 0.10037 0.68092 3.321928 0.742774 blue 
OTU135 OTU55 0.67671 0.235935 0.03949 0.67671 3.321928 0.663909 blue 
is26 IntI1 0.54415 0.001321 0.11306 0.54415 3.321928 0.736769 blue 
IntI1 mphB 0.54193 0.252345 0.08105 0.50583 3.321928 0.538131 blue 
mphB sul2 0.54187 -0.209177 0.05254 0.48172 3.321928 0.86663 blue 
ermG tetO 0.54132 0.22016 0.03487 0.54132 3.321928 0.56671 blue 
ermG tetO.1 0.54132 0.242062 0.04339 0.54132 3.321928 0.547045 blue 
OTU182 OTU7077 0.65654 -0.324483 0.1017 0.65654 3 0.990466 blue 
OTU82 OTU12 0.59069 0.322565 0.1005 0.59069 3.321928 0.517808 blue 
OTU1131 aphA3.1 0.65913 0.346621 0.11402 0.65913 3 -0.559025 red 
OTU49 OTU55 0.59362 0.324268 0.0601 0.59362 3 0.518991 blue 
OTU166 blaTEM_2 0.55486 0.504302 0.03388 0.55486 3.321928 -0.224852 red 
OTU120 OTU23 0.70491 0.367077 0.09007 0.70491 3.321928 0.581234 blue 
OTU1131 ermB 0.62216 0.352308 0.07705 0.62216 3 -0.519473 red 
OTU193 aph2Ib 0.5738 0.553678 0.08339 0.5738 3.321928 -0.141851 red 
OTU193 aphA3.1 0.59787 0.409485 0.08088 0.59787 3.321928 -0.434033 red 
OTU868 aphA3 0.5966 0.374089 0.10314 0.5966 3.321928 -0.471711 red 
OTU106 OTU23 0.56228 0.122931 0.08171 0.56228 3 0.662834 blue 
OTU229 ermG 0.5758 0.388971 0.05342 0.5758 3 -0.432237 red 
OTU100 tetO.1 0.55708 0.463718 0.23153 0.55708 3.321928 -0.305552 red 
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OTU1037 OTU39 0.57862 0.215851 0.12715 0.57862 3.321928 0.602303 blue 
OTU106 OTU52 0.55744 0.072523 0.09817 0.55744 3.321928 0.69636 blue 
OTU868 ermB 0.62235 0.407153 0.11783 0.62235 3.321928 -0.463893 red 
OTU99 aphA3.1 0.62786 0.406042 0.15128 0.62786 3.321928 -0.470976 red 
OTU57 tetL 0.57894 0.555835 0.26815 0.57894 3.321928 -0.152004 red 
OTU868 aadE_2 0.62235 0.370853 0.15811 0.62235 3.321928 -0.501495 red 
OTU39 OTU47 0.55801 0.25895 0.14889 0.55801 3.321928 0.546863 blue 
OTU113 OTU100 0.55868 0.143125 0.07248 0.55868 3.321928 0.644636 blue 
OTU229 aphA3.1 0.5758 0.353935 0.05145 0.5758 3 -0.471026 red 
OTU229 OTU193 0.68654 0.182681 0.10292 0.68654 3.321928 0.70983 blue 
OTU166 OTU1037 0.76138 0.477786 0.11982 0.76138 3 0.532536 blue 
OTU229 ermB 0.56032 0.357398 0.04841 0.56032 3.321928 -0.450469 red 
OTU28 ant6Ib.1 0.56032 0.375288 0.14461 0.56032 3.321928 -0.430154 red 
OTU71 OTU1131 0.56032 0.172713 0.03895 0.56032 3 0.622581 blue 
OTU71 OTU868 0.56032 0.163165 0.06053 0.56032 3 0.630203 blue 
OTU99 ermB 0.56254 0.349179 0.13418 0.56254 3.321928 -0.46191 red 
OTU99 OTU868 0.56254 0.21214 0.12442 0.56254 3.321928 0.591946 blue 
OTU99 OTU1131 0.56254 0.139389 0.05927 0.56254 3 0.650501 blue 
OTU5858 ermF 0.56232 0.526525 0.11694 0.56232 3.321928 -0.189195 red 
OTU193 ermG 0.56043 0.410955 0.04813 0.56043 3.321928 -0.386619 red 
OTU135 OTU56 0.63731 0.218927 0.0648 0.63731 3.321928 0.646825 blue 
OTU120 ant6Ib.1 0.56119 0.437832 0.28618 0.56119 3.321928 -0.351223 red 
OTU7077 is6100 0.65106 0.639747 0.18981 0.65106 3.321928 -0.106361 red 
OTU75 aph2Ib 0.56142 0.546452 0.34224 0.56142 3.321928 -0.122346 red 

 

4.8 Fasta of representative sequences 

 

Here are the sequences representative of each OTU for later reference: 

 

>OTU2;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Peptostre

ptococcaceae(0.5273),g:Clostridium_XI(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Clostridia(0.9882),o:Clostridiales(0.9939),f:Clostridia

ceae_1(0.9852),g:Clostridium_sensu_stricto(0.9743); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:"Bacteroidia"(0.9908),o:"Bacteroidales"(0.9936

),f:Bacteroidaceae(0.9887),g:Bacteroides(0.9915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Gammaproteobacteria(0.9882),o:"Enterobact

eriales"(0.9821),f:Enterobacteriaceae(0.9871),g:Escherichia/Shigella(0.9686); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Ruminoco

ccaceae(0.8146),g:Ruminococcus(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachnospi

raceae(0.4914),g:Parasporobacterium(0.1735); 



4619 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Ruminoc

occaceae(0.7068),g:Oscillibacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9984),o:Lactobacillales(0.9979),f:Lactobacill

aceae(0.9884),g:Lactobacillus(0.9743); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Bacilli(1.0000),o:Lactobacillales(0.9940),f:Lactobacill

aceae(0.9887),g:Lactobacillus(0.9875); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachnos

piraceae(0.5991),g:Clostridium_XlVa(0.3915); 



4620 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9871),o:"Bacteroidales"(0.994

0),f:"Prevotellaceae"(0.9884),g:Prevotella(0.9781); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacteriale

s"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.054

7),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostridi

aceae_4(0.0457),g:Thermotalea(0.0110); 



4621 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU17;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubacter

iaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Bacilli(0.9993),o:Lactobacillales(0.9941),f:Lactobacil

laceae(0.9884),g:Lactobacillus(0.9837); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU18;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9882),o:"Bacteroidales"(0.993

9),f:Bacteroidaceae(0.9871),g:Bacteroides(0.9837); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU19;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachnos

piraceae(0.5991),g:Ruminococcus2(0.3915); 



4622 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU22;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Lachnos

piraceae(0.9015),g:Dorea(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU20;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Eubacter

iaceae(0.8864),g:Eubacterium(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU21;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Ruminoc

occaceae(0.9904),g:Gemmiger(0.6681); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU23;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.862

9),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 



4623 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU26;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9851),o:"Bacteroidales"(0.993

4),f:"Prevotellaceae"(0.9108),g:Prevotella(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9882),o:Clostridiales(0.9939),f:Clostridia

ceae_1(0.9573),g:Clostridium_sensu_stricto(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU24;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9995),c:Fusobacteriia(0.9993),o:"Fusobacteriales"(0.99

89),f:"Fusobacteriaceae"(0.9992),g:Fusobacterium(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU28;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9947),o:"Fusobacteriales"(0.99

36),f:"Fusobacteriaceae"(0.9873),g:Fusobacterium(0.8605); 



4624 

 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATA

CTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU25;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Ruminoc

occaceae(0.4563),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU27;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Peptoco

ccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU29;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Clostridia(0.9851),o:Clostridiales(0.9934),f:Lachnos

piraceae(0.9852),g:Coprococcus(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU30;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9933),c:Spirochaetia(0.9740),o:Spirochaetales(0.9172),

f:Spirochaetaceae(0.9015),g:Treponema(0.6681); 



4625 

 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU31;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Bacilli(0.9993),o:Lactobacillales(0.9938),f:Lactobacil

laceae(0.9890),g:Lactobacillus(0.9818); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU35;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9934),f:Lactobacil

laceae(0.9876),g:Lactobacillus(0.9818); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU34;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Ruminoc

occaceae(0.0904),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGA

TTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU32;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostridi

ales_Incertae_Sedis_XIII(0.0710),g:Anaerovorax(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCA

AGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCAT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU33;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Ruminoc

occaceae(0.8146),g:Pseudoflavonifractor(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU36;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachnos

piraceae(0.0710),g:Clostridium_XlVb(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGAC

TGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU37;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostridi

ales_Incertae_Sedis_XII(0.1679),g:Acidaminobacter(0.0423); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU38;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Ruminoc

occaceae(0.3884),g:Clostridium_III(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU41;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:"Bacteroidia"(1.0000),o:"Bacteroidales"(1.000

0),f:"Porphyromonadaceae"(0.9916),g:Butyricimonas(0.9935); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU39;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Peptoco

ccaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU40;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Ruminoc

occaceae(0.3884),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU42;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Epsilonproteobacteria(1.0000),o:Campylobac

terales(0.9940),f:Campylobacteraceae(0.9895),g:Campylobacter(0.9924); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTCAAC

TGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU45;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.502

3),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU44;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Ruminoc

occaceae(0.9108),g:Intestinimonas(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU43;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Erysipelotrichia(0.9812),o:Erysipelotrichales(0.9798

),f:Erysipelotrichaceae(0.9868),g:Turicibacter(0.9818); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGT

CGACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU46;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubacter

iaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU49;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Lachnos

piraceae(0.9852),g:Roseburia(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU47;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Ruminoc

occaceae(0.4563),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU48;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostridi

ales_Incertae_Sedis_XIII(0.6350),g:Mogibacterium(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU51;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8737),f:Eubacter

iaceae(0.5273),g:Eubacterium(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGCA

AGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU52;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Ruminoc

occaceae(0.4914),g:Ruminococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU50;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Eubacter

iaceae(0.9890),g:Eubacterium(0.9918); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTGAAATCTATGGGCTTAACCCATAAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU53;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9984),o:Lactobacillales(0.9940),f:Lactobacil

laceae(0.9881),g:Lactobacillus(0.9799); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATA

ACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU55;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.977

5),f:"Prevotellaceae"(0.9480),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU54;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9866),o:Desulfovibrio

nales(0.9941),f:Desulfovibrionaceae(0.9873),g:Desulfovibrio(0.9799); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACG

ACTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU56;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.688

1),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU59;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Lachnos

piraceae(0.9201),g:Blautia(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU57;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostridi

ales_Incertae_Sedis_XII(0.1291),g:Acidaminobacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTT

TAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU58;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9970),o:Actinomycetales(0.

9911),f:Actinomycetaceae(0.9868),g:Actinomyces(0.9818); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCT

TGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGA

GTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG

GCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU60;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachnos

piraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU62;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9877),o:"Bacteroidales"(0.994

0),f:"Prevotellaceae"(0.9881),g:Prevotella(0.9837); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU61;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5195),o:Bacillales(0.2679),f:Paenibacillacea

e_1(0.0904),g:Paenibacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACTGGATGGCTTGAGTGCAGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU63;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Ruminoc

occaceae(0.1872),g:Anaerotruncus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTCCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU64;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostridi

ales_Incertae_Sedis_XIII(0.3544),g:Anaerovorax(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTAC

TGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU65;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Ruminoc

occaceae(0.4224),g:Acetanaerobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGG

CAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU67;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Ruminoc

occaceae(0.5632),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGCAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU66;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostridi

aceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGT

TAATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGCC

TGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU68;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9908),o:"Bacteroidales"(0.993

6),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTTGA

GTGCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU69;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Alphaproteobacteria(1.0000),o:Sphingomona

dales(0.9063),f:Sphingomonadaceae(0.8864),g:Sphingomonas(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGC

CTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAA

GTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTG

GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTA

TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU71;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.7623),

f:Spirochaetaceae(0.5632),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCA

GGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU70;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9834),o:Coriobacteriales(0.9

866),f:Coriobacteriaceae(0.9876),g:Collinsella(0.9566); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCA

GGCCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGAACCTCCGCGGCTTGGGTCCGGTAGGGGAGG

GTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGCC

GAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU72;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachnos

piraceae(0.5991),g:Syntrophococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCA

AGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU75;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9952),o:"Bacteroidales"(0.994

1),f:"Porphyromonadaceae"(0.9884),g:Butyricimonas(0.9875); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTCGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU74;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Clostridia(0.9861),o:Clostridiales(0.9941),f:Lachnos

piraceae(0.9480),g:Clostridium_XlVa(0.9705); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU76;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9961),o:Campylobac

terales(0.9866),f:Campylobacteraceae(0.9871),g:Campylobacter(0.9837); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAACAATGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAAC

TGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU73;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.078

1),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU78;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.852

0),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTGA

GTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU77;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Thermoactino

mycetaceae_1(0.0457),g:Desmospora(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCTTGGTGAAAATGATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGTTA

AGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCGGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTT

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU81;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostridi

ales_Incertae_Sedis_XIII(0.1098),g:Mogibacterium(0.0204); 

ACGGGAGGCAGCAGTGGAGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGC

CCTTGGGTTGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTAA

GCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU79;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Ruminoc

occaceae(0.4563),g:Sporobacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATT

CAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAATCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU82;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Ruminoc

occaceae(0.1679),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGA

CAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAA

TCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACG

ACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU80;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.982

1),f:"Rikenellaceae"(0.9871),g:Alistipes(0.9781); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU83;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.101

5),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTG

GAATGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU86;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9979),o:Lactobacillales(0.9889),f:Lactobacil

laceae(0.9871),g:Lactobacillus(0.9799); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTTCTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCAT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU84;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9540),c:Actinobacteria(0.8472),o:Coriobacteriales(0.6

138),f:Coriobacteriaceae(0.4224),g:Paraeggerthella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CCTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCAA

GCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCGAGTTCGGTAGGGGAAGGCG

GAACTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAGGAACACCGATGGCGAAGGCAGCCTTCTGGGCCGTAA

CTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU85;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Peptoco

ccaceae_1(0.7068),g:Peptococcus(0.5720); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCA

GACTTGAGTGCGGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU87;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9975),o:Clostridiales(0.9968),f:Peptostr

eptococcaceae(0.9868),g:Peptostreptococcus(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGCAGGGGAAGATAATGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCCATCAA

GTCGGTGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGCAA

CTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU89;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Lachnos

piraceae(0.9868),g:Lachnospiracea_incertae_sedis(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTAGAGTACAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU88;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9821),f:Enterococ

caceae(0.9480),g:Enterococcus(0.9705); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGG

AGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT
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GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU91;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.124

9),f:"Marinilabiaceae"(0.0457),g:Anaerophaga(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGG

AATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU90;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.725

2),f:"Porphyromonadaceae"(0.4563),g:Odoribacter(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGT

ACAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCA

GCTTACCAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU92;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.171

9),f:Marinilabiliaceae(0.0560),g:Alkalitalea(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTAGCAGGCTTGA

ATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAAGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU94;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Negativicutes(0.4045),o:Selenomonadales(0.1719),f

:Veillonellaceae(0.0710),g:Anaerovibrio(0.0157); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTCTATGGGAAGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTAATT

TAAGTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAA
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GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU93;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Clostridia(0.9887),o:Clostridiales(0.9938),f:Clostridi

aceae_1(0.9852),g:Clostridium_sensu_stricto(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGG

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGCCTTTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU95;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.938

9),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU96;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.830

3),f:"Prevotellaceae"(0.4224),g:Alloprevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTTGA

GTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGC

AGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU98;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.725

2),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTCTTATAAGCGTGACGTGAAATGCAGCGGCTCAACCGTATGATGTGCGTCGCGAACTGTGAGACTTG
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AGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU99;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachnos

piraceae(0.3884),g:Roseburia(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCAA

GCCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAAGCTAGAGTATCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU97;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostridi

ales_Incertae_Sedis_XII(0.1485),g:Acidaminobacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGTTTTT

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGAGAACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU100;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.84

12),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGC

CAGCTTACTGTAGCGCCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU102;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteria

les"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTG
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GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU101;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9063),f:Rumino

coccaceae(0.8146),g:Gemmiger(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCCCAGGGGACGATAATGACGGTACCCTGGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGCA

AGTTGGGAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGTCAGTCTTGAGTGGTGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU103;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumino

coccaceae(0.4224),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGCA

AGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTGAAGTAGAGGTTGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU104;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(0

.0547),f:Cryomorphaceae(0.0149),g:Wandonia(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGATTTACTAG

AATGTGGATGATGCCGGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGAAG

GCAGCTGGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU105;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostrid

iaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGATAGTA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGAA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU106;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.79

95),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTTCGCCACGTGTGGCGTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTGA

GTACACACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGGC

AGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4812),o:"Sphingobacteria

les"(0.2359),f:Sphingobacteriaceae(0.1098),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCT

TGAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachno

spiraceae(0.5991),g:Clostridium_XlVb(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAACAGGGACGAAACAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCACGT

CAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGTGGATTGCATTTGGAACTGGCGAGCTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.2864),g:Acetanaerobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGA

CAAGTTGAATGTCTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9861),o:Clostridiales(0.9941),f:Peptost

reptococcaceae(0.9294),g:Clostridium_XI(0.9686); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Defluvii

taleaceae(0.2184),g:Defluviitalea(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAAGGACGAAGAT

TTTCGGATCGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCA

AGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Negativicutes(0.9762),o:Selenomonadales(0.9497)

,f:Veillonellaceae(0.9294),g:Anaerovibrio(0.4787); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGGGAGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGAAACTACTT

TTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.4914),g:Butyricicoccus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAGGGACGAAGAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGTCGGC

AAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGATGGAGAGGCAG
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GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.8146),g:Faecalibacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTGGGGACGATAATGACGGTACCCAACAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGACA

AGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTTCTTGAGTGGTGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubact

eriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAA

GCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU115;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Peptoc

occaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGTATCTTAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCTTTAT

AAGTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGGAGAGGTTAT

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACTG

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU119;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9892),o:Clostridiales(0.9938),f:Rumino

coccaceae(0.9890),g:Intestinimonas(0.9781); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTTCTTGAGTGATGGAGAGGCAG
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GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU117;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.8955),f:Rumino

coccaceae(0.5991),g:Intestinimonas(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGATAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAAGCAA

GTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTTCTTGAGTGTTGGAGAGGCAGGCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachno

spiraceae(0.5991),g:Oribacterium(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU118;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.1483),f:Peptoc

occaceae_1(0.0560),g:Syntrophobotulus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTCCTGGGGGACGAAGGAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCG

ATTAAGTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.5991),g:Anaerotruncus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTGCA

AGTCCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAGGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU121;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Peptoc

occaceae_2(0.1098),g:Desulfotomaculum(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTGGGGGACGAAGTAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGACGGCCGA

GTAAGTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTGCCTGTAATACTGCTTGGCTTGAGTGCAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU123;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9997),c:Actinobacteria(1.0000),o:Bifidobacteriales(0

.9940),f:Bifidobacteriaceae(0.9898),g:Bifidobacterium(0.9875); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGG

TTCGTCGCGTCCGGTGTGAAAGTCCATCGCCTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGTAG

GGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCT

GGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU124;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumino

coccaceae(0.8146),g:Ruminococcus(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCA

AGTCAGATGTGAAAACTATGGGCTTAACCCATAGACTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU125;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Clostridia(0.9851),o:Clostridiales(0.9934),f:Lachno

spiraceae(0.9759),g:Clostridium_XlVa(0.9781); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTTAGACTTGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachno

spiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGACA

AGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTGTAGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU127;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Epsilonproteobacteria(0.9993),o:Campyloba

cterales(0.9940),f:Helicobacteraceae(0.9884),g:Helicobacter(0.9818); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAA

GTCAGATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTG

GAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTAC

TGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumino

coccaceae(0.9201),g:Oscillibacter(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGAC

AAGTCAGATGTGAAATCCACGGGCTTAACCCGTGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTAAC

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU130;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostrid

iaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGATTGTAAACTTCTGATCTGTGGAAAGAAACAAATGACGGTACCACAGGAGAAAGCTCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGCGAT

TTAAGTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTA
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AGCGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU128;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Eubact

eriaceae(0.7787),g:Eubacterium(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGATCTTTAATCAGGGACGAATTTTGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCTGGTAA

GTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCAGGC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU131;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.5273),g:Papillibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCTAGGGGCTCAACCCCTAAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU133;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Bacilli(1.0000),o:Lactobacillales(0.9940),f:Streptoc

occaceae(0.9881),g:Streptococcus(0.9856); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTTCGCTTTGGAAACTGTTA

AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachno

spiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGTAGTGCATTTGAAACTGCTTTGCTGGAGTACGGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU134;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.97

07),f:"Porphyromonadaceae"(0.9015),g:Parabacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGAG

TATGTTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9861),o:Clostridiales(0.9942),f:Rumino

coccaceae(0.9873),g:Faecalibacterium(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU136;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Bacilli(0.9892),o:Lactobacillales(0.9940),f:Streptoc

occaceae(0.9879),g:Streptococcus(0.9875); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTCATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGA

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU135;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9798),o:Burkholderial

es(0.9707),f:Sutterellaceae(0.9387),g:Sutterella(0.9705); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGACCGTGTTAATACCATGGTCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAGG
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ACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU138;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.99

41),f:"Porphyromonadaceae"(0.9884),g:Parabacteroides(0.9912); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAGGCTTGA

GTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAGG

CAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Lachno

spiraceae(0.9759),g:Coprococcus(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCA

AGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACGGCTTTTGAAACTGCCCTGCTTGATTTCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGAC

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU141;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9988),c:"Fibrobacteria"(0.9769),o:"Fibrobacterales"(

0.9606),f:"Fibrobacteraceae"(0.9387),g:Fibrobacter(0.9705); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGTAGTTGAATGTACCTCGAGAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGCAGGCGGAAGCTCAAGCGGATTGTACAATACCGGGGCCCAACCCCGGACCTGCAGTCCGAACTGGGTTTCTTGGA

TAGTTCAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAGG

CAGCTTGCTGGGGACTTATCGACGCTCATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU139;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumino

coccaceae(0.4563),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCATCAGGGACGAAAAAAGACGGTACCTGAGAAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGTA

AGTCAGATGTGAAATATGCCGGCTCAACTGGCAGACTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGTAAGC
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GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU143;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.83

03),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTT

GAGTGCGCGCAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTT

GAGTGCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCGTCCGGAGCGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU145;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Peptoc

occaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGGGACGAAGGAAGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTG

ATAAGTTAGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTTAATACTGTTGAGCTTGAGTGCAGAAGAGGTA

AGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGCT

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU142;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Deltaproteobacteria(0.9856),o:Desulfovibri

onales(0.9942),f:Desulfovibrionaceae(0.9873),g:Bilophila(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCGGCTTGGTAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCC

AGGCTTGAGTACCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCGGT



4654 

 

GGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU146;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumino

coccaceae(0.1291),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGACAAAAGGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAG

ATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU148;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9685),f:Lactobac

illaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGGCAGCAGTAACTGGCTGTCGTTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCC

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachno

spiraceae(0.5632),g:Ruminococcus2(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGGTGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGCCTGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.6350),g:Papillibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9938),o:Clostridiales(0.9933),f:Rumino

coccaceae(0.9666),g:Clostridium_IV(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAAGAAATGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGAGCTCAACTCATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTGGAGAGGCAATC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU150;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Betaproteobacteria(0.7881),o:Burkholderial

es(0.5023),f:Comamonadaceae(0.2524),g:Roseateles(0.0712); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTG

ACTGGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGATCAAGTCAGCGGTCAAACTTCGGGGCTCAACCCCGTTTTGCCGTTGAAACTGATCGGCTGGA

GTCTGTTCGAGGGACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCGTCCCGGGGCGGCACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTAAGAAAAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTG
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AGTTCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:"Bacteroidia"(1.0000),o:"Bacteroidales"(1.00

00),f:Bacteroidaceae(0.9881),g:Bacteroides(0.9910); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATACGGGAATAAAGTGCAGTATGCATACTGTTTTGTATGTACCGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGATGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCGTCTTGAG

TACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGGACTGTCACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU154;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostrid

iales_Incertae_Sedis_XIII(0.2184),g:Mogibacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAACGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTACGTAGGTGGTTACCTAA

GCAGGGGGTTTAAGGCAATGGCTTAACCATTGTTCGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU156;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.12

49),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTGG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU158;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.14

83),f:"Marinilabiaceae"(0.0560),g:Anaerophaga(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGATCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTGG
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AATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU157;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9903),o:Aeromona

dales(0.9934),f:Succinivibrionaceae(0.9884),g:Anaerobiospirillum(0.9875); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGGCGGAAAGG

TAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGTCATTCTAAACTGTCTTTCTAGAGTATTGCAGAGGGAG

ATGGAATTTCAGGTGTAGCGGTGGAATGCGTAGATATCTGAAAGAACACCAGAGGCGAAGGCGGTCTCCTGGGCAA

ATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU159;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostrid

iaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAAGCA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTTTTCTTGAGTGTTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACAATAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumino

coccaceae(0.1485),g:Acetivibrio(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTAGACAATGGGGGAAACCCTGATCTAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTGACGAGGGAAGATAATGACGGTACCTCGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCAGATGTGAAATACGGAGGCTTAACCTCCGAGCTGCATTTGAAACTGCAATTCTTGAGTGATGGAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTAAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATTAA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU163;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.90

63),f:"Prevotellaceae"(0.6709),g:Alloprevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGCGGTACGTGTACCGCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGATTTTTAAGTCAGTTGTGAAAGTTTGAGGCTCAACCTTAAAATTGCAGTTGAAACTGGAAGTCTT
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GAGTGCACGCAGAGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAAGTGCCTGGAGTGCTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU160;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Gracilib

acteraceae(0.0904),g:Gracilibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTTT

TAAGTTAGAAGTGGAAGTCCTGCTTTTAAGGTGGGAATTGCTTTTAATACTGGAAGGCTTGAGTGCAGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGCTG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU162;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.92

80),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAACAAGCGGCACGTGTGCCGCTCTGCATGTACCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGGTCCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGGACCTTGA

GTGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGACCGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU164;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9989),c:Spirochaetia(0.9812),o:Spirochaetales(0.9798)

,f:Spirochaetaceae(0.9868),g:Treponema(0.3915); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTAAGTATGAGGAATAAGCAGTGTGAGAGAAACGCATTGTGGTGACTGTAGTACTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCCGGAGCTTAACTCCGGAATTGCGTTGAGAACTGCAT

AACTAGAGTCACTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU165;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubact

eriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAATGCATGGGCTTAACCCATGAGCTGCCGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAG
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GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU166;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.3204),g:Papillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATGCAGGGGCTCAACCCCTGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU167;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumino

coccaceae(0.7428),g:Clostridium_IV(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATCAGGGACGAAACAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCCTGC

AAGTCAGGTGTGAAATTCCAGGGCTCAACCCTGGAACTGCACTTGAAACTGTGGGTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU168;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Eubact

eriaceae(0.5991),g:Eubacterium(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTAATCAGGGACGAAGAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGAGGAC

AAGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGTTCTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumino

coccaceae(0.7068),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGATGAACAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCA

AGTCAGGCGTGAAAACCAGGGGCTCAACCTCTGGCCTGCGTTTGAAACTGTAGTTCTTGAGTACTGGAGAGGTTGAC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU172;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Negativicutes(0.9871),o:Selenomonadales(0.9940)

,f:Veillonellaceae(0.9895),g:Allisonella(0.9799); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATCCGGGACGAAGGCATTGATTGAGAACATTGATTGATGTTGACGGTACCGGAAA

AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGCGCGCGCAGGCGGCCGTGCAAGTCCATCTTAAAAGCGTGGGGCTTAACCCCATGAGGGGATGGAAACTGCA

GGGCTGGAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGG

TGGCGAAGGCGACTTTCTAGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU170;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumino

coccaceae(0.0904),g:Fastidiosipila(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGA

AGCAAGTCAGATGTGAAAACCAAAGGCTCAACCTTTGGCTTGCATTTGAAACTGTTTTTCTTGAGAGTGGGAGAGGT

AAACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGAC

CACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU173;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumino

coccaceae(0.0710),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGATAATGACGGTACCATAGGAGGAAGCCACGACTAACTACGTGCCA

GCAGTCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGACGTAAA

GTCAGATGTGAAATGCGGAGGCTCAACCTCCGAACTGCATTTGAAACTTACGTTCTTGAGTGGAGTAGAGGCAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCATAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTTA

CTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU174;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassilii

coccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

CCAGCCTGCTAAATACTTGCACGAATGACTTTTCATTGGTGACAGGTTCTTAGAGGGACATGTAGTATAAAACTACAG

GAAGATTGGGGCAATAACAGGTCTGTGATGCCC 
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>OTU171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9877),o:Clostridiales(0.9940),f:Eubact

eriaceae(0.9898),g:Eubacterium(0.9781); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAACATGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTCTATT

AAGTCTGATGTGAAAGGTACCGGCTCAACCGGTGAAGTGCATTGGAAACTGGTAGACTTGAGTATTGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAA

ATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.3544),g:Barnesiella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGTGTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCCGGCTGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTAAAGCCGTTGAAACTGGCGGTCTTG

AGTAGCGGCGAGGCATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATGCCAGCCGCCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU177;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.99

41),f:"Rikenellaceae"(0.9892),g:Alistipes(0.9915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACTAGGGTAAACGCTTCTACGTGTAGGAGCCTGAAAGTATAGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGGGCTCAACTCCGGAACTGCCTCTAATACTGTTGAACTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU178;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacteria

les"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATCGGAGCAATAAGGGCCACGAGTGGTCCGATGAGATTACGATACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTCTGCAAGTCAGCGGTGAAAGCCCGGGGCTCAACCCCGGAAATGCCGTTGATACTGCGGGGCTG

GAATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU175;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostrid

iaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTTA

CAAGTTAGATGTGAAATACCCAGGGCTTAACTCGGGTGCTGCATCTAAGACTGTAAGACTTGAGTGTCGGAGAGGTA

AATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACG

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU179;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.83

03),f:"Prevotellaceae"(0.4563),g:Alloprevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGATGACGTGTCATCTATTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGTTTTTCTTGAG

TGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.86

29),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTGGTAAGCGTGTTGTGAAATGTCGTTGCTCAACAACGTCACTGCAGCGCGAACTGCCGGGCTTGA

GTGTGCGGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGTAGCATTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU182;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9851),o:Clostridiales(0.9934),f:Clostrid

iaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCTGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU181;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4563),g:Pseudoflavonifractor(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTCAAG

TCAGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGAAGTTCTTGAGTGCTGGAGAGGCTAACGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTAGCTGGACAGTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU184;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACAGGGAAGAAGAAAGTGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAA

GTGGGTCAGATGTGAAATACCAAGGCTAAACCATGGAGCTGCATTTGAAACTGCTTTTCTTGAGAGTGGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU183;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAGTTAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCAA

ACAAGTCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTATGTCTTGAGGATGGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACC

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU186;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGTGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTTGTCAAGTCAGCGGTCAAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAG

CGTGGCGTCGAGGTGTGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU188;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:"Prevotellaceae"(0.1679),g:Paraprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGCCTTGAG

TTCACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU185;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Defluvii

taleaceae(0.2864),g:Defluviitalea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATCGTAAACTTCTATCAGCAGGGAAGAAACCATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCGATTT

AAGTCAGATGTGAAAACTCAGGGCTCAACCTTGAGACTGCATCTGAAACTGAGTTGCTAGAGTGCAGGAGAGGAAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.33

19),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTGCGGGAGGATAAAGTGCGCCACGCGTGGCGCTTTGCAGGTATCCCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGTGCAAGCGTGCCGTGAAAGCGCGGGGCTCAACCCCGTACAGCGGCGCGAACTGCTCCCCTTG

GTTGCGGGAAGGGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTTCCGGCCCGTCAACGACGCTCATGCTCGAAGGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU190;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Deltaproteobacteria(0.9462),o:Desulfovibri

onales(0.8303),f:Desulfovibrionaceae(0.4914),g:Desulfovibrio(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGCATTGTTCTAATCAGCAGTGCCCTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCATGTAGGCTGTACGGCAAGTTGGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCGA

ACTGGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTGG

CGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU189;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.2864),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCAGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCT

GCAAGTCAGATGTGAAAACTATGGGCTCAACTCATAGCTTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGAGGTA

AATGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACG

ATTACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAATAGGCGGGACGTGTCCTGCTGTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGTGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGATGCCGTTGAAACTGGTGTGCTTGA

GTGCGTGCGAGGGAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCACGCCACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU191;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTAAGGGTTGTAAACCTCTTTTGCCGGGGAGCAAAAGCGCCGTGCGCGGTGCTATGAGAGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACAGTTAAGTCAGCGGTCAAAACGGGCGGCTCAACCGCCTGCCGCCGTTGAAACTGGCAGTCTAG

AGTGGGCGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATTGCGCAGAACTCCGATTGCGAAG

GCAGCGTACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU193;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.97

98),f:"Prevotellaceae"(0.9201),g:Prevotella(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCGAACTGGTCTTCTTGA

GTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9861),o:Clostridiales(0.9941),f:Lachno

spiraceae(0.9876),g:Clostridium_XlVb(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGG

TTTCGGCTCGTAAACTTCTATCAATAGGGAAGAAACAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

TAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU197;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Eubact

eriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTTTGTCTTTGGTGAAGAAGAAAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGC

GCAAGTTGGATGTGAAATACCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTGTTTCTTGAGTGAAGTAGAGGTA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU196;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.3483),o:Desulfuromo

nadales(0.1015),f:Desulfuromonadaceae(0.0355),g:Pelobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTAAGGGGAAAAATGATGCGATGTCGAATAGGCATGGCAAGTGATGGTACCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCG

TAAAGGGCGTGCAGGCGGCCACCGCAAGTTGAATGTGAAATCCCCGGGCTTAACCCGGGAAGTGCGTTCAAGACTG

CGGGGCTTGAATACGGGAGAGGATCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTC

GTGGCGAAGGCGACGGTCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC

TGGTA 

>OTU195;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGCGAAAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAG

GCTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU198;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.76

23),f:"Prevotellaceae"(0.3884),g:Alloprevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGCACGTGCTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTT

GAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.3544),g:Intestinimonas(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTCAGAAGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTACCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachno

spiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGAGGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTCGTAA

GTCTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCATTGGAAACTATGGAACTGGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4280),f:Rumino

coccaceae(0.2184),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTCTACAGGGACGAACAAATGACGGTACCTGTAAAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGCC

AAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGGTTTTCTTGAGTATGGGAGAGGTAAAT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCACA

ACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubact

eriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTAGTGAAGAAGAAAGTGACGGTAGCTAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTGC

AAGTTGGATGTGAAATGCCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU204;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:"Bacteroidia"(0.9913),o:"Bacteroidales"(0.99

36),f:Bacteroidaceae(0.9881),g:Bacteroides(0.9910); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTCGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCGTCCTTGA

GTGCGGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCACACTAAGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU203;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.17

19),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGC

GCTCAGCGTCGTAAACCTCTTTAGCCGGGGGACAAAACCTCCTCGCGAAGGAGGCTTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGACATTCAAGTCTGCGGTCAAATTCCGGGGCTCAACCCCGGCCAGCCGTGGAAACTGAATGACTTG

AGTGGGCGAGAGGTATGCGGAATGCGCGGTGTAGCGGTGAAATGCTTAGAGATCGCGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCCTTACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.79

95),f:"Prevotellaceae"(0.4224),g:Alloprevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCAAGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAAACGCGGGGCTCAACTCCGCGCCTGCAGTTGATACTGTCGGACTT

GAGTGCACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU205;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumino

coccaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTGACAGGGGACGAAGGAAGTGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTG

AATAAGTCTGTTGTGAAATTCCAAGGCTTAACTTTGGCAGTGCAATGGAAACTGTTCGACTTGAGTACGGCAGAGGC

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCACAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGG

CCGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU207;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Epsilonproteobacteria(1.0000),o:Campyloba

cterales(0.9940),f:Campylobacteraceae(0.9887),g:Campylobacter(0.9915); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTGTTGGGGAAGAACCATGACGGTACCCAACGAATAAGCACCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCA

AGTCTTTTGTGAAATCTAACAGCTCAACTGTTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGAT

GGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATTGCGAAGGCGATCTGCTGGAACTCA

ACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU209;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.2864),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTAAGTAGCCAGGGACGATAATGACGGTACCTGGAGAGTAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGATGGCA

AGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGTCGTTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.6350),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCTGTGAAGATAGTGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGCAA

GTCAGAAGTGAAATCCATGGGCTTAACTCATGAACTGCTTTTGAAACTGTTAGTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Flavobacteriia(0.3483),o:"Flavobacteriales"(0

.1483),f:Flavobacteriaceae(0.0560),g:Ornithobacterium(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGATTACGTGTAGTCTGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGGTAAGTCAGCGGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTGATACTGCCTGTCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU212;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachno

spiraceae(0.4914),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTT

TTTCGGAATGTAAAGCCCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACAGCA

AGTCTGAAGTGAAATGTAGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumino

coccaceae(0.2524),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATT

GCAAGTCAGATGTGAAACCTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTGATTCTTGAGTGTGGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ACAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU214;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9997),c:Spirochaetia(1.0000),o:Spirochaetales(1.0000)

,f:Spirochaetaceae(1.0000),g:Treponema(0.9946); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCAACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATAATTGAGGAATAAGCGGGACAGGGAATGGTTCCGCGGTGACTGTAGATTATGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCACGCAGGCGGCTTTGCAAGCTTGGTGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTGAGAACTGCATG

GCTAGAGTTAGTGAGGGGAAACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGG

CGAAGGCAGGTTTCCAGCACATAACTGACGCTCAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGGT

A 
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>OTU213;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.4311),c:Synergistia(0.2321),o:Synergistales(0.1015),f:

Synergistaceae(0.0355),g:Pyramidobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTTGTAGGGGACGAGGAAAAGACGGTACCCTACGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTTGT

AAGTCTGGAGTGAAACCCCCGTTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGATA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACA

TAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU215;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9947),o:"Bacteroidales"(0.99

36),f:"Porphyromonadaceae"(0.9884),g:Butyricimonas(0.9875); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.8864),g:Oscillibacter(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGTGGGAAGAGTAGAAGACGGTACCACTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCATGCA

AGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGTATGTCTTGAGTGCCGGAGAGGTAATC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGGTA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU217;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.68

81),f:"Prevotellaceae"(0.3884),g:Alloprevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTCTGGGTCGTAAACTGCTTTTGGGTGAGGGTAAAAGGCGGGACGTGTCCTGCGTATTGCAAGTATCACCCGAATA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGCAGGCGGTTCTTCAAGTCAGTTGTGAAAACGCGGGGCTTAACCTCGCGCCTGCAGTTGATACTGTTGAACT

TGAGTGCACACAGGGATGTTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCATATGTCCGGTGTGTTACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU218;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Rumino

coccaceae(0.9868),g:Clostridium_IV(0.9781); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAGATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAA

GTCAGAAGTGAAAATTACGGGCTCAACTCGTAACCTGCTTTTGAAACTGAAATTCTTGAGTGAAGTAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9871),o:Clostridiales(0.9940),f:Rumino

coccaceae(0.9892),g:Ruminococcus(0.9894); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAAATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAA

GTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGTAGAGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCCGTGTAGCGGTGAAATGCGTAGAGATGGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.61

38),f:"Porphyromonadaceae"(0.3544),g:Barnesiella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAAGCGTGCGTTCGTGAACGCGCGTCGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGATGCCAAGTCAGCGGTAAAAATGCGGTGCTCAACGCCGTCGAGCCGTTGAAACTGGCGTTCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCCCTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU221;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9840),o:Burkholderial

es(0.9889),f:Sutterellaceae(0.9879),g:Sutterella(0.9894); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGGGATGAAGGC

CTTCGGGTTGTAAACCACTTTTGTCAGGGACGAAAAGGTTCAGGCTAATACCTTGAACTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCATTTATGACTGCAGG

ACTCGAGTTTGTCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGACATGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU222;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Flavobacteriia(0.4812),o:"Flavobacteriales"(0

.2359),f:Flavobacteriaceae(0.1098),g:Capnocytophaga(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGAAGGAATACGGTC

CTATGGATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGATGTAAGTCAGTGGTGAAATGTACCGGCTTAACCGGTAAACTGCCGTTGATACTGCATTGCTGGAA

TACGGTTGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGC

ATCTCACGAAGCCGCGATTGACGCTGATGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachno

spiraceae(0.8505),g:Anaerostipes(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGTGCGGCA

AGTCAGAAGTGAAAGCCCGGGGCTCAACTCCGGGACTGCTTTTGAAACTGTCGGACTGGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

CACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumino

coccaceae(0.4914),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACCTGCAAG

TCAGATGTGAAATCCCCGGGCTTAACCCGGGAACTGCATTTGAAACTGTAGGCCTTGAGTGATGGAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU225;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.99

37),f:"Porphyromonadaceae"(0.9904),g:Parabacteroides(0.9912); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATAGGGGAATAAAGTGGAGGACGTGTCCTTTTTTGTATGTACCCTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTGATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGGTTACTTGAG

TGTGTTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCTTACTAAACCATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU228;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacteria

les"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGTCCGATGAGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTTGATACTGCTGGGCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU229;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.90

63),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTG

AGTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.3483),o:"Sphingobacteria

les"(0.1483),f:Sphingobacteriaceae(0.0560),g:Solitalea(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGCGCTGACCCGATGAGAGTACACAGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCCTTTGATACTGCCGTGCT

GGAGTGCGGATGCCGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU227;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTATTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACAGTTGCCGTTGATACTGGTAGTCTTGA

GTGTAAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTTACCAGGATACGACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachno

spiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGATGTGAAAACCCTGGGCTCAACCCAGGAATGGCATTGGAAACTGTTAAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.4224),g:Anaerotruncus(0.0615); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTGTCTTTGGGGACGAAAAAGGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGG

CAAGTTGGATGTGAAAACTGTGGGCTCAACCGACAGACTGCATTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTT

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.6709),g:Anaerofilum(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTGTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTTGCAA

GTTGGAAGTGAAACTCATGGGCTCAACCCATGAACTGCTTTCAAAACTGCAGATCTTGAGTGGTGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU235;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGA

TCTATGGTTTGTAAACTTCTTTAGTGTGGGAACAAAGCGTGGTTGCGACCGCAGATGAGTGTACCACAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACTTTCAAGTCAGCGGTAAAATTTCCGGGCTTAACCTGGTTGTGCCGTTGAAACTGAGAGACTGGAG

TGCGCTTGAGGTAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGC

AGCTTACCAAATCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.3544),g:Butyricicoccus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATCGAAGAAGGT

CTTCGGATTGTAAAGATCTTTTATCAGGGACGAAGAAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCTG

GTAAGTTGGAAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.4563),g:Clostridium_III(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTTGGGGACGAAGAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATTCA

AGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGAATTTCTTGAGTGCTGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9871),o:Clostridiales(0.9940),f:Lachno

spiraceae(0.9895),g:Howardella(0.9918); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGTAGGGAAGATAATGACGGTACCTACAGAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCAGTACAA

GTCAGGAGTGAAAACTTGGGGCTCAACCCCAAGACTGCTTTTGAAACTGTACAGCTAGAGTGTAGGAAGGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACTATA

ACTGACGCTGAGACTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.2184),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGGCAGGGGACGATAATGACGGTACCCTGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACGGAA

AGTCAGATGTGAAATACCGAGGCTTAACTTCGGGGCTGCATTTGAAACTTCTGTTCTTGAGTGATGGAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCATAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU237;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacillace

ae_1(0.0560),g:Paenibacillus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGAGAAGGAGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCG

GTAAGTCTGGAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTT

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTAACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU239;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostrid

iaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGATAGGGAAGAAAAAAGACAGTACCTATCAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGTTA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGATTTTCTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU240;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9846),o:Pasteurell

ales(0.9798),f:Pasteurellaceae(0.9868),g:Actinobacillus(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTC

GCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU243;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Prevotellaceae"(0.1291),g:Paraprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAGCAAAGTGCGCCACGTGTGGTGTATTGCGAGTACCATTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGCGTCAAGTCAGCTGTGAAATGTCGCGGCTCAACCGTGGAGCTGCAGTTGAAACTGGCGTTCTTG

AGTATACATAAGGATGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCATCTGGGGTATTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 



4678 

 

>OTU242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumino

coccaceae(0.7428),g:Flavonifractor(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAATAGATGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAACTTAGGGCTCAACCCTAAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU241;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9474),c:Actinobacteria(0.8331),o:Coriobacteriales(0.

5395),f:Coriobacteriaceae(0.3544),g:Adlercreutzia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGAAGGC

CCTAGGGTTGTAAACCGCTTTCAGCAGGGAAGACACTGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCAA

GCGGGATGTCAAAGCCCGGGGCTCAACCCCGGCCCGCATCCCGAACTGGCGGGCTTGAGTTCGGTAGGGGAAAGTG

GAATGCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGCAGAACACCAGTGGCGAAGGCGGCTTTCTGGGCCGTAA

CTGACGCTGAGACGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU246;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9736),c:Spirochaetia(0.9462),o:Spirochaetales(0.8520)

,f:Spirochaetaceae(0.7068),g:Treponema(0.3043); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTAAGCATGAAGAAGGATTATTGCAGGAAATGGCAGTAAAGTGACGGTAGTGCTTGA

ATAAGAGGCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGCCTCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGAATTGCAAGCTTGATGTGAAAGGCAGGGGCTTAACTCCTGGATTGCGTTGAGAACTGCAT

AACTAGAGTAACTGAGGGGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATG

GCGAAGGCAGGCTACCAGCAGATTACTGACGCTGAGGTGCGAAGGTATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU247;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachno

spiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGCA

AGTCTGAAGTGAAAGCCCCGGGCTCAACCCGGGAACTGCTTTGGAAACTGTTTAGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4679 

 

>OTU244;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Peptost

reptococcaceae(0.5991),g:Clostridium_XI(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGTTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACTGGAGAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU249;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9990),c:Spirochaetia(0.9834),o:Spirochaetales(0.9866)

,f:Spirochaetaceae(0.9876),g:Treponema(0.4787); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGAAAGGTTGTAAAATCCTTTTGAACTGGAAGAATAAGCAGTGTAGGTAATGACATTGTGGTGACGGTACAGTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTATCTAAGCTTGGTGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGAGAACTGGAT

AACTAGAGTTACTGAAGTGAAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGG

CGAAGGCAGGTTTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU248;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9827),o:Aeromona

dales(0.9685),f:Succinivibrionaceae(0.9480),g:Succinivibrio(0.7162); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAAAAGATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTATAC

AAGTAGGATGTGAAAGCCTGGGGCTCAACCTCAGAACTGCATTCTAAACTGTGTGACTAGAGTATTGCAGGGGGAG

ACGGAATTTCAGGTGTAGCGGTGGAATGCGTAGATATCTGAAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAA

ATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU252;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactobac

illaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAGTGAATAAA

TAGGGTGTCCAATTTAACTTGGAACCCGACCTTCTCACATCTAACCCTGTGCATCTGTATTAATGGCGAGCAATTTTCG

GATTGTGAGCCATTTCACTTTATAAACACTAGTCTATGAATGTAAAATTTTTATAACAAATAAAAACTTTCAACAACGG

ATCTCTTGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubact

eriaceae(0.3204),g:Eubacterium(0.0904); 



4680 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTTTGTTCTTGGTGAAGAAAAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAATC

AAGTTGGATGTGAAATGTCGGGGCTTAACCCCGGAACTGCATCCAAAACTGATATTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU250;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.1740),o:"Sphingobacteria

les"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAAGGCGAGTGCC

CTACGGGCGTTAAACTTCTTTTGTGCGGGAGCAATAAGGGCCACGCGTGGCCCGATGAGAGTACCGCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCGCTTCAGGTCAGCGGTGAAATACCGGGGCTCAACCCCGGGGCTGCCGTTGAAACCGGAGCGCTAG

AATTCCGATGCCGTCGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTGACGAATCGGAGATTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachno

spiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCGAAGCA

AGCCAGAGGTGAAAACCCGGGGCTCAACCCCGAGGATTGCCTTTGGAACTGTTTTGCTTGAGTGCTGGAGGGGCAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACA

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU253;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.3483),o:"Sphingobacteria

les"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGTGACGGCC

CTATGGGTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGTACCAGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTGTTAAGTCAGCGGTGAAATGTCCTCGCTCAACGAGGAAAGTGCCGTTGATACTGGTGGGCTTGA

ATGCGGATGCCGTTGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CATCTGACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU254;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0181); 



4681 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTAAGGATTGTAAACCTCTTTTGTCGGGGAGCAAAAAGGCAGTTATGTGCCAATTGAGAGTACCCGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGAATGTCAAGTCAGCGGTAAAATAGAGAGGCTTAACCTCTTCGAGCCGTTGAAACTGGTGTTCTAGAG

TGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCATACCGGCGCCCAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostrid

iales_Incertae_Sedis_XIII(0.3544),g:Anaerovorax(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTTGGGTCGTAAAGCTCTGTCCTTGGGGAAGAAAAAAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATCATTGGGCGTAAAGGGTGCGTAGGTGGCGACT

TAAGCGCAGGGTCTAAGGCTACAGCTTAACTGTAGTTCGCCTTGCGAACTGGGTTGCTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU256;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.4045),o:Bacillales(0.1719),f:Paenibacillace

ae_1(0.0710),g:Paenibacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAGGAAGG

TTTTCGGATTGTAAACCTCTGTCCTCAGGGAAGAAGAAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTCG

ATTAAGTCTGGTGTGAAATACCCGCTTTTAAGGTGGGTCGTGCATTGGAAACTGATTGACTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU255;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostrid

iales_Incertae_Sedis_XIII(0.2184),g:Anaerovorax(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTTGGGTCGTAAAGCTCTGTCCTTGGGGAAGAAAAAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTATGTAGGTGGTTTCTTA

AGCGCAGGGTATAAGGCAATGGCTTAACCATTGTTCGCCCCGTGAACTGAGAGACTTGAGTGCTGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTA

ACTGACACTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU258;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostrid

iaceae_2(0.0355),g:Alkaliphilus(0.0087); 



4682 

 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAACAAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGAGAAGCA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTACTTCCCTTGAGTGCTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.65

09),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU260;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.7252)

,f:Spirochaetaceae(0.5273),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATGGCGGAGGAATAAGCGGGGGAGTGGAAAGCCCGCGCGGTGACTGTAGGCCAT

GAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGC

GTAAAGGGCATGTAGGCGGTCTGTCAAGCCAGGCGTGAAAGCCAGGGGCTCAACCCCTGAACTGCGCTTGGAACTG

GCGGACTGGAGTCGCTGAGGGGGAGCCGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACC

GATGGCGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.76

23),f:"Prevotellaceae"(0.3884),g:Alloprevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTCGGGAATAAAATGCGGCACGTGTGCCGCTTTGCATGTACCGTCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGACTTTTAAGTCAGCTGTTAAATTCGGTGGCTCAACCATCGCATGCAGTTGAAACTGGAGGTCTTGA

GTGTACACAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGG

CAGGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU263;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9997),c:Actinobacteria(1.0000),o:Bifidobacteriales(0

.9940),f:Bifidobacteriaceae(0.9898),g:Bifidobacterium(0.9875); 



4683 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTCAAGGGCAAGGCACGGTTTCGGCCGTGTTGAGTGGATTGTTCGAATAAGCACC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCG

TAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCTTAACGGTGGATCCGCGCCGGGTACGGGCGGGCTTGAGT

GCGGTAGGGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGC

AGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU264;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Rumino

coccaceae(0.4914),g:Intestinimonas(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGAAGTGACGGTACCTCATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAAG

CAAGTCAGATGTGAAAACCAGTGGCTCAACCACTGGCCTGCATTTGAAACTGTTTTTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU265;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.26

79),f:"Porphyromonadaceae"(0.1291),g:Paludibacter(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAATACGGC

CCTATGGGTCTTAAACTTCTTTTGTATAGGGGTAAAGGTATGTACGTGTACATATTTGCAAGTACTATACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGCATCAAGTCAGTGGTGAAATGGTGTGGCTCAACCATAGCATTGCCGTTGAAACTGATACCCTTGA

GTGCAGTAGAGGTATGCGGAATGTGTTGTGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATTGCGAAGG

CAGCATACTGGACTGTAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU262;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9979),o:Actinomycetales(0

.9942),f:Micrococcaceae(0.9201),g:Rothia(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTT

TGTCACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGG

GCTGTAACTGACGCTGAGAAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU267;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7907),c:Mollicutes(0.5195),o:Acholeplasmatales(0.267

9),f:Acholeplasmataceae(0.1291),g:Acholeplasma(0.0230); 



4684 

 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGTTAAGGAAGAACTATGGGATTAGGAAATGAGTTCCATTTGACGGTACTTAACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGTGCGTAGGCGGTTTATTAAGTCTGATGTTAAATTCCACAGCTTAACTGTGGCATGTCATTGGAAACTGGTAAAC

TTGAGTACAGTAGGGGTAAGCGGAATTCCAAGTGGAGCGGTGGAATGCGTAGATATTTGGAGGAACACCAGTGGCG

AAGGCGACTTACTGGGCTGGGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU266;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Peptoc

occaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTTTT

TAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGGAAGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU268;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostrid

iales_Incertae_Sedis_XIII(0.5273),g:Mogibacterium(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCCCGGGGACGAAGAAAGTGACGGTACCCGGGCAGCAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATG

TAAGCGTGAGGTTTAAGGCAGTGGCTTAACCACTGTTCGCCTTGCGAACTGCATAACTTGAGTGCAGGAGGGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGC

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumino

coccaceae(0.9201),g:Oscillibacter(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAACAGTAGAAGAGGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGAGAGAC

AAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGTAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU271;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.89

55),f:"Prevotellaceae"(0.5991),g:Alloprevotella(0.3043); 



4685 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGGGCTCGTGAGCCCCGTATTGTATGTACCATCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCCGGCTTTTAAGTCAGCTGTGAAAGTCCGCGGCTCAACCGTGGAATTGCAGTTGAAACTGGAGGCCT

TGAGTGCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAAGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU270;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Gracilib

acteraceae(0.0252),g:Gracilibacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGACGGGGGACGAAGAAAGTGACGGTACCCCGAAAGCAAGCTACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCTAG

GCAAGTTGGTAGTGAAATTCCGGGGCTTAACTCCGGCGCTACTACCAAGACTGTTTAGCTTGAGTACAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAAGCGACTTACTGGCCT

GCAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU272;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.65

09),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU274;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostrid

iales_Incertae_Sedis_XIII(0.1679),g:Anaerovorax(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

TCTTGGGTCGTAAAGTTCTGTTCTGAGGGAAGAAGAAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTTCGG

TAAGCGAAAGGTGAAAGGCATCGGCTCAACCAGTGTCAGCCTTTCGAACTGTCGGACTTGAGTGCAGGAGGGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTG

TAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Rumino

coccaceae(0.9480),g:Pseudoflavonifractor(0.3915); 



4686 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAACATAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGCAAT

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU273;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9952),o:Campyloba

cterales(0.9866),f:Helicobacteraceae(0.9666),g:Helicobacter(0.9705); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTGTGAGAGAAGATAATGACGGTATCTCACGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGATTAATAAG

TCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTATTAGTCTAGAGTGTGGGAGAGGTAGGTGG

AATTCTTGGTGTAGGGGTAAAATCCGTAGATATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAACATTACT

GACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU276;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.7252)

,f:Spirochaetaceae(0.5273),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGAAGATTGTAAAATCCTTTTATGACTGAGGAATAAGTACGTTGAGAGAAACGGCGTATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTATTGCAAGCCTGGTGTGAAAGGCGGGGGCTCAACCCCTGGACTGCGCTGGGAACTGCA

TTACTAGAGTCGCTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAGGTTGCCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU277;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.6881)

,f:Spirochaetaceae(0.4914),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGAAGATTGTAAAATCCTTTTATAACTGAGGAATAAGCAGTGTGAGAGAAACGCATTGTGGTGACTGTAGGTTATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTTGATGTGAAAGGCAGGAGCTTAACTCCTGAACTGCGTTGAGAACTGCAT

GACTGGAGTCACTGAGGGGCAATCAGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATACCAATG

GCGAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 



4687 

 

>OTU278;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8448),c:Mollicutes(0.6346),o:Acholeplasmatales(0.267

9),f:Acholeplasmataceae(0.1291),g:Acholeplasma(0.0230); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAATTC

TTCGGAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGCGTGCGTAGGCGGTCGTTTAAGTCTGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGAT

GGCTTGAATCTAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGTCTAGCATTGACGCTGAGGCACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU281;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(0

.0000),f:Flavobacteriaceae(0.0000),g:Leeuwenhoekiella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCATAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATAGTGCCC

ATTGATGCAAATCATTGGGTTAGATCTGCCCTTATCGCAAGATGAGGGCTTCCATATACACCGTGAACTGTGGCTTCG

GCCATCACAAACTGTTAGTAATGAATGTAATATCATAACAAAAACAAAACTTTTAACAACGGATCTCTTGGCTCTCGCA

TCGATGAAGAACGCAGC 

>OTU279;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovibri

onales(0.9389),f:Desulfovibrionaceae(0.7787),g:Bilophila(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGGAGGGAAGAACCGCAGGTGTGTGAACAATGCATCTGTCTGACGGTACCTCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCGGTTTGTTAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCCTTGATACTGGC

AGACTTGAGTACCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGT

GGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU280;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAAAGGGGCCATTGATGGCAGGATGAGCGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACTCGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGCGAGACTGG

AGTGCGACAGAGGAAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCTTTCCATGTCGTGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU285;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.88

46),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGGATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTTCTTG

AGTGCGCGCGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU282;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9851),o:Aeromona

dales(0.9753),f:Succinivibrionaceae(0.9759),g:Succinivibrio(0.9686); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAACAAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTTATC

AAGTAGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCTAAACTGATAGACTAGAGTATTGCAGGGGGAG

ACGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAA

ATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU283;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumino

coccaceae(0.1485),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAGTTATCGGGGAAGAAGCAAGTGACGGTACCCGAAGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATA

GCAAGTCAGATGTGAAAATTATGGGCTTAACCCATAACCTGCATTTGAAACTGTTATTCTTGAGTGTCGGAGAGGTAA

ATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACGA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU284;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumino

coccaceae(0.1098),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTTGACAGGGACGATAATGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGTGTAGGCGGAGAGGCA

AGTCAGATGTGAAAATTATGGGCTTAACCCATAAACTGCGTCTGAAACTGTTTCCCTTGAGAGTCGGAGGGGTAAAT

AGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGATTTACTGGACGACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4689 

 

>OTU287;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9989),c:"Fibrobacteria"(0.9798),o:"Fibrobacterales"(

0.9753),f:"Fibrobacteraceae"(0.9759),g:Fibrobacter(0.9781); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACTCCACGTGTGGGATGAAGCA

TTTCGGTGTGTAAACCACTGTCGAGAGGGAATAATTCGGCCTTTCGGGGCCGTTGAATGTACCTTTAAAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGTAGGCGGGCCGCCAAGCGTTCTGTGCAATCCCGGGGCCCAACCCCGGACCCGCAGAGCGAACTGGCGTCCTTGA

GTGGTTCAGAGGCCGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGATGGCGAAG

GCAGCCGGCTGGGGACCCACTGACGCTGAGGCTCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU286;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTCGTAAACTTCTTTTTTATGGGAATAAAGTCATGGACGAGTCCGTGTTTGTATGTACCATAAGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGGCGATCAAGTCAGCGGTAAAATTGTGTGGCTTAACCATACCGAGCCGTTGAAACTGGTTGTCTTGAGT

GCGAGTGAGGTAGGCGGAATGTGTTGTGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAAGGCA

GCTTACCAATACGTAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU288;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Rumino

coccaceae(0.9480),g:Oscillibacter(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGGAGAAGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCCGGC

AAGTCAGATGTGAAATCCCCAGGCTCAACCTGGGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTAAT

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU290;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Porphyromonadaceae"(0.1679),g:Paludibacter(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGT

TCTATGGATTGTAAACTTCTTTTGCCTGAGGGTAAAACGCGGTACGTGTACCGCCTTGTAAGTATCAGGTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGATGTTAAGTCAGCGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCGTTGAAACTGGCGTTCTTGA

GTGTAAACGAGGTAGGCGGAATGTGACGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTTACCAGCATACAACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU291;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.89

55),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACGTGCACCACGTGTGGTGTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTGTTTAAGCGTGTTGTGAAAAACCGGGGCTCAACTCCGGTCGTGCAGCGCGAACTGGACGGCTT

GAGTGCGCGGTAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGTAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU289;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.6899),c:Mollicutes(0.4045),o:Acholeplasmatales(0.171

9),f:Acholeplasmataceae(0.0710),g:Acholeplasma(0.0157); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGAAGAAATTC

TTCGGAATGTAAAGTTCTGTTATTGAGGACGAAAGATAGTATCAGGAAATGGGTATTATTTGACGGTACTTGATGAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAA

AGCGTGCGTAGGTGGCTATTTAAGTCTGGCGTGAAATGTCACAGCTTAACTGTGAAGGGTCGTTGGAAACTGGACAG

CTTGAATCCAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGTCTGGTATTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU292;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.85

20),f:"Prevotellaceae"(0.4914),g:Alloprevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGAATTGTATGTACCATCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGGTTTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGAAACTGGAAGCCT

TGAGTGCACGCAGGGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGAAAGCGA

AGGCAAGTGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU293;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGAATGT

CCTATGGATTGTAAACTGCTTTTATACGGGAATAAAGTTCTCCACGTGTGGAGTTTTGCATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTGGGCGTGTAAGTCAGTTGTGAAAGTTCGTGGCTCAACCACGGAATTGCAGTTGAAACTGCATGCCTTGA

GTGCGGTAGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGG

CAGCTTACTGGACCGTAACTGACACTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU296;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.0904),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGACGAAGGT

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGAGAAAGGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATATA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGTATTTCTTGAGTGCTGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU297;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.10

15),f:Marinilabiliaceae(0.0355),g:Mangroviflexus(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTCGCGTGCAGGAATAAGGCC

CTATGGGTCGCAGACTGCTTTTGCATGAGAATAAAAAGTGGGACGAGTCCCACCCTGTAGGTATCATGCGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGCAGGCGGGCCTGTAAGCCCGTGGTGAAAGCCTGGTGCTCAACGCCAGAGGTGCCGCGGGAACTGCAGGTCTTG

AGTCGTGACGAGGGCGGCGGAATGCGAAGTGTAGCGGTGAAATGCTTAGATAGTTCGCAGAACGCCGATTGCGAA

GGCAGCCGCCCAGGGACGCACTGACGCTGAGGCACGAAGGCATGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU294;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumino

coccaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTTGATAGGGACGATAATGACGGTACCTATCGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTATGGGCTCAACTCATAACCTGCATTTGAAACTGTGGTTCTTGAGAGTCGGAGGGGTAATTG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGATTACTGGACGACCA

CTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU295;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9900),c:Spirochaetia(0.9733),o:Spirochaetales(0.9063)

,f:Spirochaetaceae(0.8864),g:Treponema(0.5239); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGAAAGGTTGTAAAGTCCTTTTGAACCTGACGAATAAGCAGTGCAGGAAATGGCATTGTGGTGACGGTAGGGTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATCTAGGCGGTATCTCAAGCTTGGTGTGAAATGCCGGGGCTTAACTCCGGAACTGCATTGAGAACTAAGAT

ACTGGAGTCGCTGAAGTGCAGCCAGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATACCAATGG

CGAAGGCAGGCTGCAGGCAGACGACTGACGCTGAAGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostrid

iaceae_4(0.1872),g:Geosporobacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTGCGTAGGCGGTTTCTTAA

GCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCCTGTGAACTGGGAGACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU299;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9956),o:"Fusobacteriales"(0.9

946),f:"Fusobacteriaceae"(0.9881),g:Fusobacterium(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGCATAG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCTATGCTAGAGTACTGGAGAGGTAAG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAAAAAGGCCACGTGTGGCTTCTTGCAAGTATCGGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTTTGTTAAGTTTGTGGTGAAAGCGTGCGGCTCAACCGTACCAAGCCATGAAAACTGGCGAACTTGAG

TGCAAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGGC

AGCTTACCAGCATGCAACTGACACTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU301;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.99

41),f:Bacteroidaceae(0.9868),g:Bacteroides(0.9818); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTTAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGTGACCTTGA

GTGCAACAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGATTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU303;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.5023)

,f:Spirochaetaceae(0.3204),g:Spirochaeta(0.0230); 

ACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAAGAAGGC

CGAAAGGTTGTAAAATCCTTTTGTCCGGGAGGAATAAGGGTAGGAGGAAATGCCTGCCTGATGACGTTAACGGATG

AATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTGAGGGGCGAGCGTTGTTCGGAATTATTGGGCG

TAAAGGGTGCGCAGGCGGCTATGCAAGTTTGGTGTCAAAGACCGCAGCTTAACTGCGGGCAGGCGCTGAAAACTGT

GTAGCTGGAGTATATGAGAGGGAACCGGAATTCCTAGTGTAGGGGTGAAATCTGTAGATATTAGGAAGAACACCAA

TGGCGAAGGCAGGTTTCTGGCATAAGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCT

GGTA 

>OTU302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubact

eriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTTCTAA

GCACGGGGTTTAAGGCAATGGCTTAACCATTGTTCGCCTTGTGAACTGGAAGACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU307;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.79

95),f:"Prevotellaceae"(0.4224),g:Alloprevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCGACGCGTCGCCTATTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAAGATTAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGATTTTCTTGA

GTGTACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CAGGTGTCCGGGGTACTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacteria

les"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGTGTACGTCGATGAGATTACATCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGACAAGTCAGTGGTGAAAGCCCGGGGCTTAACTCCGGAACTGCCGTTGATACTGTTGAGCTGGA

ATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lachno

spiraceae(0.9201),g:Roseburia(0.7162); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCGCGGCA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGTGCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

TACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU305;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.3544),g:Ethanoligenens(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTAGTGAAGAAACAAATGACGGTAGCTAAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAATACCGGAGCTTAACTCCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU308;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTCAGTCGGGAATAATTCGTCGGTCGTGACCGACGTTGCAGGTACCGTCATAAGAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGTCAAGTCAGTTGTGAAATCCGCGGGCTCAACCTGCGGCCTGCAGTTGAAACTGGCGGTCTTG

AGTCCGTTCAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCAATCGCGAAGG

CAGGCATCCGGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.5273),g:Clostridium_IV(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGTGAAGATAATGACGGTAGCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAACA

AGTCAGATGTGAAATACATAGGCTTAACCTATGAACTGCATTTGAAACTGTACTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTA

GACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU309;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.7068),g:Clostridium_IV(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCAA

GTCAGGCGTGAAAACTATGGGCTTAACCCATAGCCTGCGTTTGAAACTGCGTAGCTTGAGTGAAGTAGAGGCAGATG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU314;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000),f

:Cytophagaceae(0.0000),g:Larkinella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCATAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATAGTGCCC

TCTGATGCAAATCATTGGGTTAGATCTGCTCTCTTCGCAAGAAGAGGGTTTCCATACACACCGTGAACTGTGGCTTCG

GCCATCACAAACTGTTAGTAATGAATGTAATATCATAACAAAAACAAAACTTTTAACAACGGATCTCTTGGCTCTCGCA

TCGATGAAGAACGCAGC 

>OTU311;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1679),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGTGAAGAACAAAATGACGGTAACTAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGCTACG

TAAGTCAGACGTGTAATGCAGGGGCTTAACCCCTGAACTGCGTTTGAAACTGTGTAGCTTGAGTGGAGTAGAGGCAG

ATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCAGTGGCGAAGGCGATCTGCTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU312;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.84

12),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTACGGGTCGTAAACTTCTTTTATAAAGGAATAAAGGCGTCCACGTGTGGACGTTTGCATGTACTTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGAATTGCAGTTGATACTGGCGGCCTTGA

GTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU313;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.36

39),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0230); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAAAGAGGCCACGCGTGGCAAGATGAGCGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGTTCATCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGACGAGCTGGA

GTGCGACAGAGGAATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAG

GCAGCGTTCCATGTCGTAACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU317;tax=d:Bacteria(0.0076),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquifica

ceae(0.0000),g:Hydrogenivirga(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAGCAAGGATTGACAGACTGAGAGCTCTTTCTT

GATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGA

CCTCAGCCTGCTAACTAGCTACGCGGAGGCATCCCTCCGCGGCCAGCTTCTTAGAGGGACTATGGCCGTTTAGGCCAC

GGAAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.68

81),f:"Porphyromonadaceae"(0.2864),g:Parabacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGCGGTCGAGACCGCAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachno

spiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTG

CTTCGGCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCCGATGTGAAAACCCGCGGCTCAACTGCGGGATGGCATTGGAAACTGTCAGGCTTGAGTACTGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU316;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:Sphingobacteriia(0.4428),o:"Sphingobacteria

les"(0.2039),f:Sphingobacteriaceae(0.0904),g:Pedobacter(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGCAGGATGAAGTA

TCTATGGTATGTAAACTGCTTTTATTCGGGAATAAAGTGCGGAACGAGTTCCGTTTTGTATGTACCGAAGGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCGGAGCATTAAGTCAGCGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCGTTGAAACTGGTGCACTAGA

GTGCGAACGAGGCAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACACCGATTGCGAAGG

CAGCTTGCTAGGACGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumino

coccaceae(0.8864),g:Oscillibacter(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAGGGGAAGAGCAGAAGACGGTACCCTGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCCGAC

AAGTCAGATGTGAAATCCCGAGGCTTAACCTCGGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTCAT

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU320;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAACAACGGGCATCACGTGTGGTGCTGTGAGTGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGTCAAGCCGGCGGTAAAATTGCGGGGCTCAACCCCGTAGAGCCGTCGGAACTGGCGAGCTTG

AGTGGAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAG

GCAGCATACTATCCTCCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU321;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Negativicutes(0.9861),o:Selenomonadales(0.9941)

,f:Veillonellaceae(0.9890),g:Mitsuokella(0.9724); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTATC

TTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU322;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9933),c:Actinobacteria(0.9719),o:Coriobacteriales(0.

8846),f:Coriobacteriaceae(0.8146),g:Enterorhabdus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGAAGAAGGC

ATTCGTGTCGTAAACCGCTTTCAGCAGGGAAGACATCGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGCGCGCCA
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AGCGGGACCTCTAACCCCGGGGCTCAACCCCGGGCCGGGTCCCGAACTGGCGCGCTCGGGTGCGGTAGAGGAGAG

CGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCTCTCTGGGCCGT

CACCGACGCTGAGGCGCGAAAGCCGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU323;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9990),c:Spirochaetia(0.9840),o:Spirochaetales(0.9889)

,f:Spirochaetaceae(0.9879),g:Treponema(0.9781); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGGGCGAGGAAGGC

CGGAAGGTTGTAAAGCCCTTTTGCGCGCGAGGAATAAGGGGAGGAGGGAATGCCTTCCCGGTGACTGTAGCGCGCG

AATAAGCGCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGCGCGAGCGTTGTTCGGAATCATTGGGCG

TAAAGGGCGTGTAGGCGGCCCTGCAAGCCTGGCGTGAAATCCCGGGGCCCAACCCCGGAACCGCGCTGGGAACTGC

TGGGCTTGAGCCGCTGTGGCGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGA

TGGCGAAGGCAGGCTGCGAGCGGACGGCTGACGCTGAGGCGCGAAGGCGCGGGGAGCGAACAGGATTAGATACC

CTGGTA 

>OTU324;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.7995)

,f:Spirochaetaceae(0.5991),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATGACAGAGGAATAACCGGGGCAGGGAATGGCACCGGGGTGACTGTAGGTCATG

AATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGACCTGCAAGCTTGGAGTGAAATCCACGGGCTCAACCCGTGAACTGCTCCGGGAACTGCA

GGACTCGAATCGCTGAGGGGGAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAAT

GGCGAAGGCAGGCTTCTAGCAGACGATTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumino

coccaceae(0.5632),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGA

TTTCGGTTTGTAAACCTCTGTCATTGGTGACGATAATGACGGTAGCCGATGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGGGACCAA

GTCAGGTGTGAAAACTATCGGCTTAACCGGTAGCCTGCACTTGAAACTGGCCCTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU328;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.88

46),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGTGTAGCCTATTGCAGGTACCGCATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTCCTGGCTCAACCAGGGCACTGCAGCGCGAACTGGAGGGCTTG

AGTGCGCACGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCGAGAGCGCTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU325;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.2184),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTTACAGAGGACGAAGGTAGTGACGGTACTCTGTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGTCTTGC

AAGTCAGATGTGAAATACCGGAGCTCAACTCCGGGGCTGCATTTGAAACTGTAGGACTTGAGTGATGGAGAGGCAG

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.85

20),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTTCGGGACGTGTCCTGATTTGCAGGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCTGGTAAGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGAATTGCAGCGCGAACTACCGGACTTGA

GTGCGCAGGAAGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGTAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU330;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubact

eriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGACGGT

TTTCGGATTGTAAACTTCTGTTCGGGATGAAGATAATGACATTAGTCCCGGAGCAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAGCAA

GTCAGCGGTGAAATACATGGGCTTAACCCATGGGCTGCCGTTGAAACTGTCCTTCTTGAGTGAAGTAGAGGCAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9892),o:Clostridiales(0.9938),f:Eubact

eriaceae(0.9892),g:Eubacterium(0.9921); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCCTTGGGGAAGAAAGAAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTT
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TAAGCGCGGGGTCTAAGGCTATGGCCTAACCATAGTCCGCCCTGCGAACTGGAGAGCTTGAGTACAGGAGGGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachno

spiraceae(0.5991),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGTTTGGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU332;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9168),c:Actinobacteria(0.7497),o:Coriobacteriales(0.

4280),f:Coriobacteriaceae(0.2524),g:Collinsella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGAAGGAGG

CCCTCGGGCCGTAAACCGCTTTCAGCGGGGACGATCGTGACTGTACCCGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGC

AGGTCGGGGGTGAAAACACGGGGCCCAACCCCGTGCCTGCCCCCGAAACCGCCGGGCTCGAGTCCCGCAGGGGATG

GCGGAACTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCATCTGGGCG

GGCACTGACGCTGAGGCGCGAGAGCCGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5273),g:Clostridium_IV(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTTGGTGACGATAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGC

AAGTTGGAAGTGAAATGTATGGGCTTAACCCATAAACTGCTTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Clostrid

iales_Incertae_Sedis_XI(0.9908),g:Helcococcus(0.9929); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTACGATGAAGAT

CTTCGGATTGTAAAGTACTGTCCTTGGTGAAGATAATGACTGTAACCAAGAAGCAAGCCCTGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTATTTAA

GTCTAAATTAAAAGGCATTGGCTCAACCAATGTAAGGTTTAGATACTGGGTAACTTGAGTAGATGAGGGGAAAGTGG
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AATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAATGGCGAAGGCAACTTTCTGGAATCAAACT

GACGCTGAGGTACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU335;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostrid

iaceae_1(0.8864),g:Clostridium_sensu_stricto(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGC

CTTAGGGTTGTAAAGTTCTGTTTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGCGGATGCTTAA

GTCAGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATTTGAAACTGGGCATCTAGAGTGTCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATA

ACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTAGGCGGGGAGCAATGCCGGGCACGCGTGCCCGGAGGGAGAGTACCCGCAGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGATTTTTAAGTCAGCGGTAAAATGTCCGGGCTCAACCCGGGCCGGCCGTTGAAACTGGGGATCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGTACTGC

CCTATGGGTTGTAAACCTCTTTTGTCGGGGAGCAAAAGCCGGACGTGTCCGGCTGTGAGAGTACCCGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGATTTTTAAGTCAGCGGTCAAATCGTGGGGCTCAACCCCATCCAGCCGTTGAAACTGGGGATCTAGAG

TGTGCGAGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGGC

AGCATACCGGTGCACAACTGACGCTCAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.3204),g:Acetanaerobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGTGACGAAAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGCA

AGTTGATTGTCTAAACTATGGGCTCAACCCATAGTCGCGATCAAAACTACTTTTCTTGAGTGAAGTAGAGGTAAGCGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.14

83),f:"Porphyromonadaceae"(0.0560),g:Porphyromonas(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TATGGGCGTTAAACTTCTTTTGTGTGAGAGCAATAAGGACCTCGTGAGGTCCGATGAGAGTATCACACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTGTTAAGTCAGCGGTGAAATATCCTCGCTCAACGAGGAGACTGCCGTTGATACTGGTGGGCTTGAA

TGCGGATGCCGTTGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGC

ATCTGACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU340;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Eubact

eriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAAGGAAGAAAAAAATGACGGTACTTTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACC

TAAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCTTGCGAACTGGGCTACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU341;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostrid

iaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACACCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAAGAGCAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTACGTAGGTGGCTAT

TCAAGTTAGTGGTGAAATTCCGGGGCTTAACTCCGGCGCTACCACTAAGACTGTTTAGCTTGAGTGCAGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGACTTACTGGACT

GTAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU344;tax=d:Archaea(0.0041),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(0

.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACACAACAAA

ATATGAAGGCCTGGCTTCGCGGCCGGCTGAAATATTTTTTTCACCCATGTCTTTTGCGCACTTGTTGTTTCCTGGGCGG

GTTCGCCCGCCACCAGGACCAAACCATAAACCTTTTTTTTATGCAGTTGCAATCAGCGTCAGTAAAAACAATGTAATTA

TTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 
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>OTU342;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Alphaproteobacteria(0.4812),f:SAR11(0.056

0),g:Candidatus_Pelagibacter(0.0134); 

GTGCCAGCAGCCGCGGTAATACGAAGGGACCTAGCGTAGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCCGTT

GAGTTAGTTAATTGTGAAATCCCAAAGCTTAACTTTGGAACTGCAATTAAAACTGCTCGACTAGAGTTTGATAGAGGA

AAGCGGAATACATAGTGTAGAGGTGAAATTCGTAGATATTATGTAGAACACCAGTTGCGAAGGCGGCTTTCTGGATC

AACACTGACGCTGAGGCGCGAAAGTATGGGTAGCAAAGAGGATTAGATACCCTCGTAGTCCATACCATAAACGATGA

TTGCTAGATGTTGGAAATTTATTTTCAGTATCGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGACCGCAAGG

TTAAAACTCAAATGAATTGACGGGG 

>OTU345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Eubact

eriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTTTGTCCTTGGTGACGAAAAGAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGA

GCAAGTCAGCTGTGAAATATACGGGCTTAACTCGTAGACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGC

TTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU343;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Eubact

eriaceae(0.0710),g:Alkalibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCTG

ATAAGTATGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGTCGGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9861),o:Clostridiales(0.9941),f:Clostrid

iales_Incertae_Sedis_XI(0.9868),g:Parvimonas(0.9818); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGT

TTTCGAATCGTAAAGCTCTGTCCTATGAGAAGATAATGACGGTATCATAGGAGGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTATTAA

GTCAGGTGTGAAAGCGTGAGGCTTAACCTCATTAAGCACTTGAAACTGATAGACTTGAGTGAAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGACTTTTAC

TGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Rumino

coccaceae(0.9294),g:Ruminococcus(0.9686); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTAAGGGAAGAGAAAGGACTGTACCTTACAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGTGTAAAGGGAGCGTAGGCGGGATGGC

AAGTCAGATGTGAAAACTGAGGGCTCAACCTTCAGACTGCATTTGAAACTGCTGTTCTTGAGTGAGGTAGAGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCCTT

TACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachno

spiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

CAAGTCTGAAGTGAAAGGCGGGGGCCCAACCCCCGGACTGCTTTGGAAACTGTATGGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachno

spiraceae(0.4914),g:Parasporobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGACGTA

TTTCGGTATGTAAACTTCTATCAGCAAGGAAGATGATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCATGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTAGGGCTAGATTGCCGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACGGTA

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU349;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.5579),o:Rickettsiales

(0.1719),f:Anaplasmataceae(0.0710),g:Ehrlichia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTTTTAGTGAGGAAGATAATGACGGTACTCACAGAAGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAATCCCAAGGCTCAACCTTGGAATTGCTTTTAAAACTGCTAATCTAGAGATTGAAAGAGGATAGAG

GAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTCAAATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU352;tax=d:Bacteria(0.0093),p:Firmicutes(0.0032),c:Bacilli(0.0011),o:Lactobacillales(0.0010),f:Lactobac

illaceae(0.0003),g:Pediococcus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTATTGAATTCA

AATCATCTGTGGCTTCGGTCCGGATGTGCCAACAGGTAACACTGTTGGTAATTCTATCCATAACACCTGTGAACTGTT

GGATGCTTGCATCCACTTTTATACTAAACATTATTGTAACAAATGTAGTCTTATTATAACTAATAAAACTTTTAACAACG

GATCTCTTGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU353;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9846),o:Pasteurell

ales(0.9775),f:Pasteurellaceae(0.9852),g:Actinobacillus(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGCAAGTAAGTGAATAGCTTGCTTGATTGACGTTAGTCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGT

CGCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU351;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumino

coccaceae(0.0457),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGTG

TCAAGTCAGATGTGAAAACTGTGGGCTTAACCCACAAACTGCATTTGAAACTGATACTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU355;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Gammaproteobacteria(0.9882),o:Pasteurell

ales(0.9941),f:Pasteurellaceae(0.9892),g:Pasteurella(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGCGGTTAGTTTAATAGGCTAATCGATTGACGTTAATCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTTGCTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGGC

AGCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU354;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Gracilib

acteraceae(0.1291),g:Gracilibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTATGGGACGAAAGAAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCATG

TAAGTCAGATGTGAAAGACCGGGGCTTAACCCCGGGGTTGCATTTGAAACTGTGTGACTTGAGTACAGGAGAGGGA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU357;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachno

spiraceae(0.4224),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCAAGGCAA

GCCAGAAGTGAAAACCCGGGGCTCAACCGCGGGATTGCTTTTGGAACTGTCATGCTGGAGTGCAGGAGGGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGAGGCGAAGGCGGCTCACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU356;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachno

spiraceae(0.7068),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGTGGCATGGCA

AGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGCCAGGCTGGAGTGCAGGAGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU358;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Negativicutes(0.9776),o:Selenomonadales(0.9685)

,f:Veillonellaceae(0.9480),g:Selenomonas(0.4787); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAATGTACCTTTTGTGAATAATGAGAGGTAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGCGGGAAGGCAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGATTGAAACTGTC

TTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU359;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostrid

iales_Incertae_Sedis_XIII(0.3204),g:Mogibacterium(0.0904); 

ACGGGAGGCAGCAGTAAGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTTGTAAAGTTCAAAACCTAGGGAAGAAGAAAGTGACGGTACCTAGGGTTAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTTCGTAGGTGGTTATCTA

AGCGCAAGGTTTAATCTTGAGGCTCAACCTCATTTTGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubact

eriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

CTTCGGGTCGTAAAGTTCTGTCCATAGGGAAGAAATAAATGACGGTACCTTTGGAGGAAGCCCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTGGCT

TAAGCGCAGGGTTTAAGGCAATAGCTTAACTATTGTTCGCCTTGCGAACTGGGTCACTTGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU362;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.9726),o:Burkholderial

es(0.8955),f:Sutterellaceae(0.7428),g:Parasutterella(0.6200); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTTAGGAACGAAAAGGCTTTGACGAATAATCAGAGCTGCTGACGGTACCTAAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGGGTAAGACAGATGTGAAATCCCTGAGCTTAACTTAGGAATAGCATTTGTGACTGCTC

GACTGGAGTGTGTCAGAGGGAGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATG

GCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.2184),g:Cellulosibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTCGTAAACTTTTGTCTGGAGGGACGATAGTGACGGTACCTCCGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGCATGTA

AGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTGCAAGTCTTGAGTGCAGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU364;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9933),c:Spirochaetia(0.9740),o:Spirochaetales(0.9172)

,f:Spirochaetaceae(0.9015),g:Treponema(0.6200); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGAAGATTGTAAAATCCTTTTAAGTATGATGAATAACCTGATCAGGAAATGGGACAGGGATGACCGTAATACTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGATGTGAAATGCCGGGGCTTAACTCCGGCACTGCGTTGAGAACTGCATG

ACTAGAGTAACTGAGGGGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGG

CGAAGGCAGGCTACCAGCAGATTACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU365;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.88

46),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGGGATGCGTCCCATATTGCAGGTACCGCAAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAAGATAAGCGTGTTGTGAAAAGTCGAGGCTCAACCTCGGCCTTGCAGCGCGAACTGTTTTTCTTG

AGTACGCAGTAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCCGTAGCGCGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU363;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9933),c:Spirochaetia(0.9740),o:Spirochaetales(0.9172)

,f:Spirochaetaceae(0.9015),g:Treponema(0.6681); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATTATTGAGGAATAAGCAGAGTAGGGAATGACTCTGTGGTGACTGTAGATAATGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCACGCAGGCGGTCATGCAAGTCTGGTGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTGGAAACTGCAA

GACTAGAGTCAATGAGGGGAAACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATG

GCGAAGGCAGGTTTCTAGCATATGACTGACGCTCAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.4563),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTGGAGCGGGACGATAATGACGGTACCGCTCAAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAATGCA

AGTCAGAAGTGAAAACTATGGGCTTAACCCATAGCCTGCTTTTGAAACTGTATTTCTTGAGTGAAGCAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU368;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Deltaproteobacteria(0.9038),o:Desulfovibri

onales(0.7995),f:Desulfovibrionaceae(0.4563),g:Desulfovibrio(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAAAATGTACAGTGCCCCAATCAACACTGTATTGATGGTACCTTCAGAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCGCGTAGGTTGTTTTGTAAGTCAGAGGTGTAATCCCACGGCTTAACCGTGGAACTGCCTTTGATACTGCATAA

CTTGGATCCGGGAGAGGACAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTGGC

GAAGGCGGCTGTCTGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU367;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostrid

iales_Incertae_Sedis_XI(0.0457),g:Sporanaerobacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAATGCCGCGTGAGCGATGAAGGT

AGTTTTATTGTAAAGCTCTTTTCTCAGGAACGAACAAATGACGGTACCTGAGGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTTTGATA

AGTTAGATGTGTAATACCCAGGGCTTAACTCGGGTGCTGCATCTAAAACTGTTAGACTTGAGTACTGGAGAGGATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTATCTGGACAGC

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU369;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.5632),g:Ethanoligenens(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTGCTCA

AGTTGAATGTGAAATGCAGAGGCTCAACCTCTGAATTGCGTTCAAAACTGAGTATCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGATGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU371;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9997),c:Actinobacteria(0.9892),o:Coriobacteriales(0.

9939),f:Coriobacteriaceae(0.9900),g:Olsenella(0.9818); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGGGACGAAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAGGCCGCAAGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGG

CCTGCTAGGTCGGGACTCAAATCCGGGGGCTCAACCCCCGCCCGGTCCCGATACCGACAGGCTTGAGTCTGGTAGGG
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GAAGGCGGAATTCCAAGTGTAGCGGTGGAATGCGCAGATATTTGGAAGAACACCGGTGGCGAAGGCGGCCTTCTGG

GCCACGACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU372;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.2524),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATGGGGGACGAACACATGACGGTACCCCATGAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGCTCAACTCATAGCTTGCATTTGAAACTGTGGTTCTTGAGGGTCGGAGAGGTAAC

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGAGTTACTGGACGAT

ACCTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU370;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9827),o:Aeromona

dales(0.9685),f:Succinivibrionaceae(0.9480),g:Succinivibrio(0.9566); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGAGGGGAGGAGAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTATGCA

AGCAGGATGTGAAACCCCCGGGCTTAACCTGGGAACTGCATTCTGAACTACATGACTAGAGTATTGCAGGGGGAGA

CGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAAA

TACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU373;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9997),c:Actinobacteria(1.0000),o:Actinomycetales(1

.0000),f:Corynebacteriaceae(0.9852),g:Corynebacterium(0.9799); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGC

CTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGGTTTTCTGACGGTAGATGGAGAAGAAGCACCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTTG

TCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGA

GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGC

AGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU374;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTAAGGATTGTAAACCTCTTTTGTCGGGGAACAACGAGTTGCACGCGTGCGACAGTGAGGGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGCAAGTAAGGTCGGCGGTTAAACTGCGGGGCTCAACCCCGTATCGCCGTCGAAACCGGCAGGCTA
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GAGTGGAGAAGAAGTAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGA

AGGCAGCGTACTATTCTCCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4914),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCAAATCAA

GTCAGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATTTGAAACTGAATTGCTTGAGTGAAGTAGAGGCAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTAGGCTTCAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU379;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.29

99),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGA

TCTATGGTTTGTAAACTTCTTTAGTGCGGGAACAAAGCGGCGTCGTGACGCCGGATGAGTGTACCGCAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGCGAGGCAAGTCAGCGGTCAAATGTCGGGGCTCAACCCCGGCCTGCCGTTGAAACTGTCCTGCTAGA

GTTCGAGTGAGGTATGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGG

CAGCATACCAACTCGCGACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU376;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Negativicutes(0.9834),o:Selenomonadales(0.9866)

,f:Veillonellaceae(0.9876),g:Mitsuokella(0.9566); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGGTTGTGAATAACAGCTTCCAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGCGGGAGATCAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTGG

TCTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.3544),g:Acetivibrio(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAAGGAAGAAGG

TCTTCGGATTGTAAACTTTTGTTCTTGGGGACGAGAAAGGACGGTACCCAAGCAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCATGC

AAGTTGGATGTGAAATGTCACGGCTTAACCGTGGAGCTGCATCCAAAACTGCAAGTCTTGAGTGCCGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACGG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Bacilli(0.9887),o:Lactobacillales(0.9940),f:Streptoc

occaceae(0.9879),g:Streptococcus(0.9837); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTTGATGAGAGTGGAAAATTCATCAAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTCGTAAGTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTTCGCTTTGGAAACTGCGA

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU382;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAAGCGCGGGACGCGTCCCGTCGTTGAGAGTACCTGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACCGTTAAGTCAGTGGTAAAATTGAGAGGCTCAACCTCTTCCGGCCATTGAAACTGGCGGACTTGA

GTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumino

coccaceae(0.1872),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGGGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTGTGACAGGGGACGAAGGAAGTGACGGTACCCTGAGAGGAAGCTCCGGCAAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTA

GATCAAGTCGCATGTGAAATACCCGGGCTCAACCTGGGGGGTGCATGCGAAACTGGAATACTTGAGTGCGGTAGAG

GAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGG

GCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU381;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG

CAAGTCTGACGTGAAATCTGGTGGCTCAACCACCAAACTGCGTTGGAAACTGTGGTTCTTGAGTATCGGAGAGGCAG
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU383;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachno

spiraceae(0.0252),g:Lachnospiracea_incertae_sedis(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTATAGGAAGAAGGT

CTTTGGATTGTAAACTATTGTCGACAGGGAAGAAACGAATGACAGTACCTGTGGAGGAAGCCCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGTTATG

CAAGTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTGTAACTTGAGTGCGGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCG

TAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9719),o:Lactobacillales(0.8846),f:Lactobac

illaceae(0.8146),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTATGTAAAGCTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGTGGCATCACAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTGGAGCTAGAGTGCAGGAGGGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU384;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachno

spiraceae(0.0560),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGAAAGAAAAAAATGACGGTACCACAGGAGCAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGCGAT

TTAAGTGAAATGTGAAAGACCGGGGCTTAACTCCGGAATTGCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumino

coccaceae(0.7428),g:Clostridium_IV(0.4787); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCCTTGGTGAAGATAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCA

AGTCAGTAGTGAAATCCATGGGCTTAACCCGTGAACTGCTATTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTAGGC
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GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU387;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Betaproteobacteria(0.8048),o:Burkholderial

es(0.5395),f:Sutterellaceae(0.2864),g:Sutterella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGGTGCTTGTGAATAATGAGCGCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCTCG

ACTGGAGTATGTCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU388;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostrid

iaceae_1(0.1291),g:Caloramator(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGGGACGAAGAAAGTGACGGTACCTAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGT

CAAGTCGAATGTGAAATACCGGGGCTCAACCCCGGGGCTGCATTCGAAACTGGCAGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU389;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Negativicutes(0.4428),o:Selenomonadales(0.2039)

,f:Veillonellaceae(0.0904),g:Selenomonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTTAGGGACGAACAACCGCTATGTGAATAATGTAGCGGCCTGACGGTACCTGAGG

AGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCG

TAAAGGGCGTGTAGGCGGGGATTTAAGTAGGGTGTGAAAACTCCGGGCTCAACTTGGAGACTGCATCCTAAACTGG

ATCTCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGACTTTCTGGACTGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU391;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacteria

les"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAAAGGCTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TATGGGCGTTAAACTTCTTTTGTCAGGGAGCAATAAGGGTTTCGTGAAATCCGATGAGAGTACCTGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG
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CGTAGGCGGTCTGTTAAGTCAGCGGTGAAAGACCGGCGCTCAACGCCGGGGCTGCCGTTGATACTGGCGGACTTGA

ATTCGGATGCCGTTGGGGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CACCTGACGAATCCGACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU390;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.14

83),f:"Marinilabiaceae"(0.0560),g:Anaerophaga(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGCGTACGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGTAGCAAGTCAGTGGTGAAAGCCCGGTGCTCAACACCGGAACTGCCATTGATACTGTTGCGCTGG

AATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU392;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.1098),g:Pseudoflavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTTGACAGGGACGAATAAGGTGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAG

GCAAGTCAGGTGTGAAAATTATGGGCTCAACCCGTAACTTGCGCCTGAAACTGTCTCCCTTGAGAGTCGGAGGGGTA

AACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACG

ACAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU394;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGT

ACAGCGTATCGTAAACCTCTTTTGTCAGGGAACAAAGGCGGGGACTAGTCCCCGGATGAGGGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCCTGTTAAGTCAGCGGTAAAAGCCCGGGGCTCAACCCCGGCGAGCCGTTGAAACTGGCGGGCTG

GAGTTGGAGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCTTAGATATCGCGCAGAACCCCGATTGCGAA

GGCAGCGTACCGGCTCCACACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachno

spiraceae(0.2864),g:Clostridium_XlVb(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTATCAATAGGGACGAAGAAAGTGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGCATG

GCAAGTAAGATGTGAAAGCCCGGGGCTTAACTCCGGGATTGCATTTTAAACTGCTGAGCTAGAGTACAGGAGAGGA
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AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU395;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostrid

iaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTGAGGGAAGAAATTGACAGTACCTCAGGAGGAAGCTCCGGCTAACTATGTGCCA

GCAGCCGCGGTAATACATAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAATTAA

GTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGATTTTCTTGAGTACTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU396;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9994),c:Actinobacteria(0.9897),o:Coriobacteriales(0.

9939),f:Coriobacteriaceae(0.9900),g:Atopobium(0.9894); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAGGCCTACAAGGTGACGGTACCTGCAGAAGAAGCTCCGGCTAAAT

ACGTGCCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCGG

TCTGTTAGGTCGGTAAGTTAAATCCGGGGGCTCAACCCCCGTCCGCTTCCGATACCGGCAGACTTGAGTTTGGTAGG

GGAAGGTGGAATTCCTAGTGTAGCGGTGGAATGCGCAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCTTCTG

GGCCATAACTGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostrid

iales_Incertae_Sedis_XII(0.2524),g:Acidaminobacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTTGGGTCGTAAAGCTCTGTCCTAAGGGAAGAAGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTCAGT

AAGCATGAGGTGAAAGGCAATAGCTTAACTATTGTAAGCCTTGTGAACTGTTGGACTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU398;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.3544),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAACGAAGGCACGTGTGCCTGAAGCGAGATTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATTTTTAAGTCAGCGGTAAAATCGCGAGGCTCAACCTCGTGCCGCCGTTGAAACTGGAGATCTTGA
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GTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCATACCGGCGCCCAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU399;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachno

spiraceae(0.0149),g:Hespellia(0.0066); 

ACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTGTTATCAGGGAAGAAGATAGTGACGGTACCTGATGAGAAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTGACTGGGCGTAAAGGGAGTGTAGGCGGTTTGG

TAAGTCAAATGTGAAAGCCCGTGGCTCAACCACGGAATTGCATTTGATACTGCTAGACTCGAGTTCGGGAGAGGTAA

GTAGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGGCTTACTGGAACG

ACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Peptoc

occaceae_1(0.3204),g:Peptococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTGTCCTTATCGAAGAGAGGGTATGGTGTGAATAATGCCATATTAGGACGGTAGATAAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCG

TAAAGGGCGCGTAGGCGGTCTGGTAAGTCAGTGGTGAAAACTGAGGGCTCAACCCTCAGCCTGCCACTGATACTGTC

AGACTTGAGTATGGAAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGATTCTCTGGGCCAAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostrid

iaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTCCAGGGACGATAATGACGGTACCTGGGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGGGATGTGAAATCCCCGGGCTCAACCCGGGGGCTGCATTCCAAACTGGAAATCTAGAGTGTCGGAGAGGAAAGC

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGGCTTTCTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU402;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Peptoc

occaceae_1(0.0560),g:Peptococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTTTGTTGTAGAGGACGAAGAAAGTGACTGTACTCTACGAGGAAGCCCCGGCTAACTATGTG

CCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGATGTT

TAAGTTAAGTGTGAAAGCCTGGGGCTTAACTCCAGAAATGCACTTAATACTGGACAACTAGAGTGTGGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTAAAATGCGTAGAGATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACCA

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Rumino

coccaceae(0.9108),g:Faecalibacterium(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTGAGGACGATAATGACGGTACTCAACAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGCGCA

AGTTGGATGTGAAACCCATGGGCTCAACCCATGGCCTGCATCCAAAACTGTGTTTCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU404;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.1485),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTTAGGGAAGAAACAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGACTG

CAAGTCAGATGTGAAATTTATGGGCTTAACCCATAACCTGCATTTGAAACTGTGGTTCTTGAGTGATGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAT

TAACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU405;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Deltaproteobacteria(0.1159),o:Desulfuromo

nadales(0.0473),f:Desulfuromonadaceae(0.0113),g:Pelobacter(0.0056); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCCGTCTAAGGGGACGAATGGTTCAGGTGACAACAACGCCTGGGCGTGACGGTACCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCG

TAAAGGGCGTGCAGGCGGTCTCTGCAAGTTGAATGTGAAATCCCCGGGCTTAACCTGGGACGTGCGTTCAAGACTGC

AGGACTCGAATACGGGAGAGGGTCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGAGATCAGGAGGAACACTCG

TGGCGAAGGCGACGACCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU407;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9389),f:Lactobac

illaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACATGCAGGAGAGTAACTGTTCTTGTATTGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAATTGCATTGGAAACTGGAGG
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ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU406;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Peptoc

occaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGATGAAAAGAAGAAGATGGTAATCAAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCATTT

AAGTCTGGAGTGAAAGTCCTGTTTTTAAGATGGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTTAT

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACTG

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU408;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9994),c:Actinobacteria(0.9882),o:Coriobacteriales(0.

9939),f:Coriobacteriaceae(0.9900),g:Paraeggerthella(0.9762); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGAAGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACCGACGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCGCGCCA

AGCGGAACCTCTAACCTCGGGGCTCAACCTCGAGCCGGGTTCCGAACTGGCGCGCTCGAGTTCGGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCCTGCTGGGCCGA

CACTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9840),o:Clostridiales(0.9866),f:Rumino

coccaceae(0.8864),g:Butyricicoccus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGATGAAGGT

CTTCGGATTGTAAAAATCTTTAATCAGGGACGAAAAACGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCCGGTA

AGTTGGAAGTGAAATCTGGGGGCTTAACCCCCAAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCAGGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU409;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Lachno

spiraceae(0.8505),g:Blautia(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATAACAA

GTCTGATGTGAAAGGCTGGGGCTTAACCCCGGGACTGCATTGGAAACTGTTAAGCTTGAGTGCCGGAGGGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU411;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachno

spiraceae(0.2864),g:Butyrivibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGACCTCGAAAGAGGGGATGACGGTACCTGAGTAAGAAGCCC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGCAGACGGAAGAGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGCCTGCATTGGAAACTGTTTTTCTGGAG

TACTGGAAGGGCAGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACACCGGTGGCGAAGG

CGGCCTGCTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.4224),g:Hydrogenoanaerobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTGTGGGACGATAGTGACGGTACCACAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGATGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGCTGGTAA

GTTGAATGTGAAACCTTCGGGCTCAACCCGGAGCGTGCGTTCAAAACTGCTGGTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU413;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumino

coccaceae(0.1679),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTGACAGGGAAGAAGGAAGTGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACT

GCAAGTCAGATGTGAAAACTATTGGCTTAACCAATAGCCTGCATTTGAAACTGTGGTTCTTGAGTGTCGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGATTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU414;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.4812),o:Kiloniellales(

0.1483),f:Kiloniellaceae(0.0560),g:Kiloniella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAGACCCTGATCCAGCCATGCCGCGTGAGTGAAGACGGC

CTTCGGGTTGTAAAGCTCTTTTACATGGGAAGATGATGACGGTACCATGAGAATAAGCACCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGCGTGTAGGCTGGCGATCAA

GTTAGTGGTGAAACCCCTGGGCTTAACCTGGGAACTGCCATTGATACTGATAGCCTGGAGTATTGGAGAGGATAACG
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GAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATAGAACACCGGTGGCGAAGGCGGTTATCTGGCCGATTAC

TGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU415;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.76

23),f:"Porphyromonadaceae"(0.5273),g:Butyricimonas(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCCATGGCCTGTAAACCTCTTTTGACGGGGACGAATAAAGGGAACGTGTTCCCTCTTGCCGGTACCCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGAGATCAAGTCAGCGGTAAAAGCCTGCAGCTTAACTGTAGCACGCCGTTGAAACTGGTTTCCTAGAG

TTCGGTCAAGGGAGGCGGAACAGGTGAAGTAGCGGTGAAATGCATAGATATCACCTGGAACCCCGATAGCGAAGGC

AGCTTCCCGGCCCGATACTGACGCTGAAGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU417;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_XI

II(0.0000),g:GpXIII(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAAACTTACCAGGTCCGGACATAGTGAGGATTGACAGATTGAAGATCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCGACCTGCTAAATAGTTCAACGAATCTTTCGGGATTCGTGTGTGACTTCTTAGAGGGACTATCGGTGGGTAGCCGAT

GGAAGTTCGAGGCAATAACAGGTCTGTGATGCCC 

>OTU420;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9887),o:Clostridiales(0.9938),f:Rumino

coccaceae(0.9895),g:Anaerotruncus(0.9837); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTTGGGGAAGAAAATGACGGTACCCAAAGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCA

AGTAGAATGTTAAATCCATCGGCTCAACCGGTGGCTGCGTTCTAAACTGCCGTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU416;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostrid

iales_Incertae_Sedis_XIII(0.0355),g:Anaerovorax(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAAAGACAGTACCTAAGGAGGAAGCCCCGGCTAACTATGTGC

CAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAAAAC

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATTTTTCTTGAGTGCGGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACCGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU419;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9990),c:Spirochaetia(0.9834),o:Spirochaetales(0.9866)

,f:Spirochaetaceae(0.9876),g:Treponema(0.4787); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAGGAAGGC

CGGAAGGTTGTAAAATCCTTTTGGGACTGAAGAATAAGCGGTGCAGGGAATGGCATCGTGGTGACGGTAGGTCCTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGCCCTGCAAGCTTGGTGTGAAATCTATGGGCTCAACCCATAGACTGCATTGAGAACTACAG

GGCTTGAGTCGCTGAGGCGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTCCGGGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU418;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.79

95),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTAGTGCGGGAATAAAGTCAGGGACGTGTCCCTGATTGCAGGTACCGCAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTTTATTAAGCGTGTTGTGAAAAACCCGTGCTCAACATGGGTCGTGCAGCGCGAACTGGTGAACTTG

AGTGCGGATGCGGTATGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCATGCCAGGCCGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU422;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Alphaproteobacteria(0.7114),o:Rhodospirill

ales(0.3319),f:Rhodospirillaceae(0.1679),g:Insolitispirillum(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGATGTGACGATGATGACGGTAGCATCTAAAGAAGCCCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTATGTAA

GATAGCGGTGAAATCCCAGGGCTTAACCTTGGAATTGCCGTTATGACTATGTAACTAGAATTATGGAGAGGATATCG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGTGGCGAAGGCGGGTATCTGGCCATATA

TTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachno

spiraceae(0.4914),g:Eisenbergiella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTCTGACGTGAAAATCCGGGGCTCAACCCTGGAACTGCGTTGGAAACTGTGAGGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU423;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostrid

iales_Incertae_Sedis_XI(0.0457),g:Sedimentibacter(0.0110); 

ACGGGAGGCAGCAGTCGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAATACCGCGTGAGCGATGAAGGT

AATTTTATTGTAAAGCTCTTTTCTCAGTCAAGAATAAATGACTAGCTGAGGAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTTGATAAG

TTAGAAGTGTAATACCCAGGGCTTAACTCGGGTGCTGCTTCTAAAACTGTCAGACTTGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9861),o:Clostridiales(0.9941),f:Clostrid

iales_Incertae_Sedis_XI(0.9884),g:Anaerococcus(0.9910); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTTAGAAGGCCT

TCGGGTTGTAAAAATCTTTTTTATGGGATGAAAATGACAGTACCATAAGAATAAGGTCCGGCTAAATACGTGCCAGC

AGCCGCGGTAATACGTATGGACCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGTAGGCGGCCTAGTAAGT

TAGAAGTGAAAGAACATAGCTCAACTATGTATAGCTTTTAAAACTGCTAAGCTTGAGAGATGGAAGGGAAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAAGAATACCGGTGGCGAAGGCGACTTTCTGGTCATCATCTGA

CGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU426;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTATGGGTTGTAAACCTCTTTTGCCGGGGAGCAAAGTGCCGCACGTGTGCGGTTTGGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGACGCTTAAGTCAGCGGTAAAATTGCGGGGCTCAACCTCGTCGAGCCGTTGAAACTGGGTGCCTTG

AGTGGGCGAGAAGTACGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCGTACCGGCGCCCAACTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU427;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9882),o:Clostridiales(0.9939),f:Clostrid

iaceae_1(0.9873),g:Clostridium_sensu_stricto(0.9781); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGATGCGTAGGTGGAATTTTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGAACTGCATTCCAAACTGGAATTCTAGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachno

spiraceae(0.5991),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCACTGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTAGGGCTAGAGTGCTGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACAGTA

ACTGACGTTCAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU425;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9791),o:Burkholderial

es(0.8955),f:Oxalobacteraceae(0.8146),g:Oxalobacter(0.5239); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAAGGACCGGGCCAATAGCCTGGTTTCATGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATGCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCAC

GGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATG

GCGAAGGCAGCCCCCTGGGATGACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostrid

iaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGGGTGATGAAGGT

TTTCGGATCGTAAAGCCCTGTCTTTTGGGACGATAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACCTTTAA

GTGAGATGTGAAATACCCGAGCTCAACTTGGGTGCTGCATTTCAAACTGGAGGTCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACCCCGGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU431;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGGGCGTCACGTGTGGCGCCACTGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGATCGTTAAGTCAGTGGTCAAATTGAGGGGCTCAACCCCTTCCCGCCATTGAAACTGGCGATCTT

GAGTGGAAGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCATGCCGGCTTCCGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU430;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Eubact

eriaceae(0.0355),g:Alkalibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTAT

CAAGTTGGTGGTGTAATTCCGGGGCTTAACTCCGGAGCTACCACCAAGACTGATGAACTTGAGTACGGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAAGCGACTTACTGGCCCG

CAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU433;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9747),o:Aeromona

dales(0.7623),f:Succinivibrionaceae(0.5632),g:Anaerobiospirillum(0.3479); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTAGGGAGGAGAAAGGACGTTACCTACAGAAGAAGCACCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGGCGGATAAGC

AAGTAAGGTGTGAAATCCCTGGGCTCAACCTAGGAACTGCACTTTAAACTACTAATCTAGAGTATTGCAGAGGGAGA

TGGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTGAAAGAACACCAGAGGCGAAGGCGATCTCCTGGGCAAA

TACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU432;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumino

coccaceae(0.0560),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTCTTAGTGACGAAGGAAGTGACGGTAGCTAAGAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGTTTAT

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTAGACTAGAGTATCGGAGAGGGA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACG

ACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachno

spiraceae(0.4914),g:Roseburia(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGCGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAGAAATGACGGTACCTGAGTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCACGGC

AAGCCTGATGTGAAAGCCCGCGGCCCAACCGCGGGACTGCATTGGGAACTACCGGGCTGGAGTGCCGGAGAGGTA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACG

GTGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU435;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachno

spiraceae(0.0252),g:Lachnospiracea_incertae_sedis(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTACAGGAAGAAGGT

CTTTGGATTGTAAACTGTTGTCGAAAGGGAAGAAAAAAGACAGTACCTTTGGAGGAAGCTCCGGCAAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGCGTAGACGGTATAACA

AGTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTTTAACTTGAGTATGGGAGAGGAAAGC

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCATA

ACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5273),g:Hydrogenoanaerobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCA

AGTTGAATGTTAAAACTATCGGCTCAACTGGTAGCTGCGTTCAAAACTGCAATTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU437;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachno

spiraceae(0.4224),g:Roseburia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTCTGCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTGGGACTTGAGTGTCGGAGGGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU439;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.88

46),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTTTTAAGCGTGTTGTGAAATACTGTCGCTCAACGACAGAGGTGCAGCGCGAACTGGGAGACTTGA

GTGCGCGGAATGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTGCAGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU438;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.7428),g:Ruminococcus(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTTTTATCAGGGACGATAATGACGGTACCTGAAGAAAAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACGGTAA

GTCAGATGTGAAATATACGTGCTCAACATGTAGACTGCATTTGAAACTGCTGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU440;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumino

coccaceae(0.0710),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTGAGGGACGAATAAATGACGGTACCTCGAGAATAAGCCACGACTAACTACGTGC

CAGCAGTCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGAGTAGGCGGTGCAA

CAAGTTAGGAGTGAAATCCCGAGGCTTAACCTCGGAACTGCTTTTAAAACTGTTGTGCTTGAGTGATGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTTCTGGACAT

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU442;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.61

38),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGGTAAAAAACGCCACGTGTGGCGTCTTGCAAGTACCGTAAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGTGTTTAAGTCAGCTGTGAAAGTTTGAGGCTCAACCTTAAAATTGCAGTTGATACTGGATACCTTG

AGTGTGCGCAGCGGCATTGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATCGCGAAG

GCATATGCCGGGAGCACAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU441;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Alphaproteobacteria(0.4428),o:Rhodospirill

ales(0.1015),f:Rhodospirillaceae(0.0355),g:Tistrella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGACAGGAAGATAATGACGGTACTGTCTAAAGAAGCCCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCTTTGTAAG

ATAGCGGTGAAATACCTGGGCTTAACCTAGGAACTGCCGTTATTACTATAGAGCTAGAGTGATAGAGAGGATATTGG

AATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGAGTATCTGGCTATTAACT

GACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachno

spiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGCTGCAA

GTCCGGAGTGAAAGCCCATGGCTTAACCATGGTACTGCTCTGGAAACTGTGGAGCTTGAGTGCGGGAGGGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCCTGCTGGACCGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU444;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9993),c:Spirochaetia(0.9918),o:Spirochaetales(0.9935)

,f:Spirochaetaceae(0.9928),g:Treponema(0.9938); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTGGGCGCAAAGAATAAGTACGCGAGGAAATGCGCGTGCGGTGACGGTAGCGCCTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTCGTGCAAGCTTGGTGTGAAATCCCGGGGCTCAACTCCGGGACTGCGTTGAGAACTGCA

CGGCTAGAGTAACTGAGGGGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAAT

GGCGAAGGCAGGCTGCCAGCAGATTACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumino

coccaceae(0.9294),g:Oscillibacter(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGAAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCAGAC

AAGTCAGATGTGAAATCTGGAGGCTTAACCTCCAAACTGCATTTGAAACTGCCTGTCTTGAGTGTCGGAGAGGTAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGATTACTGGACGATA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU448;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.17

19),f:Prolixibacteraceae(0.0710),g:Mangrovibacterium(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCATGCCGCGTGAAGGAATAAGGT

CCTATGGATTGTAAACTTCTTTTGTATGGGAGCAATAAGGGTTACGTGTAATCCGATGAGAGTACCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTATGGTAAGTCAGTGGTGAAATGTCTCCGCTCAACGGTGAAAGTGCCATTGATACTGTCGTACTTGA

ATTCGGATGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CATCTCACGAATCCGACATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU445;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9572),c:Actinobacteria(0.8755),o:Coriobacteriales(0.

6509),f:Coriobacteriaceae(0.4563),g:Adlercreutzia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGAAGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCGGGGACGATTATGACGGTACCCGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGATGCCTAA

GCGGGACCTCTAACCCGGGGGCTCAACCCCCGGCCGGGTCCCGAACTGGGCGTCTCGAGTGCGGTAGGGGCAGGTG

GAATTCCATGTGTAGCGGTGGAATGCGCAGATATATGGAAGAACACCGACGGCGAAGGCAGCCTGCTGGGCCGACA

CTGACGCTGAGGTGCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU449;tax=d:Archaea(0.0076),p:"Crenarchaeota"(0.0032),c:Thermoprotei(0.0011),o:Thermoproteales(0

.0010),f:Thermoproteaceae(0.0003),g:Caldivirga(0.0003); 

GGCTTAATTTGACTCAACGCGGGAAACCTCACCCGGCCCGGACACGGACAGGATTGACAGATTGATAGCTCTTTCTC

GATTCCGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGA

CTCTGGCATGCTAACTAGTTACGCGACCCCCGAGCGGTCGGCGTCCCCCAACTTCTTAGAGGGACAAGTGGCGTTCA

GCCACCCGAGATTGAGCAATAACAGGTCTGTGATGCCC 

>OTU447;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumino

coccaceae(0.0560),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAAT

GCAAGTCAGACGTGAAAACTTAAGGCTCAACCTTAAGCCTGCGTTTGAAACTGTGTTTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU452;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9769),o:Desulfovibri

onales(0.9606),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATGTAGCGCGTGCCAATCAGCGCGTTATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTCGTGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAATTGCCCTTGATACTGCAT

GACTGGAATCCGGGAGAGGGTAGTGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGACTACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU451;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostrid

iaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 
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ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTATCAAGGACGAAGATAGTGACTGTACTTGATAAGCAAGCCCCGGCTAACTATGTGC

CAGCAGCCGCGGTAAAACATAGGGGGCAAGCATTGTCCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGATTTTT

AAGTTAAGTGTGAAAGCCTGGGGCTTAACTCCAGAATTGCACTTAATACTGGATTTCTAGAGTGTGGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTAGAATGCGTAGAGATTAGGAGGAACATCAGAGGCGAAGGCGGCTTACTGGACCAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubact

eriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCCCCGGTGAAGAAGCAAGTGACGGTAACCGGGGTAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAC

AGCAAGTTGGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATCCAAAACTGCCGTTCTTGAGTGAAGTAGAGGT

AGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGG

CTTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU453;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostrid

iaceae_1(0.1291),g:Oxobacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGGGACGAAGAAAGTGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTATG

GTAAGTTAGATGTGAAATCCCCGGGCTTAACTTGGGAGTGGCATTTAAAACTGTCATACTAGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU456;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAATGGGTTCTACGTGTAGAGCAAGAGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCCGGATGTCAAGTCAGCGGTAAAATTGAGAGGCTCAACCTCTTCGAGCCGTTGAAACTGATGTTCTTG

AGTGGGCGAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATACCGGCGCCCAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU455;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9966),c:Actinobacteria(0.9740),o:Coriobacteriales(0.

9063),f:Coriobacteriaceae(0.8864),g:Olsenella(0.3043); 
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ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGACGAGGCCTCACGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTA

CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCGGT

CCGTTAGGTCGGGAGTCAAATCCGGGGGCTCAACCCCCGCCCGCTCCCGATACCGGCGGACTTGAGTCTGGCAGGG

GAAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCCTTCTG

GGCCACGACTGACGCTGAGGAGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.87

37),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCAGGAGGATAAAGTGAGTCACGTGTGGTTCATTGCAGGTATCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGGTAAGCGTGTTGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGTCGGACTTG

AGTGCGCGCAACGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.5991),g:Clostridium_IV(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTAAGTTGTCAGGGACGAACAAATGACGGTACCTGAAAAGAAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTTGC

AAGTCAGGCGTGAAATACCGAGGCTTAACTTCGGGGCTGCGCTTGAAACTGTAGATCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU460;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.79

95),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAAGGGAACAAAGTGCGGGACGCGTCCCGTTTTGCGTGTACCTTACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGAAGGTTAAGCGTGTTGTGAAATGTAGTCGCTCAACGGGTGCACTGCAGCGCGAACTGGCTTTCTTG

AGTGCGCGGAAAGTTGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACTGTAGCGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumino

coccaceae(0.7428),g:Clostridium_IV(0.3479); 
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ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGATACAA

GTCAGGCGTGAAATGCAGGGGCTTAACCTCTGACGTGCGTTTGAAACTGTATGGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU461;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campyloba

cterales(0.0000),f:Campylobacteraceae(0.0000),g:Campylobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACAAGTGACC

CCGGTCTAACCACCGGGATGTTCATAACCCTTTGTTGTCCGACTCTGTTGCCTCCGGGGCGACCCTGCCTTCGGGCGG

GGGCTCCGGGTGGACACTTCAAACTCTTGCGTAACTTTGCAGTCTGAGTAAACTTAATTAATAAATTAAAACTTTTAAC

AACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.93

89),f:"Porphyromonadaceae"(0.7428),g:Parabacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGCGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU459;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.2184),g:Ethanoligenens(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTTTTAGTGACGAAGGAAGTGACGGTAGCTAAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAATACCGGGGCTTAACCCCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGAAGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostrid

iaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTAGCAGGGAAGAGGAAGGACGGTACCTGCAGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGAATAACTGGGCGTAAAGGATGCGTAGGCGGTTAAAC
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AAGTTATATGTTAAATATATAGGCTTAACCTGTAGAAAGCATATAAAACTGTTTAACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACTGTA

ACTGACGCTGAGGCATGAGAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU464;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTGCGGGAGAATAAAGTCGGCCACGCGTGGCCATTTGCAGGTATCCCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGATCAAGCCAGCCGTCAAATAGCGGTGCTCAACACCGTCCAGCGGTTGGAACTGGTTCCCTTG

ATTGCGGGAGAAGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTTCCGGCCCGCCAATGACGCTCATGCTCGAAGGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachno

spiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACAGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGTATAA

GTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTGTAACTTGAGTACAGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCCTGCTGGACTGA

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU466;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Prevotellaceae"(0.1291),g:Paraprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTAGCCGGGGAATAAAGTGGGCCACGTGTGGCCTATTGCATGTACCCGGAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGATGGTAAGTCAGCGGTCAAATGTCCGTGCCCAACGCGGTCATGCCGTTGATACTGCCGTTCTTGA

ATACACACAAGGGAGATGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGTCTCCTGGGGTGGGATTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU467;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9994),c:Actinobacteria(0.9988),o:Actinomycetales(0

.9984),f:Actinomycetaceae(0.9871),g:Trueperella(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

TTTCGGGTTGTAAACTCCTTTCAGTACAGAACAAGGCCTTTGTGGTTGAGGGTATGTGCAGAAGAAGCGCCGGCTAA

CTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGC

GGTTTGTTGCGCCTGCTGTGAAAGACCGGGGCTTAACTTCGGGTTTGCAGTGGGTACGGGCAGACTAGAGTGTGGT
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AGGGGTAATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTT

ACTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU468;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Deltaproteobacteria(0.9604),o:Desulfovibri

onales(0.8629),f:Desulfovibrionaceae(0.5632),g:Desulfovibrio(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATCGTAAACCTCTGTCAGGAGGGAAGAAGTTTCACGGTGCTAATCAGCCGTGAATTGACGGTACCTCCAG

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCTCGTAGGCTGTTGTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCG

TGACTCGAGTCCGGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGT

GGCGAAGGCGGCCATCTGGACCGGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU470;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.83

03),f:"Porphyromonadaceae"(0.5632),g:Odoribacter(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAAGAATAAATGCTACGTGTAGCATGATGCCTGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTTTTAAGTTAGTGGTTAAACGTCGGGGCTTCACCTTGATTTGCCATTAATACTGTAAGACTCGAGT

TCAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCA

GCTTACCAGACTGCGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU469;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9711),o:Coriobacteriales(0.

8303),f:Coriobacteriaceae(0.6350),g:Olsenella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGACGAGGCCGAGAGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCTG

CCCGCTAGGTCCGGGGTCAAATCCGGGGGCTCAACCCCCGCACGCCCCGGATACCGGCGGGCTTGAGTCGGGTAGG

GGAAGGCGGAATTCCAGGTGTAGCGGTGGAATGCGCAGATATCTGGAAGAACACCGGTGGCGAAGGCGGCCTTCT

GGGCCTCGACTGACGCTGAGGAGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU471;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9507),c:Actinobacteria(0.8472),o:Actinomycetales(0

.5766),f:Demequinaceae(0.1872),g:Demequina(0.0423); 

GTGCCAGCAGCCGCGGTAATACATAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTCGTTT

GTTACGTCGGATGTGAAAACCTGAGGCTCAACCTCAGGCCTGCATTCGATACGGGCAAACTAGAGTTTGGTAGGGGA

GACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGC

CAATACTGACACTGAGGAGCGAAAGTCTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCAGACCGTAAACGGT
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GGGCACTAGTTGTGGGAACCTTCCACGGTTTCTGCGACGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGAT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Negativicutes(0.9834),o:Selenomonadales(0.9866)

,f:Veillonellaceae(0.9876),g:Mitsuokella(0.8605); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTCAGGACTCAAAATATGGGTTCTGAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTATC

TTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9707),f:Rumino

coccaceae(0.9294),g:Faecalibacterium(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGACGATAATGACGGTACCCGACAAGAAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGATGCA

AGTTGGAAGTGAAATCTACGGGCTCAACTCGTAAACTGCTTTCAAAACTGCATCTCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU472;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Peptoc

occaceae_2(0.1098),g:Desulfotomaculum(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGAAGAAAGGAATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCTG

TTAAGTTAGGAGTGAAAGTCCAGCTTTCAAGGTTGGAATTGCTTTTAATACTGATGGGCTTGAGTGCAGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCT

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU476;tax=d:Bacteria(0.0076),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_XI

II(0.0000),g:GpXIII(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAAGTATGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAAATAGTACGGCCCTATTCTTAGGGTCGCGACTTCTTAGAGGGACTATGTGCGTTTAGCACATGGAAG

TTTGAGGCAATAACAGGTCTGTGATGCCC 
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>OTU475;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumino

coccaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCGACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGGCAGAGGACGATAATGACGGTACTCTGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCTAACAA

GTCAGATGTGAAATACCGAGGCTCAACTTCGGGGCTGCATTTGAAACTGTTAGTCTTGAGTGATGGAGAGGCAGGCG

GAATTCCCAGTGTAGCGGTAAAATGCATAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.90

63),f:"Porphyromonadaceae"(0.8146),g:Odoribacter(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTCGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGTATGGGGAGAATAAGCATTACGTGTAATGCGATGACAGTACCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCATTATAAGTTAGTGGTAAAATTTTGGGGCTTCACCTCATTGTGCCATTAATACTGTAGAGCTAGAGA

ACAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCATAGATATAACTTAGAACTCCGATAGCGAAGGCA

GCTTACCAGGCTGAGTCTGACGCTGATGCACGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU478;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9762),o:Actinomycetales(0

.8955),f:Dietziaceae(0.4563),g:Dietzia(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTT

GTCACGTCGTCTGTGAAATCCTAGGGCTTAACCCTGGACGTGCAGGCGATACGGGCTGACTTGAGTACTACAGGGGA

GACTGGAATTTCTGGTGTAGCGGTGGAATGCACAGATATCAGGAAGAACACCGATGGCGAAGGCAGGTCTCTGGGT

AGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU480;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Betaproteobacteria(0.6346),o:Rhodocyclale

s(0.1719),f:Rhodocyclaceae(0.0710),g:Azovibrio(0.0157); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGAGGAAACTCTGATCCAGCAATACCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGTTGAAGAAAAAATCTCGTGCAAACGAGGATGATGGTATTCAAAGAAAAAGCACC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGTGA

GTAGGCGGTTTAGTAAGATAGTTGTGAAATTCCCGCGCTTAACGTGGGGACTGCGGCTATGACTGCTAAACTAGAAT

AGAACAGAGGAAAGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCAATGGCGAAGGC

AGCTTTCTGGGTTACTATTGACGCTCAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU477;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1485),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGGTCAATGGAGGAAACTCTGAACCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTGACAGGGACGATACAAGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGCAAACA

AGTCAGATGTGAAATCTATGTGCTCAACGCATAGACTGCGTCTGAAACTGTATGTCTTGAGTGTCGGAGGGGTAGAT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGATCTACTGGACGACA

ACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU481;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostrid

iaceae_2(0.0560),g:Alkaliphilus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAATTGGGGACGAAAAAAATGACGGTACCCAAGGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTTCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTGTA

GCAAGTTAGAAGTGAAATACCTAGAGCTTAACTCAGGTGCTGCTTCTAAAACTGCTATACTTGAGTGCAGTAGAGGA

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU483;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Epsilonproteobacteria(1.0000),o:Campyloba

cterales(0.9940),f:Campylobacteraceae(0.9887),g:Campylobacter(0.9915); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTGTTAGGGAAGAACCATGACGGTACCTAACGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGGGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCCTATGGCTTAACCATAGAACTGCTTGGGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATTGCGAAGGCGATCTGCTGGAACTCAA

CTGACGCTAAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU482;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Negativicutes(0.9740),o:Selenomonadales(0.9172)

,f:Veillonellaceae(0.9015),g:Anaerovibrio(0.3915); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCAGGGACGAGAGAGTCTGTCAGGAAATGGGCAGGCTAGGACGGTACCTGGCG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATTGAAACTACT

TTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 



4738 

 

>OTU485;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.76

23),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGACTTGTCCCCCGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTATGGTAAGCGTGTTGTGAAATGCCGTGGCTCAACCATGGCACTGCAGCGCGAACTGCCGTACTTG

AGTACGCTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTACCGTAGCGGCACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.5632),g:Anaerofilum(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGTGGAAACGCAA

GTAGGATGTCTAATCTACGGGCTCAACCCGTAACCGCATTCTAAACTGTGTTTCTTGAGTGGAGTAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTCTAAC

TGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU488;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.65

09),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATGTGAGGATAAATGACGGTACGTGTACCGTTTTGCAGGTATCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGAATTGCAGCGCGAACTGGAGGGCTTGA

GTGCGCGGTAAGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGTAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU486;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumino

coccaceae(0.1485),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAAATAACAGGGACGAAAGAAATGACGGTACCTGTTGGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGTCGG

CAAGTCGGATGTGAAAATCTCGGGCTCAACTCGAGACCTGCGTCCGAAACTGTCGATCTTGAGGGTCGGAGAGGTAA

ACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCTGTGGCGAAGGCGGTTTACTGGACGA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU487;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.2184),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACGGGGACGAAACAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGAT

GCAAGTCAGATGTGAAATTTCGAGGCTTAACTTCGGAACTGCATTTGAAACTGCAACTCTTGAGAGTCGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU491;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9995),c:"Bacteroidia"(0.9903),o:"Bacteroidales"(0.99

37),f:"Prevotellaceae"(0.9892),g:Prevotella(0.9918); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTTTAGGGGAATAAAGTTAGCCACGTGTGGTTATTTGCATGTACCCTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTTTGGTAAGCGTGTTGTGAAATGTCCGGGCTCAACCTGGGCACTGCAGCGCGAACTGCCAGACTTGA

GTGCACAGGAAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAAGG

CAGCTCGCTGTAGTGTTACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU489;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.5273),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCAAAGGGAAGAAAAAAATGACGGTACCTTTGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGATA

TGGGTCAGACGTGAAATACATGAGCTTAACTCATGAACTGCGTTTGAAACTATATGGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU490;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7907),c:Mollicutes(0.5195),o:Acholeplasmatales(0.267

9),f:Acholeplasmataceae(0.1291),g:Acholeplasma(0.0230); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGCAACCCTGACCGAGCAATGCCGCGTGAATGAAGAAGAT

CTTCGGATTGTAAAATTCTGTTATTGGGGAAGAAAAATATGCATAGGAAATGATGTATATCTGACGGTACCTGATGA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGCGTGCGTAGGCGGTTTATTAAGTCTGATGTGAAAGCCCACAGCTTAACTGTGGAATGTCATTGGAAACTGGTA

AACTAGAGTACGGTAGAGGTAAGTGGAATTCCAAGTGGAGCGGTGGAATGCGTAGAGATTTGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGGCCGGAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU492;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.85

20),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTACGGGTCGTAAACTTCTTTTATAAGGGAATAACACCTCCCACGTGTGGGAGGCTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCGATTAAGTCAGTTGTGAAATGCCGCGGCTCAACCGTGGACTTGCAGTTGATACTGGTTGCCTTGA

GTGCGGTTGAGGCACGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCGTGCCAAGCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.97

75),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGCAGTATGTATACTGCTTTGCATGTACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGGTTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCATCCTTGAGTA

CAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU493;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumino

coccaceae(0.0086),g:Clostridium_III(0.0043); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTTATGAGAGAAAAATAAATGATGGTATCTCATGAGTAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAACGTAGGCGGTTCTGCA

AGTCAGAGGTGAAATCCCGGGGCTTAACTCCGGAATTGCCTTTGAAACTGCAGGACTAGAGTGTGGGAGAGGAAGA

TGGAATTCCAAGTGTAGCGGTGGAATGCGTAGATATTTGGAAGAACATCAGAGGCGAAGGCGATCTTCTGGAACAC

AACTGACGCTTAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU495;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1872),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTCAACAGGGACGAAGCAATGACGGTACCTGTGAAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGAAG

GCAAGTCAGATGTGAAATGCAATGGCTCAACCATTGAATTGCATTTGAAACTGTTTTTCTTGAGAGTCGGAGAGGTAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU496;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.9704),c:Mollicutes(0.9321),o:Anaeroplasmatales(0.688

1),f:Anaeroplasmataceae(0.4914),g:Anaeroplasma(0.3043); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGACGAAAGTCTGACCGAGCAATGCCGCGTGAACGAAGAAGTAT

TTCGGTATGTAAAGTTCTTTTATTAGGGACGAAAAAACAAATTGACGGTACCTAATGAATAAGCTCCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGATGGCAC

ATTAAGTTTTCTGTAAAAATGCTAGGCTCAACCTAGTAGGGCAGAAAATACTGATGAGCTAGAGTACGACAGAGGCA

AGTGGAACTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAAGAACACCAGTGGCGAAGGCGGCTTGCTAGGTC

GATACTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumino

coccaceae(0.6709),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAATGATGACGGC

CTTCGGGTTGTAAAGTTCTGTCGTCAGGGACGATAATGACGGTACCTGACAAGAAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAATGCA

AGTTGAATGTTAAATCTACCGGCTCAACCGGTTAGCTGCGTTCAAAACTGTATTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachno

spiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCCTGGCAA

GCCAGAAGTGAAAACCCGGGGCTTAACCCCGTGGATTGCTTTTGGAACTGTTAGGCTTGAGTGCAGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Bacilli(0.9892),o:Lactobacillales(0.9940),f:Streptoc

occaceae(0.9881),g:Streptococcus(0.9910); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACTGTGAGAAGAGTGGAAAGTTTCTCACTTGACGGTATCTTACCA

GAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTAAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTCAA

ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostrid

iales_Incertae_Sedis_XIII(0.4914),g:Anaerovorax(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTGTCCTTGGGGAAGAAGAATGTGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTTG

TAAGCGCGGGGTGAAAGGCAGTGGCTTAACCATTGTTAGCCTTGCGAACTGCAAGACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.05

47),f:"Porphyromonadaceae"(0.0149),g:Parabacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCGGGACGAAGGC

CCTACGGGTCGCAGACCGCTTTTGCGCGGGGATAACGGCCGCCTCTTGAGGCGGCGTGAAGGTACCGCGCGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCGGGCCTGCAAGCCCGCGGTGAAACCCCGGGGCTCAACCCCGGGCCTGCCGCGGGAACTGCCGGCCT

TGAGTCGCGGCGAGGGCTGCGGAACGCGGGGTGTAGCGGTGAAATGCTTAGATACCCCGCAGAACTCCGATTGCGA

AGGCAGCAGCCCAGGGGCGTACTGACGCTGAGGCACGAAGGCATGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU503;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.39

59),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAACAGGGGGCACGCGTGCCTTTGTGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCGCGTCAAGCCGGTGGTAAAATTGCGGGGCTCAACCCCGTAGAGCCATCGGAACTGGCGTGCTTG

AGTGGAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAG

GCAGCGTACTATTCTCCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Negativicutes(0.9462),o:Selenomonadales(0.8520)

,f:Veillonellaceae(0.7068),g:Dialister(0.2607); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGACGGC

CTTCGGGTTGTAAAGCTCTGTTATTCGGGAAGAACGTCTTGGTTGTGAACAATGACGAAGAGTGACGGTACCGAAAG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGAGCGCGCAGGCGGTGATGTAAGTCCGTCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGCA

TGACTAGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGT

GGCGAAGGCGACTTTCTGGACGAAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU505;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.17

19),f:Bacteroidaceae(0.0710),g:Anaerorhabdus(0.0157); 

ACGGGAGGCAGCAGTAAGGAATTTTCGGCAATGGAGGAAACTCTGACCGAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTTGTAAAGGAAGAATGTATAGAAAAGGAAATGTTTCTATAGTGACGGTACTTTACTAG

AAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGTGCGCAGGCGGATTGTTAAGTTCGAGGTGAAAGCGTTGGGCTCAACCCAATATAGCCTTAAATACTGGCAATC

TAGAGTGCAGAAGAGGGTAATGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGCGGCG

AAGGCGGTTACCTGGTCTGTAACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU507;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9769),o:Burkholderial

es(0.9063),f:Alcaligenaceae(0.8864),g:Advenella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATCCCGCGTGTGCGATGAAGGCC

TTCGGGTTGTAAAGCACTTTTGTCAGGGAAGAAAAGTTCGTGGTTAATACCCATGGACGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCGGAAAGAAAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTTTAACTCCCGAA

CTAGAGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGC

GAAGGCAGCCCCCTGGGATAATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU504;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Eubact

eriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTGTCCTAGGGGAAGAAGAACTGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTCTTT

AAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCCTGCGAACTGGAGGACTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU509;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Neisseriales(0

.0000),f:Neisseriaceae(0.0000),g:Gulbenkiania(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACAAGAACGC

CCGGGCTTCGGCCTGGTTATTCATAACCCTTTGTTGTCCGACTCTGTTGCCTCCGGGGCGACCCTGCCTTCGGGCGGG

GGCTCCGGGTGGACACTTCAAACTCTTGCGTAACTTTGCAGTCTGAGTAAACTTAATTAATAAATTAAAACTTTTAACA

ACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Lachno

spiraceae(0.9873),g:Cellulosilyticum(0.7162); 



4744 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATCAGCAGGGAAGAATAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCATGGT

AAGTCAGAAGTGAAATTTTGGGGCTCAACCCCAGAGCTGCTTCTGAAACTGCTGTGCTAGAGTGTGGGAGAGGAAA

GTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACCA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU508;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9798),o:Desulfovibri

onales(0.9707),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.7643); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACCGGATTGTGCCAATCAGCAGTCCATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTTGCGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCGT

GACTGGAATCCGGGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACATCAGT

GGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU510;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumino

coccaceae(0.5991),g:Acetanaerobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAACAGATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAATG

CAAGTTGAATGTTTAAACTATCGGCTCAACCGGTAGTCGCGTTCAAAACTGCATTTCTTGAGTGGAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU512;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.9989),c:Mollicutes(0.9812),o:Anaeroplasmatales(0.968

5),f:Anaeroplasmataceae(0.9480),g:Anaeroplasma(0.9724); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTTTTATTGGGGAAGAAAAATAACCAAATTGACGGTACCCAATGAATAAGCTCCGGCTAAC

TACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGATG

GCAATATAAGTCTTATGTAAAAATGCTGGGCTCAACCCAGTAGGGCATAAGATACTGTATAGCTCGAGTATTGGAGA

GGCAAGTGGAACTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAAGAACACCAGTGGCGAAGGCGGCTTGCTA

GCCAGATACTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU511;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.4914),g:Intestinimonas(0.0808); 



4745 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTCAACTCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU513;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.90

63),f:"Prevotellaceae"(0.7068),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGAATAACGTCAGTCACGTGTGACTGAGTGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGGAGGGCTTG

AGTGCACGGGAAGCTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCTGGCTGTAGTGCCACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU517;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4224),g:Clostridium_III(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTTTTTGATCGGGGACGAAAGAAATGACGGTACCCGAAAAACAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACTCCGGAACTGCAACTGAAACTGTAGATCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCATAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU516;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.3544),g:Ruminococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCAAAGGGAAGAAACAAATGACGGTACCTTTGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGTA

AGGGTCAGACGTGAAATATGTGGGCTTAACTCACAGACTGCGTTTGAAACTATATGGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU515;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.85

20),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 



4746 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGTGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTTGCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGCGGCTTG

AGTTACCGGTAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCCGTAGGTTGACTGACGCTGATGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostrid

iales_Incertae_Sedis_XIII(0.3884),g:Anaerovorax(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTAA

GCACAGGGTTTAAGGCTAAGGCTCAACCATAGTTCGCCCTGTGAACTGGGAGACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU520;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9997),c:Fusobacteriia(1.0000),o:"Fusobacteriales"(1.0

000),f:"Fusobacteriaceae"(0.9908),g:Fusobacterium(0.9818); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCACAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGTTT

TTCGGAATGTAAAGTGCTTTCAGTCGGGAAGAAGTCAGTGACGGTACCGACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGCAAGGA

AAGTCTGATGTGAAAATGCGGAGCTCAACTCCGTATGGCGTTGGAAACTGCCTTACTAGAGTACTGGAGAGGTAGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCTACTGGACAGAT

ACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.33

19),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTTGCGGGGGGATAAAACGCGCCACGTGTGGCGTCTTGCAGGTACCCCGCGAATAAG

GGTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGACCTTAAGTCAGTTGTGAAATCCGGCGGCCCAACCGTCGGCCTGCAGTTGATACTGGGGTCCTTG

AGTTCGGACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGTAG

GCAGCCTGCCAGGCCGCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU518;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.0710),g:Intestinimonas(0.0134); 



4747 

 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGATAATGACGGTACCATAGGAGGAAGCCACGACTAACTACGTGCCA

GCAGTCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGGTGTCAA

GTCAGATGTGAAATCTCAATGCTTAACGTTGAGACTGCATTTGAAACTGGCGCTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTTA

CTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.3544),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGATGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTTATTCTTGAGTACTGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU525;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.5273),g:Intestinimonas(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTCTGAAGGACGATAATGACGGTACTTCAGGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCAGGAGTGAAAACTATGGGCTCAACCCATAGACTGCTTTTGAAACTGCAGTTCTTGAGTGATGGAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU524;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Gracilib

acteraceae(0.1291),g:Gracilibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGAATGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAAATTA

AGTTGGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATTCAAAACTGGTTTACTAGAGTGCAGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU523;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachno

spiraceae(0.0560),g:Parasporobacterium(0.0110); 



4748 

 

ACGGGAGGCAGCAGTCGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAATAGAAG

GTCTTCGGATTGTAAACTTCTGTCGTGAGGGACGAAGAATGACGGTACCTCATAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGTGGCATA

ATAAGTTATATGTGAAAGCCCGCGGCTTAACTGCGGAACTGCATATAAAACTGTTAAGCTTGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU522;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.0710),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGGAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAAACAACAGGGACGAAAGAAATGACGGTACCTGTTAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAGG

CAAGTCAGGCGTGGAAATTACGGGCTCAACCCGTAACTTGCGCTTGAAACTGTTTCCCTTGAGTGTCGGAGAGGTAA

ATGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACGA

CAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU526;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.84

12),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCACCTACGTGTAGGTGTTTGTATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGAG

TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU527;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5632),g:Acetanaerobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGGTCAATGGGGGCAACCCTGAACCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCTTCGGTGACGATAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGACGCA

AGTTGAATGTTAAAACTATCGGCTCAACCGGTAAGTGCGTTCAAAACTGTGTCTCTTGAGTGGAGTAGAGGCAGGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTCTAA

CTGACGCTGAGGTTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU530;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:Sphingobacteriia(0.9762),o:"Sphingobacteria

les"(0.9497),f:Chitinophagaceae(0.9294),g:Sediminibacterium(0.3915); 



4749 

 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGGT

AGGTAAGTCAGTGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCATTGATACTATCTATCTTGAATATTGTGGAGGT

AAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCCATTGCGAAGGCAGCTTACTACGCA

TATATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACTATGG

ATACTCGACATATGCGATACACTGTATGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGTTCGCAAGA

ATGAAACTCAAAGGAATTGGCGGGG 

>OTU528;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachno

spiraceae(0.0560),g:Clostridium_XlVb(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU529;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.6730),o:Orbales(0.

2359),f:Orbaceae(0.1098),g:Frischella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTTGCATTCGAGGAAGACAGCGTATAAATAAATGCGCTATTTGACGTTAGAGTGTGAAT

AAGCACCGGCAAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTAA

AGGGCACGCAGGTGGCGAGATAAGTTGGATGTGAAATTCCCGTGCTTAACATGGGGACTGCATCCAAAACTGTTGA

ACTGGAGTACTGTAGAGGGAGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAATACCAGAG

GCGAAGGCGGCCTCCTGGACAGATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU531;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.10

15),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

ATTATGTATTGTAAACTTCTTTAGCAGTGGAGAAATAAGGGGGTCGAGACCCCCGATGCTAGTACACTGAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCCTTGCAAGTCAGCGGTCAAATCGTGGAGCTCAACTCCATTCCGCCGTTGATACTGCCGGGCTTGA

TTGCGGTTGAGGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACCCCGATTGCGTAGG

CAGCTGACCAAGCCGTAAATGACGCTCATGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU532;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.4914),g:Acetivibrio(0.0808); 



4750 

 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGAAGAAAAAAATGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTTAG

TAAGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTGCCAATCTTGAGTGCTGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachno

spiraceae(0.5632),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGCGCA

AGTCTGGAGTGAAATGCCGGGGCCCAACCCCGGAACTGCTTTGGAAACTGTGCGGCTCGAGTGCGGGAGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU533;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumino

coccaceae(0.9294),g:Gemmiger(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTAGGGACGATAATGACGGTACCTAACAAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGCATGCA

AGTTGGAAGTGAAAACTATGGGCTCAACCCATAGCCTGCTTTCAAAACTGCGTGTCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU535;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9802),c:Actinobacteria(0.9462),o:Coriobacteriales(0.

8303),f:Coriobacteriaceae(0.6350),g:Enterorhabdus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAACCTCTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATGATTGGGCGTAAAGCGCGCGCAGGCGGCCGCT

CAAGCGGGACCTCTAACCCCGGGGCTCAACCCCGGGCCGGGTCCCGAACTGGGCGGCTCGAGTGCGGTAGGGGAG

AGCGGAATTCCAAGTGTAGCGGTGAAATGCGCAGATATTTGGAAGAACACCGATGGCGAAGGCAGCTCTCTGGGCC

GTCACTGACGCTGAGGCGCGAAAGCCGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU538;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0032),c:Epsilonproteobacteria(0.0011),o:Campyloba

cterales(0.0010),f:Helicobacteraceae(0.0003),g:Helicobacter(0.0003); 



4751 

 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGTGACCC

TTAACCAAAACAGACCGCGAACGTGTCTCCAATGCTGCCGGGCTTCGGTCCGGTAAAGGCTCCCGACCTTCGTTTCGA

GGGGGAGGAGCCGCAAAAGAACCCACGGCGCCGAAGGCGTCAAGGAACACTAATATTGCCTTGCTCGGGACCGTG

GCTGGCTTGCCAGCCACTGCCCGTGCAGCGATGCTATACTAATGCACACGACTCTCGGCAACGGATATCTCGGCTCTC

GCATCGATGAAGAACGCAGC 

>OTU536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostrid

iaceae_1(0.3884),g:Anaerosporobacter(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCATAGCAA

GTCAGAAGTGAAAACCAGGGGCTCAACTCCTGGACTGCTTTTGAAACTGCCAGGCTAGAGTGCTGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachno

spiraceae(0.5991),g:Roseburia(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTGGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGCGTCACTTGAGTGTCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGACA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU541;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9769),c:Spirochaetia(0.9604),o:Spirochaetales(0.8629)

,f:Spirochaetaceae(0.7428),g:Treponema(0.3915); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGAAAGGTTGTAAAATCCTTTTGGATTGGAAGAAGAAGCAGTGTAGGGAATGACATTGTGGTGACGGTACAATCTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTGTAAAAGCTTGGTGTGAAATCTATGGGCTTAACCCATAAACTGCATTGAGAACTGTAC

GACTAGAGTTACTGAAGGGAAACTAGAATTTCAGGTGTAGGGGTGGAATCTGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAAGTTTCTGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU537;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.8146),g:Ruminococcus(0.5720); 



4752 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTGAAGGACGATAATGACGGTACTTCATGAGGAAGCTCCGGCTAACTATGTGCCAG

CAGCCGCGGTAATACATAGGGAGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAATGCAA

GTCAGATGTGAAAACCAAGGGCTTAACCTTTGGACTGCATTTGAAACTGTGTTTCTTGAGTGAAGTAGAGGCAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCGGTGGCGAAGGCGGCTTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.86

29),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACCGTCGCCACGTGTGGCGTCTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCAGGGTAAGCGTGCTGTGAAATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGCCTTGCTT

GAGTGTGCGGTAGGCAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAGGAACCCCGATTGCGAA

GGCAGCTTGCTGCCGCATGACTGACGCTGATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubact

eriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTGTTTAA

GCATAGGGTTTAAGGCAAAGGCTTAACCATTGTTCGCCTTATGAACTGGACGACTTGAGTGCTGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.4224),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTCAGGGACGAAAAAGATGACGGTACCTGAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTAC

GCAAGTTGAATGTGAAAACTAACGGCTCAACCGATAGTTGCGTTCAAAACTGCGGATCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.4224),g:Butyricicoccus(0.2171); 



4753 

 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAGAGACGAAGAAGTGACGGTATCTGATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGATCGGTA

AGTCAGATGTGAAATGTCGGGGCTCAACCCCGGAACTGCATTTGAAACTGCTGACCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU545;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTGCGGGACGCGTCCCGTTTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACCCTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGATACTGGGGGTCTTGA

GTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACCCCGATCGCGAAGG

CAGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU546;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.8864),g:Anaerotruncus(0.4351); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTAGGGGAAGAAAATGACGGTACCCTAAGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCA

AGTTGGATGTTTAAACTAACGGCTCAACTGTTAGGTGCATCCAAAACTGCTGTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:"Bacteroidia"(0.9887),o:"Bacteroidales"(0.99

38),f:"Porphyromonadaceae"(0.9892),g:Parabacteroides(0.9875); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATATGGGAATAAAGTGAGGAACGTGTTCCTTTTTGTATGTACCATATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTAATTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGTTGACTTGAGT

ATATTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCA

GCTTACTAAACTATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU550;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.79

95),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 



4754 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTCAGCCACGTGTGGTTGTTTGCATGTACCGTAAGAAAAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAGACAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTTTCTTGA

GTGCACATGAGGGTGGTGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCTGCCTGGGGTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumino

coccaceae(0.8146),g:Oscillibacter(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCTGC

AAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGCAGGTCTTGAGTATCGGAGAGGTCAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU548;tax=d:Bacteria(1.0000),p:"Deferribacteres"(0.9990),c:Deferribacteres(0.9840),o:Deferribacterale

s(0.9889),f:Deferribacteraceae(0.9879),g:Mucispirillum(0.9875); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGCTCGAGAGAGTGACGCAGCGACGCCGCGTGAATGACGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGACAGGGAAGAATGTGCATATTAGTAACTGAGTATGCAGTGACGGTACCTGTATAA

GCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTGACTGGGCGTA

AAGAGCACGTAGGCGGTGTTGTAAGTCATTAGTCAAAGGCTAGAGCTCAACTTTAGTAAGGCTAGTGATACTATAAT

ACTAGAGTATCAGAGAGGATTGCAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTAG

CGAAGGCGGCAATCTGGCTGGAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCAGGGAGCAATGGCACACACGAGTGTGTGCAGGGCGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCCGGACATCAAGTCGGCGGTAAAATCTAAGGGCTCAACCCTTACGAGCCGTCGAAACTGGTGACCTAG

AGTGGGCGAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATACCGGCGCCCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU554;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.84

12),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 



4755 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAATGAGGGCCACGCGTGGCCCGTTGCATGTACTTCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCCCGTAAGCGTGTTGTGAAAAGCCGTGGCTCAACCATGGTCGTGCAGCGCGAACTGCGGGGCTT

GAGTGTGCGGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGTAGCATTACTGACGCTGAAGTTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU552;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Defluvii

taleaceae(0.0560),g:Defluviitalea(0.0134); 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTAAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCGACAGGGAAGAAGAAAGTGACAGTACCTGTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGAACTT

TAAGTCTGATGTGAAATACCAAGGCTCAACTTTGGAACTGCATCGGAAACTGGAGATCTAGAGTGTGGGAGAGGAA

AGCGGAATTCTCAGTGTAGCGGTGAAATGCGTAGATATTGAGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACC

ATAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU553;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Gracilib

acteraceae(0.1291),g:Gracilibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

CTTCGGATCGTAAACTCCTGTCCCAAGAGACGAGAAGAAGACGGTATCTTGGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTCGG

TAAGTCTGAAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTCA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTGACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU556;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Leucono

stocaceae(0.0000),g:Leuconostoc(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCATAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATAATGCCC

TCTGGCTTCGGTCAGCTGGGTTCAATGTGTGTCATCTCTTCGGAGATGGCCATCCACACACACCGTGAACTGTGACTT

CGGTCATCACAAACTTTTAGTAATGAATGTAAAAATCATAACAAAATAAAACTTTTAACAACGGATCTCTTGGCTCTCG

CATCGATGAAGAACGCAGC 

>OTU557;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.87

37),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGAGTTACGTGTAGCTTATTGCAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA



4756 

 

GCGTAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTTG

AGTGCACGCAACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCGGGAGTGCGACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU555;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostrid

iaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTAGGGTTGTAAACTTTTGTTGTAGAGGACGAAGATAGTGACGGTACTCTACGAGGAAGCCCCGGCTAACTATGTG

CCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGAAAT

TTAAGTTAAGTGTGAAAGCCTTGGGCTTAACCCGAGAACTGCACTTAATACTGGGTTTCTAGAGTGTTGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTAGAATGCGTAGAGATTAGGAGGAACATCAGAGGCGAAGGCGACTTGCTGGACA

ACAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU558;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),g:Natran

aerovirga(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGTGTAGGCGGGGCTGCA

AGTCAGACGTGAAAATCATGGGCTCAACCCATGACCTGCGTTTGAAACTGCGGCTCTTGAGAGTGGGAGAGGTAAAC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACCACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU561;tax=d:Bacteria(0.0076),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_XI

II(0.0000),g:GpXIII(0.0000); 

GGCTTAATTTGACTCAACACGGGAAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGATAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAAATAGTTGTACACTACTCTTAGTGCAGCAACTTCTTAGAGGGACTATGTGCGTTTAGCACATGGAAG

TTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU559;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachno

spiraceae(0.4563),g:Lachnospiracea_incertae_sedis(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAACTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTATGGCAA

GTCAGATGTGAAAGCACGGGGCTCAACCCCGTGACTGCATTTGAAACTGTCAAACTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU560;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachno

spiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGTA

TTTCGGTACGTAAACTCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCTGATGTGAAAACCCGCAGCTCAACTGCGGGCCTGCATTGGGAACTGTATAGCTGGAGTACTGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACAG

ATACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU562;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9952),o:Campyloba

cterales(0.9821),f:Campylobacteraceae(0.9759),g:Campylobacter(0.9781); 

ACGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACTCCTTTTCTACAAGAAGAACAATGACGGTATTGTAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCTAATGGCTCAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTAAGGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAAC

TGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachno

spiraceae(0.3544),g:Clostridium_XlVb(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTATCGACAGGGAAGAAGAAAGTGACAGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGCATG

GTAAGCCAGATGTGAAAGCCCGCAGCTTAACTGCGGGATTGCATTTGGAACTACTAAGCTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU564;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachno

spiraceae(0.4914),g:Eisenbergiella(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

ATTCGTAACGTAAAGCTCTATCAGCAGGAAAGATCATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAGCA

AGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATTGGAAACTGTTCGGCTGGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAAAGGGCGTCACGTGTGACGCAAAGGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGATAGTTAAGTCAGCGGTAAAATTGAGAGGCTCAACCTCTTCGAGCCGTTGAAACTGGTTATCTAG

AGTGAGTGAGAAGTACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCGTACCGGCACTCAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU566;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.3544),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAC

TTTAAGTCAGATGTGAAAATCACAGGCTTAACTTGTGACTTGCATTTGAAACTGAAGTTCTTGAGAGACGGAGAGGT

AAATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGAC

GTCAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU568;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9975),o:Campyloba

cterales(0.9934),f:Helicobacteraceae(0.9879),g:Helicobacter(0.9724); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTAGGATTGTAAACTCCTTTTGTAAGAGAAGATTATGACGGTATCTTACGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGTGGTCAA

GTCAGATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTGACCATCTAGAGTATGGGAGAGGTAGGTG

GAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATTAC

TGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU569;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumino

coccaceae(0.0560),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAGGTGAAGAGAAGAAGACGGTAGCCTGGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGTT

AAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGATGGGCTTGAGTGCAGGAGAGGTTAT

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACTG

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU567;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9851),o:Pasteurell

ales(0.9775),f:Pasteurellaceae(0.9852),g:Haemophilus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGCAACTACTTTAATAGAGTAGTTGATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTT

GCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGG

CGAAGGCAGCCCCTTGGGAAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU570;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:"Prevotellaceae"(0.1485),g:Paraprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAGGGACGACGGC

CCTATGGGTTGTAAACCTCTTTTGTGTGGGAATAATGTGCCGTACGCGTACGGTATTGCATGTACCTCACGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGTCAGTCTTGAA

TGCACCCAAGGAAGGTGGAATTCGTCATGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTTCTGGAGTGCTATTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU572;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.14

83),f:"Marinilabiaceae"(0.0560),g:Anaerophaga(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGACTAAGGCC

CTATGGGTCGTAAACTGCTTTTGTGGTGGAGCAATAAGGTTCACGTGTGGACCGATGAGAGTACACTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGCTGCAAGTCGGAGGTGAAATATCCTGGCTCAACCGGGAGGGTGCCTTCGATACTGCAGTGCTGG

AATACTGTTGCCGCGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCGCGAAGCAGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU571;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Alphaproteobacteria(0.1159),o:Rickettsiales

(0.0413),f:Anaplasmataceae(0.0099),g:Ehrlichia(0.0046); 

ACGGGAGGCAGCAGGTGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATACCGCGTGAACGATGAAGGC

CTTCGGGTTGTAAAGTTCTTTTAATAGGGAAGATAATGACGGTACCTATAGAATAAGCACCGGCAAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGTGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGTGTAGGTGGTTTCGTAAGT

TAGTTGTGAAATCCCGGGGCTCAACCTCGGAATTGCGGTTAAAACTACGGAACTAGAGTATGATAAGCGATGGCAGA

ATTTCTAGTGTAGGGGTAAAATCCGCAGATATTAGAAGGAATACCGGTGGTGTAGACGGCTATCTTGGTCATTACTG

ACACTAAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachno

spiraceae(0.5273),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCAAGCAA

GTCAGAAGTGAAAGGCTGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTTTGACTGGAGTGCTGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU573;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostrid

iaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCGCCGGGAACGATGATGACGGTACCCGGCAAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTGTTAA

GTTAGATGTGAAATCCCCGGGCTTAACCTGGGTGTTGCATTTAAAACTGGCAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.3204),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGTGGGAAGAAGGT

CTTCGGATTGTAAACCATTGTCCTCTGTGACGATAATGACGGTAGCAGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGAGAGCA

AGTCAGAAGTGAAATCCATCGGCTTAACCGATGAACTGCTTTTGAAACTGTTTTTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU575;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1098),g:Ethanoligenens(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTTGCCGACGAAGGAAGTGACGGTAGGCAAGGAGGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGATCG

CAAGTTGGATGTGAAATGTCGGGGCTTAACCCCGGAACTGCATCCAAAACTGCGGTTCTTGAGTGAAGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU578;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntrop

homonadaceae(0.0000),g:Syntrophomonas(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGACTGAGAGCTCTTTCTT

GATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGTTAACGAACGAGAC

CTCAGCCTGCTAACTAGCTATGCGGAGGTCATCCTCCGCGGCCAGCTTCTTAGAGGGACTATGGCCGCTTAGGCCAA

GGAAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU576;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Peptoc

occaceae_2(0.1098),g:Desulfotomaculum(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTCTT

TAAGTATGGAGTGAAACCCCAGCTTTCAAGGTTGGGCGTGCTTTGTAGACTGGAGAGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.23

59),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGCCGCGTGAGGGAGGAAGGC

GCAGAGCGTCGCAGACCTCTTTTGCCGGGGGACAAAAGGCCGGACTCGTCCGGTCCTGAGGGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCGGGCCTTTAAGCCGGCGGTGAAATCGCGGGGCTCAACCCCGCCGAGCCGTCGGAACTGGGGGCCTT

GAGTGCGGCGGAGGCATGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGA

AGGCAGCGTGCCGTGCCGCCACTGACGCTGAGGCACGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU579;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Negativicutes(0.9812),o:Selenomonadales(0.9798)

,f:Veillonellaceae(0.9868),g:Dialister(0.9724); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTGATCGGGGACGAACGGTCAGCAGACGAATACTCTGCTGAAGTGACGGTACCCGAAT

AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGCGCGCGCAGGCGGCTTCTTAAGTCCATCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGAGA

GGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGT

GGCGAAGGCGACTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU582;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0204); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAATAAGGGAACGCGTTCCCTCGTGAGAGTACCTGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACGGTTAAGTCAGCGGTAAAATCGAGAGGCTCAACCTCTTCCGGCCGTTGAAACTGGCCATCTTGAG

TGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCATACCGGCGCTCAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU581;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9704),c:Actinobacteria(0.8897),o:Coriobacteriales(0.

7623),f:Coriobacteriaceae(0.5632),g:Enterorhabdus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGAAGGC

GTCCGCGTCGTAAACCGCTTTCAGCGGGGAACACTTAAACGAGGGTACCCGCAGAAGAAGCCCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGAGCGC

TAAGCGGGACCTCTAACCCGAGGGCTCAACCCCCGGCCGGGTCCCGAACTGGCGCTCTCGAGTGCGGTAGGGGAGA

GCGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGACGGCGAAGGCAGCTCTCTGGGCC

GAAACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU584;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermococci(0.0000),o:Thermococcales(0.0

000),f:Thermococcaceae(0.0000),g:Thermococcus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACACAATAAC

AAGGCGGGCTGGACACCCCCCGCTGGGCACTGCTTCACGGCGTGCGCGGCGGGGCCGGCCCTGCTGAATTATTCACC

CGTGTCTTTTGCGTACTTCTTGTTTCCTGGGTGGGCTCGCCCGCCCTCAGGACCAACCACAAACCTTTTGCAATAGCAA

TCAGCGTCAGTAACAACGTAATTAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU583;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),g:Natran

aerovirga(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACATCTGTCCTGTGGGACGAAACAAATGACGGTACCACAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGAAAA

GCAAGTCAGATGTGAAATACCCGGGCTTAACCTGGGGGGTGCATTTGAAACTGTTTTCCTTGAGTGCAGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.88

46),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTGGGCCACGCGTGGCCTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGTCGCTTAAGCGTGTTGTGAAATGCTGCCGCTCAACGGCAGAATTGCAGCGCGAACTGGGTGACTTGA

GTGCGCGGAACGTGGGCGGAACTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU586;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Deltaproteobacteria(0.2321),o:Desulfobact

erales(0.1015),f:Desulfobacteraceae(0.0355),g:Desulfonema(0.0076); 

ACGGGAGGCAGCAGTCGGGAATTTTACACAATGGGGGAAACCCTGATGTAGCAACGCCGCGTGAGTGATGAAGGTC

TTCGGATCGTAAAGCTCTTTTAATAGGGAAGAAAAAAATGACGGTACCTATAGAAAAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGATTTACTGGGCGTAAAGCGCGCGTAGGCTGTTTAGT

AAGTTTGGTGTGAAAGTCCACGACTCAATCGTGGAAGTGCACTGGATACTGCTAGACTGGAGTATAGGAGAGGGGG

ACGGAATTCCTGGTGTAAAGGTAGAATTTGTAGATATCAGGAGGAACAACAGTGGCGAAGGCGGTTCTCTGGACTAT

TACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.89

55),f:"Prevotellaceae"(0.6709),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCGGCCACGTGTGGCTGTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCCCTGCAGCGCGAACTGGTTTTCTTG

AGTGCGCTGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTCGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU587;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Alphaproteobacteria(0.4428),o:Rhodospirill

ales(0.1249),f:Rhodospirillaceae(0.0457),g:Fodinicurvata(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGGCGAGAAGATGATGACAGTATCGCCAGAAGAAGCCCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTTGATAA

GATAGTGGTGAAATACCTGAGCTCAACTGAGGAATTGCCATTATGACTATGGGACTAGAATGACAGAGAGGATAGC

GGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGCTATCTGGCTGTTA

ATTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9851),o:Clostridiales(0.9934),f:Lachno

spiraceae(0.9868),g:Clostridium_XlVa(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGCAGACGGCGATGCA

AGTCTGAAGTGAAATCCCACGGCTCAACTGTGGAATTGCTTTGGAAACTGTATTGCTTGAGTGCTGGAGAGGTAAGC
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GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACATCAGTGGCGAAGGCGGCTTACTGGACAGCA

ACTGACGTTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU591;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.88

46),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCCATTTATGGCATTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGGGTCTAAGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGAATTGCAGCGCGAACTGGTCCCCTTGA

GTTCGCTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGTAGCGTTACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachno

spiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGCGATGGAGTG

CTTCGGCATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCTGGCAA

GCCTGATGTGAAATACCGGGGCCCAACCCCGGGGCTGCATTGGGAACTGCCAGGCTGGAGTGCCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU592;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.89

55),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAATGACGCCACGTGTGGTGTTTTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTCAAGCGTGCTGTGAAATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGTCGGACTTGA

GTATGCAGGAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAGG

CAGCTTACTGTAGCATTACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachno

spiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAACTCCGGTGCTCAACATCGGAACTGCTTTGGAAACTGTTTTGCTAGAGTGCAGGAGGGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU593;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7727),c:Actinobacteria(0.4812),o:Actinomycetales(0

.2039),f:Acidothermaceae(0.0457),g:Acidothermus(0.0110); 

GTGTCAGCAGCCGCGGTAATACATAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGTTCGTAGGCGGTTT

TTCGCGTCGGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCATTCGATACGGGAAGACTCGAGGACGGCAGGGG

AGACTGGAACTTCTGGTGTAGCGGTGGAATGCGCAGATATCAGAAAGAACACCAATGGCGAAGGCAGGTCTCTGGG

CCGATCCTGACGCTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTA

TGGACGCTAGGTGTGGGGGACATTCCACGTTCTCTGCGCCGCAGCTAACGCATTAAGCGTCCCGCCTGGGGAGTACG

ACCGCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU595;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Gammaproteobacteria(0.1740),o:Pseudomo

nadales(0.0781),f:Pseudomonadaceae(0.0252),g:Pseudomonas(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGATGCCGCGTGAGTGAAGAAGGC

CTTAGGGTTGTAAAGCTCTTTTGACAGGGACGATGATGACGGTACCTGTAGAATAAGCACCGGCTAACTCTGTGCCA

GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGTACACTTA

GTCAGGAGTTAAAGACCTGGGCTCAACCTGGGGGAGGCTTTTGAAACGGGTGAACTAGAGTGCGGAAGGGGAGAA

TGGAATTTCCGGTGTAGAGGTAAAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGATTCTCTGGGCCGC

AACTGACGCTGAGGTGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU594;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.2864),g:Acetanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTAAGTAGTCAGGGACGAAAGAAATGACGGTACCTGAAGAGTAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGCCTG

CAAGTCAGACGTGAAATACCGGGGCTTAACTCCGGGGCTGCGTTTGAAACTGTGGGTCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU599;tax=d:Bacteria(0.0024),p:"Chloroflexi"(0.0000),c:Chloroflexia(0.0000),o:"Chloroflexales"(0.0000),

f:Oscillochloridaceae(0.0000),g:Oscillochloris(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCATTCGGTTGAGGGCACGTCTGCCTGGGCGTCACGCA

TCACGTCGCCCCCACCAGGCATCCCCTATAGGGCTGTCTTGTGTTGGGGCGGAGATTGGTCTCCCGTGCCCATGGCGT

GGTTGGCCTAAATAGGAGTCTCCTCGCGAGGGACGCACGGCTAGTGGTGGTTGATAAGACAGTCGTCTCGTGTCGTG

CGTTTACTTTCTTGAGAGTAGATGCTCTTAAAGTACCCTGATGTGTTGTCTTATGACGATGCTTCGATCGCGACCCCAG

GTCAGGCGGGACTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 
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>OTU597;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.86

29),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAATTGACTCACGTGTGGGTCATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTGTTTAAGCGTGTTGTGAAATGTCCCGGCTCAACCGTGGCACTGCAGCGCGAACTGGACGACTTG

AGTGCGCGGAACGTATGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCATACGGCAGCGCTACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU598;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.1291),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTTGACAGGGAAGAAAGAAATGACGTAACCTGTCGAGGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGAG

GCAAGTCAGATGTGAAATCCACAGGCTCAACTTGTGGACTGCGTCTGAAACTGTTTTTCTTGAGAGTCGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU601;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGT

ACTGAGTATTGTAAACCTCTTTTGCCAGGGGACAAAGGCGGCCACGGGTGGCCGTAAGAGGGTACCTGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGTGTCAAGTCAGCGGTAAAATGTCGGGGCTCAACCCCGGCCGGCCGTTGAAACTGGCGTGCTC

GAGTTGGAGAGAAGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCATACCGGCTCCACACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU602;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.26

79),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGC

CCTATGGGTCGTAAACCTCTTTTGTCAGGGAACAAAAGCCGATATGTATATTGGTGTGAGTGTACCTGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCGGTGCAAGTCAGCGGTAAAAGCCCGGGGCTCAACCCCGGCGAGCCGTTGAAACTGCAGTGCTAG

AGAAGGCGAGAGGTACGCGGAATGCGCAGTGTAGCGGTGAAATGCTTAGATATTGCGCAGAACTCCGATTGCGAAG

GCAGCGTACTGGCGCCTGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5273),g:Hydrogenoanaerobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTAGGAAGACGGT

CCTCTGGATTGTAAACTACTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGGAT

AAGTTGGATGTTTAATCTATGGGCTCAACTCATAATCGCATTCAAAACTGTTCTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU605;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:Cytophagia(0.8755),o:Cytophagales(0.7252),f

:Cytophagaceae(0.5273),g:Arcicella(0.0808); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGCAGGTGGTT

TATTAAGTCAGTGGTGAAAGACGGTCGCTCAACGATTGCAGTGCCATTGAAACTGGTAGACTTGAGTAAAGTAGAGG

TGGGCGGAATTGATAGTGTAGCGGTGAAATGCATAGATATTATCAAGAACTCCAATTGCGTAGGCAGCTCACTTGGC

TTTTACTGACACTCATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGA

TAACTAGGTGTCGGCCGAATCTGGTCGGTGCCACAGCGAAAGCGTTAAGTTATCCACCTGGGGAGTACGCCGGCAAC

GGTGAAACTCAAATGAATTGACGGGG 

>OTU604;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Deltaproteobacteria(0.9827),o:Desulfovibri

onales(0.9843),f:Desulfovibrionaceae(0.9387),g:Desulfovibrio(0.9705); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAAGTGCGTGGTGCTAATCAGCCACGTATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGTAGGCTGTTGTGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCAT

GACTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU603;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),g:Natran

aerovirga(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTGTGGGAAGATAATGACGGTACCACAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTGATTAA

GTCAGGTGTGAAATACCGCAGCTTAACTGCGGGGCTGCACTTGAAACTGATCGGCTTGAGTGATGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU607;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9991),c:Cyanobacteria(0.9834),f:Family_I(

0.9868),g:GpI(0.9818); 

GTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGGGTCCGCAGGTGGCA

TTGTAAGTCTGCTGTTAAAGAGTTTGGCTCAACCAAATAAAAGCAGTGGAAACTACAAAGCTAGAGTTTGGTCGGGG

CAGAGGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGCTCTGCTAGG

CCGAGACTGACACTGAGGGACGAAAGCTAGGGGAGCGAATGGGATTAGATACCCCAGTAGTCCTAGCCGTAAACGA

TGGATACTAGGCGTAGCTCGTATCGACCCGAGCTGTGCCGGAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTACGC

AGGCAACTGTGAAACTCAAATGAATTGACGGGG 

>OTU606;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostrid

iaceae_4(0.0560),g:Thermotalea(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGATTGTAAAGCTCTTTAAGTGGGGACGAAGAAAGTGACTGTACCCACAGAATAAGTCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGG

CAAGTTGGTAGCGTAATTCCGGGGCTCAACTTCGGAACTACTACCAAAACTGCCGGGCTTGAGTGCAGGAGGGGCAT

ATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATATGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Clostrid

iaceae_1(0.9573),g:Clostridium_sensu_stricto(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGAAGAAGGC

CTTAGGGTTGTAAAGTTCTGTTTACGGGGACGATAATGACGGTACCCGTGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGCGGATGTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGACATCTAGAGTGCGGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGTA

ACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU609;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumino

coccaceae(0.1485),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTTTGTCCTTGGTGACGAAGAAAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGT

AAAGTCAGATGTGAAATGCCGTGGCTTAACCACGGAGCTGCATTTGAAACTTACAGACTTGAGTGAAGTAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU610;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumino

coccaceae(0.1485),g:Pseudoflavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTATATGGGACGAAGAGATGACGGTACCATATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCA

AGTCGGATGTGAAAATCACAGGCTTAACCTGTGACCTGCATTCGAAACTGTGGTTCTTGAGGGTCGGAGAGGTAACT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTTACTGGACGATT

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU611;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumino

coccaceae(0.8864),g:Ruminococcus(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAGATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTGGTAA

GTCAGATGTGAAATGTATGGGCTCAACCCATGCACTGCATTTGAAACTATTGAGCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU612;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachno

spiraceae(0.4914),g:Hespellia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCGCGGGACTGCATTTGAAACTGTTAAGCTGGAGTACCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.2524),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTTGGTGAAGATAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGTTGTTAA

GTCAGATGTGAAATACCGCAGCTTAACTGCGGGGCTGCATATGATACTGGCAATCTTGAGTGCGGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU616;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomicr

obiales(0.0000),f:Methanomicrobiaceae(0.0000),g:Methanogenium(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAATCTCACCAGGCCCGGACACTGGAAGGATTGACAGATTGAGAGCTCTTTCTC

GATTCGGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGA

CTCTGTCCTGCTAAATAGTCAAGCGTTCATTTTTAACGCTTGAGTTCTTCTTAGAGGGACTGGCTGCGTCTAGCAGCAC

GAGATTGAGCAATAACAGGTCTGTGATGCCC 

>OTU614;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Gracilib

acteraceae(0.0904),g:Gracilibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTTGTCAGTGAAGAATAAGGACAGTAACTGACGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCATATTA

AGTTAGGTGTGAAATTCCCGGGCTTAACCCGGGCGTTGCACTTAAAACTGATAAGCTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU615;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.36

39),f:"Prevotellaceae"(0.0904),g:Paraprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACAGC

CCTATGGGTTTTAAACCTCTTTTGTTCGGGAATAAAGTCAGGTACGTGTACCTGTTTGTATGTACCGTTCGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTCGGTTAAGTCTGCGGTAAAATGTCATGGCCCAACCTTGGCCTGCCGTGGATACTGTCCGACTTGAAT

GTGCACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCCTTCTGGAGCATGATTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU618;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostrid

iales_Incertae_Sedis_XI(0.0457),g:Sedimentibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTGGGGACGAAACAAATGACGGTACCCAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTTGA

ATAAGTTGGAAGTGTAATACCCAGGGCTTAACCCGGGTGCTGCTTCCAAAACTGTTTGACTTGAGTGCAGTAGAGGA

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU619;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.3483),o:Desulfuromo

nadales(0.1015),f:Desulfuromonadaceae(0.0355),g:Pelobacter(0.0087); 
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ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTAAGGGAAAAAACGGGGAGAGTTCCAACAGGACTTTTTCGTGATGGTACCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCG

TAAAGGGCGTGCAGGCGGCCGCCGCAAGTTGAATGTGAAATCCCTGGGCTTAACCTAGGACGTGCGTTCAAGACTG

CGGGGCTTGAATACGGGAGAGGGTCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTC

GTGGCGAAGGCGACGACCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC

TGGTA 

>OTU617;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Eubact

eriaceae(0.8864),g:Anaerofustis(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGCGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTCACTGGGCGTAAAGAGCACGTAGGCGGTTATTTAA

GTCAGATGTGAAAGTTTTCGGCTCAACCGGAAAAGTGCATTTGAAACTGGACAACTTGAGTATCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU620;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8737),f:Rumino

coccaceae(0.5632),g:Acetanaerobacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGTCTTGCAA

GTTGAATGTTTAAACTATCGGCTCAACTGGTAGTCGCGTTCAAAACTGCAGGACTTGAGTGAAGTAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4563),g:Clostridium_III(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTTTGTCTTTTGGGAAGAAGAATGACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGTAGAT

AAGTCAGATGTGAAATACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGTCAATCTTGAGTGCCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU622;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1291),g:Acetivibrio(0.0204); 
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ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCAGCAAGCAGGGAAGAAACAAATGACGGTACCTGAACAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCACCT

AAGTCAGACGTGAAATACCGGAGCTCAACTCCGGGGCTGCGTTTGAAACTGGGTATCTTGAGTGCAGGAGAGGATA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGACTG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU623;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacteria

les"(0.1249),f:Sphingobacteriaceae(0.0457),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGAGTGGGAGCAATAAGGTTCACGTGTGGACCGATGAGAGTACCATTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTGGTCAAGTCAGAGGTGAAATCCCGGGGCTCAACTCCGGAACTGCCTTTGATACTGTCCGGCTTG

AATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAAGCAGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU624;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.92

80),f:"Rikenellaceae"(0.9108),g:Alistipes(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACTCGGATACGTGTATCCGTTTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCGGATAAGTTAGAGGTGAAATCCCGAGGCTCAACTTCGGAATTGCCTCTGATACTGTTCGGCTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAGCTACTTCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU625;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9979),o:"Fusobacteriales"(0.9

973),f:"Fusobacteriaceae"(0.9980),g:Fusobacterium(0.9743); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAAAAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCACGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTATG

TAAGTCTGATGTGAAAATGCAGGGCTCAACTCTGTATTGCGTTGGAAACTGTATAACTAGAGTACTGGAGAGGTAAG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGA

TACTGACGCTGAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU626;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.91

72),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2171); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAATGTGCCACGTGTGGCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAAAACCGGGGCTCAACTCCGGTCGTGCAGCGCGAACTGGAGGGCTT

GAGTCCGCAGAAAGTGCGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCGCACTGTAGCGTCACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU629;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Betaproteobacteria(0.9755),o:Burkholderial

es(0.9389),f:Comamonadaceae(0.9108),g:Limnohabitans(0.7643); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCATAGCTAGAGTACGGTAGAG

GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG

ACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTGGTTGTTGGGTCTTCACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAATGAATTGACGGGG 

>OTU627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostrid

iales_Incertae_Sedis_XI(0.4914),g:Helcococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTGTCCTTGGTGAAGATAATGACAGTAACCAAGAAGAAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTAAGTTAA

GTCTGAATTAAAAGGCATTGGCTCAACCAATGTAAGGTTCAGATACTGGTTTACTTGAGTAGATGAGGGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGACTTTCTGGAATCTAACT

GACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Negativicutes(0.9726),o:Selenomonadales(0.8955)

,f:Veillonellaceae(0.8505),g:Selenomonas(0.2171); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATTACTTCAGGAAATGGGAGTAAGAGGACGGTACCTTTCG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGTGGGACTTCAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGATTGAAACTGTA

GTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU628;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachno

spiraceae(0.7068),g:Cellulosilyticum(0.1735); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATCAGCAGGGAAGAATAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTGGT

AAGTCTAAAGTGAAATTTCGGGGCTCAACCCCGGAGCTGCTTTGGAAACTGCTGAGCTAGAGTGTGGGAGAGGAAA

GTGGAACTTTGAGTGTAGCGGTGAAATGCGTAGAGATTCAAAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACCA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU634;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostrid

iaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAAACTTACCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

CCTGCCTGCTAAATAGCACGCGTAGTGTTTATCACTGTGTAGTGCTTCTTAGAGGGACGTGCGTTCTATTAGACGCAG

GAAGATAGGGGCAATAACAGGTCTGTGATGCCC 

>OTU631;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9956),o:Actinomycetales(0

.9866),f:Corynebacteriaceae(0.9201),g:Corynebacterium(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACCTCTTTCGCTAGGGACGAAGCTTTTTGTGACGGTACCTAGAGAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTAGGTGGTTT

GTCGCGTCGTCTGTGAAAGCCCGGTGCTTAACACCGGGTCTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG

GCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU632;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.4914),g:Anaerotruncus(0.0904); 

ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTATGGGACGAAAAAGGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGTAT

CAAGTCTGTTGTTAAATCTACCGGCTCAACTGGTAGCTGCGGCAGAAACTGGTACTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU635;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassilii

coccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACATAGTAAGGATTGACAGATTGATAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC
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TTAACCTGCTAAATAGCTACATGTAACCTCGGTTACATGGATCGCTTCTTAGAGGGACTTTGTGTGTCTAACGCAAGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU633;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7907),c:Mollicutes(0.5195),o:Acholeplasmatales(0.235

9),f:Acholeplasmataceae(0.1098),g:Acholeplasma(0.0204); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGGCCTGACCGAGCAATGCCGCGTGAATGAAGAAAT

TCTTCGGAATGTAAAGTTCTGTTATTGAGGACGAACGGTACGAGTAGGAAATGACTTGTATTTGACGGTACTTGATGA

GAAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGTGCGTAGGTGGCTATTTAAGTCTGGCGTGAAATGTCACAGCTTAACTGTGAAGGGTCGTTGGAAACTGGGTA

GCTTGAATCCAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGTCTGGTATTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU637;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.97

75),f:"Prevotellaceae"(0.9108),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGGCTCGTGAGCTCTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCAGGTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCTCTGCACTGCAGCGCGAACTGGCTTGCTTGA

GTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU636;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9740),o:Burkholderial

es(0.7252),f:Burkholderiaceae(0.4914),g:Pandoraea(0.3043); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

TTGTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTTCGAAACTGCAAGGCTAGAGTGTGTCAGAGG

GGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCAATGGCGAAGGCAGCCCCCTGG

GATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTAGTTGTTGGTAGAGTAAAATCTATGAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU639;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9769),c:Spirochaetia(0.9604),o:Spirochaetales(0.8629)

,f:Spirochaetaceae(0.7428),g:Treponema(0.5239); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCAACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATTATTGAGGAATAAGCAGTAGAGGGAATGCTACTGTGGTGACTGTAGATAATGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGAACGGCAAGCTTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCATTGAGAACTGCCG
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AACTTGAGTCAGCGAGGGGGAACCGGAATTCCAAGTGTAGGGGTGAAATCTGTAGATATTTGGAAGAACACCAATG

GCGAAGGCAGGTTTCTAGCGTATGACTGACGCTGAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU638;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),g:Natran

aerovirga(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGGACAATGGAGGAAACTCTGATCCAGTGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTATTTTGTTAGGGAAGAAAAAGATGACAGTACCTAAAGAAAAAGCACCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGAGTAGACGGTTATC

TAAGTCAGTTGTGAAAACTTAGTGCTCAACATTAAGCGTGCAACTGAAACTAGACTACTAGAGTGCAGGAGAGGAAA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTTCTGGACTGT

AACTGACGTTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.2864),g:Acetivibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCAGCAAACAGGGAAGAAAAGGACAGTACCTGATTGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGTTAAATAAG

TCAGTGGTGAAATACCCGGGCTCAACCCGGGAACTGCCATTGAAACTGTATAACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachno

spiraceae(0.6350),g:Coprococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGACGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTTTGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACTCCGGGACTGCTTTTGAAACTGCAGGGCTAGATTTCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGAT

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.1872),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAATGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATGGCAG

GTCAGATGTGAAATACTCGGGCTTAACTCGGGGGCTGCATTTGAAACCGTCGTTCTTGAGTGTCGGAGAGGGAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU643;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Deltaproteobacteria(0.9719),o:Desulfovibri

onales(0.8737),f:Desulfovibrionaceae(0.3884),g:Desulfovibrio(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGTTGCATGGGGCCAATCACCTGTGCATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGTAGGCTGTATGTCAAGTCAAGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTGAAACTGGCA

AACTGGAGTATGTGAGAGGGCGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACATCAGTG

GCGAAGGCGGCCGCCTGGCACAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU645;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.7497),o:Desulfovibri

onales(0.4652),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0326); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGAACGAAAGTTTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAAGAGGGAAGAAGTGCGTGCACTCTAACATAGTGTGCGTTTGACGGTACCTCTGA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCGCGTAGGCGGAAGCCTAAGTCAGGAGTGAAATCCCCGGGCTTAACTTGGGAATAGCTTTTGATACTGG

GTTTCTTGAGTTCAGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGAGATCTGGAGGAACATCAG

TGGCGAAGGCGGCCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU644;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostrid

iales_Incertae_Sedis_XIII(0.0904),g:Anaerovorax(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTCTTGGGGAAGAAGAAAGTGACGGTACCCAAGGAATAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGA

CAAGTTGGTAGCGTAACTCCGAGGCTCAACCTCGGCACTACTACCAAAACTGTTGAACTTGAGTGCAGGAGGGGCAA

CTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGAGTTGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU646;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Incerta

e_Sedis_XI(0.0904),g:Clostridium_XII(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

TCTTGGGTCGTAAAGTTCTGTTCTGAGGGAAGAAGAAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTACGTAGGCGGTTATG
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CAAGCGCGTGGTGAAAGGCATAGGCTCAACCAATGTCAGCCGCGCGAACTGTATGACTTGAGTGCGGGAGAGGAAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACCG

TAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU648;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.1740),o:Rhodospirill

ales(0.0473),f:Rhodospirillaceae(0.0113),g:Skermanella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGTGGAAACACTGATCCAGCGATGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAGTTCTTTTAGTAGCGATGATAATGACAGTAGCTACAGAATAAGCTCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGTTTACTTAAG

TTAGATGTAAAAGCCCTGGGCTTAACCTAGGATGTGCATTTAAAACTGAGTGAATTGAGTCAGAAAGAGGAAGGTAG

AATTTCCGATGTAGAGGTGGAATTCGTAGATATCGGAAGGAATCCCAATGGCGAAGGCAGCCTTCTAGTTCATGACT

GACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachno

spiraceae(0.3884),g:Roseburia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAAGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCCGTGCA

AGCCAGAGGTGAAAACCCGGGGCTCAACCCCGCGGATTGCCTTTGGAACTGTATGGCTTGAGTACTGGAGGGGCAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACA

GAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU647;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumino

coccaceae(0.0252),g:Saccharofermentans(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CCTCGGATTGTAAACTTCTGTTATAGGGGAAAAAAGAATGATGGTACCCTATGAGCAAGCCACGGCTAACTATGTGC

CAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGAGAGCGTAGGCGGTTGATC

AAGTTGATTGTGAAAGCCCGTGGCTTAACCACGGAATTGCAGTCAAAACTGGTTAACTAGAGTTCGGAAGAGGAAG

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCCTTCTGGGACG

AAACTGACGCTGAGGCTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9939),f:Streptoc

occaceae(0.9887),g:Streptococcus(0.9837); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTATAAGCGAAGAATAGGAGTAAGAGTGGAAAGTTTACTCTATGACGGTAGCTTATC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGTGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTACGCTTTGGAAACTGTTA
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AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU653;tax=d:Archaea(0.0093),p:"Euryarchaeota"(0.0078),c:Thermoplasmata(0.0026),o:Methanomassilii

coccales(0.0020),f:Methanomassiliicoccaceae(0.0006),g:Methanomassiliicoccus(0.0006); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACACAATAAGGATTGACAGATTGAGAGCTCTTTCTT

GATTTTGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGCTTAATTGCGATAACGAACGAGA

CCTTAACCTGCTAAATAGCCAGGCCCGCTTTGGCGGGTCGCCGGCTTCTTAGAGGGACTATCGGCTCAAGCCGATGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumino

coccaceae(0.7428),g:Ruminococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTGTTAAGGACGAATAGATGACGGTACTTAACGAATAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAAGGCA

AGTCAGATGTGAAATGTATGGGCTCAACCCATAAGCTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU651;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostrid

iaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGATAATGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGGCAA

GTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU657;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactobac

illaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCGAGAGTT

GCAGGCTTTTGTCTGCCATCTCTTACCCATGTCTTTTGCGTACTACACGTTTCCTCGGCAGGTCCGCCTGCCGTTAGGA

CCACATTAAACCATTTGCAGTTGCAGTCAGCGTCTGAAAAACTTAATAATTACAACTTTTAACAACGGATCTCTTGGTT

CTGGCATCGATGAAGAACGCAGC 

>OTU656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),g:Natran

aerovirga(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CGTAAGATTGTAAACTTCTGTCTTTGGTGACGAGAAAAGGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCATG

CAAGTCAGATGTGAAAACTTGGGGCTTAACCCCAAGACTGCATTTGAAACTGTATGTCTTGAGTGCGGGAGAGGTAA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACCG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9834),o:Lactobacillales(0.9843),f:Streptoc

occaceae(0.9573),g:Streptococcus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTTAGTAAGAGTGGAAAGTTTACTAAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGTGGTTGTATAAGTCTGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTGGAAACTGTAC

AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU655;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.3544),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCGCAGGGGACGATAATGACGGTACCCTGTAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCTTAGCAA

GTTGGACGTTTAATCTATGGGCTTAACCCGTAGTCGCGTTCAAAACTGCTGAGCTTGAGTGAAGTAGAGGTAAGTGG

AATTTCCAGTGTAGCGGTGGAATGCGTAGATATTGGAAGGAACATCAGTGGCGAAGGCGACTTACTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU658;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTATGATCAGGGAAGAAGAAAGTGACGTTACCTGAAGATGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCAG

ACAAGTCAGATGTGAAAAATACGGGCTCAACCCGTATCCTGCATTTGAAACTGTATGTCTTGAGTGTGGGAGAGGTA

AACGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Rumino

coccaceae(0.9873),g:Clostridium_IV(0.9781); 
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ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTCTTAGTGACGATAATGACGGTAGCTAAGGAGAAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCAAG

TCAGGCGTGAAATCTGTGGGCTTAACCCACAAACTGCGCTTGAAACTGTGTAGCTTGAGTGAAGTAGAGGTAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAAC

TGACGCTGAAGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU660;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Gracilib

acteraceae(0.0710),g:Gracilibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGCCGGCCTTT

CAAGTTGGTAGCGTAATTCCGGGGCTCAACCTCGGCGCTACTACCAAAACTGTTAGGCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACGGTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU661;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAAAAGACGCCACGCGTGGCGTTCCGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGAAGATCAAGTCAGCGGTAAAATTGAGAGGCTCAACCTCTTCGAGCCGTTGAAACTGGTTTTCTTGA

GTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCATACCGGCGCTCAACTGACGCTCATGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachno

spiraceae(0.5632),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTTAGCAA

GTCTGATGTGAAATCCCGGGGCTCAACTCCGGAATTGCATTGGAAACTGTTAAACTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU663;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.17

19),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGGCGGGGGATAAAGTGCGGGACGTGTCCCGTATTGCAGGTACCCGTCGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCCTGTTAAGTCAGCGGTGAAATCCCGGGGCTCAACCCCGGGACTGCCGTTGATACTGGTAGGCTTG

AGTGCGGATAAGGATGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATTGCGAAG

GCAGCTGTCCGGGCCGTGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachno

spiraceae(0.7428),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCTGAGCAA

GTCAGATGTGAAAACCCGGGGCTTAACTCCGGGACTGCATTTGAAACTGCCCGGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU667;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachno

spiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGTGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGCAGACGGTAAGGCAA

GTCAGATGTGAAAACCCGGGGCTTAACCCCGGGAGTGCATTTGAAACTGTCGTACTGGAGTGCGGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACCGTA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU666;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3319),f:Rumino

coccaceae(0.1679),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGAT

CTTCGGATTGTAAACTTTTGTCAACAGGGACGAAACAAGACGGTACCTGAAGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCAAGCA

AGTCAGATGTGAAATCCGGGGGCTCAACCCCCGAACTGCATTTGAAACTGCAGGTCTTGAGTATCGGAGAGGTTAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGAC

AACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU665;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumino

coccaceae(0.0560),g:Saccharofermentans(0.0134); 
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ACGGGAGGCAGCAGTCGGGAATATTGGACAATGGAGGGAACTCTGATCCAGTGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTATTTTGTCAGGGAAAAATAAAATGATGGTACCTGAAGAAAAAGCACCGGCCAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGACGGAATAG

CAAGTCAGATGTGAAATTTCAGTGCTCAACATTGAAACTGCATCTGAAACTGTTAATCTAGAGTGCAGGAGAGGAAA

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTTCTGGACTG

TAACTGACGTTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU671;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.84

12),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACAGGGATAAAGTCGGGGACGCGTTCCCCGTTTGCAGGTACTGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGATTATTAAGCGTGACGTGAAATGTAGATGCTCAACATCTGAACTGCGTCGCGAACTGGTAGTCTTG

AGTGAGTTCGATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCCACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU668;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.5174),c:Actinobacteria(0.2902),o:Actinomycetales(0

.1249),f:Intrasporangiaceae(0.0457),g:Tetrasphaera(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGAG

GCAAGTCAGGTGTGAAATTTATGGGCTCAACCCATAAACTGCACTTGAAACTGTTTCTCTTGAGTGTGGGAGAGGTA

AACGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.2864),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAG

CAAGTCAGAAGTGAAATCTCCGGGCTTAACCCGGAAACTGCTTTTGAAACTGTTGCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU670;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9938),o:Actinomycetales(0

.9753),f:Actinomycetaceae(0.7428),g:Arcanobacterium(0.6200); 



4784 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

TTTCGGGTTGTAAACCCCTTTCAGTAAGGAAGAATTTGACGGTACTTACAGAAGAAGCGCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTTGTCGC

GTCTGCTGTGAAAGACCGGGGCTTAACTCCGGGGCTGCAGTGGGTACGGGCAGGCTAGAGTGCGGTAGGGGTAACT

GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGCCGTT

ACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU675;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostrid

iaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTT

TTCGGATTGTAAACTTCTGATCTGTGGGAAAAAACAAATGATGGTACCACAGGAGAAAGCTCCGGCAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGTGGCCTTTT

AAGTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGAAGGCTGGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU674;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Incerta

e_Sedis_XI(0.1098),g:Murdochiella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAACGAAGACGGT

CTTCGGATTGTAAAGTTCTGTCCTGGGTGAAGAAAAAGACGGTAATCCAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTTTTTTAA

GTTTGTCGTGAAAGCCCGGGGCTTAACCCCGGTAAGCGATGAAAACTGGAAGACTTGAGTGATGGAGAGGAACGTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCAGTGGCGAAGGCGACGTTCTGGACATTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU673;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachno

spiraceae(0.6709),g:Pseudobutyrivibrio(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTTAT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTAGGACTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU672;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Alphaproteobacteria(0.4428),o:Rhodospirill

ales(0.1249),f:Rhodospirillaceae(0.0457),g:Insolitispirillum(0.0066); 
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ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGAATTGTAAAGCTCTTTCGGATGTGAAGATGATGACGGTAACATCTAAAGAAGCCCCGGCAAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGGAAAGTAA

GATAGTGGTGAAATGCCTGAGCTCAACTTGGGAACTGCCATTATAACTATTTTTCTAGAGTGACAGAGAGGATATTG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGAGGCGAAGGCGAGTATCTGGCTGTCAA

CTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU676;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.68

81),f:"Prevotellaceae"(0.3544),g:Alloprevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGCCGGACGCGTTCCGGTATTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTT

GAGTGCGCGCAGGGGTGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU677;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.3483),o:"Sphingobacteria

les"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTACGGGAGCAATAAGTCTCACGCGTGGGACGATGAGAGTACCGTACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATGTCGGGGCTCAACCTCGGAACTGCCGTTGATACTGTCAGGCTTG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCGATTGACGCTGAGGCACGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU679;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Bacilli(0.9903),o:Lactobacillales(0.9939),f:Streptoc

occaceae(0.9887),g:Streptococcus(0.9910); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAAGGAAGAACGGTAATGGGAGTGGAAAGTCCATTACGTGACGGTACTTAACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGCTCTATAAGTCTGAAGTGAAAGGCTATGGCTCAACCATAGTATGCTTTGGAAACTGTAG

GGCTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU678;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumino

coccaceae(0.1485),g:Intestinimonas(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGAT

CTTCGGATTGTAAACCTTAGTCAACAGGGACGAAGAAAGAGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCCG

GCAAGTCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGCAGGTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCCGGTGTAGCAGTGAAATGCGTAGATATCGGGAGGAACATCGGTGGCGAAGGCGGTTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU680;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9933),c:Actinobacteria(0.9726),o:Coriobacteriales(0.

8955),f:Coriobacteriaceae(0.8505),g:Paraeggerthella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGATTATGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCGCGGCA

AGCAGGATCTCCAATCTGGGGGCTCAACCTTCAGCCGGATCCTGAACTGCCGCGCTCGAGTTCGGTAGGGGAGGAC

GGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGATGGCGAAGGCAGTCCTCTGGGCCGAC

ACTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachno

spiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGCG

CCTCGGCGCGTAAAGCCCTGTCAGCAGGGAAGAAAATGACGGTACCTGAAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGCAGACGGCGATGC

AAGCCAGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTCTTGGAACTGCGTGGCTGGAGTGCAGGAGGGGCA

GGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACT

GCAACTGACGTTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9979),o:"Bacteroidales"(0.99

73),f:Bacteroidaceae(0.9879),g:Bacteroides(0.9894); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAACGTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU682;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9856),o:"Enteroba

cteriales"(0.9606),f:Enterobacteriaceae(0.9387),g:Pantoea(0.6200); 
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ATTAGATACCTTGTAGTCCACGCCGTAAACGATGTCGACTTGGAGGTTGTTCCCTTGAGGAGTGGCTTCCGGAGCTAA

CGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG

GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAACTTAGCAGAGATG

CTTTGGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 

>OTU683;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachno

spiraceae(0.0252),g:Robinsoniella(0.0076); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAGAAAGGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATACA

AGTTAGTTGTGAAATACCTCGGCTTAACTGAGGAACTGCAACTAAAACTATATTTCTTGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGAA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.3884),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGTC

CCTCGGGATGTAAACTTCAGTCAACAGGGAAGAACACAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGCAGGCGGGACA

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTAGTTCTTGAGGGTCGGAGAGGCA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTTGCTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU687;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.90

63),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATAAGGGAATAACAGATGCTACGTGTAGCTTTTTGCATGTACCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGACGGGATGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGAAACTGGCATTCTTGAG

TGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGAGCGTAACTGACGTTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU686;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumino

coccaceae(0.2524),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTGTAGACAGGGACGAAACAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAGA
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TCAAGTCGGATGTGAAAATTATGGGCTCAACTCATAACTTGCATTCGAAACTGACCTTCTTGAGTATGGGAGAGGTAA

ATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.2524),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTAAGGGACGAAAAAGGACGGTACCTTAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTGATA

AGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGTCAGTCTTGAGTGTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Rumino

coccaceae(0.8864),g:Clostridium_IV(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAAGAAATGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGGCGTGAAAACTGGGGGCTCAACCTCCAGCCTGCGTTTGAAACTGTAGTTCTTGAGTGATGGAGAGGCAA

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU690;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.6346),o:Rhodospirill

ales(0.2039),f:Rhodospirillaceae(0.0904),g:Marispirillum(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGACGTGAAGATGATGACGGTAGCGTCTAAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCCATGTA

AGATAGCGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCATTATTACTATGTGGCTAGAATGACAGAGAGGATATT

GGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGAGTATCTGGCTGTAA

ATTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU693;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassilii

coccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGCCCGGACACCAGAAGGATTGACAGATTGATAGCTCTTTCTT

GATTTGGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGA

CTCTGTCCTGCTAAATAGGCCCTGTTTTCTCTGGCGGTGCTGTTGCTTCGGCGGCAGCCCGTCTCTTTGTGAACAGGGT

TCATCTTCTTAGAGGGACTGGCGGCGTTTAGCCGCACGAGATAGAGCAATAACAGGTCTGTGATGCCC 
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>OTU691;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostrid

iaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TCTCTGGATTGTAAACCTCTGTCCTATGGGACGAATAGATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTT

TAAGTCAGATGTGAAATACCCGTGCTCAACATGGGGGGTGCATCTGATACTGGAGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU692;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Rumino

coccaceae(0.9480),g:Oscillibacter(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAGGGGAAGAGCAGAAGACGGTACCCTGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCTGGAGGCTCAACCTCCAAACTGCATTTGAAACTGTCTTTCTTGAGTATCGGAGAGGTCATC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.72

52),f:"Porphyromonadaceae"(0.4563),g:Barnesiella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCAGGGAGCAAGAGGCGGGTCGAGACCTGCTGTGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGAGGCACAAGTCAGCGGTAAAATCGCGGGGCTCAACCCCGCTCCGCCGTTGAAACTGTGTCCCTTG

AGTGCGCGAAGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAA

GGCAGCCTACCGGCGCGCAACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU694;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.1485),g:Ethanoligenens(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTTTTGGTGACGAACAAATGACGGTAGCCAAAGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACAG

CAAGTTGGATGTGAAATACCGGAGCTTAACTCCGGAGCTGCATCCAAAACTGTTGTTCTTGAGTGAAGTAGAGGTTG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTT

TAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU695;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.3639)

,f:Spirochaetaceae(0.1872),g:Spirochaeta(0.0134); 

ACGGGAGGCAGCAGCTAAGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGAACGATGAAGGCC

GTAAGGTTGTAAAGTTCTTTTTGGAAGGAAGAATAAGCTTGGCAGGGAATGGCCGAGTGATGACGTGAATTCCAGA

ATAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCACGCAGGCGGCTTGGCAAGTCTGATGTAAAAATTCAGGGCTCAACCCTGTCTGGCGTTGGAAACTGCTGA

GCTTGAGTACAGGAGGGGATATTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGATGG

CGAAGGCAAATATCTGGCCATGTACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU697;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumino

coccaceae(0.7787),g:Ruminococcus(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGCA

AGTCAGATGTGAAATGTAGGGGCTCAACCCCTGCCCTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU698;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:Flavobacteriia(0.9747),o:"Flavobacteriales"(0

.9280),f:Cryomorphaceae(0.9015),g:Fluviicola(0.3915); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGAT

TTATAAGTCAGTGGTGAAAGCCTATTGCTCAACAATAGAACTGCCATTGATACTGTAAGTCTTGAATTCGGTCGAAGT

GGGCGGAATATGACATGTAGCGGTGAAATGCTTAGATATGTCATAGAACACCGATAGCGAAGGCAGCTCACTAGGC

CTGGATTGACGCTCAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTAT

CAATACTCGATATTAGCGATATACAGTTAGTGTCTAAGCGAAAGTGATAAGTATTGCACCTGGGGAGTACGATCGCA

AGGTTGAAACTCAAATGAATTGACGGGG 

>OTU699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachno

spiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGATGGAGTA

CTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAGAATGACGGTACCTGACCAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGGGCA

AGCCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGGAACTGCCCCGCTCGAGTGCCGGAGGGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGT

GTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostrid

iales_Incertae_Sedis_XI(0.6709),g:Helcococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAACGATGAAGGC

CTTCGGGTTGTAAAGTTCTGTCCTTGGTGAAGATAATGACATTAACCAAGAAGCAAGCCCTGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTAAATTAAG

TCTTAATTCAAAGGCAATGGCTCAACCATTGTACGGTTAAGATACTGACTTACTTGAGTAGGTGAGGGGAAAGTGGA

ATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCTGTGGCGAAGGCGACTTTCTGGAACCTAACTG

ACGCTGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU702;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Betaproteobacteria(0.8189),o:Rhodocyclale

s(0.3639),f:Rhodocyclaceae(0.1872),g:Thauera(0.0519); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCTATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTCGGTCGGGAAGAAGTTTGCTGCGTGAATAGCGTGGTAGATTGACGGTACCGGCATA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGGGTGCGCAGGCGGCCTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGAAACTGTC

GGGCTAGAGTACAGCAGAGGGGGGTGGAATTCTATGTGTAGCAGTGAAATGCGTAGATATATGGAAGAACATCGAT

GGCGAAGGCAGCCCCCTGGGTTGATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU701;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Alphaproteobacteria(0.2902),o:Rhodospirill

ales(0.1015),f:Acetobacteraceae(0.0149),g:Gluconobacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTTTTATAAGTGAAGATGATGACGGTAACTTATGAATAAGCTCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAGGGGAGCGAGCGTTGTTCGGAATAACTGGGCGTAAAGGGCGCGTAGGCGGATAACTAA

GTTTGGTGTGAAATACCTGGGCTTAACCTGGGAACTGCATTGAATACTGGTAATCTAGAGAGTTGAAAGGGATGATG

GAATTATGCATGGAGAGGTGGAATTCATAGATATGCATAGGAACACCGGAGGCGAAGGCGATCATCTGGGCAACGA

CTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumino

coccaceae(0.9015),g:Anaerotruncus(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTAAGGGAAGAAAATGACGGTACCTTAAGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGCGCA

AGTTAAATGTTTAAACTATCGGCTCAACTGATAGTCGCGTTTAAAACTGCGTTTCTTGAGTGAAGTAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachno

spiraceae(0.5632),g:Coprococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGCAA

GTCAGAAGTGAAAACACGGGGCTCAACCCCGTGACTGCTTTTGAAACTGTCAGGCTGGAGTCCAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGGT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU707;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9827),o:Methylophilal

es(0.9497),f:Methylophilaceae(0.9294),g:Methylophilus(0.4787); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCT

TTGTAAGTCAGATGTGAAATCCCCGAGCTCAACTTGGGAACTGCGTTTGAAACTACAAGGCTAGAATATGTCAGAGG

GGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCAATGGCGAAGGCAGCCCCCTGG

GATAATATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCTACTAGTTGTTGGTGGAGTAAAATCCATGAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU706;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.7497),o:Desulfovibri

onales(0.4652),f:Desulfovibrionaceae(0.2864),g:Desulfovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGCAGGGAAGAACTTTTACTGTGCTAATCAGCAGTGAATTGACGGTACCTGCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCTCGTAGGTAGTATATCAAGTCAAGGGTGAAATCCCCGCGCTCAACGTGGGAACTGCCTTTGAAACTGATAC

ACTTGAGTGTGTGAGAGGATAGTGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGACTATCTGGCACATAACTGACACTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU704;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumino

coccaceae(0.0113),g:Clostridium_III(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTAGGATTGTAAAGTTCTTTTATAGCAGGCGAAAAAAATGACGGTATGCTATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGTGTAAAGGGTGTGTAGGTGGTCACTT

AAGTGTAACGTGAAATCCCTGGGCTTAACCCAGGAACTGCATTACATACTGGGTGACTAGAGTACTGAAAGGGCAAG

TGGAACTCCAAGTGTAGCGGTAGAATGCGTAGATATTTGGAAGAACAACGGAGGCGAAGGCGGCTTGCTGGGCAGC

AACTGACACTGAAACACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU708;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9827),o:Clostridiales(0.9821),f:Eubact

eriaceae(0.7068),g:Eubacterium(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGATCTTTAATCAGGGACGAAACAAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGCCG

GCAAGTTGGAAGTGAAATCTATGGGCTTAACCCATAAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCA

GGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

ATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Negativicutes(0.9733),o:Selenomonadales(0.9063)

,f:Veillonellaceae(0.8864),g:Anaerovibrio(0.2607); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAGAGAGCGCCTCAGGAAATGGGGGCGCCAGGACGGTACCCGGCG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGTGGGAAAGCAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGATTGAAACTGCT

TTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.4563),g:Clostridium_III(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTCTTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCTGT

CAAGTCAGTCGTGAAATGCCGGGGCTTAACCCCGGAGCTGCGATTGAAACTGATAGTCTTGAGTGTCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU711;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumino

coccaceae(0.1679),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTCCTCAGGGACGAAAGGAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCCAA

TTAAGTCAGATGTGAAATTCCCGGGCTTAACCTGGGCAGTGCATCTGAAACTGGATGGCTTGAGTGCGGGAGAGGA

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGAC

CGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.61

38),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAGGGCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAAAGGGCGTCACGTGTGGCGCTTTGCGAGTACCTGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGAATGTCAAGTCAGCGGTAAAATTTCGGGGCTCAACCCCGTCGTGCCGTTGAAACTGGCGTTCTTGA

GTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCATACCGGCGCTCAACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU712;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4428),o:Bacillales(0.2039),f:Paenibacillace

ae_1(0.0904),g:Paenibacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTTGGTGAAGAGGAGAAGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTCT

GTAAGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGGAGAGGTC

ATTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGAGTGACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9941),f:Streptoc

occaceae(0.9879),g:Streptococcus(0.9875); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGTCAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAGCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGGGAGCGCAGGCGGTCAGGAAAGTCTGGAGTAAAAGGCTATGGCTCAACCATAGTGTGCTCTGGAAACTGTC

TGACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAAGCGGCTCTCTGGTCTGTCACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU716;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Alphaproteobacteria(0.3483),o:Kiloniellales(

0.1249),f:Kiloniellaceae(0.0457),g:Kiloniella(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGAAACTCTGATCCAGCGATGCCGCGTGAGTGAAGAAGGC

CCTAGGGTTGTAAAGCTCTTTTGTCAGGGAAGATGATGACGGTACCTGAAGAATAAGCACCGGCTAACTCTGTGCCA

GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTTTGTAA

GTTGGATGTAAAAGACCTGGGCTTAACCTGGGGAATGCGTACGATACTGCAAGACTAGAGTGCAGGAGAGGATAGT

GGAATTTCCGGTGTAGAGGTGGAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGGCTATCTGGTCTACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU717;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.7068),g:Clostridium_IV(0.4351); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGAAACCCTGATCCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTGGACAGTGACGATAATGACGGTAGCTGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAAGGCA

AGTCAGAAGTGAAAATTATGGGCTTAACCCATAACCTGCTTTTGAAACTGTTTTTCTTGAGTGAGGCAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCCTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU718;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassilii

coccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

ACAGCCTGCTAAATAATAGCGTTAATGATCTTCATTGGCGGCTGTTTCTTAGAGGGACATGGAGTATCAAACTCCAGG

AAGATTGTGGCAATAACAGGTCTGTGATGCCC 

>OTU715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5632),g:Papillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGATGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGAGAGAC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTATCTCCCTTGAGTGATGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumino

coccaceae(0.4224),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAATGCA

AGTCAGACGTGAAATGCAGGGGCTTAACCTCTGAACTGCGTTAGAAACTGCATAGCTTGAGTGAAGTAGAGGCAGG

CGGAATTTCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumino

coccaceae(0.2184),g:Papillibacter(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGCAACCCTGACCTAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATGAAGGACGAAGAAATGACGGTACTTCATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCGTGAACTGCATTTGAAACTGTCGTTCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9840),o:Clostridiales(0.9866),f:Rumino

coccaceae(0.9015),g:Butyricicoccus(0.8605); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGATGAAGGT

CTTCGGATTGTAAAAATCTTTAATCAGGGACGAAACAAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCTG

TAAGTTGGGAGTGAAATCCAGGGGCTTAACCCCTGAACTGCTTTCAAAACTGCGGATCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU721;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostrid

iaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGAAGAAGTCAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTTCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTTGTA

CAAGTTAGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTCTAAAACTGTATGACTTGAGTGCAGTAGAGGTT

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTAACTGGACT

GCAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU723;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4224),g:Clostridium_III(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTTTGTCGCAAGGGAAGAAGACAGTGACGGTACCTTGTGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGTA

TCAAGTCAGTCGTGAAATACCGAGGCTCAACTTCGGGGCTGCGATTGAAACTGATATTCTTGAGTGTCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostrid

iaceae_1(0.3204),g:Anaerosporobacter(0.0904); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGAAAAAAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCACG

CAAGTCAGAAGTGAAAACCCGGGGCTCAACCCTGGGAGTGCTTTTGAAACTGTGCGGCTAGAGTGTCGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubact

eriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGAAGGCAGCAGTGAGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGT

TTTCGGATTGTAAACCTCTGTCCTTAGTGACGAATAAATGACGGTAGCTATGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCGGTGAAATGTATGGGCTTAACCCATGAACTGCCGTTGAAACTGTTGTTCTTGAGTGGAGTAGAGGTAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU725;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.0904),g:Ethanoligenens(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTAGTGAAGAAACAAATGACGGTAGCTAAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAATACCGAGGCTTAACCTCGGGGCTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU727;tax=d:Bacteria(0.5302),p:Firmicutes(0.1112),c:Bacilli(0.0324),o:Lactobacillales(0.0231),f:Lactobac

illaceae(0.0059),g:Lactobacillus(0.0035); 

GTGTCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGTTTGTAGGCGGTTT

TGTAAGTCTGAAGTGAAATAATGGAGCTCAACTCCATACACGCTTTTGAAACTACAGAACTAGAGAATGTTAGGGGT

GAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAAGAACACCGGAGGCGAAGGCGGCTCACTGGG

ACATTTCTGACGCTGAGAAACGAAAGCTAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTAGCCGTAAACGAT

GAATACTAGATGTCATGGGAATCGACCCCTGTGGTATCGTAGCTAACGCATTAAGTATTCCGCCTGGGAAGTATGCAC

GCAAGTGTGAAACTCAAATGAATTGGCGGGG 

>OTU728;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Alphaproteobacteria(0.4428),o:Rhodospirill

ales(0.1015),f:Rhodospirillaceae(0.0355),g:Insolitispirillum(0.0087); 
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ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCAGACGGGAAGATGATGACGGTACCGTCAGAAGAAGCACCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCTTGGTAA

GATAGCGGTGAAATGCCGGAGCTCAACTCCGGAACTGCCGTTATAACTATCGGGCTAGAATGACAGAGAGGATATT

GGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGAGTATCTGGCTGTAA

ATTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9827),o:Clostridiales(0.9843),f:Rumino

coccaceae(0.9871),g:Gemmiger(0.4351); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAAACCATGGGCTCAACCCATGAATTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGATG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.5991),g:Ruminococcus(0.3043); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTGTTAAGGACGAAGAATGACGGTACTTAACGAATAAGCTCCGGCTAACTATGTGCCA

GCAGCCGCGGTAATACATAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTAAGCAA

GTCAGATGTGAAATACACGGGCTCAACCCGTGAGCTGCATTTGAAACTGTTTAGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.2864),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGTGAAGAACGAAATGACGGTAACTGAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGCTAAG

TAAGTTAGGCGTGTAATTCAGGGGCTTAACCTCTGGACTGCGCTTGAAACTGCATGGCTTGAGTGGAGTAGAGGCAG

ATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCGGTGGCGAAGGCGGTCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU730;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Gracilib

acteraceae(0.0149),g:Gracilibacter(0.0066); 
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ACGGGAGGCAGCAGTCGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

CCTCGGATTGTAAACTTCTGTCCTATGGGAAAAATAAAGTGATGGTACCATAGAAGAAAACCCCGGCAAACTACGTG

CCAGCAGCCGCGGTGATACGTAGGGGGTAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTAT

AAAGTTGAATGTGAAAGCCCGGGGCTTAACTCCGGAACTGCATTCAAAACTGATAGACTAGAGTGTGGGAGAGGTA

AGTGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGAAC

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU735;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacillace

ae_1(0.0000),g:Paenibacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCGAGTTTA

CAACTCCCAAACCCATTGTGAACTTATACCCAAAACGTTGCCTCGGCGGACACAGCGGTACCCGAGCCCCCGCAAGG

GAGCAAAGGCGCCCCGTCCGCCAGGGGACCAAAACTCTTCTGTATACCCATAGCGGCATGTCTGAGTGGATTTAAAA

ACAAATGAATCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.3204),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTAAGTTATCAGGGACGAAGAAAGTGACGGTACCTGAAGAGAAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTCAG

CAAGTCAGGCGTGAAATCCCACGGCTCAACTGTGGGGCTGCGCTTGAAACTGTGGATCTTGAGTGAAGTAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU734;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Flavobacteriia(0.9851),o:"Flavobacteriales"(0

.9934),f:Flavobacteriaceae(0.9879),g:Flavobacterium(0.8605); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGCC

AAATAAGTCAGTGGTGAAAGCCCATCGCTCAACGATGGAACGGCCATTGATACTGTTTGGCTTGAATTATTAGGAAG

TAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTA

ATATATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT

GGATACTAGCTGTTCGGAGCAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAG

AATGAAACTCAAATGAATTGACGGGG 

>OTU736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachno

spiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGTGAAGGAGT

GCTTCGGCATGTAAAGCCCTATCGGCAGGGAAGAAGCAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCACTGGGTGTAAAGGGAGCGTAGACGGCCATG
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CAAGCCAGGGGTGAAAGCCCGGGGCCCAACCCCGGGACTGCCCTTGGAACTGCATGGCTGGAGTGCGGGAGGGGC

AGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCCTGCTGGA

CCGCGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.4563),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGAGATCA

AGTCAGTAGTGAAATCCATGGGCTTAACTCATGGCGTGCTATTGAAACTGATTTTCTTGAGTGAGTCAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCATAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGGCTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Eubact

eriaceae(0.9015),g:Eubacterium(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAAGAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGCC

AAGTCAGCTGTGAAAACTACGGGCTTAACCTGTAGACTGCAGTTGAAACTGGTTTTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU739;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9856),o:Pasteurell

ales(0.9843),f:Pasteurellaceae(0.9873),g:Actinobacillus(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGGTGGTGTTTTAATAGAGCGCTACATTGACGTTAGTCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCATACTGGG

TCGCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA

GGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU742;tax=d:Archaea(0.0093),p:"Crenarchaeota"(0.0032),c:Thermoprotei(0.0011),o:Thermoproteales(0

.0010),f:Thermofilaceae(0.0000),g:Thermofilum(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACCGAGCGA

GGGCCTCCGGGTCCGACCTCCAACCCTTTGTGAACACATCCCGTTGCTTCGGGGGCGACCCTGCCGGGCGCCCCCGG
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AGGACCACCAAAAAACACTGCATCTCTGCGTCGGAGTTTACGAGTAAATCGAAACAAAACTTTCAACAACGGATCTCT

TGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU741;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGAGATCCTGAACCAGCCAAGCCGCGTGAGGGAAGACGGC

CCTATGGGTTGTAAACCTCTTTTGTCGGAGAACAAAACCCGGGACGTGTCCCGGACTGCGTGTATCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCGTTAAGTCAGCGGTAAAATTGCGGGGCTCAACCCCGTCGAGCCGTTGAAACTGGCAGACTTGA

GTTGGCGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGG

CAGCGTACCGGCGCCAGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU740;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.86

29),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGCGGGGATAAAGCGCGGGTCGTGACCCGTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCGTTCAAGCGTGCCGTGAAATGCGGTTGCTCAACATCCGCACTGCGGCGCGAACTGTCCGGCTTG

AGTCAACTGTAAGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTTGCTGTCGTTGGACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.99

42),f:Bacteroidaceae(0.9573),g:Bacteroides(0.9743); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU743;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumino

coccaceae(0.1679),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTAATCGTCGGGGACGAGAACGGACGGTACCCGAGGTGAAGCCACGTCTAACTACGTGCCA

GCAGACGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATTTGAAA

GTCAGGCGTGAAATGCCGCAGCTTAACTGCGGAGCTGCGCTTGAAACTTCAGACCTTGAGTACCGGAGAGGAAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGCA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU747;tax=d:Bacteria(0.0076),p:Firmicutes(0.0032),c:Clostridia(0.0011),o:Clostridiales(0.0010),f:Clostrid

iaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAAATAGTCACGCGATGCTCCTGCATGGCGGCGGACTTCTTAGAGGGACTATCGGTGATTAACCGATG

GAAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU745;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.1485),g:Ethanoligenens(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTCTTAGTGACGAAACAAATGACGGTAGCTAAGGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU746;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9462),o:Coriobacteriales(0.

8303),f:Coriobacteriaceae(0.6350),g:Asaccharobacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGATTATGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGATGCCTAA

GCGGAACCTCTAATCCGAGGGCTCAACCCCCGGCCGGGTTCCGAACTGGGCGTCTCGAGTGCGGTAGGGGCAAGTG

GAATTCCATGTGTAGCGGTGGAATGCGCAGATATATGGAAGAACACCGATGGCGAAGGCAGCTTGCTGGGCCGGCA

CTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU748;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9984),o:Actinomycetales(0

.9941),f:Actinomycetaceae(0.9876),g:Actinomyces(0.9875); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCCAGTGAAGCAGGCCCGCTCCTTTTGGTGGGTGGGTTGACGGTAGCTGGATAAG

AAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAA

AGGGCTTGTAGGCGGCTGGTCGCGTCTGCCGTGAAATCCTTCGGCTTAACCGGGGGCTTGCGGTGGGTACGGGCCG

GCTTGAGTGCGGTAGGGGAGGCTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTG

GCGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU749;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Eubact

eriaceae(0.0252),g:Alkalibaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAACTCTTTAAGCGGGGACGAAGAAAGTGACGGTACCCGCAGAATAAGCATCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTAAAT

CAAGTTGGCAGCGTAATTCCGAGGCTTAACCTTGGGACTACTGCCAAAACTGGTGAACTAGAGTGTGTCAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGAGGCGAAAGCGACTTACTGGGGCA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU751;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Alphaproteobacteria(0.5195),o:Rhodospirill

ales(0.1719),f:Rhodospirillaceae(0.0710),g:Insolitispirillum(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGATGTGACGATGATGACGGTAGCATCAGAAGAAGCCCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTATATAA

GATAGCGGTGAAATGCCGGGGCTCAACCTCGGAATTGCCTTTATGACTATATGACTAGAATGGTGGAGAGGATATCG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGGTATCTGGCCATTTAT

TGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU750;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.6709),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGCTTTA

AGTCAGGTGTGAAATGTATGGGCTCAACCCGTAAACTGCACTTGAAACTGAGGCTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Prevotellaceae"(0.1098),g:Paraprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTAGCGTGATGGACGACGGC

CCTACGGGTCTTAAACATCTTTTATATGAGAATAACAAGGGGAACGCGTTCCCCCCTGCATGTACCATATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTGTTAAGTCAGCGGTAAAATCTCGGGGCCCAACCCCGTTGTGCCGTTGAAACTGGCAGCCTTGAG

TACACACAAGGATGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGGC

AGCCATCTGGAGTGCCACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9941),f:Streptoc

occaceae(0.9873),g:Streptococcus(0.9837); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAATGTGTGTGGGAGTGGAAAATCCACATAATGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTTGTAAGTCTGAAGTCAAAGGCATTGGCTCAACCAATGTACGCTTTGGAAACTGCGA

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU754;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Gracilib

acteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGACGGGGGACGAAGAAAGTGACGGTACCCCGATAGCAAGCTACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGCTTG

ACAAGTTGGTAGTGAAATTCCGAGGCTTAACTTCGGCGCTACTACCAAGACTGCCGAGCTTGAGTACGGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAAGCGACTTACTGGCCC

GCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU757;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassilii

coccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAAACTTACCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGTTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

GCCGCCTGCTAAATAGCTCGGAGAATGGTTTTTCATTGTCTAGAGCTTCTTAGAGGGACATCTGTACTACAAGTCAGA

GGAAGATGGCGGCAATAACAGGTCTGTGATGCCC 

>OTU756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.5991),g:Faecalibacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGCGGCA

AGTTGGAAGTGAAATACATGGGCTCAACCCATGAACTGCTTTCAAAACTGTCGGTCTTGAGTGGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCACT

AACTGACGCTGAGGCTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU755;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumino

coccaceae(0.0086),g:Clostridium_III(0.0043); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAGGGATGGAGGT

CCTATGGATTGTAAACCTCTTTGATTAGGGACAAAGAAAGTGATGGTACCTAAAGAACAAGCCCCGGCTAACTATGT

GCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTA

GGTAAGTTAGAAGTGTAATACCCAGGGCTTAACTCGGGTGCTGCTTCTAATACTGCTTGACTTGAGTGTCGGAGAGG

ATAGTGGAATTCCCAGTGTAGCGGTGGAATGCATAGATATTGGGAGGAACACCGGAGGCGAAAGCGGCTATCTGGA

CGACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU758;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Clostrid

iaceae_2(0.0904),g:Alkaliphilus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACCTCTGTCCTATGGGAAGAAAAAAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTGCT

TAAGTCAGATGTGAAATACTCGGGCTCAACTCGGGGGCTGCATCTGATACTGGGTAACTAGAGTGCAGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.2864),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTTTGACAGGGGACGAAGCATGACGGTACCCTGAAAACAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGGAAGC

AAGTCAGATGTGAAATACAAAGGCTTAACCTTTGAACTGCATTTGAAACTGTTTTTCTTGAGAGTCGGAGAGGTAATC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGAC

AACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachno

spiraceae(0.4914),g:Ruminococcus2(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCA

AGTCTGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAATCTAGAGTACCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU763;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostrid

iales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 
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AATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCAT

CTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTT

AGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAA

TTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGTCAACCCC

TCAGCGGCAAAAATTAAAATTTTTACCGCTT 

>OTU762;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteria

les"(0.0000),f:Sphingobacteriaceae(0.0000),g:Mucilaginibacter(0.0000); 

CTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCA

TGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGT

TTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGT

CATAAGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTAT

GCAAATTAGCATAAGCAGCTTGCAGACCCATAATGTC 

>OTU761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostrid

iaceae_1(0.5273),g:Anaerosporobacter(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTGATGCAA

GTCAGAAGTGAAAACCCCGTGCTTAACATGGGGACTGCTTTTGAAACTGTATGACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU765;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Flavobacteriia(0.9321),o:"Flavobacteriales"(0

.8412),f:Cryomorphaceae(0.5632),g:Lishizhenia(0.0904); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGAT

TTATAAGTCAGTGGTGAAAGCCTACAGCTTAACTGTAGAACTGCCATTGATACTGTAAGTCTTGAATTCGGTCGAAGT

GGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATAGCGAAGGCAGCTCACTAGGC

CTGGATTGACGCTCAGGGACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGAT

GATTACTCGTTTTCGGCGATATACAGTCGGAGACTAAGCGAAAGTGATAAGTAATCCACCTGGGGAGTACGATCGCA

AGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU764;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9802),c:Chloroplast(0.9604),f:Chloroplast(

0.7428),g:Chlorophyta(0.5720); 

GAGGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCAAGTGTTATTCGGAATGATTG

GGCGTAAAGAGTCTGTAGGCCGTATAGAAAGTCTTTTGTTAAATGCCTCGGCTCAACCGAGATCCAGCAAAGGAAAC

TTCTATACTTGAGGGAAGTAGAGGTACAGGGAATTCCCGGTGGAGCGGTGAAATGCGTAGATATCGGGAGGAACAC
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CAATATGGCGAAGGCACTGTACTGGGCTTTTCCTGACGCTGAGAGACGAAAGCTAAAGGAGTGATTAGGATTAGATA

CCCTAGTAATTTTAGCCGTAAACGATGGAAACTCACTGCCGAGCGAAATACAACGAGCGGTGGTCAAGCTAACGCGT

GAAGTTTCCCGCCTGGGGATTACGCTTGCAAAAGTGAAACTCAAAGGAATTGACGG 

>OTU766;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Alphaproteobacteria(0.5195),o:Rhodospirill

ales(0.1719),f:Rhodospirillaceae(0.0710),g:Rhodospirillum(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCCATGCCGCGTGAGTGAGAAGGTT

TTCGAATTGTAAAGCTCTTTCGGGTGTGAAGATGATGACGGTAGCACCAGAAGAAGCCCCGGCAAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTAGGTAA

GATAGTGGTGAAATGCCAGAGCTCAACTTTGGAATTGCCATTATAACTATTTGACTAGAATGATGTAGAGGATAGCG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGAGGCGAAGGCGGCTATCTGGGCATAAA

TTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU769;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Acholeplasmatales(0.000

0),f:Acholeplasmataceae(0.0000),g:Acholeplasma(0.0000); 

CAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCA

GTCCAAATGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCG

GTACGGTCAGGCATCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATT

TTATTGGTATCAGGGTTAATCGTGCCAAGAAAAGCGGCATGGTCAATATAACCAGTAGTGTTAACAGTCGGGAGAGG

AGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATG 

>OTU767;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clostrid

iales_Incertae_Sedis_XI(0.0099),g:Sporanaerobacter(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAGTGATGAAGGC

CCTATGGGTTGTAAAGCTCTTTGATTAGGAACGAAACAATGACGGTACCTAAAGAACAAGCCCCGGCTAACTATGTG

CCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GTAAGTTAGAAGTGTAATACCCAGGGCTTAACTCGGGTGCTGCTTCTAATACTGCCGGACTTGAGTGTAGGAGAGGA

TGATGGAATTCCTAGTGTAGCGGTGGAATGCATAGATATTAGGAGGAACACCAGAGGCGAAAGCGATCATCTGGAC

TACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU770;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales(

0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

CATCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTCTTTTTGA

GTCTCATTTTGCATCTCGGCAATCTCTTTCTGATTGTCCAGTTGCATTTTAGTAAGCTCTTTTTGATTCTCAAATCCGGC

GTCAACCATACCAGCAGAGGAAGCATCAGCACCAGCACGCTCCCAAGCATTAAGCTCAGGAAATGCAGCAGCAAGAT

AATCACGAGTATCCTTTCCTTTATCAGCGGCAGACTTGCCACCAAGTCCAACCAAATCAAGCAACTTATCAGAAACGG
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CAGAAGTGCCAGCCTGCAACGTACCTTCAAGAAGTCCTTTACCAGCTTTAGCCATAGCACCAGAAACAAAACTAGGG

AC 

>OTU768;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostrid

iaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTATGGAGTGAAATTCCAGCTTTCAAGGTTGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU771;tax=d:Bacteria(0.5302),p:"Chloroflexi"(0.1310),c:Chloroflexia(0.0425),o:"Chloroflexales"(0.0291),

f:Chloroflexaceae(0.0059),g:Roseiflexus(0.0035); 

GTGCCAGCAGCCGCGGTAATACAGAGGGGGCAAGCGTTGTCCGGAGTTACTGGGCGTAAAGCGCACGTAGGCGGTT

GTGCAAGTGGTGTGTGAAACCAATCAGCTTAACTGATTGACGCCATGCCAAACTGCACGACTAGAGTTATGGAGAGG

TTGCTCGAATTGCCGGTGTAGTGGTGAAATGCGTAGAGATCGGCAGGAAGACCAAGGGAGAAATCAGGCAACTGGC

CATATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACTGGATTAGATACCCAGGTAGTCCACGCCGTAAACGA

TGTATGCTCGGTATCTGGAGCTGTTAAGGCTTTGGGTACCTCAGGAAACCCGGTAAGCATACCGCCTGGGAAGTACG

AACGCAAGTTTAAAACTCAAAGGAATTGGCGGGG 

>OTU773;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9851),o:Pasteurell

ales(0.9866),f:Pasteurellaceae(0.9876),g:Mannheimia(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTAGCGAGGAAGGTGCTTTGTTTAATAGACAAAGCAATTGACGTTAACTACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGACTTTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGGA

GTCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Rumino

coccaceae(0.9892),g:Ruminococcus(0.9918); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTTGAAGAGGACGATAATGACGGTACTCTTTTAGAAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCAA

GTCAGATGTGAAAACTATGGGCTCAACCCATAGACTGCATTTGAAACTGTTGTTCTTGAGTGAGGTAGAGGTAAGCG
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GAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCCTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU774;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Gracilib

acteraceae(0.1291),g:Gracilibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGAGAAGGAGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTTGT

TAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGAGCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU776;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.92

80),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubact

eriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCCTGGTGACGAAGACAGTGACGGTAACCAGGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTATAAAGGGAGCGCAGGCGGGGAA

GCAAGTCAGCGGTGAAATACATGGGCTTAACCCATGAACTGCCGTTGAAACTGTTTTTCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU777;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostrid

iaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTAGGGTTGTAAACTTATGTTGTAAAGGAAGAAAAGAATGACGGTACTTTACGAGGAAGTCCCGGCTAACTATGTG

CCAGCAGCCGCGGTAATACATAGGGGACAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGAAA

TTAAGTTAAGTGTGAAAGCCTTGGGCTTAACCCAAGAAATGCACTTAATACTGGTTTTCTAGAGTGTAGGAGAGGTA
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AGTGGAATTCCTAGTGTAGCGGTAAAATGCGTAGAGATTAGGAGGAACATCAGAGGCGAAGGCGGCTTACTGGACT

ATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Gracilib

acteraceae(0.2184),g:Lutispora(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTTTTTAA

GTCGGGTGTGAAATCCTTCGGCTCAACCGAAGAACTGCACTTGAAACTGGAAATCTTGAGTGTCGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachno

spiraceae(0.5273),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAGAAATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTGATG

CAAGTCTGGAGTGAAAGGCGGGGGCCCAACCCCCGGACTGCTCTGGAAACTGTGTAACTTGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU783;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactobac

illaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCTAGAGTT

GTAGGCTTTGCCTACCATCTCTTACCCATGTCTTTTGAGTACCTTCGTTTCCTCGGCGGGTCCGCCCGCCGATTGGACA

AACTTAAACCCTTTGTAATTGAAATCAGCGTCTGAAAAAACATAATAGTTACAACTTTCAACAACGGATCTCTTGGTTC

TGGCATCGATGAAGAACGCAGC 

>OTU781;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_2(

0.0000),g:Tenuibacillus(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCTGTTCGAGCGTCATTTCACC

ACTCAAGCCTCGCTTGGTATTGGGCAACGCGGTCCGCCGCGTGCCTCAAATCGTCCGGCTGGGTCTTCTGTCCCCTAA

GCGTTGTGGAAACTATTCGCTAAAGGGTGTTCGGGAGGCTACGCCGTAAAACAACCCCATTTCTAAGGTTGACCTCG

GATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU780;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumino

coccaceae(0.1291),g:Anaerofilum(0.0157); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAGTGACGGTACCCGAGGAGGAAGCCACGGCTAATTACGTGCC

AGCAGCCGCGGTAAAACGTAAGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGTGGACTGATA

AGTCAAATGTGAAATCCATGGGCTCAACCCATGAACTGCGTTTGATACTGTTGGTCTTGAGTGGAGTAGGGGCAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAATACCGGTAGCGAAGGCGGCCTGCTGGGCTCTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU782;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9474),c:Actinobacteria(0.8331),o:Actinomycetales(0

.5395),f:Demequinaceae(0.1291),g:Demequina(0.0230); 

GTGCCAGCAGCCGCGGTAATACATAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTT

CGTCACGTCGGATGTGAAACTCTGGGGCTTAACCCCAGACCTGCATTCGATACGGGCGAGCTTGAGTATGGTAGGGG

AGTCTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGACTCTGGG

CCATTACTGACACTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG

TGGGCACTAGTTGTGGGGACCTTCCACGGTCTCTGCGACGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGA

TCGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.2864),g:Gemmiger(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

ATTCGTATTGTAAACTTCTGTCGCAGATGACGAAGATAGTGACGGTAATCTGCAAGAAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAAAACGTAGGGTGCTAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGTGGCAGTG

CAAGTTGGATGTAAAATCTACGGGCTCAACCCGTATAAGCATTCAAAACTGTGCAGCTTGAGTGAAGTAGAGGTAGG

TGGAATTTCCGGTGTAGCGGTGGAATGCGTAGATATCGGAAGGAACATCAGTGGCGAAGGCGACCTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU786;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.97

07),f:"Prevotellaceae"(0.9294),g:Prevotella(0.4787); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGCCCTAT

GGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGGACCG

GCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGTGC

GCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGC

CTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU787;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:Sphingobacteriia(0.8472),o:"Sphingobacteria

les"(0.6509),f:"Saprospiraceae"(0.3884),g:Haliscomenobacter(0.0615); 
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GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTGCGTAGGCGGCC

AGATAAGTCAGAGGTGAAAGTTTCCGGCTCAACCGGGAGATTGCCTTTGATACTGTTTGGCTTGAATCAGATTGAGG

TTGGCGGAATGTGACATGTAGCGGTGAAATGCATAGATATGTCATAGAACATCGATTGCGAAGGCAGCTGGCTGGA

TCTGTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT

GTTTACTCGACATGGGATCTACGGATTCTGTGTCCAAGCGAAAGCGTTAAGTAAACCACCTGGGGAGTACGTTCGCA

AGAATGAAACTCAAATGAATTGACGGGG 

>OTU785;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostrid

iaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACCTCTGTCGCAAGGGACGAAGAAGTGACGGTACCTTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCGAA

TTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTTTGCTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU788;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumino

coccaceae(0.1098),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGTGTGAGGGAAGAAGGT

CCTCGGATTGTAAACCTTTGTCTTATGGGACGATAATGACGGTACCATAGGAGGAAGTCACGACTAACTACGTGCCA

GCAGTCGCGGTAATACGTAGGTGACGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGCTGTAAA

GTCAGGCGTGAAATGCAGGAGCTTAACTCCTGAACTGCGCTTGAAACTTACGGTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTTAC

TGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU789;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4224),g:Acetivibrio(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCGACAAACAGGGAAGAAAAAAATGACGGTACCTGTCTGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCGCTTA

AGTCAGCGGTGAAATACCGGAGCTTAACTCCGGGGCTGCCGTTGAAACTGGGCGTCTTGAGTGTCGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGAT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU790;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumino

coccaceae(0.0457),g:Intestinimonas(0.0087); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGACTTT

CAAGTCAGATGTGAAAATTATGGGCTTAACCCATAACCTGCATTTGAAACTGAGAGCCTTGAGAGTGGGAGAGGTAA

ATAGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAATACCGGTGGCGAAGGCGATTTACTGGACCA

CAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU791;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Betaproteobacteria(0.8048),o:Burkholderial

es(0.3959),f:Sutterellaceae(0.2184),g:Sutterella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGAAGAAGGT

CTTCGGATTGTAAACTGCTTTTATTCGGGACAAAAGCGTGCGGGGGATAATCTCGTACGTATGATGGTACTGAAGGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATCACTGGGCGT

AAAGGGTACGCAGGCGGCGCGTTAAGACAGGTGTGAAATCCCCGGGCTCAACCTGGGAACTGCACTTGTGACTGGC

GTGCTTGAGTGCGGCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGAT

GGCGAAGGCAGCCCCCTGGGCCGTAACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU792;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9961),o:Lactobacillales(0.9889),f:Lactobac

illaceae(0.9871),g:Lactobacillus(0.9781); 

CCTTTCTTCCTCCTTCTTTCCTCTTCCCCCCTTTCCTCCAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCG

GATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAG

TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTG

AGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU793;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachno

spiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTTGGGAATATTGGACAATGGAGGAAACTCTGATCCAGTGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTATTTTATCAGGGAAGAAACAAATGACTGTACCTGAAGAAGAAGGACCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTATCCGGATTTACTGGGTATAAAGGGCGAGTAGACGGTTTAG

CAAGTCAGATGTGAAAACTTGGAGCTCAACTCCAAGCCTGCATCTGAAACTGTTAGACTAGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU796;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachno

spiraceae(0.5273),g:Blautia(0.3043); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGCAA

GTCAGATGTGAAAGGCAGGGGCTTAACCCCTGGACTGCATTTGAAACTGCCATTCTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU794;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumino

coccaceae(0.1679),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTGTTGACAGGGACGAAGGAAGTGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATT

GCAAGTCAGATGTGAAAATCACGGGCTCAACTCGTGACCTGCGTCTGAAACTGTAGTTCTTGAGGGTCGGAGAGGTA

AACGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACG

ATACCTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU797;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostrid

iales_Incertae_Sedis_XI(0.0000),g:Helcococcus(0.0000); 

ATCTGGTTGAACGGCGTCGCGTCGTAACCCAGCTTGGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTCATTGTG

AGCATTTTCATCCCGAAGTTGCGGCTCATTCTGATTCTGAACAGCTTCTTGGGAAGTAGCGACAGCTTGGTTTTTAGTG

AGTTGTTCCATTCTTTAGCTCCTAGACCTTTAGCAGCAAGGTCCATATCTGACTTTTTGTTAACGTATTTAGCCACATAG

AAACCAACAGCCATATAACTGGTAGCTTTAAGCGGCTCACCTTTAGCATCAACAGGCCACAACCAACCAGAACGTGAA

AAAGCGTCCTGCGTGTAGCGAACTGCGATGGGCATACTGTAACCATAAGGCCACG 

>OTU799;tax=d:Archaea(0.0024),p:"Nanoarchaeota"(0.0000),g:"Nanoarchaeum"(0.0000); 

GGTATCGTTTGCGAGCGTTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAAATCGAGAACGAG

CCCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAGC

TGCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Negativicutes(0.9856),o:Selenomonadales(0.9942)

,f:Veillonellaceae(0.9887),g:Dialister(0.9837); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTGATCGGGGACGAACGGTCCATAAGCTAATATCTTATGGAAGTGACGGTACCCGAAT

AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG
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TAAAGCGCGCGCAGGCGGCTTTCTAAGTCCATCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGGG

AAGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGT

GGCGAAGGCGACTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU801;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Chromatia

les(0.0000),f:Chromatiaceae(0.0000),g:Thiocystis(0.0000); 

AACAAATGCTTAGGGATTTTATTGGTATCAGGGTTAATCGTGCCAAGAAAAGCGGCATGGTCAATATAACCAGTAGT

GTTAACAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATG

AGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGC

GCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGAC

CAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTT 

>OTU798;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumino

coccaceae(0.1679),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTGACAGGGAAGAAGAAAGTGACGGTACCTGTAAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACGG

CAAGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGCGGTTCTTGAGAGTGGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

CATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.4224),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGACAGGGACGAAACAAATGACGGTACCTGTAGAATAAGCTCCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGACTTC

AAGTCAGATGTGAAATCTCCGGGCTTAACCCGGAAACTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU802;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Deltaproteobacteria(0.9038),o:Desulfovibri

onales(0.7995),f:Desulfovibrionaceae(0.3884),g:Bilophila(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGGAGGGAAGAAGTGGTTATATGCGAATAGTGTATGACTTTGACGGTACCTCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCGCGTAGGCGGCTTTTCAAGTCAGGGGTGAAATCCCACGGCCCAACCGTGGAACTGCCTTTGAAACTGTA
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GAGCTTGAGTGTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGT

GGCGAAGGCGGCCACCTGGACGACAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU803;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9997),c:Gammaproteobacteria(1.0000),o:Pseudomo

nadales(0.9911),f:Pseudomonadaceae(0.9881),g:Pseudomonas(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGT

CTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTGATTGTTTTGACGTTACCGACAGAA

TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA

CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGC

GAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU806;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enteroba

cteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Buttiauxella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCGAAGTAC

AGGCCCTCTTGTAGGGCTACACTTCCACCCTTTGTTTACCATACTATGTTGCTTTGGCGAGACGTCTTCGGACCACCGG

CCCTTGGGCTGGTGCGCGCTCGCCAGAGAAAACCCAAACCCAAACCATTTTAAGTGTCGTCTGAAAAACAAGTTTAAT

TATTAAAACTTTCAACAACGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGC 

>OTU804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumino

coccaceae(0.1872),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCAGGAAGAAGGT

CTTCGGATTGTAAACTGTTGTCGCAAGGGAAGAAGACAGTGACGGTACCTTGTGAGAAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGATATG

CAAGTCAGTCGTGAAATACCGGGGCTCAACCCCGGGGCTGCGATTGAAACTGTATACCTTGAGTATCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ACAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAGCGGGCGCCACGCGTGGCGCAGAGGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGGCTGCTAAGTCAGCGGTAAAATCGCGGGGCTCAACCCCGCCGAGCCGTTGAAACTGGCGGTCT

TGAGTGGGCGAGAAGTGCGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGA

AGGCAGCGCACCGGCGCCCGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU808;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.72

52),f:"Porphyromonadaceae"(0.4224),g:Barnesiella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGGACAAACGGCGGCACGCGTGCCGTCCTGAGGGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGATGCCAAGTCAGCGGTCAAATACGGGGGCTCAACCTGCGTCCGCCGTTGAAACTGGCGTTCTTG

AGTGGGCGAGAAGTACGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCGTACCGGCGCCCGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU807;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostrid

iaceae_1(0.3544),g:Anaerosporobacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTGGCAA

GTCAGAAGTGAAAGCCCAAGGCTTAACCATGGGACTGCTTTTGAAACTGTCAGACTGGATTGCAGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTA

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU809;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAACAAAGGCGCCCACGGGTGGGCGGATGAGTGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGACGGTCAAGTCAGCGGTAAAAATGCGGTGCTCAACGCCGTACAGCCGTTGAAACTGGCAGTCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU810;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9769),o:Coriobacteriales(0.

9497),f:Coriobacteriaceae(0.9294),g:Olsenella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGCGGGACGAAGGC

CTTCGGGCTGTAAACCGCTTTCAGCAGGGACGAGGCGAAAGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCC

AGCCTGGTCGGGAGTCAAATCCGGGGGCTCAACCCCCGTCCGCTCCCGATACCGGCCGGCTTGAGTCTGGCAGGGG

AAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCCTTCTGG

GCCACGACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU811;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9321),o:Coriobacteriales(0.

8412),f:Coriobacteriaceae(0.6709),g:Paraeggerthella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAACCATGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCA

AGCGGGGTCTCAAACCCGGGGGCTCAACCTCCGGCCCGACCCCGAACCGGCGGGCTCGAGTTCGGTAGAGGAAGAC

GGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGTCTTCTGGGCCGAC

ACTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5632),g:Clostridium_III(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTGGTCAGGGACGAAACAAATGACGGTACCTGAAGAACAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTTCA

TAAGTCAGATGTGAAATCTCCAGGCTTAACTTGGAAACTGCATCTGAAACTGTGAATCTTGAGTGTCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU812;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9867),c:Actinobacteria(0.9726),o:Actinomycetales(0

.8520),f:Microbacteriaceae(0.4563),g:Chryseoglobus(0.0904); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT

TGTCGCGTCTGCTGTGAAAATCCAAGGCTCAACCTTGGACCTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGG

GAGATGGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCACATCTCTGG

GCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

GTGGGTGCTAGTTGTGGGCCACATTCCACGTGGTCCGTGACGAAGTTAACACATTAAGCACCCCGCCTGGGGAGTAC

GGTCGCAAGACTAAAACTCAAATGAATTGACGGGG 

>OTU814;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.91

72),f:"Rikenellaceae"(0.9015),g:Alistipes(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAATATCGGATACGTGTATCCGCTTGAAAGTATCGTACGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTTATAAGTTAGAGGTGAAAATTCGGGGCTCAACTCCGGACGTGCCTCTAATACTGTATGACTAGAG

AATAGATGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCGTAGAGATCATACAGAACACCGATTGCGAAGGC

AGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4819 

 

>OTU817;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.8412)

,f:Spirochaetaceae(0.6709),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTGTGAGTGAGGAATAAGCAGGGCAAGCAAAGGCCGTGCGGTGACTGTAGCTCATG

AATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGCGT

AAAGGGCATGTAGGCGGAACTGCAAGCCCGGTGTGAAAACCCTGAGCTCAACTCAGGAACTGCGCCGGGAACTGCA

GAACTGGAGTCACTGAGGGGAAACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAAT

GGCGAAGGCAGGTTTCCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4224),g:Acetivibrio(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

TTTTCGGATCGTAAACTTCTTTAAGTGGGGAAGATAATGACGGTACCCACAGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAGGCA

AGTCAGATGTGAAATACCGAGGCTCAACTTCGGGGCTGCATTTGAAACTGTCACTCTTGAGTGCCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACGGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.3204),g:Acetanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTAGGGGAAGAGTAAAAGACGGTACCCTAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGTGCTT

AAGTCGATTGTAAAAGTGCACGGCTCAACTGTGTGATGCGATCGAAACTGAGTATCTTGAGTGAAGGAGAGGCAGTT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACTTTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU820;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidatu

s_Carsonella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACAGAGTTAT

CTAACTCCCAAACCCATGTGAACTTACCTTTGTTGCCTCGGCAGTAGTTGCTGGGCGAGCCTACCCGGGAAATCCTGG

GACGACTTACCCTGTAACGCCTGCCGGTGGACTACTAAACTCTTGTTATTTTTAAGTAATCTGAGCGTCTTATTTTAATA

AGTCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU818;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Erysipelotrichia(0.1740),o:Erysipelotrichales(0.078

1),f:Erysipelotrichaceae(0.0252),g:Holdemania(0.0076); 
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ACGGGAGGCAGCAGTAGGGAGTTTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTGTTACGAGGGATGAACAGTCACTTCAGGAAATGGGAATGGCCTGACAGTACCTCGCCA

GAAAGTGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCACGAGCGTTATCCGGAATTATTGGGCGTA

AAGAGTGAGCAGGCGGCATGGCAAGTCTGAGGTGAAAGCGTGGGGCTCAACCCCATACAGCCTTGGAAACTACCAA

GCTAGAGTGCGTGAGAGGTAAACGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGTTTACCAGCATGACACTGACGCTCAGTCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGT

A 

>OTU819;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachno

spiraceae(0.4563),g:Syntrophococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

CCTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAA

GTCTGAAGTGAAATGCATGGGCTCAACTCATGAACTGCTTTGGAAACTGTACAGCTAGAGTACCGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGA

AACTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU821;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.4652),f:Rumino

coccaceae(0.2524),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTTGACAGGGACGAATAAAATGACGGTACCTGTATAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGGAT

CAAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGATCTTCTTGAGTGTGGGAGAGGTAA

ATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9827),o:Clostridiales(0.9843),f:Clostrid

iaceae_1(0.8864),g:Clostridium_sensu_stricto(0.8124); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGGGATGTGAAATACTCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGAGGTCTAGAGTACAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU822;tax=d:Bacteria(0.8319),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumino

coccaceae(0.0059),g:Fastidiosipila(0.0035); 
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ACGGGAGGCAGCAGTCGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAATACCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTATAAAGGACGAAACAAATGACGGTACTTTATAAGTAAGCCCCGGCAAACTATGTGC

CAGCAGCCGCGGTGATACATAGGGGGCAAGCGTTGTCCGGAATGACTGGGTGTAAAGGGTGTGTAGGTGGTTGATT

AAGTTAGAAGTGAAATCCCGGGGCTTAACTCCGGAACTGCTTTTAAAACTGGTTGACTTGAGTGTGGGAGAGGTTAG

TGGAACTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACATCAGAGGCGAAGGCGACTAACTGGAACAT

TACTGACACTGAAACACGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU825;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Alicyclobacilla

ceae(0.0000),g:Alicyclobacillus(0.0000); 

CTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAGGATACTCGTGATTATCTTG

CTGCTGCATTTCCTGAGCTTAATGCTTGGGAGCGTGCTGGTGCTGATGCTTCCTCTGCTGGTATGGTTGACGCCGGAT

TTGAGAATCAAAAAGAGCTTACTAAAATGCAACTGGACAATCAGAAAGAGATTGCCGAGATGCAAAATGAGACTCAA

AAAGAGATTGCTGGCATTCAGTCGGCGACTTCACGCCAGAATACGAAAGACCAGGTATATGCACAAAATGAGATGCT

TGCTTATCAACAGAAGGAGTCTACTGCTCGCGTT 

>OTU827;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Entomoplasmatales(0.000

0),f:Spiroplasmataceae(0.0000),g:Spiroplasma(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAATTGCGCCCTTTGGTATTCCGAAGGGCATGCCTGTTTGAGTGTCTTATAAACC

TCACCCCTAATGTTTTATTACAATAGGTTGGTGCTTTGGGTGTTGCCATTTACCTGGCTCGCCTTAAATGACTAAGTGG

AATGCGTAATAAGTTCTCGCAACCCTCCACTCTAATACAATTTATATTCTGACCTCAAATCAGGTAGGACTACCCGCTG

AACTTAAGCATATCAATAAGCGGAGGA 

>OTU828;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosarci

nales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

TTTAAGCGGCTCACCTTTAGCATCAACAGGCCACAACCAACCAGAACGTGAAAAAGCGTCCTGCGTGTAGCGAACTG

CGATGGGCATACTGTAACCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAA

AATTAGGGTCAACGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTA

CCATACTCAGGCACACAAAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAAC

CATACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTATCATAAA 

>OTU824;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachno

spiraceae(0.8864),g:Shuttleworthia(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAACATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGAATA

AGTCTGATGTGAAAGCCCGGGGCTTAACCCCGGTAGTGCATTGGAAACTGTCCTGCTGGAGTGTCGGAGGGGTAAG
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CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACGAT

CACTGACGCTGATGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU826;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Peptost

reptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTCTCCCGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTCG

GGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCAG

AGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACA

CTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU829;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassilii

coccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACACAATAAGGATTGACAGATTGATAGCTCTTTCTTG

ATCTTGTGGTTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGACC

TTAACCTGCTAAATAGACCAGCCGGCTTTGGCTAGCTGCTGTCTTCTTAGAGGGACTATCAGCGTTTAGCTGATGGAA

GTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU830;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidatu

s_Carsonella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATTATCGGT

AGTTTACTACCGTTTGAAGGGGGTGGAAAGTTTCCAGGTCTTCCTGGGGGTGAGTACATCCTATTCTTAACCCTTGAC

TTTTTGCGCACTCATGTTTCCTCGGCGGGCTTGCCTGCCGAATGGACAAACCAATAACCTATTTAATATTTAATCAGCG

TCTGAATTATTTTAATAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU831;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.0000)

,f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

ACTGTTAACACTACTGGTTATATTGACCATGCCGCTTTTCTTGGCACGATTAACCCTGATACCAATAAAATCCCTAAGC

ATTTGTTTCAGGGTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACCC

TAATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGGACTGCTCCGCTTCCT

CCTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATTGACATTATGGGTCTGCAAGCTGCTTATGCTA

ATTTGCATACTGACCAAGAACGTGATTACTTCATGCAGCGTT 

>OTU835;tax=d:Archaea(0.0014),p:Diapherotrites(0.0000),g:Diapherotrites_Incertae_Sedis_AR10(0.0000); 

CATTATCGAACTCAACGCCCTGCATACGAAAAGACAGAATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATG

GAAGCCAAGCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGC

TCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGG
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CATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTT

ACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACC 

>OTU832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumino

coccaceae(0.4563),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTAGGAAGACGGT

CTTCGGATTGTAAACTACTGTCTTCGGGGACGAAGTATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTAAAC

AAGTCCGTTGTGAAATCTATCGGCTCAACCGGTAGCTGCGGCGGAAACTGTATATCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU834;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostrid

iaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CCTCTGGGTTGTAAACTTCTGTTGTATAGGAAAAAGAAGTGATGGTACTATACGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGAATGACTGGGCGTAAAGGGAGTCTAGGTGGCGATT

TAAGTCGAATGTGAAAGCCTGTGGCTTAACCATAGAAGTGCATTCGATACTGGATTGCTGGAGTGCAGGAGAGGTAA

TGGGAATTCCTAGTGTAGCGGTTAAATGCATAGAGATTAGGAGGAACACCGGAGGCGAAGGCGCATTACTGGACTG

TAACTGACACTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU837;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostrid

iaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGACTCAACACGGGGAAACTTACCAGGTCCAGACATAATGAGGATTGACAGATTGATAGCTTTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TTAACCTGCTAAATAGTTACATGTAATTTCGATTATGTGGGCAACTTCTTAGAGGGACTTTGTGTGCATAATGCAAGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU833;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostrid

iaceae_4(0.1098),g:Thermotalea(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCCATGGGAAGAAGGAAGTGACGGTACCATGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCCTTT

CAAGTTGGATGTGAAATCCCCGTGCTTAACATGGGAACTGCATCCAAAACTGGAGGGCTTGAGTGTGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

ACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4824 

 

>OTU838;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostrid

iaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACGAGGTCAGGACACTGTGAGGATTGACAGATTGAAAGCTCTTTCTT

GATTCAGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGA

CCTTAACCTGCTAAATAGTCACGCGAACCGGTCCGCGAGGGCTCAAAGTTCGCGGCTCGACTTCTTAGAGGGACTATT

CGCACCCGCCAGCGAATGGAAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU836;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.6509)

,f:Spirochaetaceae(0.4563),g:Treponema(0.0712); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGTC

GGAAGATTGTAAAATCCTTTTATGACTGAGGAATAAGCTGGGTGAGAGAAACGCCTGGTGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTATTGCAAGCCTGGTGTGAAAGGCAGGGGCTCAACCTCTGGACTGCGCTGGGAACTGCG

ATACTAGAGTCGCTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT

GGCGAAGGCAGGTTGCCAGTAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU840;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.0000)

,f:Spirochaetaceae(0.0000),g:Treponema(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCATGGTATTCCGTGGGGCATGCCTGTTCGAGCGTCATTTGTAC

CCTCAAGCCTAGCTTGGTGTTGGGCGTTTGTCTCGCGCTTTTGCGCGTAGACTCGCCTTAAAACAATTGGCAGCCGGC

ACATTGGCCTGGAGCGCAGCACATTTTGCGCCTCTTGCCCCTGTTGTTAGCACCCATCAAGAACATTTTTGCTCTTGAC

CTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU839;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumino

coccaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTCCTCAGGGACGAAACAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTTAT

TAAGTCAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTGATACTGGTGAACTTGAGTGCGGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACC

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU841;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.2864),g:Intestinimonas(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACGAGGGACGATAATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCATGCAA

GTCAGATGTGAAATTTATGGGCTCAACCCATAACCTGCATTTGAAACTGTGTGTCTTGAGTGATGGAGAGGCAGGCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Clostrid

iaceae_1(0.9387),g:Clostridium_sensu_stricto(0.6681); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGCTTAA

GTCAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACTGGGCGTCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU843;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.1872),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAGTAGGGACGAAGAACGTGACGGTACCTACAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTACCCCTTGAGTGTCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Bacilli(0.9892),o:Lactobacillales(0.9942),f:Lactobac

illaceae(0.9879),g:Lactobacillus(0.9856); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGGGTGAAGAAGGT

CTTCGGATCGTAAAACCCTGTTGTTAGAGAAGAAAGTGCGTGAGAGTAACTGTTCACGTTTCGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGGAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU844;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Betaproteobacteria(0.8472),o:Burkholderial

es(0.4652),f:Burkholderiaceae(0.2864),g:Burkholderia(0.0808); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

TGTTAAGACAGTCGTGAAATCCCCGGGCTTAACCTGGGAACTGCGATTGTGACTGGCAAGCTAGAGTACGGCAGAG

GGGGGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACACCGATGGCGAAGGCAGCCCCCTG
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GGCTAGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG

ATGTCAATTAGTTGTTGGTTCTTTATTGAATCAGTAACGTAGCTAACGCGTGAAATTGACCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU846;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Peptoc

occaceae_1(0.1679),g:Peptococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGAACGAAGAAGGT

CTTCGGATTGTAAAGTTCTGTCCTTATCGAAGAGAGGGTATAGAGTGAAAAATGATATACTAGGACGGTAGATGAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCG

TAAAGGGCGCGTAGGCGGTAATATAAGTCAGATGTGAAAGGTGGGGGCTCAACCCCTAGAGTGCAACTGATACTGT

ATAACTTGAGTGTGAGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGCTCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.2524),g:Anaerobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTCGTAAACTTTTGTCATAAGGGACGAAATTTGACGGTACCTTATGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGTAAGTAA

GTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTATTTATCTTGAGTGCAGGAGAGGGAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU849;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.000

0),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

CAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTA

TCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAG

ACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGC

TGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAA

GATTGCTGGAGGCCTCCACTATGAAATCGCGTAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTC

ATGC 

>OTU848;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9989),c:Actinobacteria(0.9776),o:Coriobacteriales(0.

9685),f:Coriobacteriaceae(0.9480),g:Collinsella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGATGGAGG

CCTTCGGGTCGTAAACCGCTTTCAGCAGGGATGAGACAAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCGGG
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CAGGCCGGGGGTCAAATGGCGGGGCTCAACCCCGTCCCGCCCCCGGAACCGCCCGGCTCGGGTCCGGTAGGGGAG

GGTGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCCTCTGGGC

CGAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU850;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.4914),g:Clostridium_III(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTAAGTGTGGAAGAAATTGACGGTACACACAGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTACAAG

TCAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTTGAAACTGTAGTTCTTGAGTGCCGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU851;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9733),o:Coriobacteriales(0.

9063),f:Coriobacteriaceae(0.8864),g:Slackia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGCGGGAAGGAGG

CCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAACATAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCTGCC

AAGCGGGAGCGTCGAAGCCGGGGGCTCAACCCCCGGAAGCGGCCCGAACTGGCAGGCTCGAGTGCGGTAGAGGAG

GGCGGAACTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGACGGCGAAGGCAGCCCTCTGGGC

CGCCACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU854;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrional

es"(0.0000),f:Vibrionaceae(0.0000),g:Vibrio(0.0000); 

ACTTTATGCGGACACTTCCTACAGGTAGCGTTGACCCTAATTTTGGTCGTCGGGTACGCAATCGCCGCCAGTTAAATA

GCTTGCAAAATACGTGGCCTTATGGTTACAGTATGCCCATCGCAGTTCGCTACACGCAGGACGCTTTTTCACGTTCTG

GTTGGTTGTGGCCTGTTGATGCTAAAGGTGAGCCGCTTAAAGCTACCAGTTATATGGCTGTTGGTTTCTATGTGGCTA

AATACGTTAACAAAAAGTCAGATATGGACCTTGCTGCTAAAGGTCTAGGAGCTAAAGAATGGAACAACTCACTAAAA

ACCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGAATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTCACAAT

GACAAATCTGTCCACGG 

>OTU853;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9941),f:Streptoc

occaceae(0.9873),g:Lactococcus(0.9818); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGGTAGAGAAGAACGTTGGTGAGAGTGGAAAGCTCATCAAGTGACGGTAACTACCC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGTGGTTTATTAAGTCTGGTGTAAAAGGCAGTGGCTCAACCATTGTATGCATTGGAAACTGGTA
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GACTTGAGTGCAGGAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGCCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU855;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachno

spiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

GTTCGCTATGTAAAGCTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGTGGCCATGCAA

GTCAGAAGTGAAAATCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTAAGGCTGGAGTGCAGGAGGGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachno

spiraceae(0.2864),g:Cellulosilyticum(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATCAGTAGGGAAGAATAAAAACTTTAGTTTTTTAATGACGGTACCTAACTAAGAAGCTCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGC

GTAGGCGGCCATCTAAGTCTAAAGTGAAATTTCGGGGCTCAACCCCGGAGCTGCTTTGGAAACTGGGAGGCTAGAGT

ATAGGAGAGGAAAGCGGAACTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTAGCGAAGGC

GGCTTTCTGGACTATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU856;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumino

coccaceae(0.1485),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGATGAAGAT

CTTCGGATTGTAAACCTTTGTCAACAGGGACGAAGCAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGAG

GCAAGTCAGATGTGAAAACTATGGGCTTAACCCATAAAGTGCATTTGAAACTGTTTCTCTTGAGTGTCGGAGGGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU858;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumino

coccaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGAT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGATG

CAAGTCAGGTGTGAAAATTGTGGGCTCAACTCACAACTTGCACTTGAAACTGCGTTTCTTGAGTGTGGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Eubact

eriaceae(0.9852),g:Anaerofustis(0.9762); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGT

TTTCGGATCGTAAAGCTCTGTTCTGAGGGAAGATAATGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTCACTGGGCGTAAAGAGCACGTAGGCGGTTAATTAA

GTCAGGTGTGAAAGTTTTCGGCTCAACCGGAAAAGTGCACTTGAAACTGGATAACTTGAGTATCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU860;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.50

23),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAAGTCGGCCACGCGTGGTGCGATTGAGAGTACCTGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACTGTTAAGTCAGTGGTAAAATCGAGAGGCTCAACCTCTTCCGGCCATTGAAACTGGCAGACTTGA

GTGAGCGAAAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU859;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Rumino

coccaceae(0.9015),g:Clostridium_IV(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATTCGGGACGAAACAAATGACGGTACCGAATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGC

AAGTCAGACGTGAAATTCCAGGGCTCAACCCTGGAACTGCGTTTGAAACTGTTCTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.6350),g:Clostridium_IV(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCGATACA

AGTCAGGCGTGAAAGGCGGGGGCTTAACCCCCGGAGTGCGCTTGAAACTGTGTTGCTTGAGTGAAGCAGAGGCAGG



4830 

 

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachno

spiraceae(0.7787),g:Clostridium_XlVa(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAAAGCAA

GTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTTTAACTGGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU864;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumino

coccaceae(0.4914),g:Sporobacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACGAGGGACGAAAGAAATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGTGGGTAAG

CAAGTCAGATGTGAAATACCGGGGCTTAACTTCGGGGCTGCATTTGAAACTGTTTATCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTAAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU863;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostrid

iaceae_3(0.0710),g:Caloranaerobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGGGAAGAAAGAAATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCCGAT

CAAGTCAGGTGTGAAAGACCCGTGCTTAACATGGGGGTTGCACTTGAAACTGGTTGGCTTGAGTATGGGAGAGGCA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

CAAAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Lachno

spiraceae(0.8864),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCTGCAA

GTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTAGATCTTGAGTGCCGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostrid

iaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU866;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumino

coccaceae(0.0904),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTTGGATTGTAAACCTTTGTTGACAGGGACGAAGAAAGTGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAG

ACAAGTCAGGTGTGAAAATCATGGGCTTAACCCATGACCTGCGCCTGAAACTGTATCCCTTGAGAGTCGGAGGGGTA

GATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTCTACTGGAC

GACAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachno

spiraceae(0.5632),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAACGCAA

GTCTGAAGTGAAAGGACGGGGCTTAACCCTGTGACTGCTTTGGAAACTGTGTAGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU867;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9984),o:Actinomycetales(0

.9941),f:Corynebacteriaceae(0.9852),g:Corynebacterium(0.9762); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACTCCTTTCAACCATGACGAAGCATTATGTGACGGTAGTGGTAGAAGAAGCACCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT

TGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGG
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GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGG

GCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU871;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotricha

les(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

AAATCAAGCAACTTATCAGAAACGGCAGAAGTGCCAGCCTGCAACGTACCTTCAAGAAGTCCTTTACCAGCTTTAGCC

ATAGCACCAGAAACAAAACTAGGGACGGCCTCATCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATACC

AGCATCACCCATGCCTACAGTATTGTTATCGGTAGCAAGCACATCACCTTGAATGCCACCGGAGGCGGCTTTTTGACC

GCCTCCAAACAATTTAGACATGGCGCCACCAGCAAGAGCAGAAGCAATACCGCCAGCAATAGCACCAAACATAAATC

ACCTCACTTAAGTGGCTGGAGACAAAT 

>OTU872;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Chromatia

les(0.0000),f:Chromatiaceae(0.0000),g:Marichromatium(0.0000); 

CATACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAA

CGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAA

AGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCTTTCTTTTTGGGGTAATT

ATACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCTTGCGGCAAAACTGCGTAACCGTCTTCTCGTTCTC

TAAAAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTA 

>OTU870;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumino

coccaceae(0.7068),g:Clostridium_IV(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGAGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAAGATGACGGTAGCCAAGGAGGAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTAGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCA

AGTTGAATGTGAAACCTATGGGCTTAACCCATAGTTGCGTTCAAAACTGCAGTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU874;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.46

52),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGATTAAGGC

CCTGCGGGTCGTAAACCTCTTTTGCCGGGGAGCAGTGGTCCGGACGCGTCCGGGCCGGGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGGCATTTAAGCCGGCGGTCAAATGTCGGGGCTCAACCCCGGCCTGCCGTCGGAACTGGGTGCCT

TGAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGA

AGGCAGCATACCGGCGCCCTACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU873;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacteria

les"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0046); 

CCTTTCTTCCTCCTTTCTTCCTATTTGTCCCTGGTCGGCAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGTCCTA

TGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCG

TAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGATGTA

AACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCAGCT

TGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Peptost

reptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU877;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobact

erales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

ATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGA

AATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGA

CATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGT

CAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGT

AAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGT 

>OTU876;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumino

coccaceae(0.1098),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTTAACGGGGACGAAAAAAATGACGGTACCCGAATAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGCTT

GCAAGTCAGATGTGAAATCCCGAGGCTTAACCTCGGAACTGCATTTGAAACTGTAGGTCTTGAGAGTGGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU879;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alteromo

nadales(0.0000),f:Colwelliaceae(0.0000),g:Thalassomonas(0.0000); 
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CTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTCGAAAAATTATCTTGATA

AAGCAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTAT

CCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGA

TGAGGAGAAGTGGCTTAATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAG

AGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTA 

>OTU881;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotricha

les(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

GCTGAATCAGGTTATTAAAGAGATTATTTGTCTCCAGCCACTTAAGTGAGGTGATTTATGTTTGGTGCTATTGCTGGC

GGTATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCTCCGGTGGCATT

CAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCT

AATGTTCCTAACCCTGATGAGGCCGTCCCTAGTTTTGTTTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAA

GGTACGTTGCAGGCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATT 

>OTU880;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Deltaproteobacteria(0.9321),o:Desulfovibri

onales(0.8412),f:Desulfovibrionaceae(0.4563),g:Desulfovibrio(0.2607); 

GTGCCAGCCGCCGCGGTAATACGGAAGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCA

TTGTAAGTCAGTGGTGAAAGCCCTCGGCTCAACCGGGGAATTGCCATTGATACTGCTTTGCTTGAGTCTCGGAGAGG

CAGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGCGGCGAAGGCGGCCTGCTGG

ACGAGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGATGCTAGGTGTCGGGGAGTTCATCCTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTC

GCAAGGCTGAAACTTAAATGAATTGGCGGGG 

>OTU878;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Eubact

eriaceae(0.0355),g:Alkalibacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGAGGAAACTCTGAACCAGCAACGCCGCGTGAATGATGAAGGTC

TTCGGATTGTAAAGTTCTTTGAAGGGGAACGAAACAAATGACGGTACCCCTAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGTCTGCT

AAGTTAGAAGTGAAATCCCGAGGCTTAACCTCGGAACTGCTTTTAAAACTGGCGGACTTGAGTGATGGAGAGGTAAA

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGATTTACTGGACATTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU883;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotricha

les(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

ACAGTATTGTTATCGGTAGCAAGCACATCACCTTGAATGCCACCGGAGGCGGCTTTTTGACCGCCTCCAAACAATTTA

GACATGGCGCCACCAGCAAGAGCAGAAGCAATACCGCCAGCAATAGCACCAAACATAAATCACCTCACTTAAGTGGC

TGGAGACAAATAATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCGGCATTTAGTAGCGGTAAAGTTAGACCAA
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ACCATGAAACCAACATAAACATTATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATA

ATAACCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTA 

>OTU884;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

TCACATTAAATTTAACCTGACTATTCCACTGCAACAACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAA

TAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGA

GAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAA

AACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCA

AAGCACCTTTAGCGTT 

>OTU882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumino

coccaceae(0.5991),g:Hydrogenoanaerobacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCGGAAGGGACGAAGAACGTGACGGTACCTTCCGAGGAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAT

TGCAAGTCAAGTGTCAAATCTATCGGCTTAACCGATAGCCGCGCTTGAAACTGCAGTTCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTTACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostrid

iaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTCTATGGGAAGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTT

TAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU886;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_XI

(0.0000),g:GpXI(0.0000); 

CAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACCA

GCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCA

AGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTT

AGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCT

GCACGTAATTTTTGACGCACGTTTTCTTCT 

>OTU887;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(0

.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 
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TATCCTTAAGAGGGCGTTCAGCAGCCAGCTTGCGGCAAAACTGCGTAACCGTCTTCTCGTTCTCTAAAAACCATTTTTC

GTCCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATATCAAGTTGGGGGAGCACATTGTAGCATTGTGCCAATTCATC

CATTAACTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACC

ATTATCGAACTCAACGCCCTGCATACGAAAAGACAGAATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATG

GAAGCCAAGCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGC

TCAAAGTCAAAATAATCAGCGT 

>OTU888;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostrid

iaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGAAGGCAGCAGTCGGGAATTTTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGTT

TTCGGATTGTAAACTATTTTAGTCAGGGAAGAAAAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACAA

GTTGGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACCAAAACTATCATTCTTGAGTGCGGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACCGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU892;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

TCTAGGAGCTAAAGAATGGAACAACTCACTAAAAACCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGAATCAGAAT

GAGCCGCAACTTCGGGATGAAAATGCTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGG

GTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGT

TACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGAT

TGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATGACGCAGA 

>OTU889;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostrid

iaceae_4(0.0560),g:Thermotalea(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU890;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9474),c:Actinobacteria(0.8331),o:Coriobacteriales(0.

5766),f:Coriobacteriaceae(0.3884),g:Parvibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGATGACGGC

CTTCGGGTTGTAAACCGCTTTCAGTAGGGACGATTATGACGGTACCTACAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTTGCTAA
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GCGGGACTTCTAATCCGAGGGCTCAACCCCCGGCCGGGTTCCGAACTGGCAGGCTCGAGTGCGGTAGGGGCAAGTG

GAATTCCATGTGTAGCGGTGAAATGCGCAGATATATGGAAGAACACCGATGGCGAAGGCAGCTTGCTGGGCCGTCA

CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9280),f:Peptost

reptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU893;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9993),c:Chloroplast(0.9791),f:Chloroplast(

0.9666),g:Cryptomonadaceae(0.9743); 

GTGTCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATCACTGGGCATAAAGCGTCTGTAGGTTGTTT

AGTAAGTCTGCTGTTAAAGACTGGGGCTTAACCCCAGAAAAGCAGTGGAAACTGCTAGACTCGAGTGTGGTAGAGG

TAGAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCACTCTACTGGG

CCATAACTGACACTGAGAGACGACAGCTAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGA

TGGATACTAGATGTTGCACGTATTAACCCGTGCAGTATCGTAGCTAAGGCGTTAAGTATCCCGCCTGGGAAGTACGCT

CGCAAGAGTGAAACTCAAAGGAATTGACGGGG 

>OTU894;tax=d:Bacteria(0.9827),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumino

coccaceae(0.0099),g:Saccharofermentans(0.0046); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTGTGAGGGAAAAATAAAGTGATGGTACCTCACGAGGAAGCTACGGCAAACTATGTG

CCAGCAGCCGCGGTAATACATAGGTAGCGAGCGTTATCCGGAATAACTGGGCGTAAAGGGAGTGTAGGTGGCCGAA

TAAGTTAGATGTGAAAGACCGTAGCTTAACTACGGAAATGCATTTAATACTGTTTGGCTAGAGTGCAAGAGAGGTAA

ACGGAATTTCTAGTGTAGCGGTAGAATGCGTAGAGATTAGGAAGAACACCAGAGGCGAAAGCGGTTTACTAGATTG

CAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU898;tax=d:Archaea(0.0041),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Desulfurococcales(

0.0000),f:Pyrodictiaceae(0.0000),g:Pyrodictium(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCCGTTCGAGCGTCATTACACC

ACTCCAGCCTCGCTGGGTATTGGGCGTCTTTTCGCGGGGGATCACTCCCCCGCGCGCCTCAAAGTCTCCGGCTGAGCG

GTCTCGTCTCCCAGCGTTGTGGCATCACGTCTCGCCGCGGAGTTCACGAGCCCTCACGGCCGTTAAATCACACCTCAG

GTTGACCTCGGATCGGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 
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>OTU895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.4224),g:Clostridium_III(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCAGGAAGACGGC

CTTCGGGTTGTAAACTGTTGTCGCAAGGGAAGAAGAAAGTGACTGTACCTTGTGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCTTT

CAAGTCAGATGTGAAATGCCGGGGCTTAACCCCGGAGCTGCATTTGAAACTGTAAGTCTTGAGTATCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGA

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Eubact

eriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTTTGTCCTCAGTGAAGATAATGACGGTAGCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAGCA

AGTCAGTGGTGAAATGCATGGGCTTAACCCATGAACTGCCATTGAAACTGTTTTTCTTGAGTGGATCAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGGTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU896;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostrid

iaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCGGGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACT

TTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGCCTGCATCCAATACTGGAGAACTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU901;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

ATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTC

TTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTT

CTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTA

GGTGGTCAACAATTTTAATTGCAGGGGCTTCGGCCCCTTACTTGAGGATAAATTATGTCTAATATTCAAACTGGCGCC

GAGCGTATGCCGCATGACCTTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTA 

>OTU900;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntrop

homonadaceae(0.0000),g:Syntrophomonas(0.0000); 
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TAAATTCAGCGCCTTCCATGATGAGACAGGCCGTTTGAATGTTGACGGGATGAACATAATAAGCAATGACGGCAGCA

ATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGC

GACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCA

AAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTC

ATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACGCTCTTTTAAAATGT 

>OTU904;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidatu

s_Carsonella(0.0000); 

GTGAATCATCGAATCTTTGAACGCATCTTGCGCCTTTTGGTATTCCAAAAGGCACGCCTGTTTGAGTGTCATGAAACCC

TCTCACAAAAACAATTTTATTATTGTTCTTTGTGGATGTTGAGTGCTGCTGTGTTACACATAGCTCACTTTAAATATATA

AGTTATCTTCTTACTTTGACAAAAAAACTTAAGCTGGATTGACTTGGTGTGTAATAATTTTTTCATCATACCAAGGAAA

GTAGCAATACTTGCCATCTTATTATTATTTTGTTTTTGAGCAAGAAAGAGACTTCTAAAACCAATTTTTCATTTTTTAAG

ACCTCAAATCAGGTGGGACTACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU899;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachno

spiraceae(0.2524),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAGGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGAGGGCAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTG

ATCTTGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU903;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9989),c:Chloroplast(0.9769),f:Chloroplast(

0.9387),g:Cryptomonadaceae(0.9686); 

GTGCCAGCAGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATCACTGGGCATAAAGCGTCTGTAGGTTGCCT

ACCAAGTCTGCTGTTAAAGATCAGGGCCTAACCCTGGGAAAGCAGTGGAAACTAGTAGGCTTGAGTGTGGTAGAGG

TAGAGGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAAGCACTCTACTGGG

CCATAACTGACACTGAGAGACGACAGCTAGGGGAGCAAATGGGATTAGATACCCCAGTAGTCCTAGCCGTAAACGAT

GGATACTAGGTGTTGCACGTATTAACCCGTGCAGTATCGTAGCTAAGGCGTTAAGTATCCCGCCTGGGAAGTACGCT

CGCAAGAGTGAAACTCAAATGAATTGACGGGG 

>OTU902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4224),g:Clostridium_III(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTTTGACAGGGGACGAAGAAAGTGACGGTACCCTGAGAACAAGCCACGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTTTG

CAAGTCAGATGTGAAATCCCGGGGCTTAACTCCGGAACTGCATCTGAAACTGTAAATCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU906;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumino

coccaceae(0.0149),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAATGAAGAAGGC

CTTTTGGTTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTTTGGC

AAGTTAGAAGTGTAATACCTGAGCTTAACTTAGGTGCTGCTTTTAAAACTGTTAGACTTGAGTGCAGTAGAGGTTAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTAACTGGACTGTA

ACTGACACTGAAACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachno

spiraceae(0.4224),g:Roseburia(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTACGGCAA

GTCAGAAGTGAAATGCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTCGAACTAGATTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU908;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(0

.0000),f:Streptomycetaceae(0.0000),g:Streptomyces(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCAGAGTGC

CCTAGGCTCTCCAACCCATTGTGAACTTACCAAACGTTCCCTCGGCGGGCTCAGCGCGCGGTGGCCTCCGGGCCTCCG

GGCGTCCGCCGGGGAAAACCAAACCCTGATTTAATCGTATTTCTCTGAGGGGCGAAAGCCCGAAAACAAAATGAATC

AAAACTTTCAACAACGGATCTCTTGGCTCTGGCATCGATGAAGAACGCAGC 

>OTU907;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostrid

iaceae_1(0.1291),g:Caloramator(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAAGTGACGGTACCTGAGGAGGAAGCCCCGGCAAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTA

GATAAGTCGGATGTGGAATACCCGGGCTTAACCCGGGGGTGTCATACGAAACTGTGTAACTTGAGTGCAGAAGAGG
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AAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGG

CTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU912;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.9605),c:Mollicutes(0.8897),o:Anaeroplasmatales(0.539

5),f:Anaeroplasmataceae(0.3544),g:Anaeroplasma(0.1299); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGACGAAAGTCTGACCGAGCAATGCCGCGTGAACGAAGAAGTAT

TTCGGTATGTAAAGTTCTTTTATTAGGGACGAAAATAAATTGACGGTACCTAATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGACGGCATAA

CAAGTCAGTTGTAAAAATGCTGAGCTCAACTCAGTAGAGCAACTGATACTGATAAGCTAGAGTATGGCAGAGGCAAG

TGGAACTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCCAA

TACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachno

spiraceae(0.3204),g:Acetitomaculum(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAATGCCGCGTGGGTGAAGAAGTA

CTCCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCGTGGCA

AGTCAGATGTGAAAACCCGGGGCCCAACCCCGGGACTGCATTTGAAACTGCCATGCTGGAGTGCCGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGGAGGCGGCTTGCTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU910;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactobac

illaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG

AGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTG

AGTGCAGAAGAGGAGAGTGGAACTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU913;tax=d:Archaea(0.0014),p:Diapherotrites(0.0000),g:Diapherotrites_Incertae_Sedis_AR10(0.0000); 

ATACTTGGAACAATTTCTGGAAAGACGGTAAAGCTGATGGTATTGGCTCTAATTTGTCTAGGAAATAACCGTCAGGAT

TGACACCCTCCCAATTGTATGTTTTCATGCCTCCAAATCTTGGAGGCTTTTTTATGGTTCGTTCTTATTACCCTTCTGAAT

GTCACGCTGATTATTTTGACTTTGAGCGTATCGAGGCTCTTAAACCTGCTATTGAGGCTTGTGGCATTTCTACTCTTTCT

CAATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACCGCATCAAGCTCTTGGAAGAGATTCTGTCTTTTCGTATGC

AGGGCGTTG 
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>OTU911;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.4311),c:Actinobacteria(0.2321),o:Actinomycetales(0

.1015),f:Intrasporangiaceae(0.0355),g:Tetrasphaera(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGAA

GCAAGTCAGGCGTGAAAATCAAAGGCTTAACCTTTGACCTGCGTTTGAAACTGTTTTTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU915;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Flavobacteriia(0.9827),o:"Flavobacteriales"(0

.9843),f:Flavobacteriaceae(0.9871),g:Flavobacterium(0.9566); 

GTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGCC

TTATAAGTCAGTGGTGAAATCTCCTAGCTCAACTAGGAAACTGCCATTGATACTGTAAGGCTTGAATTTTTGTGAAGT

AACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATGGAATACCAATTGCGAAGGCAGGTTACTAACAA

ACGATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

GATACTAGCTGTTCGGAGCAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGCACGCAAGT

GTGAAACTCAAAGGAATTGACGGGG 

>OTU914;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachno

spiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTTGGGAATATTGGACAATGGAGGAAACTCTGATCCAGTGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTATTTTGTCAGGGAAGAAATAAATGACTGTACCTGAAGAAAAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGACGGCGATGC

AAGTCAGATGTGAAATGCTAGGGCTTAACCTTAGAACTGCATCTGAAACTGTATTGCTAGAGTGCAGGAGAGGTAAA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGTTTACTGGACTGT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Clostridia(0.9993),o:Clostridiales(0.9989),f:Clostrid

iales_Incertae_Sedis_XI(0.9876),g:Peptoniphilus(0.9875); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGATTCGTAAAGCTCTGTCCTATGGGAAGATAATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTTCGCAGGCGGTTTAGAAA

GTCAGATGTGAAAGGCGAGGGCTCAACCCTCGTAAGCATTTGAAACTTCTAAACTTGAGTAGTGAAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCGGTGGCGAAGGCGACTTACTGGTCACAAACT

GACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.6709),g:Oscillibacter(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAACAGTAGAAGAGGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCTGGC

AAGTCAGGCGTGAAATCCCAGGGCTCAACCCTGGAACTGCGTTTGAAACTGCTGGTCTTGAGTACCGGAGAGGTCAT

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU918;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),g:Natran

aerovirga(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTTTGTCCTATGGGACGAAGAAAGTGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGACTTG

AAAGTCAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTTGAAACTTCAGGTCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

CAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumino

coccaceae(0.1485),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTGTAAGGGACGAAGAAAATGACGGTACCTTACGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAGAG

CAAGTCAGATGTGAAAATTATGGGCTCAACTCATAAACTGCATTTGAAACTGTTTTTCTTGAGGGTCGGAGAGGTAAA

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACGAC

AACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3319),f:Lactobac

illaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCTGTGCAAGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTAT

AGCTTGAGTATCGGAGGGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU923;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9961),o:"Bacteroidales"(0.99

52),f:Bacteroidaceae(0.9873),g:Bacteroides(0.9856); 

ACGGTCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCT

ATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTAC

AGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU922;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.93

89),f:"Prevotellaceae"(0.8505),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGGATAACAGACATTACGTGTAGTGTTTTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCAGGTTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGAATTGCAGCGCGAACTGGTCTGCTTGA

GTACGCGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU925;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.00

00),f:Thermodesulfobiaceae(0.0000),g:Coprothermobacter(0.0000); 

CTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGGAACCGCCTTCTGGTGATTTGCAAGAA

CGCGTACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAAT

TTAATGTGACCGTTTATCGCAATCTGCCGACCACTCGCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGG

TTATAACGCCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCT

TAGGAGTTTAATCATGTTTCAGACTTTTATT 

>OTU927;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidatu

s_Carsonella(0.0000); 

ACGTACGGATTGTTCAGTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATC

CACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAA

CGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGAAAGGT

CGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTA

ATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTC 

>OTU921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5273),g:Papillibacter(0.0808); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGAAGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTG

CAGGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACCGCAATTCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU924;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9996),c:"Bacteroidia"(0.9908),o:"Bacteroidales"(0.99

36),f:Bacteroidaceae(0.9884),g:Bacteroides(0.9912); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTCTGGGTTGTAAACTTCTTTTATACGGGAATAACATGAGGTACGCGTACCTTATTGCATGTACCGTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGATATTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGTTTCCTTGAGT

ACGGTACAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGGCA

GCTCACCGGGCCGGAACTGACACTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU926;tax=d:Bacteria(0.6433),p:Firmicutes(0.1707),c:Negativicutes(0.0525),o:Selenomonadales(0.0352)

,f:Veillonellaceae(0.0086),g:"Psychrosinus"(0.0043); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGTCCGTAGGCGGTT

AGATAAGTCTGGTGTTAAAGGCGCGAGCTCAACTCGTGTAGGGCATTGGAAACTATTTGACTAGAGTATAGTAGGGG

AAGCTGGAATTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAGGAACACCTGTAGCGAAAGCGGGCTTCTGGG

CTATTACTGACGCTAATGGACGAAAGCCAAGGTAGCGAAAGGGATTAGATACCCCTGTAGTCTTGGCTGTAAACGAT

GAGTATTAGGTGTTGGGGGAATCGACCCCTTCAGTGCCGTAGCTAACGCGTTAAATACTCCGCCTGGGGAGTACGGC

CGCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU928;tax=d:Bacteria(0.0041),p:Candidatus_Saccharibacteria(0.0000),g:Saccharibacteria_genera_incert

ae_sedis(0.0000); 

GAAACCAATCCGCGGCATTTAGTAGCGGTAAAGTTAGACCAAACCATGAAACCAACATAAACATTATTGCCCGGCGT

ACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAA

CATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTC

GGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAAT

GAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTG 

>OTU931;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobact

erales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

AACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAAGCTCAAACGGCTGGTCAG

TATTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTTAGTGCTGAGGTTGACTTAGTTCATCAGCAAACGCAG
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AATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAAGGATATTTCTAATGTCGTCACTGATGCTGCTTCTGGTG

TGGTTGATATTTTTCATGGTATTGATAAAGCTGTTGCCGATACTTGGAACAATTTCTGGAAAGACGGTAAAGCTGATG

GTATTGGCTCTAATTTGTCTAGGAAATAACCGT 

>OTU929;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.98

89),f:Prolixibacteraceae(0.9879),g:Prolixibacter(0.9894); 

GTGTCAGCCGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCT

ATATAAGTCAGTGGTGAAATGCTGCAGCTCAACTGTAGAACTGCCATTGAAACTGTATAGCTTGAGTGCGCCTGAGG

TAGGCGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATTGCGAAGGCAGCTTACTAAAG

CGTAACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT

GATAACTCGCTGTTGGCGATACACAGTCAGCGGCTTAGCGAAAGCATTAAGTTATCCACCTGGGGAGTACGATCGCA

AGGTTGAAACTTAAAGGAATTGACGGGG 

>OTU930;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGAATGCAAGTCAGACGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGCATTTCTTGA

GTGTCGGAGAGGTAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU933;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacteria

les"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

GTGCCAGCAGCCGCGGTAAGACGAAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGAGCGTAGGCGGTC

TTATAAGTCAGTGGTGAAAGCTCCTCGCTTAACGAGGAAATTGCCATTGATACTGTAGGACTTGAGTACAGTTGCTGT

GGGCGGAATATGACATGTAGTGGTGAAATACATAGATATGTCATAGAACACCGATTGCGAAGGCAGCTCACAAAACT

GTAACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTAGTCCGCACTGTAAACGATG

ATTACTCGCTGCTGGGAGGTAACTTTCAGTGGCTTAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGCCGGCAA

CGGTGAAACTCAAATGAATTGACGGGG 

>OTU932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5273),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTGCA

AGTCAGATGTGATATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACCGTAGCCCTTGAGTATCGGAGAGGCAAGC
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GGAATTCCCTGTGTAGCGGTGAAACGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU935;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campyloba

cterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTTCGTAGGTGAACCTGCGGAAGGATCATTAGTGAAACAC

AAGAGTGCTCTTCATTGAGGCTCGTTTTAACTATCCATTACACTTAGTGCACTTGAAATCTTATATTCTTCAAATACCTT

CACGGGTTGTCGAAGTCTATAACACACATACATAACCCCTTTGAATATTTAATAAGAGATGAGGATGTAAATAACCAA

TGAAATTTGAAAGAACAACTTTCAGCAACGGATTTCTTGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachno

spiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGAAGCAAGTCTGACGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTT

GCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumino

coccaceae(0.3884),g:Clostridium_III(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAATGCCGCGTGAAGGAAGAAGG

TCTTCGGATCGTAAACTTTTGTCTTCGGGGACGAAAAAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AGGTCAGATGTGAAATACCCGGGCTTAACCCGGGAGCTGCATTTGAAACCGCAGTTCTTGAGTGCTGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU937;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumino

coccaceae(0.3204),g:Intestinimonas(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAAACTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACGGCAA

GTCAGATGTGAAAACTATGGGCTCAACTCATAGCCTGCATTTGAAACTACTGTTCTTGAGGGTCGGAGAGGTAACTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGGTTACTGGACGATAC

CTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU940;tax=d:Bacteria(0.7941),p:Cyanobacteria/Chloroplast(0.6899),c:Chloroplast(0.4045),f:Chloroplast(

0.0710),g:Bacillariophyta(0.0087); 

GTGTCAGCCGCCGCGGTAAGACAGGGGATGCGAGTGTTATTCGGAATTATTGGGCGTAAAGTGTTTGTAGGTGGAA

TTCGAAGTCTTTTGTAAAATCTCTAAGCTTAACTTAGAAATCGCAAAAGATACTGGTTTTCTAGAGTATGGTAGAGGT

AAAGGGAATTTCCAGTGGAGCGGTGAAATGCGTAGAGATTGGAAGGAACACCAACAGCGAAGGCACTTTACTGGGC

CATTACTGACACTGAGAGACGAAAGCTAAGGGAGCAAACGGGATTAGATACCCCGGTAGTCTTAGCAGTAAACTATG

GATACTAGATGTTGTAATTTTTTACAGTGTCGAAGTTAACGCGTTAAGTATCCCGCCTGGGAAGTATGCTCGCAAGAG

TGAAACTCAAAGGAATTGGCGGGG 

>OTU939;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9348),c:Actinobacteria(0.8048),o:Actinomycetales(0

.5023),f:Microbacteriaceae(0.1291),g:Agromyces(0.0230); 

GTGTCAGCAGCCGCGGTAATACATAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTTT

GATACGTCGGGTGTGAAATTCAGGGGCTCAACCCCTGACCTGCATTCGATACGGTCAAGCTAGAGTTTGGTAGGGGA

GACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGGC

CAATACTGACACTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGT

GGGCGCTAGTTGTGCGAACCTTCCACGGTTTGTGCGACGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACGAT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU938;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostrid

iaceae_2(0.1098),g:Tindallia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGGGAAGAAGAAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCCTG

CAGGTCAGATGTGAAATACCCGTGCTTAACATGGGGGCTGCATTTGAAACCGTAGGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactobac

illaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGCGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCT

TCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGG

CGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 



4849 

 

>OTU944;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacillace

ae_1(0.0000),g:Brevibacillus(0.0000); 

GGATTTAACCGAAGATGATTTCGATTTTCTGACGAGTAACAAAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCG

CTGCGTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTTCCTGCTCCTGTTGAGTTTATTGCT

GCCGTCATTGCTTATTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTCATCATGGAAGGCGCTGAATTTACGGAAA

ACATTATTAATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACA

CTGACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGT 

>OTU945;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.53

95),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGAATAACCTCGACCATGTATGGTCGTTTGCATGTACCGCAAGAAAAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTATCAAGTCAGTTGTGAAAGTCATCGGCTCAACCGCTGAATTGCAGTTGAAACTGGTAGTCTTGA

GTGCACATGAGGATGGTGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCTATCTGGGGTGCAACTGACGCTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU946;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntrop

homonadaceae(0.0000),g:Syntrophomonas(0.0000); 

AACTAACGATTCTGTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTTAATATGCTTGGCACGTTCGTCAAGGAC

TGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTG

AGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGC

TTTGGCCTCTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGATTTCGATTTTCTGACGAGTAAC

AAAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCGCTGCGTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTA

GGATACCCTCGCTT 

>OTU942;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumino

coccaceae(0.0252),g:Saccharofermentans(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTTATAAGGGAAAAAGAAAGGATGGTACCTTATGAGAAAGCCACGGCAAACTATGTGC

CAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGAGAGCGTAGGCGGTAGAG

TAAGTCAATTGTGAAAGCCCGTAGCTTAACTACGGAAATGCGATTGAAACTGCCCAACTAGAGTTCGGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACATCAGAGGCGAAGGCGACTTTCTGGAACG

AAACTGACGCTGAGGTTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU947;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachno

spiraceae(0.0149),g:Lachnospiracea_incertae_sedis(0.0066); 
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ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGCAACTCTGACGCGGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTAGACAGGGAAGATACAAGACAGTACCTGTAAAGTAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGAGATTTA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGGATTTCTTGAGTACGGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGCA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU948;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9989),c:Actinobacteria(0.9776),o:Coriobacteriales(0.

9685),f:Coriobacteriaceae(0.9480),g:Enterorhabdus(0.2607); 

ACGGAAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGAAGGC

CCTAGGGTCGTAAACCGCTTTCAGCAGGGAAGACATTCGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCGCCTA

AGCGGAACCTCTAACCCCGGGGCTCAACCTCGGGCCGGGTTCCGAACTGGGCGGCTCGAGTGCGGTAGGGGCAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGATGGCGAAGGCAGCCTGCTGGGCCGT

CACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU950;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Alphaproteobacteria(0.2902),o:Rhodospirill

ales(0.1015),f:Rhodospirillaceae(0.0252),g:Azospirillum(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTATAAGTGAAGATAATGACGGTAACTTATGAATAAGCTCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGAGCGAGCGTTGTTCGGAATAACTGGGCGTAAAGGGCGCGTAGGCGGATTGGTAA

GTTTGATGTGAAATACCTGGGCTCAACCTGGGAACTGCATTGGATACTGCTGATCTAGAGAGTTGAAAGGGATGATG

GAATTATGCATGGAGAGGTGGAATTCATAGATATGCATAGGAACACCGGAGGCGAAGGCGATCATCTGGGCAACGA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU951;tax=d:Bacteria(1.0000),p:"Elusimicrobia"(0.9671),c:Elusimicrobia(0.8472),o:Elusimicrobiales(0.65

09),f:Elusimicrobiaceae(0.4563),g:Elusimicrobium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGACGGAAGTCTGATCCAGCAACGCAGCGTGAAGGACGAAGGT

TTTCGGATTGTAAACTTCTTTTGCAGGGGAAGAAAAAAATGACGGTACCCTGTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAAGACGTAGGTGGCAAGCGTTACTCGGAATTACTAGGCGTAAAGCGCACGTAGGCGGAAATT

TAAGTCTGTTGTGTAATCTCCGGGCTCAACCCGGAAACTGCAACAGAAACTGGATTTCTTGAGTGAGGCAGAGGAAG

ACGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTCTTCTGGGCCT

TTACTGACGCTAAAGTACGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumino

coccaceae(0.2184),g:Clostridium_III(0.0423); 
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ACGGGAGGCAGCAGTGGGGGGTATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCAGGAAGAAGG

TCTTCGGATTGTAAACTGTTGTCGCAGGGGAAGAAGAAAGTGACGGTACCCTGTGAGAAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATA

GCAAGTCAGTCGTGAAATGCCGGGGCTTAACCCCGGAGCTGCGATTGAAACTGTTATTCTTGAGTATCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ACAACTGACGCTGAGGCGCGAAAGTGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU943;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumino

coccaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTAATGGGGAACGAAGACAGTGACGGTACCCCAAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGCGCA

ACAAGTTAGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU952;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.83

03),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCGGGACGAAGGC

CCTATGGGTTGTAAACCGCTTTTACGGGGGGATAAAGTGAGTGACGTGTCATTCATTGCAGGTACCCCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCACAGGCCGGCTGTCAAGCGTGTTGTGAAATGTAGGCGCTCAACGCCTGACTTGCAGCGCGAACTGACGGTCTTG

AGTGCGCGCAACGTTGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGAGCGTTACTGACGCTTAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU953;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.00

00),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

CTCTGGGCATCTGGCTATGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACC

TATAAACATTCTGTGCCGCGTTTCTTTGTTCCTGAGCATGGCACTATGTTTACTCTTGCGCTTGTTCGTTTTCCGCCTACT

GCGACTAAAGAGATTCAGTACCTTAACGCTAAAGGTGCTTTGACTTATACCGATATTGCTGGCGACCCTGTTTTGTAT

GGCAACTTGCCGCCGCGTGAAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGATTGCT

GAGGGTCA 

>OTU957;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosarci

nales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

TTGGTTTATCGTTTTTGACACTCTCACGTTGGCTGACGACCGATTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGT

GACTATTTTCGTGATATTGGTCGTATGGTTCTTGCTGCCGAGGGTCGCAAGGCTAATGATTCACACGCCGACTGCTAT
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CAGTATTTTTGTGTGCCTGAGTATGGTACAGCTAATGGCCGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTC

CTACAGGTAGCGTTGACCCTAATTTTGGTCGTCGGGTACGCAATCGCCGCCAGTTAAATAGCTTGCAAAATACGTGGC

CTTATGGTTACAGTATGCCCATCGCAGTTCGCTACACGCAGGACGCTTTTTCACGTTCTGGTTGGTTGTGGCCTGTTGA

TGCTAAAGGTGAGCCG 

>OTU954;tax=d:Bacteria(0.9073),p:"Proteobacteria"(0.2586),c:Alphaproteobacteria(0.0525),o:Rickettsiales

(0.0352),f:Anaplasmataceae(0.0086),g:Ehrlichia(0.0043); 

ACGGAAGGCAGCAGGTGGGAATATTGGACAATGGAGGAAACTCTGATCCAGCAATACCGCGTGAATGATGAAGGCC

TTCGGGTTGTAAAGTTCTTTTAATAGGGAAGATAATGACGGTACCTATAGAATAAGCACCGGCAAACTTCGTGCCAGC

AGCCGCGGTAATACGAAGGGTGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGTGTAGGTGGTTTGGTAAGT

TAGCTGTGAAATCCTGGGGCTCAACCTCAGAATTGCGGTTAAAACTACTGAACTAGAGTAAGATAAGCGATGGCAGA

ATTTCTAGTGTAGGGGTAAAATCCGCAGATATTAGAAGGAATACCGGTGGTGTAGACGGCTATCTTGGTCTTTACTGA

CACTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU956;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Epsilonproteobacteria(0.8897),o:Campyloba

cterales(0.7623),f:Helicobacteraceae(0.5632),g:Helicobacter(0.1299); 

ACGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGTTCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumino

coccaceae(0.3544),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGAAGAAAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGATATCAA

GTCAGACGTGAAATCCATCGGCTTAACTGATGAACTGCGTTTGAAACTGGTATTCTTGAGTGAGTCAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGGCTTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGGGAATAAAGATGGGGTCGTGACCCCAGTTGCATGTACCTTGTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT
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GCGTAGGTGGCCCCTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGGGGGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU960;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campyloba

cterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATGAAATTC

AAGGACGCTCTTTTTAGAGGTCCGACCAATTACATTTTACCTTTACTCTGTGCACACACTACTCTTTACACCATTTTTTA

ACTCTATAGTTTTAAGAATGTAAAACAAGTCTCGAAAGAGCAACATAACAAAACAAAACTTTCGGCAACGGATCTCTT

GGCTCTCGCATCGATGAAGAACGCAGC 

>OTU962;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9961),o:"Fusobacteriales"(0.9

952),f:"Fusobacteriaceae"(0.9964),g:Fusobacterium(0.6200); 

ACTTTCTTCCTCCTTTTTTCCTCTTTTCCCCTGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTTCG

GAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAAGT

CTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGGGCGGA

ACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAGATACT

GACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU961;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(0

.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGAATTGTCTGTGAGCGTTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGAATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGAG

GGATGTTGAGCAGATTGTCTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGC

AATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCC

GTCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATTACG

TGAGGAGATTGCTGGTAGTAAGGGACAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU963;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9995),c:Actinobacteria(0.9993),o:Actinomycetales(0

.9989),f:Dietziaceae(0.9480),g:Dietzia(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGT

CTTCGGATTGTAAACCCCTTTCAGTAGGGACGAAGCGCAAGTGACGGTACCTGCAGAAGAAGCACCGGCCAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTT

GTCACGTCGTCTGTGAAATCCTCCAGCTTAACTGGGGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGG

AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG

GTAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU964;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.0000)

,f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

ACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATAGTTT

GACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGTTGTT

TCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCC

GACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATGATGGTGGTTATTATACCGTCAAGGACTGT

GTGACTATTGACGTCCTTCCCCGTACGCCGGGCAATAATGTTTATGTTGGTTTCATGGTTTGGTCTAACTTTA 

>OTU959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7881),o:Lactobacillales(0.4280),f:Lactobac

illaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGTGTGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTATC

TCTTGAGTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGG

CGAAGGCGATCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU965;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.87

37),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGCGATTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGATTGTCTTGAGT

GCGTTAAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGTAGGCA

GCTCACCGGGCCGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU968;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomicr

obiales(0.0000),f:Methanoregulaceae(0.0000),g:Methanoregula(0.0000); 

GGAATTGTTTGTGAGCGTTGTGGTGTGGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGTATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGAGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAAGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTGCG 
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>OTU966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumino

coccaceae(0.5273),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTTGAGGATGATAATGACAGTACTCAAAGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGATTTGCAAG

TTGAATGTGAAATTTATGGGCTTAACCCATAAACTGCGTTCAAAACTGTGAATCTTGAGTGAAGTAGAGGCAAATGG

AATTCCTAGTGTAGCGGTGGAATGCATAGATATTAGGAGGAACACCAGTGGCGAAAGCGATTTGCTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU967;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Alphaproteobacteria(0.5195),o:Kiloniellales(

0.1483),f:Kiloniellaceae(0.0560),g:Kiloniella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAGACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTTTTACATGGGAAGATAATGACGGTACCATGAGAATAAGCACCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGACGATCGA

GTTAGTGGTGAAAGGCTTGGGCTTAACCTGAGACGTGCCATTGATACTGATTGTCTGGAGTATCAGAGAGGATGACG

GAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATAGAACACCGGTGGCGAAGGCGGTTATCTGGCTGATTAC

TGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachno

spiraceae(0.4914),g:Moryella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGGTGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCCACACAA

GTCTGAAGTGAAACTCCACGGCTTAACCGTGGAACTGCTTTGGAAACTGTGCGGCTAGAGTGCTGGAGAGGTAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTCATGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Lachno

spiraceae(0.9201),g:Clostridium_XlVa(0.9566); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGAGTGCTTTGGAAACTGTTTTGCTGGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumino

coccaceae(0.2184),g:Clostridium_III(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTTAAGGAAGAAGGC

TTTCGGGTTGTAAACTTATGTCTGGTGGGAAGATAGTGACGGTACCACCGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGTAAGTAA

GTTAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTTAAAACTGCATATCTTGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU972;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumino

coccaceae(0.1679),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGGAAGTGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGG

AGCAAGTCGGGCGTGAAACTCATGGGCTTAACCCATGACCTGCGTTCGAAACTGTTTTTCTTGAGAGTGGGAGAGGT

TAATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTAACTGGAC

CACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU973;tax=d:Bacteria(0.2022),p:"Proteobacteria"(0.0264),c:Gammaproteobacteria(0.0087),o:"Enteroba

cteriales"(0.0063),f:Enterobacteriaceae(0.0019),g:Buchnera(0.0018); 

GTGCCAGCAGCCGCGGTAAAACGGAGGGGGCGAGCGTTATCTGGAATGATTGGGCGTAAAGAGTTCGTAGGTGGG

TTTTGTTGTTTAAAGAAAAAAGTTTTGGTTTATACTGAACAATTCTTACAATACGCTTTTTCTTGAGTTTTGCAAAGGAT

AATAGAATTTTATATATAGGGGTAAAATCCAAAAATATATAAAGGAATGCCAGCGGCGAAAGCGATTATCTAGGCTT

ATACTGACGCTAAGGAACGAAAGCATAGGGAGCAAACAGGATTTGATACCCTGGTAGTCTATGCTGTCACATATGAG

TGTTAATATTAAAAATTTTTTTTGATAAAAAAGCTAACGCGTTAAACACTCCGCCTGGGGAGTACGGTTGCAAGACTG

AAACTCAAATGAATTGGCGGGG 

>OTU974;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9997),c:Actinobacteria(1.0000),o:Coriobacteriales(1.

0000),f:Coriobacteriaceae(1.0000),g:Eggerthella(0.9818); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGACGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAAATTCGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGAGCGCGTAGGCGGCCTCTCA

AGCGGGATCTCTAATCCGAGGGCTCAACCCCCGGCCGGATCCCGAACTGGGAGGCTCGAGTTCGGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCCTGCTGGGCCGC

AACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU976;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactobac

illaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGAAACCT

GCCCAGCAGAGCGACCAGAGAACATGTTTATCATGAACGGGGATGTGGTGAAAGCCCCATCCCTAAGCTGGGATGG

TACTCCGCCTCGGTGGGGTATCTTCTCAGCACAATAACGAACCCCGGCGCGGTCTGCGCCAAGGAACATGGATACAA

GTGTGCCCTTCTTCAGCTGGTTCGCCAGATGTAGAGGTGGCACCAAGTCGTATATAACATTAAACGACTCTCGGCAAC

GGATATCTCGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:Cytophagia(0.4428),o:Cytophagales(0.2039),f

:Flammeovirgaceae(0.0904),g:Persicobacter(0.0181); 

GTGCCAGCCGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGGTC

TTTAAGTCAGTGGTGAAAGCCTGCAGCTTAACTGTGGAAATGCCATTGATACTGGAGGCCTTGAGTGTAGTAGAAGT

AGGCGGAATAGGGCATGTAGCGGTGAAATGCATAGATATGCCCTAGAACACCGATTGCGAAGGCAGCTTACTATGTT

ACAACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

ATTACTCGTTGTTGGCGATATACAGTCAGTGACCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCCGGCAA

CGGTGAAACTCAAATGAATTGACGGGG 

>OTU977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.42

80),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGT

TCTATGGATTGTAAACTTCTTTTGTCTGAGGGTAAAGTTAGGTACGTGTACCTATTGGAAAGTATCAGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTATTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACCGAGCCGTTGAAACTGGTAGTCTTGAG

TGCAAATGAGGTAGGCGGAATGTGACGTGTAGCGGTGAAATGCTTAGATATGTCCCAGAACTCCGATTGCGAAGGC

AGCTTACCAAGATGTAACTGACGCTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU980;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.57

66),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGGGAATAAAGGGCTTTACGAGTAAAGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCATTGGCTCAACCAATGAATTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Cytophagia(0.9827),o:Cytophagales(0.9843),f

:Cytophagaceae(0.9873),g:Emticicia(0.9837); 
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GTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGCT

GATTAAGTCAGCGGTGAAAGGTAGCAGCTTAACTGTTTTACATGCCGTTGATACTGGTTAGCTTGAGTTGACAGAAG

GCAGATAGAATTCCTGATGTAGCGGTGAAATGCTTAGATATCAGGAGGAATACCGATTGCGAAGGCAGTCTGCTGCA

GTCACACTGACGCTGAGGCTCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGGTAGTCCGCACAGTAAACGA

TGATTACTAGATGTTGGCCAAGCCAGTGTCCAAGGGAAACCGATAAGTAATCCACCTGGGGAGTACGCCGGCAACG

GTGAAACTCAAAGGAATTGACGGGG 

>OTU978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumino

coccaceae(0.6350),g:Oscillibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGACTGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGT

AAGTCAGATGTGAAATCTACGGGCTTAACTCGTAAACTGCATTTGAAACTGCTGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU981;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Clostrid

iaceae_1(0.9108),g:Clostridium_sensu_stricto(0.9085); 

ACGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGGTGAAGGTC

TTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGTGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.97

30),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGGATATCTTG

AGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.7068),g:Anaerotruncus(0.1735); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGATGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTCAGGGACGAACACAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGTCTC

CAAGTCCGTTGTCAAATCTATCGGCTCAACCGATAGCCGCGGCGGAAACTGGAGGTCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU984;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.5395)

,f:Spirochaetaceae(0.3544),g:Sphaerochaeta(0.0204); 

ACGGGAGGCAGCAGCTAAGAATCTTCCACAATGGACGGAAGTCTGATGGAGCGACGCCGCGTGGACGATGAAGGC

CGTGAGGTTGTAAAGTCCTTTTCGGGAGGGGGAATAACCGCGGGAGGGAATGCCCGCGGGATGACGTGAATCCCG

GAATAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGAATCATTGGGC

GTAAAGGGTGCGCAGGTGGCCGATCAAGTCTGGCGTGAAAGTGCGGGGCTCAACTCCGTGATGCGCTGGAAACTGG

CCGGCTAGAGTACAGCAGGGGGCGTCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGG

TGGCGAAGGCGGACGCCTGGGCATGTACTGACACTGAGGCACGAAGGTGCGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumino

coccaceae(0.5991),g:Pseudoflavonifractor(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGATAATGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACAACAAG

TCAGATGTGAAAACTATGGGCTCAACCTATAGCCTGCATTTGAAACTGTCGTTCTTGAGTGCTGGAGAGGCAAATGG

AACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTTGCTGGACAGTAAC

TGACGCTGATGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU986;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9992),c:Chloroplast(0.9947),f:Chloroplast(

0.9952),g:Bacillariophyta(0.9875); 

GAGGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCAAGTGTTATCCGGAATCACTG

GGCGTAAAGCGTCTGTAGGTGGTTAAGCAAGTCAACTGTTAAATCTTGAGGCTCAACTTCAAAATCGCAGTCGAAAC

TGCTTGACTAGAGTATAGTAGGGGTAAAGGGAATTTCCAGTGGAGCGGTGAAATGCGTAGATATTGGAAAGAACAC

CGATGGCGAAGGCACTTTACTGGGCTATTACTGACACTCAGAGACGAAAGCTAGGGTAGCAAATGGGATTAGATACC

CCAGTAGTCCTAGCCGTAAACAATGGATACTAGATGTTGAACAGATCGACCTGTGCAGTATCAAAGCTAACGCGTTAA

GTATCCCGCCTGGGAAGTATGCTCGCAAGAGTGAAACTCAAAGGAATTGACGG 

>OTU989;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteria

les"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Cyclobacterium(0.0000); 
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GGGATTGTCTGTGAGCGTTGTGGTGTTGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGCATGGGCTTCATCAAGCT

CGCTGCGACGGTGTCCCATGTCTGGTACCTCAAAGGCATCCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTATTTCAACTGCTACGTGGTGTTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATTGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU987;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Peptoc

occaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGAAGAAATTC

TTCGGAATGTAAAGTTCTGTTATTGAGGACGAAAGATAGTATCAGGAAATGGGTATTATTTGACGGTACTTGATGAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTA

AAGGGCGCGTAGGCGGCCTGATAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGCTGG

GTTTGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostrid

iaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCTGTTAA

GTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAAGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU991;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(0

.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTACC

TTCAAGCTCTGCTTGGTGTTGGGTGTTTGTCTCGCCTCTGCGTGTAGACTCGCCTTAAAACAATTGGCAGCCGGCGTA

TTGATTTCGGAGCGCAGTACATCTCGCGCTTTGCACTCACAACGACGACGTCCAAAAGTACATTTTTACACTCTTGACC

TCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Erysipelotrichia(0.8897),o:Erysipelotrichales(0.762

3),f:Erysipelotrichaceae(0.5632),g:Turicibacter(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCGACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA
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GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGA

AACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumino

coccaceae(0.4914),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGTGGGAAGACGGT

TTTCGGATTGTAAACCACTGTCCTATGGGAAGATAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGCTTGCAA

GTCAGCCGTGAAATCCCGGGGCTTAACCCCGCGGACTGCGGTAGAAACTGTGAGTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTT

AACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU994;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachno

spiraceae(0.5991),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAGAGCA

AGTCTGATGTGAAAGGTGGGGGCTTAACTCCCAAACTGCATTGGAAACTGTTCATCTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU996;tax=d:Archaea(0.0076),p:"Euryarchaeota"(0.0032),c:Thermoplasmata(0.0011),o:Methanomassilii

coccales(0.0010),f:Methanomassiliicoccaceae(0.0003),g:Methanomassiliicoccus(0.0003); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACATAACTAGGATTGACAGATTGATAGCTCTTTCATG

ATTTTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGACC

TTAACCTGCTAAATAGCCAGGCTGTCTTTGGATAGTCGCCGGCTTCTTAGAGGGACTGTCAGCGTCTAGCTGACGGAA

GTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU995;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.3448),c:Actinobacteria(0.1740),o:Actinomycetales(0

.0781),f:Streptomycetaceae(0.0252),g:Streptomyces(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGACCAAGAGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGAGAGG

CAAGTCAGGCGTGAAATACGTGGGCTCAACCCACGAACTGCGCTTGAAACTGTTTCCCTTGAGAGTGGGAGAGGTAA
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ACGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU997;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostrid

iaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGACTGTAAACTTCTGATCTAGGGGAAAAAGAAAGTGATGGTACCCTAGGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGTTGCGATT

TAAGTTAAATGTGAAAGCCCGTGGCTCAACTACGGAACTGCATTTAACACTGGATTGCTAGAGTACAGGAGGGGTGA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGAGGCGAAGGCGGCTCACTGGACTG

CAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostrid

iaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAGCAA

GCCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU999;tax=d:Bacteria(0.0024),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

GGGATTGTTTGCGAGCGTTGTGGTGTGGAGGTCACTGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCCTCTGGACATGCCACTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTACGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAATGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGTGATCGAGAACGAGCC

TGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCTG

CGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 

>OTU1002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Ethanoligenens(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCTTTGGTGACGAAACAAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGATTG

CAAGTTGGATGTGAAAATTACGGGCTCAACCCGTAACCTGCATCCAAAACTGCAGTTCTTGAGTGAAGTAGAGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1000;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Gammaproteobacteria(0.6730),o:"Enterob

acteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAGGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGT

AAAGGGTGCGCAGGCGGCTGTGCAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCA

CGGCTGGAGTCTGTCAGAGGAGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAAGAACACCGAT

GGCGAAGGCAGCCCTCTGGGACATGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1001;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Planococcac

eae(0.0457),g:Paenisporosarcina(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCGGGAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTCGAAACTGTATCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTG

TAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1003;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTAGGGAACATTGCTCAATGGGCGGAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAACAATGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGCGCACGTAGGCTGTTATGTAA

GTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAAC

TGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1005;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Defluv

iitaleaceae(0.0355),g:Defluviitalea(0.0087); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTCTAGGAAGAAGGT

TTTAGGATTGTAAACTATTTTAGACAGGGAAGAAAAAAGACTGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAACTTAA

GTTGGTTGTGAAATCCCTTGGCTTAACTGAGGAACTGCAACCAAAACTGGGTTTCTTGAGTGCAGGAGAGGAAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1004;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Deltaproteobacteria(0.9462),o:Desulfovibr

ionales(0.8520),f:Desulfovibrionaceae(0.4224),g:Desulfovibrio(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAATTACACTGGGCTAATCACCGGTGTATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGTAGGCTGTATATCAAGTCAAGGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGAAACTGGTA

GACTAGAGTATGTGAGAGGGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGCACAAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1007;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Hydrogenoanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGGCTTTGGGGACGAAGGAAGTGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATCACTGGGTGTAAAGGGAGCGTAGGCGGGTG

ATCAAGTCAAGTGTTAAATCTATCGGCTTAACCGATAATCGCGCTTGAAACTGATCATCTTGAGTGGAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1006;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_4(0.0252),g:Thermotalea(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTAAGTGGGGACGAAGAAAGTGACTGTACCCACAGAATAAGCATCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGCGTAT

CAAGTTGGTAGCGTAATTCCGTGGCTCAACCGCGGCGCTACTACCAAAACTGGTATGCTTGAGTGTGGCAGGGGTAT

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGAGGCGAAAGCGACATACTGGGCCA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAGTGCAA

GTCAGGCGTGAAATATACGGGCTCAACCCGTAAACTGCGCTTGAAACTGTGCTTCTTGAGTGTGGGAGAGGTAAACG
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GAATCCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1010;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9730),f:Enteroc

occaceae(0.9201),g:Enterococcus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGACGTTAGTAACTGAACGTCCCCTGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGGGAG

ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCGGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1011;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Gammaproteobacteria(0.9993),o:Pseudom

onadales(0.9934),f:Moraxellaceae(0.9881),g:Moraxella(0.9799); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTTTGGTTGTAAAGCACTTTAAGTAGGGAGGAAAAGCTAATGGTTAATACCCATTAGCCCTGACGTTACCTACAGAA

TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGTAGGTGGTTGCTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGGTGA

CTAGAGTAGGTGAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGG

CGAAGGCAGCTCCCTGGCATCATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAATAAGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGAT
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AAGTTGGACGTTTAATCTATCGGCTCAACCGATATCAGCGTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1013;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Gammaproteobacteria(0.1740),o:Legionell

ales(0.0781),f:Coxiellaceae(0.0252),g:Aquicella(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCGATGCCGCGTGAATGAAGAAGGT

TTTCGGATTGTAAAGTTCTTTTCTTAGGGAAGATGATGACGGTACCTAAGGAATAAGCACCGGCAAACTCTGTGCCAG

CAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTGAATAAG

TCTAACGTTAAAGACCTGGGCTTAACCTGGGGAATGCGAGAGAAACTGATTGACTAGAATTTAGGAGAGGAGAGTG

GAATTTCCGGTGTAGAGGTGGAATTCGTAGATATCGGAAGGAACATCAGAGGCGAAGGCGACTCTCTGGCCTGATA

TTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVb(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCAGCAGGGAAGAATAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCTGGCA

AGTTAGAAGTGAAATTTAGGGGCTCAACCCCTGAGCTGCTTCTAAAACTACCGGGCTAGAGTGCAGGAGAGGAAAG

CGGAACTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1015;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0066); 

ACTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTTCTC

GGATTGTAAACTTCTGATCTGTGGAAAGAAACAAATGACGGTACCACAGGAGAAAGCTCCGGCAAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGCGATTTAA

GTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1016;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostri

diaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGAAAAAAGAAAGTGATGGTACCACAGGAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGTGGTGCTT

TAAGTTAAATGTGAAAGACCAAGGCTCAACTTTGGAACTGCATTTAATACTGGAGTGCTAGAGTACAGGAGGGGTAA
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GCGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTG

CAACTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU990;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Sphingobacteriia(0.9321),o:"Sphingobacteria

les"(0.8412),f:Chitinophagaceae(0.5991),g:Chitinophaga(0.0904); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGTGTAGGCGGGC

TTGTAAGTCCGAGGTGAAATCTCCGAGCTCAACTTGGAAACTGCCTTGGATACTATAGGTCTTGAATATCGTTGAGGT

AGGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCGATTGCGAAGGCAGCTTGCTAAACG

ATTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGA

TTACTCGACATACGCGATATACAGTGTGTGTCTGAGCGAAAGCATTAAGTAATCCACCTGGGAAGTACGTCCGCAAG

GATGAAACTCAAATGAATTGACGGGG 

>OTU1017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Clostri

diales_Incertae_Sedis_XI(0.9887),g:Peptoniphilus(0.9915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAACGAAGAAGGC

TTTCGAGTCGTAAAGTTCTTTTATATGGGAAGATAATGACGGTACCATAAGAAAAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTTCGCAGGCGGAAATGCAAG

TCAGGTGTAAAAGGCAGTAGCTTAACTACTGTAAGCATTTGAAACTGCATATCTTGAGAAGAGTAGAGGTAAGTGGA

ATTTTTAGTGTAGCGGTGAAATGCGTAGATATTAAAAAGAATACCGGTGGCGAAGGCGACTTACTGGGCTCATTCTG

ACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1019;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0355),g:Alkalibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGAAGAAGAAAGTGACAGTACCCCAAAAGCAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGTGCGTAGGTGGTCGAA

TAAGTTAGTAGTGAAATTCCGGGGCTCAACTCCGGCGCTATTACTAAGACTGTCCGACTTGAGTGCGAGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGCTCG

TAACTGACACTGAGTGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGA

TTTCGGTTTGTAAACCTCTGTCTTCGGTGACGAAAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGACTGCA

AGTCAGGTGTGAAAACGGTCGGCTCAACCGATCGCCTGCACTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGTAGGC
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GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1021;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.6709),g:Lachnospiracea_incertae_sedis(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCCTGGCA

AGTCAGATGTGAAAGACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGCGGGGCTCGAGTGCGGGAGGGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACCG

AAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1023;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CAAAAACATTTGGACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATTGAC

ATTATGGGTCTGCAAGCTGCTTATGCTAATTTGCATACTGACCAAGAACGTGATTACTTCATGCAGCGTTACCATGATG

TTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAATCTCTGGGCA

TCTGGCTATGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACCTATAAACAT

TCTGTGCCGCGTTTCTTTGTTCCTGAGCATGGCACTATGTTTACTCTTGCGCTTGTTCGTTT 

>OTU1022;tax=d:Bacteria(0.9450),p:Firmicutes(0.2586),c:Bacilli(0.0425),o:Lactobacillales(0.0291),f:Lactoba

cillaceae(0.0073),g:Lactobacillus(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTATAGGGGAAAAAGAAAGTGATGGTACCCTATGAGCAAGCTACGGCAAACTATGTG

CCAGCAGCCGCGGTAATACATAGGTAGCAAGCGTTATCCGGAATAACTGGGTGTAAAGGGAGTGTAGGTGGATGTG

CAAGTATTATGTGAAAGCCCACGGCTTAACTGTGGGATTGCATAATAAACTACATATCTAGAGTACGAGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTAGAATGCGTAGAGATTAGGAGGAACACCGGAGGCGAAGGCGGCTTGCTGGCTCG

CAACTGACACTGAGACTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1025;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9294),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTATGGGACGTGTCCCATTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTT

GAGTGTGCGCGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAA

GGCAGCTTGCGGGAGCACTACTGACGCTGAAGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Cellulosilyticum(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTATCAGTAGGGAAGAAAAGGAGTTGAAAAACACTCCTGTGACGGTACCTAACTAAGAAG

CTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

TGCGTAGGCGGCCACCTAAGTCTAAAGTGAAATTTCGGGGCTCAACCCCGGAGCTGCTTTGGAAACTGGGAGGCTAG

AGTATAGGAGAGGAAAGCGGAACTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTAGCGAA

GGCGGCTTTCTGGACTATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1026;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9704),c:Actinobacteria(0.9180),o:Coriobacteriales(

0.7995),f:Coriobacteriaceae(0.5991),g:Gordonibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGATTATGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGTCGCATAA

GCGGAACCTCTAATCTGAGGGCTCAACCCCCAGCCGGGTTCCGAACTGTGCGACTCGAGTGTGGTAGGGGTAGATG

GAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGTCTACTGGGCCATCA

CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1027;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Hydrogenoanaerobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGT

CTTCGGATTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGACA

AGTTGGATGTGAAATCGATCGGCTTAACTGGTCGCTGCATTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGTTGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1028;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0560),g:Lachnospiracea_incertae_sedis(0.0110); 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTATAGGAAGAAGGT

CTTTGGATTGTAAACTATTGTCGACAGGGAAGAAGAAAATGACAGTACCTGTGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGCGTAGACGGATTTG

CAAGTTGGATGTGAAATCCCTTGGCTCAACCAAGGAACTGCATCCAAAACTGTAAACCTTGAGTATGGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCA

AAACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1029;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Ruminococcus(0.0056); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTCTAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCCCCGGCTAACTATGTGCC

AGCAGCCGCGGCAATACATAGGGGGCAAGCGTTACCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTAGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1030;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGCCGCGTGAAGGAAGAAGGC

GCCAGGCGTCGTAAACTTCTTTTGTCGGGGAACAAAGGGCGCCACGTGTGGCGTTGTGAGTGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTCCGGAAAGTCAGCGGTAAAAGCCCGGGGCTCAACCCCGGCGAGCCGTTGAAACTGTCGGACTA

GAGACGGCGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGA

AGGCAGCGTACCGGCGCCGGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1032;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGAAACCT

GCCTAGCAGATTGACCAGCGAACATGTTTATCATGAGTGGAGCGGGAGCGCCCTAGCGAAGCCTTACGGACGAGCT

ATTGCCCTCTCCTCCCAACGTCGGGTGGTGCTCCTTTTTGAGGGGTGCTGCTCGATGCAACAACGAACCCCGGCGCGG

TCTGCGCCAAGGAACATGAACTTGAGCGTGCTCGTCTTGTGCCCGGGTCACCGGCGCATGGGAGTGGATGCACCCAA

TATTGAGTATTAAACGACTCTCGGCAACGGATATCTTGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU1031;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGG

GTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCGTCTT

GAGTACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGACTGTCACTGACGTTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Lachn

ospiraceae(0.8505),g:Blautia(0.5720); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAATTAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGAC

AAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGCCCGTCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0326); 

CGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGCC

TTCGGGTTGTAAAACTCTGTCCTTATCGAAGAGAGGGTATGGTGTGAATAATGCCATATTAGGACGGTAGATAAGGA

GGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTTTGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTA

ATGCTAGAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1035;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9997),c:Actinobacteria(1.0000),o:Actinomycetales(

0.9938),f:Corynebacteriaceae(0.9873),g:Corynebacterium(0.9856); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACTCCTTTCATCATCGACGAAGGGCTCACTTGTTGTGGGTTTGACGGTAGGTGGAGAAGAAGCA

CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGC

TCGTAGGTGGTTTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTG

AGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAA

GGCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1018;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.7428),g:Lachnospiracea_incertae_sedis(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTATGGCAA

GTCAGAAGTGAAAGGCTGGGGCTTAACCCCGGGACTGCTTTTGAAACTGTCAAACTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1037;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0230); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACATG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU1038;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Ruminococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGC

AAGTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1040;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassil

iicoccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACATAACTAGTATTGACAGATTGATAGCTCTTTCATG

ATTTTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGACC

TTAACCTGCTAAATAGCCAGGCCGGCTTCCGCTGGTCGCAGGCTTCTTAGAGGGACTGTCAGCGTCTAGCTGACGGA

AGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU1039;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAATAA

GTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTG

GAACTCCATGTGTAGCGGTGGAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1042;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0423); 

GCGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCAGTGACGAAAATGACGGTAACTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGAC
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AAGTTGAATGTGAAATGCAGAGGCTCAACCTCTGAACTGCGCTCAAAACTGCCATTCTTGAGTGAAGTAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTAAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTC

GACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGGGGAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTTTGTCTTTGGTGAAGAAAGAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGTCAG

CAAGTCAGCTGTGAAAACCACGGGCTTAACCTGTGGACTGCAGTTGAAACTGTTGGTCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1046;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5579),o:Bacillales(0.2999),f:Paenibacillac

eae_1(0.1291),g:Paenibacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGCTA

AGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGATTTGCTTTGGATACTGGTAGGCTGGAGTGCAGGAGAGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1044;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9791),o:Sphingomo

nadales(0.8846),f:Sphingomonadaceae(0.5273),g:Novosphingobium(0.3479); 

GTGTCAGCCGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCT

TATCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTAGTAGGCTAGAATCTTGGAGAG

GTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTGACTGG
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ACAAGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACG

ATGATAACTAGCTGTCCGGGTTCTTGGAATTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU1045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.5632),g:Papillibacter(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1048;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Alcaligenaceae(0.0000),g:Pusillimonas(0.0000); 

CAACAATTTTAATTGCAGGGGCTTCGGCCCCTTACTTGAGGATAAATTATGTCTAATATTCAAACTGGCGCCGAGCGT

ATGCCGCATGACCTTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTATTACCATTTCAACTACTCCGGTTAT

CGCTGGCGACTCCTTCGAGATGGACGCCGTTGGCGCTCTCCGTCTTTCTCCATTGCGTCGTGGCCTTGCTATTGACTCT

ACTGTAGACATTTTTACTTTTTATGTCCCTCATCGTCACGTTTATGGTGAACAGTGGATTAAGTTCATGAAGGATGGTG

TTAATGCCACTCCTCTCCCGACTGTTAACACTACTGGTTATATTGACCATGCCGCTTTTCTTGGCACGATTAACCCTGAT

ACCAATAAAATCCCTAAGCATTTGTT 

>OTU1050;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCTAGAGTT

GTAGGCTTTGCCTGCTATCTCTTACCCATGTCTTTTGAGTACCTTCGTTTCCTCGGCGGGTTCGCCCGCCGATTGGACA

ATTTAAACCATTTGCAGTTGCAATCAGCGTCTGAAAAAACATAATAGTTACAACTTTCAACAACGGATCTCTTGGTTCT

GGCATCGATGAAGAACGCAGC 

>OTU1047;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTTCTATGGGAAAAACACAATGATGGTACCATAGGAGAAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTAGCAAGCATTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTTTTTT

AAGTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGAAAACTAGAGTACAGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACTG

TTACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4875 

 

>OTU1049;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCCGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTTCG

GATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATAA

GTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Oribacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGACGTA

TCTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAGGAAGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTCGCA

AGTCTGAAGTGAAAGCCCGTGGCTCAACCGCGGAACCGCTTTGGAAACTGCGAGGCTGGAGTGCTGGAGAGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1052;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTACGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGACGGCAGTGCA

AGTCTGGAGTGAAAGCCCGTGGCTTAACTACGGGACTGCTCTGGAAACTGTGCAGCTAGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Clostridium_III(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGACAGTGACGGTACCTAAGGAGCAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATA

TCAAGTCAGCCGTGAAATACCGGGGCTCAACTCCGGGGCTGCGGTTGAAACTGATATTCTTGAGTGTCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1036;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1098),g:Parasporobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCGCGAGGGACGAAGAATGACGGTACCTCGTAAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGCAAGAT

AAGTTAGATGTGAAAGCCCGCAGCTTAACTGCGGAACTGCATCTAAAACTGTCTCGCTTGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGACTTACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1055;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.9

942),f:Bacteroidaceae(0.9666),g:Bacteroides(0.9762); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTGTTCTCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTAT

GGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTA

GATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAG

TTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCT

GCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1054;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Enteroc

occaceae(0.2524),g:Enterococcus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGCGTGTAGGCGGGAAGATAAGTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGAAACTGTA

TGTCTTGAGTGCCGGAGAGGTAATCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGATTACTGGACGGTAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU1056;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9733),o:Campylob

acterales(0.8737),f:Campylobacteraceae(0.6709),g:Campylobacter(0.5239); 

ACGGAAGGCAGCAGTAAGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAATACCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACTCCTTTTGTTAGGAAAGAATAATGACGGTACCTAACGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGGGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTGTGTGAAATCTAATGGCTTAACCATTAAACTGCACAGGAAACTGGTAGTCTAGAGTAGGGGAGAGGTAGATG

GAATTCTTAGCGTAGGGGTAAAATCCGTAGAGGTTAAGAGGAATACTTATTGCGAAGGCGATCTACTAGAACCTAAC

TGACGCTGAGGCGTGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 



4877 

 

>OTU1057;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.9387),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Lachnospiracea_incertae_sedis(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCA

AGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGGC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4224),g:Clostridium_III(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTTTGTTGCAAGGGAAGAAAAAAATGACGGTACCTTGTGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTTT

GCAAGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGCAGATCTTGAGTGTCGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

GATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1059;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Alphaproteobacteria(0.7497),o:Rhodospiril

lales(0.3319),f:Rhodospirillaceae(0.1679),g:Insolitispirillum(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGATGTGACGATGATGACGGTAGCATCTAAAGAAGCCCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGTGTAGGCGGTTTAGTAAG

ATAGTGGTGAAATCCCAGGGCTTAACTTTGGAATTGCCATTATAACTATTAGACTAGAATTACAGAGAGGATAGTGG

AATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGTGGCGAAGGCGACTATCTGGCTGTACATT

GACGCTGAGGCTCGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU1060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTAGGAAGACGGT

CCTCTGGATTGTAAACTACTGTCCCCAGGGACGAAGATGACGGTACCTGGGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGATGC

AAGTTGGGTGTTAAATCTACCGGCTCAACTGGTAGTCGCACTCAAAACTGCAGCTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1062;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Gracili

bacteraceae(0.1098),g:Lutispora(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGGGAAGAAGGAAGTGACGGTACCATAGGAGGAAGCTCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCCTG

TAAGTTGGATGTGAAATACCCGGGCTCAACCTGGGGGGTGCATGCAAAACTGTGGGACTAGAGTACGGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

CGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1065;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGAAGTGAAATACCCGGGCTCAACCTGGGAACTGCGTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTCAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1064;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9975),o:Actinomycetales(

0.9941),f:Corynebacteriaceae(0.9868),g:Corynebacterium(0.9762); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACTCCTTTCGCTATCGACGAAGCCACTTGTGGTGACGGTAGGTAGATAAGAAGCACCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGG

TTTGTCGCGTCGTCTGTGAAATCCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAG

GGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCT

GGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1063;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Acetanaerobacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGTGACGAAACGAGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAAGC

AAGTTGAATGTTTAAGGTACGGGCTCAACCTGTACAAGCGTTCAAAACTGTTTTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1068;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTT

GAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1679),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGCGTAGCGGTGGAATGCGTGGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Parasporobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4880 

 

>OTU1069;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGTCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAACGACGGGACTTGTCCCGTTTTGCAGGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGACTTTAAGCGTGTTGTGAAAAACCGTCGCTCAACGACGGTCGTGCAGCGCGAACTGGAGTTCTTGA

GTGCGCTGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCACTGTATCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1071;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGAAGGT

CCTACGGATTGTAAACCTCTTTAGCCGGGGAGCAACGTGCGCCACGTGTGGCGCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGCGAAAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGACGCCGTTGAAACTTTCGTGCTG

GAGTTCGTGCGAGGGAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACCCCGATTGCGAA

GGCAGCTTTCCAGCACGCGACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1073;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Flavobacteriia(0.4045),o:"Flavobacteriales"(

0.1719),f:Flavobacteriaceae(0.0710),g:Chryseobacterium(0.0157); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGGC

CGATAAGTCAGTGGTGAAAGCCCATAGCTCAACTATGGAACTGCCATTGATACTGTCGGTCTTGAGTATATGTGATGT

TGGCGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATTGCGAAGGCAGCTGACAAATAT

ATAACTGACGCTGAGGGACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATG

ATTACTAGATTTTGGCCTTATGGTCAGAGTCCAAGCGAAAGTGTTAAGTAATCCACCTGGGGAGTACGTCCGCAAGG

ATGAAACTCAAAGGAATTGACGGGG 

>OTU1072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4914),g:Oscillibacter(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAGGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4881 

 

>OTU1070;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Ruminococcus(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGATAGGGAAGAAAAAAGACAGTACCTATCAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATA

AGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGTGCGCAGGAAGTAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1077;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

TAAAATGCAACTGGACAATCAGAAAGAGATTGCCGAGATGCAAAATGAGACTCAAAAAGAGATTGCTGGCATTCAGT

CGGCGACTTCACGCCAGAATACGAAAGACCAGGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCT

ACTGCTCGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATG

CTTACTCAAGCTCAAACGGCTGGTCAGTATTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTTAGTGCTGAG

GTTGACTTAGTTCATCAGCAAACGCAGAATCAGCGGTATGGCT 

>OTU1075;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9882),o:Sphingomo

nadales(0.9798),f:Sphingomonadaceae(0.9868),g:Sphingorhabdus(0.9762); 

GTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGAGTACGTAGGCGGTG

ATTCAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGAAACTAGATCGCTAGAATTGTGGAGAGG

TTAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTAACTGGA

CACATATTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGATAACTAGCTGTTCGGGGTCTACGATCCTGAGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU1074;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

coccaceae_1(0.0904),g:Desulfitibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTTGGGGAAGAACATCATATATGTGAATAATGTATATGACTGACGGTACCCGAGG

AGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCG

TAAAGGGCGCGTAGGCGGGGTTTTAAGTAGTGTGTGAAAACTATAGGCTCAACCTGTAGACTGCATGCTAAACTGGA

ACTCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTTCTGGACTGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 



4882 

 

>OTU1079;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriales(

0.0000),f:Bifidobacteriaceae(0.0000),g:Bifidobacterium(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCCAAGCCTTCTGGCCGAGGGCACGTCTGCCTGGGTGTCACAAAT

CGTCGTCCCCCCATCCTCTCGAGGATATAGGACGGAAGCTGGTCTCCCGTGTGTTACCGCACGCGGTTGGCCAAAATC

CGAGCTAAGGATGCCAGGAGCGTCTTGACATGCGGTGGTGAATTCAATCTCCTCGTCATATCGTCGGTCGTTCCGGTC

CAAAAGCTCTCGATGACCCAAAGTCCTCAACGCGACCCCAGGTCAGGCGGGATCACCCGCTGAGTTTAAGCATATCA

ATAAGCGGAGGA 

>OTU1076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Ruminococcus(0.2607); 

CCTTTCTTCCTCCTTTTTTTCTCTTTCTCCCTTTTTTCCCCCCTGCCTCCTCCACGCCGCGTGAACGATGAAGGTCTTCGG

ATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAAGTCAG

ATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCGGAATT

CCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTGAC

GCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1081;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Caulobacte

rales(0.0000),f:Caulobacteraceae(0.0000),g:Brevundimonas(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCGAGTTTA

CAACTCCCAAACCCCTGTGAACATACCTTAATGTTGCCTCGGCGGATCAGCCCGCGCCCCGTAAAACGGGACGGCCC

GCCAGAGGACCCAAACTCTAATGTTTCTTATTGTAACTTCTGAGTAAAACAAACAAATAAATCAAAACTTTCAACAACG

GATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU1078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9711),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGTGCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGG

ACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1080;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 



4883 

 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTTATGAGAGAAAAATAAATGATGGTATCTCATGAGTAAGCCCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGAGAGCGTAGGCGGTTTTGTA

AGTCAATGGTGAAAGCCCGAGGCTCAACTTCGGAATTGCCGTTGATACTGCTTAACTAGAGTGTGGGAGAGGAAAAT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGATTTTCTGGAACATT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGAACAAAAAGGTGGACGAGTCCACTGTTGCGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGGTAAGTCAGCGGTAAAATTTCGGGGCTTAACCTCGTTTAGCCGTTGAAACTGTCGAGCTCGA

GAGGGAGAGAAGTAGGCGGAATGCGCAGTGTAGCGGTGAAATGCATAGATATTGCGCAGAACTCCGATTGCGAAG

GCAGCCTACCGGCTTCTATCTGACACTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Erysipelotrichia(0.9834),o:Erysipelotrichales(0.98

66),f:Erysipelotrichaceae(0.9876),g:Erysipelotrichaceae_incertae_sedis(0.9799); 

ACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGGAACCCTGAACGAGCAATGCCGCGTGAGTGAGGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTAAGAGAAAAACGGCACTCATAGGGAATGATGAGTGAGTGATGGTATCTTACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATGATTGGGCGT

AAAGGGTGCGTAGGTGGCAGATCAAGTCTGGAGTAAAAGGTATGGGCTCAACCCGTACTGGCTCTGGAAACTGATC

AGCTAGAGAACAGAAGAGGACGGCGGAACTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCCGTCTGGTCTGGATTCTGACACTGAAGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.6350),g:Anaerostipes(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTATGGTAA

GTCAGAAGTGAAAACCCGGGGCTCAACTCCGAGGATTGCTTTTGAAACTATCAGACTGGAGTACCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1084;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Nocardioidaceae(0.0000),g:Nocardioides(0.0000); 



4884 

 

GGGATCGTTTGTGAGCGCTGCGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGCATGGGCTTCATCAAGC

TGGCCGCTCCGGTGTCCCACGTCTGGTACCTGAAAGGGATCCCCAGCTATGTGGCCATCCTGCTGGACATGCCGCTCC

GCGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGTGGCTGGAAATCGAGGACGAGATCTACGCCGAGGAATCCGAAATCGAGAACGAGC

CCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAGCT

GCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 

>OTU1086;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.2864),g:Parabacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGA

GTATGTTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1088;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCACCTACGTGTAGGTGTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAAGATTAAGCGTGACGTGAAATGTACCGGCTCAACCGGTGACGTGCGTCGCGAACTGGTTTTCTTGA

GTGAGTACGACGTGTACGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGTGCACGAGTCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1087;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_4(0.0355),g:Thermotalea(0.0087); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTTCCCTGTTCTCCAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGTCTTCG

GATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCAAG

TTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1089;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0710),g:Alloprevotella(0.0087); 



4885 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGACATTCAAGTCTGCGGTCAAATTCCGGGGCTCAACCCCGGCCAGCCGTGGAAACTGAATGACTTG

AGTGGGCGAGAGGTATGCGGAATGCGCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.4563),g:Intestinimonas(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTGTCAGGGACGATAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCAAG

TCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACAGCAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8520),f:Enteroc

occaceae(0.5632),g:Enterococcus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAAAAGAATAGCAGTGAGAGTAACTGTTCACTGTGTGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGAGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGTA

ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTAAGGGAAGAGAAAGGACTGTACCTTACAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGC

GAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 



4886 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTGGCAA

GCCAGAAGTGAAAGCCCGGGGCTTAACCTCGGGACTGCTTTTGGAACTGTTAGACTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1093;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1095;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAGACTGCTTTTATGCGGGGATAAAGTGCGGCACGTGTGCCGTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGAGCTAAGCGTGACGTGAAATGTAGCCGCCCAACGGCTGACGTGCGTCGCGAACTGGTTTTCTT

GAGTGGGTACGACGTCGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAA

GGCAGCCGACGAGTCCCTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1099;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCGCCACGCGTGGTGTATTGCAGGTACCGCAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGATGGCAAGCGTGTTGTGAAATGTCGTGGCCCAACCAGGGCACTGCAGCGCGAACTGCCGTTCTT

GAGTGCGCGCAACGTTGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1097;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Betaproteobacteria(0.9733),o:Burkholderi

ales(0.8846),f:Sutterellaceae(0.7787),g:Sutterella(0.6681); 



4887 

 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGTCAGGGAAGAAAAGGTACGTGCTAATACCACGTACTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGACAGGTGTGAAATCCCAGGGCTTAACCTTGGAATTGCATTTGTGACTGCAGG

ACTAGAGTTTATCAGAGGGGGATGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGTCCCCTGGGATACGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1096;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Anaerotruncus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTCGTTATCGGGGAAGAAGAAAGTGACGGTACCCGAAGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATA

GCAAGTCAGGCGTGAAAGATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTT

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGACTAGATACCCTGGTA 

>OTU1098;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

streptococcaceae(0.0149),g:Clostridium_XI(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCA

AGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGG

AGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Erysipelotrichia(0.9851),o:Erysipelotrichales(0.99

34),f:Erysipelotrichaceae(0.9884),g:Sharpea(0.9566); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAACGACGAAGGC

CTTAGGGTCGTAAAGTTCTGTTGCGAAGGAAGAACGCCGGAGGGAGGAAATGCCCTGCGGGTGACGGTACTTCGCG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATCATTGGGCG

TAAAGAGGGAGCAGGCGGCCGTGAGGGTCTGTGGTAAAAGACTGAAGCTCAACTTCAGTGAGCCATGGAAACCGG

ACGGCTGGAGTGCGGCAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAG

TGGCGAAGGCGACGGTCTGGGCCTGCACTGACGCTCATTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCT

GGTA 
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>OTU1101;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2864),g:Hydrogenoanaerobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTATGGGAAGAAGAGAATGACGGTACCATAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAAGACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCTACT

TAAGTTAAATGTGAAAGGCAATGGCTTAACCATTGTAAGCGTTTAAGACTGAGTGGCTTGAGAGAGATAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTCT

ATTCTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.3544),g:Barnesiella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCTAAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAACGAGGCCACGTGTGGCCGAAGTGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGAACATTAAGTCAGCGGTAAAATCGAGGGGCTCAACCCCTTTAAGCCGTTGAAACTGGTGATCTTG

AGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1102;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9871),o:Clostridiales(0.9940),f:Rumin

ococcaceae(0.9879),g:Ruminococcus(0.9856); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAAGGACGATAATGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACGGCAA

GTCAGATGTGAAATACATGGGCTCAACCCATGGGCTGCATTTGAAACTGCTGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1104;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.2864),g:Gemmiger(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAA

GTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1105;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9572),c:Actinobacteria(0.8755),o:Acidimicrobiales(

0.5023),f:Acidimicrobiaceae(0.3204),g:Ilumatobacter(0.0904); 

GTGCCAGCAGCCGCGGTGACACGTAGGCACCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTT

CGATAAGTCGGGTGTGAAAACTTTGGGCTTAACCCAAAGCGTGCACTCGATACTGTCGTGACTAGAGTTCGGTAGGG

GAGTGGGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCGGTGGCGAAGGCGCCACTCTGG

GCCGAAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

TTGGGCACTAGGTGTGGGTCTCAACCAACGGGATCCGCGCCGTCGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC

GGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU1107;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Bacillariophyta(0.0000); 

GGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCATTTTCCGCCAGCAGTCCACTTCGAT

TTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTCGACTCATCAGAAATATCCGAAAGTGTTA

ACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGA

GCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTT

GCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAACCCAGCTTGGTAAGTTGGATTAAGC 

>OTU1106;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9572),c:Actinobacteria(0.8472),o:Coriobacteriales(

0.6138),f:Coriobacteriaceae(0.4224),g:Slackia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGACGGAGGC

CCTCGGGTCGTAAACCGCTTTCAGCAGGGAAGACGATGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGCTCGGCAA

GCGAGGTGTCAAAGCCCGGGGCTCAACCCCGGCCCGCACCTCGAACTGCCGGGCTTGAGTGTGGCAGGGGAAGGC

GGAACACCCAGTGTAGCGGTGAAATGCGCAGATATTGGGTGGAACACCGGTGGCGAAGGCGGCCTTCTGGGCCACC

ACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5632),g:Oscillibacter(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCGGGGAAGAGCAGAAGACTGTACCTGATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAAGGCA

AGTCAGATGTGAAAACTATGGGCTTAACCCATAGACTGCATTTGAAACTGCTTTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1109;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9776),o:Desulfovibr

ionales(0.9497),f:Desulfovibrionaceae(0.8864),g:Desulfovibrio(0.7643); 
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ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAAGCAGCGCGCGCTAATCAGCGCGTTGTTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTTGTGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAATTGCCCTTGATACTGCAT

GACTAGAATCCGGGAGAGGGCAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGCG

GCGAAGGCGGCTGCCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCAGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGTCA

TCTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Marvinbryantia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGTGAAGGAGTA

CTTCGGTACGTAAAGCCCTATCAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAA

GTCCGGAGTGAAAGCCCGGGGCTCAACCCTGGGACTGCTCTGGAAACTGTAAAGCTGGAGTGCGGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCCTGCTGGACCGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Ethanoligenens(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGGGAAGACGG

TTTTCGGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGC

TTTAACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGCGATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGTA

AGTTAGGTGTGAAAACTATGGGCTTAACCCATAGACTGCACTTAAAACTGCTGTTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCCAACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1116;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCACTAAAGTAAACG

CCCTCCGGGGCTCTCTTTATTCACACACCCCTGTGCACTTTGGCCACCTGCCGCGCTTAACTGCGTTAGTAGGTGTGTC

TCTTTATTTATACCCATATACACAAGTCATTGAATGTAAAATCGTTATAAACTAATATAACTTTCAACAACGGATCTCTT

GGTTCTCGCATCGATGAAGAACGCAGC 

>OTU1114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.3204),g:Lachnospiracea_incertae_sedis(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGCCAA

GTCAGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGGTCGGCTGGAGTGCGGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1115;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Marvinbryantia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTGGCAA

GTCTGAAGTGAAATGCCGGGGCTTAACCCCGGAACTGCTTTGGAAACTGTCAGGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1118;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.3884),g:Barnesiella(0.0615); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAAGGCGTGCCACGGGTGGCGCGCCGGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGGATGCCAAGTCAGCGGTAAAATCGCGGGGCTCAACCCCGCTCCGCCGTTGAAACTGGCGTTCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATGCCGGCGCCCAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1117;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCAGGGAGCAAGGAGCGCCACGAGTGGTGCGGCGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGAAGCGGCAAGTCAGCGGTAAAATTGCGGGGCTCAACCTCGCCGAGCCGTTGAAACTGCTCTTCT

AGAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGA

AGGCAGCATACCGGCGCCCAACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1119;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Clostridium_IV(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGGAACCCTGATCCAGCGATGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTGGACAGGGACGATAATGACGGTACCTGTCAAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAGAGC

AAGTCAGAAGTGAAACTTATGGGCTTAACCCATAACCTGCTTTTGAAACTGTCCTTCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1122;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_

XIII(0.0000),g:GpXIII(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAACCTTACCAGGTCCGGACATAGGAAGGATTGACAGATTGAGAGCTCTTTCTT

GATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGAC

CTTAACCTACTAACTGGCCGCCTGAATGGCAACGTTCAGGAATAAGGCCTCTTAGAGGGACGATCTGTGACTAGCAG

ATGGAAGCATAAGGCAATAACAGGTCTGTGATGCCC 

>OTU1121;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0710),g:Garciella(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAATCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT
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GGTAAGTCCGGAGTGAAAGTTCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGG

AAAGCGGAATTACTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGA

CTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9861),o:Clostridiales(0.9941),f:Eubac

teriaceae(0.9387),g:Eubacterium(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTCCTAGGGGAAGAAAAAAATGACATTACCCTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGCATCT

TAAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCTTGCGAACTGGGGTGCTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTG

TTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1124;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Anaerotruncus(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCCGATGCAGCGACGCCGCGTGAGGGAAGACGG

CCTTCGGGTTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGC

AAGTTGGATGTGAAAACCATGGGCTCAACCCATGGACTGCATTCAAAACTGTATTTCTTGAGTGATGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCATT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1123;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGAACGAAGAAAGTGACGGTACCCCAAGAGCAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTG

GTCAAGTTAGTAGTGAAATTCCGGAGCTTAACTTCGGCGCTACTACTAAGACTGATTGACTTGAGTGCAGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTGCTGGCC

TGTAACTGACACTGAAGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAACGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAAGGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGTATTGCATTTGAAACTGTTTAGCTAGAGTGCAGGAGAGGTAAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1125;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Deltaproteobacteria(0.9462),o:Desulfovibr

ionales(0.8520),f:Desulfovibrionaceae(0.4914),g:Desulfovibrio(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGTGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATGATGCAGATGTGAACAATGTCTGCAAGTGACGGTACCTTCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCACGTAGGCTGTTTGTCAAGTCAGGGGTGAAATCCCGCGGCTCAACCGCGGAATTGCCTTTGAAACTGGC

GAACTGGAGTGTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAG

TGGCGAAGGCGGCCACCTGGACGATAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1130;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Aeroco

ccaceae(0.0000),g:Facklamia(0.0000); 

AGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACC

TACCGCGCTTCGCTTGGTCAACCCCTCAGCGGCAAAAATTAAAATTTTTACCGCTTCGGCGTTATAACCTCACACTCAA

TCTTTTATCACGAAGTCATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGAC

TATTCCACTGCAACAACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTTCTTGCAAAT

CACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGG 

>OTU1129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGGGAAACCCTGAACCAGCAACGCCGCGTGAAGGACGAAGGT

CTTCGGATCGTAAACTTTTGTCGTATGGGACGAAAAATGACGGTACCATACAAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCA

AGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGCGGTTCTTGAGTGCGGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1128;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGTTGATTAA

GTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGAAGT
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GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.8146),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGG

GTTTCGGCTCGTAAACTTCTATCAATAGGGACGAAATAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGCAT

GGTAAGCAAGATGTGAAAGCCTTAGGCTTAACTTGAGGATTGCATTTTGAACTATCAGGCTAGAGTACAGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1131;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAACACAATGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCTATGGGCTCAACCCATAAACTGCTTCCAAAACTGTATCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5632),g:Clostridium_XlVb(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAGGTA

TTTCGGTATGTAAACTTCTATCGACAGGGAAGAAAAAAATGACGGTACCTGAATAAGAAGCCCCGGCTAATTACGTG

CCAGCAGCCGCGGTAATACGTAAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGTTCGG

CAAGTCATATGTGAAATTCTGAGGCTTAACCTCAGCGCTGCATAAGAAACTGTCGGACTAGAGTGCAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACGCTGAGTCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1133;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.363

9),f:Spirochaetaceae(0.1872),g:Spirochaeta(0.0134); 

ACGGGAGGCAGCAGCTAAGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGAACGATGAAGGCC

GTAAGGTTGTAAAGTTCTTTTTGGAAGGAAGAATAAGGCGGGCAGGGAATGGCCTGCCGATGACGTGAATTCCAGA

ATAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCACGCAGGCGGTCAGGCAAGTCTGATGTAAAAATTCAGGGCTCAACCCTGTCATGCGTTGGAAACTGTCTG

ACTTGAGTACAGGAGGGGATATTGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGATGG
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CGAAGGCAAATATCTGGCCATGTACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1134;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_1(0.0355),g:Peptococcus(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTTTGTTATAAAGGACGAAGATAGTGACGGTACTTTATAAGGAAGCCCCGGCTAACTATGTGC

CAGCAGCCGCGGTAAGACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGAGCGTAGTCGGTTAATT

AAGTCACGTGTGAAAGCCTTGGGCTTAACCCAAGAATTGCACTTGATACTGGTTAACTAGAGTGTTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACATCAGAGGCGAAGGCGGCTTACTGGACAAT

AACTGACGATGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1137;tax=d:Archaea(0.0076),p:"Euryarchaeota"(0.0032),c:Methanopyri(0.0011),o:Methanopyrales(0.

0010),f:Methanopyraceae(0.0003),g:Methanopyrus(0.0003); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCGAGTGTT

TGGGCGCCCCTTCTCGGGGTGCCCGTCCTCCCATCCGTGTCTATTTGTACCCTGTTGCTTCGGCGGGCCCGCCCACCGT

GGCCGCCGGGGGGCTTCATTGCCCCCGGGCCCGTGCCCGCCGGAGACCTCAACCATGAACACTGTCTGAAGGTTGCA

GTCTGAGTGAAGATATAACAAATCGTTAAAACTTTCAACAACGGATCTCTTGGTTCCGGCATCGATGAAGAACGCAGC 

>OTU1138;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5991),g:Roseburia(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGAGAT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCTTGCTGGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGA

TCACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1136;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_4(0.1098),g:Thermotalea(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTTGGGTCGTAAAGCTCTGTCGGAAGGGAAGAAGGACGTGACGGTACCTTCCGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTCTT

TTAAGCGCAGGGTATAAGGCAAGGGCTTAACCTTTGTTGGCCCTGTGAACTGGAGGACTTGAGTATCGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

AAAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1135;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0457),g:Anaerostipes(0.0110); 

ACGGGAGGCAGCAGTGGGGAATTTTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCCGAT

CAAGTTGATTGTGAAATTCCGGGGCTCAACTCCGGAGCTACAGTCAAAACTGACCGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGAGGCGAAAGCGGCTTACTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1139;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGATAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAAGCA

AGTTGAATGTTTAAACTATCGGCTCAACCGAGAATCGCGTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGTAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1142;tax=d:Bacteria(0.0058),p:SR1(0.0000),g:SR1_genera_incertae_sedis(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGCATTCCGAGGGGCATGCCTGTTCGAGCGTCATTACAAC

CTCTCAAGCCTAGCTTGGTCTTGGGACACGCTGCTCCGGTGGCAGTCCTCAAAGGCAGTGGCGGGCTCATGTAACTCT

CCGCGTAGTAATACATCTCGCGACAGAGAAGCATTGGGACTTGCCAGAAATCCTTCATTGCTCAGGTTGACCTCGAAT

CAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU1141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3544),g:Parasporobacterium(0.0712); 

CCTTCCGGCCTCCTTTTGGCCTCTTTCCCCCTGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTATTT

CGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCC

AGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1872),g:Alkalibaculum(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTCTTTGGGAACGAAACAAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGAGCATGTAGGCGGCATG

GTAAGTTGGATGTGAAAGTTCGGGGCTTAACCCCGAAATTGCATCCAAAACTGCCAAGCTTGAATATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGAC

GAATATTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1143;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAGGGGCGCGTAGGCGGGTAGG

CAAGTCAGATGTGAAATCTCCGGGCTCAACCCGGAAACTGCATTTGAAACTGTCTATCTTGAGTATCGGAGAGGCAA

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1145;tax=d:Bacteria(1.0000),p:Firmicutes(0.9997),c:Bacilli(1.0000),o:Lactobacillales(0.9939),f:Strepto

coccaceae(0.9884),g:Streptococcus(0.9875); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGAGTGTGAGAGTGGAAAGTTCACACTGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTAGATAAGTCTGAAGTTAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTTT

AACTTGAGTGCAAGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGCTTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1144;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7907),c:Mollicutes(0.5195),o:Acholeplasmatales(0.26

79),f:Acholeplasmataceae(0.1291),g:Acholeplasma(0.0230); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGAGGAAACTCTGACCGAGCAATGCCGCGTGAACGAAGAAGAT

CTTCGGATTGTAAAGTTCTGTTGTTGGGGAAGAATGGTACTACTAGGAAATGAGTAGTATTTGACGGTACCCGATTA

GAAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGCGTGCGTAGGCGGTTTATTAAGTCTGTCGTAAAATCTCGAGGCTTAACTTCGATATGCGATGGAAACTGGTAA

ACTAGAGTACGGTAGGGGTAAGTGGAATTCCAAGTGGAGCGGTGGAATGCGTAGAGATTTGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGGCCGTTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9733),o:Erysipelotrichales(0.90

63),f:Erysipelotrichaceae(0.8864),g:Turicibacter(0.8124); 
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ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAAAGGTGATAGGAGGAAATGACTATCAATTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTAATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGT

TGACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGCAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1146;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Gammaproteobacteria(0.1740),o:Legionell

ales(0.0781),f:Coxiellaceae(0.0252),g:Aquicella(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCGATGCCGCGTGAGTGAAGAAGGT

TTTAGGATTGTAAAGCTCTTTTGACAGGGAAGATGATGACGGTACCTGTAGAATAAGCACCGGCTAACTCTGTGCCA

GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCTGTTTAATAA

GTTAGGCGTTAAAGACCAGGGCTTAACCTTGGGAGTGCGTTTAATACTGTTAGACTTGAGTACTGGAAGGGAAGATG

GAATTTCCGGTGTAGAGGTAAAATTCGTAGATATCGGGAGGAACACCAGAGGCGAAGGCGATTTTCTGGACAGAGA

CTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1148;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),g:Natra

naerovirga(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTGTGGGAAGATAATGACGGTACCACAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCTTTCAA

GTCAGATGTGAAAACCCGGGGCTTAACCCCGGGCCTGCATTTGAAACTGTAGGGCTTGAGTGATGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1150;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Marinilabiliaceae(0.0355),g:Alkalitalea(0.0087); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGGCGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTCAAGTCAGAGGTGAAAGGCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTG

AATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGACG

GCATCTCACGAAGCAGAGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAAAGGGGCCATTCATGGCAGGATGAGCGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACTGTCAAGTCAGCGGTAAAATTTCGGGGCTCAACCCCGTCCGGCCGTTGAAACTGGCAGACTGG

AGTGCGGCAGAGGGATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCGTCCCATGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9497),f:Rumin

ococcaceae(0.7068),g:Intestinimonas(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATTGGGGACGAAACAAATGGCGGTACCCATTGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1154;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diales_Incertae_Sedis_XI(0.7787),g:Peptoniphilus(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGC

ATTCGTGTCGTAAAGCTCTTTTATATGGGAAGATAATGACAGTACCATAAGAAAAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTTCGCAGGCGGAAATGCAAG

TCAGATGTAAAAGGCAATAGCTCAACTAATGTAAGCATCTGAAACTGCATATCTTGAGAAGTGTAGAGGTAAGTGGA

ATTTTTAGTGTAGCGGTGAAATGCGTAGATATTAAAAGGAATACCGGTGGCGAAGGCGACTTACTGGGCACATTCTG

ACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1156;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 
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GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCTTCTGGCCGAGGGCACGCCTGCCTGGGCGTCACGCA

TCGCGTCGCCCCCTCCAAAATCCCTAGGGATCAAGGAGTGGGAGCGGAAATTGGTCTCCCGTGCGCCTCCGGGCTCG

TGGCTGGCCTAAATTAGATCCTGCATCGACGGATGCCTCGACCAGTGGTGGTTGAAAGACTCTCTTGCTGTCGAGCCG

CACGTCGCTTGCTAGGCATCGAACAAACCCAACGGCGCTTCGCGTGCCTACGACCGCGACCCCAGGTCAGGCGGGAC

TACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 

>OTU1155;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Anaerobacterium(0.0712); 

ACGGGGGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAAGGATGAAGGT

TTTCGGATCGTAAACTTATGTCTTCGGGGACGAGAACGGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCACGTA

AGTTGGGTGTGAAATATTGGGGCTTAACCCCGGGGCTGCATCCAAAACTGCGAGTCTTGAGTGCTGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1153;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9851),o:"Enterob

acteriales"(0.9707),f:Enterobacteriaceae(0.9573),g:Escherichia/Shigella(0.7643); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTGTTCTCCAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTCG

GGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTT

GAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGA

AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1157;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Lachn

ospiraceae(0.9294),g:Clostridium_XlVa(0.9686); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACGCA

AGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTGCTGCTGGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1159;tax=d:Archaea(0.0024),p:"Korarchaeota"(0.0000),g:"Candidatus_Korarchaeum"(0.0000); 

GGCATCGTTTGTGAGCGCTGCGGCGTTGAGGTCACCGAGAGCCGCGTTCGCCGTCACCGCATGGGCTTCATCAAGCT

GGCGGCTCCGGTCTCCCATGTCTGGTACCTGAAAGGGATTCCGAGCTATGTGGCGATCCTGTTGGATATGCCGCTGC

GGGATGTTGAGCAGATCGTTTACTTCGACTGCTATGTGGTGCTCGATCCCGGCGACCACAAAGACCTCAAGTACAAG
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CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAGGACGAGATTTACGCCGAGGAATCCGAAATCGAGAACGAGC

CCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACTCTGGATGAGGTGGCTGAACAGCT

GCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGTCTACG 

>OTU1158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACGCCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.5273),g:Anaerosporobacter(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTTCGGTAA

GTCAGAAGTGAAAGCCCAGGGCTCAACCTTGGGACTGCTTTTGAAACTATCGGACTAGAGTGCAGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATCACAA

GTCAGAAGTGAAAATCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTGGAGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1161;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCCGA

TCAAGTCAGATGTGAAACCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGTTGGCTTGAGTGCAGGAGAGGAA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1165;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Cruoricaptor(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTCTGGTATTCCGGAGGGCATGCCTGTTCGAGCGTCATTATAAC

CACTCAAGCGCGGCTTGGTATTGGGGTTCGCATCTCGCGGCCCTTAAAATCAGTGGCGGTGCCTGTCGGCTCTACGC

GTAGTAATACTCCTCGCGATTGAGTCCGGCAGGTTGCTTGCCAACAACCCCCAATTTTTACAGGTTGACCTCGGATCA

GGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU1167;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_

XIII(0.0000),g:GpXIII(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACACAGTGATGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGATTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAAATAGTTCCGCGAACCTTGGTTTGTGGTGGACTTCTTAGAGGGACTATGGATGTTTAATCCATGGAA

GTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU1166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCAACTACGTGTAGTTGTTTGCAGGTACCGCAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCAGGTTAAGTGTGTTGTGAAATGTAGGCGCCCAACGTCTGAATTGCAGCGCATACTGTCCTGCTTG

AGTGCGCGCAACGTTTGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCAGACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1163;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.6346),o:Rhodospiril

lales(0.2359),f:Rhodospirillaceae(0.0904),g:Insolitispirillum(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGCATGGGACGATGATGACGGTACCATGATAAGAAGCCCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGTGTAGGCGGTTTTGTAAG

ATAGCGGTGAAATGCCGGGGCTCAACCTCGGAATTGCCGTTATAACTATGAGACTAGAATGATAGAGAGGATGGCG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGCTATCTGGCTATAAA

TTGACGCTGAGGCTCGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Incert

ae_Sedis_XI(0.1679),g:Clostridium_XII(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGT

CTTCGGATCGTAAAGTTCTGTCCTTGGGGAAGAAGGAAGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTTCT

TTAAGCGCAGGGTATAAGGCTAAGGCTTAACCATAGTTGGCCCTGTGAACTGGAGGACTTGAGTATCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

AATACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1170;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGTAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1168;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Eubac

teriaceae(0.1485),g:Garciella(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTGAAGGAAGAAGGAAGTGACGGTACTTCAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCCAA

GTAAGTCAGATGTGAAATGCCAGGGCTTAACCCTGGAGCTGCATTTGAAACTGCATGGCTTGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 
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ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCCGTGGGTTAA

GCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAGTACGCGGGACGTTGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1172;tax=d:Archaea(0.0024),p:"Nanoarchaeota"(0.0000),g:"Nanoarchaeum"(0.0000); 

TTTCTCTTTTTTTCTCTCTTCTTCGTTTATTTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCTGGC

GGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGCGGG

ATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTCCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAGCAG

CTGCTCACCGAGAACGAGTGGTTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAAATCGAGAACGAGCCCG

TGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAGCTGCG

GGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGCCTGCG 

>OTU1173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Flavobacteriia(0.9820),o:"Flavobacteriales"(

0.9821),f:Flavobacteriaceae(0.9759),g:Flavobacterium(0.7162); 

GTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTT

GGTAAGTCAGTGGTGAAAGCCCATCGCTTAACGATGGAACGGCCATTGATACTGCCAGACTTGAATTACTGGGAAGT

AACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATGGAATACCAATTGCGAAGGCAGGTTACTACCAG

TGGATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

GATACTAGCTGTTCGGAGTAATCTGAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGA

ATGAAACTCAAATGAATTGACGGGG 

>OTU1176;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCACTAGTGAATAAA

CCGGGGAGCGTCTTAACTGACCTCCCCATCCCTTCACAATCCACATACACCTGTGCACTGTTTTGGCTTTTGAGCAATC

GAAAGCCAATCATTTTATACAAACTCTTAGTTTAATGAATGTAACCGTTTTATATAAACAAAATAAAACTTTCAACAAC

GGATCTCTTGGTTCTCGCATCGATGAAGAACGCAGC 

>OTU1174;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAAACATGACGGTAGCCATGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGGC

AAGTCAGCTGTGAAAACTATGGGCTTAACCCATAGACTGCAGTTGAAACTGTTTTTCTTGAGTGGAGTAGAGGTAAG
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CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1177;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Acetivibrio(0.0230); 

ACGGGAGGCAGCAGTGAGGGATATTAGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACGAGGGACGATAATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATAAGCAA

GTCAGATGTGAAATGCAGAGGCTTAACCTCTGAGCTGCATTTGAAACTGCATATCTTGAGTGATGGAGAGGTAAGCG

GAATTCCCGGTGTAGCGGTAAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATTAA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2864),g:Acetivibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGAACAAGGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTAAGCA

AGTCAGATGTGAAATACCGAGGCTTAACTTCGGGGCTGCATTTGAAACTACTTATCTTGAGTATCGGAGAGGAAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVb(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCAGCAGGGAAGAAAAGAAACTTAAGTTTCTATAATGACGGTACCTGACTAAGAAGCT

CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGT

GCGTAGGCGGCCTGGCAAGTTAGAAGTGAAATTTAGGGGCTCAACCCCTGAGCTGCTTCTAAAACTACCGGGCTAGA

GTGCAGGAGAGGAAAGCGGAACTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTAGCGAAG

GCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1179;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Pepto

coccaceae_1(0.9876),g:Peptococcus(0.9875); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTGTCCTCATCCAAGAGAGAGGCCTGTAGTAACTGACAGACCTAGGACGGTAGATGAGGA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGCAGGCGGTTTGTTAAGTCAGATGTGAAAGGTTAGGGCTCAACCCTGAACGTGCATCTGATACTGGC

AGACTTGAGTATGGAAAAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT
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GGCGAAGGCGACTTACTGGGCCATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9995),c:"Bacteroidia"(0.9903),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9884),g:Bacteroides(0.9912); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATACGGGAATAAAGTATCCTACGTGTAGGATTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGAGATTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGTTTCCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCA

GCTTGCTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1181;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.7787),g:Roseburia(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAGAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTCGGACTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9685),f:Rumin

ococcaceae(0.9294),g:Anaerofilum(0.4351); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTCTTCGGGGACGAACACAATGACGGTACTCGAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAC

TGCAAGTTGGGTGTCAAATCTACGGGCTTAACCCGTATCCGCACTCAAAACTGTGGTTCTTGAGTAGTGCAGAGGTA

GGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGC

ACCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1182;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Pepto

coccaceae_1(0.1679),g:Peptococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAATGAAGAAGGC

CTTCGGGTCGTAAAATTCTGTCCTTATTGAAGAGAGGTATATGTGTAAATAATGCATATATAGGACGGTAGATAAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCG

TAAAGGGCGCGTAGGCGGCCCGATAAGTCAGATGTGAAAAGTGAGGGCTCAACCCTTAGAGTGCATCTGATACTGT

CGGGCTTGAGTACAGAAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG



4908 

 

TGGCGAAGGCGGCTTTCTGGGCTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1184;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0710),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTTGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTATGTGAGGAAGCCCCGGCGAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTAAT

TAAGTTGGATGTGAAATTCCCGGGCTTAACGTGGGAGCTGCATTCAAAACTGGTTAACTAGAGTTCAGAAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

ACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATTTTTTCCCCCCTGCTTCCTCGACGCCGCGTGACTGAAGAAGTATTT

CGGTATGTAAAGGTCTATAAGCAAGGAAGAAAATGACGGTACTTGACTCAGAAGCCCCGGCTAACTACGTGCCAGCA

GACGAGGTAATAAGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGC

CAGAAGTGAAAGCCCGGGGCTCAACCCCGAGTACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACTGTAA

CTGACACTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1185;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Pepto

streptococcaceae(0.5632),g:Clostridium_XI(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTTGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGATTTATTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAAGTGAAAGGCTACGGCCCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTTCAGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU1187;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Lachn

ospiraceae(0.9873),g:Coprococcus(0.9762); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAAGGCAA

GTCTGAAGTGAAAATCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTTTAGCTAGAGTACAGGAGAGGTAAGT
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GGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGCT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCAA

GTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1189;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTGGGGACGCGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTCCTTG

AGTGCGCTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGTATCGCGACTGACGCTGAAGCCCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1190;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Hespellia(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATCCAGCAACGCCGCGTGAACGAAGAAGGCT

TTCGGGATGTAAACTTCTATCGTCAGGGACGAGGAGATGACGGTACCTGACGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGCCGGGTCGGT

AAGTCTGATGTGAAAGCCACGGGCTTAACTCCTGAACTGCATTTGAAACTGGTGATCTTGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1191;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_2(0.0710),g:Alkaliphilus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGGATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCTTTTAAAACTGTAACTCTTGAGTTCGGGAGAGGTTAAAG
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GAATTCCTAGTGTAGCGGTGGAATTCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGCCTGTAA

CTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1193;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAAGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAAAGG

TAAGTCAGGTGTGAAATCCCGGGGCTCAACCCCGGAACTGCATTTGAAACTGTATCTCTTGAGTGTAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1192;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0181); 

AAGGGAGGAAGAAGGGGGGAAGAGGGGGCAAGGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAG

GCCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGA

TGCAAGTTGGGAGTGAAAACCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTATCCCTTTAGTATCGGAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1195;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Pseudoflavonifractor(0.0326); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTTCCCTGGGCGCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTC

GGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGGCAAG

TCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTTTTTCTTGAGTACTGGAGAGGCAGATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTGCTGGACAGCAAC

TGACGTTGAGGCGCGAAAGCGTTAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1196;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGTATTGTTTGTGAGCGCTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCTGCCCCTGTCTCCCACGTCTGGTATCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTCTACTTCAACTGCTACGTGGTGTTGGATCCCAGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATTGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTAAAGCAAATGCTCGAAGACCTCAATCTGGAGGAAGTGGCTGAGCAGAT

GCGTGGGGAGATCAACGGCAGTAAGGGCCAGAAGCGGGCAAAGCTGAACAAGCGTCTACG 
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>OTU1197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:"Prevotellaceae"(0.9387),g:Prevotella(0.9566); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

CTCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGTGTTAACCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTGCTTGA

GTACGCACGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.5632),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGACAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAAGC

AAGTCAGGCGTGAAAACTCGGGGCTCAACCCCGAGCCTGCGTTTGAAACTGTTTTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTT

AACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAATTAAGCGTGCTGTGAAATGTAGAGGCTCAACGGTTGAAGTGCAGCGCGAACTGGGTTCCTTG

AGTACGCACAAGGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCGTACCAGTGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1198;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGTGTCGTAAACTTCTTCTGTGGTGGAGCAATAAGATCTACGCGTAGGTCGATGAGCGTACATCACGAATCAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTACTGGGCTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGGCCAGGGCGCAACCCGGAAAGTGCCGTGGATACTGTGAGGCTG

GAATGCGGATGAGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTCACAAAACCGAAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1200;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTTTACCTTATTTCAAGTATCGAATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATCCGATCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGATTATTAAGTCAGGGGTGAAAGGGGGGGGGTTAACCATAAAAGTGAGATGGATAATGGGAGACTTG

AGTATGTTGGAGGTAGGGGGAAGGCGTGGTGTAGGGGTGAAATGCATAGAAATCACGAAGAACTCCGATGGCGAA

GGCAGCATGCAAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCTGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGTGGCA

AGTCGGAAGTGAAAGCCCGGGGCCAAACCCCGGGACTGCTTTTGAAACGGTCATGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1203;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Dorea(0.0808); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTCTTCCCCTCTGCTTCCTCGACGCCGCGTGAAGGATGAAGTATTTCGG

TGTGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTACGTGCCAGCAGAC

GCGGTAATACGTAGGGGGCAAGTGTTATCCAGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGCCAGA

TGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTTGCTTGACGATGACTGAC

GTTGAGGCTCGAAAGCGTGGGGCGCAAACAGCATTAGATACCCTGGTA 

>OTU1202;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTTG

CAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAA

CTGGAATTCCAGGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGCCTG

TAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGGCGAGAGCCTGATCCAGCCAAGCAGCGTGCATGACGACGGC

CCTCTGGGTTGAAAGCTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGCTCCATCACACGCGGTAATACGGAAGGTCCGGGCGTAATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGAATAAGCGTGATGTGAAATGTAGACGCTCAACGTCTGCACTGCATCGGGAACTGGTTTCCTTGA

GTACGCACAAGGTGAGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACACCAGTTGCGAAGG

CGGCTCACTGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCGACGCCGCGTGAGGGATGAAGAT

CTTCGGATTGTAAACCTTTTTCAACAGGGACGAAGCAAGTGACGGTACCTGTTGAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTAGG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCAGAAAGTGCATTTGAAACTGTCTATCTTGAGTGTCGGAGGGGCAA

GCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1207;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAAATCCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAGTAAGCCACGGCGAACTACGAG

CCAGCAGCCGCGGTAATACGTAGGCGGCAATCATTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGGTTAAACCATAAACTGCAGTTGAAACTGGATTTCTTGAGTTCGGGAGAGGTAG

GTGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1205;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGTGACTGCATTGGAAACTGTTTTGCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTG

TAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Hespellia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGACGA

GTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1209;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTATGCAA

GTCTGAAGTGAAATGCCAGGGCTCAACCCCTGAACTGCTTTGGAAACTGTATGACTGGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1210;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGTAAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGTGTAA

AGCGAGCGCAGGCGGAAAATTAAGTCTAATGTGAAAGCCCTCGGCTTAACCGATGAACTGCATCGGAAACTGTTGTT

CTTGAGTGCAGGAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGGCAAGTCTGATGTGAAAATCCGGGGCTTAACCGCGGAACTGCATTGGAAACTGTGTT

GCTTGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGG
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CGAAGGCGGCTTACTGGACTGAAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1214;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9903),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGTAAACTCCTTTTATATAAGAATAAAGTGCAGTATTTCTACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTTACAGAAGCCGCGGTAGTACGCAGGATCCGTGCGTTATCCGGATTTCTTGGGCTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGGGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1212;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1213;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

coccaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTT

TAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACT

GTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Sphingobacteriia(0.9827),o:"Sphingobacteri

ales"(0.9843),f:Sphingobacteriaceae(0.9873),g:Pedobacter(0.8605); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCC

TATTAAGTCAGGGGTGAAAGACGGTGGCTCAACCATCGCAGTGCCCTTGATACTGATGGGCTTGATTACACTTGAGG

TAGGCGGAATGTGACAAGTAGCGGTGAAATGCATAGATATGTCACAGAACACCAATTGCGAAGGCAGCTTACTAAG

GTGTTAATGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT
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GAATACTCGATGTTAGCGATATACAGTTAGCGTCAAAGCGAAAGCGTTAAGTATTCCACCTGGGGAGTACGCCCGCA

AGGGTGAAACTCAAATGAATTGACGGGG 

>OTU1215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTATCAGGGACGAAGGACGTGACGGTACCTTAAGAATAAGCCGCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTCTG

CAAGTCAGATGTGAAATCTGGGGGCTTAACCCCAGAACTGCATTGGAAACTGTGTGTCTTGAGTGCAGAAGAGGCAA

GTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1217;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCACGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTTTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCATCGCCTAACTACGTG

CCAGCAGCAGCGGTAATCCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGTGCTGAACACCGGAACTGCATTGGAAACTGTTCCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTGCGGGAGG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1218;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7068),g:Blautia(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGGATGTAAACTTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCACGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTATGATGTGAAAGGCATGGGCTCAACCCGTGGACTGCATTGGAAACTGGTATGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1219;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9851),o:"Enterob

acteriales"(0.9685),f:Enterobacteriaceae(0.9480),g:Citrobacter(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGTGTTGTGGTTAATAACCACAGCAATTGACGTTACTCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCGAAACTGGC

AGTCTAGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT
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GGCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1221;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTTTGGCAA

GTCAGAAGTGAAAACCCAGGGCTTAACCTTGGGATTGCTTTTGAAACTGTTGAACTAGAGTGCAGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1220;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGCGACGGTATCTGGAGAAAAAGCAACGGCTAACTACGCG

CCAGCAGCCGCGGTAATACTGAGGCCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTCTCCCTTGAGTGTCGGAGAGGCAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1222;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCCGTTA

AGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGACTGGAGTGCAGGAGAGGAAAG

CGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACACCGATTGCGAAGGCAGCTTGCTAGGACGCT

ACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCGGTGAAGATGGTTAGAGGTACTAACTGGCCTTTATTGGCTGGTAATCTACCAG

CAACTCCCGGCTAACTACGTGCCAGCACCCGCGTTAATATTAAGGTGGCTAGCGCTGTCCGGAATTATTGGGCGTAAA

GCGAGCGCAGGCGGAGAAATAAGTCTGATGTGAAAGCCCTCAGCTTAACCGAAGAACTGCATCGGAAACTGTTTTTC
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TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCC

TTCGGGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAAG

TCGGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTAGAGTACAGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAATTGTTTTATTAAGGAGGAAGAATTGACGGTACTTAATTAATAAGCGCCGGCTAACGACGTGCC

AGCAGCTGCGTTAATACGTAGGGAGGCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCCCGAACTGCATTTGAAACTGTTTTGCTTGAGTGACGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1228;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.725

2),f:Spirochaetaceae(0.5273),g:Treponema(0.2171); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CTTACGGTTTTAAAGGTCTTTTGAAACTGAAGAATAAGTATTGCAGTGAATGGCGATATGGTGACGGTAGGTTTTGAA

TAAGCAACGGCTAATTACGTGCCAGCAGCCGCGTTAACACGTAAGTTTCGAGCGATGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGA

CTTGAGTTACGGAGGTGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCCGGAGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATGCCCTGGT

A 

>OTU1226;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATCCAGCCATGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTTTTTTTAGGGACGATAATGACGGTACCTACTGAGGAAGTCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAAGT

GTGAAGTGAAATACCCGGGCTCAACCTTGGAACTGCGTTTCAAACTGGTAGTCTAGAGTGCGAGAGAGGATAGAGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGACCGTAACT

GACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1227;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0252),g:Lachnospiracea_incertae_sedis(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGACTGAAGACGGA

CCTAGGTATGTTAAGGTCCATTAGTACGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTCACTACGTGAAA

CATCCCGTGGCAATACGCAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGTCCCGGGCTCAACCCCTGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTTGAGGCAGGCG

GAATGCCCTGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCGGTGGCGAAGGCAGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1230;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

AGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTG

AGTAAGCATTTGGCGCCTAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCG

AGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTC

GCCGAATGAATGCCAGCAATCTCTTTTTGAGTCTCATTTTGCATCGCGGCAATCTCTTTCTGATTGTCCAGTTGCATTGT

AGTAAGCTCTGGTTGAGTCTCAAATACGGCGTCAACCATACCAGCA 

>OTU1229;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGACGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATAGGGGACGAAGTATGACGGTACCCTATGAGACAGCCACGGCTACCTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGATTGCAA

GTCGGATGTGAAAACTATGGGCTCAAATCATAGCCTGCATTCGAAACTGTAGTTCTTGAGGGTCGGAGAGGTAACTG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGAGTTACTGGACGATAC

CTGACGCTGAGACACGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1231;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Oxalobacteraceae(0.0000),g:Noviherbaspirillum(0.0000); 

GGGATTGTTTGCGAGCGTTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCAGCACCGGTCTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTGTTGGACATGCCTCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTACGTGGTGCTGGATCCCGGCGACCACAAAGAGCTCAAGTACAAGC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCCGAGATCGAGAACGAGCC

CGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAACTGCTTGAAGACCTCAACCTGGAGGAGGTGGCTGAGCAGCTG

CGTGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 



4920 

 

>OTU1232;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAAAGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTCAACTTCTTTTTCCACGGACGAAGGACGTGACGGTACCTGGTGAAAACGAATAGCCTACCTACGTG

CCACCAGCAGCGGTATTCCGTCGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATCTGAAACTGGGCACCTGGAGTATCGGTGAGGTAA

GCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGCGGAACACCAGTTGCGAAGGCGGCTTGCTGAACGA

CAATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1234;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Gracili

bacteraceae(0.1098),g:Gracilibacter(0.0204); 

ACGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTT

TTCGGATTGTAAACTTCTGTCGCGAGGGACGAAGAATGACGGTACCTCGTAAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGCTTAGCA

AGTCAGATGTGAAAGCCCGCGGCTTAACCGCGGAACTGCATCTGAAACTGTTAGGCTTGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGACTTACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1233;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Alphaproteobacteria(0.2321),o:Rickettsiale

s(0.0781),f:Anaplasmataceae(0.0252),g:Ehrlichia(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGAAACTCTGATCCAGCCATGCCGCGTGAAGGATGAAGGCC

TTTGGTATGTAAAGCTCTTTTAGTAGGGAAGATAATGACGGTACTTACCTAAGAAGTCCTGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGGAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAAGT

TAAAAGTGAAAGCCCAAGGCTCAACCTCGGAATTGCATTTAGAACTGTAATGCTAGAGAGTGAGAGAGGAAAGAGG

AATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGTCGAAGAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1235;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0710),g:Dorea(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGC

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1236;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.7907),c:Spirochaetia(0.5195),o:Spirochaetales(0.267

9),f:Spirochaetaceae(0.1291),g:Treponema(0.0157); 

ACGGAAGGCAGCAGCTAAGAATATTGCGCAATGGGCGGAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

TGTCAGGTTGTAAAGTCCTTTTATGACAGAGGAATAAGCGGGGGAGTGGAAAGCCCATGCGATGACTGTAGGTCAT

GAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACATGTAAGGTGCGAGGGTTGTTCGGAATCATTGGGA

GTAAAGGGCATGTAGGCGGGCTGTCAAGCCAGACGTGAAAGGCAGGGGCTCAACCCCTGAACTGCACTTGGAACTG

GGGGACTGGAGTCGCTGAGGGGGAAGCGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACC

GATGGCGAAGGCAGGTTTCCGGCAGACGACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU1238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU1237;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACTCACGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGATGCACTTAAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGTCTGTA

ACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCAGGTA 

>OTU1240;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0560),g:Eisenbergiella(0.0110); 

ACGGGAGGCAGCAGTTGGGAATATTGGACAGTGGAGGAAACTCTGATCCAGTGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTATTTTATCAGGGAAGAAGAAAGTGACAGTACCTGAAGAAAAAGGACCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGACGGCGCTG

TAAGTCAGCTGTGAAAACTTAGGGCTCAACCTTAAGACTGCAGCTGAAACTGTAGTGCTAGAGCGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1239;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACCTCTGTCCGTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCTGCTACCTACGT

GCCAGCAGCCGCGGTAATACGAAGGGGGGGAGCGTTGGTCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCT

TGTAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGAACTGCATCCAATACTGGGAGTCTAGAGTGCAAGAGAGG

GAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1242;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Alphaproteobacteria(0.1159),o:Rhizobiales

(0.0547),f:Methylobacteriaceae(0.0113),g:Methylobacterium(0.0056); 

GTGTCAGCAGCCGCGGTAATACGAAGGGTGCTAGCGTTGTTCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTA

AGATGCGTCTGATGTGAAATCCCTGGGCTTAACCTAGGAACTGCATTGGATACGGTCTTACTAGAGTCCGCGAGAGG

AAGATGGAATTGTGCGTGTAGAGGTGAAATTCGTAGATATGCACAAGAACACCGGTGGCGAAGGCGATCTTCTGGA

GCGGTACTGACGCTAAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGGCCACGCTGTAAACGA

GGATTATTAGATGTCGGGAGGGTTACTGTTCGGTAGCGCAGCTAACGCATTAAATAAGCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU1243;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:Hyphomicrobiaceae(0.0000),g:Pedomicrobium(0.0000); 

GTTGCAGGCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCAAGTCTGCCGATGATAT

AGGAAAGGAAACTTGTGATTATCTTGCTGCTGCATTTCCTGAGCTTAATGATTGGGAGCGGGCTGGTGCTGATGCTTC

CTCTGCTGGTATGGTTGACGCCGGATTTGAGAATCAAAAAGAGCTTACTAAAATGCAACTGGACAATCAGAAAGAGA

TTGCCGAGATGCAAAATGAGGCGCAAAAAGATATTGCTGGCATGCAGTCAGCGACTTCACGCCAGAATACGAAAGA

CCAGGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTACGGCTCGCGTTGCGTCTAGTAAGGCAA

ACA 

>OTU1241;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGTAGAAGACGAAGGAAGTGATGGTCATCTGTGAGGAAGCCCCGGCCAACTACGTG

CCAGCAGCCGTGGTACTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAA

GTAAGTTAGATGTGAAATACCCGGGCTTAACTTAGAGGGTGCATCTAATACTGGAGAACTAGAGTGAAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGAC

TGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1245;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacillac

eae_1(0.0560),g:Paenibacillus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCGCAGAAGACGAGGGTAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTCGTCCGGAATGATTGGGAGTAAAGGGCGCGTAGGCGGCCTG

ATAAGTCTGGAGTGAAAGTCCTGGGTTCAAGGTGGGAATTGCGTTGGATACTGGCGGGCTTGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1246;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAGGGGCGTGTAGGCGGAGATG

CAAGTCAGGACTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGGATCCCTTGAGTGTCGGAGAGGCAA

GCGGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGGGGAACACCAGTGGCGAAGGCGGCTTGCGGGACG

ATAAGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTAGGTA 

>OTU1248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAAGAAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAAGGCA

AGTCTGAAGTGAAATGCCAGGGCTCAACCCTGGAACTGCTTTGGAAACTGTCCTACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1249;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGTCGCGTGAGCGAAGAAGTA

CTTCGGTATGTAAAGCTCCATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAAAGGCA

AGTCTGATGTGAAAATCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGTTTGTCTTGAGTGCCGGAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGATGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU1250;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACACCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATAGGGGACGAAGTATGACGGTACCCTATGAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGCA

AGTCGGATGTGAAATCCCCAGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1251;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Epsilonproteobacteria(0.8614),o:Campylob

acterales(0.6881),f:Campylobacteraceae(0.4224),g:Campylobacter(0.2171); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTGTTGGGGAAGAAATTTGACGGTACCCAACGACTAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCTGATTATCAA

GTCTTTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGTCGGAGAGGTTGACGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1252;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.7428),g:Lachnospiracea_incertae_sedis(0.3915); 

ATGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCAAGGCA

AGTCAGATGTGAAAACCCGGGGCTCAACTCCGGGACTGCATTTGAAACTGTCTAGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTAATTAA

GTTAGATGTGAAATACCCGGGCTTAACTTGGGAGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1255;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGGATGTATGCTGTATTGGATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATAGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTTAAATTGCAGTTGAAACTGTCAGTCTTGA

GTACAGTAGAGGTGGTCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGATGGC

AGCTCACTGGACGGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1247;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATGGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGGAACTGTCG

AACTAGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1254;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATTGGGGACGAAGAAATGACGGTACCCAATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCA

AGTCAGAAGTGAAAATTATGGGCTTAACTCATAACTTGCTTTTGAAACTGTGGTTCTTGAGGGTCGGAGAGGTTACTG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGAGTAACTGGACGAAA

CCTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1256;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0099),g:Saccharofermentans(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGACGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTACATACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTACGGAATGACTGGGAGTAAAGGGTGCGTAGGTGGCTTAA

CAAGTTGGTAGTGAAATTCCGAGGCTTAACTTCGGCGCTACTACCAAGACTGTTGAGCTTGAGTACAGGATAGGTAA

GTGTAAGTCCTAGTGTATCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGCCTG

CAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGTTA 
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>OTU1257;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Rikenellaceae"(0.0355),g:Alistipes(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAAATTGGGTACGCGTACCTGACTGAAAGTATCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGCGGGATTGCAAGTCAGGCGTGAAGACCAGGGGCTCAACCTCTGGCCTGCGTTTGAAACTGTAGTTCTT

GAGTACTGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGTCAACTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1258;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCAGGAAGAAGGCC

TTTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGCGCAAGTCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTAAG

CACAGGGTTTAAGGCTAAGGCTCAACCATAGTTCGCCCTGTGAACTGGGAGACTTGAGTGCAGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAAC

TGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCGATTAA

GTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1260;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Prevotellaceae"(0.9201),g:Prevotella(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCGTTTATAGGGGAATAAAGTGATCCACGTGTGGTTTCTTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCATAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGGGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1262;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGACGGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAACGATGACGCGTCATTCGATGCCTGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGCCGGTGGGGAAAGTTTGGGGCTCAACTGTAAAATGCAGTGGATACTGTCAGTCTTGA

GTACAGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1261;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Erysipelotrichia(0.4812),o:Erysipelotrichales(0.23

59),f:Erysipelotrichaceae(0.1098),g:Turicibacter(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGGCCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGAAGGCAAGTCAGAGGTGAAAACCACGGGCTCAACCTGTGTCCTGCATTTGAAACTGTTT

TTCTTGAGTACTGGAGAGGCAGATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGACAATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1264;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1263;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGGAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCGGCAGCCGCGGTAATACGTAGAGGGCGAGCGTTGTCCGGGATGATTGGGCGTAACGGGCGCGTAGGCGGCCTG

GTAAGTCTGGAGTGAAAGTACTGGTGTTAAGGTGGGAATTGCTTTGGATACTGCTGGGCTTGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

GGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1265;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCCCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTGACGAATCCGCTATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1266;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGTAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGAGAAGCA

AGTCAGTGGTGAAAACGATGGGCTTAACCCATCGACTGCCATTGAAACTATCAAGCTAGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1267;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.0904),g:Anaerotruncus(0.0181); 

CCGGGAGGCAGCAGTGTTTTCTCTTTCCCAATTTTCTCCAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGTTTT

CGGATTGTAAACCTCTGTTCTAAGTGACGAAAAAATGACGGTAGCTTAGGAGAAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGCAA

GTCAGTGGTGAAAACGATGGGCTTAACCCATCGACTGCCATTGAAACGGTTTCCCTTGAGTGAGGTAGAGGCAGGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTGGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1244;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.9566); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGTAGGCGGAATGATAAGTCTGATGTGAAAGACTCCGGCTCAACCGGGGAACTGCATCTGAAACTGGCAT

TCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU1268;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCAGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACTTCTGTCTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

AAGCAGCCGCGGTAATACGTAGGTGGAAAGCGATATCCGGAATTACGGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCATTTGAAACTGTTATTCTTGAGTCGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGATATGCGTAGATATTCCGAGGAACACCAGTGTCTAAGGCGTCTTGCTGGGCTCCA

CCCGACGCTTAGGCTCGAAAGTGTGGCGAGCCAACAGGATTAGATACCCTGGTA 

>OTU1269;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCAGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCACGGCTAACTACGCGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGAT

AAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1270;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0113),g:Mangroviflexus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGAAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGACGATTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAACGGGT

GCGTAGGCGGTTAGATAAGTTTGTGGGTAAAGGCTGCGGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGAA

TGTAGACGGCGCAGGCGGAATTAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1271;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGACGGCTGTGTAAGTCTGATGTGAAAACCAGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAG

AGTGTCGGAGAGGTAAGTGGAATTCTTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTCATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGTATCAAGTCTGATGTGAAAGGCCGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTAT

GCTTGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTTTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGGCTGGGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGACAGGGAAGACTGTGCATATTAGTAACTGAGTATGCAGTGACGGTACCTGTATAA

GCAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGATGTAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGATTTGGAAACTGTATG

GCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1274;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Salmonella(0.0000); 

AAATTGTTCCAAGTATCGGCAACCGCTTTATCAATACCATGACCAATATCCACCACCCCCGCAGCAGCATCAGTGACG

ACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAG

TCAACCTCACCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAG

TAAGCATTTGGCGCATAAGCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGGTTTCCATAAGAGACGAAACGCGA

GCAGGAGACTCCTGCGGTTGATAAGAAAGAATCTCATTTTGTGCATATAGCTGGTCTTTCGTATTCTGGCGTGAAGTC

G 

>OTU1275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGAGCCTAACTGTTCACGCCGTGCCGGTATCCAACCAG

AAAGTCCCGGCTAACTACGTGCCCGCAGCCGCTGTAATACTTCGGTGTCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTGGGATTAACCGAAGAAGTGCATCGGAAACCGGGCGA
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CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGGCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1277;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCAGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1276;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGTAAGTCCGCGGTGAAATTCCAGTGCTAAACATTGGCCGTGCCGTTGATACTGCTGGGCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1278;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0560),g:Caloramator(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGTAAGCCCCGGCTAACTACGTG

CTAGCAACGGCGGTAATACGTAGGGGGCGAGTGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACTT

TAAGTCGGATGTGAAATCCCCGGGCTCAACCCGGGGACTGCATACGATACTGGAGAGCTAGAGTGCAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1281;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Epsilonproteobacteria(0.9719),o:Campylob

acterales(0.8520),f:Campylobacteraceae(0.7068),g:Campylobacter(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGGGGATGACACT

TTTCGGAGCGTAAACCCCTTTTCTCAGGGAAGAATACTGACGGTACCTAAGGAATAAGCACCGGCTAACACCGCGCC

AGAACCCGCGGTAATACGGGGGGTGCAAGAGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTTTCA

AGTCTCTTGTGAAATCTAATGGCTTAACCATTAGACTGCTTGGGAAACTGATAGTCTAGAGTGAAGGAGAGGCAGAT
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GGAATTGGTAGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCAATTGCGAAGGCGATCTGCTGGAACGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.6681); 

ACTTTATTCATCATTTTTTAATATTTCACAATTTTTTAAACCCTTATTCAGCAACTCCGCGTTAGTTATGAAGTTCTTCTG

ATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGA

TGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGAC

GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTTATCAGGGGCGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATCCGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCATTTGAAACTGCAGTGCTTGAGTGTCGGAGAGGTAG

ACGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGA

TAACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1284;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9827),o:Clostridiales(0.9821),f:Rumin

ococcaceae(0.9666),g:Pseudoflavonifractor(0.4351); 

ACGGGAGGCAGCAGCCGCGGTAATCCGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGC

GGGACTGCAAGTCAGATGTGAAAACCAGGGGCTCAACCTCTGGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTGGA

GAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGC

TGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1282;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

CCTTTCTTCCTCCGTTCTTCCTCTTTTCCCCTTTCTTCCACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCCCTATG

GGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGT

AGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCAGGAAAGTGCCGTTGATACTGTGAGGCTGGAATG

CGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATGGCGAAGGCAT

CTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU1283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGCCCGATGAGAGTATGCGTAGAAGAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCTGTTAAGTCAGCGGTGAAATTTCCTCGCTCAACGAGGAAAGTGCCGTTGATACTGGTGGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1285;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0904),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTCAGTCGGGAATAATTCGTCGGTCGTGACCGACGTTGCAGGTACCGTCATAAGAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGTATGGCAAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCGAACT

AGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1286;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGAAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAAACTATGGGCGCAACCGATGAGCTTCATTTGAAACTGTTTTTCTTGAGTACTGTAGAGGAAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1288;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACACCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAAGAGCAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTACGTAGGTGGCTTT

TCAAGTTGATAGTGAAATCCCGGGGCTTAACTCCGGTGCTACTGTCAAGACTGTTAAGCTCGAGTGCAGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACT

GTAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1290;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Papillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGTGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Sporobacter(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAGC

AAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1292;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Clostri

diaceae_1(0.9294),g:Clostridium_sensu_stricto(0.8605); 

CCTTCCTTCCTCCTTTTTTCCTATTGCCACCTGGTGGACACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTC

GGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGGAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTG

AGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGA

ATTCCTAGTTTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTG

ACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAGTGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAGGGAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGA

TAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGAATTGGAAACTGTTCAGCTGGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1291;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Butyricimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGCGCCAA

GTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGCCCTGGAGACGAGACGAGGGAGGCG

GAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAGGCAGCTTCCCAGGCTCGTTC

TGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1293;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGC

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGACAAAACGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 

>OTU1295;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9740),o:Desulfovibr

ionales(0.9172),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAAAGCCTGACCCAGCGACGTCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGTAGGGGAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GTAGCACCGGCCCACTCCGTGCCAGCAGCCGCGGTAATACGGACGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGCGGTGAAAGCCAGCGGCTCAACCGTGGAACTGCCCTTGATACTGCATG

ACTTGAATCCGGGAGAGGGTGGCGGAATGCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCCGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGTAGGATGTGACGGTTCTTGGAGAAAAAGCAACGGCTATCTACGTGC

CAGCAGCCGCGGTAATCCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTTGGGCGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1297;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCTACGCGTAGTCCGATGAGAGTATGTGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGATTCGCAAGTCAGCTGTGAAAGTCCCGGGCGCAACCCGAAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCAGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTTGCAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1296;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGC

AAGTCAGATGTGGAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGG

TGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGATGGCGGTTTACTGGACGAT

TACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9172),f:Rumin

ococcaceae(0.7787),g:Faecalibacterium(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGGATCAA

GTCAGATGTGAAAATCATGGGCTGAACTCATGACTTGCATTTGAAACTGATCTTCTTGAGTGTGGGAGAGGTAAATG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTACAACGTACGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGTGGCTGGGCAA

GTCAGACGTGAAAGACCGGGGCTCAACCGCGGGGTTGCATTTGAAACTGCCTTGCTGGAGTGCAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1300;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTTAGGGAAGAAAAGGACTGTACCTTAGGAGCTAGTCCCGGCTAACTACGTGCCAG

CCGCCGCGGTAATACGCCGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAAG

CACGGGGTTTAAGGCTACGGCTTAACCATAGGTCGCCTTGTGAACTGGGCTGCTTGAGTGGAGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTGTCTGGACTGTAACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1303;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTTTCGCAGAGGACGAAGGACGTGACGGTAATCTGTGAGGAAGCCCCGTCTAACTACGTG

CTAGCAGCCGCGTTAATACGTAGGGGGCGCGCGTTGTCCGGAAATACTGGGCGTAAAGGGAGGGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGGGCTTAACCTGGGAGGTGCATCTGATACTGGTTAACTAGAGTACAGGAGAGGAA

GGCGGAATTCCTGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGTA

GATGGAATTCCTTGTGTAACGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACA

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1301;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTAAGTCA

AGTCAGCGGTGAAAAGTCGGGGTTAAACCTTGAGGGTGCCGTTGAAACTGATTTACTAGAATGTGGATGATGCCGG

CGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGAATTAGATACCCTGGTA 
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>OTU1307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAATGAAGACGGT

CTTCGGATTGTAAACTTCTTTTATTAAGGACGAACAATGCCGTTACTTAATGAATAAGCTCCGGCTACCTACGTGCCAG

CAGCCGCGGTAATACGTAGTGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTGATAAG

TCAGATGTGAAATGTCTGGGCTCAACCCAGGCACTGCATTTGAAACTGTTGAGCTTGAGTGAAGGAGAGGTAGGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGCGTACGTAGGTGGTTACCTAA

GCAGGGGGTTTAAGGCAATGGCTTAACCATTGTTCGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTGAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1305;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTATGAGGGACGAAGGTCGTGACGGTACCTCATGAATAAGCGACGGCTAACTACGTG

CCAGCCGCCGTGGTAATGCGTAGGCGGCAATCGTTGTACGGATGTACTGGGTGTAAAGGGCGCGTAGGCGGGATGG

CAAGTCAGATGTGAAATCCAGGGGCTCAACCCATGAATTGCATTTAAAACTGTCGTTCTTGAGTATCGGAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1309;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGCTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGGA

ACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU1310;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGTTACCTGTAGAAAAAGCAACGTCTAACTACGTGC

CAGCACCCGCGGTAATCCGTAGGTTGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAGC

AAGTCAGATGTGAAATCCCGGGGCTTAACCTCGGAACTGCATTTGAAACTGTGACTCTTGAGTATCGGAGAGGCGAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTATCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCGTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1311;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0252),g:Paraprevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAGCAAAGTGCGCCACGTGTGGTGTATTGCGAGTACCATTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGA

GTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAATGCGGGAATCAAACAGGATTAGATACCCTGGTA 
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>OTU1312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Erysipelotrichia(0.7881),o:Erysipelotrichales(0.50

23),f:Erysipelotrichaceae(0.3204),g:Turicibacter(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGT

AAAGGGTGCGTAGGCGGCACCGCAAGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCG

GAGCTGGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1313;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAACATTGGGCAATGGGGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCTGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGATAAAGCAACGGATAACTACGTG

CCAGCAGCAGCGGTAATACGTAGGCCGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCATCTTGAGTATCTGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGCCGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1315;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XIII(0.0457),g:Mogibacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAA

GCACGAGGTTTAAGGCTATGGCATAACCAGAGTTGGCCTTGTGAACGGGGCTGCTGGAGTGGAGGAGAGGAAGGC

GGAATTCCTAGTGGAGCGGGGAAATGCGTAGATATTAGGAGGAAAACCAGGGGGGAAGGCGCTTTCTGGACTGTA

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1314;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTCAGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGGTGTGAAAGTTTGCGGCTCAACCGTAAAGTGCAGTTGATACTGTCAGTCTTGAGT

AGAGTAGAAGTGGGCGGAATTCGTGGTGTTGCGGTGAAATGCTTAGATAACACGAAAAACTCCGATTGCGAAGGCG

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAATGGTGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1316;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Pepto

coccaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTCAAGGACGAAGGAAGTGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCG

ATTAAGTGTGGAGTGAAAGTCCACTTTTCAAGGGTGGAATTGCTTTGCAGACTGGTTGGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAGCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1319;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.5195),o:Rhodospiril

lales(0.2039),f:Rhodospirillaceae(0.0904),g:Novispirillum(0.0134); 

ACGGAAGGCAGCAGTTGGGAATATTGGACAATGGGGGGGACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTATAGGGGGAGATGATGACGGTACCCTATGAATAAGCACCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGTGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCATGTAGGTTGTGCGATAA

GTTAGTGGTGAAATCCCGGGGCTTAACCTCGGAATTGCCATTGATACTGTTGCGCTAGAGTATAGGAGAGGATAGCG

GAATACCCAGTGTAGAGGTGAAATTTGTAGATATTGGGTAGAACACCGGAAGCGAAGGCGGCTATCTGGTCTATTAC

TGACGCTGATATGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1318;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAATTAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGTCAAGTA

AGTCAGGCGTGTAATTCAGGGGCTTAACCCCTGGACGGCGCTTGAAACTGCATTGCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGGAGGACGTGACTGTACCTGGAGAAAAATCTACGGCTACCTACTTG

CCAGCAGCCGCCTTACTACGTAGGTTGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTCAGGAGTGAAATCCCGGGGCTTAACCGCGGAGCGGCTTTGGAAACTGGATGACTTGAGTGTAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1320;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGAGGTCATACGTAGGGCGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTAGGAGTGAAATCCCAGGGCTCAACCCCGGAACTGCTTTCGATACTGTATCCCTTGAGTGTCGGAGAGGCCA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1322;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTATTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACAGTTGCCGTTGATACTGGTAGTCTTGA

GTGTAAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGGTTGCGAAGG

CATCTGACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGTAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGAGCGTAGGCCGGAGATTA

AGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGAGTACAGTAGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTGCTGGACTGTAA

CTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TCTCGGGTCGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTGCCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCCGAGGCTTAACCTTGGAACTGCATTTGAAACTGTTGGTATTGAGTATCGGAGAGGTCA

TCGGAATTCCTTGTGGTGCGGGGGAATGCGTTGGTATAAAGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1323;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGGAAACTTCTTTTACCAGGGACGAAGTACGTTACGGTACATGGAGAAAAAGCAACGGCGAACTACGTG

CCAGCAGCCGCGGTAATACGTCGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGCGTGAAAACCATGGGCTCAACCCGTGAACTGCTTGCAAAACTGTATCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCACAGTGGCGAAGGCCGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCT

CTATGGGCTGAAAACTTCTTTAGACGCAGAGAAATAAGGGCTACGTGAGGTCCGATGAGCGTATGCGTAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTGTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTGGATACTGTGAGGCTG

GAATGCGGATGCTGTGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCGCTCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1327;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTTCGGGACGTGTCCTGATTTGCAGGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCGGAATGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTACAGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1326;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVb(0.0087); 

ACTTCAGGCCTCAGTTTTGACTCTTGTGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTTT

TCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAATTA

AGTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 
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>OTU1329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGAAAGACCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGACTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1330;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.8614),o:Burkholderi

ales(0.6509),f:Comamonadaceae(0.4224),g:Schlegelella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGCTCCGGAGTAATATGCCGGAGTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGGGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGTCC

GACTGGAGTACGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGAT

GGCGAAGGCAGCCCCCTGGGACGCAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1328;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTTTTAAACCCTGTCGCAGAAGACGCAGGAAGTGACGGTCGTCTGTGAGGAAGCCCCGGCTAACTACGAG

CCAGCAGCCGACGTAGTACGTACGGCGCAAGCGTTATCCGGATTGACTGGGTGTAAAGGGTGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCCTTTGAAACTGTATCTCTTGAGTGCGGGAGAGGTAG

ATGGAATTACTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1331;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Flavobacteriia(0.2902),o:"Flavobacteriales"(

0.1249),f:Flavobacteriaceae(0.0457),g:Ornithobacterium(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTATATGGGAGCAATAATTTCTACGTGCTAGGGAGATGAGAGTACCATATGAATCAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAATTTAAGTCAGTGGTGAAATGTACGGGCTTAACCGGTGATATGCCATTGATACTGGATTGCTGG

AATACGGATGCGGTATGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAG

GCAGCATACCAAGGCGGGATTGACGCTGAAGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU1332;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Deltaproteobacteria(0.5963),o:Desulfovibr

ionales(0.3319),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0423); 

GTGTCAGCCGCCGCGGTAATACGGAAGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCG

TATCAAGTCAGGCGTGAAAGCCCTCGGCTCAACCGGGGAATTGCGCTTGAAACTGGTATGCTAGAGTCTCGGAGAG

GTTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTGGGAGGAACACCAGAGGCGAAGGCGGCCACCTG

GACTAGATCTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGAGTGCTAGTTGTCGGGACTTCGGTTTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU1336;tax=d:Bacteria(0.0014),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 

GCCTACTGCGACTAAAGAGATTCAGTACCTTAACGCTAAAGGTGCTTTGACTTATACCGAGATTGCTGGCGACCCTGT

TTTGTATGGCAACTTGCCGCCGCGTGAAATTTCTATGAAGGATGTTTTCAGTTCCGGCGATTCGCCTAAGAAGAGTAA

GATTGCTGAGGGTCAGTGGTATCGTTATGTGCCTTCGTATGTTTCTCATGCTTATCACCTTCTTGAAGGCTTCCCATTCA

TTCAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTTCTTATTCGCCACCATGATTATGCCCGGTGTTTCCAGTCCGT

TCAGTTGTTGCAGTGGAATAGTCAGGTTAAATGTAGTGTGACCAGTTATCGCAATCTGCCGACCACTCGCGATTCAAT

CATGACTTCGAGATAGTAGATTGAGTGTGAGGTTATAACGCCGAAGC 

>OTU1334;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGGAGG

CCTTCGGTTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATCCGTAGTTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTCGGGAGTGAAATCCATGGGCTCAACTCATGAACTGCTTTCGAAACTGTAGCACTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTGAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU1338;tax=d:Bacteria(0.0024),p:"Chloroflexi"(0.0000),c:Chloroflexia(0.0000),o:"Chloroflexales"(0.0000

),f:Chloroflexaceae(0.0000),g:Chloroflexus(0.0000); 

ATTTTATTGGTCTCAGGGTTACTCGTGCCAAGAAACGCGGCATGGTCCCTATAACCAGTCGTGTTACCAGTCGGGCGC

GGAGTGGCATTACCACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAGGGACATAAAAAGTA

AAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCGCCAACGGCGTCCATCT

CGAAGGAGTCGCCAGCGAGAACCGGAGTAGTTGAAAGGGTAATAAGACGACCAATCTGACCAGCAAGGAAGCCAA

GATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGGTTGAATA 

>OTU1333;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 
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ACGGAAGGCAGCAGGGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTTCTGTGACCGAGGACGAAGGAAGTGACGGTACTCTGAAAGGAAGCTCCGGCAAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGGTT

GGTAAGTTGTATGTGAAATCCCCGGGCTCAACCTGGGTCGTGCATACAAAACTGCTGATCTTGAGTGCGGTAGAGGG

AAGTGGAATTCCTAGTGTAGCGGTAAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTCCTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1337;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Sporobacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTACCTACGTA

CCAGCAGCCGCGGTATTACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCGGGAGTGAAATCCATGGGCCCAACCCCTGAACTGCTTTCGAAACTGTATCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1340;tax=d:Archaea(0.0024),p:"Thaumarchaeota"(0.0000),o:Nitrososphaerales(0.0000),f:Nitrosospha

eraceae(0.0000),g:Nitrososphaera(0.0000); 

TTTTAGTCCGCTCTTTTTGATTCTCCCATCCGGCGTCAACCATCCCAGCAGCGGAAGCCTCCGCACCAGCACGCTCCCA

CGCATTCAGCTCAGGAAATGCAGCAGCAAGATAATCACGAGTATCCTTTCCTTTATCAGCGGCAGACTTGCCACCAAG

TCCAACCAAATCAAGCAACTTATCAGAAACGGCAGAAGTGCCAGCCTGCAACGTACCTTCAAGAAGTCCTTTACCAGC

TTTAGCCATAGCACCAGAAACAAAACTAGGGACGGCCTCAGCAGGGTTAGGAACATTAGAGCCTTGAAGGGCAGAG

GTAAGACCAGCATCACCCATGACTACAGTATTGG 

>OTU1335;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTCCCTGGCGAAAACGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTAACGCAGGAACTGCATTTGAAACTGGAGCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCAGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1339;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Alphaproteobacteria(0.9180),o:Sphingomo

nadales(0.4280),f:Sphingomonadaceae(0.2524),g:Novosphingobium(0.0712); 

GTGCCAGCCGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCT

TATAAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTAGTAGGCTAGAATCTTGGAGAG
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GTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGG

CTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGAAGCTAGTTGTCAGGCAGCATGCTGTTTGGTGACGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTTAAATGAATTGGCGGGG 

>OTU1341;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_2(0.1291),g:Alkaliphilus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGCTCGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCCACCGCGGTAATACCTAGGGAGCAAGCGTTGTCCGGCTTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGCGCA

AGTCAGATGTGAAATCCGTGGGTTTAAGGCGCGAACTGCATTTGAAACTGTTGTGCTTGAGTGAAGGAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGGCGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1344;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTACAGGGAGCGCAGGCGGCAAAGCA
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AGCCAGAGGTGAAAACCCGGGGCTCAACCCCGAGGATTGCCTTTGGAACGGTTATGCGGGAGTGATGGAGGGGCA

GGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCACAAAGAACTCCGATTGCGAAGGCAGCTTACCGGAGC

GTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1345;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTCCGGGCTCAACCGGGTGGCGGCGTTGAAACTGGCGTGCTGGAGTGCGTGCGAGGAAGGC

GGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCTA

CTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1346;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Porphyromonadaceae"(0.9015),g:Butyricimonas(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGCCAAGTCAGAGGTAAAAGGCTGCAGCTAAACCGTAGCACGCCTTTGAAACTGGCGACCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGATCTGACGCCGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATCTTAAAGCTCCGTCTTCAGGGGCGATAATGACGGTACGTGAGGAGGAAGCCAGGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGTTGTGAAATGCCTAGGCTCAACCTGGGGGCTGCATTTCGAACTGGAAGTCTAGAGTGCAGAGGAGGAGAGT

GGAATTCGTCGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGAGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGCTGGAGAGGTA
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1348;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCATACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGAGGT

GCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1349;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCGTATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGT

GCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGA

GTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1352;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGTAGGTGGTTACCCAA

GCACGAGGTATAAGGCAATGGCTTAACCATTGTTCGCCTTGCGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1354;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1353;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0710),g:Lachnospiracea_incertae_sedis(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCCCTTTAAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTACG

TAGGCGGTTCTGTAAGCGCATGGTGAAAGGCATCGGCTCAACCAGTGTCAGCCGTGCGAACTGCAGGACTTGAGTG

CGGGAGAGGAAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCG

GCTTTCTGGACCGTAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1355;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0252),g:Anaerobacterium(0.0066); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTAGACAGGGAAGAAAAAGGACAGTTCCTGTAGAATTAGCTCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCCTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACAA

GTTAGTTGTTAAATCCCTCGGCTCAACTGAGGAAATGCAACTAAAACTATCTGTCTTGAGTGCTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1356;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_1(0.0457),g:Desulfosporosinus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATCGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGGAGGAAGAAAGT

TTTCGGATCGTAAACTCCTGTCCTTGGAGACGAGTAGAAGACGGTATCCAAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATAATTGGGCGTAAAGGGCGCGTAGGCGGCTCGG

TAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTTA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTAACTGGACTG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1357;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTGACAGGGGACGAAGGAAGTGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGCAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGACCTTGAGTGCAGGAGGGGTA
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AGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1359;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATCCGGGGATAAAGTGAGGGACGTGTGGCGTTTTGTAGGTACTTGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGATTGGTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGTCAGTCTTG

AGTGAGTTCGACGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTAACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Nubsella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTTCGGGGGCCAACCCCGGGGCTTCCCTTTGTACCGTCGGGG

TGGAGTGGGGATGGCGCCGGAGGAATGAGTGGTTTAGCGGTGAAATGCTTAGGTATCACTCAGAACACCGATTGCG

AAGGCATCTTGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGGGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATG

CAAGTCTGAAGTGAAAGGCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTAGCTGGAGTACAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGG
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CGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1362;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTGACAGGGAAGAAGAAAGTGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGACGTA

CAAGTCAGATGTGAAAAATCAGGGCTCAACCCTGATCCTGCATTGGAAACTGGATGCCTTGAGAGTGGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ATCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1364;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

streptococcaceae(0.0560),g:Filifactor(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGAGGAAACTCTGAACCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTCTAAGGGAAGAAGAAAGTGGCGGTACCTTAGGAATAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCGAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGG

CAAGTTAGTAGCGTAACCCCGGGGCTCAACCTCGGAACTACTACTAAAACTGTTGAACTTGAGTGCAGGAGGGGCAA

CTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGAGTTGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4563),g:Lactonifactor(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTATGCAA

GTCAGGTGTGAAAGCCCGGGGCTTAACCCCGGGACTGCAGTTGAAACTGTGTAACTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1365;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTGATT

AAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGTACAGACGAGGCAGGC
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GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAA

CTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTG

TTTCGGCACGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGTGCA

GGTCTGATGTGAAAGCCCGGGGCTTAACCCCGGGACTGCATTGGAAACTGTATTGCTTGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAC

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Rumin

ococcaceae(0.9852),g:Clostridium_IV(0.9762); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTCTTAGTGACGATAATGACGGTAGTTAAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGAGGCAA

GTCAGGCGTGAAATCTATGGGCTTAACCCATGAACTGCTCTTGAAACTGTCTTGCTTGAGTGAGGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAAGTACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1872),g:Butyricimonas(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCTTTGCAAGTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTGAGGCTTG

AGTGCCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1370;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.428

0),f:Spirochaetaceae(0.2524),g:Treponema(0.0204); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGCAGCGACGCCGCGTGGATGATGAAGGCC

GTAAGGTTGTAAAATTCTTTTATGACTGAGGAATAACTGTAGTGAGGGAAACGCTTTATGTTGACTGTAGGTCATGAC

TAAGCAACGGCTAATTACGTGCCAGCAGCCTCGGTAACACGTAAGTTCCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCAGG

ACTTGAGTAGCTGAGAGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGG
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CGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1369;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0149),g:Ruminococcus(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACCTCTTTAGACGCAGAGCAATAAGGACCACGCGTGGTTCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGA

GTGAAGTAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAG

GTGGCTTACTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU1371;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Dorea(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCGATGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTA

GAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGA

AGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1373;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCAGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGATGA

TTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1374;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3043); 

ACTTTATTCACCAGCTTTTAATATTTCACAATTTTTTAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTC

GGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTC

TGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGTGGA
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ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGCTTACTGGACAGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGG

TCTCCGGATTGTAAACTTTTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTAGGTGCC

AGCCGCCGCGGAAATACGCAGGAGCCGAGGGTTGTCCGGTTTTACTGGGTGTAAAGGGGGCGTAGGCGGAAGAGC

AAGTCAGTAGTGAAATCCATGGGCTTAACCCGTTAACTGCTATTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1372;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Pepto

streptococcaceae(0.5273),g:Clostridium_XI(0.3479); 

AAGGAAGGAAGAAGGGGGGAATAGTGCAAAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGG

CCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGGTTCTTA

AGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTCGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACCCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1376;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCAA

GTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGGAACTGCCATGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCCGGGGTGAAAGTCCGGGGCTCAACACGGGGGCTGCAGTTGATACTGTCGAGC
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TGGAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCAGTCAGAACACCGATTGC

GAAGGCATCTGGCGAATTCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU1378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.7787),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGTTCGACAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGCCGGACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1381;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.539

5),f:Spirochaetaceae(0.3544),g:Treponema(0.0519); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CTGATGGTTGTAAAATCCTTTTAAGTATGAGGAATAAGCAGTGTGAGAGAAACGCTTTGTGGTGACTGTAGTACTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTTAGTTGCGAGCTTTGTTCGGAATTATTGGGCGT

AAAGGGAATGTAGGCGGTTTTGCAAGCTTGGAGTGAAATGCCGGAGCTTAACTCCGGAATTGCGTTGAGAACTGGA

GGACTAGAGTCAATGAGGGGCAAGAAGAAATCCAGGTGTAGGGGTGAAATCGGTAGATATCTGGAAGAATACCAAT

GGCGAAGGCAGGTGACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAGGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAGTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGGCA

AGTCAGATGTGAAATACTGGGGCTCAACCCCGGGACTGCATTTGAAACTGTCCGGCTAGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1382;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTGTCGCCCGCCCGCTGCCGCCACGCCGCGTGAGCGATGAAGGCCTTCG

GGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGCGGAAGCCCCGGCTAACTACTTGCCAGCCGC

CGCTGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTTAGA

GGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGGGGGATTC
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CTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACAC

TGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1367;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTTAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGCGTGCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1386;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTGGGGACGTGTCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGAGGCCTTGA

GTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGAGACCCTGGTA 

>OTU1383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCTGGTCGTAAAGCTCTATCCTCAAGGAAGATAATGACGGTACTTGAGGAGGACGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTTAACAGTAGTAAGCCATAGAAAGTGGGAAACTTGAGTGCAGGAGAGGAGAGT
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GGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTATGGACTGTA

ACTGAGACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1385;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGGCCCGGCTAACTACGT

GCCAGCAGCCGCGGTGATACGGAGGGGGCGAGCGTTTTTCGGAAGGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGGCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACGCCAGTGGCGAAGGCGGCTTTCTGTA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1389;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGCGTGAAGGATGAAGGT

CTTCGGGTTGTAAACTTCTTTGTCAGGGACGAAAACTGACGGTACCTGACGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGAGGCAA

GTCAGCTGTGAAATCTGTGGGCTCAACCCACAAATTGCAGTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACATCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1384;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTT

TTTCGGAATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGCA

AGTCCGATGTGAAATTCCGGGGCTCAACTCCGGACCTGCATTGGAAACTGTTTAGCTAGAGTATCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGACACCCTGGTA 

>OTU1387;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCTTGAGGGAAGAAGGC

TTTCTGGTTGTAAACCTCTGTCCTTTGTGACGAAGGAAGTGACGGTATCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGTGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACCT

TAAGTTGGATGTGAAATACCCGGGCTTAACATGGGGGGTGCATCCAATACTGGGGAACTAGAGTGCAGGAGAGGGA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1392;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Deltaproteobacteria(0.9038),o:Desulfovibr

ionales(0.7995),f:Desulfovibrionaceae(0.4563),g:Desulfovibrio(0.2607); 

GTGTCAGCCGCCGCGGTAATACGGAAGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGAT

TGATAAGTTAGGGGTGAAATCCCGAGGCTCAACCGGGGAATTGCCATTGATACTGCTTTGCTTGAGTCTCGGAGAGG

CAGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGCGGCGAAGGCGGCCTGCTGG

ACGAGTACTGACGCTGAGGTGCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGATGCTAGGTGTCGGGGAGTTCATCTTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTC

GCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU1390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACTTGCGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCCTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATACCCAGGCTCAACCTTGGAGTTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGAGGCAAGCG

GAATTCCGTGTGTAGAGGTGAAATATGTAAATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1388;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Gracili

bacteraceae(0.0113),g:Lutispora(0.0056); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCCGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTACTACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCTGATA

AGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGGGTGCATCCAGTACTGTTGGACTAGAGTACAAGAGAGGATAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCGATGGCGAAGGCGGCTTTCTGGACTGC

AACTGACGCTGAAGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1391;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9762),o:Burkholderi

ales(0.9063),f:Comamonadaceae(0.8505),g:Hydrogenophaga(0.6681); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

TTGTAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATTGCGCTTGTGACTGCAAGGCTGGAGTGCGGCAGAG

GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG

GCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA
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TGTCAACTGGTTGTTGGGTCTCTTCTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAAGGAATTGGCGGGG 

>OTU1394;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Heliob

acteriaceae(0.0000),g:Heliobacterium(0.0000); 

ATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGCGCAGTCCAAATGTTTTTGAGATGGCCGCAACGGAAACCAT

AACGAGCCTCATCTTGATTACGCTCATTAGGGTTCGCCTCGGTCCGGTCAGGCATCCACGGCGCTTTAAAATAGTTGT

TATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATTTTATTGGTATCAGGGTTAAGCGTGCCAAGAAAAGCG

GCATGGTCAATAGAACCAGGAGTGTTAACAGTCGGGAGAGGAGTGGCATTAACAACATCCTTCAGGAACTTAATACA

CTGTTCACCATAAAAGTGACGATGAGGGACATAAAAAGTAAAAATGTCTAAAGTAGAGTCAATAGCAAGGCCACGAC

GCAATGGAGAAAGACGGAGAGCGCCAAC 

>OTU1397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACTTTATTCAGCAGTTATTAATATTTTTCAATTTTCTCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCTA

TGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTA

GGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTGAGTACA

GTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCT

TGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCAGGATGACGGC

CCTATGGGCTGTAAACTGCTTTTACCTGGGGGTAAAGAGGCCGACGCGTTCCGCCTTTGCAAGTACCGCCAGAATAA

GGACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGTGTTAAGTCGGGTGTGAAATCCGGCGGCTCAACAGTGGGGCTGCAGTTGATACTGGTGGGC

TTGAGTGCGGGTAGGGGCGGAGGAATGCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACACCGATCGCG

AAGGCAGATGGCCGAAGCGTAACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1396;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGTCTGAACCAGCCATGCAGCGTGCAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTGTAAAGGAATAAAGTCGCGTATGTATACCTGACTGCATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTCGGGGCTTAACCGTGAAATTGCAGTTGATACTGGTTAACTTGAGT
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GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGCAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTACAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1393;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Fastidiosipila(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGTATCTTAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGGGTTTT

AAGCAGGATGTGAAATATATGGGCTCAACCCGTAGGCTGCATTCTGAACTGGAACTCTTGAGGGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTG

TACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGGTGCA

AGCGTGCCGTGAAAGCGCGGGGCTCAACCCCGTACAGCGGCGCGAACTGCTCCCCTTGGTTGCGGGAAGGGAAGGC

GGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCA

ACTGACATTGAGGCTCGAAAGTATGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1400;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Porphyromonadaceae"(0.6350),g:Parabacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGAAGTATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATAGAGGAATAAAGTGGGGGATGGATCCTTGTTTGTATGTACTCTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGTTGTTTAAGTCAGCTGTGAAAGTTTGTGGCTCAACCATAAAATTGCAGTTGAAACTGGGTTACTTGAGT

GTGTTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTACTAAACCATAACTGACACTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1399;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

ATTCGGATCGTAAAGCTCTGTCATCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCCGGGTA

AGTGAGATGTGAAATACCCGGGCTCAACCTGGGGACTGCATTTCAAACTGTACGGCTAGAGTGCAGGAGAGGAGAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCATAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCACTAGACTGT

ATCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1402;tax=d:Bacteria(0.0024),p:"Planctomycetes"(0.0000),c:Planctomycetia(0.0000),o:Planctomycetal

es(0.0000),f:Planctomycetaceae(0.0000),g:Blastopirellula(0.0000); 

TTGTTATCGATCTTCAAATAACCCTGAAACAACTGCTTAGGGATTATATTGGTACCCGGGTTAATCGTGCCAAGACAC

GCGGCATGGTCAATATAACCAGTAGTGTTAACAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAAT

CCACTGTTCACCATAAACGTGACGATGAGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCAC

GACGCAATGGAGAAAGACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGAGAACCGGAGTAGTTG

AAATGGTAATAAGACGACCAAGCGGACCAGCGAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCGCGGCGC

CAGTTTGAATATTAGACATAAG 

>OTU1401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAATCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAAATGACGGTACGTGACTAAGAAGCCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTACTACGTCGGGGGCAAGCGTCATCCGGATGTACTGGGTGTAAAGGGAGCGTAGACGGTTATGCAA

GTCTGAAGTGAAATGGGGGGGCTCAACCCCGGAACTGCATTGGAAACTGTAAAACTGGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1404;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAGGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTCAGGTACGTGTACCTGTTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAGGATTAAGCGTGACGTGAAATGTCCCGGCTCAACCGTGGAACTGCGTCGCGAACTGGTTGTCTTG

AGTGAGTGCGACGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCGACGAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1406;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

GTGACTGGAGTTCAGACGTGTGCTCTTCCGATCCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAG

GGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCGC

CAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGCCAGAAGCAGCATCAGTGACGACATTAGAAATATCCT

TTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCT 
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>OTU1405;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0457),g:Clostridium_IV(0.0110); 

AAGGGAGGAAGAAGGGGGGAAGACGGGGAAAGGGGCGAAAGAATGACCCAGCAACGCCGCGTGAGGGAAGAAG

GTTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTA

ATTAAGTTGGATGTGGAATTCCCGGGCTTAACTTGGGAGCTGCATTCAAAACTGGTTAACTAGAGTTCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.6350),g:Faecalibacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CCTCGGATTGTAAACCTCTGTTGTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTATAAAGGGAGCGCAGGCGGGAAGGCA

AGTTGGAAGTGAAATCTGTGGGCTCAACCCACAAATTGCTTTCAAAACTGTTTTTCTTGAGTGGTGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1407;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTACTTGGAGAAAATGCAACGGCTAACTACGTG

CCAGCAGCAGCGGTAATACGGAGGTTGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAACTGCATTGGAAACTGGTTCTCTTGAGTGACGGAGAGGC

AAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Acetanaerobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGGACATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGG

CCCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACTGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGCAGGTGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGCAG

GCAAGTCAGGCGTGAAACATTTCGGCTCGACCGGTGTCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGGGGTTG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTT

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1409;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0113),g:Anaerobacterium(0.0056); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCACCTGCTAACCACATGCCA

GCAGCCGCGGTAATACGCAGGGAGCGAGCGTCATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGTCAA

GTTAGTTGTGAAAGCCCTCGGCCTAACTGAGGAACTGCAGCTGAAACTGATTTTCTTGAGTACTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGAAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1411;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Oribacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTT

TTTCGGAATGTAAAGCCCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGTAA

GTCTGAAGTGAAATCATAGGGCTCAACCCTGTAATTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAGGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACGGCAA

CTGACGTTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1408;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1485),g:Mogibacterium(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCATAGGTGGTGCGGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGTGATGGGATTGAAACTACTTTTCTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1412;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Meniscus(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGATCCAACCATGTAGCGTGAAGGACTAAGGCC

CTATGGGTTGTAAACTTCTTTAGACGCAGAGTAATAAGGGCGACGTGTGGTCCGATGAGAGTATGTGTAGAATAAGC

ATCGGCTTACTTCGTGCCAGCAGCCGGGGTAATACGGGGGAGGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCGGCTTTGCAAGTCTGCGGTGAAAGGCCGAGGCTCAACCCGGGAAGTGCCGTGGGTACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACTCCGATTGCGAA

GGCATCTCACAAGTCCGCTATTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1414;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0560),g:Anaerofustis(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGTACAATGGAGGAAACTCTGATCCAGCAACGCCGCGTGAGTGATGAAGGTT

TTAGGATTGTAAGGCTCTGTCTTTGGGGACGAAGAAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTTGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGCTCGGTC

AGTCAGATGTGAAAGTTTGCAGCTTAACTGTAAAAGTGCATTTGATACTGCCGGGCTTGAGTCTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGTAGTGAAATGCGTAGAGATTAGGAAGAACACCGGCGGCGAAGGCGGCTTACTGGACGAGT

ACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTAACGGCTAATTACGTGATAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTTAAATCCCTCCGCTTAACCGACGAACTGCATCTGAAACTTTTTTTC

TTTAATTCAGAAGAGTATAGTTTAACTCCATGTGTAGCAGTTTAATACGTAGATATATGTAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1415;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9462),o:Bacillales(0.8520),f:Staphylococc

aceae(0.5632),g:Staphylococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGTAGGCGGTTTCTTAA

GTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAAACTTGAGTACAGAAGAGGAAAGT

GGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGTCTGTA

ACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU1417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCAGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTTG

AAAGTAACGGCTAACTACGTGACAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCAGCTCAACCTGATAATTGCATCATAAACTGTTTAA

CTTGATTGCACAAGAGTACAGTATAACTCCATGTGTAGCGGTTTAATTCGTAGATATATGGAAGAACACCAGTGGCTA

AGGCGGCTCTCTGGTCTGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1416;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9990),c:Actinobacteria(0.9798),o:Coriobacteriales(

0.9753),f:Coriobacteriaceae(0.9759),g:Collinsella(0.7643); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCTCCCTTGGGGCCACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGCCTTC

GGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGG

CCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGAACCTCCGCGGCTTGGGTCCGGTAGGGGAGGGT

GGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGCCGA

GACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4563),g:Dorea(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTTCTATCAGTACGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCAGTAATACGTAGGGGGCAAGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGGCCGGGGCTCAACCCCGGGAGTGCATTTGGAACTGTTATGCTAGAGTGTAGGGGAGGCAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTGCTGGAGGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGATATGTAAACCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

ACAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGATGCA

AGTCTGATGTGAAATCCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGGTAATCTAGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4967 

 

>OTU1420;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCAAC

TGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.3204),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGTGTGGCAAGTCTGATGTGAAAGGCATGGGCTACACCTGTTGACTGCATTGGAAACTGTCAT

ACTTGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1424;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAGGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTACGTAGGTGGCTACCTAAGCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCT

GCTTGGGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1425;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCCGCCCCGTAAGCGTGTTGTGAAAAGCCGTGGCTCAACCATGGTCGTGCAGCGCGAACTGCGGG

GCTTGAGTGCACGGGAAGCTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTG
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CGAAGGCAGCTGGCTGTAGTGCCACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU1426;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTTGA

GTGCGCGCAGGGGCGTTGGGATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1423;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2864),g:Anaerobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

TCTTCGGATTGTAAACTTTTGTCTTATGGGACGAAGAAAATGACGGTACCATAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGGC

GTTAAGTCAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACTGACGTTCTTGAGTGCAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1428;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1427;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGGTCGTAAAGCTCTGTCTTTAAGGACGATAATGACGGTACCTGAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGACTTTTAA

GTTAGAAGTGAAATCCCCAGGCTCAACCTGGGAGTTGCATTTAAAACTGGAAGTCTAGAGAGCAGAAGAGGAGAGT
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GGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGATCGTA

TCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1431;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.465

2),f:Spirochaetaceae(0.2864),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTACGAATATTCAGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGAAAGGTTGTAAAACCCTTTTGAACTGGAAGAATAAGCAGTGTTGGTAATGACATTGTGGTGACGGTACAGTTTGA

ATACGCAACGGTTAATTCCGTGCCAGCAGCCGCGGTAACACGTAAGTGGCGTGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTATCTAAGCTTGGTGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGAGAACTGGAT

AACTAGAGTTACTGAAGTGAAAGCAGAATTCCCGGTGTAGGGGTGGAATCTGTAGATATCTGGAAGAATACCGATG

GCGAAGGCAGGTGTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACCCTGATGCAGCAATGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCTGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGTTGTGAAATACCCGGGCTCAACGTGGGTGCTGCACTCCAAACTGTTTGACTAGAGTGCAGAAGAGGAGGGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGTA

ACTGACGCTGAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Papillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTACCAGGGAAGAAGAAAGTGACGGTACCTGGAGAAAAGGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGA

CAGGTCAGATGTGAAATGTCGGGGCTCAACCCCGGAACTGCATTTGAAACCGTTTTTCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1430;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTTTAAAGGGAGCGTAGGCGGGCTGTTAA

GTCAGCGGTCCAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGCCTTGAGTTCACACAAGGAAGGTGG
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AATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCTTACCAGACTGTGACT

GACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1433;tax=d:Bacteria(0.2356),p:"Tenericutes"(0.0319),c:Mollicutes(0.0102),o:Entomoplasmatales(0.00

74),f:Spiroplasmataceae(0.0022),g:Spiroplasma(0.0021); 

GTGTCAGCAGCCGCGGTAATACGGGAGGGACAAGCGTTATCCGGAATGATTGGGCGTAAAGTGTTTGTAGACGGCA

AATATTCTTATAAATTAAATCTGAAATTCATATTTCAAATAATTTATAATACATTTTAGCTAGAGTATAATAAAAGATAA

CAGAATTTTATAAATAGGAGTGAAATCTTAGAATTAATAAAGGAATGCCAAAAGCGAAAGCAGTTATCTGGGTTATT

ACTGACGTTGATAAACGAAAGCATAGGGATCAAAGAGGATTAGATACCCTAGTAGTCTATGCTGTCAAATTTGAATG

CTAATATTTAATTTATTATAAAATTAGATATAAAGTTAACACGTTAAGCATTCCGCCTGGGAAGTACGATCGCAAGATT

GGAACTCAAAGGAATTGACGGGG 

>OTU1434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGTAAACTATGGGCTTAACCCATAAACCGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCCCCTGGACGAAG

ACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1435;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA

GGGCAGGCGGTTTCATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGAGACTTGAG

TGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGG

CGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1437;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Pepto

streptococcaceae(0.6350),g:Clostridium_XI(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCACTTTCCTCAAGGAAGATCATGACGGTACTTGCGGAGGAAGCCCCGGCTAACTCCGTGCCA

GCACCCGCGGTAATACGTAGGGGGCTAGCGCTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCACTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1436;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Ethanoligenens(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTAAGTGAAGAAACAAATGACGGTAACTTAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGATCG

CAAGTTGGATGTGAAATACCGGGGCTTAACTTCGGAGCTGCATCCAAAACTGTGGTTCTTGAGAGATGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCAT

TTTCTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1439;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.3544),g:Lachnospiracea_incertae_sedis(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCCATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATATGTGCCA

GCAGCCGCGGAAATACGTATGGAGCAAGCGTTATCCGGATCTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCA

AGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1440;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGACGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTAACCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCCGTTGAAACTGGGGGGC

TTGAGTATGTTTGAGGCAGACGGAATGCGTGGTGGAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCG

AAGGCAGCCTGCCAAGCCATTACTGACGCTGATGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1441;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.465

2),f:Spirochaetaceae(0.2864),g:Treponema(0.0423); 

ACGGGAGGCAGCAGCGAAGAATATTCCGCAATGGGGGAAAGCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATGACAGAGGAATAAGCGTGGGAGTGGAAAGCCCATGTGATGACTGTAGGTCAT

GAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGC

GTAAAGGGCAAGTAGGCGGTCTGTCAAGCCAGGTGTGAAATCCAGGGGCTCAACCCCTGAACTGCGCTTGGAACTG

GCGGACTGGAGTCGCTGAGGGGGAACCGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACC
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GATGGCGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU1443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAAAGTCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTTAAGCTCCGTTGGTAGTGAAGAAAGATAGTGGTAGTAACTGGCTTTTATTTGACGGTACTTACTTAG

AAAGTCACGGTCAACTACGTGCGAGCAGCCGCGGTAAAAGGTAGGTGGCTAGTGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCACTAAGTGTGATGTGAAATCCATCCGCTCAACCTGAGAATTGCATCGGAAACTGTTGC

ACTTGAGTGCACGAAAGGAGAGTGGAGCTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTTG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1438;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.4224),g:Oscillibacter(0.0519); 

AAGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGA

CAAGTTGGAAGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCAGAGAGGCGAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGAATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1442;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGAGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTGGCGCTTGAGTAGCGGAGGGGGA

AGGGGAATTCCTAGGGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0904); 

AGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGGGAAGAAGGTT

TTCGGATTGTCAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATCATAAG

TTGATTGTCAAATCTATGGGCTTAACCCATAGCCGCGATCAAAACTGTGATTCTTGAGTGAAGTAGAGGCAGGCGGA
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ATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTA

ACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1445;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Papillibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACGAGGGACGAAAGATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATAGCA

AGTCAGGAGTGAAATCCATGGGCGCAACCCATGAACTGGTTTTGAAACGGTTATTCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1446;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

TTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTCTGCACCTTGACGTTACCCGCAGC

AGAAGCACCGGCTAACTCCGTGCCAACAGCCGCGGTAATACGGAGTGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTGGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTCTCGGAGAGGTAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGGCGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTGATTAA

GTCTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCGTTGGAGACTGGTCGGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGAGTGTAAAGGGAGCGTAGGTGGCAAGGCAA

GCCAGAAGTGAAAACCCGGGGCTCAACCGGAGGGTTGCTTCTGGAACTGTCATGCTAGAGTGCAGGAGGGGTGAG
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GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATAATAGGAGGAACACCGGAGGCGAAGGCGGCTCACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGGTA 

>OTU1448;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGGGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGC

CCTAGGATTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTAAGTGCC

AGCAGCCGAGGTCATACATAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCAGTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAATTGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAACGGCGGGACGCGTCCCGCTTTGCATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGATACTGGAAGCCTTG

AGTTAACACAGGGATGCCGGAACTAATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACCCCGATCGCGAAG

GCAGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1452;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCCGTCGTTTAAG

CGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTGAGTTCGCGGGAGGTAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACGGGAGCGCAA

CTGATGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Clostridium_III(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAATAAGGG

CTTCGGGTTGTAAACTTCTTTTCCCAGGGACGAAGGACGTGGCGGTACCTGGGGAAGAAGCAACGGCTAACTACGTT

CCAGCAGCCGCGGGAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCGATTGAAACTGTTCATCTTGAGTATCGGAGAGGCA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1455;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

1(0.0000),g:Anoxybacillus(0.0000); 

TCATTTTTCGCCTCCTCAGAACTATCCGAAAGTGTTTACTTCTGCGTCATGTAAGCGATAATACTTTGCAGGTTGGCTA

CGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTA

CAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAA

CCCAGCTTGGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTCATTGTGAGCATTTTCATCACGAAGTTGCGGCTA

AGTCTGAGTCTGAACAGCTTCTTGGGAAGGAGCGACAGCTTGGTTTTGAGTGAGTTGGGCCATTCGTTAGCTCCTAG 

>OTU1454;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGGA

ACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGG

CGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1457;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTTCAGGGGAATAATAATCGCCACGTGTGGCGTATTGCATGTACCCTGTGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGGTTAAGTCAGCTGTGAAACCCTGTGGCTCAACCATAGGCGTGCAGTTGATACTGTCCTTCTTGA

GTGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGGACCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1458;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Sphingomo

nadales(0.0000),f:Erythrobacteraceae(0.0000),g:Altererythrobacter(0.0000); 

ACCTAGTCCCGCAACGCATTGGGATTATCATACAACGCCTCTAATCTGTCGTCAGCCAACGTGAGAGTGTCAAAAACG

ATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATA

GTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCTTTCTTTTTGGGGTAATTATACTCATCGCGAATATCCTT

AAGAGGGCGTTCAGCAGCCAGCTTGCGGCAAAACTGCGTAACCGTCTTCTCGGTCTCTAAAAACCAGGGTTCGTCCC

CTTCGGGGCGGGGGTCTAT 

>OTU1459;tax=d:Bacteria(0.9450),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Rumin

ococcaceae(0.0073),g:Fastidiosipila(0.0039); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGTCGCGTGAGGGACGAAGGT

TTTCGGATTGTTAACCTCTGTTGCTGAAGACGAAGGAAGTGACGGTATTCTGTGAGTATGCCTCGCCTATCTACGTGC

CCGCAGCCGCGGCAATCCGTCGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGAT

AAGTTAGATGTGAAATACCCGGGCTTAACGTGGGGGGTGCGTCGAAAACTGTGGGACTAGAGGACAGGAGGGGAA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGATGGCGAAGGCAGCTTTCTGGCCT

GCAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5273),g:Ruminococcus2(0.3043); 

ACGGGGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCTGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCAA

GTCTGATGTGAAAATCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGTTTCTCTTGAGTGCCGGAGGGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAAAACAGTATGTATACGGTGATGAGTGTATGATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTAGCATTGCAGTTGGTACTGGCTAGCTTGA

GTGCAGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCTACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATCATGTCGGTACCTAAGAAGGCAGCCCCTGCTAGCTACGTGCCAA

CAACCGCGGGACTAAGTAGGTGGCGAGCGCTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TGAGATGTGAAATACTCGGGCTTAACCGGAGTGGGTCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1460;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5632),g:Blautia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCGTGCAA

GTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTATGGCTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1464;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

TCCCCCTCTTCCCCTCCCGTCCTCCCCTCTTTGCCCTTTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATA

ATTTATCCTCAAGTGAGGGGACGAAGCCCCTGCAATTAAAATTGTTGACCAACTACATACCAAAGACGAGCGCCTTTA

CGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTGTTTTACCTTTAGACATTACA

TCACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACG

CAAGGTAAACGCGAACAATTCAGCGGCGTTAACCGGACGCTCGAAGCCATTAATAATGTTGTCCGTAAATTCAGCGC

CTTCCATGATGAGACAGGCCGT 

>OTU1466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9733),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU1467;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAAACCATAAATTGCTTTCAAAACTGCTGGGCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1468;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9387),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCGAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTGGTTGAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGCGGGACG

TGAGTGCGCGGGGAGTAGTCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAGCTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCACCTCACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1465;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Gemmiger(0.0157); 

CCTTTCTTCCTCCTTTTTGCCTCTTTCCCCCTGTTTTCCACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTCTTCG

GATTGTAAACTCCTTTCCCACGGGACGATAATGACGGTACCCTGGGAGGAAGCACCGGCTAACTACGTGCCAGCAGC

CGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGCAAGTTG

GGAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCACAACTGTCAGTCTTGAGTGATGGAGAGGCAGGCGGAAT

TCCGTGTGTAGCGGTGAAATGCGTAGATATACAGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAACTGA

CGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1469;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Flavobacteriia(0.9827),o:"Flavobacteriales"(

0.9843),f:Flavobacteriaceae(0.9873),g:Planobacterium(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAGAGCCTGATCCAGCCATCCCGCGTGAAGGAATAAGGT

CCTATGGATTGTAAACTTCTTTTATACAGGGATAAACCTACTCTCGTGAGGGTAGCTGAAGGTACTGTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

CCGTAGGCGGGCTTGTAAGTCAGTGGTGAAATCCTGCAGCTTAACTGTAGAACTGCCGTTGATACTGCGAGTCTTGA

GTAAATTTGAAGTGGCTGGAATAAGTAGTGTAGCGGTGGAATGCATAGATATTACTTAGAACACCAATTGCGAAGGC

AGGTCACTAAGATTTAACTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5632),g:Clostridium_XlVa(0.3479); 

CCTTTCTTCCTCCTTTTTTTCTCTTTCCCCCTTTTTTCCCCCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTCGG

TATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTCTGG

AGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGGGCTGGAGAGGTAAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAACTGAC

GTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGTATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGT

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTAGGCGGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCGACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCATTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGTCAAGAGGTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTATGAACATCAGTGGC

GAAGGCGGCTCTCTGGTCTGCCACTGACGCTGAGGCTTGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1473;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAAAGGGGCTATTTATAGCAAGATGAGCGTACCCGAAGAAAGAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACTCGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCGGCCGTTGAAACTGAGAGACTGG

AGTGCGACAGAGGGAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCTTTCCATGTCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU1474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCATTTATAAGGGAATAAATGTGGGTACGCGTACCCGATTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGGA

ATGCGGATGCCGTGGGAGGAATGGGTGGTGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAGG

CAGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1471;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTTTGTTCTTGGTGAAGAAAAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAATC

AAGTTGGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGAAGTTCTTGAGTGCTGGAGAGGCTAA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1475;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9805),o:Aeromon

adales(0.9389),f:Succinivibrionaceae(0.9201),g:Succinivibrio(0.6681); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGAGGGGAGGAAAAGATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTCTAC

AAGTAGGATGTGAAATACCCGGGCTCAACCTGGGGACTGCATACTAAACTGTAGAGCTAGAGTATTGCAGGGGGAG

ACGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAA

ATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0230); 

CCTTTCTTCCTCCTTTCTGACTATTGGTCCCTGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGTCCT

ACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGT

GCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCA

GCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGTGATCGAACAGGATTAGATACCCTGGTA 
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>OTU1477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGTATGGCAAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCGA

ACTAGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1476;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGACGGCGAT

GCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGT

AAGTGGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGATTGCTGGAC

GATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.9

889),f:"Porphyromonadaceae"(0.9873),g:Parabacteroides(0.9837); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGGGGCTTGA

GTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGG

CAGCCTGCCAAGCCATTACTGACGCTGATGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1482;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Ruminococcus2(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGCTGC

AAGTCTGGAGTGAAAACCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGCAGAGCTTGAGTACCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1481;tax=d:Bacteria(0.9827),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Pepto

streptococcaceae(0.0086),g:Clostridium_XI(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATTACTGGGCGTAAA

GGGTGCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCCGCATCCAATACTGTCGGAC

TTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGC

GAAGGTGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGG

TA 

>OTU1480;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Pseudoflavonifractor(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCTTTATA

AGTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCATTTCATACTGGGTCGCTAGAGTACTTTAGGGAGGGGT

AGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAAGGCAGCCCCTTGGGAATGT

ACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Saccharofermentans(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATAAGGGACGAAGGAAGTGACGGTACCTTATGAATAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGACAACT

AAGTCTGAAGTGAAACTCCTGGTTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1483;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCACAAGCCGGACCCTCTAGAATACGCCACGGCTAACTACGTGC

GAGCCGCCGGGGTAATGCGGAGGGTGCACGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCGTGA

TAAGTCTGGAGTGAAAGTCATGCTTTCAAGGTGTGAAGTGCTTTTGATACTGTGGGTCTTGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGTTTTCTGGACTG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1487;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Acetivibrio(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCCACGCCGCGTGAAGGATGAAGGC

TCTCGGATTGTAAACCTCCTTGTCTGGGGGCGATAATGACGGTACCCTGACAACAAGCCACGGCTAACTTCGTGCCAG

CACCCCCGACACCATGTCGGTGGCCGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACGGAAAG

TCAGATGTGAAATACCGAGGCTCAACCTCGGGGCTGCAGTTGATACTTCTGTTCTTGAGTGCGGGAGAGGCAGGCGG

AATTCGCGGCGTAGCGGTGAAATGCATAGAGATCGCGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACAGTAA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1486;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:"Porphyromonadaceae"(0.9871),g:Parabacteroides(0.9781); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTTCCTCTCGGCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGTTCTAT

GGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTAACTTATGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTA

GGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAGGCTTGAGTATG

TTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGGCAGCC

TGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1489;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTATGCCGGAGATTAAGCTGGGTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCGAACTAGTCGTCTT

GAGTACGCACAACGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGGGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1490;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGGGGGAATTGCCTTGGATACTGCTGGGCTTGAGGGCAGGAGAGG

AAAGCGGAATTACCGGGGGAGCGGGGAAATGCGTAGAGATCGGGAGGAACACCGGTGGCGAAGGCGGCTTTCTG

GACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1488;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Eubac

teriaceae(0.0149),g:Eubacterium(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACCGCC

CTACGGGTCGTAAACTTCTTTTATAAAGGAATAAAGGCGTCCACGTGTGGACGTTTGCATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGT

ACGTAGGTGGTTTCCTAAGCATGGGGTTTAAGGCAACGGCTTAACCATGGTTCGCCCCGTGAACTGGGTTACTTGAG

TATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1491;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1159),o:Bacillales(0.0547),f:Bacillaceae_

1(0.0149),g:Geobacillus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCAAGCAACGCAGCGTGAGGGAAGAAGG

GTTTCGGGTCGTAAACCGCTGTCCTATGGGACGAAGGAAGTGACGGTACCATATGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCAGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTCGATACTGCTGGGCTTGAGTGCAGGAGAGGA

AATCGGAACTACCGGTGTAGCGGTCAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAT

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU1492;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCCAACCACGTGC

TCGCCCCCGCGGTTATACGTAGGTGGCACGCGTTGTCCGGATGTACTGGGTGTAAAGGGCGTGTAGCGGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGGGAACTGCATTTGAAACTGCTCTGCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1493;tax=d:Archaea(1.0000),p:"Crenarchaeota"(0.9993),c:Thermoprotei(0.9923),o:Desulfurococcales

(0.8737),f:Desulfurococcaceae(0.7787),g:Thermodiscus(0.3915); 

GTGCCAGCAGCCGCGGTAATACCAGCCCCGCGAGTGGTCGGGGTGCTTACTGGGCCTAAAGCGCCCGTAGCCGGCT

CGACAAGTCCCCTCCTAAAGCCCCGGGCTCAACCCGGGGAGTGGAGGGGATACTGTCGGGCTAGGGGGCGGGAGA

GGCCGAGGGTACTCCCGGGGTAGGGGCGATATCCACTAATCCCGGGAGGACCACCAGTGGCGAAGGCGCTCGGCT

GGAACGCGCCCGACGGTGAGGGGCGAAAGCCGGGGGAGCGAACCGGATTAGATACCCCTGTAGTCC 

>OTU1494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTAGTGCGGGAATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGTTATTAAGCGTGTTGTGAACAACCCGTGCTCAACATGGGTCGTGCAGCGCGAACTGGTGAACTTG

AGTGCGGATGCAGTATGCGGAATTTGGGGTGTAGGGGTGGTATGCTTAGATATCGAAGAACTCCGATTGCGAAGGC

GGCATGCCAGGCCGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTA

AAGGGCGCGTAGGCGGCCAACTAAGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATG

GCTTGAGTGCAGGAGAGGAGAGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTG

CGAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTTATTAGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGTGGAAAAAGAAAGCGAATGTGAAAGCCCTCGGCTTAACCGAGGAACGGCATCGGAAACTGGTTT

TGTTGAGGGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9834),o:Lactobacillales(0.9821),f:Lactoba

cillaceae(0.9666),g:Lactobacillus(0.8124); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGCAAAACTCGGTTGTTGAAGAAGAACGTGCGTGAGTGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTACTTAAGTCAGATGTGAAAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGT

GACTTGAGTGCAGACGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1495;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1159),o:Bacillales(0.0547),f:Paenibacillac

eae_1(0.0149),g:Paenibacillus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCAGCGGGAAGGAAGAAGG

TTTTCGGATCGTAAACTTATATCCTTGGTGAAAATAATGATGGTAGCCAAGAAGGAAGCACCCGCTAACTACATGCCA

GCAGCCGCGGTAGTACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATAGCTTTAGTGCAGGAGAGGTAAGC

GGCATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGTCGGCTTACTGGACTGTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU1499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9947),o:Lactobacillales(0.9843),f:Lactoba

cillaceae(0.9759),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCT

TAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGAC

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGTCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAAAATGACGGTCCCTGACTAATAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGTTACTACGTAGGGTGCAAGCTTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTCAACGGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATAAGATACCCTGGTA 

>OTU1502;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1735); 



4987 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGTGTATTGTAGGTACCTGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTTGTTTAAGCGTGACGTGAAATGTCGGGGCTCAACCTTGGAATTGCAGCGCGAACTGTGTGTCTTG

AGTGAGCACGACGTCAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCTTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1503;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGAATTGCAGTTGATACTGGCGGCCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1501;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4045),o:Bacillales(0.1719),f:Paenibacillac

eae_1(0.0560),g:Paenibacillus(0.0110); 

ACGGAAGGAAGAAGGGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAGGG

TTTTCGGATCGTAAACTTCTATCCTTGGTGAAAATAATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTAAGC

GGAACTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9846),o:"Bacteroidales"(0.9

911),f:Bacteroidaceae(0.9759),g:Bacteroides(0.9781); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCATTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGGGCATCAAGTCAGTGGTGAAATGGTGTGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1505;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 



4988 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCCTCCACGTGTGGATGTTTGCAAGTACCGCAAGAAAAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAAGATCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGTTTGCTTG

AGTGCACATGAGGAAGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTTCCGGAGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1507;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Porphyromonas(0.0000); 

GGCATCGTCTGTGAGCGTTGTGGTGTGGAGGTCACAGAGAGCCGGGTGCGTCGTCACCGGATGGGCTTTATCAAGT

TGGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGC

GGGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAG

CAGCTCCTCACTGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGC

CTGTTGTGGGTATCGGCGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACCCTTGATGAGGTAGCCGAGCAGCTG

CGCGAGGAGATCGCCGGCAGTAAGGGGCAGAAGCGGGCGAAGCTGACCAAGCGCCTACG 

>OTU1506;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0113),g:Hespellia(0.0056); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTATAGACAGGGAAGAAAAAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGACCGCA

AGTCAGATGTGAAAATTATGGGCTCAACTCATATCCTGCATTTGAAACTGTGGGTCTTGAGGGTCGGAGAGGTAACT

GGAACTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCGGCGGCGAAGGCGGGTTACTGGACGATT

ACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1509;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0157); 

ACTTCATTCCTCCTTTATTACTATTGGTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCT

ATGGGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGATGCGTCCCCCGTTGCAGGTACCGCGTGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGCCTTGAGT

TCACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCCTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU1508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0326); 
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ACGGGAGGCAGCAGTGGTTCCTCTTTTTCAATTTTCTCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTCTT

CGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCAA

GTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGATGG

AATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCTACGTGTATTTTTTTGCATTTACCTTATGAATCAGGA

CCGGCTAATTCCGTTCCATCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGATTAAGCGTGTTGTGAAAGGTAGTGGCTCAACCGCTGCACTGCAGCGCGAACTGGTCGTCTTGA

GTACGCACAACGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1513;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGGGAATTACGTGTGGTGTTTTGTAGGTACCGAATGAATAAG

GAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGGTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGCAGGTTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTT

GAGTGCGGCAGAGGCAGGCGGAATTTGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1511;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Pedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCCGTAAACTTCTTTTGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTGTGCAAGTCAGCGGTGAAAGGCCTGTGCTGAACCGGGAAAGTGCCGTTGGTACTGTGAGGCTTG

AATGCTGCTGCAGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACACAGAACACCGATTGCGAAG

GCATCTCACGAAGCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1514;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.9784),o:Burkholderi

ales(0.9280),f:Sutterellaceae(0.9015),g:Sutterella(0.8605); 



4990 

 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGTC

TTCGGATTGTAAACTTCTTTTGTCAGGGACGAAAAGGACTGTGCCAAGACCATAGTCTGCTGACGTTACCTGAAGAAT

AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGACAGAAGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCAGG

ACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGCAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGACAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTGCTGGACAG

CGACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1515;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0324),o:"Sphingobacteri

ales"(0.0231),f:Chitinophagaceae(0.0059),g:Chitinophaga(0.0035); 

ACGGGAGGCAGCAGTAGGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGATGGATGAAGGTC

CTATGGATTGTAAACATCTTTTGTATAAGAATAAAAATAATCTTGCGAGGTTAAATGAATGTATTATACGAATAAATAC

CGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGTGTAAGCGTTATCCGGAATCACTGGGTTTAAAGGGTA

CGTAGGCGGTTATATGTGTCGGTAGTGAAATCCTAGTGCTTAACATTAGAATTATTATCGAAACTGTATGACTCAAAT

TAAAAAGAAGTAAACAGAATTTATAGTGTAGCAGTGAAATGCGTAGATATTATAAAGAATACCCACAGCGAAGGCAG

TTTACTATTTTTACATTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1516;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.7114),o:Desulfovibr

ionales(0.4280),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0423); 

AGGGAGGCCGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTC

TTCGGATCGTAAACCTCTGTCAGCAGGGAAGAACGGTCACTGTGCTAATCAGCAGTGAATTGACGGTACCTGCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCTCGTAGGCGGTATGTCAAGTCAAGGGTGAAATCCCCGCGCTCAACGTGGGAACTGCCTTTGAAACTGGCAA

ACTGGAGTGCGTGAGAGGATAGTGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGACTATCTGGCACGTAACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 



4991 

 

>OTU1518;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9993),c:Cyanobacteria(0.9903),f:Family_I

I(0.9294),g:GpIIa(0.9085); 

GTGTCAGCCGCCGCGGTAATACGGGAGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCCCGCAGGCGGCC

TGACAAGTCTGCTGTTAAAGCGTGGAGCTTAACTCCATTTCAGCAGTGGAAACTGTCAGGCTTGAGTGTGGTAGGGG

CAGAGGGAATTCCCGGTGTAGCGGTGAAACGCGTAGATATCGGGAAGAACACCAGTGGCGAAAGCGCTCTGCTGG

GCCATCACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTGGCCGTAAACG

ATGAACACTAGGTGTCGGGGGAATCGACCCCTCCGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACG

CACGCAAGTGTGAAACTCAAAGGAATTGGCGGGG 

>OTU1517;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4914),g:Fusicatenibacter(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCCATCAGCAGGGAAGATAATGACGGTACCTGACTCTGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATTCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCAGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCCGGACTGCCTTGGAAACTGTCATGCTAGAGTGCCGGAGAAGCAAGC

GGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCGGCCTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1519;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTCGCCTGCCCCCTCCAAGTCGCGTGAGGGAAGACGGTCCTACG

GATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGC

AGGCGGTGGATCAAGTCAGCGGTCAAACTTCGGGGCTCAACCCCGTTTTGCCGTTGAAACTGATCGGCTGGAGTCTG

TTCGAGGGACGCTGAATGCGAGTTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCG

TCCCTGGGCGGCACTGACGCTTAGTCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1520;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1098),g:Anaerovorax(0.0204); 

CCGTTATTCAGCCTTGGTTCCTATTGCCCCATTTTCTCCCGCCTGCTTCCTCCACGCCGCGTGAGCGAAGAAGGTCTTC

GGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGCGGAAGCCCCGGCTAACTACGTGCCAGCGG

CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAGCAG

GGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTACTGAC

ACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4992 

 

>OTU1524;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:Bacteroidaceae(0.0000),g:Acetomicrobium(0.0000); 

GGGATTGTCTGTGAGCGTTGTGGTGTGGAAGTCACAGAGAGCAGGGTGCGTCGCCACCGCATGGGCTTCATCAAGC

TCGCTGCTCCCGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTCTACTTCAACTGCTACGTGGTGTTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAATGGCTGGAGATCGAAGACGAGATCTATGCGGAGGAATCGGAGATCGAGAACGAGC

CGGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGAGGAAGTGGATGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTGCG 

>OTU1523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAGCTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTCTTAA

GCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCCTGTGAACTGGGAGACTTGAGTTCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1522;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Nubsella(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTAAGAAGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGAGTAGAATAA

GCATAGGCTAACACAGTGCAAGCAGCCGCGGTAATACGGGGGAGGCGAGCGTAATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGCCGAGTAAGTCAGCGTTGAAAGACCGCGGCTCAACCCTGGAAGTGCCCTTGATACTGTTTGGCT

TGAATGATCCCGCCGCTGGAGGAATTAGTGGTGTAGCGGTTAAATTCATAGATATCACTCAGAACACCGATTGCGAA

TGCATCTCGCGTGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9294),g:Prevotella(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTAGCGTGCAGGATGACGGC

CCTAGGGGTTGTAAACTGCTTTTATAAGGGAGTAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTGCGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGGGATTAAGCGTGTTGTGAAATGTCGACGCTCAACGTCTGCACTGCAACGCGAACTGGTGTCCTGG

AGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1525;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATA

AGCGTGTTGTGAAATGTCGGGGCTGAACCTGGGCATTGCAGCGCGAACTGTCAGTCTTGAGTACAGTAGAGGTGGG

CGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCA

ACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.7428),g:Blautia(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATGTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACCCCGTGATGGGATTGAAACTACTTTTCTTGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGACGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1528;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0230); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTTTTATCAGGGAAGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGACGCGGTAATACGTAGGTGGCGAGCGGTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAAT

GCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAGCTGCATTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTA

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1527;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAA

GGGAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTGAACCCTGGGACTGCTTTGGAAACTGTTGAT

CTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU1530;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Colwelliaceae(0.0000),g:Colwellia(0.0000); 

ATTACTCCTGCTTGTTTACGACTTCCATCGACGTGGCCTGCTGGCGGCCAATGAGAAAATTCGACCTATCCTTGCGCAG

CTCGAGAAGCACTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGATGAGGAGAG

GTTGCTTAATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAGATTCTCTT

GTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAAGAGGTAAGAAATCATGAGTG

AAGTTACTGAACAATCCGTACGTGTCCAGACCGCGTGGGCCTCTATTAAGCTCATTCAGGCGTCTGCCGTTTTGGATTT

AACCGAAGATGATGTCGATTTGCTGACGAGTAA 

>OTU1529;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTCGTCAACAGGGACGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGG

CAAGTCAGGAGTGAAAACTATGGGCTCAACTCATAGCCTGCTTTTGAAACTGCTTTTCTTGAGAGTCGGAGAGGTAA

ACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACGA

CCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1532;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9988),c:Fusobacteriia(0.9784),o:"Fusobacteriales"(0.

9707),f:"Fusobacteriaceae"(0.9573),g:Fusobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTTTGCACGATTAAGTTT

TTCTTAATGTACATTTCTTTCATTTGTGACTCATTAATTTACGTTACCAACATAAGAAGCTACTTCTAAATACGTTCCAGC

AGCCTCTTTAATACGTATTTCTCAATCGTTATCCTTATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAAGTCTG

ATGTGAAAATGCGGGGAGAAAATACGTATTGAGTGGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGGCGGAAC

TAAAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCTATGGGGAAGCCAGCCCACTGGACAGATACTGAC

GCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1533;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTGAGATGTGAAAGGCTACGGCTCAACCGTAGTGCGCCTTTGAAACTTGGAAACTTGAGGTGAGGAGAGGAGAGTG

GAATTCCTAGTGGTACCGTGAAATGCGGTGGTATTAGGAGGAACCCCAGTTGCGAAGGCGGCTCTCTGGACCGGAA

CTTGCCCTTGGGCACCAAAGCCTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diales_Incertae_Sedis_XIII(0.2524),g:Anaerovorax(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCTAA

GCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1535;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

TCTACTGGTTGTAAACCCCTTTTATAAGGGAATAAAGGGCGCCACGTGCGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGCTGCGAGCGTTATCCGGATTCATTGGGTTGAAAGGAT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGAGGCTCAAACATTGAAATGCCGTTGAAACTGGCGAACTTGA

GTACGTACGGGGCAGGCGGAATGCGTAGTGTGACAGTGAAATACATAGATGTCACGCAGAACCCCGATCGCGAAGG

CGACCTTCCAGACCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGAATTAGATACCCTGGTA 

>OTU1534;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9834),o:Burkholderi

ales(0.9685),f:Burkholderiaceae(0.8864),g:Ralstonia(0.8124); 

GTGCCAGCCGCCGCGGTACTACGTCGGGTCCAAGCGTTAATCGGAATTACTGGGCGTACAGCGTGCGCAGGCGGTT

GTGCAAGACCGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTGGTGACTGCACGGCTAGAGTGTGTCAGAGG

GGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGG

GATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTAGTTGTTGGGGATTCATTTCCTTAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGTCG

CAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU1536;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGGAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTTATAAGCTTGTTGTGAAATGTCGAGGCTCAACCTTGGCATTGCAGCGCAAACTGTGAGACTTGA

GTGCGCAGGAAGTAAGAGGAATTCGTCGTGTAGCGGTGAAATGCTTAAATATTACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9942),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAATAACTGTTCACGCAGGGACGGTATCCAACCA

GAAAGTGAGGGATAACTACGTGGCAGCAGGCGGGGTAATACGAAGGGGGCAAGCGGTAGCCGGATTTACTGGGCG

TAAAGCGAGCGCAGGCGGTTTCTTAGGTCAGATGTGAAAGCCTTCGGCTTAACCGGAGTACTGCATCGGAAACCGG

GCGACTTGAGTGCAGAAGAGGACATTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU1539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Parabacteroides(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACTCAGAGCAATAAGGGTCTCGAGAGATCCGTTGTGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGAAGGGCAAGTCAGCGGTGAAAGCCTCGGGCTCAACGGGGAAGTTGCCGTTGATACTGTACGTCTG

GAATGCAGTAGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAA

GGCAGCTCACGGAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1537;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGAAGCAGCGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGACTTGCAAGTCAGCGGTGAAATGCCGGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGCTGTAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAAG

GCATCTCACAGAACCGCTATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1540;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGACTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAACAAAGTGCACCACGCGTGGTGTTATGTATGTATCTCTTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCTGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCCGTTGATACTGGCATGCTTGA

GTGCGGCAGAGGCAGGAGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGGGAGAGCCTGAACCAGCCAAGTAGCGTTAATTATGAAGT

CTCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTATTGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTGATGTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGAAACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACAATGGTA 

>OTU1542;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3544),g:Alloprevotella(0.0712); 

AGGGAAGGAAGAAGGGAGGAAGAGTGGGCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGG

CCCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGTGACGTGTCATCTATTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGAGATAAGTCAGCTGTAAAGTCGTGCGGCTCAACCGTACCTCGCCGTCGCTACTGTTTTTCTTGA

GTGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATTCTTAGATATGACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGCGTGGATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCATCCGCGGTAATACGGAAGCTCCGTGCGTTATCCGGATTTATTTGGTTTAAAGGGAG

CGTAGGCCGTTGTTTAAGCTTGTTGTGAAATGCCGCGGCTGAAACGTGGCACGGAAGCGAGAACTGGATGACGTGA

GTGCGAGGGAGGTAGGCGGAATTCGTGGTGTAGAGGTGAAATGCTTAGATATGACGAAGAAATCCGATGGCGAAG

GCAGCTTGCTGTAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1544;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGCAACTCTGATCCAGCAACACCGCGTGAATGATGAAGGTC

TTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAAGAGCAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGGCTGGGCGTAAAGGGTACGTAGGTGGCTATT

CAAGTTAGTTGTGAAATCCCGGGGCTTAACTCCGGTGCTACAATTAAGACTGTTTAGCTTGAGTGCAGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



4998 

 

>OTU1541;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Gammaproteobacteria(0.5963),o:Pasteure

llales(0.3319),f:Pasteurellaceae(0.1679),g:Actinobacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTGA

CTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTCGCTAGAGTACTTTAGGGAG

GGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGG

CCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1548;tax=d:Bacteria(0.0041),p:"Armatimonadetes"(0.0000),c:Armatimonadia(0.0000),o:Armatimona

dales(0.0000),f:Armatimonadaceae(0.0000),g:Armatimonas/Armatimonadetes_gp1(0.0000); 

TTGAGTCTTCTTCGGTTCCGACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATGATGGTGGTTA

TTATACCGTCAAGGACTGTGTGACTATTGACGTCCTTCCCCGTACGCCGGGCAATAATGTTTATGTTGGTTTCATGGTT

TGGTCTAACTTTACCGCTACTAAATGCCGCGGATTGGTTTCGCTGAATCAGGTTATTAAAGAGATTATTTGTCTCCAGC

CACTTAAGTGAGGTGATTTATGTTTGGTGCTATTGCTGGCGGTATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAA

TTGTTTGGAGGCGGTCAAGAAGCCGCCTCCGGTGGCATTCAAGGTGAT 

>OTU1547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTACGGGTCGTAAACTTCTTTTATAAAGGAATAAATTTGTCCACGTGTGGACGTTTGCATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGCTGGTAAGTCAGATGTGAAATGCCGAGGCTCAACCGTGGAACTGCAGTTGATACTGGCGGCCTTGA

GTGCGGTGGAGGAAGGCGGAATTCGTGGTGTAGAGGTGAAATGCGTAGATATCAGGAAGAACCCCGATGGCGAAG

GCAGCCTGCTAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1545;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Olivibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGCGCAATAAGGTCCACGCGTGGATCGATGAGCGTATGCGTAGAATAAG

CATAGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCTGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTA

GAATAAACCCGACGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGGGA

AGGCATCTCGCGAGAGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.3544),g:Fusicatenibacter(0.1299); 
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ACGGAAGGCAGCAGTGGGGAATGTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCATGAT

AAGTCTGATGTGAAAACCCAAGGCTCAACCATGGGACTGCATTGGAAACTGTCGTGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Porphyromonadaceae"(0.5991),g:Butyricimonas(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTTGGAACCCCGATAGCGAAGG

CAGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1550;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCCTCGGATTGTAAACCTTTGTCAACAGGAACGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAAAG

GCAAGTCAGATGTGAAAATGATGGGCTCAACCCATGACCTGCATTTGAAACTGTCTTCCTTGAGAGTGGGAGAGGTA

AATAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTGGCGAAGGCGATTTACTGGCCC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGGGCTTCACGTGTGAAGTTTTGCATGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGCAGTTGCCCAACATCTGCACTGCAGCGCGAACTGGAGGGCTTGA

GTTCACGGAAAGTTGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTGGCTATAGTGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1553;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 
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ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGGGAGTCTGATCCAGCCATGTCGCGTGAAGGACTACGGC

CCTATGGGCTGTAAACTGCTTTAGACGCGGAACAATGAGTGCCACGTGTGGTACGTTGAGGGTATGCGATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGGTCGGGGCTCAACCGTAAAATTGCAGTTCATACCGTGCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATTGAAAGCTCCATCAGCAGGGAAGATAATGATGGTACCTGACTAAGAAGCTCCGGCAAAATACGTGCCA

GCAGCCGCTGTAACACGTATGGAGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATGTGAAAGGTCGGGGCTCAACCGCGGAGCTGCATTTGAAACTGGTCGGCTAGAGTACAGGAGAGGCAGG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCGGTGGCGAAGGCGGCCTGCTAGAGTGT

TACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1554;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTAAGCAGGGAAGAAGGAAGTGACGGTATCTGCAGAGTAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACG

ACAAGTCAGATGTGAAAATTGCAGGCTCAACCTGGAAAGTGCATTTGAAACTGCCGTTCTTGAGAGTCGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1557;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGGATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGT

CCTATGGTTTGTAAACTGCGTTTATAGGGGGGTAAAGTGTGTCACGTGTGGCATATTGCAGCTACCCTATGAATAAGG

ACCGGCTAATTCCGTTCCAGCAGCCGCGGTAATACTGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTAGCTCAACGGCGGCACTGCAGCGAGAACTGCTCAGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGTGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1558;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Anaeroplasmatales(0.00

00),f:Anaeroplasmataceae(0.0000),g:Anaeroplasma(0.0000); 
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AGGTGAAGTTAAAGGTTCATATTTAAACATTACTGCAGCTACAATGGAAGAAGTGTACAAACGTGCTGAGTATGCTA

AAATGGTAGGATCTGTAATTGTAATGATCGATTTAGTAATGGGTTACACAGCAATTCAAAGTATTGCTTACTGGGCTC

GTGAAAACGACATGCTTTTACACTTACACCGTGCTGGTAACTCTACATATGCTCGTCAAAAGAACCATGGTATTAACTT

CCGTGTTATCTGTAAATGGATGCGTATGTCTGGTGTAGATCATAGCCACGCTGGAACAGTAATAGGTAAATTAGAAG

G 

>OTU1556;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Eubac

teriaceae(0.0252),g:Alkalibaculum(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTAACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTCCTTGGTGAAGAGAAAGAGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCATG

TAAGTCTGAAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTATGGCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGTGAGGAACACCAGTGGCGAAGGCGGCTTTCCGGACTT

TCCCTGCCGCTCAGTCTCGAAATCGTGGGGAGGAAGCAGGATTAGATACCCTGGTA 

>OTU1560;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Alteromonadaceae(0.0000),g:Marinobacterium(0.0000); 

ACCAGCTTTATCAATACCATGAACACTATCAACCACACCAGACGCAGCCTCCGTGACGCCATTAGACATATCCTTTGCA

TTAGCGCCAATATGCGCAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTG

CGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCT

CGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAAGAGACGCAACGCGAGCAGTAGACGCCTGCTGTTGA

GAAGCAAGCATCTCATGTTGTGAATATACCGGGTCTGTCGTATTCGGGCGTGAAGTCGCCGACT 

>OTU1559;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCGTTTAGTTGGGAATAAAAAAGATGACGTGTCATCTATTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1561;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGCGGTCGAGACCGCATTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGTTGCTTGTTAAGTGAGAGGTGAAAGTCCGTGGCTCAACCATTGAATTGCAGTTGAAACTGGCGGGCTTGA

GTACATACGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATCGCGAAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1565;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGGATCGTTTGTGAGCGCTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGAATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCCCACGTCTGGTACCTGAAGGGCATCCCGAGCTATGTGGCCATCCTTCTGGACATGCCACTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTACGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAATGGCTGGAGAGCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAATTGCTTGAAGACCTCAATCTGGAGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU1564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGCGTGGCATATTGCAGGTCTACTATGAATAAG

GACCGGCCAATTCTGTGCCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTAG

AGTGCGCAAGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAAG

GCAGCCAGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATCGAGCAACACCGCGTGAGTGAAGACGGGT

TTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTTCGTGTGAGTAACCGTTCACGCAGTGACGGTATCCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGAGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAA

CTTGAGTGCAGAAGAGGACGGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1562;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TCTCGGTGTGTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGCGAAGCA

AGCCAGAGGTGAAAACCCGGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTTCTTGAGTACTGGAGAGGCAGGC
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GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU1566;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diales_Incertae_Sedis_XIII(0.1485),g:Anaerovorax(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCATTGGCTTAACCAAAGTGAGCCACCAGAACTGGGCTACTTGAGTGCAGGAGAGGTAAGC

GGAATAACTAGAGTAGCGGTGAAATGCGTAGATATTAGGACGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1567;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0904),g:Eisenbergiella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTATGATCAGGGACGAACACAATGACGGTACCTGAAGTACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCTTGG

TAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGGCTTGAGTACCGGAGAGGGTG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1568;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.8505),g:Lachnospiracea_incertae_sedis(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGGGTGAGTGAAGAAGTA

TTTCGGTATGTAAACCCCTATCACCAGGGAAGATAATGACGTTACCTGACTAAGAAGCCCCGGTTAAATACGTGCCAG

AAGCCGCGGTATAACGTATGAAGCAAGGGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAAG

TCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCTCGGCTAGAGTACAGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTTA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1569;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACTCTGACGCAGCAACGTCGCGTGAAGGATGAAGGT

CTTCGGATTGTTAACTTCTTTTACTGAGGACGAAGGTAGTGACGGTACTCTGTGAATAAGTCACGGCTAACTACGTGC

ATGCAGCCGCGGCAATACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGTCTTGC

AAGTCAGATGTGAAATACCGGGGCTCAACTCCGAGGCTGCATTTGAAACTGTAGGACTTGAGTGATGGAGAGGCAG
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GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACGCCGGTGGCGAAGGCGGTCTACTAGACGG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1570;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGACCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAGTTCCATGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGCAGGCCGCCGGGCAAGCGTGTGGTGAAATGCAGTCGCTTAACGTCTGCACTGCAGCGCGAACTGCCGAGCT

TGAGTGCGGGCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATGGCGA

AGGCAGCTGACGGGGGTGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1572;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGGTATGCATACCTTTTTGTAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGATTATTAAGCGTGACGTGAAATTTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGTAGTCTTGA

GTGAGTTCGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTACCAAGGACGAAACAAATGACGGTACTTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACTGC

AAGTCAGCTGTGAAAACCCGGGGCTTAACCCCGGGCCTGCAGTTGAAACTGTAGTTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1574;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTCTGGGGGCATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTCATGAATAAGC

CTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGCGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCATCGGTGAAAGTTTGGGGCTCAACCATAAAATTGCATATGAAACTGGAGGGCTTGA
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GTATGGTGGGGGCAGGCGGAATGTGTGTTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1573;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCTTTTTTGTAGGTATTGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGCTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGTGGTAAGCGTGTCGTGAAAGGTGGCGGCTCAACGGTAGAATTGCAGCTGATACTGGGAGTCTTG

AGTACAGGAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGGCGAGCCCTTTACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1576;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.4045),o:Erysipelotrichales(0.17

19),f:Erysipelotrichaceae(0.0710),g:Erysipelothrix(0.0134); 

ACGGGAGGCAGCAGTAAGGAGTTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGTGCTAAGGTCT

TCGGATTGTAAAGCTCTGTTGTAAGGGACGAATGGCAGGGAGAGGAAATGCTCTCTGTTTGACGGTACCTTATTAGA

AAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAA

GAGTGAGCAGGCGGTACGGTAAGTTTGAAGTAAAATCGTGGGGCTCAACCCCATCTAGCTTCAAAAACTGCCGAACT

AGAGTGCGAGAGAGGTAAGCGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTTACTAGCTCGATACTGACGCTCAGTCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU1575;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGGAAACTTGAG

TGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGG

CGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1577;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGTGAAGGAGGC

CCTATGGTCTTTGAACCGCTTTTGCCTGGGGGCAATAAGGGCTTCGCGCACGTCCGATGAGAGTTCCCTGCGAATAAG

CATCGGCTAACTCCGTTCCATCAGCCGCGTTAATCCGGTGGACGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCGGGGGTGAAGTACCGGGGCTCAACACCGGGGCTGCACTTGAAACTGTCGAGCTGG
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AGTGCGGATGGCGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACGCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1578;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

1(0.0000),g:Anoxybacillus(0.0000); 

CCTTGCTGCTAAAGGTCTAGGAGCTAAAGAATGGAACAACTCACTAACAACCAAGCTGTCGCTACTTCCCAAGAAGCT

GTTCAGCATCAGCATGAGCCGCAACTTCGTGATGAAAATGCTCACAATGACAAATCTGTCCACGTAGTGCTTAATCCA

ACTTACCACGCTGCGTTCCGCCGCGACGCCGTTCAACCAGCTATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGA

GGCTGGGAAAAGTTACTGTAGCAGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAAGTTATGCGCGCT

TCGATAAAAATGATTGGCGTATACAACCTGCAGAGTTTTATCGCTTCAAGGACGCAGAAGTTAACACTTTCGGATAGT

TCTGATGAGTCGAAAAATTATCTTGATAAAGCAGGAATTACTA 

>OTU1580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCGGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTG

AGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACTCCTTTTGTTTGGGAGCAAAGTGCGCCACGTGTGGTGTTTTGCGCGTACCATTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGCGTCAAGTCAGGTGTGAAATGGCGGGGCTCAACCGGGGGGCTGCAGTTGAAACTGGAGGTCTT

GAGTGTACAGAAGGAGGGGGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGA

AGGCAGCTAGCTGGAGTATTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1581;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

streptococcaceae(0.0710),g:Filifactor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAATTCTTTTCTAAGAGAAGAAGAAAGTGACGGTACCTTAGGAATAAGCCTCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTCAGC

AAGTTAGTAGCGTAACTCCGAGGCTTAACCTCGGCCCTACTTCTAAAACTGTTGGACTTGAGTGCAGGAGGGGCAAC
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TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGCGTTGCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCT

TGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCACTGTTGTTGGTGAGGAAGGATGGAGGTAGTATCCGGCTTTTATTTGACGGTACTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAGGCGTTGTCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGAAAAACAAGTCTGATGTGAAAGCTCTCGGCTTAACCGAGAAACTGCATCGGAAACTGTT

TTTCTTGAGTGGAGAAGAGGAGGGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGT

GGCGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU1584;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8303),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGATTAA

GTTAGATGTGAAACCCCCGGGCTTGACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGGAAGC

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1582;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGT

AAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGG
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CGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTAAGCGGTCAAGGTTCCGGGCTCAACCCGGTTTGGCCGTGGAACCTGGCGGGCTGG

AGTGCGTGCGAGGAAGGCGGAATGCTTTGTGTAGCGGTGAAATGCATGGATATGACGAAGAACTCCGATTGGGAAG

GAAGCTTTCCACCGCGCTACGGACGCGGAGGCACGAAAGCGTGGGGTTGGAACAGGATTGATACCTGGTA 

>OTU1589;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Clostridium_IV(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTTTAAACCTCTTTTTAGGGGGACGATAATTACGGTACCCCTTTATGAAGCCACGTCCAACTACGTGACAGC

AGCCGCGGTTACACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGCAGGCGGGAAAGCAAG

TCAGAAGTGAAAATTGTGGGCTTAACCCATGACCTGCTTCTGAAACTGTTGTCCTTGAGTGAAGCAGAGGCAAGCGG

AATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1587;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Negativicutes(0.4812),o:Selenomonadales(0.235

9),f:Veillonellaceae(0.1098),g:Dialister(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCGCGCAGGCGGTGAT

GTAAGTCCGTCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGCATGACTAGAGTATCGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACG

ATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAATGAGGGTCACGCGTGGCTCGTTGCATGTACTCTAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGACGGGTAAGTGTGTTGTGAAAAGCCGTGGCTCAACCATGGAAGTGCAGCGCAAACTGCGTGGCTT
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GAGTATGGGAAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCATTACTGACGCTGAAGTTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1592;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.428

0),f:Spirochaetaceae(0.2524),g:Treponema(0.0326); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGAGGATGAAGGT

CGGATGATTGTAAAATCCTTTTATAACTGAGGAATAAGCAGTGTGAGAGAAACGCATTGTTGTGACTGTAGGTTATG

AATAAGCAAAGGCTAATCACGTGCCAGCAGCCGCGGTAACAAGTAAGTTGCTAGCGTGGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGCTTTGCAAGCTTGACGTGAAAGGCAGGAGCTTAACTCCTGAACTGCGTTGAGAACTGCAT

GACTGGAGTCACTGAGAGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAGGTTACCGGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCA

AGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1591;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGGGACGTGTCCCTTATTGTAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGAGTTTAAGCGTGCTGTGAAATTTACCGGCTCAACCGGTGAAGTGCGGCGCGAACTGGATTTCTTG

AGTGAGTGCGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGACGAGTCCCTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1593;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Butyricimonas(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGAGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATGAACTGCATTTGAAACTGTAGATCTTGA
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GTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCAATGGCGAAGG

CAGGCTACCAGCAGATTACTGACGCTGAGGTGCGAAGGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1595;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.363

9),f:Spirochaetaceae(0.1872),g:Treponema(0.0204); 

ACGGAAGGCAGCAGCTAAGAATATTCAGCAATGGACGAAAGTATGACGGAGCGACGACGCGTGGATGATGAAGGC

CGGAAGGTTGTACAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAGTTACGTGCCAGAAGCCGAGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCGGGTGTGAAATGCCGGTGCTCAACCCCGGAACTGCGTTGGAGACTGCA

GGACTTTAATCGCTGATGGGCAGCCAGAATTCCAGGGATAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAA

GGCGAAGGCAGGCTGCCAGCAGACGATTGACGCTGATGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1594;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGGGATGTGAAATACTCGGGCTCAACCTGGGGGCTGCATTCCAAACTGAAAGTCTAGAGTACAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.7787),g:Lachnospiracea_incertae_sedis(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

ACAGCCGCGGTAATACGTATGGAGTAAGCGTTACCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATGTGAAAGGCCGGGGCTCAACTCCGGTGCTGCATTTGAAACTGCTCGACTAGAGTACAGGAGAGGCGGGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATAGTAGGACGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACTGTACCTCTTGAATAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGAGGAAGGC



5011 

 

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGAGATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1600;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.539

5),f:Spirochaetaceae(0.3544),g:Treponema(0.0519); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAACTCCTTTTAAGTGTGAGGAATAAGCAGTGTGTGAGAATCGCATTGTGGTGACTGTAGTACTTG

CATACGCAACGGCTAATTACGTGCCAGCAGCCGCGGTCACACGTAAGTTGCGGTCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTAGGTGTGAAATGCCGGAGCTTAACTGCGGAACTGCGACGAGAACTGCA

TAACTAGAGTGAGTGAGGGGCAAGCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAGT

GGCGAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGCGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.1679),g:Butyricicoccus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CCTCGGATTCTTAAAATCTTTTATCCGGGACGCAGAAGTGACGGTACCTGATGAATAAGCGCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGACCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGTCGGCA

AGTTGGGTGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGAGCTTGAGTGATGGAGAGGCGGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACGCCAGTGGCGAAGGCGGCCTGCTAGACATT

AACTGACGCTGAGGAACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1599;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4224),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

ACGTAGGCCGGTGTTTAAGCGTGTAGTGAAATGTCGCAGCTCAACTGGGGCATTGCAGCGCGAACTGGACGTCTTGA

GTGCGCGGAAAGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCTGTAGCACTACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATGCCCTGGTA 

>OTU1603;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCCGTCTTATAA

GCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAGTGCGCAGGAAGTAGGC
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GGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGTGTAA

CTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1602;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diales_Incertae_Sedis_XII(0.0113),g:Acidaminobacter(0.0056); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAAAGCCGAGTGAGGGAAGAAGGT

TTTCGGATGGTAAACCTCTGTAGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGGCTTTACTTGGGGGGTGCACCCAATACTGTTGGACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGATGATCACCCGTGGCGAAGGCGGCTTACCACACG

TTGCCTACCCTTCACTCTCGAGAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1601;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATC

AAGTCTGATGTGAAAGGCAGGGGCGCAACTCCTGGACTGCATTGGAAACTGGTATGCTTGAGTCTCGTAGAGGGGG

GTAGAATTCCAGGTTTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGA

AGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1604;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTTATATGGAACGAAGCAAGTGACGGTACCATAAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAACTGTCGGCTCAACTGACAGCCTGCATTTGAAACTACAGTTCTTGAGAGACGGAGAGGTAA

ACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACGT

CCACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1606;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.7547),c:Spirochaetia(0.4428),o:Spirochaetales(0.203

9),f:Spirochaetaceae(0.0904),g:Treponema(0.0066); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGACGACGGAGGC

CGGAAGGCTGTAAAGTCCTTTTATGGCTGAGGAATAAGGCGGGGAGGGAATGCCCCGCCGGCGACTGTAGGCCATG

AATAAGCGCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGCGCAAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCGTGTAGGCGGCCTGTCAAGTCCCGCGTGAAAGACCGGAGCTCAACTCCGGAGCTGCGCGGGAAACTGGC

GGGCTGGAGCCAGCGAAGCGGGACCGGAATTCCTGGTGTAGGGGTGAAATCTGCAGATATCAGGAAGAACACCGG
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TGGCGAAGGCAGGTCCCGGGCGCATGGCTGACGCTGAGGCGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU1605;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2039),f:Clostri

diales_Incertae_Sedis_XI(0.0710),g:Sporanaerobacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGGACT

GCAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTCCTTGAGAGTGGGAGAGGTA

GATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGACGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1609;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTTGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1610;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACACCACGTGAGCGAAGACGTA

TCTCGGTATGTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTCAACCGTAGAATTGCAGCAGAAACTGTTGAACTTGAGTGTAGAAGAGGAAAGTG
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GAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAGTGGCGAAGGCAGCTCGCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1607;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGACCAATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTCAAGTCAGAGGTGAAAGGCCGCAGCTAAACTGCGGAATTGCCTTTGAAACTGGTAGGCTTG

AATACGGGTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAAG

GCAGCTCACGGAGCAGAAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1611;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Porphyromonas(0.0000); 

GTGAATCATCGAATCTTTGAACGCACCTTGCGCTCCTTGGTATTCCGAGGAGCATGCCTGTTTGAGTGTCATGAAACT

CTCAACCTCTGACTTTCTTAATCGTCGGTCAGCGGCTTGGATGTGGGCGCTGCCGGTCTTAATTGATCGGCTCGCCTG

AAAAACATTAGCGAATCCCTTCTGTAATCGGTTCCACTCGACGTGATAAGTATTTCGTCGAGGACATCTTTATTGATGG

CCGAGATAAAGCTGGTTTAAGATCTGCTTCTAACTCTTTCGTTGCCTTCTGGTAAAGAAAACCCCTCATGATCTGGCCT

CAAATCAGGTAGGACTACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU1612;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:Methylobacteriaceae(0.0000),g:Methylobacterium(0.0000); 

GTGAATCATCGAATCTTTGAACGCACCTTGCGCTCCCTGGTATTCCGGGGAGCATGTCTGTTTGAGTGTCATGAACTC

TTCAACCCACCAGTTTCTTGTAGACTGATTGGTGTTTGGATTTTGAGCGTTGCTATTCCTCGGAATCAGCTCGTTCGTA

ATATATTAGCATCTCTAATTCGAACTCGGATTGACTCAGTGTAATAGACTATTCGCTGAGGACACGCTCTTTTGTAGTG

TGGCCGAATGAGATCTCAGTAGAAGCTTCCAACTACTATAGTCAACTTTAGATTAGACCTCAGATCAGGCAGGATTAC

CCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU1614;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGAGATAAGTGAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGTTTTTCTTGA

GCGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1613;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.0457),g:Paraprevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCCCCACGTGTGGTTCGTTGAATGTACCGTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GGGTAGGCGGGCTGTTAAGTAAGCGTTAAAACGTCAGGGCCCACTCCTGGAATGCCGTTGATACTGGCGGACTTGA

GTTCACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU1615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3204),g:Eisenbergiella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGCG

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCAAACTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTGGACCACGTATGGCGTTTTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGACTGGTAAGCCAGTTGTGAAATGTAGCGGCTCAACGTTTGAATTGCAGTGGGAACTGTCCAGCTTG

AGTGCGGTAGAGGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1618;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Nubsella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCAAGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGTTGTGGGTACCATATGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTCGAGGGTGCCGTTGAAACTGATTTACTAG

AATGTGGATGAGGCAGGCGGAATGTGTGAAGTAGCGGTGAAATGCATAGATACGACAAAGAAGGCCGATTGCGAA

GGCAGCTAGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU1617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTCTTACAAGCGTGTTGTGAAATGCAGTGGCTCAACGTCGGCATTGCAGCGCGAACTGCGCAGCTTG

AGTGCGCACAAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGTAACTGACGCTGATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1621;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Erysipelotrichia(0.1740),o:Erysipelotrichales(0.07

81),f:Erysipelotrichaceae(0.0252),g:Clostridium_XVIII(0.0076); 

ACGGGAGGCAGCAGTAGGGAGTATTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAAGGATGAAGGT

CCTCGGATTGTAAACTTATGTGATAGGGGATGAATAGTAAAGGTAGGAAATGACTTTTACCTGACAGTACTCTATTAG

AAAGCTACGACTAACTACGTGCCAGCAGTCGCGGTAATACGTAGGTAGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGAGTGAGCAGGCGGTTTGAAAAGTCTGATGTAAAATGCTGTCGCTTAACGACAGTTGGCTTCAGAAACGATCTGAC

TAGAGTGCGGGAGAGGTAAGCGGAATTCCATATGTAGCGGTGAAATGCATAGATATATGGAGGAACACCAGTGGCG

AAGGCGGCTTACCAGTCCGATACTGACGCTCAGTCACGAAAGCGTGGGTAGCAAATAGGATTAGATACCCTGGTA 

>OTU1620;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCCTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGCGTGAAATCCCGGGGCTCAACGCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTGTCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGGTATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGAACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1622;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCCGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGTTTGTAAACTTCTTTTGTGAGGGAATAAAGTACATCACGTGTGGTGTTTTGTCTGTACCTCATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTCAGAAGTGAAATCTCGAGGCTCAACCGTAAAATTGCATTTGAAACTGGTATGCTTGAG

TGCGGAAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1619;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Ruminococcus(0.0134); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTGTTAAGGACGAATAGATGACGGTACTTAACGAATAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGC

AAGTCAGATGTGAAAACTATGGGCTTAACCCATAAAGTGCATTTGAAACTGTTTCTCTTGAGGATCGGAGGGGTAAA

TAGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGATTTACTGGACGAT

TACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1623;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:"Prevotellaceae"(0.9294),g:Prevotella(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGAGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGACGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCTTGTTGTGAAAAGTAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGTTGTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1626;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Coriobacteriales(

0.0000),f:Coriobacteriaceae(0.0000),g:Collinsella(0.0000); 

GGGATCGTTTGCGAGCGCTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGC

TGGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTG

CGGGATGTGGAGCAGATCGTCTACTTCAACTGTTACGAGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACA

AACAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCCGAAATCGATAACGG

GCCCGTGGTGGACATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAG

CTGCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGTCTACG 

>OTU1625;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9882),o:"Fusobacteriales"(0.

9939),f:"Fusobacteriaceae"(0.9900),g:Fusobacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTTTGCCCGATGAAGTTT

TTCGGAATGTAAATTGCTTTCAGTTTGTACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCACGCGTTATCCGGAGTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGATCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGAAGATATTTGGAGGAATGCCGATGGGGAAGGCAGCACAATGGACAGA

TACTGACGCTAAAGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1624;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTAGCTGATGAATAAGCAACGGCTAACTACGTG

CCCGCAGCCGCGGCGATACGTCAGTGGCAAGAGTTAGCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCTCAACCTATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGATGTAG

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTACTAGACGA

TTACTGACGCTAAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1628;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Holophagae(0.0000),o:Holophagales(0.0000

),f:Holophagaceae(0.0000),g:Holophaga(0.0000); 

GGCATTGTTTGTGAGCGCTGTGGTGTGGAAGTCACAGAGAGCAGGGTGCGTCGCCACCGCATGGGTTTCATCAAGCT

CGCTGCTCCCGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGTG

GGACGTTGAGCAGATTGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAACCTGGAGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAAGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU1627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTGAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTAATTTAA

GTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1631;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Petrimonas(0.0000); 

TCCCATCTTGGCTTCCTTGCTGGTCCGATTGGTCGTCTTATTCCCATTTCACCTACTCCGGTTATCGCTGTCGACTCCTTC

GAGCTGGACGCCGTTGGCGCTCTCCGTCTTTCTCCATTGCGTCGTGGCCTTGCTATTGACTCTACTGTAGACATTTTTA

CTTTTTATGTCCCTCATCGTCACGTTTATGGTGAACAGTGGATTAAGTTCATGAAGGATGGTGTTAATGCCACTCCTCT

CCCGACTGTTAACACTACTGGTGATATTGACCATACCGCGTTTCTTGGCACGATTAACACTGAGACCAATAAAAGCCC

TAAGCATTTGGTGCAGGGTTATTTGAATATCGATAACAACTAGTTTAAAGCGCCGTGGAG 

>OTU1630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 



5019 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1629;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.6709),g:Coprococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGAGTGAGCGAAGAAGTA

TTTCGGTAGGTAAAGCTCTATCAGCAGGGAAGAAGAATGACAGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTGCGGCA

AGTCTGAAGTGAAAATCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTTTAGATAGAGTACAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGATGAACACCAGTGGCGAACGCGACTTACTGGACTACT

ACTGACCCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1633;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.0

000),f:Thermodesulfobiaceae(0.0000),g:Coprothermobacter(0.0000); 

GGTATTGTTTGTGAGCGCTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGAATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTGGGAATTGGCGCTGAGTCGCTGAAGCAGCTGCTTGAGGACCTCCAACTCAATACTGTTGCTGAACAATTGCGT

GAGGAGATTGCTGGCAGTAAGGGACAGAAACGCGCCAAGCTGATCAAGCGCCTACG 

>OTU1632;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCATGCCGCGTGCAGGAATAAGGC

CCTATGGGTCGTAAACTGCTTTTGTGGGGGAACAATAAGAGGTACGTGTACACCGTTGTAGGTACAGCACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGTGGAAAGTCTGAGGTGAAAGGCAGCCGCTCAACGCCTGAACTGCCTTTCATACTTCTAGTCTGG

AGTACGTACGATGTTGGCGGAATTCGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACTCCGATTGCGAAGG

CAGCTCACAAGGCCGTCACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1635;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1299); 



5020 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCTCGTGTGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGGTTAAGCGTGTTGTGAAATGTGGAGGCTCAACATGTGAACTGCAGCGCGAACTGGCAGACTTTA

GTACGCAGAAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCGTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1634;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9711),o:Burkholderi

ales(0.8737),f:Burkholderiales_incertae_sedis(0.6350),g:Mitsuaria(0.4787); 

GTGCCAGCCGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATGCAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCATGGCTAGAGTACGGTAGAG

GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG

ACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

GGTCAACTGGTTGTTGGGAGGGTTTCTTCTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGGACGGCC

GCAAGGTGGAAACTCAAATGAATTGACGGGG 

>OTU1637;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATACAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATCAG

GACCGGCTAATTCCGTTCCGGCCGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGCGGGCAAGCGTGTTGTGAAAGGCATGCGCTCAACGTCTGCAGTGCAGCGCGAACTGCCCAGCTT

GAGTGCGCGCGACGTTGGCGGAATTCGATGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1636;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8628),c:Actinobacteria(0.5963),o:Coriobacteriales(

0.3319),f:Coriobacteriaceae(0.1679),g:Collinsella(0.0157); 

ACTTAATTCATCATTTTTTAATATTGCGCAATGGGTGAAACCCTTACGCATCGACGCCGCGTGCGGGAAGGAGGCCCT

CGGGCCGTAAACCGCTTTCAGCGGGGACGATCGTGACTGTACCCGCAGAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGG

TCGGGGGTGAAAACACGGGGCCCAACCCCGTGCCTGCCCCCGAAACCGCCGGGCTCGAGTCCCGCAGGGGATGGCG

GAACTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCATCTGGGCGGGC

ACTGACGCTGAGGCGCGAGAGCCGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1639;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.7787),g:Clostridium_IV(0.3915); 



5021 

 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAGGTGAAGAAAGAAATGACGGTAGCCTGGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCCTTG

TGGGTCAGGCGTGAAATACATGGGCTTAACTCATGGACTGCGCTTGAAACTATAAGGCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TTTAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CGTCGGATTGTAAAGGTCTGTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGATGAACACCCGTGGCGAAGGCGGCCCGCTGCGCTTT

CCCTGCCCCTCACTCATGCAAGCGTCGGTAGCCAACAGGATTAGATACCCTGGTA 

>OTU1638;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTTGCGGGGGGATAAAACGCGCCACGCGTGGCGTCTTGCAGGTACCCCGCGAATAAG

GGTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACCCGAGTGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGACCTTAAGTCAGTTGTGAAATCCGGCGGCCCAACCGTATGATGTGCGTCGCGAACTGTGAGACTT

GAGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Pseudoflavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCAAAGCCGCGTGAAGGATGAAGG

GTTTCGGATTGTAAACTTCTTTTAAGAGGGACGTTAATGACGGTACGTCTTGAATAAGCCACGGCTAACTAGGTGCCA

GAAGGAGCGGTAATAAGTAGGGGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTCA

AGACAGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTTGAGATGCTAAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTAGCTGGACAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1642;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0204); 



5022 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGTATCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGGTTCATTGGGTTTAAAGGGA

GCGTAGGCGGATTTTTAAGTCAGTAGTGAAAGTTTGAGGCTCAACCTTAAAATTGCAGTTGAAACTGGAAGTCTTGA

GTGCACGCAGAGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGTAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1643;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9769),o:Desulfovibr

ionales(0.9606),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.7162); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCAGCGTGAGGGATGACGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCCAATCATCATCCTACTTACGGTACCTTCAAAG

GAAGCACCAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGTATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTGAGGTGTGAAGGGCCACGGCTCAACCGTGGAACTGCCGTGGGTACTGCAC

GACTCGAATCCGGGGGAGGGTGGCGGAATTCGAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGT

GGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU1646;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Sphingobacterium(0.0000); 

GTGAATCATCGAATCTTTGAACGCACCTTGCGCCTTCTAGTTATTCTGGAAAGCATGCTTGTTTGAGTGTCGCGAACTT

CTCAACCCCGCCTTTTGTAATGAGAGGTAGCCTGGGCTTGAATCATGGTCTTTTGCCGTTTATTCGGCTAGACTGAAAT

GCAGTAAGCTGCATGCACGATTGTAACGGCTTGACCTGATGTTGTAGTATCTATAAACTCATCGGGGATCGTTATTGA

CAGTTGCAAAGAGCTTTAAGCTTTGAATTTTAATAGTACATAATGACCTCAAATCAAGTAGGACTACCCGCTGAACTT

AAGCATATCAATAAGCGGAGGGA 

>OTU1644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATATTGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGAGACA

GCACCCGCGGCACTACGTAGGCGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCAA

GTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGATACTGTATTACTTGAGTGTCGGAGAGGTTGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1645;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Papillibacter(0.0056); 



5023 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGATGGAAATCTGAACCAGCCATGCCGCGTGCAGGATGACGGTC

CTATGGATTGTAAACTGCTTTTGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGC

ACGCAGGCGGTTTGTCAAGTGTGATGTGAAATGCCGGGGCTTAACCACGGAACTGCATTTGAAACTGTTGCCCTTGA

GTGTGGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAG

GCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGTATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGCTGGTGAAGAATGACGGCAGCAGTAACTGGCTGTCGTTTGACGGTAATCAACCAG

AAAGACACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTGTTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCCCCCGGCCGAACCGGGTAACTGCTTCGGAACCTGACC

TTATTGAGTGCAGAAGAGGAGATTGGAACTCCATGTGTAGCTGTAGAATTCGTAGATATATGGAAGAACACCGCTGG

CACAGGCGGCTCTCAGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGAGTAGATACCCTGGT

A 

>OTU1648;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCTGGGTTGTAAACTTCTGTTGTATAGGAAAAAGAAGTGATGGTACTATACGAGTAAGCTACGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTCTAGGTGGCTAAT

TAAGTCAACTGTGAAAGCCTATGGCTTAACCATAGAAGAGCAGTTGATACTGGATAGCTGGAGTGCAGGAGAGGTA

ATGGGAATTCCTAGTGTAGCGGTAAAATGCGTAGAGATTAGGAGGAACACCAGAGGCGAAGGCGCATTACTGGACT

GTAACTGACACTGAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1651;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4045),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGAGAGAGATAGTAACTGGCCTTTATTTGATGGTAATGAACCA

GAAAGTTATGGCTAACTACGTGCCAGTAGCCGCGTTAATACGTAGGTGGCGAGCGTTGTCCGGAATGATTGGGCGTA

AAGGGCGCGTAGGCGGCCCGTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGAATACTGATGA

GCTAGAGTGCAAGAGAGGAGAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATCGGTAGGAACACCAGTG

GCGAAGGCGGCTATCTGGACTTAAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 



5024 

 

>OTU1649;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9984),o:Caulobacte

rales(0.9798),f:Caulobacteraceae(0.9868),g:Brevundimonas(0.9781); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGA

CATTTAAGTCAGGGGTGAAATCCCAGAGCTCAACTCTGGAACTGCCTTTGATACTGGATGTCTTGAGTGTGAGAGAG

GTATGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACATACTGG

CTCATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGATTGCTAGTTGTCGGGATGTTTACATCTCGGTGACGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU1650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAATGCAA

GTCTGAAGTGAAAGGCCGGGGCTCAACCTCGGGACTGCTTTGGAAACTGTGTAGCTGGAGTACAGGAGAGGTAAGT

GGAATTCCTAGTGCAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1652;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Epsilonproteobacteria(0.9747),o:Campylob

acterales(0.8737),f:Campylobacteraceae(0.7787),g:Campylobacter(0.6681); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGTATTCTCACGGTTCCTAAGGCATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTTAACCGTAAAACTGCTGGGGATACTGGTTATCTTGAGTGCAGGAGAGGCAGGTG

GAATTGGTGGTGTAGGGGTGAAATCCGTAGATATCACGAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAAC

TGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1655;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGGGA

GCGTGGGCCGTCTCTTAAGCGGTGTGTGACATGCCGCGGCTCAACCGTGTCACTGCAGCGCGAACTGGAGGCCTTGA

GTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGAGAGGG

CAGCTTACCGTAGCGCTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1653;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Rumin

ococcaceae(0.9294),g:Gemmiger(0.2607); 

ACTCCTTCCTCCTTTTTGGATATTTCACAATTGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTTTTC

GGATTGTAAACTCCTGTCGTAAGGGACGATAATGACGGTACCTTACAAGAAAGCCACGGCTAACTACGTGCCAGCAG

CCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAAGTT

GGAAGTGAAAACTATGGGCTCAACCCATAAACTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGCGGAA

TTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAACTG

ACGCTGAGGCTCGAAAGTGTGGGTAGCAAGCAGGATTAGATACCCTGGTA 

>OTU1654;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGCCGTATTGCAGGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAAACGCGGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1656;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0710),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTAGTCAACAGGGAAGAAAAAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGACCGG

CAAGTCAGATGTGAAAATTATGGGCTTAACTCATAACCTGCATTTGAAACTGTCGGCCTTGAGAGTGGGAGAGGTAA

ATAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAATGCGATTTACTGGACCA

CAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1659;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGG

TCTATGGGCTGTAAACTTCTTTTGTAAAAGAAGAAAAAGGAGGATGAATAATGCGATGCCAGTATTATATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGTTAAGTCAGTTGTGAAAGTCTGTGGCTCAACCATAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACTGTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACTGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGCAGGG

TTTCGGCTCGTACAGCTCTGTTGTTGTAGAAGAACGTTCGTGAGAGTAACTGTTCACGCCGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGAAGCCGCGGTAATACGTAGGTGGCACGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTGAGGTCTGAGGTGAAAGCCTTCGGCTGAACCGAAGAAGTGCATCGGAAAACGGTC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1658;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTATGCAA

GTCTGAAGTGAAAGCCCAAGGCTGAACCATGGGACTGCTTTGGAAACTGTAAAACTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1660;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGACGGCATGACAAGCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCCAGGCTGGA

GTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1663;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACTCGTGGCCTTTTTCAGGTACCGCATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTGGCTCAACGTCGGAACTGCAGCGAGAACTGCCCAGCTTG

AGTGCGAGAAAGGTTGGAGGAATTCGCAGTGTAGAGGTGAAATGCGTAGATATGGAGAAGAACTCCGATGGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1662;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAGGTTAGGCACGTGTGCCTGTTTGTATGTACCGTATGAATAAGG

ATCGGCCAACGCCGTGCCAGCAGCCGCGGTAATACGGCGGAACCGCGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTCCAAACTGGTGATCTAG

AGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAA

GGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1665;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Porphyromonadaceae"(0.6709),g:Butyricimonas(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCTTGTAAACCTCTTTTGTCAGGGAAGAATAAAACGCACGGGTGCGTTCTTGCCAGTACTCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGTAGATAAGTTAGCGGTAAAAGGCTGCAGCTAAACTGGAGCACGCCTTGAAAACTGGCGCCCTAGG

AACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATGACTTAGAACACCGATAGCGAAG

GCAGCTTCCCAGGCTCGGTCTGACGCTGAAGCGCGGGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Pepto

streptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGTCGCGTGAGCGATGAAGGC

CTTCCGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGCACTTGAGGAGGAAGCACCGGCTACCTACGTTACA

GCAGCCGCGGCAACACGCCGGGGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTGTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCTCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTTGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCCGGAATTGCGTTGGGAACTGCATAACTAGAGTCACTGAGGGGCAAT

CAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1485),g:Dorea(0.0326); 

ACGGAAGGTAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGCACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCTGATAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1666;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.2586),c:Mollicutes(0.1159),o:Haloplasmatales(0.0547)

,f:Haloplasmataceae(0.0149),g:Haloplasma(0.0066); 

AAGGGAGGCAGCAGTGGGGAAGAGGGGGGAAGGGGAGAAAGCCGGACCCAGCAATGCCGCGTGAGTGAAGAAG

GTCTTCGGATTGTAAAGCTCGTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTTCGTAGGTGGTTTA

GCAAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTCCTAGACTTGAGTGTGGGATAGAA

TAGTGGAATTCCTAGTGTAGCGGTGTAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGACTATTTGGCCC

ATAACTGACACTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1667;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Acetivibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTGAAGGACGATAATGACGGTACTTCATGAGGAAGCTCCGGCTAACTATGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCAA

GTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTGTCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1669;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.26

79),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGTGT

AAAGGGCGCGTAGACGGCCGGGTAAGTCAGAGGTGAAAGCCCATGTTTCAAGGATGGAATTGCCGGTAATACTGCG

TGGCTTGAGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU1670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTTAACGATGAAGGT

CTTCGTATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

ATCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCATGGGCTGAACCGATGGAGTGCAATGGAAACTGTTTCACTGGAGTGAAGTAGAGGCAGG

CGGAATTCATAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGACTGAAGGACGA

TGAATGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1672;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGATAATACCTTTGCTCATTGACGATATCCGCAGA

AGAAGCACCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGGAATCGGAATTACTGGGCGT

AAAGCGGACGCAGGCGGTTTGTTAAGTCCGCAGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTGTCGTACAGGGGGGTAGAATTCCAGGTATAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGTATGATGAAGGC

CTTAGGGTTGTAAAGCTCTTTCTTCTGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGAAGGTGGCTAGCGTTGTCCGGATTGACTGGGCGTAAAGGATGCGTAGGCGGATTCTTCA

GTTAGATGTGAAATACCCGAGCTTAACCTGGGTGCTGCATTTGAAACTGGGAATCTAGAGTGTGAGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACGATG

ACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAACAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTAGTGGGCGTAAAGCGAGCGCAGGCGGAAAAATA

AGTCTAATGTGAAAGCCCTCGGCCTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGTGTGCAGAAGAGGCGAGT

GCACCTCCATCTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCCGTGGCGAAGGCGGCTCTCTGGTCTGCAA

TTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACCGGATTAGATACCCTGGTA 
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>OTU1673;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Roseburia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

ATTTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAAAAGACGGTACGTGTCTAAGAAGCCCCGGCCAGCAACGTGAC

AGCAGCCGCGGCAATACGCCGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGTACTGCATTGGAAACTGGTGATCTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1674;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTA

AAGGGAGCGCAGGCGGGATAGAAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTA

TTCTTGAGTGGAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTG

CGAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1678;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCATTTATATAAGAATAAAGTGCAGTATGTATACTGTATTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGCTGTGAAAACGCGGGGCTCAACTCCGCGCCTGCAGTTGATACTGTCGGACTTGAG

TGCACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1676;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTAATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGACGTGAAAGCCCGGGGCTCAACCTGGGAACTGCACCTGATACTGGG

AAGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGT

GGCGAAGGCGGCCTCCTGGACGAAGACTGAAGCTCAGGTCCGAAAGCGTGGGGAGCAAACAGGCTTAGATAACCT

GGTA 



5031 

 

>OTU1679;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9321),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGAGTAGGCGGATTGGCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTG

ATCTTGAGTGATGGAGAGGCAGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1677;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGAGTTGTAAAGCTCTATCTGCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGGTAA

GTGAGATGTGAAATACCTGGGCTTAACTTGGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGTGGCCATTTAAG

TCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGAGTATCGGAGAGGCAAGCG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1682;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTATTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAACGCAGGCGGAGAA

GCAAGTCAGTGGTGAAAACGATGGGCTTAAACCATCGACTGCCATTGAAACTGTTTCCCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACG

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1681;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Eubac

teriaceae(0.0149),g:Eubacterium(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAGGTCTTTTATTGGTGACGAAAAAATGACGGTAGCCAATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTTGCA

AGTTGAAAGTGTAATACCGGGGCTTAACTCCGGTGCTGCTTTCAAAACTGTAAGACTTGAGTGCAGTAGAGAAGGGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGAGATTAGGAAGAACACCAGAGGCGAAGGCGGCTCTTTGGACTGTA

ACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCAA

GTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGACGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1684;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5720); 

GTGTCACCGCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGATATT

TAAGTCAGATGTGAAATTCCCGGGCTTAACCTGGGCGCTGCATTTGAAACTGGGTATCTAGAGTGCGGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGAGATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACC

GTAACTGACGCTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTAGGCCACGCCGTAAACGATG

AATACTAGGTGTCGGGGGGTACCACGCTCGGTGCCGCAGCAAACGCAATAAGTATTCCGACTGGGGAGTACGGTCG

CAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU1685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Erysipelotrichia(0.8755),o:Erysipelotrichales(0.72

52),f:Erysipelotrichaceae(0.5273),g:Turicibacter(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAATCTGGAGGTGAAAGCCCACGCGTTAACCTGGGGGGGTCATTGGAACCGGGC

CGACTTGAGTGCAGAGGGGGGAATTGGATTTCCATGTGTAGGGGTGAAATCCTTAGAGATAGGGAGGGGAACCAG

GGGGGAAGGCGGCTCCCGGGTCGGTAACGGAACTGGAGGCGAGAAAGCGGGGGAGCAAACAGGATTAGATACCC

TGGTA 
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>OTU1687;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9984),o:Pseudom

onadales(0.9941),f:Moraxellaceae(0.9890),g:Acinetobacter(0.9781); 

GTGTCAGCCGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGTAGGCGGCT

TTTTAAGTCGGATGTGAAATCCCTGAGCTTAACTTAGGAATTGCATTCGATACTGGAAAGCTAGAGTATGGGAGAGG

ATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCATCTGGC

CTAATACTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGAT

GTCTACTAGCCGTTGGGGCCTTTGAGGCTTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGTC

GCAAGACTAAAACTCAAAGGAATTGACGGGG 

>OTU1686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Mesonia(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATACCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGAGTGGATCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGCAAGTCAGAGGTGAAAGGCCCGGGCTAAACCCGGAAAGTGCAGTTGATACTGTTAGGCTTG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTAACAAATCCGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Gemmiger(0.0230); 

ACGGGAGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCCGCGACGCCGCGTGAGCGAAGAAGATC

CTCGGATTGTAAAGCTCTGTCTTAGGGGACGATAATGACGGTACCCTGAGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGTCGGCAA

GTTGGAAGTGAAAATCATGGGCTCAACCCATGACCTGCTTTCAAAACTGTCGGTCTTGAGTGGTGCAGAGGTAGGTG

GAATTCCCAGTGTAGCGGTGGAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1689;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Erysipelotrichia(0.4428),o:Erysipelotrichales(0.20

39),f:Erysipelotrichaceae(0.0904),g:Turicibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGTTGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCATTAGTGACGAAGAAGTGACGGTAGCTAATGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGTTCTGC

AAGTCTGGTGTGAAATGCTGGGGCTCAACCCCGGAACTGCGTTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGAA

GTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTG

TAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1690;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9892),o:Pseudom

onadales(0.9941),f:Moraxellaceae(0.9890),g:Enhydrobacter(0.9818); 

GTGCCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGAGTGTAGGTGGCT

CATTAAGTCACATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATGTGATACTGGTGGTGCTAGAATATGTGAGAG

GGAAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCTTCCTGG

CATAATATTGACACTGAGATTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGTCTACTAGCCGTTGGGGTCCTTGAGACTTTAGTGGCGCAGTTAACGCGATAAGTAGACCGCCTGGGGAGTACGGC

CGCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU1692;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8048),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTTGTTGCGCCACGCCGCTGTGGTGGAGGAAGTT

TTCCGATCTTTAAACTCTTTTGATCTGGAAAAAAGATCGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCAGA

CAGTCACGGCTAACTACATGCCGTCAGCCGCGTTAATACGTAGGTGGCAAGCTTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCCGCCGGCTTAACCGGGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGGACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1691;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCAGTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGAGGGTGCAAGCGATAATCGGAATTACTGGGCGT

ATAGCGCACGCAGGCGGTTGGTTATGTCAGAGGTGAAATCGCCGGGCTCAACCTGCGAACTGCATCTGTCACTGGCA

AGCTTGAGTCTCGTATAGTGGGGTAGGATTCCAGGTGTAGCGGTGAAATACATAGAGATCTGGTTGAATACCGGTGG

CGAAGGCAGCCACCTGGACGATGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGT

A 

>OTU1693;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA
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GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGTCTCCTGGGGTGGGATTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU1694;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAGAGATGGCACGCGTGCCATTGTGAGTGTATCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGTCAAGCAGGTGGTAAAATTGCGGGGCTAAACCCCGAATAGCCATCGGAACTGGCGTGCTTG

AGTGGAGAAGAAGTAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCGTACTATCCTACAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1695;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9769),o:Desulfovibr

ionales(0.9606),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.8124); 

ACGGGAGGCAGCAGTGGGTAATATTGCGCAATGGGCGAAAGACTGACGGAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGAAAAACTCTGTAAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTAGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGAGGTAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACG

ACTTAAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGTCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGT

A 

>OTU1696;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.8505),g:Ruminococcus(0.4787); 

ACGGGAGGCAGCGGTGGGGAATATTGCACTATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTAGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGTA

AGTCAGATGTGAAAACTATGGGCTCAACCCATAGACTGCATTTGAAACTGCGGTTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACATCAGTGGCGATGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1697;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_1(0.0099),g:Peptococcus(0.0046); 

ACGGGAGGCAGCAGTGGGGAAGAGGGGGAAAGGGGGGAAAGAGGGACCAAGCAAGGCCGAGTGAGTGAAGAAG

GTCTTCGGAGTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTAGCTGAAGAACAAGCCCCGGCTAACGACG

TGCCAGCAGCCGCGGTAAGACGGAGGGGGAAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGC

TCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGGCTTGAGTGTCGGAGAG
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GTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGG

ACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTACATACCCTGGTA 

>OTU1699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0230); 

ACGGGAGGCAGCAGTGTGGAATATTGCACAATGGGGGTAACCCTTATGCAGCGACGCCGCGTGATTGAAGAAGTAT

TTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTACGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGTAGGTGGTAAGGCAAG

CCAGAAGGGAAAGCCCGGGGCTCAAAACCGAGGACTGCTTTTAGAACGGTAGAACTAGAGAGCAGGAGGGGCAAG

CGGAATTCCTAGGGAAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGGGAGAAGGCGGATTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTGGATACCCTGGTA 

>OTU1698;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.4914),g:Ruminococcus2(0.2607); 

AAGGGAGGAAGAAGGGGGGAAAAGGGAAAAAGGGGGGAACCCCTGACGCAGTGACGCCGCGTGAGCGAAGAAG

TATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGG

CAAGTCTGATGTGAAAATCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGTTTTTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCATTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCAAGAAGCCGCGGTAATACGGAGGTGGCAAGCGGTGTCCGGATTTAGTGGGCGT

AAAGCGAGCGCAGGCGGATAAATAAGTGTAATGTGAAATCCCTGGGCTTAACCTGGGAACTGCATCGCAAACTGTTT

GTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Lachn

ospiraceae(0.8505),g:Clostridium_XlVa(0.7643); 

AAGGGAGGAAGAAGGGGGGAAGAGGGGAAAAGGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAG

TATTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGCCAGATGTGAAAGACCGGGGCTCAACCCCGTGACTGCATTTGGAGCTGCGTGGCTGGAGTGTCGGAGAGGCAG
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1702;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9736),c:Spirochaetia(0.9462),o:Spirochaetales(0.852

0),f:Spirochaetaceae(0.7068),g:Treponema(0.3915); 

CCTTCCTTCCTCCTCTCCTCCTCTTCCTCCCTTTCCTCCAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGA

AGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGAGATATGGTGACGGTAGGTTTTGAATAA

GCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGG

GCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTT

GAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGCGAA

GGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1703;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAAGAGGGGGAAAGGGGAGGAAGAGGGAACGAGCAAAGTAGAGTGAGGGATGACT

GCCCTATGGGTTGTAAACCTCTTTTATGTGAGGATAAATGACGGTACGTGTACCGTTTTGCAGGTATCACATGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGAATTGCAGCGCGAACTGGAGGGCTT

GAGTGCGCGGTAAGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTCGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTGCTGTAGCGTTACTGACGCTGAGGGTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Roseburia(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGTGGATATTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGG

AGAATTCCTAGTGTAGCGGTGAAATGCGTGGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1706;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9812),o:"Enterob

acteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTGAGTTCGAATGTAAAACCCCCGGGCTCAACCTGGAAACTGCACTTGTAACTGGCA

AGTTTGAGTCTCGTAGAGGGGGGTAGAATTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG
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CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1708;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTAAGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCACAACCGTAGTAAGCTCTTAAAAGTGGAAAACTTGGGTGCAGGAAGGGAAAGT

GGAATTCCTAGGGTGGCGGTGAATTGCGTAGATATTAGGGGGAACCCCAGAAGGAAAGGCGGTTTTCTGGACTTTA

ACGGACCCTGGGGCACAAAAGCGTGGGAAGCAAACGGGATTAAGACCCCTGGTA 

>OTU1710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.1735); 

CCTTTCGGCCTCCTTTTGGCCTCTTTCCCCCTGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGTTTT

CGGATTGTAAACTACTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGTAAGCTCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGAGCGAGCGTTGGCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAAGT

CAGATGTGAAAACTATGGGCTTAACCCATAGACTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTTACTG

ACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1707;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGAAGATAATGACGGTACCCGAAGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTTAGAAGTGAAATACCCGGGCTCAACTTGGGAATTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT



5039 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1709;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_3(0.0355),g:Caloranaerobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACTCCTCGTGAGGGAAGAAGGG

TTTCTGCTCGTAAACCTCTGTCCTATGGTACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGTCGCGTAGGCGGCCTG

ATAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGATTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGA

GAGCGGAATTACCGGGGTAGCGGTGAAATGCGGAGAGATCGGTAGGAACAACAGTGGCGAAGGCGGCTTGCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGGTA 

>OTU1711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGTC

CTTCGGTTTGTAAAGCTCTATCTTCAGGGACGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGGTTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTGTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTGGGAGCTGCATTTCAAACTGGAAGTCTAGAGTGGAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACGGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1712;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATTCGGGAATAAAATAGGCGACGTGTCGCTTTTTGTATGTACTATATGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGCTGAGTAAGCGTGTCGTGAAATGCAGTCGCTCAACGGCTGCACGGCGTCGCGAACTGCCGGGCTTG

AGTGCACGCGACGTGGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTAACAAGGGCGTAACTGACGCTCATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1713;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.7162); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGCAGCCACCGCTAACTACCTTCCCA

CCGCCGGGGTAATACGTAGGTGGCCAACGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGAAGCTGCATTCCAAACTGGTTAGCTAGAGTGCAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGGCTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1714;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTACACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTGAT

TAAGTTGGATGTGAAATACCCGTGCTGAGCTTGGGGGGTGCATTCAAGACTGGTCAACTAGAGTACAGTAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCACGAAAGCATGGGGGGCAAACAAGATTAGATACCCTGGTA 

>OTU1715;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGATTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATATTGTATGTACCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTGAGT

TCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1718;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGCAACACTGCCGTTCTTACTGACGCAGACGA

AAACGTGCGTCAAAACTTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGG

TCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTT

AATTGCAGGGGCTTCGGCCCCTTACTTGAGGATAAATTATGTCTAATAGGCAAACTGGCGCCGAGCGTATGCCGCAT

GACCGGGCCCATCTTGGCTGCCTGGCTGGTCAGAGGGGTCGG 

>OTU1717;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTT

CTCGGATCGTAAAGCTCTGTTTTTGGTGAAGAAGGGTAGAGGTCGTAACTGGCCTTTATTTGACGGTATTTACTTAGA

AAGTCACCTCTAACTACGTGCCAGCCGCCACGGTAATACGTCCGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCTGTTCAATAAGTGTGATGTGAAAGCCTTCGGCCCAACCGGAGAATTGCATCAGAAACTGTTGAAC

TTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.3544),g:Lachnospira(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGAGTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCTTTGCAA

GTCAGATGTGAAAGCCCGGGGCTCAAACCCGGGACTGCATTTGAAACTGTGAAGCTGGAGTGTCGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGATT

AATGACGCTGAGGATCTAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU1719;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Cryomorphaceae(0.0099),g:Crocinitomix(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCAAACCGCGTGAAGGATGAAGGC

CCTAGTGGTCGTAAACTTCTTTTGCTTGGGAATAACTGAAGGTATGCATACCATCTTGAAGGTACCAAGCGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAGGCGTTATCCGGAATTATTAGGTTTAAAGGGT

GCGCAGGCGGACAGTTGAGTCGGCGGTGAAATACCGGGGCCCAACCCCGGGGCTGCCATCGATACTGACAGTCTTG

AGTGCGGACGAGGAAGGCGGAATGTGGCGTGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATTGCGAA

GGCAGCCTTCCAGTGCGCCACTGACGCTCATGCACGAAAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCGCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGGCACGCCTAACTACGGCCCAGCAGCCGCGGTGATACGTAGGAGGCAAGCGTTATCCTGATTTATTGGGCGTA

AAGCGAGCGCAGGTGGTTGGTTAGGTCTTATGTGAAAGCTTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGC

AACTTGAGTGCAGAAGAGGCAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1722;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0149),g:Robinsoniella(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAAGACAGTACCTAAGGAGGAAGCTCCTGCTAACTACGTGCC

AGCAGCCGCGTTACTACGTAGGGAGCAAGCTATATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGCATGCA

AGTTGGTTGTGAAATCCCTAGGCTTAACTGAGGAACTGCAACCAAAACTGTGTGTCTTGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTA

ACTGACGTTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1723;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGCATCGTCTGTGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCTCCCGTCTCCCATATTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTTCGG

GATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCAA

TTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATGGAAAATGAACCCGT

CGGTGGAATGGGGGCCGAGGCGCTGAAGCAGCGGATTGAGGATCTCCAACTCAATGAGGTGGCTGAACAATTACGT

GAGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCAAAGATGACCAAGCGCCTACG 

>OTU1721;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCAGATTGTAAACCTCTATCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTAG

CAAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAAT

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1724;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0710),g:Saccharofermentans(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTCGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGA

TAACTGACGCTGAGGCACGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

CCTTTCTTCATCAGTTCTGCCTCTTTTTCCCTGTTCTCCGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGTCCTA

CGGATTGTAAACCTCGTTTGTAGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GCAGGCGGCGCGCCAAGTCGGCGGTCAAAGCTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGT

GCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCA

GCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU1727;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Gilvibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTCCATTAGACGCAGAGCAATAAGGGCCACGTGTGGTTCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCAGTGGGTGTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGGCACGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCGGATGCTGTAGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGGTTGCGAA

GGCATCTCACAGATCCGCTATTGACGCTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTATCTTTGGGGAAGATAATGACGGTACCCAAGGAGGTAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAATAA

GTGGGATGTGAAATACCCGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTTTAGCGGTGAAATGCGTAGAAATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATGA

CTGACGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1726;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTCTAGACAGGGACGAAGAAATGACGGTACCTGTAAACTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGAC

AAGTCAGATGTGAAATGTTCGGGCTTAAACTTAGAACTGCAGTTGAAACTGGCCGGCTTGAGTGGCGGAGGGGTAA

ACGGAATTCCCGGTGGTGGGGGGAAATGCGTAGAGATCGGGAAGAACACCAATGGCGAAGGCGGATTACTGGACG

ACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTTAAGAGGGAAGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGATAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGTGGGAATGC

AAGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATA

ACTGCCGCTGAGGCGCAAATGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1679),g:Coprococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCGGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAG

GCAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTGGAGTATCGGAGAGGC

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATCTTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1732;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTCTATAAGGGAATAAAGTGGGTTACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGTCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGAGTTGTGAAATGTAGTGGCTCAACCTGTGCACTGCAGCGCAAACTGGTCTTCTTGA

GTGCACGCAACGTGAGCGGAATTCTTAGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CGGCTAACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCGGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCAAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTGTGCTTTCAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGACACTGTCAG

ACTTGAGTGCAGAACAGGACAGTGGAACTCCATGTGTCGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGT

CAAAGACGTCTGTCTAGTCTGCAACTGACGCTGAGGCTCGCAAGCATGGGTAGCGACCCGGATTAGATACCCTGGTA 

>OTU1734;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCATTTGTTAAAGTTTGCGTCTCAACCGTAAAATTTCAGTTGATACTGTCAGTCGTTAGTA

CGGTATAGGCGGGCTGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACCGATGCTCGAAAGTGTGGGTATCAAACAGGGTTAGATACCCTGTTA 
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>OTU1733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Negativicutes(0.7881),o:Selenomonadales(0.502

3),f:Acidaminococcaceae(0.3204),g:Phascolarctobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCATGTAGGCGGTTTTTTA

AGTCCGGAGTGAAAATGCGGGGCTCAACCCCGTATGGCTCTGGATACTGGAAGACTTGAGTGCAGGAGAGGAAAG

GGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGCCTTTCTGGACTGT

GTCTGACGCTGAGATGCGAAAGCCAGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7787),g:Clostridium_XlVa(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCTGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCAGGTACTGCTTTGGAAATGGTTTAACTGAGGTGCAGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAAGGCGTAAAAATTAGGGGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGATCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATAACGGAATAAAGTGGGTCACGCGTGGCCGTATGCATGTACGTGATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCTGTTTAAGTCAGTTGTGAAAGGTCGAGGCTCAACCTTTAAAGTGCAGTTGATACTGGTTAGCTTG

AGTGCGGATGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTAAGCCGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Dorea(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCAGCGTGGAGGATGAAGTA

TTTCGGTATGTAAAATTCTATCAGTAGGGGAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCAGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGAGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGTGAACTGTAATGCTTGAGTGACGGAGAGGTAAGT

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCTGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCCTTTAAGGGGGAAGAGGAGAAGACGGTACCCCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGCTGGAGGGGCAGT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGGAGGCAGATTGCTGGACAGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTAGGCTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1740;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Sporobacter(0.0204); 

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

GGGGGGGGGGGGGGTGGGGGGTGGGGGGGGGGGGGGGGGAGGCGGGGGGGTAGCTGGAGGGAAAGCCACGG

CGAAGGACGGGCCGGCAGCCGCGGGGATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTG

GAGGCGGAGCGGCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCAGTTGAAACTGTCGCCCTTGAGT

ATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1741;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCCGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGA

GTGTCGGAGAAGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGACTATTTGGCCCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1743;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Streptophyta(0.0000); 

ATGGCTAACGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGTT

TTGGTTGGACTTGTTTGCAAGTCTGCCGCTGATAAAGGAAAGGATACTCGTGATTATCTTGCTGCTGCATTTCCTGAG

CTTCATGCTTGGGAGCGTGCTGGTGCTGATGCTTCCTCTGCTGGTATGGTTGACGCCGGATTTGAGAATCAAAAAGA

GCTTACTAAAATGCAACTGGAGAAGCAGAAAGAGATTGCAGAGATGCAAAATGGGACTCAAAAAGAGACTGCAGG

GAATCAGTGGGCGACGGAACGCCAGATGACGAAAGGCCAGGTATATGCATAAAATGGGATGCTTGCTTAGCAACAG

ACGGAGTCTACTGCTCGCGTTGCGGCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCC 

>OTU1742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Syntrophococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGAAAGGCCCGAAAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

CAGACGGCAGTGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGTACAGCTTGAGT

GTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGC

GGCTTACTGTACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAAGGGAGAGCGCGTGAACCAGCCAAGTAGCGTGAAGGATGACT

GCCCTATTGTTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCGTACCCGTTTGCATGTACTGTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGATGTTTATCCGGATTTATTGGGTTGGAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGGGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGAGACTGGATATCTTG

AGTGCAGTTGAGGCAGGCGGAAGTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1746;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATTATGGCACCCAAGGAGGAAGCCACGGCTAACTACGCGCCA

GCAGCCGCCGTAATACGGAGGTGGCGAGCGGTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATACCAAACTGGTTATCTAGAGTGCAGGAGAGGGGAG

TGGAATTCCTAGTGTAGCGGTGACATGCGTAGAGATTAGGACGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGT

AACTGAAGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1745;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCACTGTCGTCGGTGAAGAAGGATAGAGGTTGTAACCGGTCGTTCTTTGACGGTAATCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTTCAAACTGGAAGG

CTTGAGTGCAGGAGAGGAGAAGAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1748;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Saprospiraceae"(0.0000),g:Lewinella(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCCTGGTATTCCGGGGGGCATGCCTGTTCGAGCGTCATTACAAC

CCTCAAGCTCTGCTTGGTATTAAGCTTCACCTGAAAAGGCGGGCTCTAAAATCAGTGGCGGTGCCATTCGGCTTCAAG

CGTAGTAATTTTTCTCGCTTTGGATGACCGGCTGCGTGCCTGCCATAACCCCAAATTTTATCAAAGGTCGACCTCGGAT

CAGGTAGGGATACCCGCTGAACGTAAGCATATCAATAAGCGGAGGA 

>OTU1747;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACCGTTTTGCATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTGTGCGGCTCAACCGTAAGATTGCAGTTGAAGCTGTCGGACTTGAG

TACAGAAGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1749;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGACGCCACGCGTGGCGCCGTGAAGGTACCCGGCGAATCA

GCATCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGTGTCTAAGTCAGATGTGAAAGTCCCCGGCTCAACCGTGTCAGTGCCTATGATACTGGGGGCCTT

GAATGCGGTAGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCGTAGATATGACACAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1750;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGCTCGCAA

GTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGAATAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1751;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGACGGAGAGGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTAG

AGTGCCGGAGGGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1752;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCTGTGTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTA

GAGTGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.0457),g:Butyricimonas(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAGTGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGGCCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGT

GCGTAGGTGGTTTAGCAAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTG

AGTGTGGGAGAGAATAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1755;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAAAGGGGCTATTTATAGCCAGATGAGCGTACCCGTAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACTCGTCAAGTAAGCGGTAAAAAGTCGGGGCTAAACGCAGGCCGGCCATTGAAACTGAGAGACTG

GAGTGCGAAAGAGGGAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGA

AGGCAGCATTCCATGGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1759;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGCATAAAGTGTGTCACGTGTGACATTTTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTGAAAGGGA

GCGTAGGCCGGAGAATAAGCGTGTTGTGAAATGTCGGGGCTCAACGTCTGCACTGCAGCGCGAACTGTGTTCCTTGA

GTGCGCACAAAGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1758;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGAGTGGGAGCAATAAGGTTCACGTGTGGACCGATGCGAGTACCACTCGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTGGTCAAGTCAGAAGTGAAATGCGGGGGCTCAACTCCGGAACTGCCTTGGAGACTGTCCGGCTTG

AGTACTGGAGCGGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTAGGCAGAACACCGATTGCGAAG

GCAGCTTACGAAGCAGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGACGGC

CTTCGGGTCGTTAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATGCGTAGGCGGCTAGCGTTATACGGAATTACTGGGCGTAGAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGTCTACGGCTCAACCGTAGAAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTTGCGAAGGCAGCTCTCTAGACTGTCAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1757;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAAGCAAGTCTGAACCAGCCATGCCACGTGAAGGAATAAGGCC

CTATGGGTCGTAAACTTATTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGACGATGCTAGCGTTATCCGGAGTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATGCCAGTGCTCAGCATAGGCCGGGCCGTTGAGACAGCTGGGGTTG

AATGCGGATGTCGTGAGAGGAATGCGTGGTGTAGCGGTGAAATGCATATATATCACAAAGAACACCGATTGCGAAG

GCATCCCACGAATCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGG 

>OTU1762;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfohalobiaceae(0.0000),g:Desulfonatronovibrio(0.0000); 

GCGCATGCCAAGTACAGGACGGTTGTCAGCGTCATACGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAAC

GCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATAATGTCAATAGATG

TGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGCA

GCAACGGAAACCATAACGAGCATCATCGTGATGAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCACGGCG

CTGTAAAAGAGTTGGGAGAGATAGTC 

>OTU1760;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTCTTAAAGACGATAGTGACGGTATTTAAGGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCAGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGCGCCAAG

TCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGGCGG

AATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCTACT

GACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1763;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGATCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA
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TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCTTCGCAAGTCTGCGGTGAAAGTCCCGGGCTAAACCCGGAAAGTGCTTCTGATACTGGCAAGCTTGAG

GCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGTGGAGATGCGTAGAGATCTGGAGGAATACCGGTGTCTAAGG

CGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAGTGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGTC

CTTCGGGTTGTAAACCTCTATCTTCGGGGACGACGATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAAGGTCA

AGTGAGATGTGAAAACCCGGGGCTAAACTGCGGGACTGCATTGCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1765;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.26

79),f:Erysipelotrichaceae(0.1291),g:Erysipelothrix(0.0230); 

ACGGGAGGCAGCAGTAAGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGC

CTTTGGGTTGTAAAGCTCTGTTGTAAAGGAAGAACGTGCTAAGAAGGAAATGTCTTAGTATTGACGGTACTTTACCAG

AAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGGGTGCGCAGGCGGTTTATTAAGTCTAGGGTGAAAGCGTTGAGCTTAACTCAATACAGCCTTAAAAACTGATAGAC

TAGAGTGCAGAAGAGGGTAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGTGGCG

AAGGCGGCTACCTGGTCTGTAACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU1767;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCACGTCGCGTGAAGGATGAAGGCT

CTCTGGGTCGAAAACTTCTTTTATATAAGAATAAAGTGCAGTATATATACGGTTTTGTATGTATTATACGAATAAGGAT

CAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGTTTTAACCGTATAATTGCATTTGATACTGTCAGTCTTGAGTA

CAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1764;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Gammaproteobacteria(0.1159),o:"Enterob

acteriales"(0.0547),f:Enterobacteriaceae(0.0149),g:Pantoea(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAAGACAGTACCTAAGGAGGAAGCCCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGCGTGTAGGCGGGAGAGC
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AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1291),g:Butyricimonas(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATCAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGA

GTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCCTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATGATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1768;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACTTGATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGTTCGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATCTGAAACTGGTGAGCTTGAGTATCGGAGAGGCAAGC

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGAGTGCTGGACGAC

GAATGACGGTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1770;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAGGGATGAAGGT

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACCGTTTTGTATGTATTATATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTGCCGGGCGTTATCCGGATTTATTGGGCTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGTGATGTGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGATACTTGAG
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TGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGGAATGCGTAGATATGACGAAGAACTCCGATTGCGAAGGC

GGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1774;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCGACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCCCGGTAATACGGGAGGTTGGGGCGTTATCCGGAGTTATTGGGTTTAAAGG

GAGCGTAGGCCGGAACTTAAGCGAGTTGTGAAATGTCGATGCTCAACATCGGCACTGCAGCGCGAACTGGTTTGCTT

GAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1772;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Chitinophagaceae(0.0099),g:Hydrotalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGACGCGACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTTATCGCAGAGCAATAAGGGCCACGCGTGGTCCTATGAGAGTATCCGTAGAATAAGCT

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCACGGGCTCAACCCGGAAAGTGCCGGGGATACTGTGAGGCTGG

AATGCGGATGATGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATACTACGAAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1771;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Betaproteobacteria(0.6346),o:Burkholderi

ales(0.3639),f:Burkholderiales_incertae_sedis(0.1485),g:Rubrivivax(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTAGTTGAACAAAGTACGATGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGTGCGCAGGCGGTTGGGTAAGACAGTTGTGAAATCCCCGGGCTTAACCGGGGAACTGCATTTGTGACTGTC

TTACTGGAGTATGGCAGAGGGGGGTGGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATGGGGAGGAACACCGA

TGGCGAAGGCAGCCCCCTGGGGGAAAACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU1773;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.0904),g:Parasporobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGATAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGTCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGAAACACGAGTTGCAAAGGCGGCTCTCTGAACTGTAAC

TTACGCTGAGGCGCGAGAACGTGGGGAGCAAACAGGATTAGATACCCTGGA 

>OTU1778;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

TCTGGACAGACGGTCAAGATGCTGGTATTGGCTCTAATTTGTCTAGGCAATCACCGTCCGGATTGACACCCTCCCACT

TGTATGTTTTCATGCCTCCAAATCTTGGAGGCTTTTTTATGGTTCGTTCTTATTACCCTTCTGAATGTCACGCTGATTATT

TTGACTTTGAGCGTATCGAGGCTCTTAAACCTGCTATTGAGGCTTGTGGCATTTCTACTCTTTCTCAATCCCCAATGCTT

GGCTTCCATAAGCAGATGGATAACCGCATCAAGCTCTTGGAAGAGATTCTGTCTTGTCGGATGCAGGGCGTGGAGTT

CGATAATGGTGATATGTATGTGGACGGCCATAAGGCTGCTGCTGACGTTCGTGATGAGTTGGTATCTGG 

>OTU1777;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Comamonadaceae(0.0000),g:Comamonas(0.0000); 

CCCAACTGCGTCACCGTCTTCTCGTTCTCTAACAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTCTAGTGTTATTAAT

ATCAAGTTGGGTGAGCACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGA

ACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACCATTATCGAACTCAACGCCCTGCATACGAAAAGACAGA

ATCTCTTCCAAGAGCTTGATGCGGTGATCCATCGGCTGATGGAAGCCAAGCAGTGGGGATGGAGAAAGAGTAGAAA

GGCCACAAGCCTCAATAGCAGGGTTAAGAGCCTCGATACGCTCAAAGT 

>OTU1775;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGGGTCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGGGTTGTGAAATGTAAACGCTCCAAGTCTGCACTGCAGCGCGAACTTGTTTCCTTGA

GTACGGACAAAGTTGGCGGAATTCGGTGTGGTGCGGTTAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCAATGGAGCGCAACTGACGCTGAAGCTTGAAAGGGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1779;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Pediococcus(0.0000); 

GCGATTCAATCCTGCCTTGGTGATCCAAGATTGAGTGTGAGGTTATACCGCCGAAGCGGTAACAATTTTAATTTTTGC

CGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCG

CCATAATTCAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACC

TAAAGCTACATCGTCAACGTTATAGTTGGATAGTTTGACGGGTAAGGCTGGGAATGGTGGTTTGCTGCATTGCAG 

>OTU1780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTGGTGAAATGTAGGTGCTAAACATCTGCACGGCAGCGCGAACTGGTTTCCTGG

AGTACGCACAAAGTGGGCGGAATTCGTGGTGGAGCGGTGAAATGCTAAGATATAACGAAGAACTCAGATTGCAAAG

GAAGCGCACTGGAGCGAAACTGACGCGGAAGCTAGAAAGGGCGGGTATAGAACAGGATTAGATACCCTGATA 

>OTU1776;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9762),o:"Fusobacteriales"(0.

9497),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

TTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAACTGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAGGCGTTATCCGGATTTATTGGGCGTTAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGGTGTGAAAATGCGGGGCTCAACTCCGTGATGCGTTGGAAACTGGCTAACTAGAGGATTGGAGAGGTGGG

GGGAATTACAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAA

TACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1782;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGACCCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACGGCTTTTATAGGGGGATAAAGTGGGCCAGGGTTGGCTTATGCCAGGTACGGTATGAATAAG

ACCCGGCTAATTCCTTGCAAGCAGCCGCGGTAAACCGTAAGGTCGGGGGTTAATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGGGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1783;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9168),c:Fusobacteriia(0.7881),o:"Fusobacteriales"(0.

5023),f:"Fusobacteriaceae"(0.3204),g:Fusobacterium(0.0181); 

CCTTTCTTCCTCCTTTCGGCCTCTTTTTCCCTGGGCGCCCGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGCCCTA

CGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGGACCG

GCTAATTCCGTGCCAGCAGCAGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCT

AGGTGGTTTGGTAAGTCTGATTTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATC

GGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGC

TCACTGGACGAATACTGACCCTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1781;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9812),o:Lactobacillales(0.9685),f:Strepto

coccaceae(0.8864),g:Streptococcus(0.7643); 
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ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTCTGTAAGTCTGAAGGTAAAGGCGGTGGCTTAACCATTGTACGCTTTGGAAACTGCAG

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGGATCAGAAACTGTTGAA

CATGAGTGCAGACGAGGTGAGTGGAAGTCCAGGTGTAGCGATGGACTGCGTAGATATCTGGAAGAAAACCAGTAGC

GAAGGCGCCTCTCTAGTCTGCAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1785;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9989),c:Fusobacteriia(0.9805),o:"Fusobacteriales"(0.

9775),f:"Fusobacteriaceae"(0.6350),g:Fusobacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATTACGGT

CCTCGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTACATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGGGTAGAGGGGAAATGCGTAGATATTGGGAGGAATGCAGATAGAGAAGGCAGCTCACGGGACGAA

TAAGGACACTGAAGCGCGAAAGCATGGGGAGAAAACAGGATTAGAGCCCTGGTA 

>OTU1788;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGGATAGG

GACCGGCCAATTCCGCGCCAGCAGCCGCGGTAATTCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGAGCAAGCGCGTTGTGAAATGCAGTCGCTCAACGTCGGAACTGCAGCGCGAACTGCCCAGCTA

GAGTGCGCGAAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAAATATGGCGAAGAACTCCGGTTGCGAA

GGCAGCTGACGGGTGCATAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9747),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.5720); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAGAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTC

GACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diales_Incertae_Sedis_XIII(0.2864),g:Anaerovorax(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTCCCTGGGGAAGATAATGACGGTACCCAAGGAGGGAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCACTGGCTTAACCAATGTCAGCCCTCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1789;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Lachn

ospiraceae(0.9387),g:Fusicatenibacter(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTTTCAGCAGGGAAGATAATGACGGTACCTGATTAAGTAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCAA

GTCTGATGTGAAAACCCAGGGCTTAACCCTGGGACTGCATTGGAAACTGTCTGGCTCGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1791;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGGGCCACGTGTGGCTTATTGCATGTACCATCTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGATGTGAAATGTAGGGGCTCAACATGGGCATTGCAGCGCGAACTGGTAGACGTG

AGTGCGCGGGAAGTAGGCGGAATTCGTCGGGTAGCGGTGAAATGCTTAGATATGGCGAAGAACCCCGATTGCGAA

GGCAGCTGACGGGTGTGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2524),g:Fusicatenibacter(0.0712); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTC

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGATAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATTGC

AAGTGTGATGTGAAAACCCAGGGCTTAACCCGGGGACTGCATTGGAAACTGTAAAGCTAGAGTGTCGGAGAGGTGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCGTACTGGACG

GTGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1793;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Burkholderiales_incertae_sedis(0.0000),g:Leptothrix(0.0000); 

GGTTGATATTTTTCATGGTATTGCTCAAGCTGTTGCCGATCCTTGGACCAATTTCTGGCCAGCCGGTAAAGCTGATGG

TATTGGCTCTAATTTGTCTAGGAAATAACCGTCAGGATTGACACCCTCCCAATTGTATGTTTTCATGCCTCCAAATCTTG

GAGGCTTTTTTATGGTTCGTTCTTATTACCCTTCTGAATGTCACGCTGATTATTTTGACTTTGAGCGTATCGAGGCTCTT

AAACCTGCTATTGAGGCTTGTGGCATTTCGACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACC

GCATCAAGCTCGGGGAAGAGATTCTGTCTGGTCGTATGCAG 

>OTU1794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGAATTGCTTTGGAAACTGCTTTGTTAGAGTGCTGAAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGATAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Dorea(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

CTTCGGTATTTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTCGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGAGCAA

GTCGGACGTGAAAGGCATGGGCTCAACCTGTGGGCTGCGTTGGAAACTGTGCAGCTAGAGTGTCGGCGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1792;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGACGGTC

TTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGGAGTAAAGTTAATACATTTGCTCATTGACGTTACCCGCAGAA
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GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATATGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAGCTGCATTTGAAACTGGCAA

GCTTGAGTGTAGTAGAGGGAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1796;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9812),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAGGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTACTGAAAGCTGATATGGAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGG

GACTTGAATGCAGAAAAGGGAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGGCGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1797;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Spirochaetaceae(0.0000),g:Treponema(0.0000); 

CGGCATTCCTGCTGAACCGCCGCCTTCTGGTGATTTGCAAGACCGCGTACTTATTCGCCCCCATGCTTATGACCAGTGT

TTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCACTC

GCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTTAATTTTTGC

CGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCG

CCATA 

>OTU1798;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9840),o:"Fusobacteriales"(0.

9889),f:"Fusobacteriaceae"(0.8505),g:Fusobacterium(0.2607); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTCCCCTTTCCCCCCATTCTTCTCCCTCAATTCTTTGTGCACGATGACGGTCTGAGG

ATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCACTAGAAGAAGAGACGGCTAAATACGTGCCAGCA

GCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTAAGTCT

GATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGCGGAAC

TACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATACTGAC

ACTTAAGCGCGAAAGCATGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU1801;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Incert

ae_Sedis_XI(0.0355),g:Clostridium_XII(0.0087); 

ACGGAAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTATAGGAAGAAGGTC

TTAGGATTGTAAGCTATTGTCGTGAGAGAAGAAAATGACTATCACAGGAGGAAGCCCTGGCTAAATATGTGCCAGCA
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GCCGCGGTAATACATATGGGGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGATAGCAAGTC

AGTATGTGAAATCTCTCGGCTCAACCGAGAAACTGCGATTGAAACTACTATTCTTGAGTGTTGGAGAGGAAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTTCTGGACAACAACT

GACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9866),o:Clostridiales(0.9941),f:Clostri

diales_Incertae_Sedis_XI(0.9887),g:Finegoldia(0.9837); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGAGGGAAACCCTGATGCAGCGACGCCGCGTGAACGAAGAAGGT

ATTCGTATCGTAAAGTTCTGTCCTATGGGAAGATAATGACAGTACCATAGAAGAAAGCTCCGGCTAAATACGTGCCA

GCAGCCGAGGTAATACGTATGGAGAGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGCAGGCGGTTTAAAAA

GTCGAATGTTAAAGATCGGGGCTCAACCCCGTAAAGCATTGGAAACTGATAAACTTGAGTAGTGGAGAGGAAAGTG

GAATTCCTAGTGTAGTGGTGAAATACGTAGATATTAGGAGGAATACCAGTAGCGAAGGCGACTTTCTGGACACAAAC

TGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1802;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9798),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCATGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTGTCCACGTATGTTGCAAGCGATATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTTGACAAGTCTGATGTGAAAGCCTTTGGCTTAACCCAAGGAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACGATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAA

GTTGGAAGTGAAATACCCAGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1804;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTACACTGCTTTTATAAGGGAATAAAGTGAGGCTCGTGAGGTGTTTTGTATGTATTTTATGAATAAGG
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ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGGAGAGTAAGTCTGTTGCGAAATGTTGCCGATCAACGTCTACACTGCAGCTCGAACTGTCAGTCTTGA

GTGCTCTCAATGTCGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGAACGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1803;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTTGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCGAAACCGGAGAATTGCATCAGAAACTGTCAAGCTAGAGTATCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCATGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTCCTTTTATAGGGGGGTAATATGTGCCTCGCGTGCCATATTGCAGGTACGCTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCATGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCTGTTTAAGTCAGATGTGAAAGGCCGCGGCTCAACCGTAGAAATGCCGTTGAAACTGGCAGGCTTG

AGTGCGGGCGGGGGTGGCGGAATTTGTGGGGTAGCGGTGAAATGCGTAGATATGAGGAAGAACACCGATAGCGAA

GGCAAGTGCCCAGACTGCAACTGACGCTGAGGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGTGCAGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATACGACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1807;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCGGGCAA
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GCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGTGCGCGCAACGTTGGCG

GAATTCGCCGTGTAGCGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATAC

TGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1808;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGGGGAACCCTGATGCAGCCAAGCCGCGTGAGCGAAGAAGGA

TTTCTGTGTTGTAAGCTCTATCAACAGGGAAGAAGAAATGACGGTACCTGGCTAATAAGCGCTGGCTAACTACTTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTGTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATCGGAAACTGTCAAGCTGGAGTGTCCGAAACGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTCAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1809;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Rikenellaceae"(0.3204),g:Rikenella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCGTGCCGCGTGCAGGACGACGGC

TCTATGAGTGGTAAACTGCTTTTGTACAAGAATAATAGTCTTTACGTGTAAGGATTTGAATGGATTGTACGAATAAGG

ATCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTCGGTAAGTTAGAGGTGAAAGGCCAGGGCTTAACCCTGGGACTGCCTCGGATACTGTCGTACTAG

AGATCAGATGCAGAAGGCGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTACTCAGAACACCGGTGGCGAAG

GCGGCTTGCTAATCTGATTCTGACGCTGATGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1810;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAACCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAGGGGGATAAAGTGAGCCACGTGTGACTGATTGCATGTACCGGGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGATATTAAGCGTGTTGTGAAATGTAGCCGCTCAACGTGTGCATTGCAGCGCGAACTGGCGATCTTG

AGTACGCACAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGTACGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1812;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCAGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGTGGATGTTTAAGTCAGTCGTGAAATTTTGCGGCTCAACCGTAAAATTGCATCGGGTACTGGCTTTCTTGAGT
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GAATTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCGGCTAAGCTTCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGAGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATCTCTGTTGTTGGTGAAGAAGGGTAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGTCTAACTACGTGACAGCAGCCGAGGTGATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGGGCAGGCGGAAAAATAAGTCTAGAGTGAAAGCCCACGGCTCAACCGCGGAACTGCATCTGAAACTGTTTT

GCTAGAGTGCGGAAGAGGAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGCAGAACACCAGTG

GCGAAGTCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU1813;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1485),g:Dorea(0.0204); 

ACGGAAGGCAGCAGGGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGGCGGC

CCTATGGGTTGTAAACTGCTTTTAGACGGGGATAAAGTGAGTCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAACGG

GAGCGTAGACGGCTGTGCAAGTCTGAAGTGAAAGGCATGGGCTCAACCTGTGGACTGCTTTGGAAACTGTGCAGCT

CGAGTGTCGGAGATGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGATGACTGACGTTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1814;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTTGTGTATGGGTAGACGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGAAATCTTGA

GTACAGTCGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTAAGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1815;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9887),o:"Bacteroidales"(0.9

938),f:"Porphyromonadaceae"(0.9904),g:Butyricimonas(0.9705); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCTCGCGCCTGCCCCCTCCAAGTCGCGTGAGGGAAGAATGGT

CTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATATGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGGACGCCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTGGAG
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ACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTTGGAACCCCTATAGCGAAGGC

AGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1818;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAAGCTCTTTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACCTTAATAAACCAGA

ACGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAATAATAAGTCTGATGTGAAAGCCCTCGGCTTAAGCGGGGAACTGCATCGGAAACTGTTTTTC

TTGAGTGCAGGAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTGGC

GAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1819;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTG

AGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1816;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA

GTTAGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTTCAAACTGGTAGTCTAGAGTGTAGGAGAGGAGAGG

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTATCTGGATCATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1821;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.7623),f:Strepto

coccaceae(0.3204),g:Streptococcus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAGGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG

GAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGT

CATTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAG
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TGGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1817;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACACCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1820;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAAGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGTGCCGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTTTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCGTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGAGTAGGAAGAACAACAGAGGCGAAGGCGCTACTCGGGACTGT

AACGGACGCTGAAGCACGAAAGCGTGGAGAGCAAACAGGATTAGATAGCCGGGTA 

>OTU1822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.8331),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAA

TCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1824;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

TACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGCTGGATAACCGCATCAAGCTCTTGGAAGAGATTCTGTCT

TTTCGTATGCAGGGCGTTGAGGTCGATAATGGTGATATGTATGTTGACGGCCATAAGGCTGCTTCTGACGTTCGTGAT

GAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATA
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ACACTATAGACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGC

AAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTGTAATTACCCAAGAAAGAAAAGAAAGAGGGT 

>OTU1825;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTATCCTCTAGGAAGATAATGACGGTACTTGAGGAGGAAGCTCTGGTTAACTACGTGCCA

GCAGCCGCGGCAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAG

GTCAGAAGTGAAAAGCTACGGCTTAACCGTAGTTAGCATTTGAAACTGGAGGACTTGAATGCAGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCCTGCTAGACTGTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGTT

TTCGGATTGTAAACCTCTGATTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAATCTATGGGCTTAAACCATAAACTGCTTTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1826;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

CCTTTCTTCCTCCTTTCTGCCTCTTTTTCCCTGTTCTTCAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGCCCTAT

GGGCTGTGAACCGCATTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGT

GCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCA

TCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1827;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9540),c:Fusobacteriia(0.8614),o:"Fusobacteriales"(0.

6881),f:"Fusobacteriaceae"(0.4914),g:Fusobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGGATGTAAAGTGCTTTCAGATGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGTGCGCAGGAAGTA
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GGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGC

GCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1829;tax=d:Bacteria(0.0041),p:"Chlorobi"(0.0000),c:"Chlorobia"(0.0000),o:Chlorobiales(0.0000),f:Chl

orobiaceae(0.0000),g:Chlorobium(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCATAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCACTAATGATGCCC

TCGAAGTCTTTGGACTGGTAGGGTTTGTGTCGGTCTCTTCGGAGTCGACCTTATCTCACACACCGTGAACTGTGGCTT

CGGCCATTTACACAAACTGTTAGTAATGAATGTAAAATCATAACAAACATAAAACTTTTAACAACGGATCTCTTGGCTC

TCGCATCGATGAAGAACACAGC 

>OTU1828;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9994),c:Fusobacteriia(0.9897),o:"Fusobacteriales"(0.

9937),f:"Fusobacteriaceae"(0.9912),g:Fusobacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACATCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

CTTCGGAATGTAAAGTGCATTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACGGTCAAACTAGAGTACTGGGGAGGTGG

GCGAAATTACAAGTGTAGGGGTGAAATTCGTAGATATTTGTAGGAAGGCCGATGGGGAAGCCAGCCCACTGAACAG

ATACTAACGCTAAAGCGCAAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGA 

>OTU1832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCAAAGCCGCGTGAGTGATGACGGC

CGTAGGGTGGGAAAGCTCTGTCTTCAGGGAAGATAATGACGGGACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATAAGTAGGGGGCGAGCGTTGTCAGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGGTGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTATAGATTATGTAGAACTCCAGTGGCGACGGCGCTTTTCTGGCCTGTA

CCTCACGCTGCTCCTCCAAACCGTGGGGAGCAACCAGGTTTAGTTCCCCTGTA 

>OTU1831;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGTCGC

GCTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTG

CGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 
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>OTU1830;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

CCTTCCTTCCTCCTTCTTTCCTCTTCCCCCCTTTCCTCCAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTCTTCG

GATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGAAGGTATCTAACCAGCAAG

TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGG

AACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTG

AGTCTCGTAGAGGGGGGTAGAATTCCAGTTGTAGCGGTGAAATGCGTAGATATGAGGCGGAACACCGGTGGCTAAG

GCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGAGTAGGCGGATCGGTA

AGTCAGATGTGAAATGTCGGGGCTCAACCCCGGAACTGCATTTGAAACTGCTGACCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGAGGGAGAAACGCCGCGTGAGGGAAGAAGGT

GGTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCCGAATGATAAGTCAGCGCGTCACGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

TTCTTGAGTGCAGCAGAGGAGAGTGGACCTCCATGTGTAGCGGTGGCATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTTACGCTGAGGCTCGACAGCATGGGTAGCGACCAGGATTAGATACCCTGGT

C 

>OTU1835;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pepto

streptococcaceae(0.0000),g:Filifactor(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCGAGTTTA

CAACTCCCAAACCCCTGTGAACATACCTATACGTTGCCTCGGCGGATCAGCCCGCGCCCTGTAAAAAGGGACGGCCC

GCCCGAGGACCCTAAACTCTGTTTTTAGTGGAACTTCTGAGTAAAACAAACAAATAAATCAAAACTTTCAACAACGGA

TCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU1837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAACCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1836;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAACCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGGCCGATGTGCAATCCCCGGGCTCTACCTGGGAACGTCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGTTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGTATGAAGACTGACGCTCAGTTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1838;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGGGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTTCTTTGGAAACTGTT

TTGCTAGAGTGTCGGAGAGGTAGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGCTGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCCAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGGTATCCGGAATTACTGGGCGTAAAGGTTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTTAGTGCAGGTGAGTAGTGTG

GAATGCCTAGTGTAGCGGTGAATTGCGTACATATTAGGAGTAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 
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>OTU1841;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8897),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2607); 

AAGGGAGGAAGAAGGAGGGAATCGGGGGGAAGGGGAGCGAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAG

GTCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACC

AGCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCAGTGGAAACTGGA

AGACTTGAGTATCGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGAT

AGAGAAGTCAGCTCACTGGACGAATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGTGTGAGAGTAACTGTTCATTCGATGACGTTATCTAACCAG

CACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGACGTAGGCTCAAACGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGATAAATGGGAGAACACCTGTG

GCGAAGGCGGCTCACTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1840;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9791),o:Burkholderi

ales(0.8955),f:Oxalobacteraceae(0.7068),g:Noviherbaspirillum(0.5239); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGTCCGGGAAGAAATCCTCTTGGTTAATACCTGGGAGGGATGACGGTACTGGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGTGCAAGAGCGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGCAC

GGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGAT

GGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1843;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAGAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGAGTGTAGGCGGCAGTACAAGTCAGTAGTGAAAACTTGGGGCTCAACCTGGGAACTGCATCTGATACTGGCA
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AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTTACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1846;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTGA

GTCAAGTGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3544),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTAGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGACGGCATG

ACAAGCCAGATGTGAAAACCCAGAGCGCAACCCGGGGACTGCATGTGGAACTGCCAGGCTGGAGTGCAGGAGAGG

TAAGCGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CTGTAACTTACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1844;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Alphaproteobacteria(0.3483),o:Sphingomo

nadales(0.1015),f:Sphingomonadaceae(0.0355),g:Sphingomonas(0.0087); 

ACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTATTATTCGGGAAGAAGATAGTGACGGTACCTAATGAGAAAGCCCCGGCTAACTATGTGC

CAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTTTGTT

AAGTTAAATGTGAAAGCCTGTGGCTTAACCACAGAATTGCATTTAATACTGGCAGACTAGAGTGCAGGAGAGGTGAG

TGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGG

TATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGGAGTCA

AGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTGAGTGCGCACGAGGACGGT
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GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAGCGCA

ACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1849;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9740),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACTCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAAAAAGTCGAATGGGAAAGCCCTCGGGCTAAACGGGGAAATGGAATGGAAAATGGTT

TTCTTGAGGGGAGAAGAGGGGAGGGGAAATCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGGTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1848;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGCAATCCGCGGGCGCAACGTGGGAAATGCGTCTGATACTGGC

AAGCTTGAGTCTCGTAGAAGGGGGTATAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGCATGCGGGT

GGCGAGGGCGGCCCCCTGGACGAAGACTGACGCTCGGGTGCGAAAGCGTAGGGAGCAAACAGAATTAGATACCCT

GGTA 

>OTU1850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Prolixibacteraceae(0.7068),g:Prolixibacter(0.5239); 

GTGCCAGCCGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCT

ATATAAGTCAGTGGTGAAGTGCTGGAGCTCAACTGTAGAACTGCCATTGAAACTGTATAGCTTGAGTGCGCCTGAGG

TAGGCGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATTGCGAAGGCAGCTTACTAACG

CGTAACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT

GTCGACTAGTTGTTCGGAGAGGTAACTTTCTGAGTAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTTAAAGGAATTGACGGGG 

>OTU1851;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTGGGGGAGTAAAGTGCGGGACGCGTCCCGTATTGCGAGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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TGCGCAGGCGGAGCGCTAAGTCAGCGGTCAAAGCGCCGGGCTCAACCCGGTGGCGCGGTGGAAACTGGCGTGCTC

GAGTGCGGGCGAGGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATCGCGA

AGGCAGCGTTCCAGCGCGTGACCGACACTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCTGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTAGCAA

GTCTGATGTGAAAGGCGGCGGCTCACCCCCGGTACTTCATTGGTAAGTGCCAGTCTTGAGTGCTGGACAGGCAATCT

GAATTCCGTGTGTAGCGGTGACATGCGTAGATATACGGAGTAACACCATTGGCGAAGGCAGATTGCTGGACAGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAAGATTAGATAACCTGGTA 

>OTU1853;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Rikenellaceae"(0.0149),g:Alistipes(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCATTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGG

AATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9719),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCTACAGGGACGAACAAATGACGGTACCTGTAAAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCAGTCTTTTA

AGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGAG

TGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTA

ACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1856;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Nubsella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCATGCAGCGTGCAGGATGAAGGT

CCTATGGGTTGTAAACTGCTTTTGTCGGGGAATAATGTGACTTATGCGAAGGTTGATGCAGGTACCGTAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGTTAAGTTTGAGGTTAAATGCTTCTGCTCAACGGGTGGTTGCCGTCGAAACTGTGTGACTATG
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ATGGAGTCGGAGGAGGCGGAATTTCGCGTTTAGCGGGTAAATGCATTGATATGATCGAGAACACCGATTGCGAAGG

GCGCTTGCGAGGATACGATTGACGCTTAAGCACGAAAGCTGGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1855;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTGGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTGAGGAGGAAGCCAAGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGTTCTGCCTTTCAAACTGGAGGTCTAGAGTGCAGGAGAGTAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGCTTAGGAAGAACACCCGTGGCGAACGCGATTCTCTGTACTGTCC

CTGCCGCTCGGGCTCGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTTACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGATCA

GTCTGATGTGAAACCCCGGGGCTCAACCCAGGGACTGCATTGGAAACTGTCCAGCTAGAGTGAAAGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1858;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAGCCTGAACCAGCCATGCCGCGTTCGGGGAGGAGGGC

CTATGGGCTGGGAAACGCTTTTGCCTGGGGGGAATAAGGGCGTCGCCGACGTCCGGTGAGAGTAACAGGGGAATA

AGCATCCGCTAAACCCGTGCCAGCAGCCGCGGGAATACGGGGGGTGCGAGGGTTATCCGGATTTATTGGGTTTAAA

GGGTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTC

CTGGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGC

GAAGGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1859;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.7787),g:Pseudoflavonifractor(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAATCAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGGTGTGAAAATTATGGGCTCAACCCGTAACTTGCGCCTGAAACTGTCTCCCTTGAGAGTCGGAGGGGTAAA
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CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGACCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGGCGGGGGTGAAATTGCGGTGCTCAACACCGGGGCTGCACTGGATACTGTCGCGC

TGGAGTGCGGAGGAAGCAGGAAGAATGAGTGGCGTAGCGGTGAAATGCTTAGATATGACGCAGAACACCTATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1862;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGCGGATGATTAAGTGGGATGTGCAATACCCGGGCTCAACTTGGGTGCTGCATGTCAAACTGGAAGTCTT

GAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAA

GGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1865;tax=d:Bacteria(0.0058),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

GTGAATCATCGAATCTTTGAACGCATCTTGCGCTCTCTGGTATTCCGGAGAGCATGTCTGTTTGAGTGTCATGAATTCT

TCAACCCAACTGTTTCTTGTAAACAGCTGGTGTTTGGATTCTGAGCGCTGCTGGCTTCGTGCCTAGCTCGTTCGTAATA

CATCAGCATCCCTAATACAAGTTTGGATTGACTTGGCGTAATAGACTATTCGCTAAGGATTCAATGTTCGCATTGAGCC

AACTTAATTATGGAAACTTCTAATTGAAAAGTCTACCTTTAGATTAGATCTCAAATCAGGCAGGATTACCCGCTGAACT

TAAGCATATCAATAAGCGGAGGA 
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>OTU1863;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTCGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGATGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGAGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGTATTT

CTTGAGTGTCGGAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1868;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9900),c:Fusobacteriia(0.9733),o:"Fusobacteriales"(0.

9063),f:"Fusobacteriaceae"(0.8864),g:Fusobacterium(0.0230); 

ACGGAAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACTGTTCGAGCTCG

TATGCCGTCTTCTGCTTTAAAAAAAAAACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCT

AGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCAGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAA

GTCTGATGTGAAAATGCGGAGCTCAACTCCGGATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATTCGTATTTTTTTTTTTAATGATCCGGCGACCACCGAGATCTACACTCTTTCCCTA

CACGACGCTCTTCCGATCTACGGAAGGCAGCAGGATTAGATACCCTGGTA 

>OTU1867;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAGATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGCCGTCCT

TGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Ornithobacterium(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAAGATTACGTGTAGTCTGATGAGAGTATGCGTCGAATAGGC

ATCGGCTACCTCCGTGCCAGCAGCGGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGATCGGTAAGTCTGCGGTGAAATTCCCCGGCTTAACCGGGGAACTGCCATGGATACTGCCGGTCTTGA

ATGCGGATGCCGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAGCAGGATTAGATACCCTGGTA 
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>OTU1864;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGGTGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTACCACGTGTGGCGTATTGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTAGATTAAGCGTGTTGTGACATGTACCGGCTCAACCGCTGCAGTGCAGCGCGAACTGGTTTTCTTG

AGTACGTACAACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCCACGGGACCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGG

GCAAGTCAGAAGTGAAATCTATGGGCTTAACGTGTGAACTGCTTTGGAAACTGTTGGGCTTGAGTGCCGGAGAGGC

AGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACCTGCTGGAC

GGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGACTGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCATGCGATTAA

GCATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCTTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGGGTCAAGTCGGGGGTGAAAGTCCGGTGCTCAACACCGGGGCTGCCGTTGATACTGTCGAGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCG

AAGGCATCTGGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1872;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTCGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCCGTGGTTAAATTCCGGTGCTCAACACCGGGGCTGCCCTTTGTACTGTCGCGCTT

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGGTAAATGCTTAGATATCACTCAGAACACCGGTTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU1873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pepto

streptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAGGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1874;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9840),o:"Fusobacteriales"(0.

9889),f:"Fusobacteriaceae"(0.9879),g:Fusobacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGCTCCAGCAATCCTGTGTGCACGATGACGGC

CTTGGGTTTGTAACGTGCTTTCACTTGGGAAGAAACAAATGCCGGTACCAATAGAAGAAGCGACGGCTACATCCGTG

CCAGCAGCCGCGGTAATCCGTATGTCGCAACCGTTATCCGGATTTATTGGTCGTAAAGCGCGTCTAGGTGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGCCAGAT

ACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1870;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTTGTAAAGTTCTTTTATTAGGGACGAACAAGAGACGGTACTTAATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGTGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTGTTTCTTGAGTGAAGGAGAGGCAAGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCTTTA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1877;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diaceae_1(0.0000),g:Clostridium_sensu_stricto(0.0000); 

TTCCCTCCTCTTCATTTTTCTCTTTTACCTTGCGTGTACGCGCCGGAAACACTGACGTTCTTACTGACGCAGAAGAAAAC

GTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGT

CCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTTAATT

GCAGGGGCTTCGGCCCCTTACTTGAGGATAAATTATGTCTAATATTCAAACTGGCGCAGAGCGTAGGACGAATGACC

TTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGGCTTATTACCATTTCAACT 

>OTU1876;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9769),c:Fusobacteriia(0.9604),o:"Fusobacteriales"(0.

8629),f:"Fusobacteriaceae"(0.5632),g:Fusobacterium(0.0808); 
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ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGACCCAGCAATCCTGTGTGCACGATGACGGT

CTTCGGATTTTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGATGGCTACATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTGGCCAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGTCTCAACTCGGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCAGTAGAGAAGTCGGCTCACTGGTCGAAA

ACTGACGCTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1875;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Mesonia(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTTGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGCGAGTACGCGTTGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGTAAGCCAGCGGTGAAAGGCCCGGGCCAAACGCGGGAAGTGCCGTTGGTACTGGGAGGCTG

GAATGAGGATGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAA

GGCAGCTGACGAGGCCGCAATTGACGCTAAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1880;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0.

9940),f:"Fusobacteriaceae"(0.9201),g:Fusobacterium(0.4351); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGAAAAGGGAAGAAAAGGCTGAGAAAGCAATTCTGTGTGCACGATGACG

GTCTGAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGAGACGGCTAAATAC

GTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTT

GGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGCGAGGTG

GGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACG

AATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1879;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.9108),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGGGTTGTGAAATGTAGACGCTCAACGTCTGCGCTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAGATGGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCTCGAGGAGCTCCGATTGCGACGG

CAGCTCACTAGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGAAACCCTGGTA 

>OTU1882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Clostridium_IV(0.0904); 
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ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAGGGAAGGAGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGGGAGCA

AGTCAGGCGTGAAAACTATCGGCTTAACCGATAGCCTGCGTTTGAAACTGTTTTTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1883;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGTGAAGGTTGATGCAGGTACCCGAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGGGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCACAGCTT

GAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAGGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1881;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCGGGGAAGAAGGGAGTAGAGTTAATACCTTTGCTCATTGACGTTATCCGAAGA

GGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATCTGAAACTGGC

AAGCTTGAATCTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGT

GGCGAAGGCGGCCGCCTGGTCGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU1885;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 

ATGGAAATGAAGACGGCCATTAGCTGTACCATACTCCGGCCCACAAAAATACTGATAGCAGTCGGCGTGTGAATCAT

TAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTATCAT

AAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGC

ATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCGCCAGCAATCTTGAACACTCA

TCCGTAATGCCTTTCGTTGTGGGGGAATTATACGCAGCGCGAATAGCCTTAAG 

>OTU1884;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9762),o:"Fusobacteriales"(0.

9497),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.3479); 
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ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGGTTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAGTAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGGCGGCATG

GCAAGTCTGATGTGAAAACCCAGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATTGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGA

ATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1886;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACAGGGATAAAGTGTGCCACGTGTGGCGATTTGTAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCAGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGACTGGTAAGCGTGACGTGAAATGTAGGCGCTCAACGGCTGAACTGCGTCGCAAACTGTCAGGCTTG

AGTGAGTTCGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAG

GCAGCCAACAGGGCGTTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1878;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTAGTCAACAGGGACGAAGAAGATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGGAC

GGCAAGTCAGAAGTGAAAATTATGGGCTTAACCCATAACCTGCTTTTGAAACTGTCGTTCTTGAGAGTGGGAGAGGT

AAACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGAC

CACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1887;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4224),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACTGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGTAAGGGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCAA

GTCTGATGTGAAAGGCATAGGCTCAACCGGAAGACTGCATTGGAAACTGTTGATCTTGAGTACCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGTAA

CTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1888;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9180),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.2607); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAGGACAAGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTT

CTTGAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCG

AAGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1890;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTAAGGGACGAAAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACAGCA

AGTTAGGTGTGAAATATACGGGCTCAACTCGTATACTGCACTTAAAACTGTTGTTCTTGAGTGATGAAGAGGCAGGC

GGAATTCACGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACATCAGTGGCGAAGGCGGCCTGCTGGGCATTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGATCGCAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTAGTTGACGGTAATCAACCA

GAAAGGCACGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGGGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCTAGGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGAAGAGTGTAACTCCATGTGTAGCGGTGTAATTCGTAGATATATGGCAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACTCTTAGTCTCGAAAGCCTGGGTATCGAACAGGTTTAGATACCCTGGTA 

>OTU1889;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTTAAGACGGG

TTTCGGCTCGTAAAGCTCTGTGGGTAGTGAATAAAGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCCTGGCTCACTATGTTCCTGCAGCCTCTGTAGTACGTCTGTGGCCAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAAACGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGGTACCCTGGTA 

>OTU1892;tax=d:Bacteria(1.0000),p:Firmicutes(0.9995),c:Clostridia(0.9993),o:Clostridiales(0.9989),f:Clostri

diales_Incertae_Sedis_XI(0.9904),g:Anaerococcus(0.9929); 
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ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTTAGAAGGCCT

TCGGGTTGTAAAAATCTTTTGTATGGGAAGAAAATGACAGTACCATACGAATAAGGACCGGCTAATTACGTGCCAGC

AGCCGCGGTAATACGTAAGGTCCGAGCGTTGTCCGGAATCATTGGGCGTAAAGGGTACGTAGGCGGATAAGCAAGT

TAGAAGTGAAATCCTATAGCTCAACTATAGTAAGCTTTTAAAACTGCTCATCTTGAGGTATGGAAGGGAAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAATACCGGTGGCGAAGGCGACTTTCTGGTCATAAACTGA

CGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1894;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTATTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGTCTAACTTCGTTCCAGCAGCCGCGGTAATACGTTTGTGGCAAGCGTTGTCCGGATTTATTGGGGGTAAA

GCGAGTGCAGGCGGTTAAATAAGTCTGAGGTGAAAGCCTTCGGATAAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGATCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTCAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTCACTATGTGC

CAGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAAT

AAGTCTAATGTGAAAGCCCTCGGCTTAAAAGAGGAACTGCATCGGAAAATGTTTTTCTTGAGAGCAGAAGAGGAGA

GAGGAAAACCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAAAACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAAATGACGCTGAGACTCGAAAGCATGGGTAGAGAACAGGATTAGATACCCTGGTA 

>OTU1896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Subdoligranulum(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCG

GCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTA

GGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTAACTGACGCTGAGGCGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1898;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGACGCGAACTGTCCGGCTTG

AGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAG

GCAGCTTACCGGCGCCCAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATT

TCTTGAGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1899;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9975),o:Rhizobiales

(0.9775),f:Bradyrhizobiaceae(0.7428),g:Bradyrhizobium(0.5720); 

TGCGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCACGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGG

CCCTAGGGTTGTAAAGCTCTTTTGTGCGGGAAGATAATGACGGTACCGCAAGAATAAGCCCCGGCTAACTTCGTGCC

AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGGTCTTTA

AGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGAAGATCTTGAGTGCGGGAGAGGTGAGT

GGAACTGCGAGTGTAGAGGTGAAAGTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGAT

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 

>OTU1900;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGGAGGCAGCAGCGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGGGCGTTTGATACTGCCGTCC

TGGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU1901;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9918),o:"Fusobacteriales"(0.

9935),f:"Fusobacteriaceae"(0.9928),g:Fusobacterium(0.5239); 
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ACGGGAGGCGGCAGTGGGGAATATTGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCGGCGGTAATACGTATGTCGCAAGCGTTATTCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTGCA

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTGCGACTAGAGTACTGGAGAGGTAAG

CGGAACTACAAGTGTAGAGGTGAAATTCGCAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTTACTGGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU1902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.1679),g:Butyricicoccus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTTAAAATCTTTTATCAGGGAAGTAGAAGTGACGGTACCTGATGAATAAGCTCTGGCTAACTACGTGCC

AGCAGCCGAGGCAATACGTAGGGAGCAAGCGTTATCCGGATTTAGTGGGTGTAAAGGGCGAGTAGGCGGGTCGGC

AAGCTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGAAGGAGAGGCAG

GCGGAATTCCCAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACAG

TAACTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1893;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAAACGCGGGGCTCAACTCCGCGCCTGCAGTTGATACTGTCGG

ACTTGAGTGCACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGC

GAAGGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1904;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3544),g:Eisenbergiella(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCTA

GCAGCCGCGGTAATACGTAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTTTGATGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1903;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGATTTTTAAGTGTGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACGGGAAGTCTA

GAGTGCAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1908;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTGGGGACGTGTCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCTGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGCCGAGGCGAAACCGTGGAACTGCAGCGAGAACTGGGGGAATT

GAGTGCGCGGAGGGTAGACGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAA

GGCAGCATACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1905;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAGTGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTTTAAAGGG

TGCGTAGGCGGATAGATAAGTTTGAGTTTAAATGCGTCTGCTAAACAGGAGTTTGCCTTGAAAACTGTCTGACTAAG

AAGTAAACGGCGCAGGCGAAATGATTCATGTAGCGGTAACATGCATGGATATGATTCAGAACACCGATCGCTAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1906;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTAGTCTCTTAAGTC

AGGAGTGAAAGGCTACGGCTTAACCATAGTAGGCTCTTGAAACTGGGAGACTTGAGTGCAGGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 
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ACGGGAGGCAGCAGTATGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGTGAGACAGGTCTGAAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGCCT

GACTGGAGTGCAGGAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1910;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGTAACTGTTAACGCAGTGACGGTATCCAGCCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGAAGTGAAAGCCGTAGGCTTAACCGAAGAAGTGCTTCGGAAACCGGG

CGTCTTGAGAGCAAAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGAGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU1907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGCTG

CAAGTCAGAAGTGAAATCTATGGGCCTAACCCATAAACTGCTTTTGAAACTGTAGCTCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1911;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGGGCAGGCCGTGGGTTAAGCGTGTCGGGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGCCCAGGTT

GAGTGCGCGGAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1913;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

1(0.0000),g:Bacillus(0.0000); 

GCATGAGCCGCCACTTCGGGATGCCACTGCTCCCAATGACCAACCTGTCCACGGAGTGCTTAATCCCACTTACCAAGC

TGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAGAGAGATGAGCTTGATGCTGGGAAA

AGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAAT

GATTGGCGTATCCAACCTGCAGAGTTTTATCGCGTCCATGACGCAGAAGTTAACACTGTCGGATATTTCGGATGAGTC

GAAAAAGTATCTTGAGAAAGCAGGAAGTACTACTGCTTGTTTACGAATTAAATCGAAGTGGTCGGCTGGCGGAAAAT

GAGAAAATTCGACATATCCTTGCGCAGCTC 

>OTU1914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGCGTGACGAAGGG

TTTAGGCTCGTAAAGCTCTGTTGATAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTATCTGACCA

GAAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTAATAAGTGTAATGTGAAAGCCATCGGCTTAACCGAGGAACTGCAGCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1912;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.5991),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGGAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAAAGTGCATTTGAAACTGTTATTCTTGAGAAATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAGTGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCAGCTGGACAG

AAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1915;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGATTAAGCGAGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGCATCCTTGA

GTACACAAAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGAGTAACTGACGCTGAAGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU1916;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Deltaproteobacteria(0.9038),o:Desulfovibr

ionales(0.7623),f:Desulfovibrionaceae(0.3884),g:Desulfovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATGTTATCAGTGTGAATAATGCTGATAAGTGACGGTACCTTCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCTGTTTGTCAAGTCAGGGGTGAAATCCCGCGGCTCAACCGCGGAACTGCCCTTGAAACTGGT

AGACTTGAGTGCCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACACCGGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU1917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9747),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGTGAGTGACTGTTCAAGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGTAGGTAGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTCTGTGGTGAAAGGCTTCGGCTTAACCGGAGAAGTGCAATGGAAACTGGGTG

ACTTGATTGCAGAAGAGGAAAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGAAAGAACACCGATTG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9180),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAATGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTAG

CGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1918;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9784),o:Desulfovibr

ionales(0.9606),f:Desulfovibrionaceae(0.8864),g:Desulfovibrio(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCAGCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCGAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCGTCTAGGCTGTTATGTAAGTCAGCGGTGAAATCCCACGGCTCAACCGTGGGATTGCCATTGATACTGCACG
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ACTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1920;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGAAGGCAACAGTGAGGAATATTGGTCAATGAACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCCTGGGGCTGCATTGGAAACTGTCAAGCT

GGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCG

AAGGCGGATTACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1922;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTCGCGTGAAGGATGACTGC

CTTATGGGTTGTAAACCTCTTTTATAAAGGAATAAATTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTCAAATTGCAGTGGATACTGGATATCTGGAG

TGCAGGTGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAGGC

AGCCTACTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATTACGTTACCCAAGGAGTAAGCCACGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTGATTAAG

AGGGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATTCCATACTGGTTAGCTTGAGTGCAGGAGAGGAGGGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1923;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.7068),g:Coprococcus(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTAAACCCCGGGACTGCTTTGGAAACTAGGCAGCTAGAGTGTCGGAGAGGTAAGG
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GGAATTCCCAGGGTAGGGGGGAAATGCGGAGATATTGGGAGAAAAACAAGTGGCGAAGGCGGCTTACTGGACGAG

GACGGACGTTGAGGCGAGAAAGCGGGGGGAGAAAACAGGATTAGATACCCGGTA 

>OTU1925;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Porphyromonadaceae"(0.5632),g:Butyricimonas(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGT

TTTATGTCCTGTAAACTTCTTTTGTTATGGAAGAATAAATTGCACGTGTGCGCTCTTGCTAGTACTCGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGTACGTCAAGTCAGCGGTAAAAGAGTGGGGCTAAACTGTAGCAAGCCGTTGAAACTGGGGCACTGGA

GACGGGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGATAGCGAA

GGCAGCTTACCAGGCTGGAAATGACGCTGATGCGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGCTAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAAGTGGCAAGCTTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGTGCTTAACATGGGTGCTGCATTTCAAACTGGAGGGCTAGAGTGCAGGTGAGGAGAAG

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATTGCGAAGGCGCTTCACGGGACTGTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU1928;tax=d:Archaea(0.0093),p:"Euryarchaeota"(0.0078),c:Thermoplasmata(0.0026),o:Methanomassil

iicoccales(0.0020),f:Methanomassiliicoccaceae(0.0006),g:Methanomassiliicoccus(0.0006); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACACAATGAGGATTGACAGATTGAGAGCTCTTTCTT

GATTTTGTGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGCTTAATTGCGATAACGAACGAGA

CCTTAACCTGCTAAATAGCCTGTATTGCTTTGGCAGTACACCGGCTTCTTAGAGGGACTATCGGCTCAAGCCGATGGA

AGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU1927;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCACTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTAAGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGAACTGCATTGGAAACTGCTTTGCTTGAGTGCCTGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1926;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5195),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTCGAGAGAGTAACTGGTCATGCTTTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAA

AGGGCGTGTAGGCGGGTGTGCAAGTCAGATGTGAAAACCATGGGCTCAACCCATAAACTGCATTGGAAACTGGACT

ACTTGAGTGCTGGAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATACGGAAGAACACCAGTGG

CGAAGGCGGCTTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1930;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCGATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATTGATGTTTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCTTAAGTTTGTAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGAGGAATTCGTGATGTTACGGTGAAATGCTTAAATATCACGAAGAACTCCTATTGCGAAGGCA

GCCTGCGAAGCTGCAACTGACATTGGGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTTGTA 

>OTU1929;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCAGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAGGTCTAGAGTGCAGGAGAGGAGA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATGAGGCTGATGGGAAAGCCTTCCGCTCAACCCGAGAAATGCAACAGAAAATGGTGG

ACTTTAGTGCAGAAGAGGGGGGGTGAACCCCATGGGGAGGGGTGGAATGCGTAGAAATAAGGAAGAACCCCCGGG
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GCGAAGGCGGCTCTCTGGGCTGCAACTGACGCCGAGGCTTGAAAGCAAGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU1931;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1291),g:Anaerovorax(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

TCTTGGGTCGTAAGGTTCTGTTCTGAGGGAAGGAGAAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTCTG

GTAAGCGCAAGGTGAAAGGCATAGGCTCAAACCATGGCAGCCTTGCGAACTGTCAGACTTGAGTGCAGGAGGGGAA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT

GTAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1933;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGGATAAAGTGCGGTACGCGTCCCGCATTGCATGTACCCTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGACGTGAAATGTCGTCGCTCAACGGCTGAAGTGCGGCGCGAACTGGTCCACTTG

AGTACGTGCGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCGGCCGACGGGAGCTCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1937;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Actinomycetaceae(0.0000),g:Actinomyces(0.0000); 

GATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGGTCTTTCCTCGACAAATTAGAGCCAATT

CCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCA

CACACGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGA

TTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGAACTAAACTTGCGAGTCATTTCTTTGATTTGGTCATTGTTAAAAT

ACTGACCAGCCGGGTGAGCTTGAGTAAGCATTTGGCGCAGAATCTCGGAAACCTGCTGTGGCTGGGAAAGATTGGT

GTTTTCC 

>OTU1934;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCGACAGGGACGAAGCAAGTGACGGTACCTGTAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCGG

CAAGTCAGATGTGAAAATTATGGGCTTAACCCATAAAGTGCATTTGAAACTGTCGATCTTGAGAGCGGAATGGGTAA



5095 

 

ATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGATTTACTGGGCCG

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1936;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Ruminococcus2(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGTCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1935;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTCGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCTTTTATACGGGGATAAAGTGCGCCACGTGTGGCTTATTCCACGTACCGCATGAATCCGG

ACCGGCTAATACCGTGCCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGTGATTAAGCGTGATGTGAAATGCAGATGCTCAACATGTGCACTGCAGCTCAAACTGGTTGGCTTGA

GTGCGCGCAAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAACACCGATGGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTACCAAACAGGATTAGATACCCTGGTA 

>OTU1939;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

TCCGCTTCCTCCTGTGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACCCCTATTGACATTATGGGTCTGCAAGCT

GCTTATGCTAATTTGCATACTGACCAAGAACGTGATTACTTCATGCAGCGTTACCATGATGTTATTTCTTCATTTGGAG

GTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAATCTCTGGGCATCTGGCTATGATGTTGA

TGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACCTATAAACATTCTGTGCCGCGTTTCGT

GGTTCCTGAGCATGGCACGAGGGTGACACGTGCGCTGGTGCGTTTTCA 

>OTU1938;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGCACGTGTCCCGCATTGCATGTACCATTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGACGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGG

GCAGCCTGCTGAGCTGCAACCGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1942;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

GACTAAGTACGCGTTCTTACACATCCCCAGACGGCGGTTCCTGCATGCCTGGGAAGCCTTCACGAAGGTGATAAGCA

GGCGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACG

GAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAG

TCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAAC

ATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCC

TAACGACGTGGGGTCAGG 

>OTU1940;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1941;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1945;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

AATAACAGCATCACCCATGCCTACAGTATTGTTATCGGTAGCCCGCACATCCCCCTGCGTGCCACCGCAGGCGGCTTT

TTGACCGCCTCCTAACAATTTAGACATGGCGCCACCAGCAAGAGCAGAAGCAATACCGCCAGCAATAGCACCAAACA

TAAATCACCTCACTTAAGTGGCTGGAGACAAATAATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCGGCATTTA

GTAGCGGTAAAGTTAGACCAAACCATGAAGCCAACATAAAAATTATGGCCGGGCGTTCGGGGAAGGACGTCAATAG

TCACACAGGCCTTGACGGTATAATAACCACCATCATGGCGACCATC 

>OTU1943;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4351); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAACGTGTGCCACGTGTGGCTTATCGTAGGTACCCTATGTATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTATGGTAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCTTGTAAGCGTGGTGTGAAAGGTCGGGGCTCAACCTAGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAAG

GCAGCCTGCTGTAGCGCTACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1944;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGAGGGATAAAGTGTGTCACGTGTGGCATATTTCAGGTAACCTATTAATAAGG

AACGGCTAATTCCGTTCCCACAGCCGCGGTAATTCCGAAAGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGTGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACTTGAG

TGCGTAGGATGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1947;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCTTGCGAGAGCGCTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTGAGATGTGAAAGGTAGCGGCTCAACCGTAAAATTGCATTGGGTACTGGCCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTACGAAG

GCAGCTGGCAGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1948;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCATAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTATTATTTGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGTCAGTCGTGAAAGTCTGCGGCTCAACGGGGGACGTGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCAGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8755),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCG

GCTAGAGTGTCGGAGAGGTAAGTGAAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9726),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGGTAGTGAAGAAAGGTAGAGGTAGTAACTGTCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAATGCCTCGGCTTAACCGGGGAACTGCGTCGGAAACTGTCTT

TCTTGAGTGAAGAAGAGGCGGGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.2607); 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAA

GTCTGAAGTGAAATCCCGGGGCTCAACCCCGGTGCTGCTTTGGAAACTGTACTGCTAGAGTGCTGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1952;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8267),c:Fusobacteriia(0.5963),o:"Fusobacteriales"(0.

3319),f:"Fusobacteriaceae"(0.1679),g:Fusobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGGAG

TCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTGAGTGCGCACGAGGAC

GGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1953;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_4(0.0252),g:Geosporobacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTTTGTTGTGAAGGAAGAAGAAAGTGACTGTACTTCACAAGGAAGCCCCGGCTAACTATGTG

CCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCTGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGAAATT

TAAGTTAAGTGTGAAATCCTTGGGCTTAACCCAAGAACTGCACTTAATACTGGGTTTCTAGAGTGTTGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGACTTACTGGACAA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1954;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Gammaproteobacteria(0.9993),o:Pseudom

onadales(0.9866),f:Pseudomonadaceae(0.9876),g:Pseudomonas(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGT

CTTCGGATTGTAAGGCACTTTAAGTTGGGAGGAAGGGTTGTAGATTAATACTCTGCAATTTTGACGTTACCGACAGAA

TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGTAGGTGGTTAGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCAAAACTGACTGA

CTAGAGTATGGTAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGC

GAAGGCGACCACCTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1955;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Ruminococcus(0.0087); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCCCTGTTGCTGGTGACGATGGTGAGAGGAAGTAACTGGCAGTCATCTGATGGTAACCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGCAGTATGTCGGGGGCAAACGGTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGGCGGGATGGCAAGTCAGGTGTGAAATCCCTGGGCTCAACCTAGGGGCTGCATTGGAAACTGTAG

TGCTTGAGTGAAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 



5100 

 

>OTU1957;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGTGCCACGTGTGGCATTTTGCAGGTACCCCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCCGGCTTACAAGCGCGTGGTGAAATCGCGGGGCTCAACCTGGGCATTGCCGCGGGAACTGTGGGCCTTG

AGTGGGCGTGAAGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATACGCCGCAGAACTCCGATTGCGAAG

GCAGCCTGCCATAGGGCAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAAAGCCTGAACCAGCCAAGTAGCGTGCGGGAGGACGGC

CCTACGGGTTGTAAACCTCTTTTGTTAGGGGATAAAGAGGGGGACGCGTGGCGTGTTGCGAGTACCTTTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGAGGGTTAAGCGTGTGGTGAAATTCCGCCGCTCAACGGCGGACGTGCCGCGCGAACTGGTTTACCT

GAGTGCGCGTGACGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCATCTGACGGTGGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1959;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumin

ococcaceae(0.0000),g:Clostridium_III(0.0000); 

GGTCAGGCCTCCACGGCGCTTTAATATAGTTGTTATAGATCTTCAAATCACCCTGACACAATTGCTTAGGGATTTTCTT

GGTATCCGGGTTACTCGTGCCAAGAAAAGCGGCATGGTCAATATAACCAGTAGTGTTCACAGTCGGGAGAGGAGTG

GCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAGGGACATAAAAAGTAAAAATG

GCTACAGTAGAGTCAATAGCAAGGACACGACGCAATGGAGAAAGACGGAGAGCGCAAACGGCGTGCATCTCGAAG

GAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACGAATCTGACCAGCAAGGAAGCCAAGATGGG

AAAGGGCATGCGG 

>OTU1956;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGACGAAGGC

CTTCGGGTTGTAAACTTCTTTGACCAGGGAAGATAATGACTGTACCTGGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCAGCAA

GTTGGATGTGAAATTCTGAAGCTTAACTTTAGATGGTCATCCAAAACTGTTGATCTTGAGTGTCAGAGGGGAAAGTG

GAATTCCTAGTGGAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU1961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Dorea(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGGATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGATTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTGCAA

GTCAGATGTGAAAGCCATGGGCTTAACCCAGGGACTGCATTTGGAACTGTGACGCTAGAGTGTCGGAGAGGTAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.7068),g:Intestinimonas(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAGGAAGGC

TTTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGATCGTGATAATACCATGGTCTGCTGACGGTACCTGACGA

ATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCACTTGAAACTGTACT

TCTTGAGTACTGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGG

CGAAGGCGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1962;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGATGTGTCCCCCGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGTATGGTAAGCGTGTTGTGAAAGGCCGTGGCTCAACCATGGCACTGCAGCGCAAACTGCCGTACTTG

AGTACAGTAGAGGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACCCCGATTGCGAAG

GCGGCCTACCGTAGCGGCACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1872),g:Fusicatenibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGACGTA

TTTCGGTATGTAAAGCTCTATCAGTAGGGGAGTAGAAATGACGGTACCTGACTAAGTAGCCCCGGCTAACTACGTGC

CAGCAGCCGAGGTAATACGTAGGGGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACTCAGGGCTCAACCGTTGAACTGCATTGGAAACTGTCAAGCTTGAGTGTCTGAGAGGTAAG

CGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAATGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU1964;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9943),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.9686); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTAAAGAAGGATAGAGGCAGTAACTGGTCTTGATGTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCATTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCTACGGCTCAACCGTGGAACTGCATCGGAAACTGGGT

GTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1965;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Intestinimonas(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTCCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTTC

AAGTCAGAAGTGAAATCTATGGGCTTAACTCATAAACTGCTTTTGAAACTGAATCCATGGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1968;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

ATTCATGGCGTTGAGTTCGCTCCTTTTTCTCTTTCTTTTGACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGT

ATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATA

GACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGG

CTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGTAGTAAGGATGAGTGTTCA

AGATTGCTGGAGGCCTCCAC 

>OTU1966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGCGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCTTTATTTGACGGTAATCAACCCGA

AAGTCCCGGCTAACCTCCTTCCAGCAGCCGCGGTTATACGTACGTGGCAAACCTTGTCCGGATTTTTTGGGCGTAAAG

CGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCT

TGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU1967;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGAGCCA

GCACCAGCTGCATTACGTAGGGGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGAAGTGAAAGCCCCGGGCTCAACCTGGGTACTGCGTTGGAAACTGTATTGCTGGAGTGCTGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAGGTACTGTCGGTGGGGAAGAAGGATAGGAGGAGTAACTGGTTGCTATTTGACGGTAATCAACC

AGAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGAATTACTGGGCG

TAAAGCGAGCGCAGGCGGAATGTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATCGGAAACTGT

CATTCTTGAGTGCCGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGG

TGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU1971;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Gammaproteobacteria(0.7497),o:"Enterob

acteriales"(0.4652),f:Enterobacteriaceae(0.2864),g:Escherichia/Shigella(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTTTTGGAGAAGAACGTGCGTGAGAGCAACTGTTGACGCCGTGACGGTATCTAACCA

GAAAATCACGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAAGTGGCAAGCATGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCGCTGGGCGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU1970;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Gammaproteobacteria(0.9180),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCAGGGAGGAAGGGAGTAAAGTTAATACCTTCACTCATTGACGGTATGCGCAGA

AGACGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGTAGGGTGCAAGCGTGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCTGTTTGTTAAGTCAGACGTGAAATCTCGGTGCTCAACCTCGGAACTGCATCGGAAACTGGCA

GGCTTGAGTGCAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT



5104 

 

GGCGAAGGCGGCCGGCTAGACGAAGACTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU1972;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1485),g:Odoribacter(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGCCACGTGAGGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAAGAATAAGTTTCACGCGTGGAACGTTGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCGATTAAGTTAGTGGTAAAATGACATGGCTAACCCTAGGCCAGCCATTACTACTGGTCAGCTTGAG

TACAGAAGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATTACTGAGAACTCCGATAGCGAAGGC

AGCTTAACAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU1975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAAGAGGGGGAAAGGGAAGGGAGGGTGAACCAGCCAAGTAGCGTGCAGGAAGACG

GCCCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGTGAACTGCCCAGC

TTGAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGCTTAGATACCCTGGTA 

>OTU1973;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCCTGCTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU1974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCTTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTCTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTAAAATAAGTCTAATGTGAAAGCCCGGGGCTTAACCGAAGAACTGCATCGGAAACTGGTTG
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TCTTGAGTGCAGAAGAGGAGAGTGGAATTCGAGGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1976;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGCAGGTGCCAAGCTTTCTCCGGATTTATTGGGCGGA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGGTGTGAAAGGCTTGGGCTTAACCAAAGAAGTGCATCGGAAAATGTCA

GACTTGAGTGCAGAAGAGGACAGGGGAAATCCATGTGTAGCGGTGGAATGCGTTGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGCCGCGTGAAGGATGAAGGT

TCTATGGATTGAAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGTGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTAAGCAGTGAAAGCTTATGGCTCAACCCTGAAATTGCCGTTGAAACTGGAGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATCAGGCAGAACACCAGTCGCGAAGG

CGGCTTGCCGAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU1978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGCTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTATGTGCTCGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGAGCGTCGCGAACCGGGC

AACTTGAGTGCGGAAGAGGACAGTGTAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCTGCTGTCTTGTCTGCTACTGACGCTGAGGCCCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1980;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG
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AAAGTCACGGCTAACCACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCGGGGCTTAACCGAGGAACTGCAGCGGAAACTGTGA

TTCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1979;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.7787),g:Lachnospiracea_incertae_sedis(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGAACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTAACTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAAGACCGGGGCCCAACCCCGGGCCTGCATTGGAAACTGCTTGGCTGGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGA

TACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1981;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Roseburia(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGCAGGCGGTACGGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGGACT

AGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1982;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9726),o:Burkholderi

ales(0.8737),f:Sutterellaceae(0.7428),g:Sutterella(0.6200); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGGAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGATCGGGATAATACCATGGTATGCTGAGGGTACCTGGAGC

ATAAGCACCGGCTAACAACGAGCCAGCAACCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGAGT

AAAGCGTGCGCAGGCGGTTCTGTAGGACAGACGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAT

GACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATG

GCGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU1983;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9762),o:"Fusobacteriales"(0.

9497),f:"Fusobacteriaceae"(0.4914),g:Fusobacterium(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACCAAAAGTCTGACCCAGCAATCCTGTGTGCACGATGAGGTC

TTACGGAATGTAAAGTGCTTTCAGTTGGGAAGAATTAAGTGTCGGTACAAACAGAAGAAGCGACGGGTAAATACGT

GCTAGCCGACGCGGTTATACGTATGTCGCATGCGTTATCCGGATTTATTGGGCTTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGTTGTGAAAATGCGGTGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATTGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATA

CTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1987;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

ATCCGACAGACCAGGTATGTGCACCCAATGAGATGCTTGCTTATCAACCGACGGAGTCTCCTGCTCGCGTTGCGTCTT

TTATGGAAAACACCCATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAAGCTCAAACGG

CTGGTCAGTATTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTTAGTGCTGAGGTTGACTTAGTTCATCAGC

AAACGCAGAATCAGCGGTATGGCTCTTCTCATATTGGCGCGACTGCAAAGGATATTTCTAAGGTCGTCACTGATGATG

CTACGGGTGTGGTTGATATTTTGCAGGGTATTGA 

>OTU1986;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCCA

GCCGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCTCGCCAA

GTCAGCGGTCAAAGTTCCGGGCTCAACGCGGTGTCGCCGTGGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGGCG

GAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCTAC

TGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU1985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCAAAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTAGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGAAGTGACGGTATCTAAACG

GAAAGGCACGGCTAACTACGTGACAGCAGCAGAGGTAATACGTAGGAGGCAAGCGTTATCCGGATTTATTGGGCTT

AAAGCGAGCGCAGGTGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTCAACCAAAGAAGTGCATCTGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTTCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU1984;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4787); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCTTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTACCTGTTAACGCAGTGACGGTATTCAACCAG

AAAGTCACGGATAACTACGCGCCAGCAGCTGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTCTTATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCGTCGAAAACTGGGTG

ACTTGAGTGCAGAAGAGGACATTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU1989;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCAAAATGGGCGCAGGCCTGATGGAGCAACACCGCGTGAGTAAAGAAGGG

TTTCGGCTAGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGGTTTATTGGGCGTA

AGGCGAGCGCAGGCGGTTGCTTAGATCTGAGGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAAGCGGG

GGACTTGAGTGCCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGTGTAGATATATGGAAGAACACCAGT

GGAGAAGGCGCCTGTCTGGTCCGCAACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU1990;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9820),o:"Fusobacteriales"(0.

9821),f:"Fusobacteriaceae"(0.5991),g:Fusobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAGTACGTAGGTAGCAAGCGTTATCCGGATTTAGTGGGCGTAAAGCGAGCGCAGGCGGGAT

GATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGCCTAACTAGAGTATCGGAGAGGT

GGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGAC

GAATACTGACACTGAAGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1988;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAA

GTCTAGAGTGCAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGT

AGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU1991;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTTG

AGTTCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU1994;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGCGTGGCCTTTTGCAGGTATCGCATGAATCAG

GACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGACCGGGTGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAAAGCAGTGGCTCAACGTCTGGACTGCAGCGCGAACTGCCCAGCTT

GAGTGCGGGCAACGTTAGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGAGGAGGAACTCCGATTGCGAA

GGCGGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1993;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGGGGTGGTTTGCAGGTACCTTATGAATAAG

CAGCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTGATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGTTGCGGATTAAGTCTGTGGTGAAAGTCCGTGGCTCAACCCTTGACCTGCCGTTGAAACTGGTTGGCTT

GAGTACGTACGGGGCAGGCGGAATGCGTTGTGTAGCGGTGTAATGCATAGATTTCACGCAGAACCCCGATCGCGAA

GGCCGCCTGCCGGGCCGTGACTGACCCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU1992;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.2902),o:Syntrophob

acterales(0.0781),f:Syntrophaceae(0.0252),g:Desulfomonile(0.0076); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGAAACCCTGACGCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCCGTCTGAGGGGACGAACGTCCGTAGCGACAACAACGTTGCGGAGTGACGGTACCCTCAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCG

TAAAGGGCGTGCAGGCGGCCACCGCAAGTTGCATGTGAAATCCCCGGGCTTAACCCGGGACGTGCGTGCAAGACTG

CGGGGCTCGAATACGGGAGAGGGTCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTC

GTGGCGAAGGCGACGACCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC

TGGTA 
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>OTU1997;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2524),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGACGCAGCAATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTCGTAAAGTCCTTTCCGTGGGGAGGAAACACTGACGTTACCTTCAGAAGAGGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAGAGGGAGCGTAGACGGACTGG

CAAGTCTGATGTGAAAGTCATGGTCTCAACCTGTGGACTGCATTGGAAACTGTTGGTCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGG

TAACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1998;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGTTCATCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGACGAGCTGGAG

TGCGACAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU1996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACTCTCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTTTAGGTGGCATCACAA

GTCAGATGTGAAATCCATGGGCTTAACCCATGCACTGCATTTGAAACTGTGGATCTTGAGTGCTGGAGGGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU1995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGAATGTAAAGCTCTATCAGCAGGGAAGAGTAAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCGGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2001;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.0

000),f:Halobacteriaceae(0.0000),g:Halorussus(0.0000); 

GGAAGTAAAAGTCGTAACAAGGTTTCTGTAGGTGAACCTGCAGCAGGCTCATTAGTGAAGATTTGGGCAGGCCATAC

GGACGCCACAAAGTGTCCCTGGCCGCCTACACCCACTATACATCCACAAACCCGTGTGCACTGTCCTTGGAAAGGGCA

TTTGGAGAGAAAAAGGAAGAGAAGCGAGAACAGTGCGATCCGTCGCGTTGGGCGTTGATCTCTGGCTTGGTCTCTCT

GAGGCCCTTTCCTCGCTACAAACTCGAATGGTTAGTATGAACGTGGAACTTGGTTGGACCGTCACTGGCCAACAAACT

GTACACAACTTTCGACAACGGATCTCTTGGTTCTCCCATCGATGAAGAACGCAGCGAAACGCGATAGGTAATGTGAA

TTGCAGAATTCCGGGAATCATCGAATCTGTGAAC 

>OTU1999;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Erysipelotrichia(0.4428),o:Erysipelotrichales(0.20

39),f:Erysipelotrichaceae(0.0904),g:Turicibacter(0.0181); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAATAAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGCGAGTGCAGGCGGTTCAATA

AGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGGAAG

TGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGT

AACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Pepto

streptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATATACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAAATGGGAAACTTGAGTGCAAGAGATGAAAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACGAAAGTAGCGAATGCGGATGTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2002;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCGGGAAGACTGC

CCTCGGGTTTTAAACTTCTTTTAGTCGGGAATAAAAGGACGCACGGTTTCGTCTTATTTCAAGTACCGTCAGAAAAAG

GACCGGCTAATTCCGTGCCACCAGCCCCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGGTAAGGCAGCTGTGAAATCGCGGCGCTCAACTGCGCGACTGCAGTTGATACTGGCGGACTT

GAGTGCACGCAGGGATGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAA

GGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU2003;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

ATGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGAGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTATGATTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCAATTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTAATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTATTGTAAAATGTCGGGGCTCAACCTGAGCATTGCAGCGCGAACTGGCAAACTTG

AGTACGCAGGAAGTAGGCGGAATTCGTCGTGTAACGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTAGGTATCGAACAGGATTGGATACCCTGGTA 

>OTU2004;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.7787),g:Blautia(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGACAGGAAGATAATGACGGTACTGTCTAAAGAAGCCCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCTTGAGTACCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2005;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCAGGAAGACGGT

CCTCTGGATTGTAAACTGCTGTGTTCAGGGACGATAATGACGGTACCTGAATAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGAGC

AAGTTGGATGTGAAAACTGTCGGCTCAACTGACAGACTGCATTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2006;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCGGCAGGGAAGAGGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTGTCAA

GTCTGGAGTGAAATGCCGGGGCTCAACCCCGGAGCTGCTCTGGAAACTGATGGGCTGGAGTACCGGAGGGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGT

AACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2008;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATATTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGCTGTTAAGCGTGCTGTGAAATGTAGGGGCTCAACCTGTGAATTGCAGCGCGAACTGGAAGACTTG

AGTGAGTAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCATACTAGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2007;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8472),o:Desulfovibr

ionales(0.5766),f:Desulfovibrionaceae(0.3204),g:Desulfovibrio(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGTACTGTGCTAATCAGCAGTGCCCTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCGTGTAGGCTGTATGGCAAGTTGGAGGTGAAATGCCGCGGCTCAACCGTGGAACTGCCTTGGAAACTGCC

AAACTAGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCAGGAAGAACATCAGT

GGCGAAGGCGGCTATCTGGATCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2009;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTGGTGAAGTGTCGTGGGTCAACCTGAGCAATGCAGCGCGAACTGTGGGACGT

GAGTGCGCAGGAAGTAGGCGGGATTAGTCGGGTAGCAGTAAAATGCTTAGGTATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTTACGCTTAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2010;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACCGCTTTTATACGGGGACAATGTGAGCCACGTGTGGCCTATTGCAGGTACCCTACGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTAATAAGCGTGTTGTGAAATGTCGGGGCTCAACCGTGGCATTGCAGCGCGAACTGGTAAACTTGA

GTGCGCAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTACGAGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU2011;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.6709),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGCGATGAAGTA

TTTAGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAATGATGGTACCTGACTAAGAAGCACCGGCGAAATACGTGC

GAGCAGCCACGGTAATACGTATGGTGCAAGCGTTATCCGGATTTAGTGGGTGTAAAGGGAGCGCAGGCGGTACGGA

AAGTCTGATGTGAAAGTCCGGGGCTCAACTCCGGTACTGCATTGGAAACTGTCGGACTAGAGTGTCGGAGGGGTAA

GTGGAATTCTTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.8605); 

ACGGTAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCCGTAACACGTCGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCGTCGGCTCAACCGCAGAATTGCATCAGAAACTGTTGAG

CTTGAGGGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATGG

CGAAGGCGGCTCTCTGGTCTGCAACTGAGGCTGAGGCTCGAGAGCATGGGTAGCGAACGGGATTAGATACCCTGGT

A 

>OTU2012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9573),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGGTGGAGCAACGCCGCGTGAGTGGAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTATTAAACAG

GAAGGTAAGGGCTAACTACGTGCCAGCACCCCGGGTAAAAGGAGGGGGGCAAGCGTGGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGT

TTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU2015;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8146),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGTGACACTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGATTAAGCGTGTGGTGAAATGGGGGCGCTCAACGTCTGAACTGCAGCGCGAACTGGTTTCCTTG
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AGTGCGCACAACGTGGGCGGGATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGGGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2016;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGGGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTGATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAATTCTTAAGTGAAAGCCCTCGGCTTAACCGAGGAACCGCATCGGAAACTTTTTT

TTTTGAGTTCCGAAGAGGAGAGTGGAACTCCATGGGGTGCGGGGGAATGCGGTGATATATTGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCCACTGACGCTGAGGCTTGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAATGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTTTGAAGTGAAAACCCGGGGCTCAACCCTGTAATTGCATTTAAAACTGTTTTGCTAGAGTGTCGAAGAGGTTAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACCATAT

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2017;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGTGAAGACTGT

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCTTGTACCATATGAATAAGG

ACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATATGGTAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGACGTGAAATTCCGTGGCTCAACGGCGGACGTGCGGCGCAAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAG

GCGGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2018;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0712); 

CAGGAAGGAAGAAGGAGGAAAGAGGGAAAAAGGGGGGAAAGAAGGATGAAGAGACGCCGCGTGAAGGAAGAAG

TATCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGA

TGACTGACGCTGAGGCTCGAAAACGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2019;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCATATTTCAGGTACCCTATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTAGTAAGTCAGATGTGAAATCCGGAGGCTCAACCGTGGGCCTGCAGTTGATACTGGTGGCCTTG

AGTGCGAGAAGGGGCGGTGGAATTCATGGTGTAGAGGTGAAATGCTAAGATATCAGGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.9566); 

ACGGGAGGCAGCAGGAGGCAAGCGGCCACAAGGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

TCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCACTCGATGATGGCATCTAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAA

GACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGGATAGGACAGGATTAGATACCCTGG

TA 

>OTU2022;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2184),g:Faecalibacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGGCAA

GTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTGGAAACTGTTTTTCTTGAGTACTGGAGAGGCAGGCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGGCGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2021;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATAGGGTTTAA

AGGGTGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATAATGTACA
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TCTGGAATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2025;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Pediococcus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAGGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATGAATATA

AATCGTACTGTTCACGCAGTATGTGGGGTGGTGACTTCGGTCCCGCTCATTCATATCCATAACACCTGTGCACTGTTG

GATGCTTGCATCCACTTTTAAACTAAACATTATTGTAACAAATGTAGTCTTATTATAACATAATAAAACTTTCAACAACG

GATCTCTTGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU2024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGCGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGGAA

AGCGAGTGCAGGCGGTTCAATAAGGCTGATGTGAAAACCTACGGCTCGAGCGGAGAATTGCAACAGTAACTGTTGA

ACTTGAGGGCAGGAGGGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTCTCTGGTCTGCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.1291),g:Butyricicoccus(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAAGGACGAAGAAGTGACGGTACTTGATGAATAAGCTCCGGCTAACTACGTGCA

AGCAGCCGCGGTAATATGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGATTGGCA

AGTTGGGAGTGAAATGTCGGGTCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTAGTGTGATGGAGAAGCAGGC

GGAATTCCCATTGTAGCGGTGAAATGCGTAGATATTGGAAGAAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2026;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACTGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTGA
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GTGCGAACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGG

CAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2027;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Porphyromonas(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGGGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTGAGAGGGGAAATCCCCGCACTCAACGCGGGAGTTGCCGTTGATACTGTACAGCTG

GAATGCTCTTGCCGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGAAATTACTCAGAACACGGATTGCGAG

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTG 

>OTU2029;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Rikenellaceae"(0.9108),g:Alistipes(0.8124); 

CCTTCTTCCTCCTTTATTCCTCTTTTTCCCTTTCCCCCCGTCTGAACCAGCCATGCCGCGTGCAGGATGCCGGCTCTATG

AGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTATCGTACGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGGTTAAAGGGTGCGTA

GGCGGTTTGATAAGTTAGAGGTGAAAGACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGAGAGTA

GTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCAGCT

TACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Ruminococcus2(0.1735); 

ACGGGAGGCAGCAGTGGGGAATCTTTCCCCATTTTCTCCAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATC

TCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGGAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2028;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTATCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGACGGATGTTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGGATATCTTG
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AGTGCAGTTGAGGCAGGCGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAG

GCAGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2031;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Rikenellaceae"(0.1291),g:Alistipes(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTG

AGTGCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAGG

GCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2032;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTGAACTTCTTTTATAAAGGATTAAAGTCGGGTATGGATACCCGTTTGCAGGTACTTTATGAATAAGG

ATCGGCTACCTCCGTGCCAGCACCTCCGGTAATACGGGGAACCCGAGCGTTATCCGGATTTATCGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2035;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGAACGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTGTATTTGCCGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAGTAAGTCTAGAGTGAAAGCCCTCGGCTTAACCGTGGAACTGCATCGGAAACTGTT

TTGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGGAAGCCTGAAGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGTGCAACTGTCCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGAGGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGG
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GGCTTGAGTGAAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGAT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTCTGTAA

GTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGCAGGACTTGAGTGCAGAAGGGGAGAGTG

GAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAAC

TGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Dorea(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGGGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCAGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAACCTCTGGACTGCTTTGGAATCTGTGCAGCTAGAGTGTCGGAGAGGTACGTG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTCAGCTGCAAC

TGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATTCCCTGGTC 

>OTU2037;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCAAAGGGAAGAAAAAAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGCAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCAGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.3544),g:Roseburia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAACGCAGGCAGTCTTTTA

AGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACGTGAGTGCAGAAGAGGAGAG
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TGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2038;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGA

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGCAGATGTGAAATCCCCGGGCGCAACCCGTGAACTGCATCCGCTACTGGCA

GTCTTTAGTTTCGTAGAAGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGAAATACCCGTGG

CGAAGGCGGGCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGG

TA 

>OTU2042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Prevotellaceae"(0.9573),g:Prevotella(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGATAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTG

AGTACGCACAAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

CCTTCCTTCCTCCTTCTTTCCTCTTCCCCCCTTTCCTCCCGTCTGCTGGCTCCACGCCGCGTGAGTGAAGAAGGGTTTCG

GCTCGTAAAGCACTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGACAG

TAACGGCTCCCTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG

AGTGCAGGCGGTTAAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCTGAGAATTGCATGAGAAACTGTTTAACTTG

AGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

TGCGGCTCCCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9604),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGAAGTAACTGGCATTTATTTGACGGTAATCAACCA

GCAAGTCACGGCTAACTACGTGCCAGAAGGAGAGGTGAATCGACGGGGGCAAACGGTGTCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGAATAAGAAGTCGAATTGGAAAGCCCTCGGCTTACCCGAGGAATTGCATTGGAAACTGTT
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TTTCTGGAGTGCAGAAGAGGCGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2040;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCCCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGGAACTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGATCGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACTAG

AAAGTCACGGATAACTACGTGCCCGCAGCTGCTGTAAAACGTAGGTGGCAAGAGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGAAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACACAAGAAGTGCATCTGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAAGAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTCC

CCGTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAGGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGACGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTGGGCGACGTGTGGCATATTGCATGTACCATATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGTAGGCCGTATATTAAGCGTGTCGTGAAATGTCGGGGCTCAACCTCGGCACTGCAGCGCGAACTGGTAGACTTG

AGTGCGCAGGAAGTCGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTTGGAGAAGAACGTGTGTGAGATTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGGGCATCGGAAACTGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACAATGATGCAGAGACGCCGCGTGACTGAAGAAGAAT

TTCGGTATGTAAAGGTCTATCAGAAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGACAG

CAGCCGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCAA

GTCTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCCTTGGCAACTGTCAAGCTTGAGTGTCGGAGAGGTAAGCG

CAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTTAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTTGTA 

>OTU2049;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.6709),g:Coprococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGC

AAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU2050;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

AGGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGAAGGGAGGAGGAAGGAGGGAAGGAGGGTACAGGAGGA

CGGCCCTATGGGTTGTAAACTGCTGGTATAGGGGGATAAAGGGGGCCACGTGGGGGAGATTGCAGGGAGGCGATG

AATAAGGACCGGCTAATTCAGTGCCAGCAGCCGCGGTAATAGGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTT
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AAAGGGAGCGTAGGCCGTCTTATAAGCGTGTCGTGAAATGTCGGGGCTCAACCGCCTCATTGCAGCGCGAACTGTGA

GCCTTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATT

GCGAAGGCAGCCTGCTGTACCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTCCT

A 

>OTU2052;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGTTTTTAAACTGCTTTTATAGGGGGATAACGTGTGCCACGTTTGGCATATTGCCGGTACCCTATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGAGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGAGAAACTGACGCTGAAGTGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2051;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTTGGAATAATGTGCGCCACGCGTCCCGCATTGCATGTACCATTTGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCGGTGGGGTAAGCGTAGCGTGAAAGTCCGCCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCGACTTG

AGTACGCGGGACGTTGGAGGAATTCGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGAAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2054;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacteri

ales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Olivibacter(0.0157); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGCGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCTGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTGTGCAAGTGAGCGGTGAAAGGTAGGGGGTCAACCCGGAAAGTGCCGTTGATACTGGGAGGC

TGGAATGAGGATGCTGTGGGAGGAATGAGTGTTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCG

AAGGCATCTAACAAATCCTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2055;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCATGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGTCTTATAAGCGTGTGGTTAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCTGAATTCGTCGCGTAGCGGTGAAATGCTTAGGTATGACTAAGAACTTCGATTGAGAAGG

CAGCCTTCCGGGGTGTTACTGCCGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU2053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9762),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCGACCAG

AAAGTCCCGGCTAACTACGTGCCCGCACCCGCCGTAATACGTCTGTGGCTAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAAAGGGGTGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATAGGGAAGAACACCAGTGGC

GAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGAGAACAGGATTAGATACACTGGTA 

>OTU2057;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Enteroc

occaceae(0.0000),g:Enterococcus(0.0000); 

GCCAAATGCTTCCTCAAGCTCAACCGGCTGGTCAGTATTTTACCAATGCCCCAATCAACGACATGCCTCGCAAGGTTA

GTGCTGGGGTTGCCTTAGTTCATCAGCAAACGCAGAATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAAGG

ATATTTCTAATGTCGTCACTGATGCTGCTTCTGGTGTGGTTGATATTTTTCATGGTATTGATAAAGCTGTTGCCGATACT

TGGAACAATTTCTGGAAAGACGGTAAAGCTGATGGTATGGGCTCTAATTGGTCTAGGAAATAACCGTCAGGATTGAC

ACCCTCCCAATTGGAGGGTTTCATGCCTCCAAATCT 

>OTU2056;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9867),c:Fusobacteriia(0.9726),o:"Fusobacteriales"(0.

8955),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAGGTCGGATCAAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGACTAAATACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGGTATCCGGATGTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TAAGGCCGATGTGAAACTGCGGGGCTCACCTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATTGGAGAGGTGAG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAA

TACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2058;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTGGTGAAAGTTCGAGGCTCAACCGTAAAATTGCAGTGAAAACTGATTATCTTGA
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GTGCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACGTTAAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2059;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGCTTAGGTCTGATGTTGAAGACATCGGCTCAACCGAAGAAGTGCATCGGGAACCGGGC

GACTTGAGTGCAGTAGAGGACAGTGGAGCTCCATGCGTAGCGGTGGAATGCGTAGACATATTGACGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCGAAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCGG

GTA 

>OTU2060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9707),f:Rumin

ococcaceae(0.9294),g:Gemmiger(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGATGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGATCGGCAA

GTTGGAAGTGAAAACCATGGGCTCAACCTAGATATTGCTTTTAAAACTGCTGGCCTAGAGTGATGCAGAGGTAGGTG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAGTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2062;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGA

GTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2061;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGCGGGATTGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACCGTAGTTCTT
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GAGTACTGGAGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2064;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGAGCCACGTGTGGCTTTTTGTATGTACCATACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTATTAAGTCAGATGTGAAAGGTTGGGGCTCAACCGGAGAATTGCAGTTGATACTGGTCGTCTTGA

GTGCAGCAGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACGGGACTGTAATTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2063;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9900),c:Fusobacteriia(0.9733),o:"Fusobacteriales"(0.

9063),f:"Fusobacteriaceae"(0.7787),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTTTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAATAAACAAATGACGGTACCAATAGAAGAAGCGACGGTTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTGCCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACGCCGTATTGCGTTGGGAACTGCCTAACTAGAGTATCGGAGAGGTAGG

CGGAACTAGAGGTGTAGAGGTGAAATTCTTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTAGACGAA

TACTGACACTAAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2067;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8146),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCCTTTATAAGGGAATAAAGTGAGTCTCTTGAGGCTTTTTGCATGTACCTTATGATTAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGGCGTGAAATGTAGACGCTCAACGTCTGAACTGCAGCGCGAACTGGTTACCTTG

AGTACGAAGAAAGTGGGTGGAATTCGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTAAATGGAGCGCAACTGAAGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2065;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Alphaproteobacteria(0.2902),o:Rhodospiril

lales(0.0547),f:Rhodospirillaceae(0.0149),g:Azospirillum(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAGACCCTGATCCAGCCATGCCGCGTGCGTGACGAAGGC

CTTCGGGTTGTAAAGCTCTTTTACATGGGAAGATAATGACGGTACCATGAGAATAAGCACCGGCTAACTTCGTGCCA

GACGCCGCGGTAATACGAAGGGTGCCAGCGTTGTTCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGACTTGCAA

GTTAGTCGTGAAAGCCTTGGGCTTAACGTGAGACTTGCCATTGATACTGTGGGTCTGGAGTATCAGAGAGGATGACG
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GAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATAGAACACCGGTGGCGAAGGCGGTTATCTGGCTGATTAC

TGACGCTTAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.9085); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTCGGCGGTGAAGAAGGATCGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACAACGTGCCAGCAGCGGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTGGGCTTAACCGAGGAACTGCATCGGAAACTGTTG

TTCTTGAGTGCAGAAGAGGCAATGGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCAGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2068;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Bacilli(0.1740),o:Lactobacillales(0.0781),f:Lactoba

cillaceae(0.0252),g:Lactobacillus(0.0076); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATAGACGCAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGTAGGATGGAGGTAGTAACTGGCCTTTATTTGACGGTAAGTATTTAGA

AAGTCACGGCTAACTACGTGACAGCAGCGGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGCAGGCCGTAGGTTAAGCGTGTCGTGAAATTCCGCCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCT

CTTGAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCG

AAGGCAGCTGACTGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2069;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCTTTGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAG

AGTGTCGGAGAGGCAAGTGGTATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGGTATCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Ruminococcus2(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGACTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACGACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCA

AGTCTGATGTGAAAATCCGGGGCTCGCCCGCGGAACTGCCTTGGCAACTGTTTTTCTTGAGTGCCGGTGGTGTAAGC
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GGAATTCCTAGTGTAGCGGTGACATGCGTAGTTATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCA

AGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.8505),g:Subdoligranulum(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTGGGGACGATAACGACGGTACCCAACAAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTACGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATGAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2074;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTCCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGAGGCTCAACGGCTGCACTGCAGCGCGAACTGGGTTTCTT

GAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATGGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2073;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Oribacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATAATGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGAATGTAAAGCTCTATCAGCAGGGAAGAATTTAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACAGC

AAGTCTGAAGTGAAATGTAGGGGCTCAACCCCTAACTTGCTTTGGAAACTGTTGACCTTGAGTACCGGAGGGGCAAG
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CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2075;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTCATCCGGATTGACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

ACAGTCTGATGTGAAAACCCAGGGCTCAACCTGGGGGGTGCATTGGATACGGGCAAGCTAGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGACGAAGGCGGCATACTGGACG

ATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2077;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCGTTTATAGGGGAATAAAGTGAGGGACGTGTGGCGTATTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCCTGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGCGTGTTGTGAAATGGCGGCGCTCAACCTGAGCGGTGCAGCGCGAACTGTGAGACTTG

AGTGCGCGGAATGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2076;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

AAGGGAGGCAGAAGGGAGGAAGAGGGGGAAAGGGGGGAAAGAGGGAAGAAGAAAAGGAGAGTGAGGGAAGAC

TGCCCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCGGCATTGCATGTAGCATTTGAATA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGCAGGCCGTGAGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCAC

TTGAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2078;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCATCTGTTTGGGAATAAAGTTCGGGGCGTGTCCCGCATTGCATGTGCCATTTTAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGAA

GCGCAGGCGGTAGGCTAAGCGTGCTGTGAAATCCTGTGGCTCAACGGCAGAAGTGCGGCGCGAACTGGTCAGCTGG
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AGTACGGGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATGGCGAA

GGCAGCTGACGGGAGCGTAACTGACGCTGAGGCTCGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2080;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTGCGGCATATTGCACGTACCCTATGAACAAGG

ACCGGCTAATTCTGTGCCATCAGCCGCGGTAATACTGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTTATAAGCGGGTTGTGAAATGTCCGGGCGCAACCTGGACATTGCAGCGCAAACTGTGAAACTTGA

GTGCGCAGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACACCGATTGCGAAG

GCAGCCTGCTGTAGCACAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2079;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGCGGGGGCACAAAGGACGGCACGCGTGGCGAGATGAGGGTACCCCCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTACGTAGGCGGGTTGCCAAGTCAGCGGTCAAATACCGGGGCTTAACCTCGGTCTGCCGTTGAAACTGGCTGTCTAG

AGTGGGGGCGAGGTACGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCATACCGGGCGCCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2081;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2082;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCCTTCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAGGTCAGAGGTGAAATCCGGCGGCTCAACCGTCAGCCTGCAGTTGATACTGGTGGTCTT
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GAGTGAGCGAAGGGGCGGTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCAGGAAGAACTCCGATCGCGA

AGGCGGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2083;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATTTTTAAGTGGGATGTGAAATACTCGGGCTTAACCTGGGGCCTGCATCCAATACTGGAGA

ACTAGAGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2084;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVb(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTA

AAGGGAGCGTAGGCGGCACGTCAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGTGGATTGCATTTGGAACTGGC

GAGCTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2086;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAATTCCTTTTATAGGGGGGTTAAGTATGCCACGTGTGGCATATTCCAGGTACACTATGAATCAGG

ACCGGGTAATTCCGTGCCAGCAGCCGCCGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTTATAAGCGTGATGTGAAATGTCTGGGCTCAACCTGTGCATTGCATTGCGAACTGTGAGTCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATGGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2087;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGCAGAATGAAGGC

CTTATGGGTTGTAAACTGTTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGTAGGCCGTTTGGTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCAATGGCGAA

GGCGGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAGCAGGATTAGATACCCTGGTA 

>OTU2085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGACGGTC

CTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGCGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAACGCAGGCGGTCTATTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGGTGTAGTGCGTTGCGAACTGGAAGA

CTTGAGTGCATAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAGCACCAATGGC

GAAAGCGGCTCTCTAGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2088;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCTACCCGTCGCCTATTGTATGTACCATCTGATAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGATTAAGTCAGGGGTAAAATCGTGCGGCTCAACCGTACATAGCAGTTGATACTGATGAGCTTGA

GTGTAAACAGGGATGATGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGAGAAGG

CAGGAGACAGGGGTACTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATAACCTGGTA 

>OTU2089;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGGGTGCTATGCATGCCATTTTGCAGGTACCCTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCTGTCTGATAAGCGTGTTGTGAAATGTCGGGGCTCAACCGGGGCATTGCGGCGCGAACTGTGGGACTTG

AGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCGGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2091;tax=d:Archaea(0.0041),p:"Korarchaeota"(0.0000),g:"Candidatus_Korarchaeum"(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCTGAAGCCATTTGGCTGAGGGCACGTCTGCCTGGGTGTCACACA

ACGTCGCCCCACCCCCAGGATCTGGGACGGTGCGGATGTTGGCCTCCCGACAGCTCGAAAGGGCCACACGGCTGGC

CGAAATGAGAGTCGTCGGCGAGGGATGCCACGGTGAGCTGTGGTTGACATGACACTACTATGGTATTGTAGCCGTG

AGCGGTTCCTTGTCGGCTGCTAAGTGATGGACCGAGAGGGGCCTAGGCCTTTTTAACTTGCGACCCCAGGTCAGGCG

GGAACACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 
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>OTU2090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Saccharofermentans(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGAGACGAAGGAAGCGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGATCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATA

CAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGGATCTCTTGAGTGTCGGAGAGGTAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2093;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9970),o:Lactobacillales(0.9889),f:Lactoba

cillaceae(0.9871),g:Lactobacillus(0.9799); 

AAGGGAGGAAGAAGGAGGGAAGAGGAAAAAAGGGAAGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAG

GTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACC

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2092;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGATAAATTACGGGATGCATCCCTTTTTGCAGGTCCCGCTTGAATAAGG

CCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCGCTGCAGCGCGAACTGGTAGTCTTG

AGTGCGGTGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAGGAACCCCGATCGCGAA

GGCAGCTCGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2094;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Erysipelotrichia(0.3483),o:Erysipelotrichales(0.14

83),f:Erysipelotrichaceae(0.0560),g:Turicibacter(0.0134); 

ACGGAAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGATGACGGTC

TTCGGACTGTAAAATTCTGTTATCAAGGAAGAAAGCAACTTTTAGGAAATGACTAGTTGTTGACGGTACTTGATTAGA

AGGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAA

AGCGTGCGTAGGTTGTTAATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTTAA

CTAGAATCCAGAAGGGGTAAGTGGAATTCCATGTGGAGCGGTAAAATGCTTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGTCTGGTATTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2095;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAACGGGTGCGTAGGTGGTTTCTTGA

GCGTGGGGTGAAAGGCTATGGCTTAACCATAGTTAGCCCCGCGAACTGGGAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2096;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Oscillibacter(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAACCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTGAACTTCTTTTATCAGGGACGAAGAAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTGCGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCTGGAGGCTTAACCTCCAAACTGCATTTGAAACTGTAGGTCTTGAGTATCGGAGAGGTAA

CCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2097;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGC

CCTACGGGTTGTAAACCTCGTTTGTCAGGGAGCAAGGGACAGGTCGTGACCTGTTGTGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGAGGCACAAGTCAGCGGTAAACTCGCGGGGCTCAACCCCGCTCCGGCGTTGAAACTGTGTCCCTT

GAGTGCGCGAAGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGA

AGGCAGCACACCGGCGCTCAACTGACGCTCATGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2099;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGTGCGTCGGCGGTAGGCTAAGTTGGATGTGAAATACCCGGGCTTAACGTGGGGGCTGCATGCAAAACTGGTT

TACTAGAGTTCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU2100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTCATAAGTAGGGGGCTAGAGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGGAACGTGAGTGCAGGAGAAGAAAGT

GGAATTCCTAGTGTGTCGGTGACATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGTCACTGAGGCATGAAAGCGTGGGGAGCAAACATGATTAGATACCCTGGTA 

>OTU2098;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAACATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTTGATAGGGAAGAAGACAGTGACGGTACCTATCGAGGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAACACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACA

ACAAGTCAGATGTGAAACTTATGGGCTTAACCCATAACCTGCATTTGAAACTGCTGTTCTTGAGAGTCGGAGAGGTA

GATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACG

ACCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2102;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Anaerobacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTTTAAGTGTGGAAGAAGATGACGGTACACACAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGATGTCCGGAGTTACTGGGTGTAAAGGGCGTGTAGGCGGGTGAACA

AGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTGTTTATATTGAGTGCCGGAGAGGAAAGC

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTGGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGTCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTGAAGCGTGTCGTGAAAGTCCGGGGCTTAACGGCGGGCGTGCTGCGGGAACTGGTCCTCTTG

AGTACGCGGGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATTGCGAA

GGCAGCTGACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU2101;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGAGAAGAAGGT

CTTCGGATTGTAAATCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAATT

TAAGTTGGATGTGAAATACCCGGGCTTAACCTGGGGGGTGCATTCAAAACTGGATAGCTAGAGTGCAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2104;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9740),o:Burkholderi

ales(0.8737),f:Sutterellaceae(0.7428),g:Sutterella(0.6200); 

AAGGGAGGAAGAAGGGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGCCAATACCACAGTCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCCGGCGGTTCTGTACGACAGATTGGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGAGACTGCAG

GACTAGAGTGCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATG

GCGAAGGCAGCCCCCTGGGATGTGAATGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGG

TA 

>OTU2105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCCTAATGCTCTGTTCGTAGTGATGAAAGATAAGGTTAGTAACTTGCCTTTATTTGACGGTGATTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCATCCGCGTTAATACGTAGGTGGCATGCGATGTCCGGATTTATTGGGCGTAAA

GCGAGCGAAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTGAACCGAGGAACTGCATCAGAAACTGTTGTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGGAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCACGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2107;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAGAGTCTGATGGAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGAGCGGAAAGCTGTGTTGATGGGGAAGAAGGATAGAGGTAGTAACTGGCCTTGATTTGACGGTAATCAACC

AGAAAGTCACGGCTAACGACGTGCCAGCAGCCGCGGTAATAGGTAGGGGGCTAGCGTGGTCCGGATTTATTGAGCG

TAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCTCGGAACTGCATCGGAAACTGTT

CTGCTTGAGTGCAGTAGATGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCGGTT
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GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2106;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGTCTTGTAGGCGGAGATGC

AAGTTGGGAGTGAAATGCAGGGGCTCAAGCCCTGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTGGTGTGGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGGGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGTACCCTGGTA 

>OTU2109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9933),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9666),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCGCT

TAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGAC

AGTGGAACTCCATGTATAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9769),o:Bacillales(0.9606),f:Bacillaceae_

1(0.8146),g:Bacillus(0.7162); 

GTGCCAGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTT

TCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAG

GAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATACGGAGGAACACCAGTGGCGAAGGCGACTTTCTGG

TCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGAGTAGTCC 

>OTU2110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTCTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTACAGGGAGCGTAGGCGGATTTTAAA

GTGAGATGTGAAATACTCGGGCTAAACCTGAGAGCTGCATTTCAAACTGGGCTACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGGAGCGTTGAAAAGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



5139 

 

>OTU2108;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

streptococcaceae(0.0355),g:Clostridium_XI(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCATTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAAGGATTCGAGCGTTATCCGGATTTATTGGGCGCAAAGGG

TGCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAGCCGTAGTAAGCTCTTGAAACTGGGAAACTTGA

GTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTATCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGGGATACAA

GTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACGCGTGAACTGCATTTGAAACTGCGGCTCTTGAGTGCCGGAGAGGAGA

GCGGAATACCTAGTGTAGCAGTGGAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2115;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGCCAGCAGTGGGGAATATTGCACACTGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAT

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATGTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGAGTAGCGGTGAGATGCGTAGAGATTAGGAAGAGCACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGTTTGATAA

GTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2117;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGAAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGATGACGGT

TTTCGGATTGTAAACCTCTGTCCTCTGTGAAGATAGTGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCATGGGCTGAACCCATGAACTGCTTTCAAAACTGCATCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGTAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTATGTGC

CAGCAGCCGCTGTAATACGTAGGTGGCGAGCATTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATAC

AAGTCAGGTGTGAAATCTATGGGCTTAACCGATAAACTGCGCTTGAAACTGTTGCTCTTGAGTGACGGCGAGGTAGG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTCTACTAGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2119;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5991),g:Oscillibacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCACGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGTAGAAGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTTCGCA

AGTCAGATGTGAAATGCAGGGGCTTAACCCCTGAGCTGCATTTGAAACTGTGGATCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGATGGCCGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.5991),g:Clostridium_XI(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTATCAGCAGGGACGATTGTGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGAGAGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCGGTCTTATAA

GCGTGACGTGAAATGCAGCGGCTCAACCGTAGGATGTGCGTCGCGAACTGTGAGACTTGAGTGTATTCGATGTCAGC

GGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAGTA

ACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCGAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTTTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGTCCTTTATTTGACGTTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGAGACAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCATAGGCTTAACCGAGGAACTGCATCGGAAACTGGTTT

TCTTGAGTACAGACGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCACGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2123;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Euglenida(0.0000); 

GTGAACATCGAATCTTTGAACGCATCTTGCGCCTTTTGGTATTCCAAAAGGCACACCTGTTTGAGTGTCATGAAGCCCT

CTCATTAAACATTTTATAACTTGTTTAAAATTGTTTAGTGGATGTTGAGTGTTGCTGTCATTAGCTCACTTTAAATATAT

AAGTCACTTTTCAAATAAGTTGGATTGACTTGGTGTAATAATTTTATCATCACATCAAGGAAAGTAGCAATACTTGCCA

TCTTGTTTAATATGAGGGACTTCTAAAAACCCCCCCTTTTATAAAATTTAAGACCTCAAATCAGGTGGGACTACCCGCT

GAACTTAAGCATATCAATAAGCGGAGGA 
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>OTU2121;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Anaerotruncus(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTA

AGTTAGAGGTGAAAGTCCAGCTTTCAAGGTTGGAACTGCCTTTAATACTGCTGAGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACAGA

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2125;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Fastidiosipila(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTCGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGAGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2124;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Enterob

acteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0204); 

ACGGAAGGCAGCAGCGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGACGATTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAA

GTCTGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTA

GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGGAGGGAATCTTCCACAAAGGACGCAAGTCTGCTGGAGCAACGCCGCGTGAGGGAAGTAGGT

TTTCGGATCGTAAAGCTCTGATGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCACGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCTTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTCGC

GAAGGCGGCTCTCTGGTCTGCACCTGCCCCTCAGGCTCGCAAGCATCGGGAGCCAACAGGATTAGATACCCTGGTA 
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>OTU2126;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9462),o:Burkholderi

ales(0.8520),f:Burkholderiales_incertae_sedis(0.7068),g:Aquabacterium(0.5720); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGCT

TTGCAAGACAGATGTGAACTCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCAAGGCTAGAGTACGGCAGAG

GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG

GCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTGGTTGTTGGACGGCTTGCTGTTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU2128;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Marinilabiliaceae(0.0073),g:Alkalitalea(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATTGGCGGAATCCTAAACCAGCCATTCCGCGTTCGGGAATGAGGCC

CTATGGGCTGTGAACCTCTTTTTCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAAG

CATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTAAACGCCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAAAACCGATTGCGAA

GGCATCTGGAGAATCCGTAACTGACGCTTAGGAACGGAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU2131;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CCACATCGAACCCAACAGCCATATACCTGGTAGCTTTAAGCGGCTCACCTTTAGCATCCCCCGGCCACAACCAACCAG

AACGTGCAAAAGCTTCCTGCGTGTAGCGAACTGCGATGGGCATACTGTAACCATAAGGCCACGTATTTTGCAAGCTAT

TTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTAGGAAGTGTCCGCATAAAGGGC

ACCGCATGGAAATGAAGACGGCCATTAGATGTACCAGACTCAGGCACACAAAAAGACTGATAGCAGTCGGCGTGTG

AAGCAGTAGAATTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACGA 

>OTU2130;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCGAATTCCGTGCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGGTTTGTTTTGAATGCCGCGTCGCAACCGTGGCACTGCAGCGCGCACTGGGGGGCTTG

AGTGCGCTCATCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAG

GCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2129;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Butyricimonas(0.0181); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCCAAGGGCTCAGCCCTTGAACTGCATTTGAAACTGTATTTCTTG

AGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2132;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Arthrobacter(0.0000); 

TTCGCTGAATCCGGTTATTAAAGAGCTTATTTGTCTCCAGCCACTTAAGTGAGGTGATTTATGTTTGGTGCTATTGCTG

GCGGTCTTGCTTCTGCTCTTGCTGGTGGCACCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCTCCGGTGGCA

TTCAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCT

CTAATGTTCCTAACCCTGATGAGGCCGGCCCTAGTTTTGTTGCTGGGGCTAGGGCTAAAGCTGGTAAAGGACTTCTTG

AAGGTACGTGGCAGGCTGGCACTTCTGCCGGGTCTGATAAGTTGCTGGAGTGGGTGGGACTTGGTGGCAAGTCTGC

CGCTG 

>OTU2135;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Nocardioidaceae(0.0000),g:Nocardioides(0.0000); 

CCACCACGTCCCACCAACTCACGCCCCTTATCCGAACCGGCAGTAGTGCCAGCCTGCACCGTACCTTCAAGAAGTCCTT

TACCAGCTTTAGCCCTAGCACCAGAAACAAAACTAGGGACGGCCTCATCAGGGTTAGGAACATTAGAGCCTTGAATG

GCAGATTTAATACCAGCATCACCCATGCCTACAGTATTGTTATCGGTAGCAAGCACATCACCTTGAATGCCACCGGAG

GCGGCTTTTTGACCGCCTCCAAACAATTGAGACATGGCGCCACCAGCAAGAGCAGAAGCAATACCGCCAGCAATAGC

ACCAAACATAAATCACCGCACGGAAGTGGCGGGAGACAAAT 

>OTU2133;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8808),c:Fusobacteriia(0.7114),o:"Fusobacteriales"(0.

4280),f:"Fusobacteriaceae"(0.2524),g:Fusobacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2134;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

TCCAAAGCAATCTCAGCACCAACCGCCACAACCTGATTAGCGGCGTTGCCAGATGTATCCATCTGAATGCAATGACGC

ACACCACCATTACCCGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACA
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GGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAA

AAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGGAAACCCCTCAGCGGCAAAAATTA

AAATGTTTACCGCTTCGGCGGTATAACCGCACACTCAATCGTTTATCACGAA 

>OTU2136;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Papillibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTAAGAGGGAAGAAGAAGTGACGGTACATCTTGAATAAGACCCGGCTAACTACGTGC

CAGCAGCTGCGGGAATACGTACGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCCAAGGGCTCAACCCGTGAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2139;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGCGTGCTAAGTGTGGCATATTGCAGGTACCCTATGAATAAG

GATCGGTTAATTCCGTACCTGCAGCCGCGGCAATACGGAAGGTCCGGGCGCTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCATTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGTGGGACTG

GAGTGCGCAGGAAGTAGGCGGAATTCGTGTTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCGGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2140;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:"Rikenellaceae"(0.9852),g:Alistipes(0.9762); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGATGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAACTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTCCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAATCAGCCCCGGCTAACTACTTGCCAG

CAGCCGCGGTATTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAAG

TCTGAAGTGAAATACCCGGGCTCAAACTGGGAACTGCTTTGGAAACTGTACGACTAGAGTGCTGGAGAGGTAAGCG
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GAATTCCAAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGCAA

CTGACGTTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2138;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCATGTAGGCTGTATGGCAAGTTGGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCG

AACTGGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACACCGATG

GCGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTCACTATGTATAGTGTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGTTTTAAGCGTGTCGTGAAAAGCCGTGGCTCAACCATGGTCGTGCAGCGCGAGCTGGAGCACTTGA

GTACGCTGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGTAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2143;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9989),c:Spirochaetia(0.9798),o:Spirochaetales(0.975

3),f:Spirochaetaceae(0.9759),g:Treponema(0.3479); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGACGAGGAAGGC

CGGAAGGTTGTAAAGTCCTGTTGAGACTGAAGAATAAGCGGGGCAGGGAATGGCCCTGTGGTGACGGTAGGTCTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGCCCTGCAAGCTTGGTGTGAAATCCACGGGCTCAACCCGTGAACTGCATTGAGAACTACA

GGGCTAGAGTCGCTGAGGCGAGACTGGAACTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAAT

GGCGAAGGCAAGTCTCGGGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2144;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCCAATGGACGGAAGGCTGATGGAGCAACGCCGGGGGAGGGAAGAAGGG

TTTCGGCTTGGAAAGGTCTGTTGGTAGGGAAGAAAGGTAGGGGTAGTAACTGGCCTTTATTTGACGGGTAATAATTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTTGGAAGCGTTGTCCGGATTTATTGGGCGTA
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AAGGGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2142;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

CGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGGGTGAAGAAGGGT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCATTTATTTGACGGAACTCCACCAG

AACGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCCAGCGTTGTCCGGATGTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGGCTAACGTGAAAGCCCTCGGCTTAACCGCGTAACTGCATCGGAAACTGTTT

GTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6709),g:Roseburia(0.4351); 

ACGGAAGGCAGCAGTGGGAAATATTGAACAATGGGGGAAACCCTAATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAGGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTTGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCACGGGGCTCAACCCCGGTACTGCATTTGAAACTGGTTCTCTAGAGTGTCGGAGTGGTAAG

TGGAATTCCTAGTTTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACGATC

ACTGCCGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2145;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Betaproteobacteria(0.9180),o:Burkholderi

ales(0.7623),f:Sutterellaceae(0.5273),g:Parasutterella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGTGTTGTAAACCGCTTTTGTTAGGAACGAAAAGGCTTTGACGAATAATCAGAGCTGCTGACGGTACCTAAAGAA

TACGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGGGTAAGAAAGACGTGAAATCACGGAGCGTAACTTAGGAATAGAAGTTGTGACTGCGC

GACTGGAGTGTGTCAGAGGGAGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATG

GAGAAGGCAGCCTCCTGGGATAACACTGAAGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2146;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTCGGGGATAATGTGCGCCACGCGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGAGCTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGTGCGAACTGGCAGACTG

GAGTGCGCGCGGAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACAGATTGCGA

AGGCAGCCTGCGGGAGCGGAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2148;tax=d:Bacteria(0.0014),p:"Verrucomicrobia"(0.0000),c:Subdivision3(0.0000),g:Subdivision3_gen

era_incertae_sedis(0.0000); 

CATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGCCAGAGTAGAAATGCCCCAAGCCTCAATAGCCGGTTTAAGCG

CCTCGATCCGCTCCACGTCCAACTAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAATCCTCCAA

GATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATA

CCATCAGCTTTACCGTCTTGCCAGAAATTGTGCCAAGTATCGGCAACAGCGTTATCAATACAATGAAAAATATCAAGC

ACACCAGAAGCAGAATCAGTGACGACATGAGAAATATCCGGTGCAGTAGCGACAATATGAGAAGAGCCAGACCGAT

GATGCTGCGTTTGCTGATGAACTAAGTCAACCTCA 

>OTU2152;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

TTCCAAGTCTCGGCAACAGCTTTATCCATACCCTGCCAAATATCAACCCCACCAGAAGCAGCCTCAGTGACTACATTCG

CAATATCCTTTGCAGTCGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCT

CAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCCTGAGTAAGCAT

TTGGCGCATAATCTCGGAAACCGGCTGTTGCTTGGAAAGAGTGGTGTGTTCCATAATAGACGCAACGCGAGCAGTAG

AATCCGTCTGTTGATAAGCAAGCAGCTCAGGTGGGGCATATACCTGGTCTTTC 

>OTU2149;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9740),o:Desulfovibr

ionales(0.9172),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCGGACGCAGCGACGCCGCGTGAGGAATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGAGATGGTGCTCTAATCATCATCCTTCTGACGGTACATTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGCTAATTCGGAGGGTGCAAGCGTTAATCGGAATCACTAGGCGT

AAAGCGCACGTAGGCTGTTATGTAAGTCAAGTGTAAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCAC

GACTAGAATCCGGAAGAGGATTGCGGAGTACCAGGTGTAGGAGTGAAATCAGTATATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2150;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Erysipelotrichia(0.9856),o:Erysipelotrichales(0.99

42),f:Erysipelotrichaceae(0.9887),g:Clostridium_XVIII(0.9818); 
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ACGGAAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTATAAAGGAAGAACGGCGGCTACAGGAAATGGTAGCCGAGTGACGGTACTTTATTA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTATCCGGAATTATTGGGCGT

AAAGAGGGAGCAGGCGGCAGCAAGGGTCTGTGGTGAAAGCCTGAAGCTTAACTTCAGTAAGCCATAGAAACCAGGC

AGCTAGAGTGCAGGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGACGATCTGGCCTGCAACTGACGCTCAGTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGG

TA 

>OTU2151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

ATTCGTAATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCATGCAA

GTCTGATGTGAAAGGCGGGGGCTCAACTCCCGGACTTCATTGGAAACTGTAAGGCTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2153;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Flammeovirgaceae(0.0000),g:Rapidithrix(0.0000); 

TGCGTCCGTACGAACGTCCGTGTTTCCTGCGCGTACCCGCCAGGTAAACGCGAACAATTCAGCGGCTTTAACCGGCCG

CTCGACGCCATTCATAATGTTTTCCGTAAATTCAGCGCCTTCCATGATGAGACAGGCCGTTTGAATGTTGACGGGATG

AACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAAGGTATCCTACAAAGTCCAGCGTA

CCATAAACGCAAGCCTCAAAGCAGCGACGCGCACGAGAGCGGTCAGTAGCAATCCAAACTTAGTTACTCGTCAGAAA

ATCGAAATCAGCTTCGGTTAAAACAAAAACGGCAGAAGCCTGAATGAGCGTAAGAGAGGCAAAAGCGGTCTGGAAA

CGTACGGATTGTGCAGGAACTTGACGCATGATGTCTGACCTATTAGTGGTTGAACAGAAG 

>OTU2156;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Chitinophagaceae(0.0000),g:Niastella(0.0000); 

TTTACAGACACCTACAGCTACATCGTCAACGTTATATTTTGATAGTTTGACGGTTACTGCTGGTAATGGTGGTTTTCTT

CATTGCATTCAGATGGTTACATCTGTCAACGCCGCTAATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCG

ACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCCGACTACCCTCCCGACTGCCTATGATGTTTATC

CGTTGGATGGTCGCCATGATGGGGGTTATTATACCGTCAAGGACTGTGTGACTAGTGACGGCCTTCCCCGTACGCCG

GGCAAGAATGTTTATGTGGGTGTCAGGGTGTGGGCTAACTTGACCGCTACTAA 

>OTU2154;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0134); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

TCTATGGGTTGTAAACTTCTTTAGTCCGGGGGCAAAAAACGCCACGCGTAGCGTGATGCAAGTACCAGAAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGTTTGTCAAGTTTGCGGTCAAACGGTGGGGCTTAACCGTGTCATGCCATGGAAACTGGCTAACTTGC

GTGGCGTCGAGGTGTGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTCACCAGGAGCCTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2155;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTGCGGATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATTACTCTAATGTGACATCCCTCGGCTTAACCGAGGAACTGCCTCGGAAACTGTTTT

TCTTGACTGCAGAAGAGGAGGTTTGAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACACCAGTGGC

GTATGCGGCTCTCTGGTCTGCACCTGCCGCTGAGGCTCGAAAGCATGGGTAGCGCACAGGATTAGATACCCTGGTA 

>OTU2158;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AAATCACATCAGTGTAATCGCTTACACTAACATTTATCTTAGTTAGGATTTAAGTGCATGAAAATAATTGAGTTATATC

ATCATAGATTAAACGCTGTTAACTGCAATTAAGACTTTACTGAAAAGAAATGTAACAACTGTGAAAACCGAATAATAA

TATGAAAATATTACAAATCTTTGTCTGTTGTGGTTGGTGTAATCGGTTTCAGTTGTGATGATAATCTGCGGTGAAACGT

GATCAGGAAGAATGATGTTATTGTGCGGGCGGTTTTGTTGCCGGATGCGGCGTGATCGCCTATCCAAAAGAAAAAG

GCCAGCGCGAGGCTGGCCTTTGAACGCAGGTGAAGAAAGATTACTTCAGACCGGCAGCATCGCGCAGCAGCTGCGC

TTTGTCGGTTTTTTCCCACGGGAAATGT 

>OTU2159;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Deltaproteobacteria(0.9180),o:Desulfovibr

ionales(0.8303),f:Desulfovibrionaceae(0.5991),g:Desulfovibrio(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCCCAATGGGCTAAAGCCTGCCGCAGCGACGCCTCGTGTGGGATGACGGTC

TTCGGTTCGTAAATCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAGG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTATGTAAGGCGGGGGGGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCAAG

ACTTGAATGCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTG

GCGAAGGCGGCCACATGGACCGGTAATGACGCGGAGGTGCGAAAGAGTGGGGAGAAAACAGGATTAGATACCCTG

GTA 

>OTU2157;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0230); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTT

GAGTACAGGCGAGGTAGGCGGAATTCATAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGGTTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGGACAGGATTAGATACCCTGGTA 

>OTU2160;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAG

ACTTGAGTGCGCGCAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATCG

CGAAGGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU2161;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.9015),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACAGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GGCCGGATAATTCCGTGCCAGCCGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGTAGACTTG

AGTGCGCAGGAAGGAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAATTCCGATTGCGAAG

GCAGCCCGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2162;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0230); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CCTATGATTTTAAAGTTCTTTTTTTAAGGACGTAGAAGTGACGTTACTTAATGGTTAAGCTCCGGCTAATGACGTACCA

GCAGCTGCTTTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGTTCGTAGGCCGCAGAGCAAG

TCAGATGTGAAATCCGGAGGCTTAACCCACGAACTGCATTTGGAACTGTTTTGCTTGAGTGAGGTAGAGGCAGGCGG

AATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACTCCAGTGGCGAAGGCAGCCTGCTGGGCTTTAAC

TGACGCTGAAGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2163;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1679),g:Ethanoligenens(0.0326); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTTGTTGGTGACGAAACATGACGGTAGCCAAAGAGGAAGCCACGGCTAACTACTGGCC

AGCAGCCACGGAAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACAGC

AAGTTGGATGTGAAATACAGAGGCTTAACCTAGGGACTGCATTCAAAACTGTAGTGCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2164;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Alphaproteobacteria(0.9038),o:Sphingomo

nadales(0.3639),f:Sphingomonadaceae(0.1872),g:Sphingomonas(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGACGATGGACAAAAGCCTGAACCAGCAATGCAGCGTGAGTGATGAAGGC

ATTAGGGGTGTAAAGCTGTATTACCCGGGATGATAATGACAGTACAGGGAGGATAAGCTCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAA

GTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTTAGTG

GAATTCCGAGTGTAGATTTTAAATTCTTATATATTCGGCAGAACGCCCTTGGCTAATGCCGCTCACTGCACTCGTCCTG

ACTCCGAGGTGCGACAGCGTTGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU2166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGCCCGTCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTAACTGTT

CGATCTCGTATGCCGTCTTCTGCTTGAAAAAAAAAACGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTCTTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGGAAAATTGAAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTTTAGCGGTGAATTTTTTATTTAATGATACGGCGACCACCGAGATCTACACT

CTTTCCCTACACGACGCTCTTCCGATCTACGGAAGGCAGCAGCCCGTCAGGATTAGATACCCTGGTA 

>OTU2165;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Deltaproteobacteria(0.9834),o:Desulfovibr

ionales(0.9843),f:Desulfovibrionaceae(0.9666),g:Desulfovibrio(0.9743); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCGGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAA

AGGGTGCGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGA

CTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGC

GAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2169;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0204); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGCTGTAAACCGCTTTTATGCGGGGATAATGTGGGCCACGCGCGGCCTCTTGCAGGTTCCGCATGAATAAG

GCCTGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGGGCTGCAGCGCGAACTGCCGAGCTT

GAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATAGGGCGAAGAACTCCGATTGCGAA

GGCAGCTGGCGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATGGAACAGGATTAGATACCCTGGTA 

>OTU2167;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAACCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTTGTAAAGCTCCGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGACGGATTTTTAAGTGAGATGTGAAATACTCGGGCTTAACCGGAGTGCTGCAGTTCAAACTGGAA

GTCTAGAGTGCAGGAGAGGAGAAGAGAATTCGTAGGGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGT

GGCGAAGGCGCTTCTCGGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2168;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTGAACAATGGACGCAAGTCAGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

GTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGAAGTAACTGGCAGTTACTTGACGGTAATCAACCA

GAAAGTCACGGAGAACTACGTGCCAGCAGCCGCGGTAATACGTATGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGAGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCTTCGGAAACTGTT

CTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GTCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2171;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATGCCTTTGCTCATTGACGTTACCCGCAGAA

GTAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGGTGCATGCGCTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTGGGAACTGCAGCTGATACTGGCG

AGCTGGAGTGTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGT

GGCGAAGGCGGCTCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU2173;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAAATAATTATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGACTAGGTGGTTATCTAAG

CGTAAGGTTTAAGCGTGCAGCCCAAGTGTATCTCGCATTGCGGACTGGACGACTTGGGTGCAGGAGGCGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTGTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTTGTAAACTTCTTTTGTCGCAGAGTAATAAGGTCTACGCGTGGACCGATGAGAGTACGGGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGGGTAAGTCAGCGGTGAAATGTCGGGGCTCAACCCCGGAAGTGCCGTTGATACTGTTTGGCTG

GAGTGCGCGCGACGCGGGCGGAATGTGTCGTGTAGCGGTGAAATGCATAGATATGACGCAGAACACCGATTGCGAA

GGCAGCTGGCGAGGGCTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2175;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.7428),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTAATGCTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGCAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTTGCGGCTCAACCTCTGAACTGCAGTGCGAACTGGTCTTCTTGA

GTACGGAAGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2174;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0904),g:Alkalibaculum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTTTT

TAAGTCTGAAGTGAAAATCCGGGGATCAACCCCGGAACTGCTTTGGAAACTGTTTAGCTGGAGTACAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGACTTACTGGACA

TTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAT

TGCAGTGGCGGCAGGCGGAATTCTCGGTGTGGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGGTAAGCTGCAACTAACATTGAGCATCGAAAGTGTGGGTATCAAACAGGATTAGATCCCTGGTA 

>OTU2178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.5963),o:Erysipelotrichales(0.33

19),f:Erysipelotrichaceae(0.1679),g:Turicibacter(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGAGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGTGGATCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGATT

AGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTT

GCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2170;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGTAGGAAGAAGGT

TTTCGGATTGTAAACTATCGTCGTTAGGGAAGATACAAGACAGTACCTAAGGATGAAGCTCCGGCTAACTACGTGAC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCTTAATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGACAACA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATTGTTCTTGAGTGTTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTGGACAATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2177;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



5156 

 

>OTU2179;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVb(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATCGTAAACTTCTGTCCTTAGGGAAGAAACAAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGCGTACGTAGGTGGTTTAT

CAAGCGTGGGGTTTAAGGCTATGGCTCAACCATAGTCAGCCCTGCGAACTGGTGAACTAGAGTACAGGAGGGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTCACTACGTGTAGTGTTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCTAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGAGGTCAAGCGTGACGTGGAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGCTTTCTTG

AGTGAGTTCGATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCCACAAGGCCTTTACTGACGCTAAAGCGCGAGGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2181;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9805),o:Neisseriales(

0.9497),f:Neisseriaceae(0.9294),g:Neisseria(0.6200); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCC

TTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAGGCTCCGGGTTAATACCCTGGAGTTATGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTCTGAACTGGGT

GACTAGAGTATGCCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGAT

GGCGAAGGCAGCCCCCTGGGATAATACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2184;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4563),g:Ruminococcus2(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAATAAGCCCCGGCTCACTACGTGCCA

GCCGCCGCAGTACTACGTCGGGGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCTTGACTGCATTGGAAACTGTTTTGCTTGAGTGCGGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2182;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCCTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTTTCAA

GTCAGTAGTGAAATGCAGGGGCTTAACCCCTGAGCTGCTATTGAAACTGAGAGTCTTGAGTGGGGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2183;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCCTGCCAATCCGTTA

CTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2185;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Subdoligranulum(0.0326); 

CCTTCCTTCCTCCTTTTTTCATCTTTCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGTTTTC

GGATTGTAAACCTCTGTTTTCGTTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAAG

TTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTGG

AATTCCCGGTGTAGAGGTGGAATGAGTAGATATCGAGAGGAACACCAGTGGCGAAGGCGAACTACGGGGAAACAA

CTGACGATGAGGCTCGAAAGCATGGGTAGAAAACAGGATTAGATACCCTGGTA 

>OTU2186;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGCGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAGTACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

CAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGTTGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACA

ATAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2188;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9990),c:Spirochaetia(0.9820),o:Spirochaetales(0.982

1),f:Spirochaetaceae(0.9871),g:Treponema(0.9818); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAACGGAGGAAACTCTGACGGAGCAACGCCGCGTGGACGATGAAGGC

CGGACGGTTGTAAAGTCCTTTTATAATTGAGGAATAAGCTGGCCAGGGAATGGTTCCGCGGTGACTGTAGATTATGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGTTAACACGTATGGTGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCACGCAGGCGGCTTTGCAAGCTTGGTGTGAAATCTCAGGGCTCAACCATGAAACTGCATTGAGAACTGCATG

GCTAGAGTTAGTGAGGGGAAAGCGGAATTCCAGTTGTAGGGGTGAAATGTGTAGATATCCGGACGAACACCAGTGG

CGAAGGCAGGTTTCCAGAACATAACTGACGCTCAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGGT

A 

>OTU2187;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCCAACTACGC

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGTGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GCTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGCGGGAAGTGCTTTGGATACTGGCGTGCTGGAGTGCAGGAGAGG

TAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGG

ACTGTGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2189;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGTGGGGAACCCTGATGCAGCGACGCCGCGTGGGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGTAA

GTCTGGAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTGGAAACTGTGTAGCTAGAGTGTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2190;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Negativicutes(0.6730),o:Selenomonadales(0.395

9),f:Veillonellaceae(0.2184),g:Mitsuokella(0.0615); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCAATGACGGTACCTGACG

AGGAAGCCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGGTGGCAAGGCAAGGCAGATGTGAAAACCCGGGGCTCAACTCCGTGACTGCATTTGAAACTGTC

TAGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT
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GGCGAAGGCGCTTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2192;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGGAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGAAAAATA

AGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGTTGGAGAGGAAGGT

GGAATTCCTAGCGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACAATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU2191;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGATTGTAAACTTCTGTTACCAGGGAAGAAGCAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGAT

TCAAGTCAGATGTGAAATATCAAGGCTTAACCCTGAAACTGCATTTGAAACTGATTCCCTTGAGTATCGGAGAGGCAT

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTA

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2195;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TGCGCCAACTGCTTACTCAAGCTCCCCCGGCTGGTCAGTATTTTACCCCTGCCCAACTCAAAGAACTGACTCGCACGGT

TAGTGCTGAGATTGACTTAGTTCATCAGCAAACGCAGAATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAA

GGATCTTTCTAATGTCGTCACTGATGCTGCTTCTGGTGTGGTTGATATTTTTCATGGTATTGATAAAGCTGTTGCCGAT

ACTTGGAACAATTTCTGGAAAGACGGTAAAGCTGATGGTATTGGCTCTAATTTGTCTAGGAAATAACCGTCAGGATTG

ACACCGTCCCAATTGTATGTTTTCATGCCTCAAAATCTTGGAGGCTGTTTTATGGTGCGTTCTTATTACCCTTCTGAATG

TAACGCTGATTATTGTGACTGTGAGCGTAGCGAGGCTC 

>OTU2193;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTC

TTTCGGTATGTAAAGCTCTTTCACCCGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACTCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCAGGAGAGGTAAGT
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GGAATTCCGAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGCTTACTGGACAGG

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2194;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAAGCAGACGTGGAAACCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGC

AAGCTTGGGTCTCGTAGGGGGGGGGAGGATTCCAGGTGTAGCGGTGAAATGCGTAGAGGTCTGGAGGAAAACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGGCGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TAGTA 

>OTU2199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGAGAGCCTGAACGAGCAAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTAGAAAGGAATAAAGTCTGGTATGGATAACCGTTTTCATGTACTTTATGAATAAGG

AAAGGCTAACCACGTGACAGCAGCCGCGGTAATAAGATGGATCGGAGCCTTATCCGGATTTATTTGGTTTGAAGGGA

GCGTAGATGGATGTTTAAATCAGTTGTGAAAGTTTGCGGCTCCACCGTAATATTGCAGTTGATACTAGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2197;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGAGCAA

GCAGCCGCGGTCATACGTAGGTGGCGCGGGTGGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCCTTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCCGTGGGCTGCATCTCAAACTGGAAGACTAGAGTGCGGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2196;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Erysipelotrichia(0.9711),o:Erysipelotrichales(0.87

37),f:Erysipelotrichaceae(0.7787),g:Turicibacter(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTGAGTAGGAAATGGCTAGAGTGTGATGGTACCTTATGA

GAAAGCCACGGATAACTACGTGCCAGCAGGCGCGGTGATATGAAGGTGGCGAGCGGTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGAAGTGAAAGCCCGCGGCTTAACCGTGGAAGTTCATTGGAAACTGGT



5161 

 

ATACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTACCTGGTCTGTATCTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2201;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

AGGAACCGCCTTCTGGTGATTTGCCCGAACGCGTACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTTCA

GTTGTTGCAGTTGCCTCGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCACTCGCTATTCAATCATG

ACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTG

ACCAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTGCAGACGTTTAGGTATCGCCATAATACAAAC

GTGTTTTCTGAGAAGCTGGTTCTCACTGCTGTGACGCCAGCTTCTTCGGCACCTGTATTAAAGACACCGAAAGCTACA

GCGGCAACGTTATATTTTGAGAGGGGGACGGG 

>OTU2198;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTCTCAAGGACGATAATGACGGTACTTGCTGAATAAGCCACGGCGAACTACGTCCCAG

CAGCCGCCGTAATAAGTAGGTGGCAGGCGTTATCCGGCTTTACTGGGTGTAAAGGGCGTGTAGGCGGGATGGCAAG

TCAGGAGTGAAAACTACGGGCTCAACCCATAGAGTGCTTTTGAAACTGTGTTTCTTGAGTGATGGAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAATAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU2200;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.8048),o:"Enterob

acteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGTCTGATGCAGCCATGTAGCGTGTATGATGACGGCC

CTCGGGTTGTTAAGTACCTTTAGTGGGGAGGAAGGGTGTAAAGCTAATACCTTTGTTTATTGACGTCACCCGCAGAA

GAAGCATCGGCTCACTCCGTGCCAGCCGCTGCGGTAATACGGAGGGTGCATGTGCTAATCGGAATTACTGGGAGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCGGGGAACTGCAGCTGGTACTGGCAG

ACTTGAGTCTCGGGGAGGTAGGTAGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGATGG

CGAAGGCGGCCCCCTGTACGAAGACTGACGCTCAAGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2203;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Hespellia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATGGCAA
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GTCTGAGGTGAAAGGCTGGGGCTCAACGCGGGGGCTGCATTTGAAACTGTCGGACTAGAATGCCGGAGGGGTAGG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTGGATACCCTGGTA 

>OTU2202;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGCTTT

AAGTCAGGTGTGAAATCTATGGGCTCAACCCATAGACTGCACTTGAAACTGAGGCTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGCGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2204;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Anaerobacterium(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACCCTGACGCAGCGACGCCGCGTGCGTGAAGAAGGA

TTTCGGGTTGTAAGGCGCTTTCGACAGGGAAGAAAAAGGACAGTACCTGTCGAATAAACTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGCAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGAC

AAGTTAGTTGTGAAACCCCGCGGCTCAACTGAGGAACTGCAACTAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCTTTCTGGACAGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2205;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTCTCCCGCCTGCTTCCTCCACGCCGCGTGAGCGATGAAGGCCTTCGG

GTCGTAAAGCTCTGTCCTCAAGGGAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCAGG

AGTGGAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGGAATTC

CTAGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAACTGACG

CTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTAGGGTTTGTAAACTCCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGATGGATGTTTAAGTGTGGTGTGAAAGGTTGCGGCTCAACCGGAGAATTGCAGTTGATACTGGATATCTTGA
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GTGCAGGTGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACACCGATTGCGAAGG

CAGCCTGCTGGGCTGTAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2209;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ATGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAG

AGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAA

GGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5632),g:Roseburia(0.2607); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAAAAATGACGGTACCTGACTAAGAAGCACCGGGTAACTACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTAACCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTGCGG

CAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTACGACTAGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2207;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGC

CTTCGGGTTGTAAACCTCTGTCCTTGGGGACGAATAGATGACGGTACCCAGGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTTATTT

AAGTCAGATGTGAAATACCCGGGCTTAACCTGGGGGCTGCATCTGATACTGGATGACTTGAGTACAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCCTAACGGAAGAAGTGCAGCGGAAACTGGGCAACTTGAGTGAACAAGAGGACAGA
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GGAACTCAAAGTGTAGCGGTGCAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGAATAGATACCCTGGTA 

>OTU2210;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCAGATTAA

GCCTTGTGTGAAAACCCCATTTTCAAGGTGGGAGGTGCACAGGAAACTGGTTTGCTTGAGTGCAGGAGAGGGAAGC

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2212;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAAAAATA

AGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2213;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.7068),g:Clostridium_IV(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGTGGGAAGAAGGT

TTTCGGATTGTAAACCACTGTTCTTAGCGAAGAAACAAATGACGGTAATTAAGAAGAAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGCCCGC

AAGTCAGACGTGAAAGCCACAGGCTCAACCTGTGAACTGCGTTTGAAACTGTGGGTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2214;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACTTCTGTTATCGGTGACGAACAAATGACGGTTACCGAGTAGGTAGCCACGGCTAACCACGGTCC

AGCAGCCGCGGTAATACGTAGGTGGCCAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGAAGTTGAAACTGTTATTCTTGAGTGGTGTAGAGGCAGG
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CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:"Cyclobacteriaceae"(0.0560),g:Algoriphagus(0.0110); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTCT

ATTAAGTCAGTGTTTAAATTTTGCAGCTTAACTGTAGGTATGGCATTGATACTGATGGACTTAAATATTAGAGAGGTA

GCTGGAATTTATGGTGTAGCGGTGAAATGCATAGATACCATAAGGAACACCGATAGCGGAGGCATGTTACCATCTGG

TTATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGAT

TACTAGATGCTGGGCAGTTGTGTTCAGTGTTCAAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGACCGCAAGG

TTGAAACTCAAATGAATTGACGGGG 

>OTU2215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAGGAAGACGGTACCTGACGAATAAGCCACGGCTAACCACGTCC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGT

AAGTCAGATGTGAAAGCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCTTCTTGAGTACCGGAGAGGCAAG

CGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2218;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAACCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGATGGAAGTGACGGTACCATAGGAGGCAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGACTGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGTGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAAGTACCGGTGTAGGGGTGAAATGCGTAGAGATCGTTAGGAACACCAGTGGCGAAGGCGGCGTTCTGG

ACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7428),g:Blautia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTTTGTAAACTTCTATTTGTAGGGAAGATAATGATGGCGCCTGATTAAGAAGCCCCGGCTACTTACTTGCTAG

CAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU2217;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Acetivibrio(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGTAGGAAGTGACGGTATTCTGTTATGGAACCCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAAGGGGCGGGCGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCT

GCAAGTCAGATGTGAAATGTAGGGGCTCAACGCCTGAACTGCATCTCGAACTGTAGGTCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGGATTTCTTGAGTGGCGGAGGGGTAG

GCGGAATTCCTTGTGTAGCGGTGAAATGCGTTAATATTTGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2221;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATAAGGGAATAAAATCACTCACGTGTGGGAGCTTGCATGTACCCTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGTCGTTAAGTCTGATGTGAAAGTTAGGGGCTCAACCTTTAAATTGCATTGGAAACTGGCGGCCTTGA

GTGCGGTAGAGGTGTGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCAGACTGGGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2222;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.7114),o:"Enterob

acteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0230); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGGCGCCAGCCTGCTGCCGCCATGCCGCGTGTATGAAGAAGGCCTTCG

GGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTCACCCGCAGAAGAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTTATATGGAGGGTGCAAGAGTTAATCGGAATTACTGGGCGTAAAGC

GCACGCAGGCGGTTTGTGAAGTCAGATGGGGAATCCCCGGGCTCAACTTGGGGACTGGATCGAATACTGGTTGACTT
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AGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACTAACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2524),g:Lachnospira(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGATGAAGTAT

TTCGGTATGTAAAGCTCTATCAGTAGGGAAGATAATGACGGTACCTAACTAAGAAGCACCGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTTTGGCAAG

CCAGAAGTGAAAACCCGGGGCTCAACCCCGTGGATTGCTTTTGGAACTGTTGGACTAGAGTGCAGGAGGGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAATACCGGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2225;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGTGTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGCGCGTAGGCGGGGATACAAGCCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCT

TGAGTGTCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGA

AGGCGGCTTTCCGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2223;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Negativicutes(0.2321),o:Selenomonadales(0.101

5),f:Veillonellaceae(0.0355),g:Selenomonas(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGCAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

CTAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGGGGGGTGGAGTGCAGGGGAGGA

AAGCGGAATTACCGGGGGAGCGGTGAAATGCGTAGAAGTCGGTAGGAACACCGGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2228;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCTCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCAAGCAGCCGCGGTAATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACAGCAGAACTGCAGTTCGTACTGTTCTCCTTGA
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GTGCGGAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAG

GCAGCTTGCGAGGATGCGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2226;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Alphaproteobacteria(0.9861),o:Rhodobact

erales(0.9497),f:Rhodobacteraceae(0.9294),g:Nesiotobacter(0.9686); 

GTGTCAGCCGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGAT

TGATAAGTTAGGGGTGAACTCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGTCAGTCTTGAGTTCGAGAGAGG

TGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGC

TCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGAAGCTAGTTGTCAGGCAGCATGCTGTTTGGTGACGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU2227;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACGTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2229;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0113),g:Saccharofermentans(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTATAGGGGAAAAAGAAAGTGATGGTACCCTATGAGAAAGCTACGGCAAACTATGTG

CCAGCAGCCGCGGTAATACATAGGTAGCGAGCGTTATCCGGAATAACTGGGCGTAAAGGGAGTGTAGGTGGCATGT

CAAGTCTTGTGTGAAAGCCCTCGGCTTAACTGAGGAAGTGCACAAGAAACTGGCGCGCTAGAGTACGAGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTAGAATGCGTAGAGATTAGGAGGAACACCAGAGGCGAAGGCGACTTGCTGGCTC

GCAACTGACACTGAGACTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

AAGGGAGGCAGCAGTGGGGAAGAGGGAAAAAGGGGAGAAAGAAGGATGAAGAAACGACGAGTGAGCGATGAAG

GCCTTAGGGGCGTAAAGCTCTGTCCTAAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGTGTGCAGGATAGGAGAG
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TGGAATTCCTAGTGTAGCGATGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2231;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATGCCGCGTTGAGGATGACGGT

TTTCGGATTGTAAACTCATGTCGGGTGGGAAGATAATGACGGTACCACCGGAGAAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGTTTTTAA

GTTAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTAAAACTGAAAATCTTGAGTGCGGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGCTTTCTGGACTGTA

ACTGACGTTGATGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2232;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAATTGCATTTTTAGGGGAATCATAAGACCTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGAGTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTGTGCCTTGAAAACTGTCTGACTAGG

ATGTAAACGGCACAGGCGGAATGAATCATGTGACGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGG

CAGCTTACGAGTATACGATTGACGCTGAAGCACGAAAGCGTAGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2234;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Sporobacter(0.0157); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTTTCCCCCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCCCTCG

GGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTGCAAGT

TGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGCATCCCTTGAGTATCGGAGAGGCAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Clostri

diaceae_1(0.9015),g:Clostridium_sensu_stricto(0.7162); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTCGG

GTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGGAGCCACGGCTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGAGA

TGTGAAATACCCGGGCTCAACGTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAATT
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CCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGAC

GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTCTTAGTGAAGAAGCAAGTGACGGTAGCTAAGGAATAAGCAGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAGTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAAT

AAGTCTAATGTGAAAGCCCTCGGCTTAACGGAGGAACTGCATCGGAAACTGGTTTTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2235;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Deltaproteobacteria(0.9462),o:Desulfobac

terales(0.7995),f:Desulfobulbaceae(0.3544),g:Desulfopila(0.0808); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCT

TTTTAAGTCAGATGTGAATGTCCACGGCTCAACCGTGGAAGTGCATTTGATACGGGAGAGCTTGAGTACTGGAGGGG

ATGGTGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACCATCTGGC

CAGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGATGCTAGGTGTCGGGGAGTTCATCCTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCG

CAAGGCTGAAACTTAAATGAATTGACGGGG 

>OTU2238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGCCGGTCT

TCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAGT

GGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGCGCAGGAGGGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACC

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2237;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.465

2),f:Spirochaetaceae(0.2864),g:Sphaerochaeta(0.0157); 

ACGGGAGGCAGCAGCTAAGAATCTTCCACAATGGACGGAAGTCTGATGGAGCGACGCCGCGTGGACGATGAAGGC

CGTGAGGTTGTAAAGTCCTTTTCGGGAGGGGGAATAACCTGGGGAGGGAATGCCCCGGGGATGACGTGAATCCCGG

AATAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGAATCATTGGGCG

TAAAGGGTGCGCAGGTGGCCTTTCGAGTCTGGCGTTAAAGTTCGGGGCTCAACTCCGTGATGCGCTGGAAACTGGA

GAGCTAGAGTACAGCAGGGGGCATCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGGT
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GGCGAAGGCGGATGCCTGGGCATGTACTGACACTGAGGCACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.3479); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCGGTGAAGATAATGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAAAGCAA

GTCAGAAGTGAAATCTATGGGCTTAACCCATAAACTGCTTTTGAAACTGTTTTACTTGAGTGATGTAGAGGTAGGCGT

AATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCATTAAC

TGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2240;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGCGCGCAAGCGCCCTTGACAGTACCTGACTAAGAAGCCCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGC

GTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTG

CAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCG

GCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2242;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATCGGGTTTAAAGG

GTGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTT

GAGTACGTACGGGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2241;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAATGAGGGTCACGCGTGGCCCGTTGCATGTACTTCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGG
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ATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGACGCAGAACTCCGATTGCGAAGG

CAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2245;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTTAGGGAATAAAAGACGTTACGTGTAATGTTTTGTATGTACCTTTCGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCCGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GTGTAGGCGGCTTGTTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGAATTGCAGCGCGAACTGGCTTGCTTGA

GTTCACACAACGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGACGAACTCCGATTGCGAAGGC

AGCTTACGGGAGTGTTACTGACGCTTAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2243;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGGGTAAGTCAGCGGTGAAATGTCCCGGCTCAACCGAGGAACTGCCATTGATACTGCCTGTCTTG

AATGCGGATGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2244;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9846),o:Aeromon

adales(0.9753),f:Succinivibrionaceae(0.9759),g:Succinivibrio(0.9686); 

ACGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTCG

GGTTGTAAAGCGCTTTCGGAGGGGAGGAAAAAAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTCATCAAG

TAGGATGTGAAATCCCCGGGCTCAACCTGGGAACAGCATACTAAACTGGTGGACTAGAGTATTGCAGGGGGAGACG

GAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGGAGGCAGTCTCCTGGGCAAATA

CTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2246;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.0904),g:Paraprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTTCTTGA
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GTATACATAAGGATGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCATCTGGGGTATTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2247;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.2864),g:Lachnospiracea_incertae_sedis(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCGGATGTGAAAGACCGGGGCTTAACCGCGGGGCTGCATTTGAAACTGGGTTGCTGGAGTGCAGGAGGGGCAGG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCCTACTGGGCAGT

AACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCTGATTTTAAAACTCTGTCTTTGTGGACGCTAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAG

CATCCGCGGTCATCCTTAGGTGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAGT

GGGATGTGAAATACCCGGGCTTAACCGGGGGGCTGCACTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGTG

GAATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCGGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGAGAGAAAACAGGATTAGATACCCTGGTA 

>OTU2250;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Fastidiosipila(0.0087); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGGAAAAAGAGAACGATGGTACCACAGGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTTGTT

TAAGTTAAATGTGAAATCCCGTGGCTTAACTACGGAACTGCATTTAATACTGGATGACTAGAGTACAGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACTG

CAACTGACACTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2249;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pepto

coccaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTGTCCTTATCGAAGAGAGGGTGGTATGTAAATAATGTGCCATTAGGACGGTAGATAAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCG

TAAAGGGCGCGTAGGCGGCCTGGTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTC

GGGCTGGAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAG
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TGGCGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACTTGGCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCTGGCAA

GTCTGATGTGAAAGCCCCGGGCTCAACTTGGGAGCTGCTTTGGAAACTGGAGAGCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TTTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAAAAAAGCTACGTGTAGCTTCTTGCAAGTATCGGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGACGGTAAGGCAAGTCTGAAGTGAAGTGCCAGGGCTCAACCCTGGAACTGCTTTGGAAACTGTCCTACTAG

AGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAA

GGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2255;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Erysipelotrichia(0.8331),o:Erysipelotrichales(0.61

38),f:Erysipelotrichaceae(0.4224),g:Turicibacter(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAAGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGT

AAAGGGTGCGTAGGTGGTCTCTTAGGTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGA

GACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5991),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTGTTGGGGACGAAAACTGACGGTACCCAACGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTATGCCGG

GTCAGATGTGAAATGTATGGGCTCAACCCATAACCTGCATTTGAAACTTGCATACTTGAGTGAAGTAGAGGTAGGCG
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GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2254;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clostri

diaceae_1(0.0099),g:Caloramator(0.0046); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGATTGTAAACTTCTGTATTAGAGGAAGAAGATAGTGACGGTACTCTAATAGAAAGCTACGGCAAACTACGTG

CCAGCAGCCGCGGTAAGACGTAGGTAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGTGCGTAGGCGGTTTCT

TAAGTCTGATGTGAAATCCTGTGGCTTAACCACAGAACTGCATTAGATACTGGGGAACTGGAGTGCGGAAGAGGTTG

ACGGAATTACTAGTGTAGCGGTAGAATGCGTAGATATTAGTAAGAAGACCGGTGGCGAAGGCGGTCAACTGGGACG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2256;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGCTGGCAA

GTCTGATGTGAAAGGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTATTACTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTAGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATTCAGCAACGCCGCGTTATTTATTAATTTTT

TCGGATCGTAAATCTCTATCTTTGTGGAAGATAATGACGGTACCCAAGGAGGCAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTCAACGTGGGTGATGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGG

AATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAAC

TGAAGCTGAGACTCGAAAGAGTGGGGAGAAAAAAGGATTAGATAAAATGGTA 

>OTU2258;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.363

9),f:Spirochaetaceae(0.1872),g:Treponema(0.0181); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGCATGTTGAAGGTC

GGCAGATTGTAAAATCCTTTTATGACTGTGGAATAAGTACGTTGAGAGAAACGGCGTACGGTGACCGTAGGTCATGT

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGTTAACACGTTAGTTGCGAGCGTTGTTCGGAACTATTGGGCGTA

AAGTGCATGTAGGCGGTACTGCAAGCCTGGTCTGACAGGTAGGAGCGCAACCCCTGGACTGCGCTAGGAACTGCAT

TACTAGAGTCGCTGAGGAGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG
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GCGAAGGCAGGTTGCCAGCAGGTGACTGACGCTGAAGTGCGAAGGTGCAGAGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2259;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Incert

ae_Sedis_XI(0.0086),g:Clostridium_XII(0.0043); 

AAGGGAGGCAGCAGTCGGGAAGAGGGAAAAAGGGAGGAAAGGGGGATGCAGTGAGGCCGAGTATAGGAAGAAG

GTCTTTGGATTGTAAACTATTGTCGACAGGGAAGAAACGAATGACAGTACCTGTGGAGGAAGCCCCGGCAAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGTTA

TGCAAGTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTGTACCTCGAGTGCGGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGATCACCAGTGGCTAAGGCGGCTTTCTGGACC

GTAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACTGGATTAGATACCCTGGTA 

>OTU2261;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.2902),o:Rhodospiril

lales(0.1249),f:Rhodospirillaceae(0.0457),g:Insolitispirillum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGGTGTGACGATGATGACGGTAGCACCTAAAGAAGCCCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGTTGACGTGTAA

GATAGCGGTGAAATACCTGAGCTCAACTTAGGAATTGCCATTATAACTATGCGTCTAGAATTATAGAGAGGATAGCG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGCTATCTGGCTATATAT

TGACACTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2260;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Pepto

streptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACCAAATGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGGTTATCAA

GTCTTTGGTTAAAATGCGGTGCTCAACGCCGTATCGCCAAAGAAACTGATAGTCTAGAGTATAGTAGAAGTGAGTGG

AACTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAAGAACACCAGTGGCGAAGGCGGCTCACTAGGCCAATACT

GACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2262;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGCGGGAGGACGGC

CCTACGGGTTGTAAACCGCTTTAGCCGGGGAGTAACGTGCGGCACGCGTGCCGTATTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCGGCGCTCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACTCGGTGCCGCCGTTGAAACTGGAGTGCTTG
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AGCAGGTGCGACGGGGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCTTCCGAGCACCCGTCTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2263;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Ruminococcus2(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGAGCTGCATTGGAAACTGTGTGTCTGGAGTGCCGGAGAGGTAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACGCCAGTGGCGAAGGCGGCTTGCTGGACGGGA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2264;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTTGGGTCGTAAACCTCTGTTCTAAAGGAAGATAATGACGGTACCTGAGGAGGGAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTAAAAGGCAACGGCTCAACCGTTGTAAGCCTTTGGAACTGGGAGACTTGAGTGCTGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2268;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Glycomycetaceae(0.0000),g:Glycomyces(0.0000); 

ATCTGACTTTTTGTTAACGTATTTAGCCACATAGAACCCAACAGCCATATACCTGGTAGCTTTAAGCGGCTCACCTTTA

GCATCCCCAGGCCCCAACCAACCAGAACGTGAAAAAGCGTCCTGCGTGTAGCAGAAAACGAACAAGCGCAAGAGTA

AACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTG

GCCTAACGACGTTTGGTCAGTTCCATCAACAGCATAGCCAGATGCCCAGAGATTAGAGAGCAGGACAAGTAAAGGAC

GGTTGGCAGCGGCAGAAGAGGTTGGACCTCCAAAG 

>OTU2266;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGATGAAGTA

TTTCGGTATGTAAACCTCTATCACCAGGGAAGATAATGACGGTACCTGACTAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGGGGCAAGCGTTATTCGGAATTACTGGGTGTAAAGGGCGCGTAGGCGGACTTGCAA

GTCAGATGTGAAAGGCAGGGGCTCAACCTCAGGAATGCCTTGGAGACTGTTAGTCTTGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2267;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGCTTGGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTCAGGCTAGAGTGCGGAAGAGGTAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2265;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATT

GCAAGTCAGATGTGAAAATTATGGGCTTAACCCATAACCTGCATTTGAAACTTCAGTTCTTGTGCGTCGGAGAGGTAA

ATGGAATTCCCGGTGTAGCGGTGAAATGCTTAGAGATCAGGAGGAACACCTGTGGCGAAGTCGATTTACTGGACGA

CAACTGACGCTGGGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4563),g:Coprococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGTCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGGAGCACCGGTAAAATACGTGTCA

GCAGCCGCGGTAATACGTATGGCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAGGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTGCAGCTAGAGTATCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGAGCGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2271;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCGGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGACAA

GTCAGATGTGAAATCCACGGGCATAACCCGTGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTAACCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Anaerotruncus(0.0326); 

ACGGGAGGCAGCAGTGGGGGAGATGGGAAAATGGGAGAAAGAAGGATGGAGAGACGCCGCGTGAGGGAAGACG

GTTTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTAAGAGC

CAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTG

CAAGTCCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGCAGTTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2270;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVb(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGGAGG

GTTTCGGCTCGTAAACTTCTATCAATAGGGAAGAAAGAAATGACAGTACCTAACTAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGCAAT

GTAAGTAAGATGTGAAAGCCCGCAGCTTAACTGCGGGATTGCATTTTAAACTATGTAGCTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACA

ATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2273;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGT

AAAGAGTACGTAGGCGGTCTGGTAAGCGCAAGGTGAAAGGCATAGGCTCAACCAATGTCAGCCTTGCGAACTGTCA

GACTTGAGTGCAGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2274;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGCACTTAACGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGCAATACCTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCGTAACGCACGAACTGCATTTGAAACTGTTTTGCTTGAGTACAGTAGAGGCAGGC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2275;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Epsilonproteobacteria(0.3483),o:Campylob

acterales(0.1483),f:Helicobacteraceae(0.0560),g:Helicobacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAAAGCAGCGTGGAGGATGACGGT

TTTCGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAG

CCGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGAAGGCAA

GTTAGTTGTGAAATCCCTCGGCTTAACAGAGGAGCTGCAACTAAAACTATAGTGCTTGAGTGAGGTAGATGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTAGACAGTAA

CTGACGTTAAGGCACGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Anaerotruncus(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCGGTGACGAAAACGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGC

AAGTCGAATGTTTAAACTATGGGATCAACTCATAGTCGCGTTCGAAACTGCTTTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTAAC

TGACGCTGAGGCTCGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCTTTGGTGACGAACACATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGCGCAGGCGGGAACG

CAAGTTGGATGTGAAATGTATGGGCTTAACCCATAACCTGCATCCAAAACTGCGATTCTTGAATGAAGTAGAGGTAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2279;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

TCAGAAGTTTACGATTGCTGAGGGTCAGTGGTATCGTTATGCGTCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAA

GTCTTCCCATTCATTCAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGATTATGACCAGT

GTTTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCAC

TCGCGATTCAATCATGAATTCGTGAGAAAAGATGGAGTGTGAGGGTATAACGCCGAAGCGGTAAAAATTTTAATGTT

GGTCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTGTGCTGCTTAG 

>OTU2281;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diales_Incertae_Sedis_XII(0.1872),g:Acidaminobacter(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCGGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTAGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGCGGTTTCTTAA

GCGTGGGGTGAAAGGCTATGGCTTAACCATAGTTAGCCCCGCGAACTGGGAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGGTCAATGGGGGAAACCCCGAACCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTGGTGACGAAACAAATGACGGTAGCCAAGGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGA

GCAAGTCAGACGTGAAAACTATGGGCTTGACCCATAACGTGCGTTTGAAACTGTTTTTCTTGAGTGAAGTAGAGGTA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCT

TTTACTGACGCCGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2280;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAGAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGCGTCTAGGTGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAAC

TAGAGTATCGGAGAGGCGGGCGGAACTACAAGTGTAAAGGTGAAATTCGTAGATATACGGAGGAACACCAGTGGC

GAAGGCGGCCTGCTGGACAATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGGATCAAGTCAGCGGTCAAACTTCGGGGCTCAACCCCGTTTTGCCGTTGAAACTGATCGGCTGGAG

TCTGTTCGAGGGACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGAGATATGGAGGAACACCAGTGGCGAAGG

CGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2282;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGCTTAGGTCTGGTGTGAAATACCCGCTTTTAAGGTGGGTCGTGCATTGGAAACTGATTG

ACTTGAGTGCGGAAGAGGCAAGTGGAATTCCCAGTGTAGCGGTGAAATGCACAGAGATTGGGAGGAACACCAGTG

GCGAAGGCGACTTGCTGGGCCGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2287;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

ATCTACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGATTGCCCGCCATCTCTTTTTGAGTCTCATTTTGCCTCT

CGGCCCTCTCTTTCTGATTGTCCAGTTGCATTTTGGTAAGCTCTTTTTGATTCTCAAATCCGGCGTCAACCATACCAGCA

GAGGAAGCATCAGCACCAGCACGCTCCCAAGCATTAAGCTCAGGAAATGCAGCAGCAAGATAATCACGAGTATCCTT

TCCTTTATCAGCGGCAGACTTGCCACAAAGTCAAACAAAATCAAGCAACTTATCAGAAACGGCAGAAGTGCCAGCCG

GCAACGTACCTTCAAGAAGTCCGTTACC 

>OTU2284;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Deltaproteobacteria(0.9604),o:Desulfovibr

ionales(0.8629),f:Desulfovibrionaceae(0.6709),g:Desulfovibrio(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCCGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCATTTGAAACTGTTT

TGCTTGAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGATGACTGACGTGGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2285;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTAGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAGGCAGCTTGCTGGGGACTTA

TCGACGCTCATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2286;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Alphaproteobacteria(0.5195),o:Rhodospiril

lales(0.1719),f:Rhodospirillaceae(0.0560),g:Insolitispirillum(0.0110); 
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ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAAACTCCGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTCGGATAAGACGATGATGACGGTATTATCTAAAGAAGCCCCGGCAAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGTGTAGGCGGTTTAGTAAG

ATAGCGGTGAAATACCAGAGCTCAACTTTGGAATTGCCGTTATAACTATTAGACTTGAATGATGGAGAGGATATCGG

AATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGGTATCTGGCTATTAATT

GACGCTGAGGCTCGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCAGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTCCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAACGACGCGGCGTGAGTGAAGAAGTA

CTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGTGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTATTGTAGCGGTCGACTGCCTAGATATTCGGCGGACCACCAGTGCCGAAGGCGGCTTACTGCACGATAA

CTGCCGTTGAGGCACGAAAGCGTGACGAGCAAACCGGATTAGATACCCTGGTA 

>OTU2290;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTACCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAACG

CAAGTCTGAAGTGAAAGGACGGGGCTTAACCCTGTGACTGCTTTGGAAACTGTGTAGCTTGAGTGCCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2292;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Gemmiger(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGGAGCA

AGTCAGATGTGAAAGGCTACGGCACAACCGTAGTAGGCCTTGAAAACTGGGAACATTGAGTGAAGGAGAGGAGAG

TGGAATTCCGAGTGTAGGGGTGAAATTCGTGGATATTAGGAGAAAAACCAGTTGCGAAGGCGGCTCTCTGAACTGT

AACTGACACTGAGGAACGAAAGCGTGGGGAGCAAACAGGTTAGATACCCTGGTA 

>OTU2293;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCAGTTGTCAGGGACGAAGAAATGACGGTACCTGAAAAGAAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTTGC

AAGTCAGACGTGAAATACCGAGGCTTAACTTCGGGGCTGCGTTTGAAACTGTAGATCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGAAGAAGATGAGACGGTACTCAATGAATAAGCTCCGGCTAACTACGTGCC

AACAGCCGCGGTAATACGTAGGGAGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTTAGATGTGAAATCCGTGGGCTTAACCTACGAACTGCTTTTGAAACTGTTTTGCTTGAGAGAAGGAGAGGCAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGGCTTTA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2295;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0615); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACACTGACGCAGCAACGCCGCGTGAACGATGAAGGG

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACGTAATGAATAAGCGCCGGATAAATACGTGC

CAGCAGCCGCGGTAAGACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTTGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCCCGTACTGCATTTGAAACTGTTTTGCTTGAGTGCAGTAGAGGCCGG

CTGAATTCCCTTTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAATGCGGCCTCCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGGGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2296;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0710),g:Alkalibacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATAGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTCAGTGACGAAGGAAGTGACGGTAACTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTGATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGGTTGGCTGGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGCTTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGTC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2297;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Cellulosibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGACGA

TTAAGTCTGAAGTGAAAGTCATGCTTTCAAGGTAGGAATTGCTTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

CATAACTGACGCCGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGACGGC

TTTCGGTTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTTTTAA

GTGAGATGTGAAATGTCCGGGCTCAACCCGGGTGCTGCATTTCAAACTGGCAGGCTTGAGTGCCGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2301;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 
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AGAGATTCCGTACCTTAACGCTAAAGGTGCTTTGACTTATACCGATATTGCTGGCGACCCTGTTTTGTATGGCAACTTG

CCGCCGCGTGAAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGATTGCTGAGGGTCAG

TGGTATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGGAACCGCCTTC

TGGTGATTTGCAAGAACGCGTACTTAGTCGCCAACATGAGTATGACCAGTGTTTCCAGTCCGTTCAGTTGTGGCAGTG

GAAGAGTCAGGGTAAAGTTAATGTGACCGTTGATCGC 

>OTU2300;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0710),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGGCTG

ACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCGTAGCTTGAGTGAAGTAGAGGCA

GATGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGGC

TTTAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.6709),g:Coprococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2298;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATGA

TTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGA

GAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GATAACTGACCGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2303;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.7787),g:Lachnospiracea_incertae_sedis(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA
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GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2305;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Pepto

streptococcaceae(0.7428),g:Clostridium_XI(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGTGATGAAGGC

CCTCGGGTCGTAAAACCCTGTCCTCAAGGAAGATAATGACGGTACTTGTGGCGGAAGCCCCGGCTACCTACGTGCCA

GCACCCGCGGCTACACGCCGGGGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAGACTTGAGTGCAGGAGAGGAAAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Prevotellaceae"(0.0099),g:Prevotella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTAAGAAAAAG

GAACGGGTAATTACGTGCCAGCAGCCGCGGTAATACGGAGTGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGGGGTTCATAAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGACGAGCTG

GAGTGCGACAGAGGAATGCGGAATGCGAGGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGA

AGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2307;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Marinilabiaceae"(0.0252),g:Anaerophaga(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTACGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATGAGGGTCTCGTGAGACCTTTTGCGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGTGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTG

GAATGCTCGTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGCGGGTACCGAACAGGATTAGATACCCTGGTA 

>OTU2304;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Oscillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGCAGGAAGACGGC

CCTCGGGTTGTAAACCTCTTTTGTTAGGGACGAGTAGTAGACGGTACCTGACGATTAACCTATGGCTAATTACGAGCC

AGCAGCTGCGGCCATACGTAGGTGGCAAGTGTTGTCCGGATTTACTGGGTGTTAAGGGCGTGTAGCCGGGAGGGCA
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AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCG

GAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTAAAGCTCTGTCTCCAGGGAAGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCAATTTAA

GTGAGATGTGAAAGGCCGGGGCTTAACTTGGTGACTGCATTTGAAACTGTGAGTCTAGAGTGCAGGAGAGGTGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCGGTAGGGAATCTACCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGAGTTATTGGGCGTA

AAGCGAGCGCAGGCGGGTGCTTAAGTCTGATGCGAAAGGCTGGGGCTTAACCGAAGAAGTGCATCTGAAACCGTGG

AACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGGACAGGATTAGATACCCTGG

TA 

>OTU2311;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Syntro

phomonadaceae(0.1485),g:Syntrophomonas(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGAAACTTA

AGTCCATTGTGAAAGACCGGGGCTCAACCCCGGGGTTGCAGTGGAAACTGAATTTCTTGAGGGCAGGAGAGGAAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAAATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGA

CCCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2309;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.8864),g:Pseudoflavonifractor(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAAGAAATGCCGGTACCTGAGGAATAAGCCACGGCTAACTACGTGC

CAGCCGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGTGAAGGC
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AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGGCTGCATTTGAAACTGTTTTTCTTGAGTGCTGGAGAGGCAATC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAGGAAGAACGTGCGTAAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTACGTGGCAAGCGTTATCCGGATTTATTGGGTGTA

AAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGTCTGCGGCTTAACCGAAGAAGTGCAGTGGAAACTGGGT

GACTTGAGTGCAGAAGAGGAAAGTGGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2316;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGCCCGTCGAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACTG

TTCGAGCTCGTATGCCGTCTTCTGCTTGAAAAAAAAAAGGCTACGCGTAGCCTATTGTAGGTACCCGATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGGAGGTCAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGTTTCCTTGA

GTGAGTTCGATGTGGGCGGAATTCGTGGTGTAGCGGTGATTTTTTTTTTAATGATACGGCAACCACCGAGATCTACAC

TCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGCCCGTCGAGGATTAGATACCCTGGTA 

>OTU2315;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8087),c:Spirochaetia(0.5579),o:Spirochaetales(0.299

9),f:Leptospiraceae(0.1485),g:Leptospira(0.0326); 

GTGTCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTATGTAGGTGGAA

TTATAAGTCAGGTGTGAAAACTACGAGCTCAACTCGTAGCTTGCACTTGATACTGTGATTCTAGAGTTTGGGAGAGGC

AAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAAGCGGCTTGCTGGCC

TAAAACTGACGCTGAGATACGAAAGTGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACACCCTAAACGTT

GTCGACCAGTCGTTAGTGGTATCAACCCCACTAGTGACGAACCTAACGGATTAAGTCGACCGCCTGGGGACTATGCT

CGCAAGAGTGAAACTCAAATGAATTGACGGGG 

>OTU2313;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0066); 

ACGGGGGGCAGCAGTCGGGAATATTGCGCAATAGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAAAAGGACAGTACCTGTAGAATAAACTCCGGCTAACTACGTGCC

AGTAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACA
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AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2314;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATGGCAA

GTCTGATGTAAAAGGCTGGGGCTCAACCGCGGGACTGCATTGGAAACTGTCGAACTAGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGACGGTA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGCCTCAATTCGTGAACTGCATTTGAACCTCCTCTCCTTGAGTACCGGAGAGGCAACC

GGAATTCCTAGTGTGGGGGTGAAAGGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTGCTGGACGAC

ACCTGACGGTGAGGCGCGAAACCGTGGGGAGCAAACGGGATTAGATACCTGGTA 

>OTU2319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTACACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTTG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2322;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Pediococcus(0.0000); 

AGGTGAAACTAAAGGTTCTTACTTAAACGTTACTGCAGCTACTATGGAAGAAGTGTACAAACGTGCAGAATACGCGA

AAGCAATTGGTTCTGTCATCATTATGTTCGATTTAGTAATGGGCTATACAGCAATTCAAAGTATTGCTATTTGGTCTCG

TGAAAACGACATGGTTTTACACTTACACCGTGCTGGTAACTCGACTTATGCTCGTCAAAAGAATCACGGTATTAACTTC

CGTGTTATCTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCTGGTACAGTTGTAGGTAAATTAGAAGG 
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>OTU2320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5632),g:Blautia(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGCGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGAATGGCTTTGGAAACTGCGCGGCTACAGTACGGGAGGGGTAAG

CGGAATTCCTAGTGTAGCAGTGAAAGGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU2318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Marinilabiaceae"(0.0457),g:Anaerophaga(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTTGTAAACTTCTTTAGACCCAGAGTAACAAGGGCCTCGTGAGATCTGATGCGTGTATGCTTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCGGCGCTCAACGCGGGAGTTGCCGTTGAAACTGTACATCTGG

AATGCTCTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAAGAGGCGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2321;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTTCCGCCTTCACCCTCCATGCCGCGTGCGGGAAGGAGGCCTTATG

GGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTCGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTAAACACCGGGGCTGCCCTTGATACTGTCGCGCTGGAGT

GCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCA

TCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU2326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0204); 

ACGGAGGCCGCCGTGAGGAATCTTGGTCAATGGGCGCGATCCTGAACCAGCCAAGTCGCGTGCGGGACGAAGGCCC

TCCGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGTGGCTTGTTAAGTCAGCAGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGAGT

ACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGGC

AGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU2325;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1291),g:Anaerovorax(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCCTTAGGGAAGAAATTAATGACGGTACCCAAGGAATAAGCCCCGGCTAACTACGTGC

CTGCAGCCGCGGTAATACGTAGGAGGCGAGCGTTATCCGGAATTAGTGGGCGTAAAGGGTACGTAGGTGGCTGTGT

AAGCGAGAGGTGAAGGGCTGGGGCTTAACCGTAGTAAGCCTTTTGAACTGGGAGGCTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2323;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

AAGGGAGGCAGCAGTGGGGAATATTACACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATAAAGGT

TTTCGGATCGTAGAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCGCAACTTGTGTGCTGCATTCCAAACTGGTTATCGAGGGAGCAAGAGAGGAGAGT

GGTATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTAGCGAAGGCGACTCTCTCGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACGCTGGTA 

>OTU2324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGTCAA

GTCTTGTGTGAAAACCCTGGTTTCAAGCCAGGAGGTGCACGGGAAACTGGCGGGCTTGAGTGCAGGAGAGGGAAGT

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5991),g:Blautia(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGCAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

GAGCAGCCGCGGTAATACGAAGGGGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGG

CAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2329;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAAGGAAGAAGGC

CTTCGGTATGTAAACTTCTTTTAGTAGGGAAGAAAATGACGGTACCTGACCAAGAAGTCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAACACGCATGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGCTTGGCAA

GTGAGACGTGAAAACCCGGGGCTCAACCCTGGAACTGCATTTGAAACTGTCAGGCTGGAGTGCGAAAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2328;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9474),c:Fusobacteriia(0.8331),o:"Fusobacteriales"(0.

6138),f:"Fusobacteriaceae"(0.4224),g:Fusobacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCCCGATGAAGTTT

TTCGGAATGTAAAGTGCTTTCAGCTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAG

CAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2330;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Flavonifractor(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCAGGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGGGAAGGTGAATGAGGAATAAGAAACGGCGAAATACG

TGCAAGCAGAAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGA

CTGCAAGTCAGATGTGAAAACTCAGTGCTCAACCCTGTGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGC

AGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGACCACCAGTGGCGAAGTCGGTCTGCTGTACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGAGCGCAGACGGCATGGCAAGCCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAA

GCTAGAGTATCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU2333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Pepto

streptococcaceae(0.5991),g:Clostridium_XI(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAGGAAGGC

CTGCGGGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCTCACGCTAACTAAGTGCCA

GCAGACGCGGTAATACGTAGGGGGCTAGGGTTATCTGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCTTTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTTAGCTCTTGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAGTG

GAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU2332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGTCTGTAAACTTCTTTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGACTATTAAG

TGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTGAAACTGTAAGGCTTGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCGCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCGGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATAGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCTGCTGTGAAAGGCCGGGGCTCAACCCGGGAAGTGCCGTTGAGACTGTGAGGCT

GGAGTGCGGATGCTGTGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCAGTCAGAACACCGATTGCGA

AGGCAGCTCACAGGTCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2338;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Chryseobacterium(0.0000); 

TCCTTGCGCAGCTCGAGCAGCTCTTACTTTGCGACCTTTCGCCCTCACCTACCGATTCTGTCCAAAACTGACGCGTTGG

CTGAGGAGAAGTAGCTTAATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTA

GAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGA

AATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTGGGCCTCTATGAAGCTCATTCAGGCTTCTGCC

GGTTTGGATTTAACCGAAGATGAGTGCGATTTTCTGACGAGTAACAAAG 

>OTU2334;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 
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CCTTCCTTCAGCAGTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTTCTGCCTCAACGCCGCGTGAAGGAAGACGGTTTTCG

GATTGTAAACTTCTTTTCTTAGTGAAGAAGCAAGTGACGGTAGCTAAGGAATAAGCATCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGATGCGGGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTGCAAG

TTGGATGTGAAATACCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGCAAGCGG

AATTCCGATTTTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAACT

GACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTCTCCCGCCTGCTGCCTCCACGCCGCGTGAGAGATGAAGGCCTTCGG

GTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGCGGAAGCCCCGGCTACCTACGTGCCAGCCGCC

GCGGTAATCCGTAGGGGGCTCGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTTGTTTCTTGAGTCAGAG

GTGAAAGGCTACGGCTCAACCGTAGTAAGCCTGGGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGGAATTCC

TAGTGTAGCGGTGAAATGCGTCGATATTAGGCGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACACT

GAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU2337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTACGGCC

CTATGGGCTGTAAACTTCTTTTGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTACAAGTCAGCGGTGAAAGGCCGGGGCTCAACCCTGAAATTGCCGTTGATACTGTGAGGCTTGA

GTGCGGATGATGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2340;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4914),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTTTTTGCAGGGAAGATAATGACGGTACCTGACTCAGGAGCCCCGGCTCTCTACGTGTAAG

CAGCCGCGGTGATACGTCGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAAG

TCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGGTAGTCTTGAGTGCCTGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTAAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2339;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.7787),g:Coprococcus(0.5720); 
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ACGGAAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAAAACGGATGCAGCGACGCCGCGTGAGCGAAGAAGT

ATTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACATGACTAAGAAGCACCGGCGAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTCGAAACTATGCAGCTAGAGTTTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATTCGTAGATATTGGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU2341;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9903),o:Campylob

acterales(0.9280),f:Campylobacteraceae(0.8505),g:Campylobacter(0.7643); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCTGAGCGTAGACTCCTTTTATCAGGAAAGAATTATGACGGTACCTGATGAATAAGCACCGGCTAACTCCGTTCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTGAGTGAAATCTAACGGCTTAACCGTTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATTGCGAAGGCGATCTGCTGGAACTCAA

CTGACGCTAAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2342;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTGAGGCACGCGTGCCTTTTTGTATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGTTATTAAGCGTGTTGTGAAATGCGGCGGCTCAACCGTCGAATTGCAGCGCGAACTGGTTACCTTGA

GTGAGTACGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGATTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGACGAGTCCTTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2345;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9851),o:"Bacteroidales"(0.9

934),f:"Prevotellaceae"(0.9868),g:Prevotella(0.9743); 

CCGTGATTCAGCCTTGATTCCTATTGTTCCATTGGCGCTAGCCTGCCCCCGCCAAGTAGCGTGCAGGATGACGGCCCT

ATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTGAGTA

CGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2344;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0157); 
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ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGTTCTTTTATGAAGGACGAGGAAGTGACGGTACCTCTTGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGTGGCAGGGC

AAGTCAGATGTGAAAGACCGGGGCTCAACCCAGGAGCTGCATTTGAAACTGCTGTGCTGGAGTGCAGGAGAGGCAG

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACTG

ATACTGACAGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2343;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATGGCACAATGGGAGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG

CCTTCGGGTTGTAAACCTCTCTCAGCAGGGAAGAAGCGAAAGTGACGGTACTTAATGAATAAGCTCCGGCGAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAC

TTTTAAGTGAGATGTGAAATACCCGGGCTGAACTTGGGTGCTACATTTCAAACTGGGAGTCTAGAGTGCAGGAGAGG

AGAATGGAATTCCTTGTGTCGCGCTGGAATGCGTAGCGCTTAGGATGCACACCAGTAGCGACGGCGATTCTCTGGAC

CGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTA 

>OTU2346;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTCTGTTA

AGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGAATAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCACG

CAAGTCTGATGTGAAAACCCAGGGCCTAACCTTGGGCCTGCATTGGAAACTGTGAGACTAGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0904); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGCGTGTAGCCGGGCCGACAAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTGGT

CTTGAGTATCGGAGAGGTCATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGGTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2349;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGAGACGTGTTCCTGTTTGCATGTACCACAGGAATAAGGA

ACGGCTAATTCCGTGCCAGCAGCCGCGATAATACGGACGATCCAGGCGTTATCCGGATTTCTTGGGTTTAAAGGGAG

CGTAGGCCGGAGGGTAAGCTGGTTGTGAAATGCAGGTGCTCAACATCTGCACTGCAGCGCGAACTGTTCGCCTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCC

AGCTTACTGGAGCGCCACTGACGCTGATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2352;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATATTGCAGGTACCCCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCGTGTAAGCGTGTTGTGAAATGTCGGGGCTCAACCGCTGAATTGCAGCGCGAACTGTGTGTCTTG

AGTGCGTAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTACTGTACCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTAAGGCAA

GTCTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCATTGGAAACTGTTTAACTGGAGTGTCGGAGAGGTAACTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGGTTACTGGACGATAC

CTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9887),o:Clostridiales(0.9938),f:Rumin

ococcaceae(0.9387),g:Subdoligranulum(0.1735); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCCGTCGGTAGGGACGATAATTACGGTACCTAACAAGATAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGGGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGTAGTGAAATCTATGTGCTCAACCCATAAATTGCTTTCAATACTGGTTGCCTTGAGTAGTTCAGAGGTAGGTG

GAATTCCCGGTGTAACGGTGGAATGCGTAGATATCGGGAGGAGCACCAGTGGCGAAGGCGACCTACTGGGGACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2354;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.7068),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGGTCTTGAGTGCCGGATAGGTAAGC

GTAATTCCTAGTGTAGCGGTTAAATGCGTATATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTACTTGACGGTAA

CTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2353;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Burkholderiaceae(0.0000),g:Cupriavidus(0.0000); 

TCACGCGTTTCGATCTGCACCAGCACGCACATTTGATCGTTGGCTTTTTGCAGGTAATCAGGAATACGATTCCAGCGC

GAGGCGCGGGCCAGCGCACTGCCCACACCGCGAATACCGGCGGGGGGATAACGGGTGGCGCGTACCGCTTCACGG

GCTTCGTCAGCGTTTTGTACCATCGGCACCAGCAAGGTTTGTGTGCCGACGTCCAGCAGTTGTTTGATTTGCACCGGA

TCGTTCCACGACGGACGTACTACCGGCTGGCTGGGGTAGGGCGCAATCGCCTGTAGCTGGGTGAGCACGGGTTGCA

CGTTAGTCGGCGCGTGCTCACCGTCGATC 

>OTU2357;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Microbacteriaceae(0.0000),g:Mycetocola(0.0000); 

TTCGGGATTTTCTTGGTCTCAGGGTTCATCGTGCCACGAACAGCGGCATGGTCAATATACCCCGTCGTGTTAACAGTC

GGGAGAGGAGTGGCCTTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAGGGACATA

AAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCGCCAACGGC

GTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGAACAAGCTGACCAGCAAGG

AAGCCAAGATGGGAAAGGTCATGCGGCAGACGCTCGGCGCCAGGTTGAATAGTAGACATAAT 

>OTU2356;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGATCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG
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GAGCGTAGACGGAACGGCAAGTTTGAAGTGAAATACCTGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTA

GAGTGTCGGAGAGGTAAGTGGAATTCCTGGTGTAGTAGCGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGA

AGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2355;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGAA

GAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGATTAGATCTGAATTGAAAGCCTTCGGTCTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGTACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGACCACCTGTGG

CGAAGGCGGCTGTCTGGTCTGCAAATGCCGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Flavobacteriia(0.9918),o:"Flavobacteriales"(

0.9935),f:Flavobacteriaceae(0.9666),g:Flavobacterium(0.5239); 

GTGTCAGCAGCCGCGGTAATACGTAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGCCT

TATAAGTCAGTGGTGAAATCTCACGGCTCAACCGTGAAATGGCCATTGATACTGTAGGGCTTGAATTATTAGGAAGT

AACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAA

TGGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

GATACTAGCTGTTGGGGGCAACTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGA

ATGAAACTCAAATGAATTGACGGGG 

>OTU2359;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5239); 

AAGGGAGGGAGAAGGGAGGAATAGTGGTAAATGGAAGGGAGGAGGAAAAAGAGAAGGAGGGTGCAGGACGACG

GCCCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGGGCCACGTGTGGAATATTGCAGGTACCCTATGAATA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTACCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATTTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACT

TGAGTGCGCAGGAAGTAGGCGTAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACTAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGAAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA
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AAGCGAGCGAAGGCGGAAAAAAAAGTGTAATGTGAAAGCCCTGGGCTTAAACGGGGAACTGCATCTGAAACTGTTT

TTCTTGAGTGCGGAAGAGGAGAGTGGAAATCCAAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAACGAACAGGATTAGATACCCTGG

TA 

>OTU2360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGCGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTGTAGTGAAGTAAGGTAGAGGTAGTAACTGGCCTTTATTTGACGTTAATTACTTAG

AACGTCACGGCTAACTACGTGCCGGCAGCCGCGGTAATACGTAGGTGGCAATCGTCGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAGTAAGTCTGATGTGAAAGCCTGCGGCTCAACAGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2364;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGGGACGGTATCCAACCA

GAAAGTCAAGGCTAACTACATGCCAGCAGCCGCGGTAAAACGTAGGTGGGATGCGTTGTCCGGATTGATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAACTGCCGTGGCAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9798),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTCGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGA

GACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2362;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3204),g:Clostridium_III(0.0615); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTACGGGAAGAAAAAGGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTAAGTA

GGTCAGATGTGAAATACCGGAGCGCAACTCCGGGGCTGCAGTTGAAACTGCATATCTTGAGTATCGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2365;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGCGGAAGGGAGTAAAGTTAATACCTTTGCTCATCGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCGGCCGCGGTACTACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGACATCCCCGGTCTCAGCCTGGAGACTGCATCTGTGACTGGCA

AGCTTGCGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGTTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATACAGGTATTAACTTGCCTTTATTTGACGGTACTCCACCCTAA

AGTCACGGCTAACTACTTGCCAGCAGCCGCCGTACTACGTAGGTGGCAATCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGCGCATGCGGAAAAATAAGGCTAATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACTGTATTGC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2368;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.0

000),f:Thermoanaerobacteraceae(0.0000),g:Ammonifex(0.0000); 

TTCCCAAGAAGCTGTTCCGAATCCGCCTGAGCCGCAACTTCGGGATGAAAATGCTCCCACTGACAAATCTGTCCACGG

AGTGCTTCATCCAACTTCCCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAGA

GAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAA

ATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAACCGGCAGAGTTTTAGCGCTTCCATGACGCAGAAGTTAAC

ACTTTCGGAGATTTCTGATGAGTCGAAAAATGATCTTGA 

>OTU2371;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0181); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTGTTCGGGGATAAAGTGGGCCACGCGTTGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCATCCGCGGTAATACGGAAGGTCCTGGCGTTATCCGGATTTATTGGGTTTAGAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGGGCAACGTCTGCACTGCAGCGCGAAATGGCCAGCTTG

AGTGCGGGCAACGTTGGCGGAATTAGCCGTGTAGAGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAAATGACGCTCATGCTAGAAAGTGCGGGTATCGAACAGGATGAGATACCCTGGTA 

>OTU2369;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCAATTGAAACCGTATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTTGTGTAGCGGTTAAATGCGGAGATATAAGGAAGAAACACAGGGGGGAAGGGGATCTACCGGAAAGT

AACTGGCGCTGGGGGGCGAAAGCGTGGGGAGCAAAACGGAATAGGTACCCTGGTA 

>OTU2370;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

TTTCTGGTTGTAAACTTCTTTTAGGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAATCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCGGGCA

AGCGTGTTGTGAAATGCAGTCGCTAAACGGCGGAAGTGCAGCGCGAACTGCCCAGCTTGAGTGCGCGCAACGTTGG

CGGAATGCGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGAGAAGGCAGATGAAGAGTGCGT

AACTGAAGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2367;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGGGCGCAGGCGGAAAAAGAAGGCTAAGGGGAAAGCCCTCGGGTTAAACGAGGAACTGCGGCGGAAACTGTTT

TGCTTGAGTGCAGAAGAGGAAGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCAGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2374;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9820),o:"Fusobacteriales"(0.

9821),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAACTCTGATCCAGCAATCCTGTGTGCACGATAACGTTT

TTCGGATTTTAACTTGCTTTCACTTGGGCCGAAGTAAGTGACGGTACTAACAGAAGAAGCGACGGCTAAATACTTGCC

AGCAGCCGCGGTAATACGAATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTAA

GTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATGCGTAGATATTTGGAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATA

CTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2373;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotrich

ales(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

GAGTATCCTTTCCTTTATCAGCGGCAGACTTGCCACCAAGTCCAACCAAATCAAGCAACTTATCAGAAACGGCAGAAG

TGCCAGCCTGCAACGTACCTTCTAGAAGTCCTTTACCAGCTTTAGCCATAGCACCAGAAACAAAACTAGGGACGGCCT

CATCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATACCAGCATCACCCATGCCTACAGTATTGTTATCGG

TAGCAAGCACATCACCTTGAATGCCACCGGAGGAGGCTTTTTGACCGCCTCCAAAACACTTAGACGTGGCGCCGCCG

GCAAGAGCAGAAGCAATACCGCCACCGGTA 

>OTU2372;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGGAAACTTCTTTTAGCAGGGACGAAGAAAGGGACGGTACCAGGAGAAAAAGCTCGGGCGAACTACGT

GCCAGCAGCAGCGGAAATACGTAGGGAGCGAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGAGGGAC

TGCAAGTCTGACGTGAAATCGGGTGTCTCCACCACCAATCTGCGTTTGAAACTGTGGTTCTTGAGTATCGGAGAGGCA

GGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GACAACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCCTGTTGTGAAAGGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGGGGGGCTTG

AGTGCGCGAAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAG

GCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Negativicutes(0.9740),o:Selenomonadales(0.917

2),f:Veillonellaceae(0.9015),g:Allisonella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATCCGGGACGAAGGCATCAGTTGAGAATATTGATTGATGTTGACGGTACCGGAAA
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AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGCGCGCGCAGGCGGCCATGCAAGTCCAGCTTAAAAGCGTGGGGCTTAACCCCATGAGGTGATGGAAACTGCA

GTGCTTGAGTGTCGGAGGGGAGAGTGGAATTCCTAGTCTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGT

GGCGAAGGCGACTTTCTAGACGGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAACAAGCATTAGATACCCTG

GTA 

>OTU2377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Eisenbergiella(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGACTTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATTACGGTACCTGACTACGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCA

AGTCTGAAGTGAAATACCCGGGCTCAACCTGGGAAATGAAGTGGAAACTGTACGGCTAGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATCAGAAAGAACACCAGAGGCGAAGGCGGTCTCCTGGGCAAA

TACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2380;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTACCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGGCAGCAGCCGAGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGCTAAGCTTGCCGTGAAATCCTGTCGCTCAACGGCGGACGTGCGTCGCAAACTGGTCCACTTGA

GTACGCGGGACGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGGTTGCGAAGG

CAGCTGACGGTAGCACAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2378;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGGGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGAAAGCGCTATCCGGAATTATTGGGCGTA

AAGGGTACGTAGGCGGTTTCTTAAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCCTGTGAACTGGGAGA

CTGGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGTG

GAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTATCTTAAAGGACGATAATGACGGTACTTTAGGAGGGAGCTCCGGCTAACTACGTGCCAG
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CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACGGCAA

GTCAGATGTGAAATGTAGGGGCTCAACCCCTGAACTGCATTTGAAACTGCTGTTCTTGAGTGAAGTAGAGGTAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGTCTACTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2382;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

TCCTCACGCTCCAACGGCTGGTCAGTCTTTTACCAATGACCACATCACCGACATGACTCGCCAGGTTAGTGCTGAGGT

TGACTTAGTTCATCCGCAAACGCAGAATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAAGGATATTTCTAAT

GTCGTCACTGATGCTGCTTCTGGTGTGGTTGATATTTTTCATGGTATTGATAAAGCTGTTGCCGATACTTGGAACAATT

TCTGGAAAGACGGTAAAGCTGATGGTATTGGCGCTAATTTGTCTAGGAAATAACCGTCAGGATTGACACCCTCCCAAT

TGTATGTTTTCATGCCTCCAAATCTT 

>OTU2385;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Flammeovirgaceae(0.0000),g:Marinoscillum(0.0000); 

CCTTTGGAGGTCAACCCTCTTCTGCCGCTGACAACCGTCCTTTCCTTGTCATGCGCTCTCATCTCTGGGCATCTGGCTAT

GATGTTGATGCTACTGTTCAAACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACCTATAAACATTCTGTGCCGC

GTTTCTTTGTTCCTGAGCATGGAACTATGTTTACTCTTGCGCTTGTTCGTTTTCCGCCTACTTCGACTAAAGAGATTCAG

TACCTTAACGCTAAAGGTGCTTTGAATGATACCGAGATTGCTGGGAACCCGGTTGGGTATGGCAACTTGGCGACGCG

TGAAATTTCTATGAAGGATGGTTACCGTGCTGGTGATGCGGCTAAGAAG 

>OTU2381;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAATTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGG

GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCTTCCTGGTCTG

TAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2384;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTTACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTTCCAGCAGCCGCTGTAATACGTCGTTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTAGAATGTGAAAGCCAGCGGATTAACCGAGGAAATGCATCGGAAAATGTTTGT

CTTGAGTGCAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCGGCTGGATGGTCTGCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACACTGGT

A 

>OTU2388;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(0

.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

TTGCGCCGCTCGAGAAGCGCTTACTTTGCGACCTTTCGCCATCACCTACCGATTCTGTCAAAAACTGACTCGTTGGCTG

CGGAGAATTGGCTTAATATTCTTGGCACGTTCGTCAATGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAG

ATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATC

ATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCTCTATTAAGCTCATTCAGGATGCTGCCGTTT

TGGATTTAACCGAAGATGATTTCGATTTTCTGAGGAGTAACAAAGTTTGGATTGCTACTGACC 

>OTU2383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCCGTAACTGATATTTATTTGCCGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTCTGTGGCAAGCGGTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAGGATAAGTCTGATGTGAAAGCCGACGGCTCAACCGTGGAACTGCATCGGAAACTGTGA

GTCTTGAGTGTAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAATCTCTGTTGTCGGTGAAGAAGGATAGAGGTAGCAACTGACCTTTATTTGACGGTAATCAACCCGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGTGGTAATACTTAGTTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAAGTGCATCGGAAACTGTTTTTC

TTGAGTGCAGGAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCGACAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2389;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGACTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGGAAAACTCGGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTGTACGGGAATCAACCA

GAAAGTCACGTCGAACTGCGTGCCAGCAGCCGAGGTAAGACGTAGGAGGAGAGCGCTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAATTAAGTCTAATGTGGCAGGCCTCGGCTTAACCGAGGAGCTGCATCGGAAACTGTT

TTCCTTGAGTGCTGAAGAGGAGGGTGGAACTCCATGTGTAGCTGTGAAATGCGTAGATATATGGAAGAACACCATTG
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GCGAAGGCAGCTCTCTCGTCTGCAACTGACGCTGAGGCGCGAAAGCATCGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2387;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATCCGAGTACCCTGCGAATCA

GCATCGGCTAACTCCGTGCCAGCCGCCGCGGTATTACGGGGTATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGTGCGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCTTTGATACTGTCGCGCT

GGAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU2390;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTCGTAAACTGCTTTTATAGGGGAATAAAGTGGGCCACGTGTGGCATATTGCAGGTACCCTGTGAATAAG

GACCGGCTAATTCCGTGCCAGCCGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGATGTGAAATGTCGCGGCTCAACCGGGGAAGTGCAGCGGGAACTGGGAGACTT

GAGTGCAGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGGCTGGTCCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2391;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0519); 

CCTTTATTCCTCCTTTATTACTATTTGTCAATGTGCGGAATCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGCCCTA

TGGTCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGTCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAG

CGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAG

TGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGG

CGGCGATCTGGTCTGAAAATGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATAACCTGGTA 

>OTU2392;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9605),c:Fusobacteriia(0.8897),o:"Fusobacteriales"(0.

7623),f:"Fusobacteriaceae"(0.5632),g:Fusobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACCAAAAGCCTGATCCACCAATCCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCCTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTACTACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTAGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTTGAGTGCAGGAGAGGTAAG
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CGGAATTACAAGTGTAGAGGTGAAATGCGTAGATATTAGTAGGAATACCAGTAGAGAAGGCAGCTCACTGGACGGA

AACTGACACTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.5273),g:Flavonifractor(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGTGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGGACAGATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTTCC

AGCAGCCGCGGTAATACCTAGGTGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGCGTGTAGGCGGGATTGCA

AGTCAGATGTGAAAACTCGGAGATCAACTCCGAGCCTGCATTTGAAACTGTAGTGCTTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGACAGACAGCA

ACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGAAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAACGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGAATGGCTTTGGAAACTGCGCGGCTAGAGTACCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2396;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Rikenellaceae"(0.0252),g:Alistipes(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCCGATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCCGGTAAGTGAGCCGTGAAAAGCCCGCGCTCAACGTGGGTCGTGCGTGTGATACTGTGGGACTGG

AGTGCGGATGCAGTAGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTTACGATTGCGCAATTGACGCTGAAGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2399;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGGCGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCGACGTGTGGCATATTGTAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAACGGGTGAACTGCGTCGCGAACTGTCAGTCTTG
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AGTGAGCAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTGGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2395;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.2184),g:Pseudoflavonifractor(0.0615); 

ACGGGAGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCAGGTGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTGGAGAGGCAATCGG

AATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAGGGCGGCCTGCTGGACATTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAG

CAAGTCAGCTGTGAAATCTATGGGCTTAACCCAGAAACTGCAGTTGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9791),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGACGGG

TTTCGGCTCGTAAAGCTCTGTTTGTAGTGAAGAAAGATAGAGGTAGTAACTCGCCTTTATTTGACGTTAATTACTTAGA

AAGTCACGGTTACCTACGTGCCGGCAGCCGCGGTAATACGTAGGTGGTAATCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTGGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAAC

TTGAGTGCAGGAGAGGCGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGATTCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTAGAGTTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

CAAGTCCCGGCTAACTACGTGCCCGCGCCCGCGCTAATTCGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTC
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TTGAGTGCAGAAGGGGAGAGTGGAATTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2400;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Gammaproteobacteria(0.4045),o:"Enterob

acteriales"(0.1719),f:Enterobacteriaceae(0.0710),g:Escherichia/Shigella(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTTTTAGGGAAGAAGAAAGTGACGATACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGGAGAGGTAA

GTGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCGGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2402;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGACGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTGATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGGAGTGAAAGCCCGGGGCCCGACGACGGGACTGCGTTGGAGACTGGGCTGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATGTTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2403;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_2(0.0560),g:Alkaliphilus(0.0134); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCTGCAGGGAAGAAACAAGACAGTACCTGCAAAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAATTA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGGTTTTCTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2404;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAGTGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAACACGTTTGCTGAGTGTAGTTACCCGCAGA

AGAAGCACCGGCTCACTGCGTGCCAGCAGCGGCGGTAATACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTAGGAGCTGCATTTGATACTGGCA

AGCTGGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCTTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2405;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9812),o:"Enterob

acteriales"(0.9280),f:Enterobacteriaceae(0.9108),g:Escherichia/Shigella(0.5239); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGAGAACGCGTGATGCAGCCATGCCGCGTGTATGAAGAAG

GCCTTCGTGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAGTACCTTTGCTCATTGACTGTACCCGCA

GAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGTAAGCGTTAATCGGAATTACTGGGC

GTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGG

CAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU2406;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAAACTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTATAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGT

CTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGC

GAAGGCAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2407;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAATAACGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGTCATGTATGGCATTTTGTAGGTACCGCATAAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTCCACCGTGGCACTGCAGCGCGAACTGGATGACTTGAG

TTCGCGGGAGATAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2408;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGGTGTTAAGTACTTTTAGCGGGGAGGTAGGGAGTGAAGTTAATACCTTTGCGCATGGACGTTACCAGCAGA

AGACGCACCGGCTAACTCCGTGACAGCAGCCGCGGCAATAGGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTCGTACTGGCA
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AGCTTGAGTGTAGTAGAGGGGGGTAGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2409;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCAGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGAACGGCAAGTTTGAAGTGAAATACCCGGGCGTAACCCGGGAACTGCTTTGAAAACTGTCGATCTA

GAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2410;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCTGG

AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2411;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Gammaproteobacteria(0.9038),o:"Enterob

acteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTAACACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGT

AAAGGGCGCGTAGGCGGCCAACTAAGTCTGGAGTGAAAGTCCGGCGTTTAAGGTGGGAATTGCTTTGGAAACTGGA

TGGCTTGAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Hydrogenoanaerobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGAACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGGCTTTGGGGACGAAGAAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACTG
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CAAGTCCAGTGTTAAATCTATCGGCTCAACTGGTAGCTGCGCTGGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2412;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTATTTTCGGTGACGAACAAATGACGGTAACCGAGTAAGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAGGCGTTATCCGGATTCATTGGGTTTAAAGGGAGCGTAGGCCGCCTTTTAA

GCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGAGCTTGAGTACAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4914),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGAAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGACA

AGTCTGATGTGAAAGGCTGGGGCTCATCCCCGGTACTGCATTGGAAACTGCCCGTCTTTGGTGCCCGAGAGGTAAGC

GGAAGTCCTAGAGTAGCGGTGAAATGCTTGTATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTTGACGGTA

ACTGACGTGGAGTCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2414;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG

GGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCT

TGAGTGCTGGAGAGGTAGACGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2415;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9851),o:"Enterob

acteriales"(0.9497),f:Enterobacteriaceae(0.9294),g:Mangrovibacter(0.5239); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTC

TGTCAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGCAGGCTGGAGTCTCGTAGAGG

GAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGG

ACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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ATGTCGACTTGGAGGCTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAATCGACCGCCTGGGGAGTACGG

CCGCAAGGTTAAAACTCAAAGGAATTGACGGGG 

>OTU2417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTGTATTTGACGGTAATTACTTAG

AAAGTAACGGCTAACTACGTGCCATCAGCCGCGGTAATACTTAGGTGGCAGGCGTTGTCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCAAGGAAAGTCTGATGTGAAAACCCAGGGCTTAACCCTGGGACTGCATTGGAAACTGTCTG

GCTCGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2419;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGTAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAATTTGGGTACGCGTGCCCTTTTGCATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTGTGGGGCTCAACCGGAAAAGTGCAGTTGGTACTGGGTGGCTTGA

GTGAAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2418;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1098),g:Sarcina(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAACTCTTTAAGCAGGGAAGAGGAAAGTGACGGTACCTGCAGAATAAGCATCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGG

CAAGTTGGTAGCGTAATTCCGGGGCTTAACTCCGGAACTACTACCAAAACTGTTGAACTTGAGTGCAGGAGGGGTAT

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGACGGCGATTCTCTGGACTG

TAACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2420;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTTATAGGGGGATAAAGTGTTCCACGTGTGTCATATTGCAGTTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTTAACCTGGGAAGTGCAGCGCGAACTGTGAGACTTG
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AGTGCGAAGGAAGAAGGTGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGATATCGAACAGGATTAGATACCCTGGTA 

>OTU2422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3544),g:Lachnospiracea_incertae_sedis(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATAAGCAGGAAAGAAAATGCCGGTCCCTGACTAAGAAGCCCCGGCTAATTACGTGCCA

GCAGCCGCGGTATTCCGGGGGATGAAAGCTTTATCCGGAATTATTGGGTTTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGGGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTATGCAA

GTCTGGAGTGAAAGCCCCGGGCTTAACCCTGGTACTGCATTGCAAACTGGATGGCTAGAGTGCTGGAGAGGTAAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2423;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Rikenellaceae"(0.0099),g:Rikenella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGACTAAGGA

CCTATGGGTCGTAAACTGCTTTTGTGGTGGAGCAATAAGGTTAACGTGTGGACCGATGAGAGTACACTACGAATAAG

CATCGGCTAACTCCGTGCTAGCAGCCGCGCTAATACGGGGGATGCAAGCGTTATCCGGATTTATTGGTTTTAAAGGG

TGCGTAGGCTGTGGTGCAAGTCGGAGGTGAAATATCCGGGCTCAACCGGGAGTGTGCCTTCGATACTTCAGTGCTGG

AATACTGTTGCCGCGGGATGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGACCACCGATTGCGAAGG

CATCTCGCGAAGCAGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAACCAGGATTAGATACCCTGGTA 

>OTU2424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7068),g:Dorea(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGTTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCATCCGCGGTTATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GCCAGATGTGAAAGCCCGGGGCACAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGGGTCGGAGAGGAAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAACAACAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2427;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Gammaproteobacteria(0.1159),o:Legionell

ales(0.0547),f:Coxiellaceae(0.0149),g:Aquicella(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGGT

CTTAGGATTGTAAAGCTCTTTTGACGGGGAAGATGATGACGGTACCCGTAGAATAAGCACCGGCTAACTTTGTGCCA

GCAGCCGCGGTAATAACGAGGGTGCAAGCGGTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTATACAA

GTCAGATGTTAAAGACCCGGGCTTAACCCGTGGACTGCGATTGAAACTGTGTGACTAGAGGGCAGCAGTGGAGAAT

GGAATTTCCGGTGTAGCGGTAAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2425;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

AAGGGAGGAAGAAGGGAGGAATATGGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGG

TCCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTTAGAGTACCCGAAGAAAAA

GCATCGGCGAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGGAAAG

GGTGCGTAGGCGGTCTTTTGAGTCAGAAGTGAAAGTCTACGGCGTAACAGTAGTAAGCTTGTGAAACTGGAGGACTT

GAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGA

AGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2426;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XI(0.0710),g:Sporanaerobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGCAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACA

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2429;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.9993),c:Mollicutes(0.9913),o:Mycoplasmatales(0.993

6),f:Mycoplasmataceae(0.9920),g:Mycoplasma(0.9944); 

ACGGAAGGCAGCAGTAGGGAATTTTCCGCAATGAGCGAAAGCTTGACGGAGCGACACAGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTGTTGTAAGGGAAGAAAAAATTTAATAGGAAATGATTAAATCTTGACGGTACCTTATTAG

AAAGTGACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGTCACAAGCGTTATCCGGAATTATTGGGCGTAA

AGAGTTTGTAGGCGGTTTATCAAGTCTACAGTTAAAGCCTGAGGCTCAACCTCAGTCCGCTCTGGATACTGGTTAACT

AGAGTTATATAGAGGTAAACGGAATTCTTAGTGAAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAACGGCGA

AGGCAGTTTACTGGATATACACTGACGCTCAAGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2430;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATCAGGGAGTAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGGTTGGGGCTCAACCTTGAAATTGCCGTTGATACTGTGTGCCTTGA

GTGCAGTATCGGCATGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCTATTGCGAATGC

AGCTTGCTGGAGCGCTACTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2433;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGT

CCTATGTGTTGTAAACTCCTTTTGTCTGGGGGTAAAGTGTGTCACGTGTGGCGTATTGCAAGTACCAGGCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGACGGCAAGTGAGGTGTGAAATGTTGTGGCTCAACGGTAGAACTGCCGTGCAAACTGGCGGTCTTG

AGTGCGGTAGATGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACTCCGATTGCGAAG

GCAGCTTACAGGGGCGCAACTGACGCTAAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2434;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACACCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTCGCCGATTAAGTCCGCAGGGAAAGGCAGGGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTG
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AGGACGTACGGGGCAGGAGGAATGAGTGGGGTAGCGGTGAAATGCATAGATATGCCGCAGAACCCCGATCGCGAA

GGCAGCCTGCCAGGCCGGGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2864),g:Anaerostipes(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGG

TGCGTAGGTGGTGTGGCAAGTCAGACGTGAAAACCCGGGGCTTAACTCCGGGACTGCTTTTGAAACTGTCAGACTGG

AGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAA

GGCGGCTTACTGGACTGAAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2432;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Eubac

teriaceae(0.0355),g:Eubacterium(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTATTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGA

TAAGTTGGATGTGAAATACACGGGCTTAACTTGGAGAGTGCATCGAAAACTGTTGGACTAGAGTGGAGTAGAGGAA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCATAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2435;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGTCTGAACCAGCCATGCCGCGTGCAGGAGGACGGC

CCTATGGGTTGTAAACCGCTTTTATTGGGGGGCAATAAGTACCACGAGTGCTTCATTGCAGGTACCCAGTGAATAGG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTGTTATAAGCGTGAGGTGAAATGCCGGGGCTCAACCTGGGAAGTGCAGCGCGAACTGGAAGTCTG

GAATGCGCAGGCAGTGGGAGGAATGCGTCGTGTAGCGGTGAAATGCTTAGAGATGACACAGAACTCCGATTGCGAA

GGCAGCTCGCGGTGGCGTGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAAAGTCGCGTGAGTGAAGACGGG

TTTAGGCTCGTTAAGCTCTTTTGTTGGAGAAGAACGTGCATGAGAGTAACTGTTCACGCAGTGACGGTATCCAACAAG

AAAGTCACGGTTAATTACGTGACAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCGGTGG
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CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2437;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTTGTTGGAGAAGAACGTGCGCGAGAGTAACTGTTCAAGCAGTGACGGTATACAACCA

GAAAGTCACGGCTAACTACGTGCCACCAGCCGCGGCAATACGTAGGGGGTAAGCGTTGTCCGGATGTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCACCGGAAACCGGG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2438;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCAAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGACTGACTTAAACGCCTTCGGCTAAACCGGAGAATGGAATCAGAATGTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACCCCATGTGTGGCGGTGGGTTGCGTAGATATATGGAAGACCACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACGGACGCTGAGTCTAGAAGGCATGGGTCGCGACAAGGATTATATACCTTGGTA 

>OTU2439;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGGGCTTGTAGGCGGTTGGTTGCGTCGGCCGTGAAATCCGCTGGCTTAACGGGGGGCGTGCGGTGGGTACGGG

CTGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGG

TGGCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU2440;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9933),o:Actinomycetales(

0.9775),f:Actinomycetaceae(0.9201),g:Actinomyces(0.9566); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGGAAGTCTGATGCAGCGACGCCGCGTGAGGGATGAAGGC

CTTCGGGTTGTAAACCTTTTTCGCTCATGGTCAAGCCGCTTTTTTGTTAGTGGTGAGGGTAGTGGGTAAAGAAGCGCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTT
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GTAGGCGGCTTGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTATGGGCTGGCTTGAGT

GCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGC

GGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Rumin

ococcaceae(0.9666),g:Faecalibacterium(0.7162); 

ACTGCCGGCATCAGTTTGGAATCTTTCACACTGGGGGAAACCCCGATGCAGCGACGCCACGTGGATGAAGAAGGTCT

TCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCAGC

AGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACAAG

TTGGAAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGGAGGCGG

AATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCAAC

TGACGCCGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2443;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.7547),c:Spirochaetia(0.4428),o:Spirochaetales(0.203

9),f:Spirochaetaceae(0.0904),g:Treponema(0.0134); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCCGACGCAGCCACGCCGCGTGGATGATGAAGGCC

GGAAGGTTGTAAAATCCTTTTAAGTATGAGGAATAAGCAGTCTGAGAGAAACGCATTGTGGTGACTGTAGTACTCGA

ATAAGCAACGGCTAATTACGTGCCAGCAACCGCGGTAACAAGTAAGTCGCCAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCTGATTTGCAAGCTTGATGTGAAATGCCGGAGCTTAACTGCGGAACTGCGTTGAGAACTGCATA

ACTAGAGTCACTGAGAGGCAATCAGAATTCCAGGTGTAGCGGTGAAATGTGTAGATATTTGGAAGAATACCAGTGG

CGAAGGCAGGTTACGAGCAGATGACTGACGCGGAGGTGCGAAGGGGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2442;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.4224),g:Roseburia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTAAGGCAA

GTCTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCATTGGAAACTGTTTAACTGGAGTGTCGGAGGAGCAAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTTATGGAGCAACACCGCGTGAGTGAAGGAGGTT

TTCGGCTCGTAAAGCTCTTTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGTCAAGCTTTATCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGTTTTCGAAGGCTGATGGTAAAGCCGTCGGCTTAACCGGAGAAGTGCATCGGAAACTGTATA

ACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2445;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTAAGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCA

AGTCTGAAGTGAAAGCCCGGGGCTGAACCCCGGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGCAAG

CGGAATTCCTAGTGTAACGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGTGGTTTAATAA

GTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTACGCTTTGGAAACTGTTAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2447;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9928),o:Actinomycetales(

0.9798),f:Micrococcaceae(0.7787),g:Rothia(0.5720); 

CCTTCCTTCCTCCTTTTTTCCTATTTCCCCCTGGTCGCCAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTTC

GGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGACTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTTGTC

ACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGGGAGA

CTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGGCTG

TAACTGACGCTGAGAAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2448;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATAGGGGAATAAAGTGGAGGACGTGTCCTTTTTTGTATGTACCCTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG
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CGTAGGCCGCTGTTCAAGCGGGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTGAG

TCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAGGC

AGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCATGGTA 

>OTU2449;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGA

GTGCGTGCGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9871),o:"Bacteroidales"(0.9

940),f:"Porphyromonadaceae"(0.9895),g:Butyricimonas(0.9566); 

CCTTTCTTCCTCCTTTCTTCCTATTTGTCCCTGGTTGCTAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGGTCTA

TGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTAAGCGTACCTTCTTGCCAGTACTTGACGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCGCGT

AGGCGGGACGCCAAGTAAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGGTGAAACTGGCGACCTGGAGAC

GAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGACATGCTTAGATATCACTTGGAACCCCGATAGCGAAGGCA

GCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2452;tax=d:Archaea(0.0014),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

TCCCCCTCATGCGCTTAATCACGATGCTGCTCGTTATGGTTTCCGTTGCTGCCATCTCCCAACCATTTGGACTGCTCCGC

TTCCTCCTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATTGACATTATGGGTCTGCAAGCTGCTTA

TGCTAATTTGCATACTGACCAAGCACGTGATTACTTCATGCAGCGTTACCATGATGTTATTTCTTCATTTGGAGGTAAA

ACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAATCTCTGGGCATCTGGCTATGATGGGGATGGAA

CGGACCAAACGTCGTGAGGCCAGTTTTCTGGTAGTGTGCAACAGACCTAGAAACATTCGGTGCCGCGTTTCTTTGTTC

CTGAGCATGGAACGAGGGGTACTCGTGCGCGTGGTCGTTTGACGCCGACTGC 

>OTU2454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9180),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTAAGGCAGCAACGCCGCTTGAGCGATGAAGGC

CTTCGGGTCTAAAAGCTCTTTCCTCAAGGAAGTTAATACGGTACCTTGGGGAGGAAGCCCCGGCTAACTCCGTCCCAG

CAGCCGCGTTAAACCGTAGGTGGAAAGGTTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAAGT

CTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGTGG
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AACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2451;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0355),g:Pseudoflavonifractor(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAGGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGAGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTTGAAACGGGGAAACGTGAGTGCAGGAGAGGAGAG

TGGAATTCCTTAGGGATGGGTTAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGGGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU2453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGTAGGCGGATGATTAAGTGCGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTA

TCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGCGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCCGCTGTTCA

AGCGTGTCGTGAAATGCGGTTGCTCAACTTGGGTGCTGCATTCCAAACTGGTCATCTAGAGTGCAGGAGAAGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diales_Incertae_Sedis_XIII(0.2864),g:Mogibacterium(0.0808); 

ACTTTATTCATCATTTTTTAATATTTTTCAATTTTCTCAAGCCTTACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTCG

GGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCTAAGC

GTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCGGA
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ATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2458;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGACTGAACCAGCCAAGTAGCGTGAAGGAAGACGGT

TCTATGGATTGTAAACTGCTTTTGCCTGAGAATAAAAGGCGGTACGTGTGCTGACGTGTAAGTATCGGGTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCGTTGAAACTGGCTTTCTTGA

GTGTAAACGAGGTAGGCGGAATTTGACTTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGGC

AGCTTACCAGCATACAACTGACGCTGAGGCTCAAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.9566); 

ACTTTATTCATCATTATTTAATCTTCCACAATTTACTCAATTCTTATTTATCAACGCCTCTTTAGTGAATAAGGTTTTCGG

ATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGT

CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGAAAAATAAGTCGAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGA

GTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAGG

GCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2460;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Porphyromonadaceae"(0.8864),g:Parabacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTTCGGGACGTGTCCCGTGTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGCTATTAAGGCTGCGGTGAAAGTTTGTGGCTCAACCTTAGAATTGCCGTGGAAACTGGGGGGCTTG

AGTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCCTACCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2462;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9994),c:Actinobacteria(0.9897),o:Bifidobacteriales(

0.9389),f:Bifidobacteriaceae(0.9201),g:Bifidobacterium(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGAAGCCGCGTGCGGGATGGAGGC

CTTAGGGTTTTAAACCGCTTTTGTTTGGGAGAAAGCCCTTCGGGGGGAGTGTAATTTTCGTATAAGCACCGAATAACT

ACGTGCCAGCAGCGGCGGTAATACGTAGGGTGTGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGG

TTCGTCGCGTCCGGTGTGAAAGGCCAGCGCTTAACGGTGGATCCGCGTCGGGTACGGGCGGGCTGGAGTGCGGTAG
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GGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCT

GGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTATTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCCTGCTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2461;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9952),o:Bifidobacteriales(

0.9866),f:Bifidobacteriaceae(0.9876),g:Bifidobacterium(0.9724); 

ACGGAAGGCAGCAGTGGGGAATCTTTCCCCCTGTTCTCCAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGCC

TTCGGGTTGTAAACCGCTATTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACTA

CGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCTCGTAGGCGGT

TCGTCGCGTCCGGTGTGAAAGTCCATCGCTTAACGGTGGATCCGCGTCGGGTACGGGCGGGCTGGAGTGCGGTAGG

GGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTG

GGCCGTTACTGTCGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8897),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTATTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTAAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTCAAAC

TTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCG

AAGGCGGCTTTCTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Lachn

ospiraceae(0.8864),g:Dorea(0.7162); 

ACGAGGCAGCAGTGGGGAATATTGCCCAATGGCGGACACTCTGATGCCGCGACGCCGCGTGACGGCTGAAGTATTT

CGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCACGGCAAGCC

AGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAAGTGGA
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ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Roseburia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACGCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTCTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCAA

GTCAGATGTGAAAACTGGGGGCTCAACCTCCAGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTGGAGAGGCAATCG

GAATTCCGTGTGTAGCGGTTAAATGCGTATATATACGGAGGCACACCAGTCGCGCAGGCCGATCGCTGGACAGTACC

TGACGCTTAGGCACGAAAGCGTTGAGCACACACCGGATTAGATACCCTGGTA 

>OTU2468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTATTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCGATTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTCTGTAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGCAGGAC

TTGAGTGCAGAAGGGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAGCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2467;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGCTCTGCAAGTCTGGAGTGAAAACCCGGGGCTCAACCCTGGGACTGCTTTGGAAACTGTGGAGC
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TTGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCG

AAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2469;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.9

942),f:"Porphyromonadaceae"(0.9881),g:Porphyromonas(0.9875); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACTGC

CCGCAAGGGTTGTAAACTTCTTTTGTATGGGATTAAAGTCACCTACGTGTAGGTATTTGCAGTTACCATACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGTTGCAAGGGAAGTCAGGGGTGAAAAGCTGTAGCTCAACTATGGTCTTGCCTTTGAAACTCTCTAGCTAG

AGTGTACTGGAGGTACGTGGAACGTGCGGTGTAGCGGTGAAATGCATAGATATCACACAGAACTCCGATTGCGCAG

GCAGCGTACTACATTACAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGGGT

AAAGGGAGCGCAGGCGGTAGCTTAAGTCAGATGTGAAAGCTCTGGGCTTAACCGAAGAAGTGCATCGGAAACCGTG

CTACTTGAGTGCAGAAGAGGCCAGCGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGC

GGCGAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCGTTTATAAGGGCATAAAGTGAGGCACGTGAGGCGTATTGCAGGTACCTCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGTTAAGCCTGTTGTGAAATGTAGTGGCTCAACCTCCGCACTGCAGCGCGAACTGGTCTTCTTG

AGTATGCACAACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACGGGAGCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2472;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Syntro

phomonadaceae(0.2184),g:Syntrophomonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTTTTAAGGGACGAAACATAGTGGTAGGAAATGACCATTATCTGACGGTACCTTAAGA

GGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGAGCACGTAGGCGGAAACTTAAGTCCGTTGTGAAAGACCGGAGCTCAACTCCGGAATTGCAGTGGAAACTGAG
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CTTCTTGAGGGCAGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGA

GGCGAAGGCGGCTTACTGAACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCTCGCAGTGACGGTATCCATCCAG

AAAGTCACGTCTAACTACGTGCCAGCAGCCGCTGTAATACTTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCATCGGAAACCGGGAGA

CTTGAGTGCAGAAGAGGACAGTGGAAGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2473;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.762

3),f:Spirochaetaceae(0.5632),g:Treponema(0.1735); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGCTCTTTTGAAACTGAAGAATAAGTATTGCCGTGAATGGCGTTACGGTTACGGTAGATTTTGA

ATCAGCCACGTCTAATTACGTGCCACCAGCCGCGGTAACACGTCCGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCAGTGAGAACTACGAGA

CTTGAGTGACTGAGATGGAACTGGAATTCCAGGTGTAGGGGTGAAATGTGCAGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2475;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATA

AGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTAGCGAAGGCGGCTGTCTGGACTGC

AACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2476;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGACTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGAGGTGAAATTCCGGGGGCCAACCCCGGAACTTGATTTGAAACCGTAGCCCTTTAGTATCGGAGAGGCAA
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GCGGAATTCCTAGGGTAGCGGTTAAATGCGTTGATAATAGGAGGAACACCCGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCCTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2477;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAGGAAGG

TTTTCGGATTGTAAACCTCTGTCCTTGGGGAAGAAGAAAGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCG

ACTAAGTCTGATGTGAAATACCCGCTTTTAAGGTGGGTCGTGCATTGGAAACTGGATGGCTAGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAGGGCGACTTACTGGG

CCGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2478;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Cellulosibacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATAAGTGACGAAGGACGTGACGGTACCTTATGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGC

TAAGTCTGGTGTGAAAGTCCTGCTTTAAAGGTGGGAATTGCTTTGGATAATGGGAGGGTGGAGGGCAGGAGAGGAA

AGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAAAACCAGGGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.1740),o:"Flavobacteriales"(

0.0781),f:Flavobacteriaceae(0.0252),g:Riemerella(0.0056); 

ACGGAAAGGCAGCAGTGAGGAATATTGGACAATGGGGGAGACCCTGATCCAGCCAAACCGCGTGAAGGATGAAGG

TTCTATGAATCGTAAACTTCTTTTTTGCAAGAATAATTAACGGTATGTATACTGTTTTGAATGTATTGTAAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAGGCGTTATCCGGATTTATTAGGTTTAAAGGGT

GCGCAGGCGGGACATTAAGTCGGCGGTGAAATCCCGTGGCCCAACTACGGGGCTGCCGTCGATACTGATGACCTTG

AGTTATGGTGAGGTAACCGGAATGTGGAGTGTAGCGGTGAAATGCATAGATATTCCACAGAACACCGATTGCGAAG

GCAGGTTACCAACTGTACACTGACGCTCATGCACGAAAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2480;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCGTATC

AAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAA



5231 

 

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2481;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Olivibacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCCGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCAGCTGGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2482;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0457),g:Ruminococcus2(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCCGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGTGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCCAGGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAGGCT

AGAGTGCCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCG

AAGGCGGCTTACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU2483;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8189),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTA

AAGGGTGAGTAGGCGGGCTGACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCA

GTCTTGAGTGTCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Strepto

coccaceae(0.5991),g:Lactococcus(0.4351); 

ATTAGATACCCTGTAGTCCACGCCGTAAACGATGAGTGCTCGCTGTAGGGAGCTATAAGTTCTCTGTAGCGCAGCTAA

CGCATTAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG

GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACTCGTGCTATCCTTAGAGATA

AGGAGTTCCTTCGGGACACGGGATACAGGTGGTGCATGGCTGTCGTCAGCTCGT 
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>OTU2487;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGAAGTAGGGAATCTTAAACAATGGACGCAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTTTTGTTGGAGAAGAAGGATAGAGGTAGCAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGCTGGCAAGCGTCGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCGTCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGTAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2485;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9762),o:Coriobacteriales(

0.9497),f:Coriobacteriaceae(0.9294),g:Adlercreutzia(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGACGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGATCGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCACGCAGGCGGCCCGCCAA

GCGGAACCTCTAACCCCGGGGCTCAACCTCGGGCCGGGTTCCGGACTGGCGGGCTCGAGTGCGGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCCTGCTGGGCCGTTC

ACTGACGCTGAGGCGCGAAAGCTGAGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2486;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9776),o:Actinomycetales(

0.9063),f:Actinomycetaceae(0.7787),g:Actinomyces(0.6681); 

ACAGAAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTCGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCATCCGCGGTAATACGTAGGTCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTT

GTAGGCGGTTGGTTGCGTCTGACGTGAAAGCCTCGGGGGTAAGGGGGGGCGTGCGGTGGGTACGGGCTGGCTGGA

GTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGAAGAGATCAGGAGGAACACCGGTGGCGAAG

GCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2489;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrion

ales"(0.0000),f:Vibrionaceae(0.0000),g:Vibrio(0.0000); 

GTAGCGTTGACCCTCATTTTGGTCGTCGCGTACGCACTCGCCGCCAGTTAAATAGCTTGCACCATACGTGGCCTTCTG

GTTACAGTATGCCCCTCGCAGTTCGCTACACGCAGGACGCTTTTTCACGTTCTGGTTGGTTGTGGCCTGTTGATGCTAA

AGGTGAGCCGCTTAAAGCTACCAGTTATATGGCTGTTGGTTTCTATGTGGCTAAATACGTTAACAAAAAGTCAGATAT

GGACCTTGCTGCTAAAGGTATAGGAGCTAAAGAATGGAACAACTCACTAAAAACCAAGCTGTCGCTACTTCCCAAGA

AGCTGTTAAGAATCAGAATGAGCCGCAACGTCGGGATGAAAAGGCTCACAATGACAAAGCT 

>OTU2488;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGA

GCTAGAGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCGGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACTGTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GTAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCGTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCATCGGAAACCGCAC

GACTAGAGTGCAGAAGAGGACAGTGGAACTCCAAGTGTAGCAGTGAAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCGGCTGTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2492;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAGGGT

TTTCGGATCGTAAAGCTCTGTCATCGGGGACGAAAATGACGGTACCCAAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATGTTTAA

GTGAGATGTGAAATCCCCGGGCTCAACCTGGGTACTGCATTTCAAACTGGATAGCTTGAGTGCAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2493;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTGGGGAACATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGACGGCGTA

TCAAGCCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2490;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGAAAAAGGGCGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACGGCA

AGTCAGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATTTGAAACTACCGTTCTTGAGTGTCGGAGAGGAAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2494;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Clostri

diaceae_1(0.9108),g:Clostridium_sensu_stricto(0.8124); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGGGAACCCGTGATGCAGCAACGCCGCGTGAGTGATGACG

GCCTTCGTGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGTGGAGGAAGCCACGGCTAGCTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2495;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9038),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGCGGCCTGATAAGTTTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTG

GGCTGGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAACGCGTAGAGATCGGTAGGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGATAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2500;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

CCTTTCTCCATCAGTTCTGACTATTGGTCCCTGGCCGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGCCCT

ATGGGTTGTAAACTTCTTTTATCAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGCGGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTG

CGGCAGAGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2497;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9604),o:Aeromon

adales(0.6881),f:Succinivibrionaceae(0.3884),g:Ruminobacter(0.1735); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTCAGGAGGAAGGTAGCGATACTTGACGTTACTGACAGACGAAGCACCGGCTAA

CTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGGCACGTAGGT

GGTTATGTAAGTCAGATGTGAAATCCCTGGGCTTAACCTAGGAACTGCATTTGAAACTGTATAACTAGAGTACTGTAG

AGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGGCGAAGGCGGCCTCCT

GGACAGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2499;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVb(0.0204); 

ACGGAAGGCAGCAGTGGAGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGC

CCTTGGGTTGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGATA

AGTTGGATGTGAAATACCCGGGCGTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2498;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Fastidiosipila(0.0087); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGAAAAAAGAAAGTGATGGTACCACAGGAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTTAG

GTAAGTGAAATGTGAAAGCCCGAGGCTCAACCTCGGAACTGCAATTCATACTGCCCAGCTAGAGTGTAGTAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GCAACTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 



5236 

 

>OTU2501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTATGGGTCGTAAACTTCTTTTATAAGGGAATAAAGTCGCCTACGTGTAGGCGTTTGTATGTACTTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACTTTTAAGTCAGCTGTTAAATTCGGTGGCTCAACCATCGCATGCAGTTGAAACTGGTCAGCTTGAGT

ACAGACGAGGTAGGCGGAATGAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCA

GCTTACCAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCAAGCAGCGTGCAGGATGGCGGT

CCTATGGGTTGTAAACTTCTTTTATCAGGGAATAATAGGGCGTTCGCGTACCTGTATGCAGGTACCCGATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGTAGTTAAGTTTGATGTGAAAGGTTGGGGCTCAACATGAATTTGCAGTGAAAACTGGGTGACTAGA

ATGTAGTAGAGGCAGGCGGAATTCATCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCTATCGCGAAGG

CAGCTTGCTGGGATGTAACTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2502;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.2902),o:Desulfurom

onadales(0.0547),f:Desulfuromonadaceae(0.0149),g:Pelobacter(0.0066); 

CCGGGAGGCAGCAGTGGTGCCTCTTTCTCAATGTATTCAACTCTGACGCAGCCATGCCGCGTGAGTGATGAAGGCCT

TCGGGTTGTAAAGCTCTGTCTAATGGGAAAAATGATGTTATGTCGAATAGGCATGGCAAGTGATGGTACCCTTAAAG

AAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCGTA

AAGGGCGTGCAGGCGGCCACCGCAAGTTGAATGTGAAAGCCCCGGGCTTAACCTGGGAAGTGCGTTCAAGACTGCG

GGGCTTGAATACGGGAGAGGATCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTCGT

GGCGAAGGCGACGGTCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2503;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Bacillaceae_

2(0.0252),g:Vulcanibacillus(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTCTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAGTTATTGGGCGTAAAGAGTGAGCAGGCGGCTTAT

TAAGTTTGAAGTCAAATCGTTGGGCTCAACCCAATCTCGCTTCAAAAACTGGTAGGCTAGAGTATGTGAGAGGTAAG

TAGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAATACCAGTGGCGAAGGCGGCTTACCAGCACAAT

ACTGACGCTCAGTCACGAAAGTATAGGGAGCAAATAGGATTAGATACCCTGGTA 
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>OTU2505;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTCTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTTAACTGTGGAATTGCCTTTGATACTAGCAGGCTTGAAT

ACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCA

TCTCACGAAGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2506;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.7068),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCTTACCCGTTTGCATGTACTTACTGAATACGGA

CCGCCTACCTCCGTCCAAGAAGCCCCGGTATAACGGAGGATCCGGGCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTTAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAG

TGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2507;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Oscillibacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAG

GGCGTGTAGCCGGGAGGGCAAGTCTGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCT

TGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGA

AGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6350),g:Ruminococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTCAAGTACGAAGAAGTGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGC

AAGTCAGATGTGAAAACTATGGGCTTAACCCATAGACTGAATTTGAAACTGTAGTTATTGAGTGAAGTAGAGGTAAG

AGGAATTACTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCGGTGGCGAAGGAGGCTTACTGGGCTTT

TACTGACGCTGAGGCTAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Negativicutes(0.6730),o:Selenomonadales(0.395

9),f:Veillonellaceae(0.2184),g:Schwartzia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGAGCGCAGGTGGGGCGGTA

AGTCTTTCTTAAAAGTGCGGGGCTCACCCCCGTGAGGGGAAAGAAACTATCGTTCTTGAGTGCAGGAGAGGAAAGC

GGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2510;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Strepto

coccaceae(0.1485),g:Streptococcus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGTTT

AAAGGGAGCGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGC

AGTCTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATT

GCGAAGGCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU2511;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.1159),o:Rhodospiril

lales(0.0547),f:Acetobacteraceae(0.0149),g:Acetobacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGATGCCGCGGGAGTGAAGAAGGT

CTTAGGATTGTAAAGCTCTTTTGACGGGGAAGATGATGACGGTACCCGTAGAATAAGCACCGGCTAACTCTGTGCAA

GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTATACAA

GTCAGATGTTAAAGACCCGGGCTTAACCCGGGGGCTGCGTTTGAAACTGTATGACTAGAGAGCAGGAGGGGAGAAT

GGAATTTCCGGTGTAGAGGTAAAATTCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGCG

ACCGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3884),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAATCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGTTATGTAAGGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATCCGTGCCA

GCAGCCGCGATAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGAGCAA

GTCAGAAGTGAAAGACCGGGGCTCAACCGCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTACAGGAGAGGCAGGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCGGCTGGACTGAT

AATGAAGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2512;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Gammaproteobacteria(0.9321),o:"Enterob

acteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGG

ATCTTGAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTA

AGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATAACTTGAGTGCTGGAGAGGTAGA

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGTCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU2516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATAGTGGGCAAGGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGACGACGG

CCCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGAGTACGTGTACGCCGAATTGTATGTACCATCAGAAA

AAGGACCGGCTAATTCCGTGCCAGAAGCCGCGGTAATAAGGACGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCGGGTGTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTTAAACTGTAAGCC

TTGAGTGCACGCAGTGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATTTCATGCAGAACTCCGAAAGCGA

AGGCCAGTGCCCTGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGCA 

>OTU2517;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7428),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGAGGTGAAATGTAGGGGCTCAACCTCTGAAATGCAGCGCGAACTGGTCATCTTG

AGTAAGAACAACGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCACACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 



5240 

 

>OTU2515;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGTAGACGGCTGTGC

AAGTCTGAAGTGAAAGCCCGCGGCTAAACTGCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCA

CAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2520;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGCAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGCTCGTAAAGCTCTTTTAGTAGTGAAGAAAGATATAGGTAGTAACTGGCCTTTATTTGACGGTAATCACTTAG

AAAGTCACGGCTAACTACGTGCCAGCCGCCCCGTTAATACGTAGGTGGCAAGCGTTGTCCGGGTTTATTGGGCGTAA

AGGGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGGGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2521;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Parapedobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCGTTTTTGGGGAAATAATAAGACTTTTGCTAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAGCTCCGTTCCAGCGGCCGCGGTAATTCGGAGGATTCAATCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTACTGCTCAACAGGAGTTTGCCTTGGAAACTGTCTGACTAGGA

TGTAGAAGACGCAGGCGGAATGAATCGTGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2518;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCATCAGGGACGAAAAAAGACGGTACCTGAGAAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGAGTAGGCGGGTCGGC

AAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTT

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCCTTTTAA

GTGAGATGTGAAATACCCGGGCGTAAATTGGGGACTGCATCGAAGACTGGTTGACTTAGAGTACAGGAGAGGGTGG

CGGAATTCCAGGTGGAGGAGTGAAATCCGTAGATAGCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCG

GTATTGACGCTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2523;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGGTGTGAAAGTTTGGGGGTCAAACGGAAAATTGGAAGTGATGCTGTCAGGATTAA

ATAAAGGAAAGGTGGGGGGGAGTCGGTGTGTAGCGGTGAAATGCTTAAAAAACACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGAAGCTCGAAAGTGGGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2522;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Saccharofermentans(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCCTTTATCAGGGAAGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATA

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAACCTGCGTTTGAAACTGTATCTCTTTAGTGTCGTGGAGGTAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAATGGCGAAGGCCGTCTACTGGACGAA

AACTGACGCTGAGGCGCGCAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2524;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9740),o:Desulfovibr

ionales(0.9172),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCTCTGTCAGTAGGGAAGAAACTAGGGTGCTCTAATCATCCACCTACTGACGGTACCTTCACAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGGGGAACGGCATTTGATACTGGAC

GACTCGAGTGCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACATCAGT

GGCGAAGGCGGCCCCCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU2526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2864),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATAAGGGACGAAGGAAGTGACGGTACCTTATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGTGGTTTAGC

AAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATA

GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACT

GCAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2525;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTAGCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAATTGTAA

GTCAGGTGTGAAATCTTCGGGCTTAACCGGTGTACTGCATTTCAAACTGGAAGTCTTGAGTGCAGGAGAGGAAGAG

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGCTCCGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2527;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCGGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAAACAACAGGGACGAAGAAAGTGACGGTACCTGTTAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAGG

CAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCATTTGAAACTGTTTCCCTTGAGTGTCGGAGAGGTAAA

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAGCACCGGTGGCGAAGGCGGTTTACTGGACGAC

AACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGTATGCGTCCCGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAACGGTG

CGTAGGTGGCCTTTTAAGTGAGCGGTGAAAGTTTGTGGCTGAACCATAAAAGTGCCGTTGAAACTGGAGGGCTTGA

GTATGTTAGGGGCAGGGGGAATCTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATGGGGAAG

GCAGCTGGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU2531;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3544),g:Alloprevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGAATTGTATGTACCATCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAGGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGAAAGCG

AAGGCAAGTGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAGCAGGATTAGATACCCTGGTA 

>OTU2532;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGCACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGGTGGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCCTGATGTGAAATGTCGCGGCTCAACCTGGGCAGTGCATCGCGAACTGGGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAACTCCGATTGCGAAG

GCGGCCTTCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2529;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCAATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAATGCATGGGCTTAACCCATAAACTGCGCTTGAAACTGTCTTGCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAAGCACGAGAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2530;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGTAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAAGG

CAAGTCAGATGTGAAAGCCCGGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2533;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9913),o:Campylob

acterales(0.9730),f:Helicobacteraceae(0.9201),g:Helicobacter(0.7162); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTCTACGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGAGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATGTGAAACTGATATTCTAGAGTATGGGAGAGGTAGGTG

GAATCGTTGGTGTAGGGGTAAAATCAGTAGAGATCAAGAGGAATACTCATTGAGAAGGCGACGTGCTGGAACATAA

CTGACGCTGATGCGCGAAAGCGTGGGGAGCAAAGAGGATTAGATAACCTGGTA 

>OTU2534;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Butyricimonas(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCATTTGTCAAGGTAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCACCCGTGGTAATCCGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGTTTGATACGCCTGATGTGAGAGCCTTTGGCTTGACCAAAGAAGTGCATCGGAAACCGGGGAACTTG

AGTGCAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATCTATGGGAGAACACCAGTGGCGAA

GGCGGCTGTCTGGTCTGCAACTAACGCTGAGGCGCGAAAGCGTGGGGGGCAAACAGGATTAGATGCCCTGGTA 

>OTU2535;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Clostridium_IV(0.0110); 

ACAGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTATCCTTAGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACCT

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGGGGAACTGGAGTGCCGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2537;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Erysipelotrichia(0.8614),o:Erysipelotrichales(0.68

81),f:Erysipelotrichaceae(0.4914),g:Erysipelotrichaceae_incertae_sedis(0.0808); 

ACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGCAACCCTGAACGAGCAATGCCGCGTGAGTGAGGAAGGT

CTTCGGATCGTAAAGCTCTGTTGCAGGAGAAAAACGGCAGATATAGGAAATGATATCTGAGTGATGGTAACCTGCCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATGATTGGGCGT

AAAGGGTGCGTAGGTGGCCTTATAAGTCTGGAGTGAAAGGCGGCAGCTCAACTGCCGTATGCTCTGGAAACTGTGA

GGCTGGAGTGCAGGAGAGGGCGATGGAACTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGTCGCCTGGCCTGTAACTGACACTGAAGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU2536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.3204),g:Butyricicoccus(0.0904); 

AAGGAAGGAAGAAGGGGGGAAGAAGGAGAAAGGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAG

GTCTTCGGATTGTAAAAATCTTTTATCAGGGACGAAGAAGTGACGGTACCGGATGAATAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAGTACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGTC

GGCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTCGATCTTGAGTGATGGAGAGG

CAGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGG

ACATTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGTATCGTAAAGCTCTGTTGTTGGTTAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCACAGGCGGAAAAATAAGTCGAATGTGAAAGCCCTCGGCTTAAACGAGGAACTGCATCGGAAACTGTTTGT

CTTGAGTGCAGAAGAGGAGAGGGGAACTGCATGTGTAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAAATGACGCTGAGGCTAGAAAGAATGGGTAGCGAACAGGATTAGATAACCTGGT

A 

>OTU2539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTTAAAGGTCCGGGCTCAACGCGGGAACTGCCTTTGATACTGCCGTGCT

GGAGTGCGGATGCCGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGC

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGTAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGCAGTACCAAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCAGACACTGCAGCGGAAACTGTTATTCTTGAGTGGAGAGGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTGCTGGACTG

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2541;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Lachn

ospiraceae(0.8505),g:Blautia(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGAATGACTGGGTGTAAAGGGCGCGTAGACGGTGTGGCA

AGTCAGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACGTGCATACTTGAGTGCCGGAGGGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2543;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTCTCTGCCGGTAATTACTTAG

AAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCACTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGGAGAAGTGCATCAGAAACTGTTGA

ACTTGAGTGCAGGAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGACGGCAACTGGCGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGAAGTAACTGGCCTTTACTTGACGATAATTACTTAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCTGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTACGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

GCTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGCGTGTAGGCGGGATTGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTT
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CTTGAGTACTGGAGAGGCAGACGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGC

GAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTCGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2547;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGCATGAAGAAGTAT

TTCTGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAATCTCCGGCTACATACGTGACAGC

AGCCGCGGTACTACGTAAGGAGCCACCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAAGT

CAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCCAGGCTAGAGTGCAGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAGTGTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2545;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCTTAACCCATGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAA

TAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2546;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGATGTAAAGCTCTGTCATCAGGGACGAAAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGATCGGAATTACTGGGCGTAAAGGGAACGCAGGCGGTCTTTTAA

GTGAGATGTGAAATCCCCGGGCTCAACTTGGGTACTGCATTTCATACTGGAAATCTTGAGTGCAGTAGAGGGGAGTA

GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCTCTGGACTATGA

CTGACGCTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2548;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Marinilabiaceae"(0.0355),g:Anaerophaga(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA
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TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATTACTCAGAACACCGATTGCGAAGGC

ATCTCACGAAGCAGAGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2549;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTAAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTAGTTGGGAGCAAAGTGCGCCACGTGTGGTGTGTTGCGTGTACCATTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGACGCGGGAATACAGAGGAGCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCGCAACCGTAAAATTGCAGTTGAGACTGGACTGCTTG

AGTGCAGCAGGGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Sphingobacterium(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGCGGTTAAAGGCTTCTGCGCAACAGGAGTGTGCCTTGAAAACGGTCTGACTAGG

GTGTAAACGACGCAGGCGGAATGAAGCATGTAGCGGTGACATGCATAGATAGAATTCAGAACACCTATGGCGAAGG

CAGCTTGCGAGGATAGGATTGACGCTGAAGCACAAAAGCGTGGGTATCGAACAGGATTAGAAACCCTGGTA 

>OTU2551;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAATGAT

AAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2550;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAAGAAATGACGGTACCTCATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTATGTCTTGAGGATGGGAGAGGTAA
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ATGGAATTCCCGGTGTAGCGGTGAAATGTGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCCGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2553;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_2(0.0710),g:Alkaliphilus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

CCAACAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2554;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Intestinimonas(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGACGGT

CTTCTGATTTTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTAATGGGTGTAAAGGGTGTGTAGGCTTGAATG

CAAGTCAGACGTGAAAACTTAGGGCTCAACCTTCAGCCGGGGTTTGAAACTGTGTTTCTTGGGAGGGGGAGAGGTA

AAGGGAATTCCTGGTGGTATAGTGAAATGCGTTGGTATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ACAAATGAAGGTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGAAGTGAAATACCCGGGCTCAACTTGGGAACTGCATTTAAAACTGGTAGTCTAGAGTGCAGGAGAGGAGAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTGTA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU2556;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTATAGGCGGGATTGCAA

GTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGACG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2555;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Saccharofermentans(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACACAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTTGATAGGGACGATAATGACGGTACATATCGAGGAAGCCACGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGAGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTATGGGCTCAACTCATAACCTGCACTTGACACTGGGGTGCTTGAGAGTCGGAGGGGTGACTG

GAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGATTACTGGGCGACC

ACTTACGCTTAGACACGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2560;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7068),g:Dorea(0.4787); 

CCGGAAGGCAGCAGTGGTTCCTCTTGCCCAATTTATTCAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTT

CGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGCC

AGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGGA

ATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2558;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9866),o:Actinomycetales(

0.9889),f:Actinomycetaceae(0.9666),g:Mobiluncus(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCTTGATGCAGCGACGCCGCGTGGAGGGTGTAGGC

CTTCGGGTTGTGAACTCCTTTTTCTCGCGAAAAAGGCACAGTTTTGGCTGTGTTGATGGTAGTGGGGGAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTGATTGGGCGTAAAGAGCT

CGTAGGTGGTTCGTCGCGTCTGTCGTGAAAGCCAGGAGCTTAACTGTTGGTCTGCGGTGGGTACGGGCGGGCTTGA

GTGCGGTAGGGGTGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAG

GCAGGTCACTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2559;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Faecalibacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGTTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAAACCATGGGCTCAACCCATGAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGC



5251 

 

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2562;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTTCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGGA

TCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTTAAGTGGGAAAGTTTGCGGCTCAACCGTAAGAGTGCAGTTGATACTGGCCCGCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTTGTGTAGCGGTGAAATGCCTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGGGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2561;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9887),o:"Bacteroidales"(0.9

938),f:Bacteroidaceae(0.9881),g:Bacteroides(0.9910); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGAATAAAATGAGCCACGTGTGGCTTTTTGTATGTACCCTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACATGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTGTGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGTTACTGACACTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumin

ococcaceae(0.8146),g:Clostridium_IV(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC

GGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2566;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Oscillibacter(0.0181); 

CCTTTCGGCAGCAGTTTTTCCTATTGGGACCTGGTCGACAGCCTTACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTT

CGGATTGTAAACCTCTGTCCTGGGGGACGAAGTAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2564;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGATGTAAAGCTCTGTCATCAGGGACGAAAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATGGTAA

GTGTGATGTGGAATACCGGGGCTTAACGTGGGAACTGCATTTCAAGCTGTAAGGCTAGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTTGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2565;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Coprococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAATGCATGGGCTTAACCCATGAGCTGCCGTTGAAACCGTTATTCTTGAGTGGAGTAGAGGCAGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2567;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Clostridium_III(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTTTAAGTGGGGAAGAAAGATGACGGTACCCACAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTTA

GGTCAGATGTGAAATACCGAGGCTTAACCTCGGGGCTGCATTTGAAACCGGAGTTCTTGAGTGCCGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4563),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGCTGTAAACTTCTTTTGTCAGGGAAGAGCAGAAGACGGTACCTGACGAATAAGCGACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTGGGAACTGTGTGTCTTGAGTGCCGGAGACGTAAT
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CGGAATTCGTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTGGCGAAGGCGGATTACGGGACGG

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2569;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9897),o:Lactobacillales(0.9941),f:Lactoba

cillaceae(0.9884),g:Lactobacillus(0.9743); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTCGTAAAACTCTGTTGTTGGAGAAGAATGGTCGGCAGAGTAACTGTTGTCGGCGTGACGGTATCCAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGCGCATCGGAAACTGGGA

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1679),g:Gemmiger(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTTCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAA

GTCAGATGTGAAATCCCCGGGCTCAACCAGGGAACTGCATCTGAGACTGGCAAGCTTGAGTCTCGTAGAGGGGGGT

AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGACGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2572;tax=d:Bacteria(0.9827),p:"Actinobacteria"(0.1508),c:Actinobacteria(0.0525),o:Actinomycetales(

0.0352),f:Actinomycetaceae(0.0086),g:Actinomyces(0.0043); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGACGGAAGTCTGATGCAGCGACGCCGTGTGGGGGATGGAGGC

CTTCGGGTTGTGAACCCCTTTCGCTCATGAGCAAGTTTGAGGCTTGGCCTTGGGTGAGTTTATTGGGTAAAGAAGTGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGAAGTGCAAGTCATCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGGAAT

GCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCAT

CTCACGAAGGGGCGATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2573;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAAAACAGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTCGGTGGGTAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAACGCAGGCGGTTGGTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGGGGAAGTGCATCGGAAACCGGGGG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTTG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6350),g:Pseudoflavonifractor(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGGCGAACATAATGACGCTACCTGATGAATAAGCCACGGCTCACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGCAAT

CGGAAGTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAGCACCAGTGGCGAGGGCGGGTTGCTGGACGA

TAGCTGACGCTGAGGCGCAAAAGCGTGGGGGGCAAACAAGATTAGATACCCTGGTA 

>OTU2575;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTCCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCGACCCATGATCTGCATTTGAAACTGTATATCATGAGTGTCGGAGGGGCAAT

AGGAAGTCCTAGTGGAGAGGTGAAATGCGTAGATATTAGGAGGAACACGAGTAGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGCGTGGGTAGCAAACAGGAGTAGAGACGCTGGTA 

>OTU2576;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGCGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGGTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCGAACTGGATGACTT

GAGTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAAATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2578;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTCGGGGACGATAATGACGGTACCCGACAAGAAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT
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GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTGACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGGGGTGCATCCAATACCGTTGGACTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2568;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

GTGGCTAACTCCGTTAACAAACAGTCCGATATGGACCTTGCTGCTAACGGTCTAGGCGCTACAGACTGTAACAACTCC

CTAAAACCCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGAATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTC

ACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATA

TTGAAGCAGAACGCAAAAAGAGAGAGGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTATTGGCGGCGCAA

CCGGGGACGACAAAGCTGCTCAAATTTAGGCGCGCTTCGAGAAAAAGGAGGGGCGTAGCCAACCTGCAGAGGTTTA

TC 

>OTU2579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTACGGGAATAAAGTCGGGTATGCATACCGGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAAGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGC

GTGCAGCCGGGTCGTCAAGTCAGATGTGAAAGCCACGGGCTTAACTCGGGAACTGCATTTGAAACTGTTGAGCTTGA

GTATCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAG

GCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2581;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.9889),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGAAGGAGCAACACCGCGTGAGTGAAGAATGG

TTTCGGCTCGTTAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCTCACAGTTACGGTATCCAACAAG

AAAGTCACAGCTAACTACGTGCCAGCAGCTGCGATAATACGTAGGCGGCATGCGTGATCCGGATGTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGCTGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCAGTGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCTGTGG
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CGAAGGCGGCTGTCTGGTGTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGCACGTGTTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGATGGCAAGTCCGATGTGAAATACCGGGGCTTAACCCACGAACTGCATTTGAAACTATTTTGCTT

GAGTGAAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTTAGACTAGAGTGGCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGAAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCTAACAGGATTAGATACCCTGGTA 

>OTU2582;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGTGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAG

AGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGACTATTTGGCCCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2585;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9900),c:Actinobacteria(0.9733),o:Actinomycetales(

0.8629),f:Actinomycetaceae(0.6709),g:Actinomyces(0.5239); 

ACGGAAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CTGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTT

GTAGGCGGTTGGTTGCGTCTGGCGTGAAAACCTCTTGCTTATCTGGGGGCGGGCGGTGGGTACGGGCTGGCGTGAG
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TGCGGTAGGGTAGACTGGTAGTCCTGGTGTAGCGGTGGAAGGCGAAGATATCAGGAGGAACACCGGTGGCGAAGG

CGGGTCTCTAGGCCGTTACTGACGCTAAGGAGCGAAAGCGTGGGGAGCGAAGAAGATTAGATACCCTGGTA 

>OTU2584;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9733),o:Coriobacteriales(

0.9063),f:Coriobacteriaceae(0.8864),g:Collinsella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCTCTTTCAGCAGGGAAGAGAAGAGACTGTACCTGCAGAAGAACCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCA

GGCCGGGGGTCGAAGCGGGGGGCTCAACCCCTCGAAGGCCGCGGAACCTGCGCGGCTTGGGTCCGGTAGGGGCGA

GTGGAACTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCC

GAGACCGACGCTGAGGCGCGAAAGCGGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5273),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAAACAAATGACGGTACCCGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGAAGGCAGTG

CAAGTCTGAAGTGAAAGCCCGGGGCTAGACCACGGGAATGCTTTGGAAACTGTGGAGCTAGAGTGTAGGAGAGGC

AATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2588;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

TTTAATGTGACCGTTTATCGCAATCTGCCGACCACTCGCGATTCAATCATGCCTTCGTGCTTCAAGATTGAGTGTGCGG

TTATAACGCCGCAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCT

TAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGT

TACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACAACGTCAACGTTATATGTTGATAGTTTGACGGTG

AATGCTGGTAATGGTGGTTTTCTTCATTGCAGTCAGAGGGAGACAGCGGTCAACGCCGCTAATCAGGTTGTTGCT 

>OTU2587;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubac

teriaceae(0.5273),g:Eubacterium(0.3479); 

ACTTTCTTCCTCCTTCTTTCCTCTTCTTCCCTTTTCGCCCTCCTGACCGAGCAACGCCGCGTGAATGATGAAGGCCTTCG

GGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGCACCTTATGAGAAAG

CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCGGGGGAGTAAGTCAGCAGTGAAATCTATGGGCTTAACCCATAAACTGCAGTTGAAACTGTTCTTCTT

GAGTGAAGTAGAGGTTGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGA

AGGCGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2589;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TTGAGAATCAACAAGAGCTTACTATAATGCAACTGGACAATCAGAAAGAGATTGCCGAGATGCAAAATGAGACTCAT

AAAGAGATTGCTGGCATTCAGTCGGCGACTTCACGCCAGAATACGAAAGACCAGGTCTATGCTCAATATGAGATGCC

TGCTTATCAACAGCAGGAGTCTACTGCTCGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGT

TTCCGAGATTATGCGCCAAATGCGTACTCAAGCTAAAACGGCTGGACAGTATGTTACCAATGACCAAATCAAAGAAAT

GACGCGAAAGGTTAGTGCTGAGGTTGACTTAGTTCATCAGCAAACGCAGAATCAGCGGTAGGGCTCGTCTCATATTG

GCGCTACTGCAAAGGAA 

>OTU2590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.4563),g:Intestinimonas(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTGTACGGGACGAAACAAATGACGGTACCGTAAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGATTGC

AGGCCAGATGTGAAAACTATGGGCTCAACCCATAGACTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2592;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0710),g:Hespellia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGATTGTAAACTTCTATCCTCGGTGAAAATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGTAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGGTCTTGAGTATAGGAGAGGTAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGACATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGAGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCTGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCCGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGTGTAAGCGTGATGTGAAAACTAGGTGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACTCACAAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCAGTTGCGAAGG

CAGTTCACTGGAGCGCAACTGACGCTGAAGCCCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2593;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Gracili

bacteraceae(0.1485),g:Gracilibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTGTCCTATGGGAAGAAAAAAATGACTGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCGGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTT

TAAGTCAGATGTGAAGTACCCGGGCTTAACCCGGGGGGTGCATTTGAAACTGGAAGACTTGAGTGCAGGAGAGGTA

AATGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCGGTGGCGAAGGCGATTTACTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2595;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTGACCGGGGACGAAGGAAGTGACGGAACCTGGAGACAAAGCAACGGCTAATTACGT

GCCAGCACCCGCGGTAATACGTAGGTTGCAAGCGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGG

GCAAGTCAGAAGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCAGCTTGAGTACCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2596;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGCATGACGACGGC

CCTCTGGTTTTTAAACTGCTTTTATAAGGAAATAAATTGGGTCACGTGTGACTTTTGCATGTACCTTCTAAATAAGAAC

CGCCTAATTCCTTCCCAGCAGCCGCGGTAATACGGAAATTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCCGGAGATTATGCGTGTTGTGAAATGTAGTGGCTCAACCTCTGCACTGAAGCGCGAACTGGTCTTCTTGAGTAC

GCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU2597;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0252),g:Clostridium_IV(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGAAGGAAGACGGC

CCTCTGATTTTTAACTTCCTTTTTTAGGGACGTAGGGCGTGCCGCTACCTCATGACTAATCCCCGGCTAACAACGTGCC

AGCAGTCGCGGTCCTACGTAGGCGGCAATAGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCA

AGTCAGATGTGAAATCTAGGGGCTCAACCTATAAACTGCAGTTGAACCTGTATCTCTTGAGTACGGGAGAGGTGGGT

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACACCGGTTGCGAAGGCAGCCTACTGGACAGTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2598;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_4(0.0355),g:Thermotalea(0.0087); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTCTAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGCATGCA

AGTTGGCTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTGTATGTCTTGAGTGCAGGAGAGGTAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTATCTGAGGAGGAAGCCATGGCCAATTACGTTCCA

GCACCCGCGGCTATACGCAGGTGGCGACGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGTAGAGGAAAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCAATTCTCTAGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2599;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9604),o:Coriobacteriales(

0.8303),f:Coriobacteriaceae(0.6350),g:Olsenella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGCGGGAGGAAGG

CCCTCGGGTCGTAAACCGCTTTCAGCAGGGACGAGGCCGCGAGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAAC

TACGTGCCAGCAGCCGCGGTAATACGTCGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCG

GCCCGTCTGGTCGGGAGTCAAATGCGGGGGCCAAACCCCCGCCCGCTCCCGATACCGGCGGGCTTGAGTGTGGTAG

GGGAAGGCGGAACTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTGC

TGGGCCACCACTGACGCTGAGGAGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU2602;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTATGGGTTGTAAACTTCTTTTATGTAGGGATAAAGTGGACTATGTGTAGTCTTTTGTATGTATCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGCCGGGCAAGTGAGTTGTGAAAGGCAGTGGCTCAACGGTTGAACTGCAGCTCGAACTGCCAATCTTGA

GTACAGTCAAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTCGTGGGAGTAACTGTTCTCTCTTTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGATGAATAGGTCTAATGTGAAAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2601;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTACTGTCGGTAGTGAAGAAAGATATAGGTATTAACTGGCCTCTATTTGACGGTACTTACTTAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTTAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCTGGGAATTGCATCAGAAACTGGTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCGGTGG

CGAAGGCGGCTCTCTGGTCGGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2605;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9798),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGGGAGAGCAACTGTTCTCGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGGAGCAGCTGTAATAGGTAGGTGGCAATCGTTATCCGGATTTATTGGGCGTA

AAGTGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGACTTTGGCTTAACAAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2606;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTGTTGTATGTACCCTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCATTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTTTGATAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTGGGTTCTGGCGAACTTGA

GTGCGACAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGGATTGTAGCTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2607;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACATGCGAGAGAGTAACTGTTCTTGTATTGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGT

CTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGC

GAAGGCAGCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGGTTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGAAGTCTAGAGTACAGGAGGGGAAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.7428),g:Anaerostipes(0.5239); 

CCTTTATTCCTCAGTTGTTAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATCT

CGGTATGTAAAGCTCTATCAGCAGTGAATAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAACA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGTTGCGTAGGTGGTATGGCAAGTC

AGAAGTGAAAACCCGGGGCTTAACTCCGGGACTGCTTTTGAAACTGTCAGACTGGAGTGCAGGAGAGGGAAGCGGA
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ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACTGAAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2610;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lachn

ospiraceae(0.9108),g:Lachnospiracea_incertae_sedis(0.8605); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCATGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTATGGCAA

GTCAGAAGTGAAAGCCTGGGGCTCAACCCCGGAATTGCTTTTGAAACTGTCAAACTAGAGTGTCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGACC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Strepto

coccaceae(0.7428),g:Streptococcus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTCTTTAAGTATGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGCAG

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTTTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGGCCGTTACTTACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2612;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.8505),g:Faecalibacterium(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGGTTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGCAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAACCGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAATCTATGGGCTCAACTCAGGAACTGCTCTGGAAACTGTTGGGCTTGAGTAGTGCAGAGGGAGG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAG

CAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2611;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTTCGGGACGTGTCCTGATTTGCAGGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCTGGTAAGCGTGGTTGGAAATGTAGGGGGTCAAAGGCTGGATTGCAGGGCGAACCAACGGACTTG
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AGTGCGCAAGAAGTAGGCGGAATTTGTGGTGGAGCGGTTAAATGCTTTGATATCACGAAGAACTCCGATTGCGAAG

GCAGGTTACCGTAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2613;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCTTGACCCAGCCACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTTATAGGGACGATAATGACGGTACCTCTTGAATTAGCCACGGCTAACTCCGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACCTGCAAGT

CAGATGTGAAATCCCCGGGCCTAACCCGGGAACTGCAGTTGAAACTGCAGGCCTTGAGTGATGGAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGGCTGGACATTAAC

TGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2614;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7907),c:Actinobacteria(0.5195),o:Bifidobacteriales(

0.2679),f:Bifidobacteriaceae(0.1291),g:Bifidobacterium(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGC

TCGTAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCTTAACGGCGGATCCGCGTCGGGTACGGGCGGGCTGG

AGTGCGGTAGGGGAGACTGGAATTCCCGGTGTAACGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAG

GGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2616;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9943),o:Lactobacillales(0.9866),f:Lactoba

cillaceae(0.9868),g:Lactobacillus(0.9686); 

CCTTTCTTCCTCCTTCTTTCCTCTTCCCCCCTGTTCTCCAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTCG

GCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAGAAAG

TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATAACTTG

AGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGGAAGTCTGATGGAGCAACGCCGCGTGAGGGAATAAGGG

TTTCGGCTCGGAAAGCTCTGTTGGTAGGGGGGAAAGGTAGGGGTAGTAACTGGCCTTTATTTGACGGGAATTACTTA

GAAAGTCACGGCTAACTACATTCCAGCAGCCGCGGTAATAGGTGGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTAAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGCAGAACACCAGTGG
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CGAAGGCGGCTCTCTGGTCTGCAATTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2617;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCCGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2620;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACGGGGAAGAAACAAGACCGTAACTGTAGAATAAACTCCGGCTAACTACGTGCC

AGGAGCCGCGGGAATACGGAGGGAGCCAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGGC

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATCTTGCTTGAGTGCTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2619;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidat

us_Carsonella(0.0000); 

TTAACACTTTCGGATATTTCTGATGCGTCGACCAATTATCTTTATAACGCAGGAATTACTACTGCTTGTTTACGAATTAA

ATCGCAGTGGACTGCTGGCGGAAAATGATAAAATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACC

TTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTTAATATGCTTGGCACGTTC

GTCAAGGACTGGTTTAGATATGAGTCACAGTTGGTTCATGGTAGAGATTCTCGTGTGGACATTGTAAAAGAGCGTGG

ATTACTATCTGAGTACGATGCTGTGCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACGGAACA 

>OTU2618;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7787),g:Gemmiger(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

CTTTCGGATTGTAAACCCCTGTCGCTCGGGACGATAATGACGGTACCTAACAAGTAAGCATCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGATGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGTA

AGTTGGACGTGAAATCTATGGGCTCAACGCATAAAGTGCCTTCAAAACTGGTGGGCTTGAATGGCTCAGAGGTAGGT

GGAATTTCCAGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCG

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 



5266 

 

>OTU2621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCTGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACAGGCA

AGTCCGATGTGAAAACCCTGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTGTCTGGAGTGCCGGAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.3204),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGTGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTTGACTGCATTGGGAACTGGTATGCTTGAGTGCCTGTGAGGTAAGCG

GAATTCCTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTTACCGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU2622;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCCGCGACGCCGCGTGAAGGATAGACAT

TTTCTGTATGTAAACTTCTTTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGTAAG

TCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTCAGGCTAGAGTGCTGGAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACCGGACGATGA

ATGACGTTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2624;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0326); 

ACGGAAGGTAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTTTTGCAAGTACCGTCCGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTGGTAAGTCAGCCAGGAAAACGCGAGGACCCACTCCGGGCCTGCGGGTGATACTGGCGGTCT

TGAGTGCACGCAGGGAGGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGA

AGGCAGGCGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU2625;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGACGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGCAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCACCAGCCGCGGTCATACGTAGGTGGCAATCGTTGTCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATTTTTAAGTGAGAGGTGAAATGCTCGGGCTTAACCTGAGTGATGCATTTCAAACTGGAAG

TCTAGAGTGCAGGAGAGGAATAGGGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTG

GCGAAGGCGGTACTCTGGACTGTGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGG

TA 

>OTU2627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7428),g:Gemmiger(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGGT

TTTCGGATTGTAAAGTCCTGTCTTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACATGCA

AGTTGGATGTGAAATCTATGGGCTCAACCCATGAACTGCATTCAAAACTGCTTGACTAGAGTAGAGGAGAGGTAAGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGCCCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2629;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriales(

0.0000),f:Bifidobacteriaceae(0.0000),g:Bifidobacterium(0.0000); 

ACGACCCATATCACGAAAATAGTCACGCAAAGCATTGGGATTCTCATCCAACGCCTCTCCTCGGTCGTCAGCCAACGT

GCGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGC

CTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCTTTCTTTTTGGGGTAATTATAC

TCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCATGCGGCAAAACGGAGTAACCGTCTTCGCGTTCTCGAA

AAACCATTTTGCGGCCCCTTCGGGGCGGTGGGCGAGAGTGTTATTAATATCAAGTGGGGGG 

>OTU2628;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.5174),c:Mollicutes(0.2902),o:Acholeplasmatales(0.12

49),f:Acholeplasmataceae(0.0457),g:Acholeplasma(0.0110); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAATTC

TTCGGAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTACTAG

AAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGCGTGCGTAGGCGGTCGTTTTAGTCTTTCGTGAAAGCCCACAGCTTAACTGTTGAGGGTCGTTGGGAACTGGATG

TCTTTGATCTTGAAGAGGTTAGTGGAATTCCATGTGTTGCGGTCAATTGCTTAGATATATGGAGTAACACCAGTGGCG

AAGGCGGCTTACTTGTCTAGCATTGACGCTGAGGCACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2626;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Eubac

teriaceae(0.5273),g:Eubacterium(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGTA

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2630;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTTATGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGGTGATTAAGTGTGTTGTGAAAGGTAGTGGCTCAACCTCTGAACTGCAGCGCGAACTGGTCTTCTTGA

GTACACACGAGGTGGGCGGAATTCGTGGTGCAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2632;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAACTCTTTTGTGGAAGAAGAACGTGCGTGCGAGTAACTGTTCATGCAGTGACGGTATTCAACTAG

AAACTCACGCCTTACTACGTGCCAGCAGCCCGTGTAATACGTATGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GGGAGCGCAGGCGGTTACTTAAGTCAGATGTGAAAGCCTTCGGCTTAACCGATGAAGTGCATCGGAAACTGGGTGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCTGGGATGTATCCCATTTTGAAGGTACCGCATGAATAAGG

AACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGTGTTGTGCAATGCCGCGGCTCAACCGTGGCACTGAAGCGCGAACTGGATGACTTGA

GTGCACTCGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAATTTCTTCGATATCACGAAGACCCCCGATTGCGAAGGC

AGCTTTCCGTCGCTTTACTGACGCTGTAGCTCGAAAGTGCGGATATCGCACAGGATTAGATACCCTGGTA 
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>OTU2633;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAGACGGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGCTCGCAA

GTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2631;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAAGCTCTGTCAGCGGGGAAGAAAAAATGACGGTAACCGAGTAGGAAGCCACGGCAAACTACGCG

CGAGCAGTCGGGGCAAGCAGCAGGGGGAAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATA

GCAAGTCAGATGTGAAAACTCTGGGCTCAACCCATAGACTGCAGTTGAAACTGTTATTCTTGAGTGGAGGAGAGGCA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGG

TCTCGGCTCGTAAAGCTCCGTTGGTAGTGAAGTAAGATAGAGGTCGTAACTTGCCTTTATTTTACGGTATTTACTTAGA

AAGTCACGGCCAACTCCGTGCCCGCCGCCGCGGTAATACGTAGGTGGCAAGCCTTGTCCGGATTTATTGGGCGTAAA

GGGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCAGCGGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Negativicutes(0.9038),o:Selenomonadales(0.799

5),f:Acidaminococcaceae(0.4914),g:Phascolarctobacterium(0.0904); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGATGAAGGA

ATTCGTTCCGTAAAGCTCTTTTGTTTATGACGAATGTGCAGACTGTGAATAATGGTTTGTAATGACGGTAGTAAACGA

ATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTA

AAGAGCATGTAGGCGGTTTTTTAAGTCCGGAGTGAAAATGCGGGGCTCAACCCCGTATGGCTCTGGATACTGGAAGA

CTTGAGTGCAGGAGAGGAAAGGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGG

CGAAGGCGCCTTTCTGGACTGTGTCTGACGCTGAGATGCGAAAGCCAGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU2637;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Eubac

teriaceae(0.9201),g:Eubacterium(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGCGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTCATACTTAGGTGTCAAACGTTGTCCGGAATTACTGGGTGTAAAGGGATCGCAGGCGGGTGAGCA

AGTCAGCTGTGAAATCTATGGGCTTAACCCATAAACTGCAGTGGAAACTGTGCTACTTGAGTGAAGGAGAGGTTGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGAGAAGGCGGCCAACTGGGAGTTT

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATAGGGGACGAATGATGACGGTACCCTATGAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCA

AGTCTGATGTGAAAGGCACGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2639;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Erysipelotrichia(0.9719),o:Erysipelotrichales(0.88

46),f:Erysipelotrichaceae(0.8146),g:Turicibacter(0.7162); 

ACGGGAGGCAGCAGTGGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTATGCAATTGCTAGAGTGTGACGGTACCTTATTAG

AAAGCCACGCCTAACTACGTGCCAGCCGCCGCGGTACTACGTATGTGGCGAGCTTTATCCGGAATTATTGGGCGTAA

AGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACGGGGGAGGTGCATTGGAAACTGGTAG

ACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumin

ococcaceae(0.9294),g:Gemmiger(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACCAGAAAGCACCGGCTACCTACGTGCCAG

CAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTATAAAGGGAGCGCAGGCGGACCGGCAA

GTTGGAAGTGAAATCTATGGGCTCAACCCATAAGTTGCTTTGAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTG

GAATTCGCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACTCCGGTTGCGAAGGCGACCTACTAGGGAGCAA

CTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU2640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATTACGGCC

TTCGGGTTGTAAAGCTCTTTCTTCAGTGACGCTAATGACGGTACCTGAGGAGGAATCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGATCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCCTTTGAAACTGGCAGTCTAGAGTGCAGGAGAGGAGAATGG

AATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCACTGGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2642;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATCTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGATGCAAGTCTGAAGTGAAAGCCCCGGGCTCAACCTGGGTACTGCTTTGGAAACTGTATT

GCTAGAGTGCTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2645;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomi

crobiales(0.0000),f:Methanomicrobiales_incertae_sedis(0.0000),g:Methanocalculus(0.0000); 

AGCTACCTGTAGGACGTGTCCGCATACAGTGCACCGCATGGAAATGACGACGGCCATTAGCTGTACCATACTCAGGC

CCACAAACATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAAT

ATCACGAAAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGT

CAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCG

ATTGCATAGGGGAGGCCTCCAGCAATCTTGAACACACATCCTTAAGACCGTGCTTGTTGGGGTAATTATACGCATCGC

G 

>OTU2643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCCCGAAAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCG

CAGACGGCAGATCAAGTCTGATGTAAAATCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGGTCAGCTGGAGT

GTCGGAGAGGTAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTACTGGACGATCACGGACGTTGAGGCTCGAAAGCTGGGGGAGCAAACAGGATAGATACCCTGGTA 
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>OTU2646;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp22(0.0000),g:Gp22(0.0000

); 

CACCTTTAGCATCAACAGGCCACAACCAACCAGAACGTGAAAATGCGTCCTCCGTGTAGCGAGCTGCGATGGGCATA

CTGTAACCATAAGTCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCA

AAGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATGATCTGTAGCATACTCAGG

CACACAAAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTGGCGACCATCGGCAGCAAGAACCACACGACCAA

TGTCACGAAAATAGTCACGCGAAGCATTGGGATGAGCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTG

TCAAAAACGAGAGACCAACCATCAGCATGAGCCTGTC 

>OTU2644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.36

39),f:Erysipelotrichaceae(0.1872),g:Turicibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGGAGAAGACGGTACCTCTTGAATAAGTCACGGCTAACTACGTGC

CAGCAGCTGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCCCAGGTGGTTGATT

AAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAGACTGGTCGACTTGGGTGCAGATGAGGGCA

GTGGAATTCCGTGTGTAGCGGTTGAATGCGTAGAGATATGGAGGAACACCAGTTGCGAAGGCGGCTTCCTGGTCTGT

AACTTACACTGAGGCGCGAAAGCTTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU2647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCCCGCCTTAACCGAGGAACTGCATCGGAAACTTTTTTT

CTTGAGTGCAGAAGAGGAGAGTGCAACTCCATGTGTAGCGGTGGAATGCGTGAATATATGGAAGACCACCAGTGGC

GAAGGCGGCTCCCTGCTCTGCAACTTTCCCTGAGACTCGAAGCCATGGCTAGCCAACAGGATTAGATACCCTGGTA 

>OTU2649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAAACCTGATGAAGCAACGTCGCGTGAGTGATGACGGC

CTTCGGGTTGTTAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTAAGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCATAGGCGGACTTTTAA

GTGAGATGTTGAATACCCGGGCTCAACGTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCATGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTATAGATTAGGAAGAGCACCAGTCGCGAAGGCGACTATCTGGACACTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2651;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomicr

obiales(0.0000),f:Verrucomicrobiaceae(0.0000),g:Haloferula(0.0000); 

GTTGACAGCTGTATCCATCTGAATGCAATGAAGAAACCCACCATTACCCGCCTTAACCGTCCCACTATCAAAATATCCC

GTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATC

AGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGC

TTCGCTTGGTCAACCCCTCAGCGGCAAAAAGGAAAAGTTTTACCGCTTCGGCGTTAGAACCTCACACTCAAGCTGTGA

GCACGAAGTCATGATTGAATCGCGAGTG 

>OTU2650;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Faecalibacterium(0.0076); 

ACGGGAGGCAGCAGTAGGGAGTTTTCGACAATGGGGGCAACCCTGATCGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAACTCTTTTATTTGGGATAAATGGCTAGGGTAGGTAATGACCTTAGTTTGATAGTACCTTTTGAAT

AAGCAACGACTAACTACGTGCCAGCAGTCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAAA

GAGTGAGCAGGCGGTCTATTAAGTTTGAGGTCAAATCTACGGGCTCAACTCGTAAACTGCTTTCAAAACTGCATCTCT

TGAGTAGTGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCG

AAGGCGGCCTACTGGGCACCAGCTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2648;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTATTCCGTCGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGAT

TAAGTCTGAAGTGAAAGTCCTGCTTGCAAGGGGGGAATTGCTTTGGAGACTGGTTGGATTGAGTGCGTAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2655;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3544),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGAAGACA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTACATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTGG

CGAAGGCGGCCTACTGGGCACCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCTGGTA 

>OTU2653;tax=d:Bacteria(1.0000),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Eubac

teriaceae(0.0086),g:Eubacterium(0.0043); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTAAGGGAATAAACGGGGAGAGTTCCAACAGGACTTTTTCGTGATGGTGCCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTGAGCGTTGTTCGGAATTACTGGGCG

TAAAGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGT

TATTCTTGAGTGGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGG

TGGCGAAGGCGGATTACTGGACGACAACTGACGGTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6350),g:Subdoligranulum(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAATGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGAAGATAATGACGGTACCTAACAAAAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACTGGTA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTTAAAACTGCTGACCTTGAGTAGTGCAGAGGTAGGA

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGTCAAAA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3043); 



5275 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTC

TTTCGGGATGTAAAGCTCTATCATCAGGGAAGAAAAAATGACGGTACCTGACTAAGAAGCCCCGGCGCACTACGTGC

CAGCAGCCGCTGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGC

AAGTCTGAAGTGAAAGGCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTAGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAAACGTAGGAAGCGTTTGAAAATGGGAAAATTGAGTGCAGGAGAGGAGAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTTGCGAAGGCGGAGCTCTGGTCTGCA

AATGACGCGGAGGCTCGAAAGAATGGGGAGAGAAAAGGATTAGATACCCTGGTA 

>OTU2661;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_2(0.0113),g:Alkaliphilus(0.0056); 

ACGGGAGGCAGCAGGCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGAATGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGAAGCCGCGGAAAAACGGAGGGAGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGACGGGAAAAT

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGCGGAACTGCATCTAAAACTGTTTTTCTTGAGTGCTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTACGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTGAAGGGCGAGTAGGCGGGACGGAA

AGTCAGATGTGAAATACCGAGGCTTAACTTCGGGGCTGCATTTGAAACTGCTGTTCTTGAGTGATGGAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCATAGAGATCGGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2663;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Anaerococcus(0.0000); 



5276 

 

GCTTAACGCTCCCAGTTCTATGGCTGTTGGTTTCTATGTGGCTAAATCCGTTAACAAAACGTCAGATATGGACCTTGCT

GCTAAAGGTCTATGCGCTAAAGAATGGAACAACTCACTAAAAACCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGA

ATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACC

AAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATGGAAGCAGAAAGAAAAAAGAGAGATGAGATTGAGGCTG

GGAAAAGTTACTGTAGACGACGTTGGGGCGGAGCAACCTGTGACGACAAAGCT 

>OTU2658;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0560),g:Anaerotruncus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAACTGACGGTAACCGAGTAGGAAGCCAAGGCCAACCACGTGC

CAGCAGACGGGGTAATACGTAGGGGGCAAGGGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGATGTGAAAACCACGGGCTCAACCTGTAACCTGCATTTGAAACTGTAGATCTTGAGTACTGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTGGCGAAGGCGGTCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2662;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGTCTCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCTTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCGGCGTTGCAAGTCAGCGGTGAAAGGCCGGGGCTCAACCCGGAAAGTGCAGTTGATACTGTGAGGCTG

GAATGCGGAAGAGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTCACAAATCCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2664;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Deltaproteobacteria(0.9604),o:Desulfovibr

ionales(0.8629),f:Desulfovibrionaceae(0.6350),g:Desulfovibrio(0.3915); 

ACGGAAGGCAGCAGTGGGGAACATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGCTAGGGTTCTCTAATTATCATCCTACTGACGGTACCTTCACAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGAGGCAATACGGCGGGTGCAAGCGGTAATCGGATTCACAGGGCGTA

AAGCGCACGTAGGCTGTTATGGAAGTCAGGGGTGAAAGCCCACGGCTCAACCGGGGAACTGCCTGTGATACTGCAC

GACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2666;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 



5277 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTATCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGACGGCATGGCA

AGCCAGATGTGAAAGGTGGGGGCTCAACCACCAAGCTGCATTTGGAACTGTCAAGCTAGAGTATCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

CACCGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2665;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGCGTAGACGGGAAAATAAGTTAGTGTTGAAAGCCCTGGGCTTAACCGAGGAACTGCACCGGAAACTGTTTTTCTT

GGGTGCAGAAGAGGGGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATTAGGAGAACACCAGTGGCGAA

GGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Bacteroidaceae(0.0113),g:Acetomicrobium(0.0056); 

GTGCCAGCCGCCGCGGTAATACGTAGGATCCGAGCGTTGTCCGGAGTTACTGGGTGTAAAGGGTGCGTAGGCTGTT

CTGTGCGTCAGAGGTGAACTCCACGGGCTTAACTCGTGGGGTGCCTTTGATACGGCAGGGCTTGAGTACGAGAGAG

GTGCGTGGAATTCCTGGTGTAGCAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCGCACTG

GCTCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGCATGCGTGGTGTTGGTCGCGCAAGAGATCAGTGCCGTAGTTAACATGATAAGCAGGCCACCTGGGGAGTACG

ATCGCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU2668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Oscillibacter(0.0615); 

ACTTAATTCATCATTTTGGAATATTTTTCAATGTTCTCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTC

GGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAAGT

CAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAGCTACTCTTCTTGAGTATCGGAGAGGCAATCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGATTGCTGGACGACAACT

GACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Lachn

ospiraceae(0.8505),g:Clostridium_XlVa(0.7162); 



5278 

 

ACTTTATTCATCATTTTTTAATATTTCACAATTTTCTAAATCCTTATTCATCTACTCCTCGTTAGTGAAGAAGTATTTCGG

TATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAAGTCTGA

AGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGTGGAATTC

CTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAACTGACG

TTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2670;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:Prolixibacteraceae(0.0059),g:Prolixibacter(0.0035); 

ACTTTATTCATCATTTATTAATATTTTTCAATTTTCTTAATCCTGAACCATCCATGCCGCTTTCGGTAAGGAGGCCCTATG

GGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCTCGCACGTCCGATGAGAGTACCAGGGGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCTGTGCGTCAAGTAAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGT

GCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCCTAGATATCACTCAGAACACCGATTGCGAAGGCA

TCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU2673;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.8897),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGCAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGGCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGGATGATAAGTCGGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

TGCTTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTGGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2672;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Defluv

iitaleaceae(0.0149),g:Defluviitalea(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGCATAGGAAGAAGGT

TTTAGGATTGTAAACTATTTTAGACAGGGAAGAAAAATGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAATACAA

GTTGGTTGTGAAATCCCTCGGCTGAACTGAGGAACTGCAACCAAAACTATATTTCTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATCAGATACCCTGGTA 

>OTU2671;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.1707),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Pedobacter(0.0043); 



5279 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAGGTCTGATGGAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGATAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCAA

GTCAGGGGTGAAATTCCGGGGCTCAACGCCGGGGCTACCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGGA

GGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU2674;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTCGAGAATCTTGGGCAATGCGCGAAAGCGTGACCCAGCAATGCCGCGTGCATGATGAAGGC

CCTCGGGTCGTAAAATGCTGTCTCCCGTGACGAATAATGACGGTAGCGGGGAAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAGAT

AAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCCTTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGGGCAACGGGAACTGTCA

GGCTTGGGTGCCGAAGAGGACAGGGGAACTTCACGTGTAGCGGTGGAATGCGTAGATATAAGGGAGGACACCAGT

GGCGAAGGCGGCTGACTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAACGAACAGGATTAGGTACCCTG

GGA 

>OTU2675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTCTCTTTGGGGACGATAATGACGGTACCCAAGGAGGGAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGGGATACA

AGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2677;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9933),o:Actinomycetales(

0.9775),f:Dermabacteraceae(0.7068),g:Helcobacillus(0.4351); 



5280 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGCAAGGAAGAAGCGAGAGTGACGGTACTTGCAGAAGAAGCGCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGTGGCT

TGTCGCGTCTGCCGTGAAAACCCAACGCTTAACGTTGGGCGTGCGGTGGGTACGGGCTGGCTAGAGTGTGGTAGGG

GAGATTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG

GCCATTACTGACACTGAGAAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2676;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Gracili

bacteraceae(0.0560),g:Lutispora(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCGCAGGGGACGAAGGAAGTGACGGTACCCTGCAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGAAGCGTAGGCGGTTCTT

TAAGTTGGATGTGAAAGCCCCGGGCTTAACTTGGGAAGTGCATCCAATACTGGAGGACTTAGAGTACAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2679;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGAAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTTTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCGTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAAGACAGTGGAACTCCATGTGTAGCGGTGGGATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGATGACGGT

CTTAGGATTGTAAAGCTCTGTCTTTGGGGACGTTAATGGCGGTACCCAAGGCGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTGCGTCAGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTGCAAACTGGGAATCTAGAGTGCAGGGGGGGAGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2681;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Pedobacter(0.0134); 



5281 

 

GTGCCAGCAGCCGCGGTAATATGAAGGATCCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGAC

TCATAAGTCAGTGGTGAAAGCCTTCAGCTTAACTGAAGAACTGCCATTGAAACTGTGAGTCTCGAGTTCGGTTGAGGT

CATTGGAATGTAACATGTAGCGGTGAAATGCATAGATATGTTACAGAACACCAATTGCGAAGGCAGATGACTAAACC

GAAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGTTG

AATACTCGACCTTAGCGATATACAGTTAGGGTCCAAGCGAAAGCGTTAAGTATTCCACCTGGGAAGTACGTTCGCAA

GAATGAAACTCAAAGGAATTGACGGGG 

>OTU2682;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9805),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATCGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2684;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0076); 

AGGGGAGGCAGCAGTAGGGAAGGGGAAAAAAGGGGAGAAAGCAGGATGGAGCAACACCGCGTGAGTGAAGAAG

GGTTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAAC

CCGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGACTCGAGCGTTATCCGGATTTATTGGGTT

GAAATGGTGCGTAGGCGGTTAGATAAGGTTGATGTTAAATGCTTCTGATCAACAGGAGTTTGCCTTGAAAACTGTCT

GACTAGGATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAGATGCATGGATATGATTCAGAACACCGATC

GCGAAGGCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU2683;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAATAATGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGAGTT

AAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGATTCTCTTGAGAGTGGGAGAGGTAAA

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACGGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGTA 
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>OTU2685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACT

TCTTGAGTGATGGAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCAGATGCGGCGAAGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCTTGCAA

GTCTGATGTGAAAGCTCGGGGCTCAACCCCGAGACTGCATTGGCGACTGTTAGACTTGTGTGTCGGAGGGTCAAGTG

GAATTCCTGGAGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTTGCGAAGGCGGCTGTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.1872),g:Butyricicoccus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATCGATGAAGGT

TTTCGGATTGTAAAGATCTTTTGTCTGGGAAGAATTCTTGACGGTACCAGACGAATAAGCTCCGGCTAGCTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGATCAGCA

AGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTTAAACTGTTGACCTTGAGTGATGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2686;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Eubac

teriaceae(0.0560),g:Alkalibaculum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCGTGGACGACGAAGGAAGTGACGGTAGTCCACAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCTG

ATAAGTCTGAAGTGAAAGTCCTGCTTTGAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGAGTGGGAGAGGT

AAACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGAC

CACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2689;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_4(0.0355),g:Thermotalea(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAGTGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CCTCGGATTGTAAAGTTCTGTGATGGGGGAAGAAGAAAGTGACAGTACCCCAAGAGCAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGTCGGTTTG

ACAAGTTGGTAGTGAAATTCCAGGGCTTAACTCTGGCGCTATTACCAAAACTGTTGAACTTGAGTGTGAGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGCTC

ATAACTGACGATGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2691;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCCGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTCCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGCGCGCAAGCGCCCTTGACAGTACCTGACTAAGAAGCCCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGC

GTAGACGGCCAGGTAAGTCAGGTGTGAAAGCCCGGGGCTCAACCCCGGGACTGCACTTGAAACTATCTGGCTAGAG

TGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GACTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGAAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTTGGGTGTGAAATACCGGGGCTTAACCCCGGAGCTGCATCCAAAACTGCGAGTCTTGAGTGCTGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2692;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.7547),c:"Fibrobacteria"(0.4428),o:"Fibrobacterales"

(0.2039),f:"Fibrobacteraceae"(0.0904),g:Fibrobacter(0.0181); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCCGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGTAGTTGAATGTACCTCGAGAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAAATGCATCAGAAACTGTTGAACTTGAG

TGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGCAGAACACCAGTGGCGAAGG

CGGCTTACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2694;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9798),f:Strepto

coccaceae(0.9480),g:Streptococcus(0.9724); 

ACGGGCGGCAGCAGGCTGGCATCTGCTGACCTGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAGAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGTGACGGCTAACTACGTGCTAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTCATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGAG

ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTCGATATATGGAGCACCACCGGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2693;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATTTCTAA

GTGAGATGTGAAATACTCGGGCTTAACCTTGGTACTGCATTTCAAACTGGTAGTCTAGAGTTCAGAAGAGGATAAAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGTTTGTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2695;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 

ACTTTCTTCCTCCTTCTGGAATCTTCCACCCTGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAGGTTAGAGATAGTAACTGTCCTTGATTTGACGGTAATCAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAG

GGCGCGTAGGCGGTGATGTAAGTTGGATGTGAAATCCCGGGGCTTAACCACAGAACTGCATCGAAAACTGTCAGAC

TTGAGTGCCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACGGCAACTGACGCTGAGGCTCGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2698;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACAGATGCAGCAACGCCGCGTGAGTGATGACGGC

TTTCGGGTTGTAAAGCTCTGTCATCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGAGCCA

GCAGCCGCGGTAATACGTAGGGGGGGAGCGTTGTCCGGATCTACTGGGCGTAAAGGGAGCGTAGGCGGAGTGTTA

AGTGAGATGTGAAATACTCGGGCTTAGCCTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGCGAGTAGAA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAAGAAGAACACCAGTGGCAAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2697;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumin

ococcaceae(0.8505),g:Clostridium_IV(0.5720); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCCGATCCAGCGACGCCGCGTGAGGGAAGAAGG

CTTTCGGATTGTAAACCTCTGTTGACGGGGAAAAAAATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAA

GTCAGAAGTGAAAATTACGGGCCCAACTCGGATGCTGCATTTCAAACTGAAATTCTTGAGTGAAGTAGAGGAGAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTGCTGGGCTGTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2696;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTTTGTCTTTGGTGAAGAAGAAAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGAGTAGGCGGATTGG

CAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2699;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGTTTGTAAAGCTCTGTCTTCAGGGACGAGAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCC

GCAGCCGCGGTTATACCTAGGGGGCAAGCGGTATCCGGAATTGCTGGGGGTAAAGGGGGAGGAGGCGGCATGGCA

AGTAAGATGGGAAAGCCCGGGGCTTAACTCCGGGATTGCCTTTTAAACTGCTGCGCTAGAGTAAATGAGAAGAAAG

CGGGACTCCCAGGGTAGCGGTGGAAAGGGTCGATATTAGGAAGAACACCAGTAGCGGAGGCGGCTTTCTGGAATG

GAAGCTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2702;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTACGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGGTTT

GCAAGTCAGATGTGAAAACTATAGGCTCAACCTATAGCCTGCATTTGAAACTGTAGATCTTGAGTGTGGGAGAGGTA

AGCGGAATTCCCGGTGTATCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAAGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATATGGAGGTGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGAAATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCGGGAGAGGAGAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

TCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGGTGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGTGGATATTTAAGTGGGATGTGAAATGCCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGAT

ATCTAGAGTGCAGGAGAGGAAAGGAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGATGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCAGGGGCTCAACCCCTGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGTCATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2705;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCTCCCGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAAATTATGGGCTCAACCCATAAACTGCCGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU2704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Acetanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGCGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGTGGGAATGTAA

GTAAGGTGTTTAATCTACGGGCTCAACTCGTAATCGCACTTTAAACTGCATTTCTTGAGTGGAGTAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2706;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCAGTTATCAGGGACGAACAAGATGACGGTACCTGAAGAGAAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGCTGG

CAAGTCAGGCGTGAAATCCCGGGGCTTAACTCCGGGGCTGCGCTTGAAACTGTCGGTCTTGAGTGAAGTAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2707;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGACGGC

CCTCGGGTTGTAAAGCTCCGTCTTTAGGGACGTTAATGACGGTACCTGTGGAGGAAGCCACGGCTAATTACGTTCCA

GCAGCCGTGGCAATACGCAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGG

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGCTTCTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2708;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9989),c:"Fibrobacteria"(0.9798),o:"Fibrobacterales"

(0.9753),f:"Fibrobacteraceae"(0.9759),g:Fibrobacter(0.9781); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGTAGTCGTTGAATGTACCTCGAGAGGAAGCACC

GGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGC

GCAGGCGGAAGCTCAAGCGGAATGTACAATACAGGGGCTCAACCGCGGACCTGCAGTCCGAACTGGGTTGCTTGGA

TAGTGCAGGGGGAAGGGGAATTCCTGGGGGAGCGGGGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAG

GCAGCTTGCTGGGGACTTATCGACGCTCATGCTCGAAAGGGCGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGGAAAGCTCTGTTCTCAAGGAAGATAAGGACTGTACTTGAGGAGGAAGCCCCGTCTAACTACGTTCCG

GCAGCCGCGGTAATACGTCGGTGGCGAGAGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTACCCTGAGTGCTGCATTTCAAGCTGGATGTCTAGAGTGCAGGCGAAGAGAAG

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCTGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Rumin

ococcaceae(0.9666),g:Oscillibacter(0.8605); 

CCTTTCTTCCTCCTTTTGGAATATTGGGCACTGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTT

CGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAAG

TCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGTAATCGG

AATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACAAC

TGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGTCGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGTAGGTGGTCTGGCAA

GCCAGAAGTGAAAGCCCGGGGCTTAACCGCGGGACTGCTTTTGGAACTGTTGGACTGGAGTGCAGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGTCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGTGTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCCGGCTGTTAAGTCAGGAGTAAAAATTCGGGGCTCAACCCCGTAAAGGCGTTTGAACTGGCGGTCTTG

GATTGCGGCGGAGCATGCGGAATGCGAGGGGTAGCGGTGAAATGCATAGACATCAGGGAAAACTCCGAATGCGAA

AGCAACATGCCAGCCACCGACTGGCGCTTAGGCACGGAAGTGCGGGTATCGAACAGGATTAAGTACCCTGGTA 
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>OTU2715;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Pepto

streptococcaceae(0.0457),g:Clostridium_XI(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTAATGCAACAACGCCGGGTGAGTGATGACGGC

CTTCGGTTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCTGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGGCTTTGAAACTGGGAAATTTGAGTGTAGGAGAGGAGAGTG

GAATTCCTAGTGTTGCGGTAAAATGCGTATAAAGTAGCAGGGACACCCGTGGTCAAGGCGGCTCTCTGAACTGACAC

TGATACTGAGGCAGGAGAGAGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU2714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCCGATCCAGCAACGCCGCATGAGTGAAGACGGC

CTTCGGGTTGTAAAGCTCTGTTTGCGAGGAAGATAATGACGGTACTTGCAGAAGAAGTCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTA

AGTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGCAAGTCTAGAGTTCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGAA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2716;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Chitinophagaceae(0.0252),g:Sediminibacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCCGCGTGAAGGATTAAGGCC

CTATGGGTCGTAAACTTCTTTTGTCGCAGAGCAATAAGGATCACGTGTAGCCTGATGAAGGTATGCGTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGTCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGGTAAGTCAGCGGTGAAATGTACCGGCTCAACCGGGGAGCTGCGACTGAAACTGGCTGTCTTG

AATGAGGGTGCCGTGAGAGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATTACTAAGAACCCCGATTGCGAAG

GCAGCTGACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2712;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diales_Incertae_Sedis_XII(0.1485),g:Acidaminobacter(0.0326); 

ACGGACGGCAGCAGTCTGGCATCTTTTGCCCTGGGCGCAAGCCTGGCCCAGCAACGCCGCGTGAGGGAAGAAGGTT

TTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCTGAACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGTGGTGCCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGTCGT

TCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGT

GCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGATACTGGCAGGCTTGAA

TACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGC

ATCTCACGAAGCAGGGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Acetitomaculum(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAACTGGAGGCTCAACCTCCAGCCTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGGGCTACCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCGTTTGAAACTGGGAAACTTGAGGGCAGGAGAGGAAAGGT

GAATTCCTGGTGTAGGGGTTAAATGCGTAGATATTAGGAGGAACATCAGTAGCGAAGGCGACTTTCTGGACTGTAAC

TGACACCGAGGCACGAAAGCGTGGGGAGCAAAAAGGATTAGATAACCCTGTA 
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>OTU2721;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGT

CTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAATGCTTATCATAGGGAATGATGATGAGGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGTAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTGGAAACTGTATAGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGCA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2723;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTCCTATGTGACGAAGGAAGTGACGGTAGTATAGGTGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGAGCTGCATCCAATACTGCTGAGCTTGAGTGCAGGAGAGGAG

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTGACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2725;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9952),o:Campylob

acterales(0.9843),f:Campylobacteraceae(0.9852),g:Campylobacter(0.9799); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAAATTTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCTAATGGCTCAACCATTAAACTGAATGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGACG

GAAATGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATGGCGAAGGCGATCAGCTAGAACTCAA

CTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 
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>OTU2726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTTTCCTCAAGGAAGATAATGGCGGTACTTGTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTCGGGGGCTGGTGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTTTCTGGAGTGTTAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diales_Incertae_Sedis_XIII(0.4563),g:Anaerovorax(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTTGGGTCGTAAAGCTCTGTCCTTGGGGAAGAAAAAAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAAGTATTGGGCGTAAAGAGTACGTAGGTGGTTGG

ATAAGCGTGGGGTGAAAGGCAGTGGCTTAACCATTGTAAGCCCTGCGAACTGTCCGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2727;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAGAGGACGATAATGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGCAA

GTCAGATGTGAAATTTAGGGGCTCAACACCTGAACTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGTAAACG

GAATGACTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Coprococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTATTACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCAA

GCCAGATGTGAAAGGTGGGGGCTCAACCACCAAGCTGCATTTGGAAATGGCAAGCTAGAGTATCGGAGAGGTAAGA

GGAAGTACTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGCTTAAGGGAAGAT

AAATGACGTTGAGGCACGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 
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>OTU2730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATA

GCAAGTCAGCGGTGAAAATTATGGGCACAACCCATAAACTGCCGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Erysipelotrichia(0.7881),o:Erysipelotrichales(0.50

23),f:Erysipelotrichaceae(0.3204),g:Turicibacter(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGG

AATCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Coprococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGACGACGTA

TTTCGGTATGGAAACTTCTATCAGCAAGGAAGATGATTACGGTACTTGACTAAGAATCCCCGTCTAACTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCATGCAAG

TCAGAAGTGAAAGCACGGGGCCCAACGCCGGGACTGCTTCTGAAACTGTAAGGCTAGATTGCCGGAGAGGTAAGCG

GAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTCA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAACCTCTATCAGCAGGAAAGAAAATGACGGTCCCTGACTAAGAAGCCCCTGCTAACTACGTGCCCG

CAGCCGCGGTACTACGTAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGTGCAAG

TCTGAAGTGAAATGCGGGGGCTCAACCCCGGAACGGCATTGGAAACTGTATAACTAGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2732;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGGATTTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCAGTTGTCAGGGACGAAACACATGACGGTACCTGAAAAGTAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTAG

CAAGTCAGACGTGAAATACCGAGGCTTAACTGCGGGGCTGCACTTGAAACTGTATATCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGGCTGGGCTG

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGGGAAACCCTGACCCAGAAACGTCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTGGCCGAGGAAGATAATGACATTACTCGGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCGAGCGTTATCCGGATTTACTGGGTGTAAGGGCGCGTAGGCGGGTTTTCAAG

TCAGATGTGAAATTTCCGGGCTTAACTCGGAGCGGTCATCTGAAACTGGAGGTCTTGAGTGTCGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2734;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGTCGGTATCTGACGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGGTAACACGTTGGTGGCAAGCGTTGTCCGGATTTGCTGGGAGGAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAGCTGCATTTGAAACTGTGGGTCTTGAGTGTCGGAGGGGAAAT

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGTGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGACAATGACGGTACCTGACTAATTAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTGAACCTGGGTGCTGCATGCCAAACTGGTGATCTAGAGTGCGGGAGGGGGGAGT

GGAATTCCTAGTGTAGCGGTAAAATGCGTAGAGATTAGGAAGAACAACAGTGGCGAAGGCGACTCTCTGCACTGTA

ACTGACGCTGAGGCTCGACAGCGTGGGGAGCAAACAGGATTAGAAACCCTGGTA 
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>OTU2737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAAGCTCCTTCTTCAGGGACGAAAATTACGGTACCTGAGGAGGAAGCCACGGCTAACAACGTGCCA

GCAGCCGCGGTAATGCGTAGGCGGCGGCGGTTGTCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGCTTCTCTGGACTGTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2738;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Deltaproteobacteria(0.6730),o:Desulfovibr

ionales(0.3959),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGAATGATTGGGCGTA

AAGGGCGCGTAGGCGGCCTGATAAGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAACTGCTTTGAAAACTGTTGG

GCTTGAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2740;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGGTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAGAGGGT

GCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2739;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0710),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATAGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGATGTGAAAGCCACGGGCGTAAACTGTGAATTGCATTTGAAACTGTTGATCTAGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2741;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGGGGACGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAG

GCCCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATACGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAA

TAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAA

AGGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACGCCGGGGCTGCCGTTGATACTGTCGC

GCTGGAGGACGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTG

CGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU2742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.0904); 

AAGGGAGGCAGCAGTGGGGAAGAGGGCACAAGGGGGGAAACCCTGATGCAGAAATGACGCGGGAGTGAGGAAG

GCCTTCGGGGTGGAAAGCTCTGGCGTCAGGGACGAGAATGACGGGACCTGAGGAGGAAGCCACGGATAACGACGT

GACAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCTGATTT

TTAAGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGA

GAAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2743;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTGTTAGGGACGAGTAGAAGACGATACCTGACGTATAAGCCACAGCTAACTACGTGCC

AGCAGCCGCTGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCAGTTCAAACTGCTCTTCTTGAGTGTGGGGGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTAGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2744;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAGTACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2745;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCATAGGAGCAAGTCCCGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGGTACCTAA

GCACGAGGTATAAGGCAATGGCTTAACCGGTGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTATGA

CTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2747;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0710),g:Intestinimonas(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTGATGGGGACGAAGAAGATGACGGTACCCATCGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAGA

CAAGTCAGGTGTGAAAATTACGGGCTCAACCCGTAACTTGCGCCTGAAACTGTATCCCTTGAGAGTCGGAGGGGTAA

ATGGAACTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGATTTACTGGACGA

CAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

AAGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGGAGTGCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTC

TTGAGTGAAGTAGAGGTTGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGTCG

AAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2751;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Aeroco

ccaceae(0.0000),g:Aerococcus(0.0000); 

GGCATTGTTTGTGAGCGCTGTGACGTTGAGGTCACAGAGAGCCGGGTGCGACGGCACCGGATGGGCTTCATTAAGT

TGGCGGCTCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTGTTGGATATGCCTCTGC

GGGATGTTGAACAGATCGTTTATTCCAACTGTTATGTGGTGCTCGATGCGGGCGATCACAAAGACTTGAAGTACAAG

CAGTTGCTTACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAGAATGAACC

CGTCGTTGGAATTGGCGCCGAGGCGCTGAAGCAGCTTCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATTGC

GTGAGGAGATTGCTGGCAGTAAGGGGCAGAAACGCGCCAAGCTGATCAAGCGCCTACG 
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>OTU2749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

CCTTTCTTCCTCCTTTTTTTCTCTTTCCCCCTTGGGGCCACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTTTTC

GGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAGCAG

CCGCGGTAAAACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGA

GATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTG

ACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9952),o:"Bacteroidales"(0.9

941),f:Bacteroidaceae(0.9666),g:Bacteroides(0.9762); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCGACGTGTGGGATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGTATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCATTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGAGT

ACAGTAGAGGGGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCGATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGGTTGTAAACTTCTGTTTTCGGTGAAGAGCAGAAGACGGTACCCCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTTGTTCTTGAGTGGCGTAGGGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGAATGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTTGTCCCGGAGCAATAAGAGCCACGCGTGGCCCGATGCGAGTACGGGAAGAACAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGTTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGGGGAACGTGCGGTTGATACTGCAGACCTT

GAATGCGGATGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAA

GGCATCTCACGAAGCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU2753;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTTGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGCAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2755;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTAAGCTGTGAAATTTTGGGGCTCAACCTTAAAATTGCAGTTGATATTGGGTGCCTTGA

GTGCATATTGGCCAGGCGGAATTCGTGTTTTACCGGTGAAAGGCTTGGAAATCACGAAGAACTCCTATGGGGAAGCC

AGCTTCTTGGGGTGTAACTGACGCTGTGGTTCAAAGGTTTGGTTTTCAAACAGATTAGATACCCTGGTA 

>OTU2756;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.5195),o:Desulfovibr

ionales(0.2679),f:Desulfovibrionaceae(0.1291),g:Desulfovibrio(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGTGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCACGAGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGTGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTTATACTGCACG

ACTCGAATCAGGGAGAGGGTGGCTGAATTCCAGTTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCAACTGGACCGGTATTGACGCTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2746;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0113),g:Saccharofermentans(0.0056); 

AAGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGAGAAAATAATGATGGTAGCCAAGAAGGAAGCCACGGCTAACTACGTGACA

GCAGCCGCGGTAATACGTAGGGGGAGAGCGCTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATA

AGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGTAATTGCTTTGGAGACTGTACAGCTTGAGTTCGGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTTAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGTGCCGTA

ACTGACGCTGAGGCGCGAATGCGTGGGGAGCGAACAGGATTAGATACCCTGTTA 
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>OTU2757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAATCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAAGATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2758;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGATCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTGGATCTTGAGTATCGGAGAGGTAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGACGACTTACTGGGCCGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2760;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0560),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCCGGGCTCAACTTGGGGGCTGCATACAATACTGTCGGACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCG

GTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGAATTAGATACCCTGGTA 
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>OTU2761;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_3(0.0457),g:Caloranaerobacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGAGTACGTAGGCGGTTAT

GCAAGCGCGTGGTGAAAGGCATAGGCGTAACCAATGTCAGCCGCGCGAACTGTATGACTTGAGTGCGGGAGAGGA

AAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGG

CTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2762;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTACCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAAATGTGGA

TCTTGAGTGTAGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGG

CGAAGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGAGTGCGTAGGTGGCTTTGCA

AGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCCGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2764;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0710),g:Garciella(0.0157); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTACGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTACGTAGGTGGTTTCC

TAAGCACAGGGTTTAAGGCTAAGGCTCAACCATAGTTCGCCCTGTGAACTGGGAGACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU2766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAAGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTAGTTATAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGAGCAGGCGGTTTGATAATTCCTATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAAATGTCAG

ATGTGAGTGCAGAAGAGGACAGTGGAACCCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCAGAG

GAGAGGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU2767;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9180),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAATGAAGAAGGG

TTTCGGCTCGTAAAACACTGTTGTTGAGGAAGAACGTACGTGAGAGTAAATGTTCACTCATTGACGGTATTCACCCAA

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGACCGGAATTACTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

TTCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCGGCAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2763;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.5174),c:Actinobacteria(0.2902),o:Coriobacteriales(

0.1249),f:Coriobacteriaceae(0.0457),g:Atopobium(0.0110); 

GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCGCGCGCAGGCGGTG

AATGAAGTCGAAAGTGAAAGCCCCGGGCTCAACTCGGGAACAGCTTTCGAAACCAGTTCACTTGAAGGTGGAAGAG

GGAAGTGGAATTCCGAGTGTAGCGGTGGAATGCGCAGATATTCGGAGGAACACCAGAGGCGAAGGCGACTTCCTG

GTCCAATCTTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACAGGATTAGATATCCTGGTAGTCCTAGCTGTAAACG

ATGGATACTAGGTGTTGGAGGTTTTAACCCCTCCGGTGCCGCAGCTAACGCATTAAGTATCCCGCCTGGGGAGTACG

GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 

>OTU2768;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Rumin

ococcaceae(0.9852),g:Pseudoflavonifractor(0.7162); 

CCGGGAGGCAGCAGTGGTTCCTCTTTTTCCATTTTCTCCCGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGCTTT

CGGGTTGTAAACTTCTTTTATCAGGGACGAATCAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCAGGTGTGAAAACCACGGGCTCAACCTGTGGCCTGCAGTTGAAACTGTAGTTCTTGAGTGCTGGAGAGGCAATCG
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GAATTCCGTGTGTAGCTGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2769;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCTTGGTGAAAATGATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

AAGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACATGCAGGAGAGTAACTGTTCTTGTATTGACGGTAGATAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCTTCTGCTTAACCGAAGATTTGCATTGGAACCTGGAGG

ACTTGAGTTCAGAATAGGAGAGTGGAACTCCATGCGTAGCGGTGAAACGCGTAGACATATGGAAGAACCCCAGTTG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2772;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAACGTGCGGCACGCGTGGCGTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTGTTTAAGCGTGTTGTGAAAAGCCGGGGCTCAACTGTGGTCGTGCATCGCGAACTGGACGGCTTG

AGTGCGCGGTAGGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCTCGCTGTAGCATTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2771;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0615); 

ATGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCACCTAA

GTCAGACGTGAAATACCGGAGCTCAACTCCGGGGCTGCGTTTGAAACTGGGTATCTTGAGTGCAGGAGAGGAAAGC



5304 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2773;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAATGTGCGACGTGTGGCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Anaerotruncus(0.0230); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGCAACCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTTGGGGACGAAAAAGGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGACGGTAAGGC

AAGTCAGATGTGAAAACCCGGGGCTTAACCCCGGGAGTGCATTTGAAACTGTCGTACTGGAGTGCGGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5991),g:Sarcina(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGAT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATATTTAA

GTGGGATGTGAAATACCCGAGCTTAACTTGGGAGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2777;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTT

AAGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA
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AGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAAACCACGGGCTCAACCTTGGGCCTGGAATTGGAAATGTAGTTTTTGAGGACTGGAGAAGGAG

ACGGAATTCCTAGTGGAGCGGTGAAATGCGTAGATAATAGGAGGAACACCAGTGGCGAAGGGGGGCTGCTGGAAA

GCAACCGACGCTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2776;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGTAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGC

AAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTCCTTTTTTCGGGGAATAATAAGCCTTTTGCGAAGGTTGATGCCGGTACACGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTGGGTTAAACAGGGGGTTGCCTTGAAAACTGGCTGACTAGG

ATGTAAACGGGGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGAGGCAGAACACCGATGGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGTG

CTTCGGCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGCAA

GCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGCCAGCGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCGTTGAAACTGGCGTTCTTGA

GTGTAAACGAGGTAGGCGGAATGTGACGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTGACCAAGCCGTAAATGACGCTCATGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2782;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8331),o:Lactobacillales(0.4280),f:Enteroc

occaceae(0.1679),g:Enterococcus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGCAACTGTTCAAGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAGAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGTGGTGCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGG

ACACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATATGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGTCGGCTTTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTATTCACGCAGGGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTGATACGTAGGTGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGGTAAGTCTGAAGTGAAAGCCCTGGGCTCAACCAAGGAAGTGCATTGGAAACTGTA

AGACTAGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGGTCCACGGGTGGATTTTTGTATGTACCATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGA
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GCGTAGGCGGATTGTTAAGTCCGTTGGTAAAGTTTGCGGCTCAAACGTAAAATTGCAGTTTATTCTGGCAGTCTTGAG

TGCAGTTGAGGTGGGCGGCATTCGTTGTGTAGCGGTTAAATTCTTAGATTTCACGAAGAACTCCGATTGCCAAGGCA

GCCCACTGGGGTGTTACCTCCGCTTGTGCTCGAAAGTGTGGGTATCAAACCGGATTAGATACCCTGGTA 

>OTU2783;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Bacilli(0.0626),o:Lactobacillales(0.0413),f:Lactoba

cillaceae(0.0099),g:Lactobacillus(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTGAAG

GGTGCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACT

GGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidetes"_incertae_sedis(0.9827),g:

Marinifilum(0.9856); 

GTGTCAGCCGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGGC

GATTAAGTCAGTGGTGAAATCTCACAGCTCAACTGTGAAACTGCCATTGATACTGGTTGTCTTGAATTTAGTTGAGGT

GGGCGGAATACGTTATGTAGCGGTGAAATGCATAGATATAACGTAGAACACCGATTGCGAAGGCAGCTCACTAAGCT

AACATTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

ATTACTCGTTGTGCGCGATACACAGTGCGCGACTGAGCGAAAGCATTAAGTAATCCACCTGGGGAGTACGTTGGCAA

CAATGAAACTCAAAGGAATTGACGGGG 

>OTU2787;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Enterob

acteriales"(0.5023),f:Enterobacteriaceae(0.3204),g:Escherichia/Shigella(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTATGAAGAAGGCCTT

CGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGCCGTTACCCGCAGAAGA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGAC

TTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGC

GAAGGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2788;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Deltaproteobacteria(0.5579),o:Desulfovibr

ionales(0.2999),f:Desulfovibrionaceae(0.1485),g:Desulfovibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGGATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAATGTACCTTTTGTGAATAATGAGAGGTAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCA
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CGACTTGAATCCGGGAGAGGGTGGCGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATGATAA

GTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACCGTCATTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2791;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Alphaproteobacteria(0.8331),o:Rhodospiril

lales(0.4280),f:Acetobacteraceae(0.2184),g:Roseomonas(0.0423); 

GTGTCAGCCGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTT

GATCAAGTTGGGGGTGAAAGCCCGGGGCTTAACCTCGGAATTGCCTTCAAGACTGGTCAGCTAGAGTGTGGAAGAG

GGTTGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGACAACCTGG

TCCATTACTGACGCTGAGGCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAGTGCTGGATGTTGGGCGGTTGCCGCTCAGTGTCGAAGTTAACGCGATAAGCACTCCGCCTGGGGAGTACGGC

CGCAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU2793;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

AGGAGCTAAAGAATGGAACAACTCACTAAAAACCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGAATCAGAATGA

GCCGCAACTTCGGGATGAAAATGCTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTT

ACGACGCGACGCCGTTCAACCAGATATTGAAGCAGTGAGACTCAAAAAGAGATTGCTGGCATTCAGTCGGCGACTTC

ACGCCAGAATACGAAAGACCAGGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTACTGCTCGCG

TTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAAG

CTCAAACGGCTGGTCAGTATTTTACCAATGACCAAATCAACACTCTTTCCTGCTGAACCGCTCTTCCGAT 

>OTU2790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCATCAGGGACGAAAAAAGACGGTACCTGAGAAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGCAGGCGGTTCAATA

AGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGAAGTAGAGGTAAGC
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GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2792;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Thermoactin

omycetaceae_1(0.0457),g:Kroppenstedtia(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGGAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGGTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGTTA

AGTCTGGAGTGAAATTCCTGCTTTTAAGGTGGGAACTGCTTTGGATACTGATGGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU2794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAACACTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAAATACGTGCCA

GCAGCCGCGGGAATACGGAGGTGGAGAGAGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACTCGTGCTTAACCTTGGTGCTGCATTTCAAACTTGAAGTCTAGAGTGCAGGAGAGGAGCAG

GGAATTCCTAGTGTAGCGGTGAACTGCGTAGAGATTAGGAAGAACCCCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2796;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Cytophagia(0.1740),o:Cytophagales(0.0781)

,f:Cytophagaceae(0.0252),g:Cytophaga(0.0076); 

GTGCCAGCAGCCGCGGTAAGACGAAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGAC

TGATAAGTCAGTGGTGAAATCTCTCAGCTTAACTGAGAAACTGCCATTGATACTGTCGGTCTAGAGTATAGATGACGT

TGGCGGAATATGACATGTAGTGGTGAAATACTTAGATATGTCATAGAACACCGATTGCGAAGGCAGCTAACGAAACT

ATAACTGACGCTGAGGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCCGGTAGTCCGCACCGTAAACGATG

ATTACTCGTTGTTGGCAATATGACCGTCAGCGACCAAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGCCGGCA

ACGGTGAAACTCAAATGAATTGACGGGG 

>OTU2795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACACCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACTGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTTAACTCATAGTCGCGTTCGAAACTGCTTTTCTTGAGTGAAGTAGAGGTAAGCGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCGGTGGCAAAGGCGGCTTTCTGGACTGACACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2798;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9846),o:Burkholderi

ales(0.9280),f:Oxalobacteraceae(0.9108),g:Duganella(0.7162); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

TTGTAAGACTGTCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGATGGTGACTGCAAGGCTAGAGTTTGGCAGAG

GGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTG

GGTCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAAC

GATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU2797;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTACGTAAAGCTCTATCAGTAGGGAAGAAGAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGCAATGC

AAGTCTGAAGTGAAAGGCCTGGGCTCAACTCGGGAACTGCTTTGGAAACTGTGTAGCTGGAGTACAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2799;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0904),g:Caloramator(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCAAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAC

GGCAAGTCGGATGTGGAATACCTGGGCTTAACCCGGGGGCGTCATTTGAAACTGCCGAACTTGAGTGCAGAAGAGG

AAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGG

CTGTAACTGACGCTGAAGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGTTTGTAAAGCTCTATCTTTGGGGACGATAATGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGTGGTAA

GTGGGATGTGAAATACCGGGGCTTAACCTGGGAGCTGCATTGCAAACTGGGAAGCTAGAGTGCAGGAGAGGAGAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAGCGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGATGTGAAAACCCTGGGCTCAACCCAGGAATGGCATTGGAAACTGTTAAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2802;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.36

39),f:Erysipelotrichaceae(0.1872),g:Turicibacter(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGAGATGCAAGTTGGGAGTGAAATGCAGGGGCTCAACTCATAACCTGCATTTGAAACTGTGA

TTCTTGAGGGGCGGAGAGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTG

GCGAAGGCGGGTTACTGGACGATTACTGACGCTGAGACACAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2803;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGAGTTGTAA

GTTGGGAGTGAAATCCCCGGGCTTAACCCGAGAGCTGCATTTCAAACTGGAAGTCTTGAGTGCCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2804;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Alphaproteobacteria(0.9733),o:Rhizobiales

(0.6881),g:Alsobacter(0.2607); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGA

CTTTTAAGTCGGAGGTGAAATCCCAAGGCTCAACCTTGGAACTGCCTTCGATACTGGAAGTCTCGAGTCCGGAAGAG

GTGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGG

TCCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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ATGAATGCTAGCCGTTGGGGAGCTTGCTCTTCAGTGGCGCAGTTAACACTTTAAGCATTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU2808;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.8628),c:Planctomycetia(0.6730),o:Planctomycetal

es(0.3959),f:Planctomycetaceae(0.2184),g:Pirellula(0.0134); 

GTGCCAGCAGCCGCGGTAAGACGAGCTCCCCAAACGTTATTCGGTATTACTGGGCTTAAAGAGTTCGTAGGCGGCGA

AGTAGGTGAGGTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCGCTTCAAACCACTTTGCTAGAGGGAGATAGGGG

TAAGCGGAACAGATGGTGGAACGGTGAAATGTATTGATATCATCTGGAACACCGGTGGCGAAAGCGGCTTACTGGG

TCTTTTCTGACGCTGATGAACGAAAGCTAGGGTAGCGAACGGGAGTAGATACCCCGGTAGTCCTAGCCGTAAACGAT

GAGCACTAGTCTGAGGGACTTTCACGGTTTCTCGGACGTAGCGAAAGTGTTAAGTGCTCCGCCTGGGGAGTATGGTC

GCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU2807;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGC

AAGCCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGATA 

>OTU2805;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCGGAGGTGCAA

GCGTGCCGTGAAAGCGCGGGGCTCAACCCCGTACAGCGCGAACTGCGGGGCTTGAGTGTGCGGAAAGTGGGCGGA

ATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAGGGCAGCTCACTGTAGCATTACTG

ACGCTGAAGTTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2806;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGTCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

TTTCGGGTCGTAAAACTCTGTTATAAGGGAAGAACGACTTTCGTAGGAAATGGCCAGTGCGTGACGGTACCCTAAGC

GAAAGCCACGGCTAACTTCGTTCCCGCAGCCGCCGTAAATCGTAGGTGGCCAGCCTTGTCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATTCTTAAGTCGGATGTGAAATCCCCGGGCTCAACCGGGGAGGGTCATTCGAAACTGGGG

AACTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGT
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GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU2809;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACGGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGAGCCACGTGTGGTGCGTTGCGGGTACCGTTCGAATAAG

CATCGGCTAATTCCGTGCCAGCAACCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGCTTTTAAGCTTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGAGGTCTTG

AGTGAGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGGAGCTTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2811;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGGAGGATGACGGC

CCTACGGGTTGTAAACTCCTTTAGCGCGGGAATAACACGCCTCACGTGTGGGGCGCTGCAGGTACCGCGAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGACAGTTAAGCGTGACGTGAAATGCAGCGGCTCAACCGTATGAAGTGCGTCGCGAACTAGCAGTCT

TGAGTGAGTACGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCCTACAAGTCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2810;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTTGGGAGTGAAATCCCGGGGCTCACCCCCGAAACTGCTTTAAAAACTGCATCCCTTGAGTATGGAAGAGGCAG

GCGGAATTCTCAGTGTGGCGGTGAAATCCGTAATTATTAGGGGGAACCCCGTTGGCAAGGGCGGCCTGCTGGACAC

CAACTAACGTTGGGGCGCGAAGGCTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2815;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGTATTGTCTGTGAGCGTTGTGGTGTTGAGGTCACCGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACCAGATTTATGCAGAAGATTCAGAAATTGAAAATGAAACCG
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TCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAAGGCTGTTGCTGAACAATTACGT

GAGGAGATGGCGGGTAGCAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGTCTGCG 

>OTU2812;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTGGTGGAGTAATAAGACGTACGTGTACGTCGATGAGAGTACAGCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGCCGAGCGTTGTCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGCGGGTGATTAAGTGTGATGTGAAATACCCGGGCTTAACGTGGGTGCTGCATCCCAAACTGGGAATCT

AGAGTGCAGGAGAGGAGGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCG

AAGGCGACTCTCTGGACTGTAACTGACGCCGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.6350),g:Hydrogenoanaerobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCAGGGACGAACAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGT

AAGCCCTATGTTAAATCTATCGGCTCAACCGGTAGCTGCGTAGGGAACTGCAGTTCTTGAGTGGAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCAGGGCA

AGTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2817;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

TTTCGGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAAGATCAA

GTCAGATGTGAAAGGCACGGGCTCAACTCGGGGACTGCATTTGAAACTGGAAGTCTGGAGTGCCGGAGAGGAGAA
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CGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACTGT

CACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2818;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGAGGGATATTAGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACGAGGGACGATAATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGAAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.39

59),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTTATTTAAGTTGCATGTAAAATACCAGGGCTCAACCTTGGGGGGACATGCAAAACTGGA

TAACTTGAGAGCGGTAGAGGGAAGTGGAATTCCTGGTGTAGCGGTAAAATGCGTAGAGATCAGGAGGAACACCGG

TGGCGAAGGCGACTTTCTGGGCCGCCACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU2819;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

CCTTCCTTCAGCAGTTTTTCCTATTTCCCCCTGGTTGCCACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTC

GGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAAGTT

GGAAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTATCCCTTGATTATCGGAGAGGCAAGCGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAACTG

ACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU2820;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Acetivibrio(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGG

CGTGTAGGCGGAGATGCAAGTTTGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTG
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AGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2821;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGGCTTGCTGGAGTGCTGGAGAGGGAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGTGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Erysipelotrichia(0.8755),o:Erysipelotrichales(0.72

52),f:Erysipelotrichaceae(0.5273),g:Turicibacter(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCAGAGGTGAAGGCCGACGGCTTAACGGTGGGGGGTAATTGGAAATGGG

TCGATTGGAGTGCAGAAGAGGGAGGTGGAATTCAAGGTGAAGGGGTGAAATGCGTAGAGATATGGAGGACAACAA

GTGGGGAAGGCGGTTTCTTGGTCTGTACCTGCACTGGAGGGGCGAAGGGGGGGGGGGAAAAAGGGATTAGATCCC

CGGGTA 

>OTU2822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCAGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACG

GCAAGTCAGATGTGAAAACTATGGGCTTAACTCATAGCCTGCATTTGAAACTGCTGTTCTTGAGTGTCGGAGAGGTA

GATGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACG

ATTACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2825;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Oscillibacter(0.0087); 

ACGGGAGGCAGAAGTGGGGAATATTGGGCAATGGGCACAAGACAAACCAAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTGGGAAACTTCTTGTAAGGGGGAAGAGGAGAAGACGGTACCACTAGAATAAGCCACGGAGAACTAGGT

GCCAGCAGCAGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTTCACCCATTAACTGCATTTGAAACTGTGGATCTTGAGTGCTGGAGGGGCA
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ATCGGAATTCCTATTGTAGCGGTCAAATGCGTAGCTATTAGGAGGTACACCAGTGGCGAATGCCGATTGCTGGCCAG

TAACTGACGGTTATTCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU2824;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Robinsoniella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATCAATAGGGACGAAGAAAGTGACGGTACCTAAATAAGCAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGGGCAGACGGCATG

GCAAGCCAGATTTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAAGCTAGAGTATCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGAC

TGTAACGGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCTGGTA 

>OTU2827;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGTTGGCAAGCGTTGTCCGGATTTACTGAGCGTAAAGGGAGCGTAGGCGGATGTTTAA

GTAGGATGTAAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGG

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGCCTTTCTGGACTGTA

ACCGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU2826;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.6350),g:Anaerofustis(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAACTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCACGTAGGCTGTTGTTTTA

GTCAGATGTGAAAGTTTTCGGCTCAACCGGAAAAGTGCATTTGATACTGGACAACTTGAGTGTCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAGCACCGGTGGCGAAGGCGGCTTACTGGACGATGT

CTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2828;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9961),o:Pseudom

onadales(0.9707),f:Pseudomonadaceae(0.9573),g:Pseudomonas(0.7643); 

GTGTCAGCCGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTT

CAGCAAGTTGGATGTGACATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTACTGAGCTAGAGTACGGTAGAGG

GTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCACCTGGA

CTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA
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TGTCGACTAGCCGTTGGGATCCTTGAGATCTTAGTGGCGCAGCTAACGCGATAAGTCGACCGCCTGGGGAGTACGGC

CGCAAGGTTAAAACTTAAATGAATGGACGGGG 

>OTU2831;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.2524),g:Odoribacter(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAATGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTGATGGCTAACCCTTGGCCAGCCATTAATACTGGTTAGCTTGAGT

GCAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCA

GCTTGCTGGACGACAACTGACGCTGAGGCGCGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCCATCAA

GTCGGTGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2829;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8897),o:Desulfovibr

ionales(0.7252),f:Desulfovibrionaceae(0.4224),g:Desulfovibrio(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTGAAGCGTGCTAATCAGCGTTTCATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCGTGTAGGCTGTCGAGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCTT

GACTTGAATCCGGGAGAGGGTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGT

GGCGAAGGCGGATTACTGGACGACCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTATTGTTAGAGAAGAACACGAGTGAGCGTAACTGTTCTTTCGATTACGGTATCTAACCAG

CAAGTCACGTCTAACTACGTGCCCGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGAGGTGAAATGCAGGGGCTTAACAGGAGTAGTGCATTGGAAACTGGAAG
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ACTTGAGTGCAGAAGAGGAGAGTGGAACTCAAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2833;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Bacillales(0.2679),f:Bacillaceae_

1(0.1291),g:Bacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTT

TAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2834;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0560),g:Clostridium_XlVa(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAAAGAGGCCACGCGTGGCAAGATGAGCGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGACGGTCACGCAAGTCTGATGTGAAAACCCAGGGCTTAACCTTGGGCCTGCATTGGAAACTGTGAGACTAG

AGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Erysipelotrichia(0.9711),o:Erysipelotrichales(0.87

37),f:Erysipelotrichaceae(0.7787),g:Solobacterium(0.5239); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTGTAAGGGAAGAACGATCAGAAGAGAATTCTGAAATGACGGTACCTTACCAGAAAG

CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGG

GTGCGTAGGCGGCCTGTTAAGTAAGTGGTTAAATTGTTGGGCTCAACCCAATCCAGCCACTTAAACTGGCAGGCTAG

AGTATTGGAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTAGCCAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU2838;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGATTAAGGCC

CTATGGGCTGTAAACTTCTTCAGACGCAGAGCAATAAGGTCCACGCGTGGACTGATGAGAGTATGCGTAGAATAAGC

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGACCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGATGTTAAGTCAGCGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCGTTGAAACTGGAGGGCTTG
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AGTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGGGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTATGAGGGACGAATAATGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCATTGTCCGGATCTACTGGGTGTAAAGGGCGCGTAGGTGGGAAAACA

AGTCAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTTGAAACTGTTTTCCTTGAGTACTGGAGAGGCAGGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGCA

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCTCTGTTCTCAGGGACGAAAAATGACGGTAGCTTACGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAATGGAGCGCAGGCGGGTAAGCA

AGTCAGATGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATGCTTGAGTGGAGTAGAGGCAGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATGCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCACTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTG

CAATTCCTAGTGTAGCCTTGAAATGCGTAGTTCTTAGCACGCTCCCCAGTTGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2841;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9671),c:Spirochaetia(0.9180),o:Spirochaetales(0.830

3),f:Spirochaetaceae(0.6350),g:Treponema(0.2607); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTGAAACCGAGGAATAAGCCGTACAGGAAATGGTACGGTGGTGACTGTAAGTTTTGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGAAGCGCAAGTCCGGTGTGAAATCCCGTGGCTCAACCCCGGAACTGCGTTGGAAACTGCAG

GACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG
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GCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2843;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Pseudonocardiaceae(0.0000),g:Thermocrispum(0.0000); 

GGTATCGTTTGCGAGCGTTGTGGTGTGGAAGTTACAGAGAGCAGGGTGCGTCGCCACCGCATGGGCTTCATCAAGCT

CGCTGCTCCTGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCCGCG

GGACGTTGAGCAGATTGTTTATTTCAACTGCTATGTGGTGCTGGATCCCGGCGACCACAAGGATCTGAAGTACAAGC

AGCTTCTCACGGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGCC

TGTTGTGGGTATCGGCGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACCCTTGATGAGGTAGCCGAGCAGCTGC

TCGAGGAGATCGCCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGACCAAGCGCCTACG 

>OTU2840;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Sporolactoba

cillaceae(0.0000),g:Sporolactobacillus(0.0000); 

GGAATCGTTTGTGAGCGTTGCGGTGTGGAGGTCACCGAGAGCCGCGTGCGTCGTCACCGCATGGGCTTCATCAAGCT

GGCGGCACCGGTTTCCCACGTCTGGTACCTGAAGGGGATCCCCAGCTACGTGGCCATCCTGCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGTTATGTGGTGCTGGATCCCGGCGACCACGAGGACCTGAAGTACAAG

CAGCTGCTCACGGAAGACGAGTGGCTGGAAATTGAAGACGAGATCTACGCCGAAGATTCCGAGATCGAGAACGAGC

CCGTAGTGGGCATCGGTGCCGAGGCCCTCAAGCAACTGCTGGAAGATCTCACCCTCGATGAAGTGGCTGAGCAGCTG

CGTGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGCGCCAAGCTGACCAAGCGCCTGCG 

>OTU2842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Erysipelotrichia(0.9462),o:Erysipelotrichales(0.85

20),f:Erysipelotrichaceae(0.7068),g:Turicibacter(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATTATGAAGGCC

TTCGTGTTGTAAAATTCTGTTATAAGGGAATCACGACTTTAGTAGGAACTGGCTCGAGTGTTACGGTCCCTTATGAGA

AAGCCACTTCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAA

GAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCGTAACAGTGGAGGGTCATTGGAAACTGGTCGA

CTTGAGTGCAGAAGAGGGAAGTGGAAGTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGG

CGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGT

A 

>OTU2846;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGTCCCACGTGTGGGATTTTGCATGTACCTTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGGTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGATACTATCCTTCTTGA
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GTGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCTGGACCGTAACTGACGCTGATGCTCGAAAGTGCGGGAATCAAACAGGATTAGACACCCTGGTA 

>OTU2845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGCCCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAACTGGGACGAAGCAAGTGACGGTACCTGTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATACGGATCTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCAATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGAAAT

CGGAATGCCGTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2844;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0099),g:Clostridium_III(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGCCGTAAAGGGAGCGTAGGCGGAGGTG

CAAGCGTGCCTTGAAAGCGCGGGGCACAACCCCGTACAGCGGCGCGAACTGCTTGAACTGGTTGCGGGAAGGGAA

GGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACGACGAACGCCGAGCGCGAATGCAGCCTTCCGGACC

GTCAACGACGCTCATGCTCGAAGGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CCTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGGCACGTCTAACTAGGTGCAA

GCACCCGTGATACTACGCCGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTTAAGGGAGCGTAGGCGGATTCGTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTTGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATGAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGACACCCTGGTA 

>OTU2849;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATATGAATAATGTGCAGTACGTGTAGTGCGATGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGATTGGTAAGTCAGTGGTGAAAGTTGGCTGCTCAACCGTAAAAGTGCAGTTGATACTGCTGGGCTTGA
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GTACAGTTGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCTCACTGAACTGCAACTGACACTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2850;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4224),g:Ruminococcus2(0.1735); 

ACGGGAGGAAGGAGGGGGGAATCTTGCACAATTGGGGAACCCCTTATGCCTCGACGCCTCGTGAGCGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAAG

TCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTTGAGTGCCGGAGGGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2848;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTTAACCTCCTTTTTCAGGGACGAATAGTTGACGATACGTGACGAATTAGAGACGGCTAATTACGTGCC

AGCAGCTGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAACTAAGGGCTCAACCGTTGGCCTGCAGTTGAAACTGTCGTTCTTGAGTGCGGGCGAGGCAGAC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGTCGGCGGGACCGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2851;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lachn

ospiraceae(0.0149),g:Lactonifactor(0.0066); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGCGGTAGGCTAAGTTGGATGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTTGGAACTGTT

AGACTAGAATGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAGACAGGATTAGAGACCCT

GGTA 

>OTU2852;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGTCCCGGCTAACTACGTG

CCAGCAGCCGCGGTACTACGTAGTGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGA

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTGCAGGAGAGGAG
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AGCGGAGTTCGTAGTGTAGCGGTGAAATGAATAGATGTTAGGAGGATCATCGGTGGCGAAGGCAGCTTTCTGGACT

GAAACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2853;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGCAGGTTGTAAAGTTCTGTTGCAGCTGACGAATAAGTATAGCAGAGACTGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTACCACGTAAGTTGCGCGCGATGTTCGGAATGATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGGGTGAAATGCATAGGCTCAACCTATGAACTGCACTGAAAACTACAAG

ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU2855;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Marinilabiaceae"(0.0710),g:Anaerophaga(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACCTACGTGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTGCAAGACAGGTGTGAAAGGCCGGGGCTCAACTGCGGAACTGCATTGGATACTGCGAGGCTG

GAATACGTATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTGACGAATCCGTAACTGACGCTGATGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGACTAACTACGTGC

CAGCAGCCGCGGTAATAAGTAGGTGACCAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATAC

AAGTCAGATGTGAAAACTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCGCTTGAGTGTTGGAGGGGTAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGTCTACTGGACGAT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2857;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Porphyromonadaceae"(0.5991),g:Parabacteroides(0.2171); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTGGGCGTCAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGTTCTAT

GGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACTTGTCCTGTTTTGTAGGTACCTCATGAATAAGCAGCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTA

GGTGGCCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGAGTATG
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TTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGGCAGCT

TGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2856;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTTAGGAGTGAAAGGCAACGGCTCAACCCGGGAAGTGCCTTTGAAACTGTGAGGCTAGAGTGCGAATGCTGAGAGA

GGAATGAGTGGTGTAGCGGTGAAATGCGTAAATATCAGTCGGAACACCAGTTGCGAAGGCATCTCACAAGTCCGCA

ATTGACGCTGAGGCACGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2858;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGGATCACGAGTGGTCCGATGAGATTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGACAAGTCAGCGGTGAGAGCCCGGCGCTTAACGCCAGAACTGCAATTGATACTGTAGAGCTGG

AATACAGGTGCCGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAATGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGCACAAAAAGGTGTACCAGTCCGCCGTTGCGCGTACCCGAAGAAAAAA

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCCCAACTGGAAAATTGCAGTTGAAACTGTTTGTCTTG

GGTTCACATGAGGATGGTGGAATTTGTAGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCGGCCATCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2859;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0252),g:Caloramator(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACCCGGCGTGAAGGAAGAAGTT

TTTCGGCTTGTAACCTTCTTTCTTTGGGGACGAGGAAATGACGGTAACCTAAGAAGAAGCCCCGGCTAACTACGTTCC

CGCAGCCGCGGTAATACGTAGGGGGCCAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGGT

AAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTGGAGTGCAGGAGAGGTAA
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GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGTACTGCAA

GTCAGATGTGAAAACTATGGGCTTAACTCGTAAAGTGCATTTGAAACTGTGGTTCTTTGGGGCGGAAGAGGTGAATA

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGATTCACTGGGCCGCAA

CTGACGCTGGGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGC

CTTAGGGTTGTAAAGCTCTGTCTTCAAGGAAGATAATGACGGTACTCACGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGATGGCTAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTTAGAAGTGAAATACTAGGGCTTAACCTGAGTACTGCATTTCAAACTGGAAATCTAGGGTGCAGGAGAGGAGAAA

GGAATTCCTAGTGTAGCGGTGAAATTCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGTTCGTAT

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2863;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteria

_genera_incertae_sedis(0.0000); 

GGAATCGTTTGCGAGCGCGGTGGTGTGGAGGTCACAGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTTTGGTATCTGAAGGGTATCCCCAGCTATGTGGCCATCCTCTTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAA

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCAGAGATAGAGAACGAG

CCTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCGGC

TGCGTGAGGAGATCAACGGAAGCAAGGGCCAGAAGCGGGCAAAGCTGATCAAGCGTCTACG 

>OTU2864;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Eubac

teriaceae(0.0252),g:Eubacterium(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCCGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAATGCATGGACTTAACCAAGGAGCTGCCGTTGAGACTGTTTTTGTGGAGTGGGATGGGGGCA
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GGCGGAATTCCGATGGTGGGGGTGAAGTGGGTAGGTATTCGGAGGACCACCAGTGACGAAGGCGGCCTGCTGGGC

TCTAACGGCCGCGGAGGCTCGAATGTGTGGGAAGCAAGAAGGAATAGATCCCCTGTTA 

>OTU2865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Dorea(0.0808); 

ACTTTCGTCCTCCTTTCTTCCTCTTTCACCCTGGAGGAAACTCTGATGCAGCGACGTCGCGTGAAGGATGACGTATTTC

GGTATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTAAGTGCAAGCAG

CCGCGGTAATATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCACGGCAAGCCT

GATGTGAAAGCCCGAGGCTCAACCCCTGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAAAAGCAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTTGCTTGGCTTTTACTGA

CGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2866;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGACCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGAGGCA

AGTCAGCGGTGAAATACCTGGGCTTAACCCAGGAACTGCCGTTGAAACTGTTTGTCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGACGGT

TTTCGGTATGTAAAGTTCTGTCTTTGGGGACGAAAATGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGCTTAA

GTCTGATGTGAAATCCCGGGGCTCAACCCCGGGGCTGCATTGGAAACTGTGAGGCTAGAGTGTAGGAGAGGTGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.0904),g:Anaerovorax(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTATTCCGTAGGGGGCCAGCGTTATCCGGTATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAG

CAGGGGGTGAAAGGCATTGGCTTAACCAAGGTTAGCCTCCTGAACTGGGCTACTTGAGTGCATTAGATGAAAGCGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTTCTGGACTGTTACT

GATACTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2870;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

CAGCTTGCGGCAAACCTGCGTCACCGTCTTCTCGTTCTCTAACAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTATA

GTGTTCTTAATATCCAGTTGGGGGAGCACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAA

ACTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACCATTATCGAACTCAACGCCCTGCATAC

GAAAAGACAGAATCTCGTCCAAGAGCTTGATGCGGTTATCCATCTGCTGATGGAAGCCAAGCATGGGGGAGGGAGA

AAGAGTAGAAAGGCCACAAGCCT 

>OTU2869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Erysipelotrichia(0.8614),o:Erysipelotrichales(0.68

81),f:Erysipelotrichaceae(0.4914),g:Turicibacter(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAG

TCTAGAGTGCAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTATAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2872;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Deltaproteobacteria(0.9812),o:Desulfovibr

ionales(0.9798),f:Desulfovibrionaceae(0.9294),g:Desulfovibrio(0.9686); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGC

GCAGTAAGTCAGACGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGTTTGAAACTACTGTGCTAGAGTCTCGGAGAG

GTTAGGGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGCCTAACTGG

ACGAGTACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGATATTAGGTGTCGGGGGTAACCCTTCGGTGCCGCAGTTAACGCGTTAAATATCCCGCCTGGGGAGTACGGTCG

CAAGGCTGAAACTTAAAGGAATTGACGGGG 

>OTU2873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Pseudoflavonifractor(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGAGATA

CAAGTCAGGTGTGAAATCTACGGGCTTAACCCAGAAACTGCATTTGAAACTGTTGCTCTTGAGTGTCGGAGAGGTAG
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ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCAGTGGCGAAGGCGGCTTACTGGGCCA

TTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Sphingobacterium(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCCTTGCAAGTCAGCGGTCAAATCGTGGAGCGCAACTCCATTCCGCCGTTGATACTGCCGGGCTTGAT

TGCGGTTGAGGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGACTGCGAAGGCA

TCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCATCACCGCGTGAGTGAAGAAGGG

TTCCGGCTCGCAAAGCTCTGTTGTTGGAGAAGAACTTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GACAGTCACGGCTAACTACGTTCCATCAGCCGCGGTAATACGTAGGCGGCAATCCTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAAGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCCGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU2874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTCCTTAGTGACGATAATGACGGTAGCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTCTTAAA

GTCAGATGTGAAATACCGCAGCTTAACTGCGGGGCTGCATTTGAAACTTAGGAGCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5991),g:Eisenbergiella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTGGCAA

GTCTGATGTGAAAACCCAGGGCTCAACCTTGGGATTGCATTGGAAACTGTCAGGCTAGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTACTGGACTGTA

ACTGACGTCGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2877;tax=d:Bacteria(1.0000),p:"Deinococcus-

Thermus"(0.9991),c:Deinococci(0.9966),o:Deinococcales(0.9957),f:Deinococcaceae(0.9890),g:Deinococcus(

0.9837); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTAGGCGGA

TATTTAAGTCTGGTTTTAAAGACTGGGGCTCAACCCCAGGAGTGGACTGGATACTGGATGTCTTGACCTCTGGAGAG

GTAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCAATGGCGAAGGCAAGTTACTGG

ACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACG

ATGTACGTTGGCTAAGCGCAGGATGCTGTGCTTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCC

GCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU2878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCGGACGGTTGCTTAGGTCTGACGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTT

GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.5991),g:Clostridium_IV(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGATAATGACGGTAGCCAAAGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGACA

AGTTGAATGTTTAAACTATCGGCTTAACCGGTAGTCGCGTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATGCCCTGGTA 

>OTU2880;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Cytophagia(0.1740),o:Cytophagales(0.0781)

,f:Flammeovirgaceae(0.0252),g:Marinoscillum(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTTAATAGGGAAGAAAAAAATGACGGTACCTATAGAAAAAGCACCGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTGTAGC

AAGTCAGTGGTGAAAGCCCGGTGCTCAACACCGGAACTGCCATTGATACTGTTGCGCTGGAATACGGATGCCGTGGG
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TGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAATCCGTC

ATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2882;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Chryseobacterium(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGTGTCGTAAACTTCTTTTGCCGCGGAGCAATAAGGGTTACGTGTATTCCGATGAGAGTCTGCGTCGAATAAAC

ATCCGCCAACTCCGTGCCAGCAGCCACGGTAATACGGAGTATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGGTAAGTCAGATGTGAAATGCCGCGGCTCAACCCGGGAACTGCCATTGATACTGCCTGTCTTGA

ATGCGGATGCGGTAGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CATCTTACGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGAAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGGAAAAAGGAGGTGGGAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGG

CAAGTCAGACTTGAAATCCACGGGCTTAACTCGTGAACTGCATTTTGAACTGTTGATCTTGAGTATCGGAGAGGCCAG

CGGAATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCTAACAGGATTAGATACCCTGGTA 

>OTU2885;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9988),c:Spirochaetia(0.9776),o:Spirochaetales(0.968

5),f:Spirochaetaceae(0.9480),g:Treponema(0.9566); 

ACGGGGGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGACGGTTGTAAAGTCCTTTTGGGCGCAAAGAATAAGTACGCGAGGAAATGCGCGTGCGGTGACGGTAGCGCCTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAGGTTGCGAGCGGTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTCGTGCAAGCATGGTGTGAAAGCCCGGGGCCCAACTCCGGGACAGCGTTGAGAACTGC

ACGGCTAGTGTAAGTGAGGGGCAGCCGGAATTCCAGGTGTAAGGATGAAATCTGTAGATATCTGGCAGAACACCAA

TGACGAAGGCAGGCTGCCAGCAGATTACTGACGCTCGGGTGCGAAGGTGCGGGGAGCAAACAGGCTTAGATACCCT

GGTA 

>OTU2884;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTTGAATAAGCCGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGAT

AAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACA



5332 

 

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2883;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Robinsoniella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTAGGTATGTAAAGCACTATCAGCAGGGAAGAAAATGACGGTAACTGAGTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGGAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCAGGGCA

AGTCTGAAGTGAAAGGCGGGGGCTCAACCCCCGGACTGCTTTGGCAACTGTCCTGCTGGAGTGCAGGAGGTGTAAG

TGGAATTCCTAGTGTAGCGGTGAAGTGCGTAAATATTAGGAGGAACACCAGTGGCGTAGGCGGCTTACTGGACTGT

AACTGACGTCTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGATCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGTAGGCGGACTTTTAAGTGAGAGGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAA

GTCTAGAGTTCAGGAGAGGAGAAAGGAATTCCTAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGTCTTTCTGGACTGTATCTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2889;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.9566); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTCGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATGAGTCTAATGTTAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTCGAAATCCATGTGGAGGGGTGGAATGGGGAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCTAGG

TA 

>OTU2887;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAAGGC
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AAGTCTGAAGTGAAATGCCAGGGCTCAACCCTGGAACTGCTTTGGAAACTGTCCTACTAGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2888;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGACTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTGTGGATCGTAAACCTCTGTTTTCGGTGACGAAGAATGACGGTAACCGAGTAGGTAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGTGGCAAGTGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAAATTATGGGCTCAACCCATAAACTGCCGTTGAAACTGTTATCCTTGAAGGGAGTAGATGCAGGC

GGAATTCCGGGTGTAGCGGTGAAATGCATAGATATTCGAAGGAACACCAGTGGCGAAGGCGGCTTGCTGAGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2893;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAACGGAATAATAGGCGCCATGCGTGGCGCATTGCATGTACGTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGACAGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCGTGAGGTTGCCGTTGAAACTGGCTAACTTG

AGTACGTACGGCGCAGGCGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATCACACAGAACCCCGATCGCGAAG

GCAGCAGGCCAGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2890;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGATCCGGCCACGTCGCGTGCATGACGACGGCC

CTATGGGTTGTAAACTGCTTTTATACGGGGGTTAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTTAGAAAAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGCGCAAGTCAGTCGTGAAAGTTTGCGGCTCAACCTGAAAGTTGCAGTTGAAACTGGTTGTCTAGAG

TTCACATGAGGAGGGGGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCATCCGGAGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU2892;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGCGTGAAGAAGTA

CCTCGGTATGGAAAGCCCCATCAGCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCCCACTACGTGCCA

CCACCCGCGGCAATATGCAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGGGGACTGCATTTCGAACTGGAAGTCTAGAATGCAGGAGAAGAGAAA
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GGAATGCGTAGTGTAGCGGTGAAATGCATAGAGATTAGAAAGAATACCGATTGCGAAGGCGCTTCTCGGGACTATG

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2891;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Alphaproteobacteria(0.9321),o:Rhodospiril

lales(0.8412),f:Acetobacteraceae(0.5273),g:Acetobacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGATGACGGC

CTTCGGATTGTAAAGCACTTTCTTCGGGGACGATAATGACGGTACCCGTGGAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGCCCGGATTGACTGGGCGTAAAGGGCGTGTAGGCGGTCTGTAC

AGTCAGATGTGAAATACCCGGGCTTAACCTGGGAGCTGCATTTGATACGGGAAGACTAGAGTGTGGGAGAGGGTTG

TGGAATTCCCAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCACCCTGGATCGT

TACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGATCGAAGGCGGTTGCTTAGGTCTGATGATAAAGCCTTCGAGTTAACCGTAGAAGTGCATCCGAAACCGGGC

GACTTGGGAGCAGAAGAGGACAGTGGAACTCAAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACGCTG

GTA 

>OTU2896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.6681); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCTGGTTTTAAAGCTGTGTCTTCAGGGGCGATAAGTACGGTACCTGAGGAGTAAGCCACGGCTAACTAGGTGCCA

GCAGCCGCGATAATGCGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCATGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2894;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGTGAAGATAATGACGGTAGCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGTGAACA

AGTCAGATGTGAAATACCGGGGCTCAACTCCGGAGCTGCATTTGAAACTGTTTATCTTGAGTGCCGGAGAGGAAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTTGCGAAGGCAGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5273),g:Intestinimonas(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAAGAGAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTATG

CAAGTCAGATGTGAAATGTAGGGGCTTAACCCCTGGACTGCATTTGAAACTGTGTATCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2899;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7547),c:Mollicutes(0.4428),o:Acholeplasmatales(0.20

39),f:Acholeplasmataceae(0.0904),g:Acholeplasma(0.0181); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGCAACCCTGACCGAGCAATGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTGTTGTTTAAGAAGAATTGTACTAATCGGAAATGATTAGTATTTGACGTTATTAAACTAGA

AAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAA

GAGTGCGTAGGCGGTCTATTAAGTCTGGTGTGAAATCCCACAGCTTAACTGTGGAGGGTCATTGGAAACTGGTAGGC

TAGAGTGTGGTAGAGGCAAGTGGAATTCCAAGTAGAGCGGTGGAATGCGTAGAGATTTGGAGGAACACCAATGGC

GAAGGCGATTAACTGGCCTGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCTGATTGTAAAGCTCTTTCTTTGGGGACGATAATTACGGTACCCAATGAGGAAGCCACGGCTAACTACGTTCCAG

CCGCCGCGGTACTACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAG

TGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGAATGACAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2902;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0355),g:Tannerella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACTTCTTTTGACGGGGAGCAATAAGGGCTACGTGTAGACCGATGAGTGTACTCGTTGAATAAG

CATCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGATTGTCAAGTCAGAGGTGAAAGGCCGCAGCTCAACTGTTGAAGTGCCTTTGATACTGGCAGGCTTG
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AATACTGTTGCCGTGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACTCCGATTGCGAAGG

CATCTCACGAAGCATACATTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2901;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.26

79),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTTCTTAAGGAAGATAATGACGGTACCTAATGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCTGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCGCGTAGGTGGTTGATTAA

GTTTGATGTGAAATCCCACGGCTTAACCGTGGAAGTGCATTGAAAACTGGTCGACTAGAGATCGGAAGAGGATAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2898;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTT

TTTCGGATTGTAAACTTCTGTCCTCAGTGACGAAGGAAGTGACGGTAACTGAGGAGGAAGCCCCGCCTAACTACGTG

CCAGCAGCCGCGGTCATACGTAGGGGTCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGCCGAT

TAAGTCTGAAGTGAAAGTCCTGGGTTCAAGGTGGGAATTGCGTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACGCCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGATTGCTGTCGAAACTGACCGGCTAGAGTGCAGGAGGCGCAAG

CGGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2904;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Alphaproteobacteria(0.0626),o:Sphingomo

nadales(0.0352),f:Sphingomonadaceae(0.0086),g:Sphingopyxis(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACGAAAGTCTGATCCAGCAATACCGCGTGAATGATGAAGGCC

CTAGGGTTGTAAAGTTCTTTTAGTAGGAAAGATAATGACGGTACCTACAGAAATAGCACCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGTGTAGGCGGTTTGATAAG

TTGAACATTAAAGCCCGGGGCTCAACCTCGGTTCTATGTTCAAAACTATCTTACTAGAATGTGATAGGCGATGGCGGA
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ACTCTTAGTGTAGGGGTAGAATCCGTAGATATTAAGAAGAACACCGGTGGTGAAGACGGCTATCTTGGTCACAATTG

ACGCTAAAACACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCGCGTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGG

GGAAGTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGAGCGAAGGCGGCTTCCCGGACTGT

ATCCGCCACGGAGGCACGAAAGCGGGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU2906;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5273),g:Clostridium_III(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTAAGTGTGGAAGAAGATGACGGTACACACAGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTTGTCAA

GTCAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCAGTTGAAACTGACAGTCTTGAGTGCCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGGTA

ACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2905;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diales_Incertae_Sedis_XI(0.0560),g:Sedimentibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGCGAAAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTG

ACTAAGTTGGAAGTGTAATACCCAGGGCTTAACCCGGGTGCTGCTTCCAAGACTGGTTGACTTGAGTGCGAGAGAGG

AAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAAGCGGCTTTCTGGC

TCGTAACTGACGCTGAGTCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAATGCCGCGTGGAGGATCGAAGG

TCTTCGGATTGTAAACTCCTTTTGTCAGGGACGAAAAATGACGGTACCTGACGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGCTTTGCA

AGTCAGCTGTGAAATCTATGGGCTCAACCCATAAATTGCAGTTGAAACTGTAGAGCTTGAGTGAAGTAGAGGTAGGC
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2908;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Strepto

coccaceae(0.1485),g:Streptococcus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGACCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGAGAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTG

TAAAGGGCGTGTAGGCGGGACTGCAAGTCAGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCATTTGAAACTGTA

GTTCTTGAGTGTTGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

AGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU2911;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Erysipelotrichia(0.8472),o:Erysipelotrichales(0.65

09),f:Erysipelotrichaceae(0.4563),g:Turicibacter(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAATGATGAAGGC

CTTCGGGTCGTAAAATTCTGTTATTGGGGAAGAACGAGCGTGGTAGGAAATGGTTAGAGAGTGACGGTATCCAACG

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCG

TAAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCTACGGCTTAACCGTGGAGGGTCATTGGAAACCGG

TCGACTTGAGTGCAGAAGAGGGCAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAG

TGGCGAAGGCGGCTTCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU2910;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9605),c:Actinobacteria(0.8897),o:Acidimicrobiales(

0.5395),f:Acidimicrobiaceae(0.3544),g:Ilumatobacter(0.1299); 

GTGCCAGCAGCCGCGGTGACACGTAGGCATCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTC

AGCAAGTCGGGTGTGAAAACTATGGGCTTAACCCATAGCCTGCATCCGAAACTGCTGTGACTAGAGTTCGGTAGGGG

AGAGGGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCGATGGCGAAGGCACCTCTCTGGG

CCGATACTGACGCTGAGGAGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGT

TGGGCACTAGGTGTGGGTCTCTAACCAACGAGATCCGCGCCGTCGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC

GGTCGCAAGACTAAAACTCAAATGAATTGACGGGG 

>OTU2912;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0149),g:Parasporobacterium(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCATTTGACGCAGAGCAATAAGGATTACGTGTAGTCTGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGC
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GTGTAGGCGGGACTGCAAGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATCTGAAACTGTGGTTCTTGA

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGGAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAG

GCGCCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2913;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGCTTGTAAAGCCCTATCTGCAGGGAAGAAAATGACGGTACCTGACTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGATTTGTAA

GCGGGATGTGAAATACTCGGGCTTAACCTGGGGGCTGCATTTCAAACTGGAAGTCTGGAGTGCAGGAGAGGAGGA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTTCGCTGGACTGT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGT

CTTAGGGTCGTAAAGCTCTATCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCACTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGTTGCATTTCAAACTGGAAGTAGAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAAACTAGGAATAACACCATTGCCGAAGGCGCGTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGAGGGCAAACAGGATTAGATACCCTGGTA 

>OTU2915;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTAAGGGACGATTGTGACAGTACCTGAGAAGGAAGGCGCGGCTAAGTACGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCGGGCGTCGTACGGATTCACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2917;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGCGTACGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG
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AGTACGTACGGGGCAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTACCAAATCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

ATTCGTAATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGACAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTACTTAA

GTCAGGAGTGAAAGGCTACGGCCCAACCGTAGGAAGCGATTGAAACTGGGAAGCGTGAGTGCAGGAGAGGAAAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGAGCGAAGGCGGCTGTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGTAGCCGGGTCGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGTTGAT

CTTGAGTATCGGAGAGGTAATCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGC

GAAGGCGGCTTTCTGGGCTCTAACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU2919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGGCGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTCTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGTAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGAAGTGAAGTGCCAGGGCTTAACCCTGGAACTGCTTTGGAAACTGTCTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2918;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCTGGTTGTAAACCTCTGTCCTTGGGGACGAAGAAATGACTGTACCCAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCGTCT

TAAGTTTATTGTGAAATCCCCGGGCTTAACTTGGGGCTTGCAGTAAAAACTGGGAAGCTAGAGTACAGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

AAACGGACGCTGAGGCACGAAAGTGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGGAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATATCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCAGTTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2924;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTAGGCGGTGAAAGAAAGAGGAGAAACCATTGAATTGCAATTGAGACTGGCGAGCTGG

AGTACGTACGGGGCAGGCGGAATGCATGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCAGATAGCGAAG

GAAGCCTGCCAGGCAGTGACTGACACTGAGGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2923;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGTTTATT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTAGACTAGAGTATCGGAGAGGGAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2925;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9638),c:Actinobacteria(0.9038),o:Coriobacteriales(

0.7623),f:Coriobacteriaceae(0.5632),g:Parvibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGATTGTGACGGTACCCGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGAGCGTAGGCGGATCGCTAA

GCGGAACCTCTAATCCGAGGGCTCAACCCCCGGCCGGGTTCCGAACTGGCGGTCTCGAGTGCGGTAGGGGCAAGTG
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GAATTCCATGTGTAGCGGTGGAATGCGCAGATATATGGAAGAACACCGATGGCGAAGGCAGCTTGCTGGGCCGTCA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2922;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGAAGTGACGGTACCTGGAGAATAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTCGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCATTCGAAACTGTACTCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2926;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0519); 

CCGGAAGGCAGCAGCTAAGAATCTGCCTCCATTTCCTCCAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGCCG

GAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATGAA

TAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTTCAGG

ACTTGAATCGCTGAGGGGCAGCAAGAATTCCAGGTGTAGGGGTGAAATCTTTAGATATCTGGAAGAATACCAATGGC

GAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU2928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGATCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTGTACGGATTTATTGGGCGTAAAGGGAGCGTAGTCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTTCATTCCAATCTGGGAATCTAGAGTGCAGGAATGGAGAGTG

GAATTCCTGTTGTATCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGTTA 

>OTU2927;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTTTGTCTTTGGTGAAGAAGAAAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTTGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGTAA
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TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGGACACCAGTGGCGTAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCCTAAGGGAAGAAAGGAATGACGGTACCTTAGGAGGAAGACCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATATT

TAAGTGGGATGTGAAATACCCGAGCTTAACTTGAGTGCTGCATTTCACACTGGAAGTCTAGAGTGCAGGATATGAGA

CGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGACCACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2929;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAAGCTCTGTTTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGTGATGTGAAATACCCGGGCTTAACCTGGGTGTTGCATTCCAAACTGGGAGTCTAGAGTGCAAGAGGGGAGGGT

GGAATTCCTAGTTTAGCGGTGAAATGCGTTGGGATTAGGAAGAACACCAGTTGCGAAGGCGACTCTCTGGACTGTAA

CTTACGCTGAGGCTCGGAAGCGTGGGGGGCAAACAGGGTTAGATACCCTGGTA 

>OTU2931;tax=d:Bacteria(0.7941),p:Firmicutes(0.1310),c:Erysipelotrichia(0.0425),o:Erysipelotrichales(0.02

91),f:Erysipelotrichaceae(0.0073),g:Clostridium_XVIII(0.0035); 

ACGGGAGGCAGCAGTAGGGAGTTTTCGACAATGGGGGCAACCCTGATCGAGCAACGCCGCGTATGTGATGAAGGTC

TTCGGATTGTAAAGCACTGTTATAGGGGATAAATGGTATTGATAGTGGAAAGATTAATATTTGATAGTACCTTATGAA

TAAGTAACGACTAACTTCGTGCCAGCAGTCGCGGTAATACGAAGGTTACGAGCGTTATCCGGAATTATTGGGCGTAA

AGAGTGAGCAGGCGGTTTATTAAGTTTGAAGTCAAATGGATAGGCTCAACCTATTCTCGCTTCAAAAACTGATAGACT

AGAGTATGTGAGAGGTAAGTAGAACTCCATGTGTAGCGGTGAAATGCATAGATATATGGAAGAATACCAGTGGCGA

AGGCGGCTTACCAGCACAAGACTGACGCTCAGTCACGAAAGCGTGGGTAGCAAATAGGATTAGATACCCTGGTA 

>OTU2933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCAGCAGTGAGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGCGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTTCCA

ACCGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTCCTGGGTGTAAAGGGCGAGTAGGCGGATGCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGGGCGGCATGCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2932;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTG

CAAGTCCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGAAGCCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAATAACCAAATTGACAGTACCTGACTAAGAAGCCCCGGCTAA

CTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGC

GGCGGAGCAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGTTTTGCTAGAGTATCGG

AGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTA

CTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2935;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGCGTGCCACGTGTGGTATATTGCAGGTACCCTATGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCCTGTTGTGAAAGTCCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGTGAGTCTTG

AGTGCACATAACGTAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTGGCACGACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2936;tax=d:Bacteria(0.2356),p:"Proteobacteria"(0.0319),c:Gammaproteobacteria(0.0102),g:Candidat

us_Carsonella(0.0021); 

GTGTCAGCCGCCGCGGTAATACGAGGGGAGCAAGCGTTATACAGTCAAACTGGGCGTAAAGGGTCTTTCAGTGAAA

AAGTGTAAGAAAATAATTAAATCTTAGGAGGTAACCCTAATCGTTTATTTTTACTACTTTTTTAGAATCTTATAAGGGT

TAACAGTATTTCAACAAAAGAGTTAAAATGCTTAGACTGTTGAAGGAAAGCCATCGGCGAAAGCAGTTAACTATATA

AGATTGACACTTAAGGACAAAAGCATGGGGAGCAATCGGGATTAGAGACCCCGGTAGTCCATGCCCTGACCGATGG
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GAGTTAAATAAATTTATTTAAAGGTTTATTTCAGCTAACGCATAAACTCCTCGCCTGAGAAGTACAATCGCAAGGTTG

AAACTCAAATGAATTGACGGGG 

>OTU2939;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Spirochaetaceae(0.0000),g:Borrelia(0.0000); 

AAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGCTTGCTGAGGGTCAGTGGTCTCGTTATGCGCCTTCG

TCTGTTTCTCCTTCTTATCACCTTCTTTAAGGCTTCCCATTCATTCAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGT

ACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAAT

GTGACCGTTTATCGCAATCTGCCGACCACTCGCGAGTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTGAG

AACGCAGAAGCGGTAAAAATTGTAATTTTTGCCGCTGAGGGGTGGACCAAGCGAAGCGCGGTAGGTTTTATGCTTAG

GAGTTTAATAATGTTTCAGACTTTGATTTC 

>OTU2937;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9933),o:"Bacteroidales"(0.9

934),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGAAGTACGTGTGCGGTTTTGTATGTAATGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTGTGTCTTGA

GTACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2938;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGAACCAGCAAAACAGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAAAGGATAACAACGT

GCAAGCAGCCGCGGTGATACGTAGGTTGCAAGCGTTGTCAGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGCA

AGCGGAGTTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2942;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTTGGTCACGCGTGCCTTTTTGCATGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGTCAAGCGTGATGTGAAATGTAGTGGCTCAACCGCTGAACTGCAGCGCGAACTGGTCTTCTTGA
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GTAAGTACAACGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGGCGAGAGCGCTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2941;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9877),o:"Enterob

acteriales"(0.9685),f:Enterobacteriaceae(0.9480),g:Serratia(0.6200); 

GTGCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTT

GTTAAGTCAGATGTGAAATCCCCGAGCTTAACTTGGGAACTGCATTTGAAACTGGCAAGCTAGAGTCTTGTAGAGGG

GGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGA

CAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA

TGTCGACTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAACGCGTTAAGTCGACCGCCTGGGGGGTACGG

CCGCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU2940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCATGTAGGCGGAATTGCAA

GCTTGATGTGAAAGGCAGGGGCTTAACTCCTGGATTGCGTTGAGAACTGCATAACTAGAGTAACTGAGGGGCAGCC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGTTAATCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTAGGTGGCAAGCTTCGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTGTAATGTGAAAGGCCGAGGCTTAACAGAGGAACTGAATCGGAAACTGTTTGT

CTTGAGTGAAGAAGAGGAGAGTGGAAATCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTAGTCTGCAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2945;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Coprococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAACCACCGGCCAAATACGTGCCA

GCAGCCGCCGTCATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGCGAGCGTAGACGGCTGTGTAAG

TCTGAAGTGAAAGCCTGGGGCTCAACCGCAGGACTGCATTGGAAACTAGGCAGCTAGAGTGTCGGAGAGGACAGTG
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GAACTCCCAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGATGGTGA

CTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2944;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3884),g:Coprococcus(0.0712); 

ACGGAAAGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TCTCGGTATGTAGAACTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCGCAGCAA

GTCAGAAGTGAAAACTATGGGCTCAACCCGTAGACTGCTTTTGAAACTGCAGTGCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGACTTGCTGGACTGTT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGACGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGCGTTCTGTTTTTTCTGTACCTCATTAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCCGTTATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCAATTTAAGTCAGATGTGAAAGCTTGTGGCTCAACCGTAAAATTGCCGTTGAAACTGGAGGGCTTGAG

TATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAAGGC

AGCTTGCAAAGCCATAACTGACACTGAAGCACGAAAGTGGGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU2949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4224),g:Ruminococcus2(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTGTGG

CAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGCCTGCATTGGAAACTGTCATACTGGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ACAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2947;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Ethanoligenens(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTTGGTGACGAAGAAAGTGACGGTAGCCAAGGAGGGAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGAACG

CAAGTTGGATGTGAAATGTCGGGGCTAAACCCCGAAACTGCATCAAAAACTGTGATTCTTGAGAGAAGTAGAGGTAG
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GCGAAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCTT

TAACGGACGCTGAGGAACGAAGGTGTGGGTAGCAAACAGGATTAGTTACCCTGGT 

>OTU2948;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTGACTGGGCGTAAAGGGAGCGTAGGCGGACTGTGA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGAGCTGCATTTAAAACTGGAAGGCTAGAGTGAGGGAGAGGCGG

ATGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTATCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2950;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0710),g:Fastidiosipila(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGTCG

GCAAGTCAGACGTGAAAATCAAAGGCTCAACCTTTGACTTGCGTTTGAAACTGTCGATCTTGAGGATGGGAGAGGTA

AACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ATAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1872),g:Hespellia(0.0519); 

ACGGGAGGCGCAGTGGGGTATATTGCCCAATGGGGGAAACCCTGATGCCGCAACGCCGCGTGATTGAAGAAGTATT

TCGGTATGTAAAGATCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTGGCAAGC

CAGAAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTTGGAACTGTTAGACTAGAGTGTCGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAAC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7881),o:Bacillales(0.5023),f:Staphylococc

aceae(0.2524),g:Staphylococcus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTTATTAGGGAAGAACAAACGTGTAAGTAACTGTGCATGTCTTGACGGTACCTAATAAG

ACAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGGGTGCGTAGGCGGCAGAGCAAGGCAGATGTGAAATCCGGGGGCTTAACCCACGAACTGCATTTGAAACTGTTTT

GCTTGAGTGAAGTAGATGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTG
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GCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGAGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2954;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGGCTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTATTGTATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGAGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAAACTAG

AGTGCGCAAGAGGAAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACACCGGTGGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGAGATCGAACAGGATTAGATACCCTGGTA 

>OTU2955;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGAATTTGAAACGGTAGCCTTTGAGTATCGGAGAGGCAA

GCGGAATTCCTGGAGGAGCGGTGAAATGCGAAGATATTAGGAGGAAAACCAGGGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGGTA 

>OTU2957;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Porphyromonadaceae"(0.4224),g:Barnesiella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCAGGGAGCAAGGACGGATACGCGTATCCGAGCGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGATGCCAAGTCAGCGGTAAAATTGGGTGGCTCAACCACGCCGAGCCGTTGAAACTGGTGTTCTT

GAGTGGAAGAGAAGCACGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCGTACCGGCTTCCGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2956;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Cellulosilyticum(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTACGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGTTTTAA

GTCTAAAGTGAAATTTCGGGGCTCAACCCCGGAGCTGCTTTGGAAACTGAGACGCTAGAGTGCAGGAGAGGAAAGT
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GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2952;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Deltaproteobacteria(0.9180),o:Desulfovibr

ionales(0.7995),f:Desulfovibrionaceae(0.4224),g:Desulfovibrio(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCATAAGGGAAGAACGGCCACCGTGCTAATCAGCGGTGGAATGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCATGTAGGCTGTACGGCAAGTTGGAGGCGAAATCCAACGGCTCAACCGTGGAACTGCCTTCAAAACTACCG

AACTAGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTG

GCGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2958;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Phaseolibacter(0.0000); 

TCCATCTGCTTCTGGAAGCCAAGCATTGGGGCTTGAGAAAGAGTAGACCTGCCACACGCCTCAATCGCAGGTTTAAG

AGCCTCTATACGCTCCCAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTC

CAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCA

ATACCATCAGCTTTACCGTCTTTCCAGAAATTGGTCCAAGTAGCGGCAACAGCTTTATCAATACCAGGAAAAATATCA

ACCACAGCAGAAGCAGCATCAGTGACGACAGTAGAA 

>OTU2960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTATGACTATATAACTAGAATAATGGAGAGGATAT

CGGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGTGGCGAAGGCGGGTATCTGGCCATT

TATTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU2962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCAGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGAAGTGAAATCCCCGGGCTCAACTTTTGAGCTGCATTTCAAACTGTAAATCTAGAGTGCAGGAGAGGCTAATG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATTCAA

GTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2961;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTAAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTCCGGTAAGT

CAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTGGAATGCGGATGCCGTGGGAGG

AATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACGGGAGCGCAAC

TGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2963;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Paludibacter(0.0181); 

GTGTCAGCCGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGACC

CGTCAGTCAGTGGTGAAAGTTTGCAGCTTAACTGTAAAATTGCCATTGAAACTACGGGTCTTGAGTGTAAATGAGGT

AGGCGGAATGTGTTGTGTAGCGGTGAAATGCTTAGATATTATCAAGAACTCCAATTGCGTAGGCAGCTCACTTGGCTT

TTACTGACACTCATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGATA

ACTAGGTGTCGACCGAATCTGGTCGGTACCACAGCGAAAGCGTTAAGTTATCCACCTGGGGAGTACGCCGGCAACG

GTGAAACTCAAAGGAATTGGCGGGG 

>OTU2964;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Anaerofilum(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAACCTGATGCAGCAACGCCGCGTGAGGGAGGACGGT

CTTCGGATTGTAAACCTCTGTCCTTGGGGAAGAAACAAATGACGGTACCCTTGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACG

GCAAGTTGGATGTGAAAAACTGAGGCTCAACCTCAGTCCTGCATCCAAAACTGTTGTTCTTGAGTGGAGCAGAGGTA
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AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

CTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2965;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTTTTTAGACGCTGCGCAATAAGGGCCACGTGTGGTCCGATGAGCGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AGTGCGGGAGCGGTGGGAGGAATGAGGGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAA

GGCATCTCACAGAACCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCCATGCCGCGTGAGTGATGACGGC

CTTCGGGGTTTAAAGCTCCTTTTTCAGGGAGGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTCGGTGGCGAGCGTTGTCCGGATGTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU2967;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CCTCGGGTTGTAAAATTCTTTTAATAGGGACGAAGGATGTGACGGTACCTGGAGATAAAGCAACGGCTAACTACGTG

CAAGGAGCCGCGGTAATACGTAGGTTGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTGACGTAGAGGCA

AGCGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTAGACG

TCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2969;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGAATTGCAGTTGATACTGGCGGCCTT
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GAGTGCGGTTGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2968;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9733),o:Burkholderi

ales(0.6881),f:Burkholderiaceae(0.4563),g:Polynucleobacter(0.2607); 

TTTCCCTCCTCCTCTTTCCTCCGTCTGTTTCCAGCTTTCATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTATGT

AAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATTGCGCTTGTGACTGCATAGCTAGAGTATGTCAGAGGGGG

GTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCAATGGCGAAGGCAGCCCCCTGGGACA

ATACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTC

TACTAGTTGTTGGTGGAGTAAAATCCATGAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCG

CAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU2971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4914),g:Coprococcus(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGCTACCTGACTAAGATGCACCGGCTAAATACGCGTCA

GCAGACGCGGTAATACGCATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGTGTAA

GTCTGATGTGAAAGCCCTGGGCTCAACCCATGAACTGCTTTGGAAACTATGCAGCTAGAGTGACGGAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2974;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Parapedobacter(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGATGGAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTC

CTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGCGTACCATTAGAACAAGC

CCCGCCTAACTCCGTGCCAGCAGCCGCAGTAATACGGAGGTTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTAAGTCAAGTCAGAGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGATTTACTAG

AATGTGGATGATGCCGGCGGAAGGTGTCAAGTAGCGGTGAAATGCATAGAGATGACACAGAAGGCCGATGGAGAA

GGCAGCTGGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Eubac

teriaceae(0.9387),g:Eubacterium(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGTTGGC
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GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2973;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGTGTAGGCGGGACTGTAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGACTGCATTTGAAACTGCGGTTCTT

GAGTGAAGTAGAGGTAAGCGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2972;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.7428),g:Eubacterium(0.6200); 

ACGGGAGGCGGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGAAGCGCAGGCGGGGGAGC

AAGTCAGCAGTGAAATCTATGGGCTTAACCGATAAACTGCATTTGAAACTGTTCTTCTTGAGTGAAGGAGAGGTAGG

TGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCGGTGGCGAAGGCGGCCAGCTGGGCTTT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGGGAGGATAAAGTGCTCCACGTGTGGAGCATTGCAGGTATCCCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCCTTTAAGCGTGTTGTGAAATGCGGGCGCTCAACGTCTGCACTGCAGCGCGAACTGGAGGTCTTG

AGTGTGCGCAACGCAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCGGGAGCACAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0056); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCTGGAGCCACAAAGCCGCGTGGACGGTTGAAGTC

CTCGGGTTGTTAAATTCCTTTATTCAGGGCGGAGAAGTGACGGTACTTTATGAATAAGCTCCGGCTGACTACGTGCCA

GCAGCCCCGGTTATCCGGGGGATGCCAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGTGGCTTGTTAAG

TCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGAGTACGTACGGGGCAGGCG
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GAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCACGAAGGCAGCCTGCCAGGCCGTGA

CTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2976;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACCCTGACCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTTTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGATCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAATGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAAGCTTG

AGTGCGGGTGCTGTGGGAGGAATGAGGGGTGTAGCGGTGAAATGCGTAGATATAACGCAGAACACCGGTTGCGAA

GGCATCTCGCAAGACCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU2978;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGAATAAAGTAGTCTACGTGTGGGGTTTTGTAGGTACCATACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGAGGATTAAGCGTGATGTGAAATGTACGCGCTCAACGTCTGACTTGCATCGCATACTGGTCTTCTTGA

GTGCGCGCAACGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTGGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTCGCGAGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2979;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Betaproteobacteria(0.5963),o:Burkholderi

ales(0.2679),f:Comamonadaceae(0.1291),g:Limnohabitans(0.0181); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATGTAAGACAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTTTGTGACTGCATAGCTAGAGTACGGTAGAG

GGGGATGGAATTCCGCGTGTAGCAGTGAAATTCGTAGATATTTGGAGGAACACCAGAAGCGAAGGCGTATACCTGG

CCTGTTAATGACGCTGAGTCACGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATACTGTAAACGA

TGAGTGCTAGATGTTGGTAACAATAGTTATCGGTATCTGAGCTAACGCATTAAGCACTCCGCCTGAGTAGTACGGTCG

CAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU2980;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9994),c:Actinobacteria(0.9988),o:Actinomycetales(

0.9984),f:Mycobacteriaceae(0.9480),g:Mycobacterium(0.9724); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT

TGTCGCGTTGTTCGTGAAATCTCACGGCTTAACTGTGAGCGTGCGGGCGATACGGGCAGACTGGAGTACTGCAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG

GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGAAACCCTGGTAGTCC 
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>OTU2983;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGAGAGTGAAGAAGTA

TTTCGGTACGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGAGGGCAGTGCA

AGTCTGAAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTGGAAACTGTGCAGCTGGAGTGCAGGAGATGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2982;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Gracili

bacteraceae(0.1098),g:Lutispora(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAACTTCTTTGACGAGGGAAGACAATGACGGTACCTCGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGTTA

AGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTCGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2981;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCTGATTGTAAACTTCTTTTATTAAGGACGAAAAAATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGCTAAGCAA

GTCAGATGTGAAATCTATGGGCTCAACCCGTAACTTGCGCTTGAAACTGTTTCCCTTGAGTGTCGGAGAGGTAAATGG

AATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU2985;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9993),c:"Fibrobacteria"(0.9882),o:"Fibrobacterales"

(0.9939),f:"Fibrobacteraceae"(0.9900),g:Fibrobacter(0.9929); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACTCCACGTGTGGGATGAAGCAT

TTCGGTGTGTAAACCACTGTCGGATGGGAATAAGGCGTCGCCACGGCGGCGTTGAATGTACCATTAGAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCGAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGTAGGCGGACCGCCAAGCGTTCTGTGCAAGCCCGGGGCCCAACCCCGGACCCGCAGGGCGAACTGGCGGACTTGA

GTAGTCCAGAGGCCGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGATGGCGAAG

GCAGCCGGCTGGGGACTTACTGACGCTGAGGCTCGAAAGCGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2988;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9989),c:"Fibrobacteria"(0.9805),o:"Fibrobacterales"

(0.9775),f:"Fibrobacteraceae"(0.9852),g:Fibrobacter(0.9799); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGCAACAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGCAGTTGAATGTCCGCTGAGTGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGCAGGCGGAAGCTCAAGCGGAATGTACAATACCGGGGCCTAACCCCAGAGCTGCAGTCCGAACTGGGTTTCTAGA

GTAGATCAGAGGAAAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAG

GCGGTTTGCTGGAGACTTATCGACGCTCATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2986;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTTGTAGGGGACGAGGAAAAGACGGTACCCTACGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTA

TAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACTGGATGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTGTCTAGCTTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU2987;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCTGATTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGTAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGGGCTGCATTTCAAACTGGAAGTCTAGAGGGCAGTAGAGGAGAAG

GGAATTCCTATTGTAGCGGTGACATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU2989;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGTGAGTAGGCGGGCTGACA

AGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAATC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGGCGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2990;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Eubac

teriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGAAGGCAGCAGTGGGGATTATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TCTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCC

TAAGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAG

CGGAATTCCAAGTGGAGCGGTGGAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCTGG

GACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU2991;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATGCGTAGGGGGCGAGCGTTTTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCGGCTTGCAAGGTGGGAATTGGTTTGGATAATGAGGGGCTGGAGTGGAGGGGGG

GAAAGCGGAATTACCGGGGTAGCGGTGAAATGCGTAGAAATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTG

GACTGAATCTGACGCTGAGGCGCGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

TTTCGGGTTGTAAAGTTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAAGATTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTGCAAACTGGTTATCTAGAGTACAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU2993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGGGCA

AGCCAGATGTGAAAGGCGAGGGCTCAACCCCCGGACTGCATTTGGAACTGTCCGGCTGGAGTGTTGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2994;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGAGCAGCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTGC

CCTTGAGTATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG

CGAAGGCGGATTACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU2995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGACGAAGGT

CTTCGGATCGTAAACTTTTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTTTTTAA

GTCAGATGTGAAATCCCTCGGCTCAACTGAGGAACTGCATTTGAAACTGCTGATCTTGAGTGTCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU2996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTGGTGAAGAAAGAAATGACGGTAGCCGAAGAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATGG

CAAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCGGACTAGAGTGCCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 
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>OTU2998;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0157); 

ACGGGAGGAAGAAGGGAGGAATAGTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGGGGGACGAAGG

CCCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGATGTTTTGCATGTACCTTATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCGGAACCCCGATCGCGAA

GGCAGCCTGCCAGGCCGTGACTGACCCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU2997;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGATGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGTATAGTAA

GTTGAATGTGAAAGGTAAGGGCTCAACCCTTAGAGTGCGTTCAAAACTGCAATACTTGAGTGAAGTAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU2999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Negativicutes(0.8755),o:Selenomonadales(0.725

2),f:Veillonellaceae(0.5273),g:Mitsuokella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATAGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAATGTACCTTTTGTGAATAATGAGAGGTAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAACGTTGTCCGGAATTATTGGGCG

TAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGT

TTTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU3000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7787),g:Coprococcus(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTGTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCACCGGCTAAATACGTGCCA

GCAGCCGCGGTTATATGTATGCTGCCACGGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGCTGTGTAAG

TCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACGATAA

CTGACGTTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATCGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTAGGATTGTAAAGCTCTGTTGTTGGTGCAGAAGGATAGAGGTAGTAACTGGCCCTTATTTGACGGTATTCAACCAGA

AAGTCAAGGCTCACTACGTGCCAGCAGCCGCGGCAGTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTGTAACGTGAAAGCCCCCGGCTTAACCGAGGAATTGCATCGGAAACTGGTTGG

CTTGAGTGCATAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTAGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3001;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAA

GTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTA

GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3003;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAGACTGCTTTTATGCGGGGATAAAGTTAGGGATGTATCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCGAACTGGAGGCCTTGA

GTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAGCTCTGATTGCGAAGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3004;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

CCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTCCGGGACGTATCCTGTTTTGTATGTACCTCATGAATAAGCA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTTTTAAGCGTGCGGTGAAAGGTTGTGGCTCAACCATAGAATTGCCGTGGGAACTGGGGGTCTTGA

GTGTGTGTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCTTACGAAGCCATGACTGACGCTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU3005;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

CGGATTGGTTTCGCTGAATCAGGTTCTTAAAGAGATTATTTGTCTCCAGCCACTTACGTGAGGTGATTTATGTTTGGTG

CTATTGCTGGCGGCATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCT

CCGGTGGCATTCAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCA

TTTAAGGCTCTAATGTTCCTAACCCTGGTGAGGCTGTCCCGAGTTTTGTTTCTGGAGCGATGGCTAAAGCTGGTAAAG

GACTTCTTGAAGGTACGTGGCAGGCTGGCACTTCTGACGTTTCTGAGAAGTT 

>OTU3006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGCTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTTAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTTACCAGGATACGACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3007;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.3448),c:Synergistia(0.1740),o:Synergistales(0.0781),f

:Synergistaceae(0.0252),g:Pyramidobacter(0.0076); 

AGGGAAGGAAGAAGGGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATCGTAAACCTCTGTTGCAGGGGACGAGCAGTAGACGGTACCCTGCGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGTGGTTTTG

TAAGTCTGGAGTGAAACCCCCGGTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGAT

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGAC

ATAGACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.5273),g:Oscillibacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGTAGGCGGCAGAGCAAGTGGAATGTGAAAGCCCGGGGCTTAACCCCGTGATGCGTTCAAAACTGTCCTG

CTTGAGTGAAGTAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGC

GAAGGCGGATTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3010;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCATGTCGCGTGCAGGACGGCGGC

CCTATGGATTGTAAACTGCTTTTTTCCGGGGATAAAATGACCTATGCGTAGCCTTTTGCAGGTACCGCATGAGTAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGACGGTCAAGTGAGTTGTGAAAGGCTGCGGCCCAACGGTAGAACTGCAGCTCGAACTGGATAGCTTG

AGTGCAGGCGAGGCAGGCGGAATTCGCGGCGTAGCGGTGAAATGCTTAGATATCGCGAGGAACTCCGATTGCGAA

GGCAGCCTGCGAGGCTGTAACTGACATTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3011;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Deltaproteobacteria(0.2902),o:Syntrophob

acterales(0.1249),f:Syntrophaceae(0.0457),g:Desulfomonile(0.0110); 

GTGCCAGCCGCCGCGGTAAGACGGAGGGTGCAAGCGTTGTTCGGATTGACTGGGCGTAAAGGGCGTGTAGGCGGT

TTGTCAAGTCGGGTGTGAAAGCCTGGGGCTCAGCCCCAGAAGTGCATCCGAAACTAGCGAGCTAGAGCGCGATAGA

GGAGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCCCTCT

GGATCGTTGCTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCCAGTAGTCC 

>OTU3013;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.8267),c:Subdivision5(0.5963),g:Subdivision5_gen

era_incertae_sedis(0.0423); 

ACGGGAGGCAGCAGTCGAGGATCATTTGCAATGGGGGAAACCCTGACAATGCGACGCTGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTGTCATGAGGGAAAAGGACAGGGAGGCCAACAACCTCTCTCGTTTGATTGTACTTCAAG

AGGAAGTCGCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGCGACGAGCGTTGTTCGGATTTACTGGGCG

TAAAGCGTGCGCAGGCGGTTGATCATGTCGGATGTGAAATCCCGGGGCTCACCCCCGGAAGTGCATCTGAAACCGGT

TGACTAGAGACTGGGAAGGGAGTTTGGAACACATGGAGGAGCGGTGAAATGCGTTGATATCATGTGGAACACCGGT

AGCGAAGGCGAAACTCTGGAACAGATCTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Hydrogenoanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAATGATGACGGC

CTTCGGTTTGTAAAGCTCTGTCATCAGGGACGATAATGACGGTACCTGACAAGAAAGCACCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGGAATGCA

AGTCGGATGTTAAAGCTACCGGCTCAACCCGTAAGCTGCGTTCGAAACTGTATTGCTTGAGTGACGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3014;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATATGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGAGCGCAGGCGGTTCGGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGA

ACTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAGGGCGGCTTACTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3015;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.3043); 

CCGGGAGGCAGCAGTGGTTCCTATTGCACAATGGGTGAAACCCTTATGCATCGACTCCTCGTGAAGGATGAAGTATT

TCGGTATGTAAACTTCTATCAGCCGGTAAGCAAATTACGGTACCTTACTAAGCATCCCCTTCTACCTACTTTCCAGCCTC

CGCGTTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGCCAG

ATGTGAAAGCCCGGGGCTCAACCTCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCAGGCGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATGACTGA

CGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3017;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAATTGTGGGACGTGTCCCACATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGCTCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTGTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTG

AGTGCGCTGGAGGTAGGCGGAATCCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Porphyromonas(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGTCGCCACGCGTGCTGTATAGCGTGTACCCGATGAAAAAG
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CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGGGATGTAAGTCAGTGGTGAAATGTGCCGGCTTAACCGGTAAACTGCAGTTGATACTGGGTTGCTGG

AGTACGGTAGAGGCAGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAG

GCAGCTCGCGAAGCTGCGATTGACGCTGATGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3018;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGGATAAATTGCTCCACGTGTGGAGTATTGCAGGTACCATACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGGATTAAGTGTGTTGTGAAATGTAGGCGCTCAAAGTCTGACTTGCAGCGCATACTGGTCCACTAGA

GTGCACGCAACGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCTCGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3019;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XII(0.0000),g:Fusibacter(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCTTTTGGCCGAGGGCACGTCTGCCTGGGCGTCACACA

TCGCGTCGCCCCCAATCACACCTCTTGACGGGGATGCTTGAATGGGGAGCGGAGATTGGTCTCCCGTTCCTAAGGTG

CGGTTGGCTGAATTTTGAGTCCTCTTCGACGGACGCACGATTAGTGGTGGTTGAAAAGACCTTCTTATCGAGTCGTGT

GATCCTGGAAGATGTCTCTCTAATGACCCTTATGTGTCGTCTCATGACGATGCTCCGACTGCGACCCCAGGTCAGGCG

GGACTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 

>OTU3022;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGCCGGGGAGCAAGCCGGGTCTGCGGACCCGCGTTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGATTGTTAAGTCAGTGGTGAAATGTGCCGGCTTAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3021;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTCGCGTGCAGGACTACGGCCC

TACGGGTCTTAAACTGCTTTTGATTGGGGATAAAGGAGGGGACGCGTCCCCTTTTGCAGGTACCAATCGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGGCTGTTAAGTCAGCTGTGAAACCCCCGGGCTCAACCCGGGGACTGCCATTGAAACTGGCGGCCTTGA
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GTACGTTGGGAGTGCGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATCGCGTAGG

CAGCGCGCTACGCCGCAACTGACGCTGAGGCACGAAGGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3023;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_1(0.0113),g:Anaerosporobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGTTCACGTGTGGACTGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGTGTAGGTGGCACAGTAAGTCAGAAGTGAAAGCCCCGGGCTTAACCCGGGGACTGCTTTTGAAACTATTGAGCTAG

AGTGCTGGAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGTGTAGATATCAGGAGGAACACCGGTGGCGAA

GGCGGCTTGCTGGACAGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAAGATTAGATACCCTGGTA 

>OTU3020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGTCCTCCTTGGGGAATATTGCATAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TGGGAAGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATGTCTAGAGTGCAGGAGAGGAAAGGA

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3026;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diales_Incertae_Sedis_XIII(0.0560),g:Mogibacterium(0.0134); 

AGGGAGGCAGCAGTGAGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGCC

TTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCCGACTAACTACGTGCCAGC

AGCCGCGGTACTACGCAGGGGGCAAGCGTTAACCGGAATTATTGGGCGTAAAGGGTACGTAGGTGGTTACCCAAGC

ACGAGGTATAAGGCAATGGCTTAGCCATTGTTCGCCTTTTGAACTGGGCTACTTGAGTGCGGGAGAGGAAATCGGAA

TTGCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTG

ACACTGAGGTACGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU3024;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACACAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGCGGCGAAGGCGGCCTACTGGGCAC

TAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3027;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGAGTG

CGTAGGTGGTTATGTAAGCGTGAGGTTTAAGGCAGTGGCTTAACCACTGTTCGCCTTGCGAACTGCATAACTTGAGT

GCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTTCTGGACTGAAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3029;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCCATTGCGAA

GGCAGCTCACTGGACTGCAGCTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3028;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.3884),g:Barnesiella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTCGCGTGCGGGAAGACGGC

CCTACGGGTTGTAAACCGCTTTAGCCGGGGAGTAACGGGCGCCACGTGTGGCGCCGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCGGCGCTCCAAGTCAGCGGTCAAATTTCCGGGCTCAACCCGGTCCCGCCGTTGAAACTGGGGTGCTTG

AGTAGGTGCGACGAAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCCTCCGAGCCCCCGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3030;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1707),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Marinilabiaceae"(0.0059),g:Anaerophaga(0.0035); 

ACGGGAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACAACTTAAGGTC

GTATGCCGTCTTCTGCTTGAAAAAAAAAAAGCAATAAGACCTACGTGTAGGTCGATGAGAGTACATCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCACGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTGGA
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ATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGTTTTTTTTTTAATGATCGGGCGACCACCG

AGATCTACACTCTTTCCCTACCCGTCGCTCTTCCGATCTTCGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU3025;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATGATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTGGAGTATCGGAGGGGCAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.5273),g:Roseburia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCCCTGTCAGCAGGGAAGAAGAATGACGGTACCTGACCAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCGCGCTA

AGTCTGATGTGAAAACCCGCGGCTCAACTGCGGGACTGCATTGGAAACTGGCGGGCTTGAGTGCCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3032;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9966),c:"Fibrobacteria"(0.9747),o:"Fibrobacterales"

(0.9280),f:"Fibrobacteraceae"(0.9108),g:Fibrobacter(0.9085); 

CCTTCCTTCCTCCTTCTTTCCTCTTTCTCCCTGTTTTCCACCCTGACGCAGCAACTCCACGTGTGGGATGAAGCATTTCG

GTGTGTAAACCACTGTCGAGAGGGAATAATTCGGCCTTTCGGGGCCGTTGAATGTACCTTTAAAGGAAGCACCGGCA

AACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGTAG

GCGGGCCGCCAAGCGTTCTGTGCAATCCCGGGGCCCAACCCCGGACCCGCAGAGCGAACTGGCGTCCTTGAGTGGTT

CAGAGGCCGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGATGGCGAAGGCAGCC

GGCTGGGGACCCACTGACGCTGAGGCTCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU3031;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0457),g:Hespellia(0.0087); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGAAAGGTTGTAAAGTCCTTTTGAACCTGACGAATAAGCAGTGCAGGAAATGGCATTGTGGTGACGGTAGGGTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATC

TCTTGAGTGTCGGAGAGGTAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG
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CGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTA

TTTCGGATCGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCTACGGAAGAAGCCACCGCTAACTACGTGCCA

GCAGCCGCGGTAATGCGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATGATTAA

GTGGGATGTGAAATGCCCGGGCTCAACTCGGGTGCTGCATTCCAAACTGGTTATCTGGAGTGCCGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3036;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGTCAAGTCAGCGGTCAAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAGC

GTGGCGTCGAGGTGTGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3035;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCAGCGTGAGGGAAGACGGT

TTTAGGATTGTAAAACTCTGTTTTTGGGGACGAAAAAATGACGGTAACCGAGTAGGAAGACCCGGCTAAATAAGTGC

CAGCAGCCGAGGTAATACGAAGGGGGCAAGCGATATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCATTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCCA

GCGGAATTCCGAGTGTAGCGGTGAAATGCTTAGATATTCGGAGGAACACCAGTTGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3037;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAACGTTGTCCGGATTTATTGGCGTAAAGCGAGCGCAGGCGGAAAAATAAG

TCTAATGTGAAAGCCCTCGGCTCAACTGAAGAACTGCAACTAAAACTGGATTTCTTGAGTGCGGGAGAGGAAAGTGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACCGTAACT

GACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3040;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Eubac

teriaceae(0.7068),g:Eubacterium(0.5720); 

ACTTCCTTCCTTCTTTTGGAATATTTCACCCTGGTTTAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTTC

GGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTCT

GATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGACTG

ACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3038;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGCCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTAGGTGTAAAGGGAGCGCAGGCGGAAGGACA

AGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTTCTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.0710),g:Butyricicoccus(0.0157); 

CCTTTCGGCAGCAGTTTTTCCTCTTTCTCCCTTTTTTCCCCCCTTCCTCCTCAACTCCTCGTGATTGAAGAAGGTCTTCGG

ATTGTACAAATCTTTTATCAGGGACGAAGAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCCAGTAG

CCGCGGTAAAACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTACAGGGCGAGTAGGCGGGTCGGCAAGTTG

GGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGATGGAGAGGCAGGCGGAA



5371 

 

TTAAAAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAACTG

ACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU3042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0457),g:Pedobacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGCAGGAAGGCGGC

CTTATGGGTTGTAAACTGCTTTTGTTCGGGACGAGCATGAATACGCGTATTCAAGTGACGGTACCGGAAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCCGTCTGGTAAGTCAGCGGTGAAATTTCGGGGCTCAACCCCGAGATTGCCGTTGATACTGTCGGACTGGA

GTGTTGTCGGCGCGGGAGGAATGCGGCAAGTAGCGGTGAAATGCATAGATATGCCGCAGAACACCAATAGCGAAG

GCATCCCGAGAGGCGACACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGGTAAGCTCTGTCCTCCAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGCAATACGTAGGGGGCTAGCGCTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGCAGTGAAAGGCTACGGCTCAACCGGAGGAAGCTGTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAGGCCCGGGGCTCAATCCCGATGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGTGTTCCTCGTGTTGCGGTGAAATGCGTAGATATTAGGAGGATTCCCCGTGGCGAAGACGGCTTGCTGGACTGT

AACTGACACTGTGGCTCGAAAGCTTGTGGAGCACACAGGATTTGATACCCTGGTA 

>OTU3047;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

TGTTTGAAGTCGAATTTAATGATGAACGCTCGGTGCTGGATATTCTCAACAGCATCGGCCATATGCCGCTGCCGCCGT

ATATCGACCGTCCGGACGAAGACGCTGACCGCGAACTTTATCAAACCGTTTATAGCGAAAAACCGGGCGCGGTTGCA

GCCCCGACCGCAGGTCTGCATTTTGACGAGCCTTTGCTGGAAAAATTGCGCGCCAAAGGCGTGGAGATGGCGTTTGT

GACGTTGCACGTTGGTGCGGGCACCTTCCAGCCGGTGCGCGTCGACACCATTGAAGATCACATCATGCACTCGGAAT
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ACGCTGAAGTACCGCAGGATGTGGTAGACGCGGTACTGGCGGCGAAAGCGCGCGGTAACCGGGTGATTGCGGTTG

GCACCACT 

>OTU3045;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTACACTTCTTTTGTGGTGGAGCAATAAGACGTTCGTGTACGTCGTTGAGATTACATCATGACTAAGC

ATCGGCTCACTCCGTGCCAGCAGCCGCGGTTTTACGGAGGTTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGACAAGTCAGAGGTGAAAGCCCGGGGCTTAACTCCGTAACTGCAGTTGATACGGTTGAGCTGGA

ATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGGGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAATCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3046;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0904),g:Blautia(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACTGTCCGGCAAGTCGGCTGTGAAAGGCAGGGTCTCAACTCCTGGACTGCATTGGAAACTGTCGGACTT

GAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3048;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAGGTCGCGTGAGTGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGCGATGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGAAGTGAAATCCCGTGGCTCAACCATGGAATTGCCTTTGAAACTGGCAAGCTAGA

GAACGAACGGGGAAAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGCAGAACCCCAGTGGCGAAG

GCGGCCTGCTGGGCCGTGACTGACGCTGATGCGCGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3049;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGATGAAGAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATCCGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGATA

AGTCAGGCGTGAAAACCAGAGGCTCAACCTCTAGACTGCGTTTGAAACTGTTTTTCTTGAGTACTGGAGAGGTTGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3051;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0519); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGACGACGGTC

GGAAGATTGTAAAATCCTTTTATAACTGAGGAATAAGCAGTGTGAGAGAAACGCATTGTGGCGACTGTAGGTTATGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTTTGAAATTCCGGGGCTCAACTCCGGAACTGCGTTGAGAACTGCATA

CCTAGAGTCACTGAGGGGCAGTCAGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATACCGATGG

CGAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCAGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3050;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Gammaproteobacteria(0.9180),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

TTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTCTGTACATTGCCGAGACCCGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAAGCCCCGGGCTCAACCCGGGGACTGCATCTGACACTGGC

ATGCTTGAGTATCGGAGGGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGG

TGGCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3054;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9812),o:Chromati

ales(0.9280),f:Chromatiaceae(0.9108),g:Rheinheimera(0.9085); 

GTGTCAGCATCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTT

TTTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGAAACTGGAAAACTAGAGTGTGTGAGAGG

GGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGCGGCCCCCTGGC

ACAACACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGTCTACTAGCTGTTCGTGGTCTTGTACTGTGAGTAGCGCAGCTAACGCACTAAGTAGACCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU3053;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTCTATGGGAAGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGTGTGTAGGCGGGCTCG
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CAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGG

CAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3052;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

AAGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGCGGGTTGTGAAATGTAGTCGCTCAACGGGTGCACTGCAGCGCGAACTGGCTTTCTTG

AGTGCGCGAAAAGTTGGCGGAATTCGTTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3056;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAAGAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTCGGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCAC

TAACTGACGCTGAGGCTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3057;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.688

1),f:Spirochaetaceae(0.4914),g:Treponema(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAGGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTTT

GCAAGCTTGATGTGAAATGTCGGGGCTTAACTCCGGCACTGCGTTGAGAACTGCATGACTAGAGTAACTGAGGGGC



5375 

 

AGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGGCGAAGGCAGGCTACCAGCA

GATTACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3058;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4428),o:Bacillales(0.2039),f:Paenibacillac

eae_1(0.0904),g:Paenibacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGTTA

AGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3059;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCA

AGTCTGATGTGAAAATCCGGGGCTTAACCGCGGAACTGCATTGGAAACTGTTTTTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3060;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9671),c:Actinobacteria(0.8614),o:Coriobacteriales(

0.6881),f:Coriobacteriaceae(0.4914),g:Collinsella(0.1735); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGGGAACGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAG

GCCTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGG

CAGGCCGGGGGTCGAAGCGGGGGGCTGAACCCCCCGAAGGCACCGGAACCTCCGCGGCTTGGGTCCGGTAGGGGA

GGGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCGCTGGG

CCGAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3061;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.1707),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Rikenellaceae"(0.0073),g:Alistipes(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAAATCTGAACCAGCCATGTAGCGTGAAGGATTACGGTC

CTATGGATTGTAAACTGCTTTTGTAGGGGAGCAATAAGGTCTACGTGTAGACTGTTGAGATTACCATATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GAGTAGGCGGGCTTACAAGTCTGATGTGAAATGTTCGGGCTTAACCTGGGAACTGCAGTTGGAACTGCCAGTCTTGA
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GTGTCGAAGAAGTAGTCGGAATTCCTGGTGTAGCGGTGAAACGCTTAGAGATCGCGAGGAACACCAATTGCGAAGG

CAGATTACTGTACGGCAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3062;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCATGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGCGGATGATTAAGTGAGATGTGAAATACCCGGGCTAAACTTGGGTGCTGCATTCCAAACTGGTTATCTA

GAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGA

AGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3063;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGTAGGCGGAGATGCAAGTTGGGAGTGAAATCCATGGGCTTAACCCATGAACTGCTCTCAAAACTGTATCC

CTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGACAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3064;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0113),g:Blautia(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTT

GAGTGGAGTAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

TGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3065;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9604),o:Actinomycetales(

0.8303),f:Microbacteriaceae(0.3884),g:Chryseoglobus(0.0615); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT

GTCGCGTCTGCTGTGAAAATCCGAGGCTCAACCTCGGACCTGCAGTGGGTACGGGCAAACTAGAGTGCGGTAGGGG

AGATGGGAATTCCTGGTATAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCACATCTCTGGG

CCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGGGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG
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TGGGTGCTAGTTGTGGGTTCCATTCCACGGAATCCGTGACGAAGTTAACACATTAAGCACCCCGCCTGGGGAGTACG

GTCGCAAGACTAAAACTCAAATGAATTGGCGGGG 

>OTU3067;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

2(0.0000),g:Tuberibacillus(0.0000); 

TTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATTTTCGTGATATTGGTCGTATGGTTCTTGCTGCCGCGG

GTCGCAAGGCTCATGATTCACACTCCGACTGCTATCAGTCTTTTTGTGTGCCTGAGTATGGTACAGCTAATGGCCGTCT

TCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGGTAGCGTTGACCCTAATTTTGGTCGTCGGGTACGCAAT

CGCCGCCAGTTAAATAGCTTGCAAAATACGTGGACTTATGGTTACAGTATGCCCATCGCAGTTCGCTACACGCAGGAC

GCTTGTTCACGTTCTGGTGGGTGGGGGACTGTTGAGGCTAAAGGTGAGCCGCTT 

>OTU3066;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:Xanthom

onadales(0.0473),f:Sinobacteraceae(0.0113),g:Hydrocarboniphaga(0.0056); 

GTGTCAGCCGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTT

TCGTTAGTCGGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTCGATACTGCGAGACTAGAGTTCGGTAGAGG

GCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAATGGCGAAGGCAGCCGCCTGG

GCCTGAACTGACACTGAGGCGCGAAAGTATGGGTAGCAAAGAGGATTAGATACCCTCGTAGTCCATACCATAAACGA

TGATTGCTAGATGTTGGAAATTTATTTTCAGTATCGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGACCGCA

AGGTTAAAACTCAAATGAATTGACGGGG 

>OTU3069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAATCGGCCTTTATTTGAGGGTAATTACTTAG

AAAGCCACGCCTAACTACGTGCCAGCACCCGCGCTAACACGTAGGTGCAAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAAACGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGTGGTGGAATGCGTAGATATATGGAAGAACACCAGTGTC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3068;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pepto

streptococcaceae(0.0710),g:Clostridium_XI(0.0157); 

ACGGGAGGCAGTAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTTTGAAGAAGTAT

TTCGGTATGTATAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGTTTACTACGTGCCAG

TAGCCGCGGTAATCGGTAGGGGGCTTGCGTTGTCCGTAATGACTGGGCTTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGGAGTGAAAGGCTACGGCTAAACAAAAGTAAGCTCTTGACACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGG

AATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACGAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1098),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTTTATCAGCAACGAAGAAAATGACGGTACTTGACTCAGAAGCCCCGGCTAACTTCGAGCCA

GCTGCCGTGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCAA

GTCTGATGTGAAAATCCGGGGCTCAACCGCAGAACTGCATTGGATACTGTTGTACTTGAGTGCCAGAGGGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCATAGATATGAGGAGGAACGCCGGTGGCGAAGACGGCTTACTAGACGGTTA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3072;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacillac

eae_1(0.0000),g:Thermobacillus(0.0000); 

CGTCAGTTTTTGACCGAATCGTTCGTTGATGGCGAACGGTCGCCCAGTCAGCGCTTCTCGAGCTGCGCAAGGATAGG

TCGAATTTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGA

TAATTTTTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGAT

ACGCCAATCATTTTTAGCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCT

ACAGGAACTTTTCCCAGCCTCAGTCTCAGCTCTCGTTTTGCGTGCTGCTTCA 

>OTU3071;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1679),g:Coprococcus(0.0326); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGCGGAGCAAGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACGGCTTTTGAAACTGCCCTGCT

TGATTTCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3073;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGGAGTA

TTTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGACA

AGTCTGATGTGAAAGGCTGGGGCTCAACCCCGTGACTGCATTGGGAACTGCCCGTCTTGAGTTCCGGAGAGGTAAGC

GTAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGCACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3076;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pepto

streptococcaceae(0.0000),g:Proteocatella(0.0000); 
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AGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGCATTGGGGCTTGAGAACGCGTCGAACTGCCACAAGCC

TCCATAGCCGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACG

AACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCT

AGACAAATTAGAGCCAATACCATCAGCTTGACCGGCTTTCCAGAAATTGTTCCAAGTAGCGGCAACAGCTGTATCAGT

ACCAGGAAAAATATCAACCACACCAGAA 

>OTU3074;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGAGGATAAACTCTGCCACGTGTACCCTATTGCAAGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCTTATAAGCGTGATGTGAAATGTTAGGGCTTAACCCTGGCATTGCAGCGCAAACTGTTAGACTAGA

GTGTAGATGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGAACTATAACTGACGTTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3075;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTTTGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTA

ATGCTAGAGTGTCGGAGAGGCAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3077;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGCAGAGCAAGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATTGGAAACTGTTCGGCTGG

AGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGTCACAGAACCCCGATTGCGAAG

GCATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 
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ACGGAAGGCAGCAGTGGGGAATATTGTACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3081;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATGTGGGAATAATGTGACGCACGCGTACCGTATTGCATGTACCTCATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTAGTTAAGTCAGCGGTAAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCAGTCTTGAA

TGCGCCCAAGGAAGGTGGAATTCGTCATGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTTCTGGAGTGCTATTGGCGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3080;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Gracili

bacteraceae(0.0710),g:Lutispora(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTTGTAAACCTCTGTTCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GTTAAGTCTGGAGTGAAAGTCCTGGGTTCAAGGTGGGACTTGCTTTTGAAACTGATGTGCTGGAGTACAGGAGAGG

GAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCAGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CAGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3079;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAACTCTGTCTTCAGGGACGATGATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGCGAAGGGAGCGTAGGCGGATATTTAA

GTGGGATGTGAAATCCTCGGGCTCAACCCGAGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGG

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGCCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3082;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0710),g:Intestinimonas(0.0157); 
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ACGGGAGGCGGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCAGGGACGAGAGAGTCTGTCAGGAAATGGGCAGGCTAGGACGGTACCTGGCG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGTGTAGGCGGGATTGCAAGTCAGATGTGAAATTTATGGGCTTAACCCATAACCTGCATTTGAAACTGTAA

TTCTTGAGTGTTGGAGAGGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCGGTG

GCGAAGGCGGCCTGCTGGACAATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3084;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Alloprevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGTGACGTGTCATCTATTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCAGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTCAAGTCAGCTGTGAAATCCGCGGGCTCAACCTGCGGCCTGCAGTTGAAACTGGCGGTCTTGA

GTCCGTTCAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGC

AGATTCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3083;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTAATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGTGTAGGCGGGAAAGTGGGTCAGATGTGAAATACCAAGGCTAAACCATGGAGCTGCATTTGAAACTGCTT

TTCTTGAGAGTGGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGCCGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3086;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGACGGAAGACTGC

CCTATGTGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAG

TGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGAGTGCGACGGC

ATCTTCACGCAGCGCAACCGACGCGCACGCCCGAACGAGCGAGGATAACAGAGGATTAGATACCCTGGTA 
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>OTU3085;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3087;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0149),g:Oscillibacter(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAGGCCTACCCCGGCGACGCCGCGTGAGGGAGGAAGG

TCTTCGGATTGTAAACCTTTGTAGCCAGGGACGAAGAAATGCCGGTCCCTGTAAAGTAAGCACCGCCTAACTACGTGC

CAGCAGCCGCGGTAATCCGTAGGGGGCAAGCTTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGAC

AAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAAT

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGA

CAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3089;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

TTGCCCGGCGTACGGGGCGGGACGTCCATAGTCACACAGTCCTTGACGGTCTAATACCCCCCATCATGGCGACCATCC

AAAGGATCAACATCCTAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAA

AATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCAT

CTGAATGCAATGAAGAAAACCACCATTACAAGCATGAACCGTCAAACGAGAAAAATATAACGTTGACGATGTAGCTT

TAGGTGTCTGTAAAACAGGTGCAGAAGAAGCTGGAGGAACAGAAGTGA 

>OTU3088;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGGCCGCCA

AGCGTTCTGTGCAATCCCGGGGCCCAACCCCGGACCCGCAGAGCGAACTGGCGTCCTTGAGTGGTTCAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3090;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0519); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTTTAAATTGCTTTTAGTTGGGAATAAAAAAGGCGACGTATCGCCTATTGTATGTACCATCAGCAAAAGG

ACCGGCTAATTCCGTGCCAGCCGCCGCGGTAATACGGAAGGTCCAGGCGGTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGGATTAAGTCAGCGGTAAAATCTTGCGGCTCAATCGTACCTGGCCGTTGATACTGATTGTCTTGAG

TGTACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGGGTACTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3091;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTAGAGGTTGTAAACTGCTTTCAGTCGGGAATAATTCGCCGGTCGTGACCGATGTTGCCGGTACCGTCATAAGAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGTCAAGTCAGTTGTGAAATCCGCGCGCTCAACCTGCGAGCTGCTGTTGAAACTGGCGATCTTG

AGTCCGTACAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCAATCGCGAAGG

CGGGCATCCGGGCCGGAACTGACACTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3093;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2524),g:Ruminococcus2(0.0712); 

ACGGGAGGCAGCAGTGTGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTTTATCAGCAGGGGAGAAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATGCGTAGGGGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCA

AGTCTGATGTGAAAATCCGGGGCTCAACCGCGGAACTGCATTGGATACTGTTTTTCTTGAGTACCGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCAGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3092;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGATGTATCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGAAACTGGTGTGCTTG

AGTGCGTGCGAGGGAGGCGGAATGCGTTGTGTAACGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCACGCCACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAAGATTAGATACCCTGGTA 

>OTU3094;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Enteroc

occaceae(0.0000),g:Enterococcus(0.0000); 
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TCCTGACGGTTCTTTCCTAGACACATTAGAGCCAATACCATCCGCTTTCCCTTCTTTCCCGACATTGTTCCAAGTATCGG

CAACAGCTTTATCCATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTG

CAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCT

TGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACGGACCAGCCGTGTGAGCTTGAGTAAGCATTTGGCGCATAA

TCTCGGAAACCGGCTGGTGCTTGGAAAGATTGGTG 

>OTU3095;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGATATTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTCCGGGTTGTAAACTTCTTTTATTTGGGAATAAAAAAGGCTACGTGTCGCCTATTGTATGTACCATCTGAAAAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGACGGTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGCCTGGTAAGTCAGAGGTGAAATGTACGCGATCAACGAGGAAAGTGCAGTTGATACTGGGGGGCTTGA

ATGCGGAAGCAGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAG

GCAGCTGACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3098;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Myxococcal

es(0.0000),f:Polyangiaceae(0.0000),g:Jahnella(0.0000); 

TCTTAGCCATCCTTTATCCTCCAGTCCGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACG

AGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTT

AGACATTACATCACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGC

GCGTACACGCAAGGTAAACGCGAACAATTCAGCGGCTTTAACCGGACGCTCGACGCCATTAATAATGTTTTCCGTAAA

TTCAGCGCCTTCCATGATGAGACAGGC 

>OTU3097;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lachn

ospiraceae(0.0000),g:Cellulosilyticum(0.0000); 

GTCATCCCCGCTCTTTTCAAATGTCACCAAGAGAATCTCTCCCATGACCAACATGTGACTCCTATCTAAACCAGTCCTTG

ACGAACGTGCCACGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGA

AAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCATTTTCCGCCAGCAGTCCACTTCG

ATTTAATTCGTAAACAAGCAGGAGTAATTCCTGCTTGATCAAGATAATGTGTCGACTCATAAGAAATATCCGAAAGTG

TTAACTTCGGCGTCATGGAAGCGATAAAACTCTG 

>OTU3096;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Negativicutes(0.4812),o:Selenomonadales(0.235

9),f:Veillonellaceae(0.1098),g:Selenomonas(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGG

AGCGCAGGCGGGAAGGCAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGATTGAAACTGTCTTTCTTGA
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GTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3102;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_IV(0.0000),g:Mahella(0.0000); 

CGAAAGGAAGAAAGAAATAAACGGAAGAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAAC

GCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAAT

CATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGAT

TGTTCAGTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGAAGCGGACTCAGATAGTAATACACGCTCTTT

GAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCT 

>OTU3101;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGCGTTCCGCTTTTGCATTTACCACAGGAATAA

GGACCGGCTACTTCGTTGCCAGCAGCCGCGGTAATACGGAGGGCCCGGGCGTTACCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGGTGGGTAAGCGTGTTGTGAAATGTAGTTGCTCAACAGCTGCACTGCAGCGGAAACTGTTCGTCTT

GAGTGCGCAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAA

GGCAGCTTACTGTAGCGTCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3100;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATGTTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCAGGGGTAAAGTGCCGGACGTGTTCCGGTATTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGGCAGCGGTGAAAGCCGGCGGCTCAACCGCCGGCCTGCAGTGCAAACTGGTGGCCT

TGAGTGAGCTCAGTGCCGTGGGAATTCATGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGATTGCGA

AGGCAGATGACCAGGGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3099;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Pseudoflavonifractor(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTATGAGGGACGATAATGACGGTACCTTATGAATAAGCATCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGGTGCGTAGGTGGATTGTTAA

GTCAGCTGTGAAAGACAGGGGCTCAACCAGAGAGTTGCAGTTGAAACTGGCGAGCTAGAGTGCGTACGGGGCGGG

CGGAATGCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGCAGAACACCGATCGCGAAGGCAGCTTGCTAGGCCGT

AACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3103;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATAACGGAACTTGAGGGGGAAGCCCCGGCTAACACCGTGCAA

CAAGCCGCGGTAATACGTAGGTGGCGACGGTTATCCGGATTTACTGGGCTTAAAGGGAGCGTAGGCGGACTTTTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3104;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAGGCCTGAACCAGCCATGTCGCGTGAGGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTGTAGGGGAGTAAAATCGAGTACGTGTGCCCGTTTGCGTGTACTTTACGAATAAGCA

TCAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGAGGTTTAAGTGTGTGGTGAAAGTCGCGGGCTCAACCGGAAAACTGCCTTGCGAACTGGAGTTCTGGA

ATGCAGTTGCGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCGAAGGTGTGATTGACATTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3105;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTTGCGGGGGGATAAAACGCGCCACGCGTGGCGTCTTGCAGGTACCCCGCGAATAAG

GGTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGTCATTAAGCGAGTTGTGAAATGCGGCGGCTCAACCGCTGGCCTGCGGTGCGTACTGGTGTCCTTG

AGTTCGGACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCAAGGCCGCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3106;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9851),o:Lactobacillales(0.9775),f:Aeroco

ccaceae(0.9666),g:Aerococcus(0.9762); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTATAAGAGAAGAACAAGTTGTAGAGTAACTGTTGCAGCTTTGACGGTATCTTATCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGTGGTTTCTTAAGTCGGATGTTAAAGCCAACGGCTCAACCGTTGAGGGTCATTGGAAACTGGGAA

ACTTGAGTACAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGACTTTCTGGTCTGTTACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3107;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4914),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGATGGTACCTGTCTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCACGCGTGATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTTGGAACTGGCATGCTAGAGTGTCGGAGAGGCAAGT

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGACGATG

ACTGACGTTCAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3108;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGAATAACGTTCTTTACGTGTAGGTTTTTGTATGTACTGTACGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCTGATGATTAAGTGAGACGTGAAATGTAGACGCTCAACGGCTGAACTGCGTTGGGAACTGGTAGTCTTGA

GTGAGTTAGAGGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCGACAAGGCCGTAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3109;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGGAGGCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGACAATGAGTGCCACGTGTGGTATATTGCAGGTACCCTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGATAAGCGTGTTGTGAAATGTCGGAGCTCAACCTCGGAATTGCAGCGCGAACTGTCAGGCTTGA

GTGCGCCGGAAGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACACCGATTGCGAAG

GCAGCCTGCTGTGGCGCGACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3110;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTGCTGCTCAGCAGGGGTTTGCCTTGGATACTGTCTGGCTAGG

ATGTAAGCGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCGTAGATATGATTAGGAACACCGATCGCGAAGG

CGGCTTGCGAGAATGCGATTGACGCTGAAGCACGAAAGCGTGGGCATCAAACAGGATCAGATACCCTGGTA 
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>OTU3111;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0712); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGGTGGGTGGGAATGGAAAGGGCTCAACTAAGGAACTGAATGAAAAACTACA

GGACTTGAGTTATGAAGTTGAAACTGAAATTCCAGTTGTAGGGGTGAAATCTGCAAATATCTGGAGGAAAACCAATG

GGGAGGGAAAGTTTCAGCCAGATAACTGACGCTGGGGGGGGAAGGTGCGGGAGGCAAACAGGTTAGATCCCCTGG

A 

>OTU3114;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCATTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGTTAGTGGTAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGTA

CAGACGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3112;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTCCTTTTATTAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGTATTTAAAACTGTCGTTCTTGAGTAGCGAAGAGGAAAG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATGTCGAAGGCGGCTTGCTGGACGAA

AACTGACGCTGAGGCACGAAAGCGTCGAGAGCAAAGAGCATTAGATACCCTGGTA 

>OTU3115;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

ACGGAAGGCAGCAGCGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCGCGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGATGCGCAAGCGAGCGGTGCAATGCCCGGGCTCAACGCAGAAACTGCGGTTGATACTGTGAGGCTTG

AATGCGTATGCTGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU3113;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8146),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTCCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCCTGTACCCTACGAATCAGG

ACCGGCCAATTCCGTGCCAGCAGCCGCCGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTGCAAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCAGTTGCGAAGG

CAGCCTGCTGTAGCGAAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3118;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTATTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGACGGACTGGCAAGTCTGGTGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGCCTGTCTTGA

GTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTAATCAGGGACGAAGAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGAAGAC

AAGTTGGAAGTGAAATCCATGGGCTCAACTCATGAACTGCTTTCAAAACTTTTTGTCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3117;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAAT

GCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGTCAACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACTGGATTAGATACCCTGGTA 
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>OTU3119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTCAGTATGTATACTGTTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGCTTAAGTCAGTTTTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTGAGT

GCAGAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTAAAATGCTTAGATATCACGAAGAACTCCGATTGCGAGGGCA

GCTTACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACGCTGGTA 

>OTU3120;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGATGGAACTCTGATCCAGCCATGCCGCGTGCAGGAAGACGGTC

CTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGGTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3121;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9321),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGCATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCATCGGGGAGGAAAGGAGTAAAATTAATACCTTTTCTCATTTACGTTACGCGCAGAA

GACGCACCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGACGGTCCATGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGCAGGCGGTTTGTTAAGTCGGATGTGAAATGCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAG

GCTTGAGTCTCGTAGAAGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGCGG

CGAAGGCGGCCCGCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3122;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Alphaproteobacteria(0.5195),o:Rhodospiril

lales(0.2679),f:Rhodospirillaceae(0.1291),g:Marispirillum(0.0230); 

GTGCCAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGCA

TGACAAGTAAGATGTGAAAGCCCGCAGCTTAACTGCGGGATTGCATTTTAAACTGTTGAGCTAGAGTGCAGGAGAG

GAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCCACCTG

GCACGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGAGTGCTAGCTGTTGGGCAGCATGCTGTTCAGTGGCGCAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGG

CCGCAAGGTTAAAACTCAAATGAATTGACGGGG 
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>OTU3124;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCGCAACCCGGGTGTGCCGTTGAAACTGGCGGGCTTG

AGTTCGTGCGAGGAAGGCGGAATTCGTTTTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTTCCGGGGCGCTACTGACGCTGGGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3123;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGAACGTAAAGCTCTGTCAGCGGGGAAGAAAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTATTA

AGTGTGATGTGAAATGCCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTTTCTCGAGTGCCTGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3125;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Deltaproteobacteria(0.9812),o:Desulfovibr

ionales(0.9775),f:Desulfovibrionaceae(0.9387),g:Bilophila(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCAAGAGGGTGCAAGCGTTAATCGGAATCAATGGGCG

TAAAGCGCACGTAGGCGGCTTGGTAAGTCAGGGGTGAAATTCCACCGCCTAAGGGTGGAACTGCCTTGGATACTGCC

AGGCTTGAGTACAGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACACCGG

TGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3129;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 

GACTAACGCGCTTCCGTCCCTTAACGCTAAAGGTGCTTTGACTTATACCGATATTGCTGGCGACCCTGTTTTGTATGGC

AACTTGCCGCCTCGTGAAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGATTGCTGAG

GGTCAGTGGTATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGGAACC

GCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTTCAGTTGGTG

CAGTGGAATAGTCAGGGTAAATTGAATGTGACCGT 
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>OTU3126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAGGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGACGCAAGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGT

GCTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3127;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCTGAAA

AGTCGGATGTGAAAGACCCGTGCTTAACATGGGGGTTGCATTCGAAACTTTCGGGCTTGAGTGCGGAAGAGGCAAG

TGGAATTCCCAGTGTAGCGGTGACATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGGCCGC

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3130;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGCATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGGAGGTGGACTGGTAAGCGTGTTGTGAAAAGTGGCGGCTCAACCGCAAAATGGCATTTGAAACTTGTGGTCTTGG

GTAGAGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGTAACTGACACTTATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3128;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0710),g:Marvinbryantia(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTGTGAAGAAGTT

TTTCGGTATGTAAAGCACTATCATCTGTGAAGATAATGACGGTACCTGAGTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGCGTGCAA

GTCAGAAGTGAAATCCATCGGCTTAACTGAGGAACTGCTTTGGAAACTGTGCGTCTTGAGTGAAGGAGAGGTAGGC

GGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAGC

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3131;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0710),g:Ruminococcus(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTCACGGTACTTAATGAATAAGCTCCGTCTAACTACGTGCC

CGCAGCCGCGGTTATACGTAGGGAGCAAGCGTTCTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGACTGGTA

AGTCAGTTGTGAAAGTTAGCGGCTCAACCGTAAAGTTGCATCTGATACTGTCAGTCTAGAGTACAGGAGAGGTGAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCGGCCTGCTAGGCTGCA

ACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3132;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGTAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCGAACTGGTCTTCTTGA

GTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCCGTAGCGCGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3133;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTTTCGGTGACGAACAAATGACGGTACCTGAGTAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATAGCA

AGTCAGCTGTGAAATCTAGGGGCTCAACCCATAAACTGCAGTTGAAACTGTTAATCTTGAGTGTAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3134;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACATGCAGGAGAGTAACTGTTCTTGTATAGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCG

AAGGCAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3136;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTACGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGCTGGGCTTG

AGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGAACGGTAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3135;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTCGGGTCGTAAAGCCTCGTCCTCAAGAGAGATAATGACGGTACATGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGCTTTCCGGAATAATTGGGGGTAAAGGGCGCGTAGGCGGAAATGCA

AGTTGGGAGTGAAAACCCGGGGCTCAACCCCGGAACTGCGTTCGAAACTGTATCCCTTGAGTATCGTAGAGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3137;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVb(0.0076); 

CCGGAAGGCAGCAGTGATTCCTCTTTTTCCATTTCCTCCCGGCTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCCTA

TGGGCGTTAAACTTCTTTTGTCAGGGAGCAATAAGGGTTTCGTGAAATCCAATGAGAGTACCTGACGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACAGGGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGTCTGATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGT

ACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGC

GGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Ruminococcus2(0.0904); 

CCGGAAGGAAGCAGTGGGGAATATTTCACCCTGTTCTCCAGCCTGATGCAGCGAAGCCGCGTGAGCGAAGAAGGAT

CTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAAGGACGGTACCTGACGAAGAAGCCCCGTCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3139;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Intestinimonas(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGAT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGCAAGTGACGGTACCTGTGAAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATATGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACGC

CAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAG

GCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCG

CTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3138;tax=d:Bacteria(0.7187),p:"Proteobacteria"(0.1112),c:Deltaproteobacteria(0.0324),o:Desulfovibr

ionales(0.0231),f:Desulfovibrionaceae(0.0046),g:Bilophila(0.0032); 

ACGGAAGGCAGCAGTGGGGAATATTACGCAATGGGCGAAAGCCTGACGAAGCGACGCCGAGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTATCAGGAGGGAAGAAACCCCATTGTGTGAATAATGCGAGGGGTTGACGGTACCCACAG

AGGAAGCAAAGGCTAACTCCGTGGCAGCAGCCGCGGTAATACGGAGGGAGCAAGCGTTATCCGGAATTACTGGGTG

TAAAGGGTGCGTAGGCGGCAGAGCAAGTCAGTTGTGAAATCCTTGTGCTTAACCCACGAACTGCATGTGAAACTGTT

TTGCTTGAGTAAAGTATAGGCGGGCGGAATTCCCTGTGTAGCAGTGAAATGCTTAGAGATAGCGAGGACCTCCAGTT

GCGAAGGCGGCCTACTGGGCTTTAACTGACGCTTAGGCACTAAAGCGTGAGTAGCAAACAGGATTTGATACCCTGGT

A 

>OTU3141;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTAGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTA

AAGGGCGCGTAGGCGGCCCGGTAAGTCTGGAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTCG

GGCTTGAGTGCAGGAGAGGTTAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3143;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.8087),c:Chloroplast(0.5579),f:Chloroplas

t(0.1485),g:Bacillariophyta(0.0157); 

GTGTCAGCAGCCGCGGTAATACAGGGGATGCAAGTGTTATCCGGAATTATTGGGCGTAAAGCGTCTGTAGGTTGATA

TTTAAGTCTTTTGTTAAATTTCCAGGCTTAACCTGGAATCTGCAAAGGAAACTATTTGTCTAGAGTGTGGTAGAGGTA

AAGGGAATTTCCAGTGGAGCGGTGAAATGCGTAGATATTGGAAAGAACACCGATGGCGGAAGCACTTTACTGGGCC

ATTACTGACACTGAGAGACGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCTAGCTGTAAACGATG
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GATACTAGATGTTGTGTAAAAGCAGTGTCGTAGCTAACGCGTTAAGTATCCCGCCTGGGAAGTACGCTCGCAAGAGT

GAAACTCAAATGAATTGACGGGG 

>OTU3142;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTAGGGTTGTAAACCTCTTTTATCAGGGACGAAGGTTGTGATGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTACTACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTAGCCCTTGAGTGTCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3146;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8472),o:Desulfovibr

ionales(0.6138),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGCACTGCGCTAATCAACAGTGCCCTGACGGTACCTTCAAA

GGAAGCACCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCATGTAGGCTGTATGGCAAGTTAGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCA

GACTGGAGTGCGAGAGAGGATAGCGGAATTCGAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGT

GGCGAGGGCGGCTATTTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAATAGGATTAGATACCCTG

GTA 

>OTU3144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGCGTGAAGGATGAAGGC

TCTATGGTTCTAAACCTCTTTTTATATAGGAATAAAGTGAAGTATGTCTACTGACTTGTATGTATTATATGCATACGGA

CAGGCTCACTCCGTGCCAGCAGCCGCGGGATTTCGTAGGTGGCAGGCGTTATCCGGAATTACTGGGTGTAAAGGGA

GCGCAGGCGGGATAGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGTTCTTGA

GTGTCGGAGAGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACACCAGTTGCGAAGG

CGGCTCACTGGACAGCAACTGACGCTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3145;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),g:Natra

naerovirga(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGTAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTCAAGGAAGAAAAATGACTGTACTTGGGGAGGAAGCTCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGTATACAA

GTCATATGTGAAATACCGAGGCTCAACTTCGGAACTGCATAAGAAACTGTATATCTTGAGTGCAGGAGAGGTAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3147;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9348),c:Actinobacteria(0.8048),o:Actinomycetales(

0.4280),f:Nakamurellaceae(0.1098),g:Nakamurella(0.0204); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTT

AGACACGTCGGATGTGAACACTGGGGGCTCAACCCCCAGCCTGCATTCGATACGGTCTGACTAGAGTGTGGTAGGG

GTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGG

GCCACCACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

GTGGGCGCTAGATGTGGGGACCATTCCATGGTTTCTGCGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTAC

GGTCGCAAGACTAAAACTCAAATGAATTGACGGGG 

>OTU3148;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8864),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGAGTCGTGACTCCTTTTGCCTGTACCTTATGAATAAGG

AACGGCTAATTCCGTGCCAGCAGCCGCCGTCATACGGAAGGTCCGGGCGTTATCCGGAGTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTCGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGAGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3149;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCATTTATAAGGGAATAAAGTGGGTCACGTGTGACTTGTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGTGGCTCAACCGCTGCACTGCAGCGCGAACTGGTCGTCTTGA

GTACGGACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAGG

CAGCTGGCGGGGGCGGAACTGACGCTGAGGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3150;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.5174),c:Synergistia(0.2902),o:Synergistales(0.1249),f

:Synergistaceae(0.0457),g:Dethiosulfovibrio(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGA

TTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAA
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AGCGGAATTCCAAGTGGAGCGGTGGAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3151;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.9802),c:Mollicutes(0.9711),o:Anaeroplasmatales(0.83

03),f:Anaeroplasmataceae(0.6350),g:Anaeroplasma(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATTATTTGGGAAGAAAAAACAAATTGACGGTACCACATGAATAAGCTCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGATGGCA

ATACAAGTTCTTTGTTAAAATGCTAAGCTCAACTTAGTATAGCAAAGAAAACTGTATAGCTAGAGTACGATAGAGGCA

AGTGGAACTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAAGAACACCAGTGGCGAAGGCGGCTTGCTAGATC

GATACTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3152;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.6036),c:Mollicutes(0.3483),o:Acholeplasmatales(0.14

83),f:Acholeplasmataceae(0.0560),g:Acholeplasma(0.0134); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGTTAAGGAAGAACTATGGGATTAGGAAATGAGTTCCATTTGACGGTACTTAACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGTGCGTAGGCGGCCCGTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGG

CTGGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGG

CGAAGGCGATTAACTGGCCTGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3153;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Mitsuokella(0.0000); 

ACTTCAGCGGCTTTCACCGGACGCTCGACGCCATTAATAATGTTTTCCGTACATTCCGCGCCTTCCATGATGAGACAGG

CCGTTTGAATGTTGTCGGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAGG

GTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCC

AAACTTTGTTACTCGTCAGAAAATCGAAATAATCTTCGGTGAAAGCAAAAACGGCAGAAGCCTGAATGAGCTTAATA

GAGGCCAAAGCGGTCTGGAAACGTACGGATTGGTCAGTAACTGGACGCATGATT 

>OTU3155;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Nocardiopsaceae(0.0000),g:Thermobifida(0.0000); 

AAAGTTTGAATTATGGCGAGACATCTCAGTCTGAAAGATGCTTTAACTCCTCAGCAGACCACCTACCGCGCTTCGCTT

GGTCAACCCCTCAGCGGCAAAAATTAAAATTTTTACCGCTTCGGCGTTATAACCTCACACTCAATCTTTTATCACGAAG

TCATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACTGCAACA

ACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTTCTGGCAAATCACCAGAAGGCGGT

GCCGGTAGGAATGGGAAGCCTGCAAGAAGGTGATAAGCAGGAGAAACATAC 
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>OTU3157;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGGATAAAGTGTACTATGTATGGTATATTGTAGGTACTCTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTTGTAAGCCTGTTGTGAAAGGTTGGGGCTCAACCGTGGCATTGCAGTGCGAACTGTGAGTCTTGA

GTGCGCAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTGTAGCGCGACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3156;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Negativicutes(0.5579),o:Selenomonadales(0.299

9),f:Veillonellaceae(0.1485),g:Mitsuokella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTCAGGGACGAATGTACCTTTTGTGAATAATGAGAGGTAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGCGTGTAGGCGGAGATGCAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTA

TCCCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTACTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU3154;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumin

ococcaceae(0.7428),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGATAATGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCAGATGTGAAATCCCAGGGCTCAACCTTGGACCTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGGGGCAGGCGG

AATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAATACCGGTGGCGAAGGCGGCCTGCTGGACAATAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTATCGTAAGGGAAGAGGAAGGACTGTACCTTACAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGTGTAAAGGGAGCGCAGACGGCATGGC

AAGCCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAAGCTAGAGTATCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



5400 

 

>OTU3161;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lachn

ospiraceae(0.0000),g:Johnsonella(0.0000); 

GACTTTTCTCATTTTCCGCCCTCAGTCCCCATCGATTAACTTCTTCAACCCGCATTAGTAATTCCTGCTTTATCAAGATAA

TTTTTCTACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACG

CCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACA

GTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAACC

CAGCTTGGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTCATTGTG 

>OTU3159;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.6709),g:Ruminococcus(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATTGACAGGGACGATAATGACTGTACCTGTTCAGAGAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGCAA

GTCAGATGTGAAATTTAGGGGCTCAACCCCTGACCTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3160;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diales_Incertae_Sedis_XIII(0.0457),g:Anaerovorax(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTCTAAGGGAAGAAGAAAGTGACGGTACCTTAGGAATAGGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCGAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGG

CAAGTTAGTAGCGTAACTCCAAGGCTCAACCTTGGAACTACTACTAAAACTGTTGGACTTGAGCGCAGGAGGGGCAA

CCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGGTTGCTAGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3162;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGTCCTCTTGGGCAATTGGCGAACTCCTTCCCCCTCAACTCCTCGTGAAGGAAGAAGGCCT

TCGGGTTGTACACTTCTCTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTGAC

AGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3163;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 



5401 

 

AAGGGAGGAAGAAGGAGGTAATCGGGGACAAGGGAAGAACGTCTGATGGAGCAACGCCGCGTGAGGGAAGACGG

TTTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAAGTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3164;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_4(0.0457),g:Thermotalea(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACACAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCTAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCA

AGTTGGATGTGTAATACCCAGAGCTTAACTCTGGTGCTGCAACTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGTAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTAACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3166;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Coprococcus(0.0712); 

ACGGGAGGCAGCAGTGGGAATATTGCACAATGGGGGAAACCCTGAAGCAGCGACGCCGCGTGAAGGAAGAAGTAT

CTCGGTATGTAAACTTCTATCAGCAAGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGAATGCAA

GTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3167;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0252),g:Lachnobacterium(0.0076); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAGGT

TTTCGGATCGTAAAGTTCTGTTGTTAAGGAAGAACTATGGGATTAGGAAATGAGTTCCATTTGACGGTACTTAACTAG

AAAGCCCCGGCTAACTATGCGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGCATTT

CTTGAGTGTCGGGGAGGTAGACGGAATTCCTAGTGTGGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3168;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Eubac

teriaceae(0.0904),g:Eubacterium(0.0181); 



5402 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTAGCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGGATA

GCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3169;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:Prolixibacteraceae(0.0059),g:Prolixibacter(0.0035); 

CCTTTCTTCCTCCTTTCTTCCTATTTGTCCCTGGTCGGCAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGCCCTA

TGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGGAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAGCACCGGGGCTGCCCTTGATACTGTCGCGCTGGAT

TGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGATGGC

ATCTGGCGAATCCGTAACTGACACTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3170;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAACGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGTACAGCAGTCGCCGAGGCGTCCAATCGTACCGTAA

CTGACGCTGAGCCGCTAAACCGGAGGCAGCAGACAGGATTAGATACCCTGGTA 

>OTU3165;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGAC

AAGTCAGATGTGAAATGTTCGGGCTTAACCCGGGAAGTGCGTTCAAGACTGCGGGGCTTGAATACGGGAGAGGATC

GTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 



5403 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGCCCGTTAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAAGTGCTTTTAATACTGGAAGGCTTGAGTGCAGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCAGTGTCGAAGGCGACTTACTGTGCTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACTGC

CCTATGGGTTGAAAACTCTATTTATGAGGGAATAAAGTGCACTACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCCGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGAAACTGGATATCTTGA

GTGCAGTTGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGGGCTACAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3173;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.9168),c:Opitutae(0.7881),o:Puniceicoccales(0.39

59),f:Puniceicoccaceae(0.2184),g:Coraliomargarita(0.0134); 

ATGTCAGCCGCCGCGGTAATACAGAGACCTCAAGCGTTACTCGGATTCACTGGGCGTAAAGGGTCCGCAGGCGGCC

ATGTGTGTCAGGTGTGAAATCCCGAGGCTTAACTCCGGAACTGCGCCTGAAACTACATGGCTAGAGACTCGGAGAGG

TAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAATGGCGAAGGCAGCTTACTGGA

CGAGATCTGACGCTCATGGACGAAAGCGTGGGGAGCGAAAGGGATTAGATACCCCTGTAGTTCACGCCGTAAACGT

TGTACACTAGGTCTAGGAGGATTCGACCCCTTCTGGGCCCAAGCTAACGCGATAAGTGTACCGCCTGAGGACTACGG

CCGCAAGGCTAAAACTTAAATGAATTGACGGGG 

>OTU3174;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCGGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTTAAGTCGGACGTGAAATTCCGGTGCTCAACAACGGGGCTGCCCTTGATACTGTCACGCT

GGAGTGCGGATGAAGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

GAGGCATCTGGCAAAGCCGTAACTGACGCTAAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 



5404 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGAACGACGGC

CCTATGGGTTGTAATCTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGCCTAATTACGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAAGCGGACGAGCAATTCAGTTGTGAAAGTTTGCGGCTGAATCGGAAGAGTGCAGTTGAAACTGTTGGACTTG

AGTTGACATAAGGATGGTGGAATTTGTGGTGTAGCAGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCATCCGGGGTGCGACTGAATCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU3175;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGTGCGTAGGCGGCGAGGCAAGTCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCA

AGCTAGAGTATCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3179;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATGCGTTGTCCGGAGTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAGAGCCTTCGGCTCAGCCGGAGAATTGCATCAGAACCTGTTGAA

CTTGAGGGCAGAAGAGAAGAGTTGAACTCCATGTGTAGCGGTGGAATGCGTAGATTTATGGAAGAACACCTGTGGC

GAAGGCGGCTCTCTGGTCTGCACCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAAATACCCTAGTA 

>OTU3177;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGGGCAGCAGTGGGGAATATTTCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCC

TTCGGGTCGTAAAGATCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAGAACAAG

TTAGTTGTGAAAGCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATTTTTCTTGAGTGCAGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACT

GACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.1735); 



5405 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGC

TTTCGGATTGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTATCTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCAGATGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGATACTGTCCT

TCTAGAGTGCAGTAGAGGGGGGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAAGAACACCGGTG

GCGAAGGCGGCTCTCTGGACTACAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7428),g:Faecalibacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TCTTCGGATTGTAAACTCCTATTGTTAGGGACGATAATGACGGTACCTAACAAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGGAAAACGTAGGTCGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGCG

GAATCCCCGGTGTAGCGGTGGAATGCGTAGATCTCGGGAGGAAAACCAGTGGCGAAGGCGGCCTACTGGGCACTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3181;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCTTATTGCAGGTACCCTGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACGTATAAGCGTGTAGTGAAATGTCGCGGCTCAACCGGGGCAGTGCATCGCGAACTGGGTGTCTT

GAGTGTGCAGGAAGAAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTTCTGGAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3182;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTACGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTATCCCACGTGTTCGCTGTTGCATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCGGTTAAGCGAGTGGTGAAATGTAGGGGCTCAACCGTGGACTTGCGGTGGGTACTGGTTGCCTTG

AGTGCGGTCGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCGGGCCAAGCCGTTACTGACGCTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3185;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 
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TCTTCTCTTTTTCCCCCCCTCCTCGTCCCCACTTCAAATTTTTACCGCTTCGGCGTTATAACCTCACACTCAATCTTTTATC

ACGCAGTCATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACT

GCAACAACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAA

GGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGTTGATAAGCAGGAGAAACAGACGAAGGCGCATAACGAGACC

ACTGACCCTCAGCAATCTGAAACGTCTTAGACGAATCACCAGAACGGAAAACATCCGGCAGAGAAATG 

>OTU3184;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0252),g:Alloprevotella(0.0076); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCTG

TTAAGTCAGCTGTGAAATCAGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTTGAGTGCGCGCAGGGGT

GTTGGAATTCATGGCGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGCAGATGCCCGGAGC

GCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCATGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGAAATTGAAACTGGTCACCTTGAGTATAGGAGAGGCAA

GAGGAATTCCTAGTGGTGCGGTGAAATGCGGAGATAATAGGAGGAACACCAGTGGCGAAGGCGGGATGCGGGAA

GACAAATGACGCTGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU3187;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

ATTTTCTCCTTTTCCGCCAGCAGTCCACTTCGATTTCATTCGTAAACCAGCCGTAGTACTTCCTGCTTTATCAAGCTCATT

TTTCGACTCATCCGCAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCC

AATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGT

AACTTTTCCCAGCCTCAATCTCATCTCTCGTGTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGGCGTAACCC

AGCTTGGTAAGTTGGATTAAGCACTCCGGGGACAGATGTGTCAGTGTGAGCATGTTCAGCCCGAA 

>OTU3188;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacteri

ales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Parapedobacter(0.0134); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGTGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG
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GTGCGCAGGCGGGCGTCTAAGTCTGCGGTGAAATGTCGCGGCTCAACCGGTGCATTGCCGATGAAACTGGTGGTCTT

GAATGCGGTCAATGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGGCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3190;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATTCGGGGATAATTCGTCGGTCGTGACCGTCGTTGCAGGTACCGTCATAAGAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTCAAGTCAGTTGTGAAATCCACGGGCTCAACCGGTGGACTGCGTTGGGAACTGGCGGTCTTG

AGTCCGTACGGGGATAGTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCAATCGCGAAG

GCAGGCATCCGGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTAAACCGGGGGACTGCATCGGAAACTGTTTTTCTTGAGTGCAGGAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGACTGCA

ACTGACACTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3189;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGATTGTAAACTGCTTTTATACGGGGAAAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTAAGGATCAG

GAACGGCTAATAACGTGCCAGCAGCCGCGGTAATACGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCTTGTTGTGAAATGTCTGGGCTCAACCTGGGCATTGCAGTGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3191;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Oscillibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGGACAATGGACGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTCAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATACCCCACGGCTAACTACGTGCC

CGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCATGAATTGCATTGGAAACTGTATTTCTTGAGTACTGGAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGAGGCGAAGGCGGATTGCTGGACAGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3192;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCAA

GTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCCTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGGA

GGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3193;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4914),g:Oscillibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGACGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGAC

AAGTCAGATGTGAACTCCGCGGGCTTAACCCGCGAACTGCATTTAAAACTGCTGATCTTGAGTGATTGAGGTGCAGG

CGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTGT

AACTGACGCTGAGGCTCGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGAGTGAAGGAAGAAGG

TCTTCGGATTGTAAACTTTTGTCTTTTGGGACGATAGTGACGGTACCAAAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGACCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGTAATCAA

GTCAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTTGAAACTGAATATCTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCTGGACTGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3195;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCCGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTATCTGGGAATAAAAAAGATGACGTGTCGTTTATTGTATGTACCATCCGAAAAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCAAGCCGTTGATACTGTTTTTCTTGAG
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TGCAAACAGGGAAGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3196;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8864),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGGCGGGGCTCAACCTGGGCAGTGCAGCGCGAACTGTGAGACTT

GGGTGCGCAGGAAGTAGGAGGAATTCGTCGTGTAGCGGTGAAATGCTTAGGTATGTCGAAGGACTCCGAGTGCGAA

GGCAGCCTGCTGTAGCGGAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAAGATTAAGTACCCTGGTA 

>OTU3199;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Actinomycetaceae(0.0000),g:Actinomyces(0.0000); 

ATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATGGATGCCCCGCCTTGGGGCTTTAGACATAGTAGAAATG

CCACAAGCCTCAATCGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTA

ATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGTCG

GTTATTTCCTAGACAAATGAGAGACAAGACCATCAGCTTTACCGTCTGTCCAGAAATGGTTACAAGTATCGGCAACAG

CTTTAGCAATGCCATGAAAAATATCAACCACACCAGAAGCAGCAGCAGGGACGACA 

>OTU3197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGACTGGCAAGTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTAGTCTT

GAGTGCCGGAGAGGTAAGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3198;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Bacillariophyta(0.0000); 

TCTCGGTATAAGTCAAAGCACCTTTCGCGTTCCGGTCCTGCATTTCTTTAGTCGCAGTCGGCGGACCACGAACAAGCG

CAAGAGTCAACATAGTGCCATTCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCA

GAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCATGACAAG

TAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAAGAACATCATGGGAACGCTGCATGAAGTA

ATCACGTTCTTGGTCAGGATGCAAATTAGCATAAGCAGCGTGCAGACCCATAATGTCAAGAGATGTGGTAGAAGTCG

TCAGTGGGCGAGAAAGCTCAGGCTCAGGAGGAA 
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>OTU3202;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriales(

0.0000),f:Bifidobacteriaceae(0.0000),g:Bifidobacterium(0.0000); 

CCATCAGCTTTCCCGTCTTTCCAGAAATTGTTCCACGTATCGGCAACAGCTTTATCCATACCATGAAAAATATCAACCA

CACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGA

TTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAAT

ACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACAAGCTGTTGCAAGCAAAGATGCCTA

ATTGCCATAA 

>OTU3200;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3203;tax=d:Bacteria(0.0058),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AGCGAACCCAATCCGCGGCATTTCGTAGCGGTAAAGTTAGACCCAACCATGCAACCAACCTAAACCTTATTGCCCGGC

GTACGGGGAAGGCCGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATA

AACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGG

GTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGGTGACAGATGTATCCAGCTGAATGC

AATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGGTGACGAG 

>OTU3201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0230); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGACTGGCAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTC

TTGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACGACAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCTT

GAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGA

AGGCGGGCATCCGGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumin

ococcaceae(0.8864),g:Faecalibacterium(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTCGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCCGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAGGTGAAATCCATGGGCTCAACTCAGGAACTGCATTCAAAACTGTTTTTCTTGAGTGGTGGAGAGGTAGGC

GGAATTCCCAGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAGCGCCGCGTGAGCGAGGAAGGC

CTTCGGGTCGTAAAGCTCTAGCCTCAAGGAAGATAATGACGGTACGTGAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGATGGCTGCGGCAGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGACATGCGTAGACATTAGGAGGACCCCCACTCGCCAAGGCGGCCTGCCGGGCTTTACC

TGCCGCTGAGGCTCGAAAGTGTGGGGAGTAAAACGGATTAGATACCCCGGTA 

>OTU3205;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Oscillibacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACTAGGAGAAAATGCAACGGCTACCTACGTG

ATAGCAGCCGCGGAAATATGTAGGTTGAAAGCGTGGTCCGGATTTACTGGGAGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCCGGGGCTCAACCCGGGAACTGCTTTCAAAACTGAATCCCTTGAGTATCGGAGAGGCT

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACG

ACAACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3209;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

ACACTCTTTCCTGCTGAACCGCTCTTCCGATCTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGAC

GCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGAC
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GTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGTAAACATTATTGCCC

GGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGG

ATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTA

GGGTCGGCATCAAAAGCAATATCAGCACCAAC 

>OTU3208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

AAGGGAGGAAGAAGAGGGGAATATTGCAAAATGGGCGAACTCCTTCTTCCGCCACGCCTCGTGAGCGATGAAGGCC

TTCGGGTCGTACAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU3211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTCGACGGTTTAGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3210;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAACATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAAG

TTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGGAGG

AATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTAACT

GACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3212;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Faecalibacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCCCAGGGGACGATAATGACGGTACCCTGGGAGGAAGCACCGGCTAATTACGTGCCA

GCAGCCGCGTTAAAACGTAGGGTGCAATCGTTGTCCGGAATTACTGGGTGTAAAGGGATCGCAGGCGGATTGGCAA
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GTTGGGAGTGAAATCTATGGGCGAAACAGATAAAGTGCTATGAAAAGTGTCAGTGTTGAGGGGTGTAGAGGTAGGC

GGAAAACCCGGTGTAGAGGTGGAATGCGTAGATAGAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACT

AACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3214;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAACTCTCTCCTCAAGGAAGATAATGACGGTACGTGAGGCGGAAGCCCCGTATAACTACGTTCAG

GAAGCCGCGGTAATGCGTCGGTGGCGACCGTAGTCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACACGGGCTTAACCTGGGTGCTGCATTGCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCGGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3213;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGG

AGCGTAGGCGGATTTTTAAGTGAAATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAG

AGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAC

GGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5991),g:Oscillibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAATAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACGCGGGAACGGCATTTGAAACTACGCTTCTTGAGTATCGGAGAGGCAGTC

GGAATTCCGGGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACGGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCGGTA 

>OTU3216;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

coccaceae_1(0.0904),g:Peptococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTGACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCTGT

TAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3219;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Oscillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGAGCAATGGGCGCAATCCTGACACAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTCCTATTGTCAGGGACGAGTAGAAGACGGTACTTGACGAGTAAGCCACGGCTAACTACGTTCT

AGCAGCCGCGGTAATACTTAGGTGGCAAGCGCTGTCAGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGCTCGTCTTGATTATCGGAGAGGCAATCG

GAATTCATAATGTAGCGGTGAAATGCGTGGATATTAGGAGGAGCACCAGTGGAAACGGAGACCTGCTGGACGACGA

CTGACGCTGGGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3217;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1707),c:Cytophagia(0.0626),o:Cytophagales(0.0413)

,f:Cytophagaceae(0.0099),g:Pontibacter(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCTTAG

CAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTTAGGCTGGAATGCGGATGCTGTG

GGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCAGCTGGCGAATCC

GTAACTGCCGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3218;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCGCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTAAGTAAGCCTGATGTGAAAGCCCGGGGCTCAACCCCAGGAGTGCATTTGGAACTGCG

TGACTTGAGTGTCGGAGAGGCAAGCGGAAATCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGT

GGCGAAGGCGGCCTGCTGGACGGTTACTGACGTTGAGGCTCGAAAGCCTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3884),g:Coprococcus(0.0808); 

ACGGGGGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGATTGGCAA

GTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGATGGAGAGGCAGGC
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3221;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pepto

streptococcaceae(0.0149),g:Acetoanaerobium(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGACGGT

CTTCTGATCGTAAAGCTCTGTCCTTCGGGAAGATAATGACGGTACCCGTGCGGGAAGCCCCGGCTAACTACGTTCCAG

CAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAG

CATGGGGTGAAAGGCATTGGCTTAACCAATGAGTGGCGACTGAACCGGGCGGATTGAGGGGAGGAGAGGAATGCG

GGATTCCGAGTTGAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTTGCGAAGGCGGCTTTCCGGACTGTTA

CTGACCCTGAGTCACGAAAGTGTGGGGAGCAAACAGGATTAGGTACCCTGGTT 

>OTU3222;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Erysipelotrichia(0.9762),o:Erysipelotrichales(0.94

97),f:Erysipelotrichaceae(0.9294),g:Catenibacterium(0.4787); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGCGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTTGTAAAGGAAGAACGTCGCATGCAGGAAATGGTGTGCGAGTGACGGTACTTTACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATCATTGGGCGT

AAAGAGGGAGCAGGCGGCCGCAAGGGTCTGTGGTGAAAGACCGAAGCTAAACTTCGGTGAGCCATGGAAACCGGG

CGGCTAGAGTGCGGAAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGACGGTCTGGGCCGCAACTGACGCTCATTCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3223;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0149),g:Anaerotruncus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGTAATAGGCGGGACGTGTCCTTCTGTGCGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGCAGGCGGGAGAGCAAGTGAGCGGTGAAATGCATGGGCGTAACGCATGCACTGCAGTTGAAACTGTTATTCTT

GAGTAGGGAAAAAGCAGGCGGAATTCGGGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGGGTGTAACTGACGCTGATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5273),g:Eisenbergiella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTATCTTCAGGGACGATAATGACGGTACCTGAGGAGGGAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGAATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTAAGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATTGGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTAAA

GGGTGCGTGGGCTGTGGGTCAAGTAAGGGGTGAAATTCCGGGGCTCAACGCCGGGGCTGCCATTGATACGTTCGCG

ATGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTTTAGCGGTGAAATGCTTAGAAATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTTGGCAA

GTCTGATGTGAAAGCCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCAGGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3227;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Mariniphaga(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCATCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCTTCGCGCACGTCCGATGCTATTACCAGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTACGTCAAGTCGGGGGTGAAATGCCGGTGCTTAAACTCGGGGCTGCCCTTGATACTGTCGGGCTG

GAGTGCGGAGGACGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGGTTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3229;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0560),g:Clostridium_III(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGAGCAAGTCTGATCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGCTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTATCTGAAGAATAAGCCACGGCTAACTACGTGA

CAGCAGCCGCGGTAATACGTAGGGGGCACGCGTTATCCGGTTTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGC

AAGCCAGAAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTTGAAACTGTTCCCCTAGAGTATTGGAGAGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGCACGATGAAGGT

CCTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATTAATAACCTCCGGCTAACTACGTGCC

AGCAGCTGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCTGATGTGAAATCCGTGGGCTCAACCCATGAACTGCAGTTGGAACTGGTTTGCTTGAGTGCAGTCGAGGCAGGC

GGAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGCGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3231;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0560),g:Ruminococcus(0.0110); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGGAAACCTGACGCAGCAACGCCGCGTGAAGGATGAAGG

TCCTCGGGTTGGAAAGTTGTTTTATTAAGGACGAAGAAGTGACGACATTTAATGAATAAGCTACGGCTATCTACGTGC

GAGCAGCCTCGGTAAGACGTAGGGAGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGAAAG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCATGCATTTGAAACTGTTTTGCTTGAGTACTGGAGAGGCAT

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGAATGCTGGGCG

GCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3232;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Rikenellaceae"(0.8146),g:Alistipes(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCCGATACGTGTATCGGGTTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGGGGTGAAATGTCGGGGCTCAACCCCGAAGCTGCCTCGAATACTGTTGGACTAGA

GAATAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT
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GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Papillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCGGGAGCTGCATTTGAAACTGGTACTCTAGAGTGCAGGAGAGGCG

AGGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3235;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATAGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTAAACCCACGAACTGCATTTGCACCTGTTTTCTATAAGTGAAGTAGAGGCAGG

CGCAAGACCAAGGGTCGCGGTGAAATGCGTAGATATAGGGCGGAAAACCAGTGGGGAAGGCACACTGCTGGGCTT

TAACTGACACTGATGCACGAAAGAGTGGGTAGCAAACAGGATTAGATAACCTGGTA 

>OTU3236;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0560),g:Parasporobacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATTAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGAACGGCTTTTAAAATGTTCAAATTGGAGTGCAGAGAGGGCAA

GGGGATTTCCTGGGGTAGGGGTAAAATGGGTAGATATTAGGAGAACAACAGGGGGGAAGGGCGGCTTGCTGGACT

GAACTGAACATGAGGGGTGGAAGGGGGGGGAGGCAAACAGAATTGGAAACCCGGGT 

>OTU3234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGAACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGGAAGGCA

AGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTTTTTCTTGAGTACTGGAGAGGCAGAT



5419 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3237;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Eubac

teriaceae(0.0252),g:Eubacterium(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAATGAAGACGGG

TTTCGGATTGTAAACTTCTATTCGTAGTGAAGAAGAAAGTGACGGTAGGTAAGGAATAAGCATCGGCGAAATACGTG

CCAGCAGCCGGGGTAAAACGTAGGATGCGAGCGTGATCCGGAATTAATGGGTGTAAAGGGAGCGCAGGCGGGACT

GCAAGTTGGATGTGAAATGCCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGCAGTAGAGGCA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGGA

TTTCGGTATGTAAAGGTCTATCAACAAGGAAGAAAATGAGGGTATTTGACTAATAAGCCACGGCTAACAACGTGCAA

GCACACGCGGTAATATGCAGGGGGCAGGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGGAGGGGGTAAGGCA

AGCGAGAAGTGAAAGCCCGGGGCTCAACCCCAAGAACTGCTTTTGGAACTGGCGAACTTGAGTGCATGCGGTGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3240;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Flammeovirgaceae(0.0000),g:Aureibacter(0.0000); 

CTGCAACACCTGAACGGCCTGGACACCCTGGTCATAATCATGGCGGCGCATAAGTACGCGTTCTTGCAAATCACCAGC

AGGCGGTTCCTGAATTAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATAC

CACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGC

GGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCGTTAGCGTGAAGGTACTGAAT

CTCTGGAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGC

GGCA 

>OTU3239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGGTAGATGCCGTAACTGGCCTTTATTTGACGGTACTCAACCAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTAAAATAAGTCTAATGTGAAAGCCCTCGGCTCAACCGGGGAACTGCATCGGAAACTGTTTTA
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CTTGAGTACAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGACTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3243;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGATGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGAAAAAATAAGTCTAGGATAAAAACCCTCGGCTTAACCGAAGAGCTGCATCGGAAACAGTTTTT

ATTGAGTGCAGAGGAGGGGAGTGGAACTCCATGTGTAGCAGTGAAATGCGTAAATATATGGAAAAACACCAGTGGC

GAAAGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGGTTAGATACCCTGGTA 

>OTU3241;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCAGCGTGAAGGAAGACGG

CCTTAGGGTTGTAAACTTCTTTTTCCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCCGCAGCCGTGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTGGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGTCTTAACCCAGGAACTGCATCTGAAACTGTTCCCCTTGAGTGTCGGAGAGGTA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATTGCGAAGGCAGCTTGCTAGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3242;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Fastidiosipila(0.0110); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTATGGGACGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTACTT

TAAGTTGAATGTGAAAGCCCGGGGCTTAACTTCGGAGTTGCATGTAAAACTGGTGTACTTGAGTGCGGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGCTTACTGGACC

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3244;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Pseudoflavonifractor(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAACGTGACGGTACCTGTGGAATAAGCCACGGCTGACTACGTGC

CAGCCGCCGCGGTAATACCTAGGTGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGGC

AAGTCAGATGTGAAAACCACGGGCTCAACCTGAGGCCTGCATTTGAAACTGTGGTTCTGGAGTGCTGGAGAGGCAG



5421 

 

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3246;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCAAAGTCGCGTGAAGGATGACTGCC

CTATGGGTTGTAAATTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGGTTTGTATGTACCTTCTGAATACGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGCTTATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGAAACTGGCCTGCTTGAGT

GCGGCAGAGGTAGGCGGAATTTGTAGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCGATTGCGAAGGCA

GCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3247;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCCTAACCCCGGAACTGCCTTTGAAACTGTTCCCCTTTAGTATCGGAGAGGCCA

GCCGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACCCCCGTGGCGAAGGCGGCTTGCTGGACCA

CCACTTACGCTGAGGCGCCAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU3245;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTTCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAACCCCGGCTAACTACGT

GCCAGCAGCAGCGGCAAGACGGAAGGGGCGAGAGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCA

TGATAAGTCTGGAGTGAAAGTCCTGGTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTTGAGTGGAGGAGAG

GAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTG

GACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3248;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATA

CAAGTTAGTTGTGAAGTACCTCGGCTTAACTCCGGGGCTGCGCTTGAAACTGTAGATCTTGAGTGAAGTAGAGGCAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9877),o:Clostridiales(0.9940),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGTAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTAAGTGATGACGGC

CTTCGGGTTCTAAAGCCCTGTCTTCAGGGACGATACTGACGCTCCCTGAGGAGGAAGCCACGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGTTAA

GTGAGATGTGAAATACCCGGGCTGAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGGAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGCTGAAATGCATAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU3249;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Negativicutes(0.2902),o:Selenomonadales(0.124

9),f:Veillonellaceae(0.0457),g:Selenomonas(0.0110); 

ACGGAAGGCAGCAGTGGAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTATCTTTGGGGAAGAACATCATGTGTGTGAATAATGCATATGACTGACGGTACCTAAGG

AGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCG

TAAAGGGCGCGTAGGCGGGAATTTAAGTAGGGTGTGAAAACTCCGGGCTCAACTTGGAGACTGCACTTTAAACTGG

ATTTCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGG

AGGCGAAGGCGGCTCACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3251;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Deltaproteobacteria(0.2902),o:Desulfurom

onadales(0.0547),f:Desulfuromonadaceae(0.0149),g:Pelobacter(0.0066); 

ACGGGAGGCAGCAGTAGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAACGATGAAGCT

CTTCGGAGTGTAAAGTTCTGTCAGTAGGGAAGAACAAATGACTGTACCTACAGAGGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGAGTTCGTAGGTGGTTTGTT

AAGTCTGGTGTTAAATGCAGAGGCACAACCTCTGTTCGGCACTGGATACTGGCAGACTTGAATGCGGTAGAGGTAAA

GGGAATTCCTGGTGTAGCGGTGAAATGCATAGATATCAGGAGGAACATCGGTGGCGTAAGCGCTTTACTGGGCCGT

AATTGACACTGAGGAACGAAAGCCAGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3252;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTTTGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGCGTAGGAAGCCCCGGCTACCTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGGGCA

AGTCTGAAGTGAAAGGCGGGGGCTCAACCCGCGGACTGCGTTGGAAACTGTGCGGCTTGAGTGCAGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACTG

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lachn

ospiraceae(0.8505),g:Lachnospiracea_incertae_sedis(0.7162); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCATGGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGTGCTGCATTTGGAACTGCCAGTCTAGAGTGTCGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3255;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAATGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTGAAGAGGGACGAAAAAAATGACGGTACCTCTAGAGGAAGCCACGGCAAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTTTG

CCAAGTTGGAAGCGTAATCCCGGGGCTTAACTCCGGTGCTACTTCCAAAACTGGTGAACTTGAGTGTGGGAGAGGTA

AGTGGAATTCCAAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3254;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2184),g:Acetivibrio(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTTTTGAGGGACGAAAATGACGGTACCTCAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTGGTAA

GTCAGATGTGAAATACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGTCAGTCTTGAGTGTCGAAGAGGTAAGCG

GACTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGGAGGCGGCTTACTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3258;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3884),g:Dorea(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGCGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGACGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGTAAATGACGGTACCTGACCAAGATGCCCCGGCTAGCTACGTTCCAG

CACCCGCGATACTACGTAGGGGGCCAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGC

CTGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGGAATGCTGGAGTGTCGGAGAGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3256;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGAAGAATACGCCACGGAAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGAGTCGGG

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGGTAGGTTTGAGTGAAGGTGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATCCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAGG

CAAGTTGGGAGTGAAATCCATGGGTTTAAGCCATGAACTGCTTTGAAAACTGTATGGCTTGAGTATCGGAGAGGGAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Eubac

teriaceae(0.7428),g:Eubacterium(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAAAGAATGATGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAT

CAAGTCAGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGATTTTCTTGAGTGAAGTAGAGGTTG

GCGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCT

TTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3261;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAACAAATGACGGTACCTGAAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTTTAAAGGGCGCGTAGGCGGGAAGGC

AAGTCAGATGTGAAATCTATGGGCTGAACACATAAACTGCATTTGAAACTGTTTGTCTTGAGTGATGGAGAGGCAAG



5425 

 

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTCGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAAGATTAGATACCCTGGTA 

>OTU3260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAGGGT

CTTCGGATTGTAAAGTTCTTTTGGTGAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCGGGCTAACTACGTGC

CAGCAGCCGCTGTAATGCGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGAGC

AAGTTAGATGTGAAATCCGTGGGCTTAACCAACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCATG

CGGAATTCCCAGTGTAGCGGTGAAATTCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGTTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3262;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTACGGGTTGTAAACTTCTTTTACAAGGGACGAAGGAAGTGAGGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATGTACTGGGCGTAAAGGGCGTGTAGGCGGACGA

GCAAGGCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTCGAGTATCGGTGAGGCA

CGCGGAATACCTAGCGTAGCGGTGAAATGCGTAGATATTAGGAGGCACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACCGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3265;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGTAAACTTCTTTTAAGAGGGAAGATCAGAAGACGCTACCTCTAGAATAAGCCACGGCTAACTACTTTCC

AGCAGCCGCGTTAATACGTAGGTGGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAGCG

GAAATCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATGGCAGGACGATA

ACTGACGGTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU3264;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0076); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGTAGCCTGAACCAGCCATGTCGCGTGAGGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTCTGGGGATAACGTGCGCCACGTGTGGCGCCTTGTATGTATTCTGTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGGCGGGTAAGTCAGGGGTGAAAGTTTGCGGCTCAACCGGAACAGTGCAGATGATACTGGGAGTCTTG
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AATACAGTAGAGGCGGGCGGAATGCGGCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGATAGCGAA

GGCAGCTGGCCGGGCCTGAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3266;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAACCTGATCCAGCCACGCCGCGTGCAGGAAGACGGT

CTTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGGGTACGTGTACACCGATGAGAGTACCATGAGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTCAACCTTGAGGGTGCCGTTGAAACTGGTTGACTA

GAGTGTGGAAGATGCCGGCGGAATGTGTCGAGTAGCGGTGAAATGCATAGATATGCCACAGAAGACCGATTGCGAA

GGCAGCTAGCGAAGGCACGATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3263;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

TAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTGGAGTATCGGAGAGGCA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGATCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3269;tax=d:Bacteria(0.0058),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

CGCAGCGCCGCGCACGAGCGCGGTCAGTAGCACTCCCAACTTTGTTACTCGTCAGAAACTCGAAATCATCTTCGGTTA

AATCCAACACGGCAGCAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACT

TGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACGCTCTTTTAAAATGTCAAC

AAGAGAATCTCTACCATGAACAAAATGTGACTCAGATCTAAACCAGTCCGTGACGAACGTGCCAAGCATATTAAGCC

ACTTCTCCTCATCCAACGCGTCAGTTGGGGACAGAAGCGTGAGTTGAT 

>OTU3267;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGTTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGGTTGATCCGGATTTCCTGGGTGTAAAGGGGGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGATTAGCTAGAGTGCAGGAGAGGTAAGT

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCGCAATGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3268;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACATGGAGAAAAAGCAACGGCTAACTACGTG

CCTGAAGCCGCGGCAATACGTAGGGGGCGACCGTTGTCCGGACTTACTGGGTGTAAAGGGAGCGCAGGCGGGACT

GCAAGTTGGATGTGAAATGCCGCGGCTTAACTGCGGAGCTGCATCGAAAACTGTAGTTCTGGAGTGGAGGAGAGGC

AAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

TCCAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3271;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTGTATATAAGAATAAAGGGCAGTATGTATACTGTATTGTATGGATAATATGAATAAGG

ATCGGCTAACTCCGCGACAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAATTTTGCGGCTTAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTACAACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Acetivibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

TCTTCGGATCGTAAACTTCTGTCTTCAGGGACGAAAACTGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATCTGAAACTGTGGTTCTTGAGTGCCGGAGAGGGAA

GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3270;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGCTTTTAGGGACGATAATTACGGTACCTGAGGAGGAAGCCATGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGTGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCAGTTCAAACTGGTAGTCTAGAGTGCGGAAGAGGAGAGT

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGAGTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.8048),o:Erysipelotrichales(0.53

95),f:Erysipelotrichaceae(0.3544),g:Turicibacter(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGT

AAAGGGTGTGTAGGCGGGACTGCAAGTCTGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTG

GTTCTTGAGAGTGGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3274;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2864),g:Acetanaerobacterium(0.0519); 

CCTTCCTTCATCATTGTTTTCTCTTTCCCCCTGTTTTCCACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGTCCTCT

GGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCAAG

TCAGGCGTGAAATATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTTACT

GACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGTGCA

AGTCTGATGTGAAATACTTGGGCTTAACCCACGAACTGCATTTGAAACTGTTATTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGTCTTCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGACGACGGTACCTGACGAATAAGCCACGGCTAACTACTAGCC

AGCAGCCACGGTCATACGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACCTTTCTTGAGTATCGGAGATGTAGTCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3277;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0473),f:Syntro

phomonadaceae(0.0113),g:Thermosyntropha(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGCAACTCTGACGCAGCGATGACGCGTGAGTGAGGAAGGG

ATTCGTCCCGCAGAGCTCAGTCGAAGGGGAAAAGAGAGATTCAACCCTTTTTTCAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGGCGAA

GGCCTGTTGTAAAATATCCGGGCTCAACCCGGAGAGTCGACAGGAACCGAGTCAGCTGGAGTGCTGGAGAGGCAGG

CAGAATTCCTGGTGTAGCGGTGAAATGCGCAGAGATCAGGAGGAATACCGGAGGCGAAGGCGGCCTGCTGGACAG

CAACTGACGCTAAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CCTCGGGTTTGAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGCGATGTGAAATACCCGGGCTTAACTTGGGTGATGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGGGGTGAAATGCGTAGAGATTAGGAAGAAAACCAGTGGGGAAGGCGATTCTCTGGACTGTA

ACTTACGCTGAGGCTCGAAAGCCTGGGGAGGAAACAGGATTTGATACCCTGGTA 

>OTU3278;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GAGTAGGCGGATTGGCAAGTTTGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGA

GTGATGGAGAGGCAGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAG

GCGGCCTACTGGGCTTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3280;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9846),o:Campylob

acterales(0.8737),f:Campylobacteraceae(0.7428),g:Campylobacter(0.6200); 

CCGGGATGCAGCAGTAGGTAATATTGCGCAATTGGGGCCACCCTGCCGCCGCCACGCCGCGTGGAGGATGACACTTT

TCGGAGCGTTAACTCCTTTTCTTCGGGAAGAATTCTGACGTTACCTAAGTAATAAGCACCGGCTAACCCCGTGCCAGT

AGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAGT

CTCTTGTGAAATCTAATGGCTTAACCAGTGAACTGCTTGGGAAACTGATAGTCTAGAGTGAGCGTGAGGCAGATGGA

ATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACAAAGAATACCTATTGCGAAGGCGATCTGCTGAAACTCAACTG

ACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3281;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacillac

eae_1(0.0355),g:Paenibacillus(0.0087); 

ACTTAATTCAGCAGTTTTTAATATTTTTCAATTTTCTAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGTTTTC

GGATCGTAAACTCCTGTCCTCAGGGAAGAGAAGGAGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTCGGTAA

GTCTGGAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTTAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTAACTGGACTGTAA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3282;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAGGGAGGTGACGGTACCAAAGGAGGAAGCCCCGGCTACCAACG

TGCAGGAAGCCCCGATAATCCGAAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCC

TGGTAAGTCTGGTGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGCTGGGCTTGAGTGCAGGAGAGG

TAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3283;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGTAT

TTCGGTTTGTAAAGCTCTATCATCAGGGACGATGATGACGGTACCTGCGCAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAATTTTAAG

TGAGATGTGAAATACCGGGGCTTAACGTGTGGGCTGCATTGCAAACTGGAAGTCTTGAGTGCAGGAGAGGAAAAGG

GAATTCCTAGTGTAGTGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTTACTGGACGGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3285;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CTTTTCTTTCTTCTTTTTCCTTCTTTCCTCCTCCCCCTCCGCCTCCTCTTTCTGGCTCTTCTCATATTGGCGCTACTGCAAA

GGATATTTCTAATGTCGTCACTGATGCTGCTTCTGGTGTGGTTGATATTTTTCATGGTATTGATAAAGCTGTTGCCGAT

ACTTGGAACAATTTCTGGAAAGACGGTAAAGCTGATGGTATTGGCTCTAAGTTGTCTAGGAAATAACCGTCAGGATT

GACACCCTCCCAATGGTAGGTTTTCATGCCTCCAAATCGTGGAGGCTTTTTGATGGTTCGTTCTTAGTACCCTTCTGAA

TGGCACGCTG 

>OTU3286;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1291),g:Parasporobacterium(0.0181); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCGCGGGAACTGATTTTGGAACGGTCGGACTGGAGTGCAGGAGGGGAA

GGCGAAATTCCTGGTGTGGCGGTGAAATGCGTGGTTATTAGAGGGAAAACGGGTGGCGAGGGGGGCTTGCTGGAC

TGAACCTGACACTAAGGCTCGAAGGCTTGGGGAGCAAACGGGATAAATTACCCTGGTA 

>OTU3287;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0710),g:Parasporobacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGACA

AGTTGAATGTCTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGCGG

AATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAACT

GACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3284;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTAAATGAATAACCTCCGTCTAACTACGTCAC

AGCAGCCGCGGTAATACGTAGAGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCGAAGAGCTGCATTTGAAACTGGTTGGCTTGAGTGAAGGAGAGGCGG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

GTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3288;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3289;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1291),g:Paraprevotella(0.0230); 



5432 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGCTCTACGTGTAGAGTTTTGTATGTACCTTACGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACCTTTAAGTCAGCGGTAAAATGTCAATGCCCAACATTGGCCCGCCGTTGATACTGTTGGTCTTGAATA

CACACAAGGAAGGTGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAG

CCTTCTGGGGTGCGATTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3293;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

GGGAGGGTAGTCGGAAGCGAAGAAGACTCAAAGCGAACCAAACAGACACAACATCTCGGGTCGGCATCAAAAGCA

ATTTCAGCACCAACAGAAACAACCTGATTAACGGCGTTAACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCA

TTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAA

GAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGATTGAATTATGGCGAGAAATAAAAGTCTGAA

ACATGAGTAAACGCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGTCAACCCCTCAGCGGCAAAAATTAAAATGTTGA

CCGCTTC 

>OTU3292;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCAAGTGTGGCGCATTGCATGTACCTTCTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGGTTGTTAAGTCAGCGGTGAAAGTTAGTGGCTCAACTAATGAACTGCAGTTGAAACTGTCGAGCTTGA

GTGCGGACGGGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCTGGCAGAACCCCGATGGCGAAG

GCAGCCTGCTAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3290;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1098),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAAAG

CAAGCCAGAGGTGAAAACCCGGGGCTCAACCCCGAGGATTGCCTTTGGAACTGTTATGCTGGAGTGCTGGAGGGGC

AGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Erysipelotrichia(0.9462),o:Erysipelotrichales(0.85

20),f:Erysipelotrichaceae(0.7068),g:Turicibacter(0.5720); 



5433 

 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATACTGTCATAAGGGAAGAACGACTTTAGGAGGAAATGGCTAGAGTGTGACGGTACCTTCTGA

GAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGGCATTGGAAACTGGT

CGGCTTGAGTGCAGAAGAGGGGAGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAG

TGGCGAAGGCGGCTTCCTGGTCGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3296;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

GGCTTTTTTATGGTTCGTTCTTATTACCCTTCTGAATGTCACGCTGATTATTTTGACTTTGAGCGTATCGAGGCTCTTAA

ACCTGCTATTTTGGCTTGTGGCATTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCCTATGTATAACCGCA

TCAAGCTCTTGGTAGATATTCTGTCTTTTCGTATTCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCA

TAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCGACAA

TGTGCGCCCCCAACTTGATAGTAATAACACTATAGACCACCGCACCGAAGGGGACGAAAAATGGTTTTTAGAGAACG

AGAAGACGGTTACGCAGTTGTGCCGCAAGCTGGCTGATGAACGCACTCTGAAGGATA 

>OTU3294;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.0904),g:Tannerella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGGGAATAAAGATGGGGTCGAGACCCCAGTTGCATGTACCTTGTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAGTCATTGGGTTTCAAGGG

TGCGTAGGTGGCCGATTAAGTCATGGGTGAAAGTCAGTGGATCAAGCATTGAATTGCCGTTGAAACTGGTTGGCTTG

AGTACGTACGGGGCAGGCTGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGGACCCCGATCGCGAAG

GCAGCCTGCCAGACCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3295;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Gracili

bacteraceae(0.0904),g:Lutispora(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTAAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCGTAGAGGACGAAAGAAATGACGGTACTCTGCAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCTAC

CAAGTCGTATGTGAAAAGCCCGGGCTTAACCTGGGAGGTGCATGCGAAACTGATAGGCTTGAGTACAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3297;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 



5434 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACATCTTTTATGAAGGAATAAAGTCTGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGAGCCGAGCCTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTTGAG

TGTAGTAGAGGCAGGCGGAATTCGAGGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAATACCGATGGCGAAGGC

AGCCCGCTAAGCTGCAACCGACACTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3299;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

CCGGGAGGCAGCAGTAGTTCCTATTGGGCCATGGTCGACAGCCTGACCCAGCAACACCGCGTGAATGATGAAGGTCT

TCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAAGAGCAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTATGTAGGTGGCTATTC

AAGTTAGTTGTGAAATTCCGGGGCTTAACTCCGGCGCTACAATTAAGACTGTTTAGCTTGAGTGCAGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACTGT

AACTGACACTGAAATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGCCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGTTTGGGGCTTAACCTGAGAATTGCATTTGAAACTGGGTGTCTTGAG

TGTGTTTGGGGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGG

CGGCTTACCAGGCCATAACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCCGATGCAGCCACGCCGCGTGACTGAAGAAGTC

TTTCGGTATTTTAAGGCCTATCAGCATGGAAGAAAATGACGGTACTTGACTAAGAAGTCCCGGCTAACTACGTGCCAG

CAGCCGCGGTATTACGTAGGAGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTATGGCTAGAGTGCTGGAAAGGTAAGTG

GAATTCATGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACAGTTA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3301;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0457),g:Caloramator(0.0110); 



5435 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGCGACGGTAGCCAAAGAAGAAGCCCCTGCCAACGACCCA

CCAGCAGCCGCGGTACTAAGTAGGGGAGGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGACTT

GTAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCTAATACTGGGAGACTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3303;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Betaproteobacteria(0.9038),o:Rhodocyclal

es(0.4652),f:Rhodocyclaceae(0.2864),g:Azoarcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGCCAGGGAAGAAAAGGTGGAGGTTAAGAGCTTCCGCTGCTGACGGTACCTGGAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATAACTGGGCGT

AAAGCGTGCGCAGGCGGTTGTGTAAGACAGGTGTGAAATCCCCGGGCTCAACCTGGGAACCGCACTTGTGACTGCA

CGGCTGGAGTGCGCCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGA

TGGCGAAGGCAGCCCCCTGGGGTGACACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGTCTTCACGTGTGGCTCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGATTGTTAAGTCAGCGGTGAAAGTTAGCGGCTCAACCGTTGAATTGCAGTTGAAACTGGCAGGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTACTGGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3305;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACTTTATTCCTCATTTGTTTCTATTGCGCAATGGGGGCAACCCTGCCGCAGCAACGCCGCGTGAACGATGAAGGCCTT

CGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAGC

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3308;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0134); 



5436 

 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGTAGGCGGCTGTGCAAGTCTGAAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTGGAAACTGTA

TAGCTTGAGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATCCCTGG

TA 

>OTU3306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTCAGCAGGGAAGATAATGACGGTACTCACAGAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTA

AGTTAGAAGTGAAATCCCCGGGCTCAACCTTGGAATTGCTTTTAAAACTGCTAGTCTAGAGAGTGAGAGAGGAGAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAAAGATTAGGAGGAACACCAGTGGCGAAGGCGTTTATCTGGACCGTA

TCTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAGGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGGCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTGGGAACTGGGAGTCTGGAATGTCGGAGAGGCAG

GCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGGGG

GCAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3309;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGA

GCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGA

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3311;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 



5437 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCACTGTCCTATGGGACGAATGAGATGACAGTACCATAGGAGGAAGCACCGGCTAACTACGT

TCCAGCAGCTGCGGGAAAACGTAGGGGGCGAGCGTTGTCCGGAATGCTTGGGCGTAAAGGGCGCGTAGGCGGCCT

GTTAAGTCTGGAGTGAAAGCCCTGCTTTAAAGGTGAGAATTGCTTTGGATACTATTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGTTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGAA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCTGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTGATGCAA

GTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTGTGACTAGAGTGCAGGAGAGGTAAGT

GCAATTCCTAGTGTAACGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU3312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGAATGATGAAGGTT

TTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGCCGGTACCCAAGCAGGAAGCCACGTCTCACTACGTGCCAG

CAGCCGCGGTAATACGTCGGTAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGACGTGAAATGCCCGGGCTCAACTTGGGTGCTGCGTTCCGAACTGGGTATCTAGAGTGAATGCGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCTGTTGCGAAGGCGACTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGAGAGGGAAGAGCAGAAGACGGTACCTGTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAGAGGGCGTGTAGCCGGGTCTGC

AAGTCAGATGTGAAATCCGTCGGCTGAACCGAAGAACTGCATTTGAAACTGTGGATCTTGAGTATTGGAGAGGTAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3314;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diales_Incertae_Sedis_XI(0.0560),g:Sporanaerobacter(0.0134); 



5438 

 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTAAT

TAAGTTGGATGTGAAATTCCCGGGCTTAACTTGGGAGCTGCATTCAAAACTGGTTAACTAGAGTTCAGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGCTTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCTGGCTAAAATTGGGTGCTGCATTACAAACTGGTTATCTAGAGTGCAGGGGAGGAGAGG

GGAATTCCTGGTGTAGCGGTGAAATGCATAGATATTAGGAATAACACCAGTGGCGAAGGCGACTCTCTAGACTGTAA

CTGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3316;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGCGTGATGACGGC

CTTCGGGTTTTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCGAGGAGGAAGCCATGGCTAACTACGTTCCA

GCAGCCCCGATAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTAGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCTAACAGGATTAGATACCCTGGTA 

>OTU3317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGGTATTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 
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AAGGAAGGGAGAAGGGGGGAAGAGGGGAAAAGGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACG

GCCTTCGGGTTGTAAAGCTCTGTCTTCCGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCGATG

AAGTTAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3318;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Pepto

coccaceae_2(0.0904),g:Desulfotomaculum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACTCAGCAACACCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTAGGGGACGAAACAAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGCAAAA

TAAGTCAGGTGTGAAAGACCGGGGCTCAACCCCGGGGTTGCACTTGAAACTGTATGGCTTGAGTACAGGAGAGGGA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3320;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Rikenellaceae"(0.3544),g:Alistipes(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAAG

TTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGAGAGTAGTTGCGGTAGGCGG

AATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTAACT

GACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGGATGTAAAGCTCTATCTTCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAATCCCCGGGCTCAACTCGGGTAGTGCATTGGAAACTGGTTATCTAGAGTGTAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3322;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.9

889),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 
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ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTACCCTGAACCAGCCAAGTAGCGTGAACGATGAAGTCT

CTATGTGTCTTAAACTTCTTTTATATAAGAGTAGATTGCAGTATGTGTCCTGTTTTGTATGTATTATATTAATAAGGATC

GTCTAGCTCCGTGCCAGCAGCCACGGTAATACGGATTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGGCTGGAGTA

CAGGAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3323;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGATCCAGCGAAGTCGCGTGAACGATGACTTCC

CTATGGGTTGTAAACTTTGTCTGTAAAGGAATAAAGTTGGGTATGCATACCCGTTTGCATGCACTTTACGAATAACGA

TCGGCTAACTCCGTGCCTGCAGCCCCGGTAATACCCAGGATTCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTTAGGGCTCAACCGTAGAATTGCAGTTGAAACTGGATATCTGGAGT

GCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTTGCGCAGGC

AGCTTACTAAGCTGCCACTGACATTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3321;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Gracili

bacteraceae(0.0904),g:Lutispora(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGAAGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCCAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCGAA

GCAAGTCAGATGTGAAATACCATGGCTTAACTGTGGGGGTGCATTTGAAACTGTTTTGCTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAGGCCACGGCTAACTACGAGG

CAGCGGCCGAGGTAATACGTAGGGGGCAGGCATTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGCACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0149),g:Parabacteroides(0.0066); 
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ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGGCTGAACCAGCCAAGCCGCGTGAAGGATGAAGGA

TTTATGGTTTTTAAACTCTTTTTTTACGGGAATAAAGTGAGTCACGTGTGGGTGTTTGTATGTACCGTAAGAATCAGCA

TCCGCCAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGAAGCGAGCGTTATCCGGATTTATTTGGTTTAAAGGGTG

CGTAGGTGGACTTTTAAGTCAGCGGTGAAATTCTGTGGCTCAACCATGGAATTGCCTTTGAAACTGGGAGACTTGAG

TATGGGAGAGGTGGGCGGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTGGCGAAGG

CGGCTTGCCAGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3326;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCGGCGACGCAGCGTGACGGAAGAAGTA

TTTAGGGATGGAAAGGTCTATCAGCAAGGAAGAAAATGAAGGTACGTGGCAAAGAAGCCCCGGATAACGAGGAGC

AAGAAGCGGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGG

AAAGCCAGAAGTGAAAGCCCGGGGCCCAACCCCCAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGCGGCGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

TGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.5273),g:Clostridium_XI(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCCGGTCGGAAAGCCCCGTCCTCAAGGAAGAAAAGGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCA

AGCAGCCGCGGTAACACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTACGCTCTTGAAACTGGGATGCTTGAGTGCATGAGAGGACGGT

GGAATTCGTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3329;tax=d:Bacteria(0.0076),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f:

Chlamydiaceae(0.0000),g:Chlamydia(0.0000); 

GTGAATCCTCGAATCTTTGAACACACCTTGCGCTCCTTGGTATTCCGAGGAGCATGCCTGTTTGAGTGTCATTAAATTC

TCAACCCTTTCAGCTTTTGCGAGTTGATTTGGCTTGGATGTGGGGGTTGCGGGCTTCTCAGAAGTCGGCTCCTCTTAA

ATGCATTAGCGGAACCTTTGTGGACCAGCTTTGGTGTGATAATTATCTACGCCATGGCCGTGAAGCAGCTTTACATGG

GGTTCAGCTTCTAACCGTCCATTGACTTGGACAATTTCTGACATTTTGACCTCAAATCAGGTAGGACTACCCGCTGAAC

TTAAGCATATCAATAAGGGA 

>OTU3328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGGGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTTTAAAGTTTTTTTATTAAGGACGAAAAAGTGACGGTACTTAATGGATAACCTCCGGCTAACTACTAGCCA
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GCAGCCGCGGCAATACGTAGGGCCCAGGCATTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GCCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCAGTTGAAACTGTTGTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3330;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGTGCACCACGTGTGATGTTTTGCATGTACCTTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGTGGCCTGTTAAGCCAGCGGTGAAAGGCAGTGGCTCAACCATTGAATTGCCGCGGGAACTGGGGGGCTTG

AGTGCGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCGAGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3332;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Prolixibacteraceae(0.0252),g:Sunxiuqinia(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTGCGGGAGTGCGACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTTGATTTCCAACCGGAAGGCTAGAGGGCAGGAGAGGAGGAT

GGAATTCCCTGTTGTGCGGTTAAATGGGGTGAGATTAGGAAGAACACCAGTGGGGAAGGGGATTCTCTTGACTGGA

ACTGACGGTGAGGCTTGAAAGCGGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTGATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC
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AAGTCAGATGTGAAATCCACGGGCTTAACTCATGAACTGCATTTGAAACTATTTTGCTTGAGTGTAGGAGAGGCAGTC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumin

ococcaceae(0.8146),g:Gemmiger(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTGCGGGACGATAGTGACGGTACCGCACAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGCTGACA

AGTTGGAAGTGAAATCCATAGGCTCAACCTATGAATTGCTTTCAAAACTGCCGGTCTTGAGTAGTGCAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGAGACCTGGTA 

>OTU3335;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTACGGATTGTAAACTTTTGTTGTTAGTGAAGATAATGACTGTAACTAACGAGGAAGCACCGGCTAACTACGTGCCAG

CAGCCGCGGTAATAAGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCATATTAAG

TTAGATGTGAAATTCCCGGGCTTAACTTGGGAGTTGCATTTAACACTGATAAGCTTGAGTGCATGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACATCAGCGGCGAAGGCGACTTTCTGGACTGTAACT

GACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCAGGGAATAAAGGACATCACGTGTGTTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCAGATTAAGTCTGCGGTGAAAGGCAGGGGCTCAACCATTGAACTGCCGCGGAAACCGGTTGGCTTG

AGTGCGTACGGGGCAAGCGGAATGCGTGGCGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAA

GGCAGCCGGCGAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0423); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCTAT

GGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATCGGC

TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAG

GTGGTTTCTTAAGTCAGCGGTGAAAGTTTGTGTCTTAACCATAAAATTGCCATTGATACTGGGAGACTTGAGTATGTT
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TGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCTTG

CCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGG

CAAGTCAGGCGTGAAATATATCGGCTCAACCGGTGTCTGCGATTGAAACTGTATTGCTTGAGTGTCGGAGAGGTAGA

AGGAATTCCTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3339;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Gammap

roteobacteria_incertae_sedis(0.0000),g:Solimonas(0.0000); 

CACCGGCGGCGGCTTTTTGACCGCCTCCAAACCATTTAGACATGGCGCCACCAGCAAGCGCCGAAGCAATACCGCCA

GCAATAGCACCAAACATACATCACCTCACTTAAGTGGCTGGAGACAAATAATCTCTTTAATAACCTGATTCAGCGAAA

CCAATCCGCGGCATTTAGTAGCGGTAAAGTTAGACCAAACCATGAAACCAACATAAACATTATTGCCAGGCGTACGG

GGAAGGACGTCAATAGTCACACGGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAAGAGAAGCATC

ATAGGCAGTCGGGAGGGGAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTGAGGGTCGGC

ATCAAAAGCAAGATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGAGGGATCCA 

>OTU3343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Parasporobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTTTCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGGACGGCTTTGGAAATTGTCGAACTAGGGTGCAGGAGGGGAA

GGCGAAATTCCTGGTTAGGGGGGGAATTGCGTAGAAATTAGAGGAACACCCGGGGGCAAGGGCGGCTTGCTGGCC

TGTACCGGACTCTGGGGCTCAAAGGCGGGGGAGGCAAACGGGTTTGGTTCCCTGGTA 

>OTU3340;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Ethanoligenens(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTTGGTGACGAAGAAAGTGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGGGTAAAGGGTGCGCAGGCGGGAAC

GCAAGTTGGATGTGAAATGTCGGGGCTCAACCCCGGAACTGCATCCAAAACTGTGATTCTTGAGTGAAGTAGAGGTA
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AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCT

TTAACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGT 

>OTU3341;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGGTGAAACTGTTGTTGTTGGGTGGAGTGGTGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAGGGCAGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGGGCGAACAGGAATAGATACCATGGTG 

>OTU3342;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTAGAGGAAGAACATCATTTGTGTGAATAATGCGAATGACTGACGGTACTCTTAGA

GGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGCGTGTAGGCGGGGTTTTAAGCAGGATGTGAAATATACGGGCTCAACCCGTAGGCTGCATTCTGAACTGGA

ACTCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTTCTGGACTGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3344;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Strepto

coccaceae(0.2184),g:Streptococcus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTACTGGGCG

TAAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGA

AGTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3345;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTCTGGCTTATTGCAGGTACCGTATGAATAGG

GACCGGCTAATTCCATGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG
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AGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTGGATACTGTACAGCTG

GAATGCTCTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGAGATTACTCAGAACACCGGTTGCGAA

GGCGTCTCACTAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8897),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCCTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTT

CTTGAGTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGGCTCTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Negativicutes(0.9740),o:Selenomonadales(0.917

2),f:Veillonellaceae(0.9015),g:Mitsuokella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCCGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTCTAATGACAGTACCTGACGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCCATCGTTGTCCGGAAGTATTGGGCGT

AAGGGGAGCGCAGGCGGGAGATCAAGTCTATCTTAAAAGTGCGGGGCTAAACTCCGGGAGGGGATGGAAACTGGT

CTTCTTGAGTGCAGGAGAGGAAAGCGGAATTACTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCAGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU3347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATCAGTAGGGAAGAAAAGAAGTCATAGGTTTCTGTGACGGTACCTAACTAAGAAGCTCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGC

GTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGT

GCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGC

GACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3349;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGACGTGTCCCCCGTTGCAGGTACCGCGTGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTGAAAGG
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GAGCGCAGGCCGTATGGTAAGCCAGTTGTGAAATGTCGTGGCTCAACCATGGCACTGCAGCGCGTACTGCCGTCCTT

GAGTACGCTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCCTACCATAGCGTCACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGTAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAACCCCGGCTACCTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTGGACGGCGGTGCA

AGTCTGAAGTGAAATACCCGGGCTCAACCTGGGAACTGCTTTGGAAACTGTACGGCTAGAGTGCTGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGAAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3353;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Rikenellaceae"(0.0252),g:Rikenella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCGGAGCAATAAGGGTCTCGTGAGGTTCAATGAAAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGTGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCAGGTCAAGTGAGCTGTGAAATCCCCGCGCTCAACGCTGGATTTGCCGTTGATACTGTACATGTGG

AATGCGCGTGGCGGAGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATTGCGAAG

GCAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3351;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAATGC

CCTACGGGTCGTAAACCTCTTTTGACTGGGAATAATGTGCGGGACGCGTCGCGCAATGCGTGTACCATTTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACGGGTAAGTGAGATGTGAAATGCCGGGGCTCAACCTGGGAATTGCAGTTGGAACTGGCAGTCTG

GAGTGCGCAGGAAGTAGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCATCTTGCGGTAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3355;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Sphingobacterium(0.0000); 

GAGCAGTAGACTCCTTCTGTTGATCCGCAAGCATCTCATTTTGTGCATATACCTAGTCTTTCGTATTCTGGCGTGCCGT

CGCCGCCTGAATGCCAGCAATCTCTTTTTGAGTCTCATTTTGCATCTCGGCAATCTCTTTCTGATTGTCCAGTTGCATTT

TAGTAAGCTCTTTTTGATTCTCAAATCCGGCGTCAACCATACCAGCAGAGGAAGCATCAGCACCAGCACGCTCCCAAG
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CATTAAGCTCAGGAAATGCAGCAGCAAGAGAAGCACGAGTATCCTTTCCTTTAGCAGCGGCAGACTGGCCACCAAGG

CCAACCAAATCAAGCAACGGAGCAGAA 

>OTU3354;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Meniscus(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCGTGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCCGGAACCGCGCTGGGAACTGCTGGGCTTG

AGCCGCTGTGGCGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3352;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAAACCTCTTTCCTTAGGGACGAAAGAAGTGACTGTACCTGAGGAGTAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGAGTAGGCGGCTCGT

CAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGAAAATGCTTTGGAGACTGGAGAGCTTGAGTGCGGAAGAGGTA

AGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCGGTGGCGAAGGCGACTTACTGGGC

AGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3356;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGTATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGATTGTTAAGTCTGCGGTGAAAGTTAGTGGCTCAACCATTGAACTGCCGTGGAAACTGGCGAGCTTGA

GTGCGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTACCAGGCCGTGACTGACGCTGAAGCACGAAGGCGTGGGCATCGAACAGGATTAGATACCCTGGTA 

>OTU3357;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGAGGTAAAGTGAGCCACGTGTGGCTTTTTGCAGTTACCGTATGAATAAGG

ACAGCCTAATTCCGTTCCAGCAGCCGAGGCAATGCGGTAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGCAGACTTGA
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GTGCGCAAGAAGTAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Gracili

bacteraceae(0.1872),g:Lutispora(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCTCGAGGGACGAAGGATGACGGTACCTCGGGAGGAAGCCACGGCTAACTACGTGC

TAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGATTATT

AAGTCAGATGTGAAAACCCGGGGCTTAACCCCGGCACTGCAGTTGAAACTGATGACCTTGAGTGCCGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGTCAGGGAAGAAAAAAATGACAGTACCTGACTAAGAAGCCCCGGCTACCTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCTTG

CAAGTCAGAAGTGAAATCCATGGGCTTAACCCGTGAACTGCTTTTGAAACTGTAGGGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGGCT

TTAACTGACGCTGAAGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3359;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Kordia(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTTGACGCAGAGCAATCAGGGCCACGCGTGCTCCGATGTGAGTATCCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGATTTGCAAGTCAGAGGTGAAAGGCCGGGGCTCAACCCGGGAAGTGCCGTTGGGACTGTGAGGCTG
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GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTGGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAA

GGCAGCTCACGAAGGGGTGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3362;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Flavobacteriia(0.1740),o:"Flavobacteriales"(

0.0781),f:Flavobacteriaceae(0.0252),g:Galbibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCGGAGCAATAAGGGTCTCGCGAGCTCCGATGAGAGTACGCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGCTGCCTTGGATACTGGAAATCTG

GAATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAA

GGCATCTCACGAACGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3364;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGCCGGACGTGTTCCGGTATTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATACCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATTCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAACTGTGAAATCCGTAGGCTCAACCGTCGGCTTGCAGTTGATACTGGTGGCCTT

GAGTGCGCGAAGGGGCGTTGGAATTCATGGTGTAGAGGTGAAATGCGCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.7068),g:Oscillibacter(0.3043); 

AAGGGAGGAAGAAGGGGGGAAGAGTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAGTAGAAGACGGTACCTATTGAATAAGCCAAGGATAAATACGTG

CCAGAAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGGTTTACTGGGTGTAAAGGGCGTGCAGCCGGGCCGG

CAAGTCAGATGTGAAATCCCCAGGCTCAACCTGGGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTAA

GCGGAATTCCTTGTGTAGCGGTGAAGTGCGTAGATATACGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3367;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9201),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGAGGCTCAACCTGGGCATTGCAGCGAGAACTGGCAGTCTTG
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AGTGCACGAGAAGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGAAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTT

GAGTGGGGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3366;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGTATAAGCATCAGCTAACTACGTGC

CAGCAGCAGCGGTAATACGTAGGATGCAAGCGTTATCCGGATGTACTGGGTGGAAAGGGCTCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTGGATACTGTATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3365;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAAAGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTACTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCTTTAGGAACACCCGTCGCGAACGCGGCTTTCCGGTC

TGTCCCTGACCCTCAGGCTCGCAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU3371;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Deltaproteobacteria(0.8897),o:Desulfovibr

ionales(0.7623),f:Desulfovibrionaceae(0.4563),g:Desulfovibrio(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATGTAGCGCGTGCCAATCAGCGCGTTATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTCGTGTAAGTCAGGGGTGAAAGCCCACGGCTCAAGTGTGGAATTGCCCTGGATACTGAA

TGACTGGAATCCGGGAGCTGGTAGTGGAATTCCAGGTGTAGGAGTGAAATCCGAAGATATCTGGAGGAACATCTGT
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GGCGAAGGCGACTAACAGGACCGGTATTGCCGCTTAGGTGCGAAAGCGTGGAGAGCAAACAGGATTAGAAACCCTG

GGA 

>OTU3369;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCTAC

TGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3372;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:Aeromon

adales(0.8629),f:Succinivibrionaceae(0.7428),g:Succinivibrio(0.3915); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAAATCTGATGCAGCCATGCAGAGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAAAAAAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTCAT

CAAGTAGGATGTGAAATCCCCGGGCTCAACCTGGGAACAGCATACTAAACTGGTGGGCTAGTGTATTGCAGGGGAA

GACGTAATTCCAGTTGTGACGGTAGAATGCGTAGATATCTGGAAGAACACCTAAGGCGAAGGCAGTCTCCTGGGCA

AATACTTATGCTCATATGCGAAAGCGTTGGTAGCAAACCGGATTAGATACCCTTGTA 

>OTU3370;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1679),g:Blautia(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGCGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCAA

GTCTGATGTGAAAGGCAGGGGCGTAACCCCTGGACTGCATTGGAAACTGTCAGGCTAGAGTGCCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCTGTGGCGAAGGCGGCCTGCAGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3376;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:Bacteroidaceae(0.0000),g:Acetomicrobium(0.0000); 

GGGATCGTCTGCGAGCGCTGTGGTGTTGAGGTCACCGAGAGCCGGATGCGTCGTCACCGCATGGGCTTCATCAAGCT

CGCTGCGCCGGTGTCCCATGTCTGGTACCTCAAAGGCATTCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGCTGTCGAGCAGATCGTCTATTTCAACTGCTACGTAGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTACAAGCA

GCTGCTGACCGAAGACGAGTGGCTGGAGATCGAAGACGAGATCTTTGCCGAGGAATCGGAGATCGAGAACGAGCCT
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GTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGATCAGCTGC

GTGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGTCTACG 

>OTU3373;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGGCACGCGTGGCTTATTGTAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCATCGCGAACTGGCAGACTTG

AGTGCACGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTGGTGCTACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3375;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACGATTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACCACTGCCGTTGATACTGGCGAGCTTG

AGTACGTACAGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3374;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0149),g:Parabacteroides(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGAAATAAGGGTCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCAGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGAAACTGTACAGCTG

GAGTGCTCTTGCGATGGGAGGAATGAGTAGTGTAACGGTGAAATGCATAGATATTAGGCAGAACACCGATTGCGAA

GGCATCCAACGGAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGCACCAGCCAAGTCGCGTGAAGGAGGACGGT

CCTACGGATTGTAAACACCTTTTGTCGGGAGGTAACGTGCGGGACGCGTCCCGTTTTTAAATTACCTGAAGCAAAAGA

ATCGGCTAACTCCGTGCCAGGAGCCGCGGTAATACGGTAGGGAGGGGCGTTATCCGGATTTATAGGGTTTAACGGG

AGCGCAGGCGGCGCGCCAAGTCTACGGTCAAACTCCCGGCCTCAACCTGGTGTTGCCTCTGAAACTGGCGAGCTCGA
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GTGCGTGCGAGGAAGGCGGAATTCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGATTGCGAAGG

CAGCTGTCCAGCGGACTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAACCAAATGACGGTACCTGACGAATAAGCCACGGCTCACTACGTGC

CATCAGCCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTCAAGGGCGTGTAGGCGGGAGTGC

GAGTCAGATGGGAAAATTATGGCAGAAACCCGTAACCTGCAGTTGAAACTGTACGGATTGAGTACGGGAGAGGCAG

GCGGAATGACGTGTGTAGCGGGGAAATGCGTAGATATACGGAGGAACACCAGGGGCGAAGGCGGCCTGCTGGACA

GCAACGGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU3380;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Olivibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTCCTTTAGACGCAGAGCAATAAGCTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTGAGTAAGTCAGCAGTGAAAGCCCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTA

GAGTGATACAGACGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGATTGCGAA

GGCGTCTAGCGAGGGGTAAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3381;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGAGCTACGTGTGGCACTTTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGTCTGTTGAGCGGGTGGTGAAATGGCGGGGCTCAACCTGGGCAGTGCCTCGCGAACTGGTGGACTT

GAGTGGGCAGGAGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATGACGCAGAACACCGATTGCGA

AGGCAGCTTGCGGAAGCGTGATTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3379;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGTGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGACTTGTCCCCCGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGCGTAGGCGGGGATACAGGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTT
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GAGTGTCGGAGAGGTAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3383;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTATATGGGGATAAAGTGAGCCACGTGTGGCTTATTGTAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGATGTGAAATGTCGGCGCTCAACCGGTGAATTGCGGCGCGAACTGGCAGACTT

GAGTGCACACGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3382;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Gammaproteobacteria(0.4045),o:Xanthom

onadales(0.1719),f:Xanthomonadaceae(0.0710),g:Lysobacter(0.0110); 

ACGGGAGGCAGCAGCTAAGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGTCGCGTGAGTGAAGAAGGCC

TTCGGGTTGTAAAGCTCTTTTAATAGGGAAGATGATGACGGTACCTATAGAATAAGCACCGGCTAACTTCGTGCCAGC

AGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGTTTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGCAAGT

CGGATGTGAAAACTATGGGCTCAACTCATAGCCTGCATTCGAAACTGTAGTTCTTGAGGGTCGGAGAGGTAACTGGA

ATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGAGTTACTGGACGATACCT

GACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3384;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.9180),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCATGCCGCGTGAGTGAAGAAGGCT

TTCGGATTGTAAAGCTCTGTTGTTGGTGAAGATGGTTAGAGGTAGTACCTGGCCTTTATTTGATGGTAATCAACCAGC

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCTGTAGTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAGTGCAGGCGGGAAACTAAGTCTAAAGTGAAATCCCTCGGCTTAACCGAGGAACTGCATTGGAAACTGTTTTTC

TAGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGAAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3386;tax=d:Bacteria(0.0024),p:"Chloroflexi"(0.0000),c:Ktedonobacteria(0.0000),o:Ktedonobacterales(

0.0000),f:Thermosporotrichaceae(0.0000),g:Thermosporothrix(0.0000); 

ACCTAGTGCCATGCTCAGTAACACCGAAACGCGGCCCAGACTGTTTATAGGTCTGTTGCCCACGACCAGAAAACTGTC

CTAACGACGTTTGTTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGG

TTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTGCATGAAGTAATCACGTTCT

TGGTCAGTATGCAAATTAGCAGAAGCAGCGTGCAGACCAATAATGACAATAGATGTGGTAGAAGTAGTCATTGGGC

GAGAAAGATCAGTCGCAGGAGGAAGCGGAGCAGTCCAAATGTTG 



5456 

 

>OTU3389;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacillac

eae_1(0.0000),g:Paenibacillus(0.0000); 

GATGAGGGTCAGTGGTATCGTTATGGGCCTTCGGAGGGGGAGAGTGCGGAGAACCTGAGGGAAGGCTTCCCATTCA

TTCAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGT

TCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCACTCGCGATTCAATC

ATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGG

TTGACCAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACGTTTATTTCTCGCCATA 

>OTU3385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.8505),g:Blautia(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGGCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGGGTAATCCGGATTTACTGGGTGTAAAGGGGGCGTAGACGGTGTGGCA

AGTTTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGATACTGGCATACTTGAGTGCCGGAGGGGTAAG

CGGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3388;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Epsilonproteobacteria(0.9726),o:Campylob

acterales(0.8955),f:Campylobacteraceae(0.7787),g:Campylobacter(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAACCACTGGGCGTAAAGGACGCGTAGGTGGATAGAT

AAGTCTCTTGTGAAATCTAGTAGCTTAACTACTAAACTGCTTGGGAAACTATCTATCTAGAGTAAGGGAGAGGCAGAT

GGAATTCTTGGTGTAGGGGTAAAATCCGTAGATATCAAGAGGAATACTTATTGCGAAGGCGATCTGCTAGAACTTAA

CTGACACTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3390;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTTTGCCACGTGTGGCATATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTCTGCACTGCAGCGCGAACTGTGATACTTG

AGTGCGTAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3387;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1872),g:Ruminococcus2(0.0423); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGGTGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCCCGCAAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGCAAAGGGAGCG

CAGACGGACCTGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGGACTGCATCGGATACTGTAGATCTGGAGT

GCCGGAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGC

GGCTTGCTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3391;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCCGGGCCGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATGCCCGGGCTCAACTCGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGAAGGAGAGGAGAAT

GGAATTCCTGGTGTAGCGGTGAATGCGTAGATATATGGAAGAACACCAGGGGCGAAGGCGGGTCTCTGGTCTGTAA

ATGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3392;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCAGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCGTCGGCTCAACCGGAGAAGTGGATCAGAAACTGTTGG

ACTTGAATGCAGAAGGGGGGAGTGGAACTCCATGTTTTACGGTGGAATGCGTAGATATATAGAAGGACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGCAACCGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU3393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Anaerofilum(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATCCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAGCTGCAA

GTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTAGATCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAA

AGGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTAAAAACTGCTGG

CCTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATAGGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGACCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTATACCGCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGCTGTGCATGTAACTTATGAAAAAG

CAGCGGCTAAATCCGTGCCAGCAGCCGCGGTAAAACGGAGGAAGGGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCATGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCATCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGT

CCTATGGATTGTAAACCTCTTATGTCGGGGAGCAATGGGTTCTACGTGTAGAGCAAGAGAGCGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGGTTAAAG

GGTGCGTAGGCCGGATGCCAAGTCAGCGGTAAACTTGGGGGGCCCAACCTCTACGAGCCGTTGAGACTGATGTTCTT

GAGTGTGAGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCACAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAA

ACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU3399;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Porphyromonas(0.0000); 

GGAATTGTCTGTGAGCGCTGTGGTGTGGAAGTCACAGAGAGCCGGGTGCGTCGCCACCGCATGGGCTTCATCAAGC

TCGCTGCTCCCGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGC

GGGACGTTGAGCAGATTGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGACCACAAAGACCTGAAGTACAAG

CAGCTACTCACTGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGC

CCGTGGTGGGTATCGGTGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACTCTTGATGAGGTGGCCGAGCAGCTG

CGCGAGGAGATCGCCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGATCAAGCGCCTACG 

>OTU3398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTT

CTTGAGTGGAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGC

GAAGGCGGCTTACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3401;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GCCCGGCTAGTTCCGTGCCAGCAGCCGCGGTAATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTTATAAGCGTGTCGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTGCAAACTGTGAGTCTTG

AGTGCGCAGGAAGAAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3400;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Porphyromonadaceae"(0.4914),g:Butyricimonas(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAATGGGTTCTACGTGTAGAGCAAGAGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GCGCGTAGGCGGGACGTCAAGTCAGTGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTG

GAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 



5460 

 

>OTU3402;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTCGGGAATCTTCCACAATGGAAGCAAGTCTGAAGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTAGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCGTTACTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGAGCAAGCAGCCGCGGTAATACGGAGGTGGCAAGAGTAGTACGGATTTATTGGGCGG

AAAGCGCGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAACCCTCTGCTTAACCGAGGAACTGCATCGTAAACTGTTT

GTCTTGAGTGCAGTATGGGAGAGTGGAATTCTATGTGTAGCGGTGAAATTCGTAGATATATGGAAGAACACCAGTTG

CGAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTTGT

A 

>OTU3403;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Marinilabiaceae"(0.0099),g:Anaerophaga(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCAAGCCGAGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCAGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGG

AATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGTTATTACTCAGAACACCCAGTGCGAAGG

CATATCACGACGCGTCGATTGACGCTGAGTCTCGAGAGCTAGGGTATCGAGCAGGATTAGATACCCTGGTA 

>OTU3404;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

CTTTAGCGTTCCGGTACTGAATCTCTTTAGTCGCAGTAGGCGGCAAACGAACAAGCGCCCGTGTAAACATAGTGCCCT

GCTCAGGCACAAAGCCACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTT

TGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTC

ATAAGAGGTTTTACCTACAAATGAAGAAATAACATCATGGTAACGCTGCAGGAAGTAATCACGTTCTTGGTCAGTATG

CAAATTAGCAGAAGAAGCTTGCAGAGCCATAATGTCAATAGATGTGGTAGAAGGCGGCATTTGGCGAGAAAGCTCA

GTCGCAGGAGGAAGAGGAGCAGTCC 

>OTU3405;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2864),g:Alloprevotella(0.0519); 

AGGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGAGGAGAGGAGGAAAAAGACAAGGAGCGTGCAGGATGAC

GGCCCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCGACGTGTCGACTATTGTATGTACCATCAGAAA

AAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCGGAGAGATAAGTCCGCGGTAAAATCGTTCGGCTCAACCGTACCTCGCCGTTGATACTGTTTTTCTT

GAGTGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATACGACGAAGAACTCCGATCGCGAA

GGCAGGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU3407;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGCCATATTGCAGGTATTCTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTTGACATTGCAGTTCGAACTGTGAGACTTGA

GTACGCAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3409;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGGGTGGTGTTTTGCATGTACCTTACGAATACGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGTTTCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGACGAGTAAGTCAGCGGTGAAATTCAGGGGCTCAACCATTGAGTTGCCGTTGAAACTGGTTCGCTTGA

GTACGAACAAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATTACGAAGAACCCCGATAGCGAAG

GCAGCAAGCTAGACCGTAACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0710),g:Alloprevotella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGCAGGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTTCTTTTATTTGGGAATAAAAAACGTGACGTGTCACCTATTGTATGTACCCTCAGAAAAAGCA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCGAGAGAAGTCAGCGGTAAAAGTGTGCGGCTCAACCGGACGTCGCCGTTGATACTGGTTTGCTTGAG

TGCACACAGGGATGCTGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCAGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3408;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0710),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACAGGGACGAAGACATGACGGTACCAGTAAAGTAAGCCACGGCACACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGA

CAAGTCGGATGTGAAATGTTCGGGCGTAACCTGGTAACTGCATTTGAAACTGCCAGTCTAGAGGGTCGGAGGGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCAAAGGCGGATTACTGGAC

GACAACTGACGTTGATACTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3412;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAGAGTGAGCCTCGAGACGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGCTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTTGCAGATTAAGCGAGCGGTGAAAGGCAGTCGCTCAACGACTGAACTGCCGTGCAAACTGGTTGGCTTG

AGTACGTACGGAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGGCGTGACTGACGCTGATGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diales_Incertae_Sedis_XIII(0.1679),g:Mogibacterium(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGACGCGTAGGCGGATTAT

CAAGTCTGTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3411;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0149),g:Porphyromonas(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACTTCTTTTGTCGGGGAACAAAAGCCGCCACGCGTGGTGTATTGCGTGTACCCGAAGAAACAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCATCGGCTTAACCGGGGAACTGCATCGGAAACTGTTAGTCTT

GAGTGCAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTTGCGA

AGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3413;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0086),g:Porphyromonas(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGAATAAGGA

CCTATGGGTCGTAAACTTCTTTAGAAGCAGAGCAATAAGGGTCACGTGAGATACGATGAGAGTATGCGTAGAATACG

CATCGGCTAACTCAGTGCCAGCAGCCGTGCTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGACGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCTTTGATACTGTACATCTGG

AATGCTCTAGCCGTGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATGGCGAAG

GCAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Lachn

ospiraceae(0.9015),g:Blautia(0.6681); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGAGTGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGAGGGAAAACGTAGGGGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGCACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAAGCG

GAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3414;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGGTAAGCGTGTTGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGTCGGACTTG

AGTGCGCGCAACGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCAACGGCTAACTACGTGC

GAGCAGCTGCGGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGAAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCGTTTCAAACTACTCTTCTTGAGTGTCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACGAC

AACTGACGGTAAAGCGCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3415;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGAGGATAAAGTGGAGCACGTGTGGCTTATTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTGTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCTGAGAATTGCAGTGGGAACTGGCAGTCTTGA

GTGCACAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGTACTGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3419;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTATGGTAAGCGTGTTGTGAAATGCCGTGGCTCAACCATGGCACTGCAGCGCGAACTGCCGTACTTGA

GTACGCCGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3420;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTAGCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGTGTGTTGTGAAATGTAGGCGCTCAACGTGGGCCTTGCTGCGCAAACTGGCAGACTT

GAGTGCACGGAAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.6709),g:Intestinimonas(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTTGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGCGGTGAAATCCCCGCGCTCAACGGGGGAGTGGCAGTTGATACTGTACTTCTTGAGTGATGGAGAGGCA

GGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

ATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTGGGTGGAGAAGGATAGAGGTAGTAACTGGCCTTTAGTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGAAGCGCCGGTAATACACAGGGGGCAAGCGCTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAATCCCCCGGCTTAACCGAGGAACTTCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCACGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU3423;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovibr

ionales(0.9280),f:Desulfovibrionaceae(0.8505),g:Bilophila(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGTGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGAGGGTGCAAGCGTGAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCGGCTTGGTAAGTCAGGGGTGAAATCCCGCTGCCCAACTGCGGAACTGCGTTTGAAACTGG

CTGGCTTGAGTACAGGAGAGGTTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCGG

TGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9733),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCAAAATGGGAGCAAGCCTGATGGAGCAAAACAGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTGGTTAGAGAAGAAAGTGCGTGAGAGCAACTATTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCAAGCAGCCGCGGTAATACGAAGGTGGAAAGCGTTATACGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGACGTGAAAGCCTTTGGCTTAACCAAAGAACTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGATGACAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGTAAGACCACCAGTTT

CGAAGGCTGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU3425;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Bacillales(0.2359),f:Planococcac

eae(0.0710),g:Solibacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGTTCGTAAAACTCTGTTGCAAGGGAAGAACAAGTAGCGTAGTAACTGGCGCTACCTTGACGGTACCTTGTTAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAACTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTG

ACTGGAGTATGTCAGAGGGGGGTCGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3426;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GCCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGATCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCAGTCTTATAAGCTTGTAGTGAAATGTCGGGGCTCAACCTTGGCATTGCAGTGAGAACTGTGAGACTAG
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AGATTGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATTCGTAGATATTACGAAGAACTCCGATTGCGAAG

GCAGCCATCTGTAGCGAATCTGACGCTGAAGCGCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3428;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGAGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCTGGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCATCGCGAACTGTGAAACTTG

AGGGCGCAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCAGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3427;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7497),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Cedecea(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGAATGAAGAAGGC

TTTCGGGTCGTAAAGCACTTTTAGTGGGGAGGAAAGGTGTAGAGATAATATCTCTTCTAATTGACGTTAATTGCTTAA

GAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTATTGGGCGTA

AAGCGAGTGCAGGCGGTTTTTTAAGTCGGATGTGAAATCCCCGGGCTCAACCGGAGAACTGCATCAGATACTGTCGA

GCTTGAGTCTAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3418;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGC

CCTAGGGGTTGTAAACTGCTTTTATACGGGGATAAGGTAAGCCACGGGTGGCTTATTGAAGGTACCGAAGGAATAG

GGACCGGCTAATTCCGTGCAAGAAACCGCGGTAAAACGGAAGGTCGGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGAAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGTGCTCAACCTGTGCATTGCAGCGCGAACTGGTAGACT

TGAGTGCGCACGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTACTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7428),g:Blautia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCAGGAAGAATTC

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGGGTAGACGGTGTGGCA

AGTCTGATGTGAAAGGCATGGGCTCAAACTGTGGACTGCATTGGAAACTGGCAGACTTGAGTGCCGGAGGGGGAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AAATGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3430;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Epsilonproteobacteria(0.9038),o:Campylob

acterales(0.6138),f:Campylobacteraceae(0.3544),g:Campylobacter(0.1299); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGTGTAAACTCCTTTTGTTGGGGAAGAAATTTGCCGGTACCCAACGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCTCGGTCATACGCAGCGTGCACGCGTTACTCGGAATCACTGGGCGTAACGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCTAAGGGCTAAACCATTAAACTGCTGGAGAAACTGGTAAACTAGAGTGAGGGAGAGGCAGGT

GGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACGAAGAAAACCAATTGCGAAGGCGGTCTGCGAGAACGCA

ACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3431;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0457),g:Alloprevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTTGGGAATAAATGGCGGTACGTGTACCGCGAATTGTATGTACCATCATAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCGGATTTTTAAGTCAGTTGTGAAAGTTTAAGGCTCAACCTTGGAATTGCATTTAAAACTGGAAGTCTTG

AGTGCGCGCAGGGGTACAGGAATTCATAGTGTAGAGGTGAAATGCTTAGATATCAGGAGGAACACCGGTTGCGAAG

GCAGCTTACTGGATTGTAACTGACGCTGATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3433;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAGTATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGACGGAAGAAGGC

CCTCGGGTTGTTAACTTCTTTTCTCAGGGACGAAGAAAGTGCCGGTACCTGAGGAATAAGCCACGGCGAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

TAAGTCAGATGTGAAAACCACGGGCTCAACGTGGGACCTGCGTTTGAAACTGTTGTTCTGGAGTGCTGAAGAGACGG

ATGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGAAAGAACACCGGTGGCGAAGGCGATCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Papillibacter(0.0423); 

ACGGGAGGCAGCAGAGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGG

GCAAGTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTTGAGTACAGGAGAGGC
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AGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGCGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGGTTAACTCGTTGACTGCATTTGAAACTGTTGAGCTTGAGTATCGGAGAGGCCTT

CGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTTGCGGTGAGGCGCGTGAGCGCGGGGAGCCACCAGTATTAGAAACCCTGGTA 

>OTU3435;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGTCTGAACCAGCCAAGTAGCGTGAGGGATGACCGCC

CTACGGGTCGTAAACTTCTTTTATAAAGGAATAAAGGCGTCCACGTGTAGACGTTTGCCTGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATTCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGCTGTTAAGTCATTAGTTAAATGCCGGGGCTCAACCTTGGAATTGCAGTTGATACTGGCGGCCTTGAG

TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTAGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGTCCGGGGCTCAACCGCGAGGACTGCGTTTGGAACTGTCGAACTGGAATGCAGGAGGTGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGAAAGAACACCGGTGGCGAAGGCGGCTTGCTGAACTG

TAACTGACACTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3437;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGTAAGCCCCGGCTAAGTACGT

GCCAGCAGCCGCGGTGATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAATTCCTGGTTTTAAGGTGTGAATTGCGTTGGATACTGTCGTGCTTGAGTGCGTGAGAGGA
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AAGCGGAATTCACGGTGTAGCGGTGAAATGCTTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3440;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Strepto

coccaceae(0.0000),g:Streptococcus(0.0000); 

GGAATCGTTTGTGAGCGTTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGCCGTCACCGGATGGGTTTCATCAAGCT

GGCTGCTCCGGTGTCCCACGTCTGGTATCTGAAAGGCATTCCCAGCTATGTGGCCATCCTTCTGGACATGCCTCTGCG

GGATGTCGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGATCACAAGGAGCTGAAGTACAAGC

AGCTGCTCACCGAGGACGAATGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAGATCGAGAATGAGCC

CGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGGATGAGGTGGCCGAACAGCTG

CGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 

>OTU3438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Flavobacteriia(0.2321),o:"Flavobacteriales"(

0.1015),f:Flavobacteriaceae(0.0355),g:Galbibacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCCATGCCGCGTGCAGGAAGGAGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGAGCAATAATTTCTACGTGCAAGGGAGATGAGAGTACCATACGAATCA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTAATTTAAGTCAGGGGTGAAATGTACGGGCTTAACCGGTGATCTGCCATTGATACTGGAGTGCTG

GAGTACGGATGCGGTAGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAA

GGCAGCTTACGAAGCCGGGACTGACGCTGAGGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3441;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTCCTTTTATGCGGGGATAAAGTGGGGGATGTATCCCTTTTTGCAGGTACCGCATGGATACGG

CCCGGCTAATTCTGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGACTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTCCTTGA

GTGCGCGGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGTATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3439;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACTT

GAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGCCTGCATCCAATACTGGAGAACTAGAGTGCAGGGAAGGGG
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGGGGCGAAGGCGGCTTTCTGGACT

GTAACCGACGCTGGGGCACGAAAGCGTGGGGCGGAAACAGGATTAGATACCCTGGTA 

>OTU3442;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0066); 

ACGGGAGGCAGCAGGGTTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACAGCCCTAGCTC

GTATGCCTTCTTCTGCTTGAAAAAAAAGAAGAAAATGACGTTACCTGACTAAGAAGCACCGGCTAACTACGTGACAG

CAGCCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGATGCAAG

TCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGTGAGGTAAGTG

GAATTCCTAGTGTGGCGGTGAAATGTGTATTTATTTTGTTAATGATACGGCGACCACCCAGATCTACACTCTTTCCCTA

CACGACGCTCTTCCGAGCGACGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU3443;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Rikenellaceae"(0.8146),g:Alistipes(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACTCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCC

CTATGAGTCGTAAACTGCTTTTGTACGAGGGTAAACACGGCTACGTGTATCCGGCTGAAAGTTTCGTACGAATAAGG

ATCGGCCAACCCTGTGTCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGTACTGCCTCTAATACAGTTGAGCTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTAACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTGGATACCCTGGTA 

>OTU3445;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAG

TGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGG

CGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3444;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGATGCGAGCGTGGTCCGGACTCATTGGGTGTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGAAGTGAAATTCAGGGGCGTAACACCGGGGCTGCTCTTGATACTGTCGCG
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CTGGAGTGCGGAAGCCGCCGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATCAGGCAGAACACCGATTGC

GAAGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3446;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.9474),c:Synergistia(0.8331),o:Synergistales(0.6138),f

:Synergistaceae(0.4224),g:Cloacibacillus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTTGGGTCGTAAAGCTCTGTCCTTGGGGAAGAAAAAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCTGGCCGTT

AAGTCTGTCGTCAAAGGCGGAGGCTCAACCTCCGTTCTACGATAGATACTGGCGGCCTAGAGTATGTGAGAGGGAA

GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCACA

CAACTGACGCTCATGTGCGAAAGCCAGGGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU3447;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Rikenellaceae"(0.5273),g:Alistipes(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGGTTTTAAACTTCTTTTGTCAGGGACGAGTAGAATACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAA

GTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGAGAGTAGTTGCGGTAGGCG

GAATGTATGGTGTAGCGATGAGATGCTTAGAGATCATACAGAGCACCGATTGCGAAGGCAGCTTACCAAACTATATC

TGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3448;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTGCGGGAGGATAAAGTGCACTACGTGTAGTGCTTTGCAGGTATCCCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGTGCAAGCGTGCCGTGGAAGCGCGGGGCTCAACCCCGTACAGCGGCGCGAACTGCTCCCCTTG

GTTGCGGGAAGGGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTTCCGGCCCGTCAACGACGCTCATGCTCGAAGGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3451;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.613

8),f:Spirochaetaceae(0.4224),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGAAGATTGTAAACTCCTTTTATAACTGAGGAATAAGCAGTGTGAGAGAAACGCATTGTGGTGACTGTAGGTTATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGACCTGCAAGCTTGGAGTGAAAACCAAGGGCTCAACCCGTGAACTGCGCCGGGAACTGCA

GGACTTGAATCGCTGAGGGGGAGGCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT
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GGAGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGGTACGTGTACCCGGCTGAAAGTATCGTACGAATAAG

CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGG

GCGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTT

GAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTACTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1098),g:Paraprevotella(0.0181); 

ACTGGAGGCAGCAGTGAGGAATCTTTTTCCCTTTTCTCTCGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGCCCT

ATGGGTTGTAAAACTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGCATC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCGTGGCATGCCGTTGATACTGGCGGCCTTGAGTTC

ACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGC

CTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU3452;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1679),g:Anaerotruncus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCAGGGACGAAAAAGGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAACGGC

AAGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1485),g:Parasporobacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCGCAACCCCGAGGACTGCTTTTGGAACTGTAGAACTAGAGGGCAGGAGGGGCAA
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GCGGAAGTCCTAGGGTAGCGGTGAAATGCGGAGATATTAGGAGGAAAAACAGGGGGGAAGGGGGGTTGCGGGGC

TGTAACTGAAACTGAGGGTCGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCGGGTAA 

>OTU3454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diales_Incertae_Sedis_XIII(0.1679),g:Anaerovorax(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGGGCGTAGGTGGTTACCTAA

GCAGGGGGTGAACGGCATTGGCTTAAACAATGTTAGCCACCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTGGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.4914),g:Lachnospiracea_incertae_sedis(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGTACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTGGATCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Oscillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTTTCAGGGGCGAGGAGAAGACGTTACCTGCCGACTAAGCCACTGCTAACTACGTGCC

AGCAGCCGCGGTCCTACGTAGGTGCCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGTCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.6350),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAATCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACACCGGGACTGCTTTGGAAAATATGCAGATAGAGTGTCGGAGAGGTAAGG
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGTTATTGTGAGGAACACCGCGGGCACAGGGATCTACACTCTCGACGT

CCACGGCGCACGTTCGATATACGGAAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU3458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4563),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGAATAAGAGGCCCCGGCTAACTACGTGCCA

GCAGCCTCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTAGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTAAAACTGTAATGCTAGAGTGTGAGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGTCGAAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3459;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.7068),g:Ruminococcus(0.5720); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3460;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Mucilaginibacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGTGCTGACCCGATGAGAGTACACAGCGAATAA

GCATCGGCTATCTCCTTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCTCAAAGCGGCAGCTGCGTTTGATACTGTCGTGCT

GGAGTGCGGATGCGGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACCCCGATTGCGA

AGGCATCTGACGAATGCGTTACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAATA

TTTCGGTATGTAAAGCTCTATCAGCAGGTAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGATTGCATTGGAAACTGTCCAGCTCGAGTGGCGGAGAGGTAAG
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CGAAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACAGGACGAT

GACGGACGCGGAGGCTCGAAAGCGCGGGGAGCAAACAGGATGAGATACCCTGGT 

>OTU3463;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4428),o:"Sphingobacteri

ales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGTGTGAAGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGTGCGCCACGCGTGGCGCCGTGAAGGTACCCGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTGTGTGGTGAAAGTTCGCGGCTCAACGTGGGCAGTGCCGATGATACTGGTGGTCT

TGAATGCGGTCGAGGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATTGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGTGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCATGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGAGTGAAATGCCGGTGCTCAACCCCGGGGCTGCCTTTGATACTGGCGTGCT

GGAGTGCGTGAGGCGGCGGAGGAATGAGTGGTGTAGGGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3464;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTAAGTCTAGTCAGCGGTGAAAAGTAGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGATTTACTAGA

ATGTGGATGATGCCGGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACACAGAACTCCGATTGCGAAGG

CAGCTTACCAAATCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3466;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CTTATGGGTTGTAAACTGTTTTTATGCGGGGAAAAAGTGGGGGATGTATCCATTTTTGCAGGTATAGCATGAATAAG

GACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTAACCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTCCTTG
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AGTGCGCTGGAGGAGAGCGGAATTTGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTTGCGAAG

GCGGCTCACTGTATCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4914),g:Pseudoflavonifractor(0.0615); 

ACGGGAGGCAGCAGTGGGTAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTTTTTCTTGAGTACTGGAGAGGCAG

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATAAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTTGAAACTGGTATGCTTGAGTGACGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTTTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3467;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.4045),o:Erysipelotrichales(0.17

19),f:Erysipelotrichaceae(0.0710),g:Turicibacter(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGGATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGA

GCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTT

GAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGA

AGGCGGCTTTCTGGACTGTAACTGACACTGGGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATACAGCAACGCCGCGTGAGTGGTGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGATGAGGAGGCCACGGCTAACTACGTGCCA

ACAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTAGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG
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GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAAATTAGGAAGAACACCAGTAGCGAAGGCACTTCTCTGGACTGTAA

CTGAAGCTGAGGCTCGAAAGCGTCGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU3471;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Solitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGTAGACGGTTATGCAAGTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTGTAACTCG

AGTGCGGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAAGAGGAACACCAGTTGCGAA

GGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGGGAAGCCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTTGGGTCGTAAAGCTTTGTCCTTGGGGAAGAAAAAATGACGGTACCCAAGGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGGGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCACTGGCGAAAGCGACTCTCTTGACTGT

AACTGACGTTGACGCTCGAAAGCGTGGAGCACACACAGGATTAGATACCCTGGTA 

>OTU3470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTGCAGGGAAGATGAAGAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTATAGGGCGTGTAGGCGGGAAGATA

AGTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGATACTGGTTTTCTTGAGTACTGGAGAGGTAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGCGGAACACCAGTGGCGAAGGCGGTCAACTGGGCAGCG

ACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTCACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3475;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.2184),g:Shuttleworthia(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTTGCAA

GTCTGATGTGAAATATGCCGGCTCAACTGGCAGACTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATGACACAGAACACCGATTGCGAAGGCAGCATACTGGACTGTAAC

TGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3476;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

CCGGAAGGCAGCAGTAGGGAATCTTTTTCCCTGTTCTCCAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTT

TCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTA

AGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTCAATACTGTCGGACTTGAGTGCAGGAGAGGAAAG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGGTGCA

AGTCAGAAGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTACCCCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGGGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.7252),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTATGGGCTCAACTCATAACCTGCATTTGAAACTGTGGTTCTTGAGAGTCGGAGGGGTAATTG
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GAATTCCCGGTGTAGCGGTGTAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

TCTATGGGTCGTAAACTTCTTTTATATAGGAATAAATGTCGGTATGTATACTCGTTTGTATGTACTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACGCGTAAGTCAGTTGTGAAAGTTTGCGGCTCAAACGTAAAATTGCAGTTGATACTGTCAGCCTTGAG

TGCAGTAGAGGTGGGCGGAATACGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTAAGGTGTAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3480;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTACCAGGGAAGAAGAAAGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGA

CAGGTCAGATGTGAAATACCGGGGCTCAACCACGAGGCTGCGTTAGAAACCGTTTTTCTTGAGTATCGGAGGGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGATGTGAAAGGCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTGAATACTGTTGCCGTGGGA

GGAATGAGTAGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCTATTGCGAAGGCATCTCACGAATCCGCAA

TTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3482;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTGGCCTGACCCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGGAATGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACTGTAAAATTGCAGTTGATACTGTCAGTCTTGA
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GTGCAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGAGTAGATATCAGTCAGAACACCGATTGCGAAGG

CGTCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3479;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCTGGGAAGAAAATGACGGTACCTGATTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCA

AGTCTGATGTGAAAACCCGGGGCGCAACCCCGTGACTGCATTGGAAACTGCATGGCTGGAGTGTCGGAGAGGCAGG

CGGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3483;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAAAGCAA

GTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTACTTTGGAAACTGTTTAACTGGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGAATAGATACCCTGGTA 

>OTU3484;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Alphaproteobacteria(0.3483),o:Rickettsiale

s(0.1249),f:Anaplasmataceae(0.0457),g:Ehrlichia(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGTC

CTTTGGTATGTAAAGCTCTTTTAGTGAGGAAGATAATGACGGTACTCACAGAAGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAAGCCCAAGGCTTAACCTTGGAATTGCTTTTAAAACTGCTAAGCTAGAGAGTGAGAGAGGAAAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTGAAAT

CTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3487;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9956),o:Campylob

acterales(0.9889),f:Campylobacteraceae(0.9879),g:Campylobacter(0.9894); 

CCTTTCTTCCTCCTTCTTTCCTCTTTCTCCCTTTTTTCCACCCTGACGCAGCAACGCCGCGTGGAGGATGACACTTTTCGG

AGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCC

GCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAGTCTCT

TGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATGGAATTG
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GTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTCAACTGACGC

TAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3485;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

streptococcaceae(0.0355),g:Clostridium_XI(0.0087); 

AAGGAAGGGAGAAGGGGGGAAGAGGGAAAAAGGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAG

GCCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCTGTCTGGTA

AGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGTTCTCCTAGAGTGCGCAGGAAGTAGGC

GGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCCAGCTTACTGTAGCGCCA

CTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3488;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Prevotellaceae"(0.7428),g:Prevotella(0.6200); 

ACTGTAGGCAGCAGTGAGGAATCTTTTTCCCTTTTCTTCAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCT

ATGGGTTGTAAACTTCATTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGCTACTGGGTGCCTTGAGTG

CAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAG

CTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3486;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATACAAGAATAAAGTGCAGTACGTATAGCGTTTTGCATGTATCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCTGTTGTGAAAGGTCGCGGCTCAACCTTAGAATTGCAGTTGGTACTGTCAGTCTTGA

GTGCGGAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTGTACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3491;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Porphyromonadaceae"(0.9201),g:Parabacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATCTACCTTATGAATAAGG

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCTACCATAGAATTCTCGTTGAAACTGTGGGCCTTGA
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GTATGTTTGAGGCAGGCGGAATGCGTGGTGTACCGGTGAAATGCATAGATATCTCGCAGAACCCCGATTGCGAGGG

CAGCCTGCCATGCCATTACTGACGCTGATGCGCGAAAGCGTGGGGATCAAACAGGATTTGATACCCTGGTA 

>OTU3490;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Eisenbergiella(0.2171); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGGCGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGTCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCGTTAGAAACTGTGTGGCGAGAGTGCTTGAGAGTTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGTCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3489;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCAGGGCTTAACTTGAGTGGTGCATTGGAAACTGGTT

AACTAGGGTGCAGAAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3492;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Gammaproteobacteria(0.7114),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAGTGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCGGCTTGGTAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCA

GGCTTGAGTACCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTG

GCGAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTATGCGTACCCGTTTGCATGTACCTTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCGGGAGGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCGTAAGAGTGCAGTGGATACTGGGTAGCTTG

AGTGTCGGAGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCAATTGCGAAG

GCAGCTTACTGGAGTGTAACTGACGCTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3493;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diales_Incertae_Sedis_XIII(0.3544),g:Mogibacterium(0.1299); 

CCTTCCTTCCTCCTTCTTTCCTCTTTCCCCCTTTTCTCCAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGCCTTCG

GGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCACCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCTAAGC

GTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACGGGACTACTTGAGTGCAGGAGGGGAAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGCGGCGAAGGCGGCTTTCTGGACTGTAACTG

ACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3496;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9733),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGGGAAAGAGGGATGAAGCAAGGCCGAGTGTATGAAGAA

GGCCTTCGGGGTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCAGTGACGGTACCAG

CAGAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGGTGCAAGCGGTAATCGGAATTACTGG

GCGTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGTAACTGCATCTGATACT

GGCAAGCTTGAGTCTCGTAGAGGGGGGTACAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACC

GGTGACGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTATCTAC

CCTGGTA 

>OTU3497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAACAGGGACGAAGTAAGTGACGGTACCTGTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAACCTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTGATTCGTGAGTGTGGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3495;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Gammaproteobacteria(0.9462),o:Aeromon

adales(0.7252),f:Succinivibrionaceae(0.5273),g:Succinivibrio(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAAAAGATGACGTTACCCTCGGAAGGAGCCCCGGCTAGACCCGTG

CCCGCAGCCGCGGGTATACGGAGGGTGCCAACGTTAGTCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTATA
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CAAGTAGGATGTGAAAGCCTGGGGCTCAAGCTCAGAACTGCATTCTAAACTGGGTGACTAGAGTATTGCAGGGGGA

GACGGAATTTCAGGTGTAGCGGTGGAATGCGTAGATATCTGAAAGAACACCAGAGGCGAAGGCAGTCTCCTGGGCA

AATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGTGAAGAAGAAGACGGTACCTGACTAAGAATCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGTGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCTGGGGCTCAACCCCGGGAGTGCATTGGAAACTGATTAGCTAGAGTGCAGGAGAGGGAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACTGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGACGGGGTCGTGACCCCGGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGACAGTTAAGTCAGCGGTCAAAACGGGCGGCTCAACCGCCTGCCGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3500;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1291),g:Coprococcus(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTAAGGGTTGTAAACCTCTTTTTCCGGGGAGCAAAAGCGCCGTGCGCGGTGCTCTGAGAGTACCCGGAGAAAAAGC

ATCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGTAGTATGCGAGCGTTATCCGGATTTCCTGGGTGTAAAGGGA

GCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCACGCGACTGCTTTGGAAACTATGCAGCTGG

AGTATCGGAGAGGCAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATAGTGGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3499;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Bacteroidaceae(0.0099),g:Bacteroides(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGAACTGCGGTTGAAACTGGAAGTCTTG
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AGTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGTAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGACAA

GTCTGAAGTGAAATCCCGGGGCTCAACCCCGGAGCTGCTTTGGAAACTGCCTGACTAGAGTGCAGGAGATGTAAGT

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3505;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTAGGATTGTAAACCTCTGTTTTCGATGACGAACAAATGACGGTAATCGAGTAGGAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGATGGAAGTGTA

AGTCAGTTGTGAAAGCTTGCGGCTCAACCGAAAAATTGCAGTTGAAACTGTATTGCTTGAGTGCAGTAGAGGCAGGC

GGAATTCGTTGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCAATTGCGAAGGCAGCCTGCTAAGCTGCAA

CTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3504;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGACGGA

CCTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGGACTGTAA

GTCAGATGTGAAAACTATGGGCTTAACTCAGGGGCTGCATTTGAAACTGGAGTTCTAGAGTGTCGGAGAGGAGATC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAGAATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTCTGCAA

GTCTGAAGTGAAAGCCCGTGGCTTAACCGCGGAACGGCTTTGGAAACTGTGGAACTGGAGTGCTGGAGAGGCAAGC



5486 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGGAGGCGGCTTGCTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.4224),g:Coprococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

TACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3507;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.4224),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCAGGGTA

AGTGAGATGTGAAAGACCGGGGCTCAACTCGGGGGCTGCATTTGAAACTGGTTTGCTGGAGTGCAGGAGAGGAAG

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3503;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Gemmiger(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGTAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACATGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCT

ACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGCGGAAACTCTGATCCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAACAAGCCCCGGCTAACTACGTGCCA

GAAGCGGCGGTAATATGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGAAACTGCTCGTCTTGAGTATCGGAGAGGCAATCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGATTGCTGGACGGCAA

CTGACGGTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3511;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTTCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGTTTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGAAACTGAAAGCCTTGAG

TAGTGAAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGG

CGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3510;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.6350),g:Pseudoflavonifractor(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGACAATGACGGTACCTGATGAATAAGCCACGGCTACTACGTGCC

AGCATCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACCGGGTGTAAAGGGCGTGTAGGCGGGCTAGCA

AGTCAGATGTGAAAACTATGGGCTCAACCCATAGCATGCATTTGAAACTGGAGTTCGTGAGTGGCGGAGAGGAAAT

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGATGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3512;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAAGAGGGGGAAAGGGGCGAGAGAGGGAAAAAGCAAAGTAGAGTGCAGGAAGACG

GCCCTATGGGTTGGAAACTGCTTTGAGACGAGGATAAAGTGGGACACGGGTGGCTTATTGCAGGTACCGTATGAAT

AAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGGGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGA

CTTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTCGATATGACGAAGAACTCCGATTGC

GAAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTATATACCCTGGTA 

>OTU3513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Pseudoflavonifractor(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAACATAATGACGGTACCTGATGAATAAGCAACGGCTAACTACGTTC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGCCAGATGTGAAATCCACGGGCTCAACTCGCGAGCTGCATTTGAAACTCTGCTTCTTGCGTATCGGAGAGGCAAT
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CGGAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGGTGGTTTTGTAA

GTCTGGAGTGAAACCCCCGTTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGATAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3515;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Roseburia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCATTGGAAACTGTCAAGCTAGAGTGCAGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Flavobacteriia(0.2321),o:"Flavobacteriales"(

0.1015),f:Flavobacteriaceae(0.0355),g:Capnocytophaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGTCGGAAGACTGATCCAGCCATGCCGCGTGAAGGCAGACGGT

CCTATGGATTGTAAACTTCTTTTGTACGAGAGCAATAAGGTGTACGTGTACACCGATGAGAGTATCGTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAAGGTAAGTCAGCGGTGAAACTCAGGTGCTCAACCCCTGCCGTACCGTTGGTACTGTTTTTCTGGA

ATGCGGATGCTGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAGG

CATCTCACAAATCCGTGATTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3518;tax=d:Bacteria(0.8696),p:Firmicutes(0.1310),c:Erysipelotrichia(0.0425),o:Erysipelotrichales(0.02

91),f:Erysipelotrichaceae(0.0073),g:Clostridium_XVIII(0.0035); 

ACGGGAGGCAGCAGTAGGGAGTTTTCGACAATGGGGGCAACCCTGATCGAGCAACGCCGCGTGAGTGATGAATGTC

TTCGGATTGTAAAGCTCTGTTATAAGGGATAAATGGTTAGAGTAGGTAATGGCTCTAATTTGATAGTACCTTATTAGA

AAGCAACGACTAACTACGTGCCAGCAGTCGCGGTAATACGTAGGTTGCAAGCATTATCCGGAATTATTGGGCGTAAA

GAGTGAGCAGGCGGCTTGTTAAGTTTAAAGTCAAATCTATGGGCTCAACCCATATTCGCTTTAAAAACTGGCAGGCTA
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GAGTATGTGAGAGGTAAGTAGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAATACCGGTGGCGAA

GGCGGCTTACCAGCACAATACTGACGCTCAGTTACGAAAGCATAGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU3517;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGCTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCAGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTAGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGGCGGTACTTAATGAATAAACTCCGGCTAACTACGTGCC

AGCAGCCGCCGTAATACGTAGGGCGCAAGCATTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAAACCACGAACTGCATTTGAAACTGGTTTGCTTGAGTGCAGTAGAGGCTGGC

GGAATGCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTGG

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3520;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGAACCACGTGTGCGTTTTTGTATGTACCCTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAGTTTTAAGTGAGAGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCGTGGAAACTGGTAGTCTTGAG

TGAGTTCGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCTAACTAGACCTTAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6350),g:Ruminococcus(0.4351); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCAGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTCAACCCATAAACTGCAGTTGAGACTGTTATTCTTGAGTGGAGTAGAGGCAAGC
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GGAATTCCGAGTGTAGCGGTGAGATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3522;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACAGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3524;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0113),g:Coprobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTCGCGTGCGGGAAGGAGGC

CCTATGGGTTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCTGTTGAGAGTACCAGGGGAATAA

GCACCGGCTATTTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTGTGGGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCGTGGGTACTGTCACGCT

GGAGTGCAGATGCCGCGGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCAGCTGGCGGATGCGTAACTGACGCTAAAGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.5273),g:Intestinimonas(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGCCCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATTCTC

AAGTTGGATGTGAAACCCCTTGGCTAAACTGAGGGCGTGCATTCAAAACTGAGGACCTTGAGTATCAGAGGGGAAA

GTGGAATTCCTGGTGGAGCGGTAAAATGCGTAGAGATCAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGCTGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3525;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.2524),g:Faecalibacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCATGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCCAGC
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GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Dorea(0.1299); 

ACGGAAGGCAGCAGCGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCTCGGTTTACCACGTGCGA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAGCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCAATTGAAACTGCAGGTCTAGAGTGTCGGAGGGGCAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAGCACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3528;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGT

AAAGGGTGCGTAGGTGGTTTAGCAAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACT

AGACTTGAGTGTGGGAGAGAATAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGT

TGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3529;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGATGGACATGACGGTACCGGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGCGGCAGGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCA

GCAAGTCAGAAGTGAAATCCACGGGCTTAACCCATGAGCTGCATTTGAAACTGTAGCCCTAGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3527;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAATTA

TCTCTGTATGTAAAGCTCTATCTGTGGGGAAGTAAATGACGGTACCTGACTAAGATGCTCCGTCTAACTACGCGCCGG

CACCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGAAGTGCATTGGAAACTGTGTATCTGGAGTGTCGGAGGGGTAAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGAAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3530;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XI(0.0710),g:Parvimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGATGAAGTGACTGTACTTAATGAATATGCTCCGTCTAACTACGTGCGA

GCAGGCGCGGTAATACGGAGGGGGCGAGCTTTGTCCGGATTTATTGGGGGTAAAGGGTATGTAGGCGATTTATTAA

GTCAGGTGTGAAAGCGTGAGGCTTAACCTCATTAAGCACTTAAAACTGATAAACTTGAGTGAAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAATACCAGTGGCGAAGGCGACTTTCTGGACTTATAC

TGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3531;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCAGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGCGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGGGGATGCGAGCGTTGTTCGGCTTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGAGAAATTCCGGGGCTCAATTCCGAGGCTGCCCGTGATACTGTAGCGC

TGGAGTGCGGGTGCCGCCGGAGGAATGAGAGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AATGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGCTAGAAAAGGATTAGATACCCTGGTA 

>OTU3532;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGAGCGTGAGATCAACTGTTCACACGGTGACGGTATCTAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTGATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTGAAAGCCTTTGGCTCAACGAGAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGAGATCTGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3533;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9993),c:"Fibrobacteria"(0.9887),o:"Fibrobacterales"

(0.9938),f:"Fibrobacteraceae"(0.9904),g:Fibrobacter(0.9932); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCCCGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCATGAGGGAATAAGGCCTATTTTCGGATAGGATTGAATGTACCTTGAGAGGAAGCA

CCGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGA

GCGTAGGCGGAGATTCAAGCGGATTGTACAATCCCGGGGCCCAACCCCGGCTCTGCAGTCCGAACTGGATCTCTTGG



5493 

 

ATAGTTCAGGGGCAGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAG

GCAGCCTGCTGGGGACTTCATCGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4563),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAACCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATAGCAA

GTCTGATGTGAAAACCCGGGGCTTAACCCCGGGAGTGCATTGGAAACTGTTTATCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3535;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Lachn

ospiraceae(0.9573),g:Pseudobutyrivibrio(0.8124); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTTACAA

GTCTGATGTGAAAGCCCGCAGCTCAACTGCGGTATTGCATTGGAAACTGTAGAACTAGAGTGTAGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3536;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.9987),c:Synergistia(0.9762),o:Synergistales(0.9497),f

:Synergistaceae(0.9294),g:Cloacibacillus(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCGACGCCGCGTGGGTGAAGAAATC

CTTCGGGATGTAAAGCCCTGTTGTGTGGGAAGATAATGACGGTACCACACGAGGAAGCCCCGGCAAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCTGACCGTTA

AGTCTGTCGTCAAAGGCGGAGGCTCAACCTCCGTTCTACGATAGATACTGGCGGCCTAGAGTATGTGAGAGGGAAGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCACACA

ACTGACGCTCATGTGCGAAAGCCAGGGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU3538;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTGATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGATG
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GAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGA

CTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3539;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Alphaproteobacteria(0.4045),o:Rhizobiales

(0.1483),f:Rhizobiales_incertae_sedis(0.0457),g:Amorphus(0.0110); 

ACGGGAGGCAGCAGCTAAGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAACTCTTTTAATGGGGAAGATGATGACGGTACCCATAGAATAAGCACCGGCTAACTTCGTGCCAGC

AGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGTTTTACTGGGCGTAAAGCGTGTGTAGGCGGATTGGTAAGT

TAGATGTGAAAGCCCGGAGCTCAACTCCGGAATTGCATTTAAAACTATCAGTCTAGAGGATAATAGAGGATAACGGA

ACTCCGAGTGTAGAGGTGGAATTCTTAGATATTCGGAAGAACATCAGTGGCGAAAGCGGTTATCTAGATTATTACTG

ACGCTGAGATACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3537;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTCGAGAATCTTCCGCAATGCGCGAAAGCGTGACGGAGCGATGCCGCGTGCCGGATGAAGGT

CTTCGGATCGTAAACGGCTGTCACCCGGGACGAATAAATGACGGTACCGGGGAAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAGACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1679),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGC

AAGTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGC

AACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3544;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Gillisia(0.0000); 

GGCTTAATTTGACTCAACACGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTATTTCCGTTAACGAACGAGACC

CCTGCCTGCTAAATAGGTTGTCTAGTGAGTTTTCACTGGATGAATCTTCTTAGAGGGACGTGCGTTCTATTAGACGCA

GGAAGATAGGGGCAATAACAGGTCTGTGATGCCC 
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>OTU3543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGACTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGGTGGGGATAACCTTCGGGACGTGTCCCGATCTGTGTGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGCGTTTAAGTCAGGTGTGAAATACGGCGGCTCAACCGTAGGAAGGCAGTTGAAAACGGGAGGCT

TTAGGTGACACAGGGATGCGGGAATTCATTGTGGAGGGGGGAAAAGGCCTGGTTACATGAAGAACCCCCGACGGC

AAGGCCGGCAGACGGGGTGTTTCTTGAGGTGAGGGTTCGAAGGGGCGGGTACAAACAGGGTTAGATACCCTGGTA 

>OTU3541;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9997),c:Flavobacteriia(0.9871),o:"Flavobacteriales"(

0.9940),f:Flavobacteriaceae(0.9895),g:Chryseobacterium(0.9686); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGAT

CTGTAAGTCAGTGGTGAAATCTCACAGCTTAACTGTGAAACTGCCATTGATACTGCAGGTCTTGAGTGTTGTTGAAGT

AGCTGGAATAAGTAGTGTAGCGGTGAAATGCATAGATATTACTTAGAACACCAATTGCGAAGGCAGGTTACTAAGCA

ACAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

CTAACTCGTTTTTGGGTTTTCGGATTCAGAGACTAAGCGAAAGTGATAAGTTAGCCACCTGGGGAGTACGTTCGCAA

GAATGAAACTCAAAGGAATTGACGGGG 

>OTU3542;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Deltaproteobacteria(0.4812),o:Desulfovibr

ionales(0.2359),f:Desulfovibrionaceae(0.0904),g:Desulfovibrio(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGACTTGA

ATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAG

GCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3547;tax=d:Bacteria(0.0014),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Glycomycetaceae(0.0000),g:Glycomyces(0.0000); 

CCGCGTGCAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGCAGTTTATGATTGCTGAGGGTCAGTGG

TATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGGAACCGCCTTCTGG

TGATTTTCAAGAACGCGTACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTTCAGTTGTTGCAGTGGAAT

AGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCACTCGCGATTCAATCATGACGTCGGGATAAAAG

ATTGAGTGTGAGGTTAGAACGGCGAAGCGGTAAAAATTTTAATTTTTGACGCGGAGGGGGTGAACAAGCGAAGCGC

GGTAGGTGGTCTGCTGAGGAGTTTAAT 
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>OTU3545;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGACGGAAGAAGGC

CCTCGGGTTGTCAACTTCCGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGCAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACTTCGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCTGC

AAGTCAGATGTGACAACTATGGGCGCAACTCAGAGCATGCATTTGAAACTGTGGATCTTGAGTGTCGGAGAGGTAAA

TGGAATTCCCGGTGTAGAGGGGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTGACTGGACGA

GTACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3548;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Porphyromonadaceae"(0.6709),g:Parabacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTCGTAAACTTCTTTTATACGGGAATAAAGTGAGTCACGAGTGATTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTTCTTAAGTCAGCGGTGAAAGTTTGTGGCTTAACCATAAAATTGCCATTGCTACTGGGAGGTTTGAGT

TTGTTTGAGGTAGGCGGAATGCGTGGTGTAACGGTGAAATGCATAGATATCACGTAGAACTCCGATTGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGTGTGTAAGCGTGACGTCAAATACAGCCGCTCAACGGTTGTCCGCGTCGCGAACTGCATGCCTTGAG

TACGCTGCAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCCGCTGTTGCGTCACTGACGCTGAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3549;tax=d:Bacteria(0.0058),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquific

aceae(0.0000),g:Thermocrinis(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGATAACGAACGAGACC

TCAGCCTGCTAACTAGCTACGCGGAGGTTCCCCTTCACGGCCAGCTTCTTAGAGGGACTATGGCCGTTTAGGCCATGG

AAGTTTGAGGCAATAACAGGTCTGGGATGCCC 

>OTU3551;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XIII(0.0710),g:Anaerovorax(0.0157); 



5497 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTATGGGACGAAACAAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGCCATG

TAAGTTAGGTGTGAAAGACCGGGGTTTAACCCCGGGGCGGCACTTAGAACTGTGTGGCTTGAGTACAGGAGAGGGA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGAATAAAGTCGGGTATGGATACACGTTTGCATGTACTTTATGAATCAGG

AACGGCTAACTCCGCGCCAGAAGCCGCGGTAATCCGGATGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATCGCAGTTGGAACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGTTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTAGTA 

>OTU3550;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTT

GAGTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3553;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1485),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTGGCAA

GTCCGATGTGAAAACCCGCGGCTCAACTGCGGGATTGCATTGGAAACTGTTAGACTTGAGTACTGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAACCCTGGTA 

>OTU3556;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 



5498 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGATGGATGTTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCATAGAATTGCAGTTGATACTGGGAGCCTTGA

GTATGTTAGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGGGTGTGACTGACGCTGATGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3554;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGCCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAACGAGCCGTACGCGTCCCGTATTGAGAGTACCTGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCAAAGTCAGCGGTAAAAGCTCCGGGTTCAAGCCGGTGTCGCCGTTGATACTGCCGTGCTGG

AGTACGGGCGAGGAAGGCGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATGACCCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGAGTTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAGTGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGCATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGCAGAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGCAA

GTCAGATGTGAAAGGCGGGGGCTTAACCACCGGATTGCATTTGAAACTGCAGATCTTGAGTACCGGAAGGGCGGAT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCGGTGGCGAGAGCGGTCTGCTGGACGGT

AACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3557;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.4045),o:Desulfovibr

ionales(0.1719),f:Desulfovibrionaceae(0.0710),g:Desulfovibrio(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGCTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTA

AAGGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCATTTGAAACTGTATC

TCTTGAGTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGG

CGACGGCGATCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3558;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0230); 



5499 

 

CCTTCCGGCAGCAGTTCTTCCTCTTTTTCCATTTTCTCTAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGCCCTA

AGGGTTGTAAACCTCTTTTGCCGGGGAGCAAAAGCGCCGTGCGCGGTGCTATGAGAGTACCCGGAGAAAAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCG

TAGGCGGACAGTTAAGTCAGCGGTCAAAACGGGCGGCTCAACCGCCTGCCGCCGTTGAAACTGGCAGTCTAGAGTG

GGCGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATTGCGCGGAACTCCGATTGCGAAGGCA

GCGTACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3560;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGAATTTCTTGAGTGCTGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTCGCGAAGGCGGCTTACTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTTGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU3559;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Deltaproteobacteria(0.5195),o:Desulfovibr

ionales(0.2679),f:Desulfovibrionaceae(0.1291),g:Desulfovibrio(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGTGTA

AAGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTA

TTCTTGAGTGGAGTAGAGGCAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTG

GCGAAGGCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3562;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGACCCAGCCAAGTCGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATATGGGCATATAGTATTCCACGCGTGGGATTTTGTATGTACCATATTACTAAGGA

TCGGCTAACTCCTTGCCAGCATCCGCGGTAATACGGAGGATCCGTGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGAAACTGGAAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGACGGCAACTGACAGTGATGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3561;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 



5500 

 

ACGGGAGGCAGCAGTGGGGGATATTGTACAATGGGCGAAACCCTGATCCAGCGACGTCGCGTGGCGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGTCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGTAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCAGCTTACTAGTCTGTAA

CTGACGTTGGGGCTCGAAAGCGAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.7068),g:Oscillibacter(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGGTACCTGTCGGATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGA

AAGTCAGATGTGAAATCCACGGGCGTAACTCGTGTACTGCATTTGAAACTGTTTTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGACA

ACTGACGGCGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3564;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3884),g:Hydrogenoanaerobacterium(0.0423); 

ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGCGCAAGCCCGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTATGGGACGAAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGT

AAGTCTGTTGTGAAATCTATCGGCTCAACCGATAGCTGCTGCAGAAACTGCCATTCTTGAGTGGAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3566;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCAAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGATTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTTGAG

TTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGAGGGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3565;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 



5501 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTGAAGTCAGATGGGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAGACTGGC

AAGGTGGAGTCTCGTAGAGGGGGGTAGAATTCCAGGGGTAGAGGGGAAATGCGGAGAGATCTGGAGGAATACCG

GTGGAGAAGGCGGCCCCCTGGCCGAAGACTGACGCTAAGGTGAGAAAGCGGGGGGAGAAAACAGGATTAGATACC

CTGTA 

>OTU3567;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGACGAGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTGTGATATCCGGCGTCTCAACCGTCGTACTGCCGTTGCAACTGGAATTCTTGAG

TTCTCACAGTGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCTCGAAGGCA

GGCATCCGTGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3569;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Cryomorphaceae(0.0000),g:Wandonia(0.0000); 

TCGGTGCACCGCCCATCACCAAAGATGGTGTTTCCGTTGCTCGTGAAATCGAACTGGAAGACAAGTTCGAAAACATG

GGTGCGCAGATGGTGAAAGAAGTTGCCTCTAAAGCGAACGACGCTGCAGGCGACGGTACCACCACTGCAACTGTAC

TGGCTCAGGCTATCATCACTGAGGGTCTGAAAGCTGTTGCTGCGGGCATGAACCCGATGGACCTGAAACGTGGTATC

GACAAAGCCGTTACCGCTGCAGTTGAAGAACTGAAAGCGCTGTCCGTACCGTGCTCTGACTCTAAAGCGATTGCTCA

GGTTGGTACCATCTCCGCTAACTCCGACGAAACCGTAGGTAAACTGATCGCTGAAGCGATGGACAAAGTCGGTAAAG

AAGGCGTTATCACCGTTGAAGACGGTACCGGGCTGCAGGACGAACTGGACGTGGTTGAAGGTA 

>OTU3568;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1485),g:Mogibacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGAGTGCGTAGGTGGTTACC

TAAGCAGGGGGTGAAAGGCACTGGCTTAACCAATGTCAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),g:Natra

naerovirga(0.0423); 



5502 

 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTGTGGGAAGATAATGACGGTACCACAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTAGACAA

GTCAGGTGTGAAATACCGCAGCTCAACTGCGGGGCTGCACTTGAAACTGTAGAGCTTGAGTGATGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3572;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGAATGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGATTGCATGTACTTTATGAATAAGGA

TCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTGGAG

TGCAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAGTTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3571;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.2321),o:"Flavobacteriales"(

0.1015),f:Flavobacteriaceae(0.0355),g:Mesonia(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGCCC

CTTTGGCCGTAAACCTTTTTAGACGCCGAGCAATAAGGGCCACGTGTGGGTCGATGAAAGGATGCGTAGGATAAGCA

TCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGG

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3574;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCGGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATTCATACCCGTTTGCATGTACTTTATGATTAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGGTGTGAAAGTTTGCGGCTCAACCGTAAAATTGAAGTTGATACTGGATATCTGGAG

TGCAGTTGAGGCAGGGGGAATTCGTGGGGTAGGGGTGAAATGATAAGATATCACGAAGAAATCAGATTGCGAAGG

CAGAGAGATAAGCTGAAAAGGACATTGAGGATAGAAAGTGGGGGGATAAAACAGGATTAGAAACCCTGGA 

>OTU3575;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 



5503 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTATTCTACGCGTGGGTTTTTGTATGTACCATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGTTGGTTTTTAAGCCGGTTGTGAAAGGTAGCGGCTCAACCGGTAACTTGCAGCGCATACTGTCGGTCTTGAG

TAAGTAAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCACACTAGTCTGCAACTGACACTAATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3573;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Cohnella(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGG

GTTTCGGCTCGTAAACCTCTGTACTTTGGGACGAAGGAAGTGACGGTACCCTCAGAATAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGTGCGTAGGTGGCTT

AGTAAGTCTGTAGCGAAATTCCTGCTCTCAAGGTGGGAACTGCTATGGAAACTGATGGGCTTGAGTGCAGGAGAGG

TGAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGTTCTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3576;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAATCGTGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACCGAAGAACCGAGCCTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTCAGTGGTGAAAGTTTGGGGCTTAACCGTAAAATTGCAGTTGATACTGGATAGCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCATGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTACCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACTTAGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3578;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3204),g:Gemmiger(0.0423); 



5504 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGCTGCAGCGACACCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAATCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3579;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACTGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGCATAAGCCACGGCTAACTACTTGCC

AGCAGCCGCGGTAATACGTAGGTGGTCAGCGTTGTCCGGATTTACTGGGTGTAACGGGCGTGTAGGCGGTGGTGCA

AGTCAGAAGTGAAATCCACGGGCCTAACCCGTGAACTGCTATTGAAACTGTATCGCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3581;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGGTGGTAAACTGTGTTTATAAGGGAATGAAGTGAGTCTCGTGAGACTTTGTGCATGTACCTTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTTTAAAGGG

AGCGCAGGCGGGCTTGTAAGTCAGTTGTGAAATATGTCGGCTCAACCGTCGGACTGCAGTTGAAACTGTAAGTCTTG

AGTGCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGGCAGCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3580;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Betaproteobacteria(0.5195),o:Burkholderi

ales(0.2039),f:Comamonadaceae(0.0904),g:Schlegelella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATTTTGGAAAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAGGCC

TTCGGGTTGTAAACCGCTTTTGTCAAGGACGGAAAGTCGGATTTGAACAAAATTCGGTGCTGACGGTACCCGGAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGGAATAAGTAGGGGGCAAGCGGTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTG

ACTGGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGGCAAAACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 



5505 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACACTGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGGAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTGA

GTCGGAGGTGAAAGGCTACGGCTCAACCGTAGTGAGCCTTTGAAACTGGGAAACTTGAGGGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3583;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0457),g:Blautia(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGATAATGACGGTACCATAGTAGGAAGCCACGACTAACTACGTGCCAG

CAGTCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTGCGTAGGCGGGACGTAAAG

TCAGATGTGAAAGGCATGAGCTCAACCTGTGGACTGCATTGGAAACTGTCGTGCTAGAGTGTCGGAGGGGTAAGTG

GAATTCCGAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATCCCTGGTA 

>OTU3584;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3884),g:Lachnospiracea_incertae_sedis(0.0712); 

ACGGGGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAATGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGCTGCAAG

TCGGAAGTGAAATCTATGGGCTTAACCCATAAACTGCTTTTGAAACTGTAGCTCTTGAGTATCGGAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3585;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2184),g:Ruminococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3586;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0066); 



5506 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGAATTGTATGTACCATCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAA

GGGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAAGCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTGTTG

CTTGAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTTTAAACCTCTTTTACAAGGGAATAAAGGACGCCATGCGTGGCGTTTTGAATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTAAAGTCAGCGGTGAAAGTCATGGGCTGAACCAATAAATTGCAGTTGAAACTGGCGAGCTTG

AGTGCGTACGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCGGAACCCCAGTGGCGAA

GGCAGCCTGCCGGGCCGTGACTGACACTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3587;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGGTTGGAAACTTCTTTTCTTTGTGAAGAAACAGATGACGGTAGCAAAGGAATAAGCATCGTCTAACTACGTGC

CAGCAGCCGCGGTAATACGTGAGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGAGCAGGCGGGACTAC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCTAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCATAGATATTCCGAGGAACACCAGTAGCGAAGGCAGCTTTCTAAACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAGGGG

TGCGTAGGCGGACAGTTAAGTCAGCGGTCAAAACGGGCGGCTCAACCGCCTGCCGCCGGAACTGGCGAGCTTGAGT

GGAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGGC

AGCGTACTATCCCCCGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3589;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 



5507 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTCTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGCGCACGTAGGCTGTTATGTAA

GTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCTCTTGATACTGCACGACTCGAATCCGGGAGAGGGTGGC

GGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3591;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGCGGTCGAGACCGCAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTTTGTGGCTGAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATTGCGCAGAACTCCGATTGCGAAGG

CAGCGTACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3592;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTAAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGCTTTCTGGACTGT

TACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9387),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATTACTTCC

CTCTGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCTGATGTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTGGTGAAATGTCGGGGCTCAACCTGGGCATTGAAGCGCGAACTGTGAGCATTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGATTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACGGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACACGGGTA 

>OTU3595;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 



5508 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGATACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAATTACTGGGCGTAAAGG

GTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTG

AGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3593;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Alphaproteobacteria(0.8755),o:Rhodospiril

lales(0.6138),f:Rhodospirillaceae(0.4224),g:Skermanella(0.0712); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAGTTACTGGGCGTAAAGGGTGCGTAGGCGGC

CTGGTCAGTCTGGTGTGAAAGCCCGGGGCTCAACCCCGGAATTGCACTGGAGACGGCCAAGCTTGAGTGTGGGAGA

GGATGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCATCTG

GACCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGAGTGCTAGACGTCGGGGCCCTTAGGCCTTCGGTGTCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACG

GCCGCAAGGTTAAAACTCAAATGAATTGGCGGGG 

>OTU3596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGC

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3598;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0230); 

CCTTTCTTCAGCAGTTCTGCCTCTTTTTCCCTGTCCTTCAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTC

CGGGTTGTAAACTGCTTTTAGATGGGAATAAAGTGCGGGACGCGTCCCGTTTTGTATGTACCATCAGAAAAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

CAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGATACTGGAAGCCTTGAGTT

CGCACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGCAG

GCATCCGGGGCGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.36

39),f:Erysipelotrichaceae(0.1872),g:Turicibacter(0.0519); 



5509 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATTATTGGGCGTAAA

GAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAA

CTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCGGTGG

CGAAGGCGGCTTTCTGGACAGTAACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3599;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4224),g:Dorea(0.1299); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTGGTTGCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTCTTTCG

GTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGCAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCATAGACGGCATGGCAAGCCAG

ATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTTGAAACTGCTGAGCTAGAGTGTAGGAGAGGCAAGTGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGTAACTGA

CGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3601;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACAGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGCTTTTAAATCCTTCGTCTCAACCGTCGTCCTTCAGTTGATACTCTTGTCCTTGA

ATGCGCTCACATGCCTTTGAATTCATAGTGTAGCGTTGAAATGCTCAGATATCATTAAGAACTCCTATCGCGAAGGCA

GATTCCCAGAGCGCAACTGACGCTGAGTCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAAGAGGGGGGAAGGGGGGAAAGAGGGACCCAGCAACGCCGCGTGAAGGAAGAAG

GCTTTCGGGTTGTAAACTTCTTTTACCTGGGACGAAGGAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGG

TGCAAGTCAGAAGTGAAATCCACGTGCTTATCTCGTGAACTGCTTTTGAAACTGTACCCCTTGAGTATCGGATAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3544),g:Parasporobacterium(0.0712); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGATAA

GTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGAAACTGTTTTTCTTGAGTACTGGAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9856),o:Bacillales(0.9843),f:Planococcac

eae(0.9294),g:Bhargavaea(0.9686); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGCGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTTGTAAGGGAAGAACAAGCACCGGTTAACTGCCGGTGCCCTGACGGTACCTTACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATCATTGGGCGTA

AAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGA

GACTTGAGTGCAGAAGAGGAAAGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3604;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1098),g:Lachnospiracea_incertae_sedis(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCACGGCTAACTACGTGCC

AGAAGCCGCGGTAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGAAAGCCCGGGGCTCCACCCCGGCACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAA

GTTGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU3607;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGG

TCTATGGCTTGTAAACTTCTTTTATCAGGGGAGAAAGAGTATGACGAGTCACATGTTGCCGGTACTCTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGTCTTATAAGTCTGTTGTGAAAGTTCGCGGCTCAACCGTGACATTGCAGTTGATACTGGCATTCTTGAG

TGCGGTTGAAGTATGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTGTGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGACACCCTGGTA 

>OTU3605;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Negativicutes(0.7881),o:Selenomonadales(0.502

3),f:Veillonellaceae(0.3204),g:Mitsuokella(0.0808); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGAGCGCAGGCGGGAAGGTA

AGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTATCTTTCTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3606;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGC

AAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU3608;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Deltaproteobacteria(0.6346),o:Desulfovibr

ionales(0.3639),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0519); 

ACGGAAGGCAGCGGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGGGTGCGTAGGCGGTCTTTTAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCCAATACTGGGAG

ACTAGAGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3610;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGACCTTAAGTCAGTTGTGAAATCCGGCGGCCCAACCGTCGGCCTGCAGTTGATACTGGGGTTCTTG

AGTTCGGACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCGAGAGCGCTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3611;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 



5512 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTGGCTTACGTGTAGGCCATTGCATGTACTTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCGTTTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGCGGAATTGCAGTTGAAAATGGACGCCTTGA

GTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCCAAGCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3612;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Eisenbergiella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAAGACA

AGTCTGAAGTGAAATACCAGTGCTGAACACCGGGACGGCCTCTAATACTTTGGAGCTAGAGAGTAGTGGCGGTAGG

CGGAATGGCTAGTGTAGCGGTGAAATGCATAGAGATCATACGGAACACCGATTGCGAAGGCAGCTTACCAAACTATA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU3609;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0457),g:Blautia(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGGGAATAAATATGGGGTCGTGACCCCAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGA

GTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0615); 

AGGGAAGGAAGAAGGGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCA

GCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTGCTTCTTGAGTACTGGAGAGGCA

GGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

AGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU3614;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Lachnospiracea_incertae_sedis(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGATAGT

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3617;tax=d:Bacteria(0.0076),p:Firmicutes(0.0032),c:Bacilli(0.0011),o:Lactobacillales(0.0010),f:Leucon

ostocaceae(0.0000),g:Fructobacillus(0.0000); 

GGCTTAATTTGACTCAACACGGGAAAACTTACCAGGTCCAGACATAGTAAGGATTAGCAGATTGAAGATCTTTCTTGA

TTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACCT

CGACCTGCTAAATAGGTTCTGTATCCTTTCGGATGCACGGAGCTTCTTAGAGGGGCTATCGGATTCAAGCCGGTGGA

AGTGCGAGGCAATAACAGGTCTGTGATGCCC 

>OTU3616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCCCTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTTCGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGGGGCTCAACCGGGGTCGTGCAGTTGAAACTGGTTGTCTTG

AGTGCGGACGAGGAGGGGGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACTCCGATTGCGAA

GGCAGCCGTCCGGAGCGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2184),g:Blautia(0.0615); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTGAACTCCTGGACTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3618;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTTTTAAGGACGAAGAAGTGACGGTATTTAATGAATAAGCTCTGGCTAACTACGTGCC

AGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC
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AAGTCAGATGTGAAATCCACGGGCTCAACACCTGAACTGCATTTGAAACTGCTCTTCTTGAGTATGGGAGAAGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3619;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTTTAAAGTTCTTTTATTAAGGACGTAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACTTGCCA

GCAGCCGCGGTCATACGTAGGGCGCCAGTGTTGTCCGGATTTACTGGGTGTAAGGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTCTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGATGTAGCGGTGAAATGCGTAGAGATGGGGAGGAACACCAGGGGCGAAGGCGGCCTGCTAGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3620;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATATGGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTCGGCGGACCGTTAAGTCAGTCGTGAAAAGCCACCGCTCAACGCGGGACGTGCACTGGAAACTGAGGGACTTG

AGTGCGGTTGACGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAG

GCAGCCTACGGGGCCGTAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3622;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Blautia(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGAAGACTTG

CTTCGGCATGTTAACTTCTATCAGCAGGGAAGAAGACGACGGTACCTGACTAAGAAGCCCCGTCTAACTACGTGCCA

GACGCCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAAAAGCA

AGTCCGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTTTTTCTGGAGTACTGGAGAGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGTGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCTTACTGGACAGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3621;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGCTCTTTTTTTAAGGACGTAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTACC

AGCAGCTGCTGTAATGCGTAGGGCGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAGATCCGGGGGCTTAACCCACGAACTGCATTGGAAACTGGTTTGCTTGAGTGAGTTCGAGGCAGGC
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GGAATTCCCGGTGTAGCGGTGAAATGCTTAGATATAGCGAAGAACACCGGTGGCGAAGGCAGCCTGCAGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATAGCGCAATGGGGGCAAACCTGCCGCCGCAACGCCGCGTGAACGATGAAGGT

CTTCGGTTTGTACAGTTCTTTTATTAAGGACGAAGAGGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTGTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGGGGCGAAGGCGGCCTGATGGGCTT

TAAATGACGCGGAGGCACGAAAGAGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU3625;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_III(0.0000),g:Tepidanaerobacter(0.0000); 

GGCTTAATTTGACTCAACACGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGTTAACGAACGGGACC

TCAGCCTGCTAACTAGCTACGCGGAGGTTCCCCTTCGCGGCCAGCTTCTTAGAGGGACTATGGCCTCCCAGGCCATGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU3624;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAGCTGAATGTCTAGAGTGCAGGAGAGGAGAAG

GTAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGTCGAAGGCGCTTTTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3626;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGGAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGTTACCTCCGTGCCAGCAGCCGCGGTAATCCGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTGTGTGGTGAAATTCCGGGGCTCAACGCCGGAGCTGCCGTGGATACTGGCGCGC

TGGAGTGCGGAGGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU3627;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCGGTTCTTCAA

GTCAGTTGTGAAAACGCGGGGCTTAACCTCGCGTCTGCAGTTGATACTGTTGAACTTGAGTGCACACAGGGATGTTG

GAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGCAGCCTGCTGGACTGTCAC

TGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3629;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Eubac

teriaceae(0.9201),g:Eubacterium(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAATACCGCGTGAGCGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAGAAGTGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTTTGT

AAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACGTGCATTTGAAACTGCAAGACTTGAGTACTGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACAG

ATACTGGCGCTAGGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3628;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1707),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Mucilaginibacter(0.0043); 

ACGGAAGGCAGCAGTAAGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTAGGGTTGTAAAGTTCTGCTCTGTGGGAAGAAGAAGTGACGGTACCACAGGAGAAAGCCCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTTTGTT

AAGTGTGTGGTGAAAGCGTGCGGCTCAACCGTACCAAGCCATGAAAACTGGCGAACTTGAGTGCAAACGAGGTAGG

CGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGGCAGCTTACCAGCATGCA

ACTGACACTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3630;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

GGCTTAATTTGACTCAACGCGGGGACACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGATAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TTAACCTGCTAAATAGTTACATCTAACCCAGGTTAGGTGGGCAACTTCTTAGAGGGACTTTGCGTGTCTAACGCAAGG

AAGTGTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU3631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4351); 
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ACGGGAGGCAGCAGTGGGGAATATTCCACAATGGGCGCAAGCCTGGTGGAGCAACACCGCGTGGGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAACGTGCGTGAGAGTAACTGTTCACACAGTGACGGTATCCAACCA

GCAGGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGAGGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCCTCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTTGAACTCCATTTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGCACAGGATTAGATACCCTGG

TA 

>OTU3633;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCGGGATGAAGGC

CCTATGGGTTGTAAACCGCTTTTTCAGGGGGATAAAGTGAGTGACGTGTCATTCATTGCAGGTACCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCACAGGCCGGCTGTCAAGCGTGTTGTGAAATGTAGGGGCTCAACCTCTGACTTGCAGCGCGAACTGACGGTCTTG

AGTACGCACAACGTTGGCGGAATTTGTCGTGTAGCGGTGAAGTGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGAGCGCCACTGACGCTTAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3632;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.7787),g:Clostridium_XlVa(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGAAGATGACGGTATCCGACTAAGAAGCCCCGGCTCACTATGTGTCA

GCAGCCGCGGTAATATGCAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCGGGAACTGCATTTGAAACTGCGTGGCTGGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3637;tax=d:Archaea(0.0058),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassil

iicoccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACACGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

CCAGCCTGCTAAATAGTTACACGTAACTTCGGTTACGTGGGCAACTTCTTAGAGGGACTTTGCGTGTCTAACGCAAGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU3634;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Negativicutes(0.9038),o:Selenomonadales(0.799

5),f:Veillonellaceae(0.5991),g:Selenomonas(0.0904); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCGAAGGGGACGAACGTAGTGCTTATCAACAACGAGCGCTAATGACGGTACCTTTCA



5518 

 

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATCATTGGGCG

TAAAGGGAGCGCAGGCGGGAGATCAGGTCTTGCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGCAAGAAACCGGT

CTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU3635;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTGACGGTAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACAGCCCTAT

GGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCAACGTGTGGCATATTGCAGGTACCCTATGAATAAGGACCG

GCGAATTCAGTGCCAGCAGCCGCGGTAATACGGAAAGTCCGGGCGTTATCCTGATTTATTGGGTTTAAAGGGAGCGT

AGGCCGTCTTATAAGCTTGTTGTGAAATGTCGGGGCTCAACCTGGGCAGTGCAGGGCGAACTGTGAGCCTTGAGTGC

GCAGGAAGTAGGCGGAATTCGTCTTGTAGCGGTGAAATGCTCAGATATGACGAAGAACTCCGATTGCGAAGGCAGC

CTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3636;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTAAACCGCTTTTGCATGGGGGCAATAAGCGCGTCGCGCACATCCGTTTAGAGTACCTGGGGAATAA

GCATCGGCTAACTCCGTGCCAGCACCCGCGTTAATACGAGGGATGCGAGGTTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAATGCCGGGGCTCAACTTCGGGGCTGCAGTTGATACTGTCGCGCTT

GAGTGCGGATGACGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACACCGATTGCGA

AGGCAGCTGGCGGATGCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU3638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGAAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGATC

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCCAGCTAGAGTGCAGGAGAGGTAAG

TGTAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3639;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1485),g:Butyricimonas(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGGATAATAAGGGTGACGAGTCATTGGTTGCCAGTACTTGACGAATAAGC
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ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGCAGGCGGTCCGTCAAGTCAGAGGTGAAATGTCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGG

AGTGCAGATGCCGCCAGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAAG

GCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGAC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGACCTGCATTTGAAACTGTTTTGCTTGTGTGAAGTAGAGGCAGG

CGTCATTCCCTGTTTAGCGTTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGTCCTGCTGGGCTTTA

GCTGACGCTTAGGCACGAGAGCGTGGGTAGCCCACAGGATTAGATACCCTGGTA 

>OTU3641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGAA

TTTCGGTAAGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTAGCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GAAGCCGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGTAGTGTCTGAGATGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCAGTGTCGAAGGCGGCCTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACATATGACGGCAACCGAGTAGGAAGCCACGGCTAACCATGCGC

CAGCCGGCGCGGTTACACGTAGGTGGCACGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCCTGAACTGCAGTTGAAACTGTTATTCTAGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTAT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACGTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGAGGTAATACGTAGGGGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG
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CAAGTCAGATGTGAAATCCACGGGCTCAACACGTGAACTGCATTTGGAACTACTCTTCTTGAGTATCTGCGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTTGCGAGGGCGGATTGCCGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3644;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Mucilaginibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGTCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGACTAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCAGTAATACGGGGGTTTCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGAGGTGACATTCCGGGGCTCAACGCCGGGGCTGCCCTTGATACGGACGCGCT

GGAGGGCGGATGCCGCCGGAGGAATGAGTGTTGTAGCGGTGAAACGCTTAGATATCACTCAGAACACCGAGTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3646;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_I

I(0.0000),g:GpIIa(0.0000); 

GGCTTACTTTGCCTCAACGCGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TTAACCTACTAACTGGCCGCCTGAGTGGCAACGTTCAGGACGAAGGCCTCTTAGAGGGACGATCCGCGACTAGCGGA

TGGAAGGATAAGGCAATAACAGGTCTGTGATGCCC 

>OTU3647;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

GGCTTAATTTGACTCAACACGGGAAAACTTACCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

GCTGCCTGCTAAATAGTTGGATGAGTGTTTTGACACTGATTGCAGCTTCTTAGAGGGACATGGATTTTCAAAATCCAG

GAAGATAGCGGCAATAACAGGTCTGTGATGCCC 

>OTU3645;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGGGGGGAATATTGGGCAATGGGCGCAAACCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGCATAAGCCACGGCTAACTACGTG

CCATCAGCCGCCGTAATAAGTAGGTGGCGGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCTGGTAGG

CAAGTCAGATGTGAAATCTCCGGGCTAAACCCGGAAACTGCATTTGAAACTGTCTATCTGGAGTATCGGAGAGGCCA

GCGGAATGCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTTGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3649;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 
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ACGGAAGGCAGCAGGGAGGAATATTGGTCAATGGGCGAGAGACTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGAAGTTTGCAAGTACCGTAAGAAAAAG

GATCGGCTAATACCGTGCCAGCAGCCGCGGTAATAAGGAAGATCCGAGCGTTATCCGGATTTATTGGGCTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTTGTGAAATTTTGCGGCTCAACCTTAAAATTGCAGTTGAAACTGTTTGTCTTGA

GTTCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCATCCGGGTTGCCACTGCCGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU3650;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0066); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGCGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGAAAGAAAAAAATGACGGTATCACAGGAGCAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGCGAT

TTAAGTGAAATGTGAAAGCCCGGGGCTTAACTCAGGAATTGCATTTCATACTGGATTACTGGAGTGCAGGAGGGGTA

AGCGAAATTCCTAGTATAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAAGCGGCTTACTGGACC

GTAACGGAATCTGTGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3651;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Butyrivibrio(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGAAGAAAGGCCGCGAAAGCGGAGATGACGGTACCTGACTAAGAAGCCC

CGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGCAGACGGTCGCGCAAGTCTGACGTGAAACCCCACGGCTCAACTGTGGGCTTGCTTTGGAAACTGTGAGACTAGAG

TGCCGGAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACATCGGTGGCGAAGG

CGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3648;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Betaproteobacteria(0.9726),o:Burkholderi

ales(0.8955),f:Sutterellaceae(0.8146),g:Sutterella(0.7162); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGGGATGAAGGC

CTTCGGGTTGTAAACCACTTTTGTCAGGGACGAAAATGATCAGGCTAATACCTTGAACTGCTGACGGTACCTGAAGAA

TAAGCACCGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCAGGGCTTAACCTTGGAATTGCATTTGTGACTGGAGGA

CTCGAGTGTGGGAGAGGGAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGATGGC

GAAGGCAGCCCGCTGGGACATGACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3652;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.363

9),f:Spirochaetaceae(0.1872),g:Treponema(0.0134); 
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ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGGCGAAAGCCTGACGGAGCGACGCCGCGTGGACGATGGAGGC

CGGAAGGTTGTAAAGTCCTCTGGCGCCTGAGGAAAAACCGCCGCAGGGAATGGCGGCGGGATGACTGTAGGGCGA

GAACAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGC

GTAAAGGGCGCGTAGGCGGCCTTACAAGCGGGGTGTGAAAGGCGGGGGCCCAACCCCCGGACTGCGTCCCGAACT

GCAGGGCTAGAGTCGCCGTGGCGCCGGGGGAATTCCGGGTGTAGGGGTGAAATCTGTAGATATACGGAAGAACAC

CGGTGGCGAAGGCGTCCGGCGAGCGGACGACTGACGCTGAGGCGCGAAGGTGCGGGGAGCGAACAGGATTAGAT

ACCCTGGTA 

>OTU3653;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGACCCAGCCAAGCCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTGGGGCACGTGTGCCTTGTTGTATGTACCGAATGAATAAGA

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGCTTAAGTCGGTGGTGAAATGCTGCGGCTCAACCGTGGAACTGCCGTTGATACTGGGGGTCTTG

AATAGCGGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAGACTGTGACTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCAA

GTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3655;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTTATAGTTGACGAAGGAAGTGACGGTAGGCTATAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTCTGGAGTGAAAGTCCTGTTTTTAAGGTGGGAATTGCTTTGGATACTGGTTGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3656;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCGATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTTTAAAGGG

CGTGTAGGCGGGTCGGCAAGTGAGATGTGAAATCCACAGGCTCAACTCGTGAACTGCATTTGAAACTGTTGATCTTG

AGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCACGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTATAAAGGGAGCGTAGGCCGTCTTATAA

GCGCGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAGTGCGCAGGAAGTAGGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9941),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGACGAACGTGCGGGCGAGTCACTGTTCACGCAGTGAGGGTATCCACCCA

GAAAGTCACGGCTAAATACGTGGCAGCAGCCGCGTTACTACGTTGGCGGCAAGCGTTATCCGGATTTAGTGGGCGTA

AAGCGAGCGCAGGCGGCTGCTTAAGTCAGATGTGAAAGCTCTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGT

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3658;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.2902),o:Rickettsiale

s(0.1249),f:Anaplasmataceae(0.0457),g:Ehrlichia(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGCGAAAGCCTGATGCAGCGATGCCGCATGAGTGAAGAAGGC

TTTTGGTTTGTAAAGCTCTTTTAGTGGGGAAGATAATGATGGTACTTGCCGAAGAAGTCCTGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGAGTAGTAA

GTTAAAAGTGAAATCCCAAGGCTCAACCTTGGAATTGCTTTTAAAACTGCATATCTAGAGTTCGAAAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTTCTGGTTAATATC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2171); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGCA

AGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTAGTCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGGATATTGGGCAATGGGGGCAAGCCTGACGCAGCAACGCCGCGTGAAGGATGAAGG

CCTTCGGATTGTAAAGTTCTTTTAATGAGGACGAAGAAGTGACGGTACTTCATGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTCAACCCACGAACTGCATTGGAAACTGTTTAGCTTGAGTGAAGTAGAGGCAAG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3663;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGTAACCCTGATCCAGCAACGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTTTTTTTAGGGACGTTAATGACGGTACCCGTGGCGGTAGCCACGTCCCACTACGTTCCAGC

AGCCGCGGTACTACGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCGTTTCGAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGG

AATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6350),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTTACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTGACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

TAAGTCAGATGTGAAAATTATGGGCTCAACGCGTGAACTGCATTTGAAACTGGTCTGCTTGAGTACGGGAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3666;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCTTTTATGCGGGGGTAAAGTGACGTACGTGTACGTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGCAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAGGCTTAAGCGTGACGTGAAATGTAGCGGCTCAACGGCTGAGTTGCGTCGCGAACTGGGGTGCTTG

AGTGAGTGAGACGTCAGCGGAATTCGTGGTGTAGCGGCGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGACGGGCCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGAAAGAAAAAAATGACGGTACCACAGGAGCAAGCCCCGGCTAACTACGTG

CCTGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTCCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATGCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGCCAGACGTGAAAGTTAGCGGCTCAACGGCAAAATTGCGGCGCGTACTGGTAGTCTTGA

GTAAATTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACAGGACTGTAACTGACACTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3669;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCTAAGTAGCGTGAAGGATGAAGGC

CCTAGGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTACACAGTTTTGTATGTATTATATGAATAAGG

ATCGGCTAACTCTGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGATTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAATTGTGAAAGTTTGCGGCTCAACCTTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGAGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3668;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGAGGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACAGTAAGATTGCAGTTGATAATGTCAGTTTTGA

GTATAGTAGAGGAGGGCAGAATTCGTGGTGTAGCGGTGAAATGCTTAGATCTCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAGACTGCAACTAACACTGATGCTCGAAAGTGTGGGGATCACACAGGATTAGATACCCTGGTA 

>OTU3671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATTGGCGCAAGCCTGATTTAGCAACACCGCGTTATTTAATAATTTTTT

CGGCTCGTAAATCTCTGTTGTTGTAGAAGAACTTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTCGCTTAGGTATGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGAC

CTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACACTGGTA 

>OTU3672;tax=d:Archaea(0.0076),p:"Euryarchaeota"(0.0032),c:Thermoplasmata(0.0011),o:Methanomassil

iicoccales(0.0010),f:Methanomassiliicoccaceae(0.0003),g:Methanomassiliicoccus(0.0003); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACATGACTAGGATTGACAGATTGATAGCTCTTTCATG

ATTTTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGCCTGGTTAATTCCGATAACGAACGAGACC

TTAACCTGCTAAATAGCCAGGCCGGCTTTTGCTGGTCTCCGGCTTCTTAGAGGGACTGTCGGCGTCTAGCCGACGGAA

GTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU3674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9933),o:"Bacteroidales"(0.9

934),f:Bacteroidaceae(0.9573),g:Bacteroides(0.9743); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGGGTCGGAACAGGCCAAGTAGCGTGAAGGATGCCTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACAATATGAATAAGGA

TCGGCTAACTCCGTGCAAGAAGCCGCGGTAATCCGGAGGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAG
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CGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3670;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9733),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATAGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACATTTGCCCACTGACGTTACCCGCAGAA

GAAACACCGGCAAACTTCGTGCCCGCAGCCGCGGTAACACGAAGGGGGGAAACGTTAATCGGAATTACTGGGCGTA

AAGCGCACGGAGGCGGTTTGTTAAGTCAGAAGTGAAAACCCCGGGCTCAACCTGGGAATTGCATCTGATACTGGCA

AGCTAGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3673;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACCCTGATCCAGCCAAGTCGCGTGAAGGATTAAGGCC

CTATGGGCTGTAAACTTCTTTTGACGCAGAGTAATAAGGGCCACGTGTGGTCGGTTGAGTGTACGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTGTGTAAGTCAGCTGTGAAAGGCTGGGGCTCAACCCGAAAAGTGCAGTTGATACTGTATGTCTGG

AGTGCAGATGCGGTAGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACTCCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3675;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Prolixibacteraceae(0.0113),g:Meniscus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCAAGCAGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAAGCGCAGAATAATAATGGGCACGCGTGGCCCTTTGTGAGTATGCGCAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCGGCCTTGTAAGTCAGCAGTGAAAGACCGGGGCTCAACCGTGAGAGTGCAGTTGATACTGTGAGGCTT

GAGTGCGGATGCGGTTGGCGGAATTCATGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAA

GGCATCTCACAAAGCTGCTATTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3677;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Porphyromonadaceae"(0.9480),g:Butyricimonas(0.4787); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTGCGCCCGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGGTCTAT

GGCCTGTAAACCTCTTATGTCAGGGAAGAATAAGGATGACGAGTCCTTCGATGCCATTACTTGACGAATAAGCATCG

GCTCACCTCGCTCCAGCAGCCCCGGTAATACGGGGGATGCGATCGTTACCCGGATTTATTGGGTTTAAAGGGCGCGT
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AGGCGGGACGTCAAGTCAGCGGTAAAAGACCGGGGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCGGGAGAC

GAGACGAGGGGGGCGGAACAAGTGTAGTTGCGGTGAAATGCAGCGATATCACTTAGAACCACGATAGCGAAGGCA

GCTTCCCTGGCTCGTTCTTACCCTTATGCGCGAGAGCGTGGGTAGCGAACAGGATTTGATACCCTGGTA 

>OTU3678;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGAACCAGCCATGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATTAAGTACAGTATGTATACTGTATTGTATGTATAATATGAATAAGGA

ACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGAAGTGAAAGTTGGCGGCTCAACCGTAGAATTGCATTTGAAACTGCTAGTCTTGAG

TACAGTAGAGGTGAGAGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCAATTGCGAAGGC

ATCTCACTGGACTGAAACTGACACTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3676;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCTAGCCTGATCCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGGGGTAAGGAGTAAAGTTAATACTTTTGTGCATTTACGTTATCCGCAGAAA

AAGCACCGGCCAACTCCGTCCCCGCAGCCGCGGTAATAGGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3680;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATAAGGGTCAAAGGGCGGGAGAAGGAAGGAAGAATACAGGGTGGGAGAAGGAG

GACCTATGGGCTGTGAACGGCGTTTGCCGGGGGGAAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGA

ATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGTGGACAGTTAAGTCAGTTTTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTG

TCTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTTTTTTTTTTTGATATCACGACGACCTCCGATTTCT

ACGCTCTTTCCCTGCACTGCACTCTACCCTTATGCTCGAAACTGTGGCTCTTCATCAGGATTAGATACCCTGGTA 

>OTU3679;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT
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AAAGCGCACGCAGGCGGTTTGTTACGTCAGATGTAAAATCCCCGGGCTCAACCTGGGACTTGCTTCGGTTACTGGCA

GGCTGGGGTCTCGTGGGGGGGGGTAGATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3682;tax=d:Archaea(0.0076),p:"Euryarchaeota"(0.0032),c:Thermoplasmata(0.0011),o:Methanomassil

iicoccales(0.0010),f:Methanomassiliicoccaceae(0.0003),g:Methanomassiliicoccus(0.0003); 

GGCTTACTTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACATGACTAGGATTGACAGATTGATAGCTCTTTCATG

ATCTCATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGACC

TTAACCTGCTAAATAGCCAGGCCGGCTTTGGCTGGTCGCGGGCTTCTTAGAGGGACTGTCGGCGTCTAGCCGACGGA

AGTTTGAGGCAATAACAGGTCTGGGATGCCC 

>OTU3681;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0113),g:Mesonia(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCAAGCAGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCGTCGCGCAAGTCAGAGGAGAGTACCAGGGGAATA

AGAATGGGCTAACTCCGTGCCAGCAGCCGCGGTAATAGGGGGGATGGGAGCGTTATCCGGATTAATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGTGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCTC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACCCCGATTGCG

AAGGCATCTGGCGAGTCCGTAACTGACGCTTAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3683;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAACCAAGTAGCGTGAAGGATGACTGCT

CTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTCCAGTATGTATACTGTTTTGCATGTTCTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATGGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGAAATCTTGAGT

ACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3685;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGCATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCTGCAAAACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCAAGGGCTCAACTCTGGGACTGCTTTGGAAACTGTAT

AGCTAGAGTGCTGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG
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GCGAAGGCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3684;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6881),f:Enterobacteriaceae(0.4914),g:Escherichia/Shigella(0.1735); 

ACGGAAGGCAGCAGTGGGGAAGATTGCACAATGGGCGCAAACCGGATGCGCCCATGCCGGATGTCTGAAGAAGGC

CTTCTGGTTGTAAAGTCCTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTAAGATGTGAAATCCCCGGGCTCAAACTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTATAGTTCTGGAGCAATACCGGTCG

AGAACTCCGCTCTCTCCCCGCACACTGCCGTTCCGTTCTGAGAGCGTCGGCAGCAAGCAGGATTAGATACCCTGGTA 

>OTU3686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.0355),g:Butyricimonas(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTATGTATGTATTATTTGATTCAGGCT

CGGCTAACTACGTGCAAGCAGCCGCGGTAATTCGGAGGAACTGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAATTTGCGGCTAAACTGTGGCACGCCGTTGAAACTGGCGAACTAGAGA

AGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCTGTAGGAACCCCGATGGCGAAGGC

AGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3687;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTCCTACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGCCTGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCGGTTGGTACTGGCTGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGGCTGCAACTGACACTGATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3689;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGTTTGTAAACTTCTTTTATAAAGGCATAAAGTCGGGTATTCATACCCGTTTGCATGTCCTTTATGAATACGGA

TCCGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGAGGGATGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG
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TGCAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

ACTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGCACCATATGAATAAGGA

TCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGAATGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGGGGGCGGAATTCGTGGTGTAGCGGTGGAATGCTTAGTTATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCACCTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTC 

>OTU3691;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGA

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

TAGGCTAACTACGAGCCAGCAGCCGAGCTAATACGGAGGATACGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGA

GCGTAGGCGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTTAAGAGTGCATTTGATACTGGCTGTCTTGA

GTACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3690;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCGCATTGACGTTACGCGCAGT

AGAAGCACCGGCCAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGGTGCAAGCGGTAATCGGAATTACTGGGAGT

AAAGCGCACGCAGGCGGTTTGTCAAGTCAGATGTGAAATCCCCGGGCTCAACCTGTGACCTGCGTCTGATACTGGCA

ACCTTGAGTCTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTT

GCGAAGGCGGCCCCCTTGACGAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3695;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Xanthom

onadales(0.0000),f:Sinobacteraceae(0.0000),g:Nevskia(0.0000); 

TCAAGCCACTTCTCAGACACGGCCGCAGTGCCAGCCTGCAACGCACCTTCAAGAAGTCCTTTACCAGCTTTAGCCCTA

GCACCAGAAACACAACTAGGGACGGCCTCATCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATACCAGC

ATCACCCATGCCTACAGTATTGTTATCGGTAGCAAGCACATCACCTTGAATGCCACCGGAGGCGGCTTTTTGACCGCC
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TCCAAACAATTTAGACATGGCGCCACCAGCAAGAGCAGAAGCAATACCGACAGCAATAGCACCAAACAGAAATAACC

TCACGTAAGGGGCTGGAGACAAATAATCTCTTG 

>OTU3693;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATGGGACAATGGAGGCAACTAGGATCCAGCCATGCCGCGTGAAGGATTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTAGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATCCTGTCGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCCGACCACCGATTGCGAA

GGCATCTGGCGACTCCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0525),o:"Flavobacteriales"(

0.0352),f:Flavobacteriaceae(0.0086),g:Ornithobacterium(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGTAGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTTGAGTCAGGACAATATGGGCCACGCGTGGCCCGTTGAGGGTATGCGTTGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCAGATTCATTGGGTTTAAAGGG

AGCGTAGGCGGCTCTGTAAGTGTGCGGTGAAAGGCCCGGGCTCAACCCGGGAAGTGCCGTGGGAACTGGGAGGCT

GGAATGCGGATGGTGCGGGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATGTCACTAAGAACACCGATTGCG

AAGGCATCTCACAAATCCGCAACTGACGCTGAGGCACGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3694;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGTC

CCTCTGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCTCACGTCCGATGAGCGTACCACTGGAATCA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCCGTGCGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGAGCT

GGAGTGCGGAAGAGGCCGGAGGAAGGAGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATGGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3698;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

TCCACATTCTTGCCCGGCGTACGGGGCAGGACGTCCATAGTCCCACAGTCCTTGACGGTATAATACCCACCATCATGG

CGACCATCCAAAGGCTAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAAC

AGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGAT

GTATCCATCTGAATGCAATGAAGAAAACCACCAGTACCAGCAGTAACCGTCAAACTATCAAAAGATAACGTTGACGA

TGGAGCTGTAGGTGTCTGAAAAACAGGTGCCGAAGAA 
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>OTU3696;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9321),o:Burkholderi

ales(0.7252),f:Burkholderiaceae(0.3884),g:Ralstonia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCCGACCCAGCAATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTTGTCCGGAAAGAAATCGTCCTGGCTAATATCCGGGATGGATGACGGTACTGGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGTGCAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCAC

TGCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATG

GCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3700;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9834),o:"Bacteroidales"(0.9

866),f:"Porphyromonadaceae"(0.9871),g:Butyricimonas(0.9799); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACAAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGGAAAAGAAGGCGGGTAACCTGTAGCACGCCGTGGAAACTGGCGGCCTTG

AGACGAGACGATGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGAGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3697;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

CTTCGGTTTGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGTTGTAA

GTTAGAAGTGAAAGCCCAGGGCTCAACCTTGGGACTGCTTTGGAAACTGTAAGGCTAGAGTGCGGGAGAGGAAAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACAGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3699;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Flavobacteriia(0.9755),o:"Flavobacteriales"(

0.9389),f:Flavobacteriaceae(0.9201),g:Bergeyella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGTGGAAGCCTGATCCAGCCATCCCGCGTGAAGGACTAAGGAC

CTATGGTTTGTAAACTTCTTTTATACAGGGATAAACCTACCCTCGTGAGGGTAGCTGAAGGTACTGTATGAATAAGCA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTC

CGTAGGCGGGCTCGTAAGTCAGTGGTGAAAGCCTGCAGCTTAACTGTAGAACTGCCGTTGATACTGCGAGTCTTGAG

TGTAGTTGAGGTAGCTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGC

AGGTTACCAAGTTACAACTGACGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU3702;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGATAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCATTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCAATAACGGACGAGACC

TCAGCCTGCTAACTAGCTACACGGAGGTTCCCCTTAACGTCCAGTTTCTTAGAGGGACTATGGTCGTTTAGGCCATGG

ATGTTTGAGACAATAACAGGTCTGTGATGCCC 

>OTU3703;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTATATAAGAATAAAGTGCAGTACGTATCCTCTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTGTTTTAAGTGAGACGTGAAAGGTGGCGGCTCAACCGTAAAACTGCAGTGGGAACTGGATATCTTGA

GTGCAGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCGACGAGGCTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTTTTTTTTTGGTGAAGAATAGATGACGGTAGCCTCGTCGGAAGCCCCCGCTAACTACGTGCC

CGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACAGC

AAGTTGGATGTGAAATACCGAGGCTGAACCAAGGAGCTGCATCGAAAACTGTTGTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAGCTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3704;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAGCTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGAGAATAAAGTGCAGCATGTGTGGTGTTTTGTAGGTACCATATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCAGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTGGTGAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3705;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATACTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGTTCATTGACGTTACCCGCAGA

ATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTAGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAG

GCTTGAGTATGGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGACGAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3707;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0086),g:Butyricimonas(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGGAGGT

CCTATGGGCTGTGCACCGCTTTTGCCTGGGGGCAATAAGGGCGGCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCTGGGGTGAAATTCCGGGGCTCAACTCCGGGACTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCTGAACACACGTTGCGA

AGGCAGCTCGAGAATCCGTAACTGACGCTGAGGCACGAGAGCGAGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU3708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9882),o:"Bacteroidales"(0.9

939),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAAGCAGCCAAGTAGCGTGAAGGATGACTGA

CCTATGTGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGC

TCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGATTTTCCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGGTTGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGACTACAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3710;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0181); 



5536 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCATGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCGGGGGCGAAATTCCGGGGCTAAACACCGGGGCTGCATTGGATACTGTCGCGATG

GAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCAGCTGGAGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3709;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTTTCTTCGGGGACGATAATGACGGTACTCGCAGAAGAAGTCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTTAGAAGTGAAATACCCGGGCTTAACTTGGGTGTTGCATTTAAAACTGGTAATCTAGAGTGCAAGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTTAAAT

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGAAGCAGCGACGCCGCGTGAGTGAAGAAGAA

TTTCGGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCGCGGGCTAACTAGGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTATGAAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGCGTGCTGGTGATGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGTACAGTAAC

TGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3713;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGGCGCGGTAATACGTACGTGGCAAGCGTTATCCGGATTTATTAGGCGTAA

AGGGAGCGCGGGCGGTTGATTAGGTCTGATGTGAAAGGCATCGGCTTAACGGAAGAAGTGCGTCGGGAACCGGGT

GACTTGAGTGAAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAACGCGTAGATATATCGAAGAACACCAGTG

GCGAAGGCGGCTGACGAGTCTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3712;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2607); 



5537 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGAATGAAGAAGGT

CTTCGGGTTGTAAAGCACTTTCATTGGGGAGGAAGGGAGTAAAGTTAATATCTTTGCTCATTGACGTTACCCGCACAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGCTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAGCTGCATCTGAAACTGGCAA

GCTTGAGTCTCGTAGAGGAGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTGG

CGAAGGCGGCCCCCTGGACGGAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCGGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTGAGGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTAACTGACTAAGAAGCCCCGGATAACTAAGTGCC

AGAAGCCGCGGGAATACGTAGGGGGGAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGGCTTACTGGACAG

TAACTGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU3715;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGTAAACTTTTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTATGCACGTATTATATGAATAAGGA

TCGGCTAACTCCGTGTCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTAACCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

GCAGTAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGGGGGCTT

GAGTGCGCGCAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3716;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 



5538 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATGGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCGTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCCGGAGATTAATCGTGTTGTGAACTGTCGATGCTCAACATCTGCACTGCAGCGCGAACTGTTTTC

CTTGAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGCTTGCG

AAGGCAGCTTACTGGCGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5273),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAAGAGGGCACAAGGGGGGGAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGT

ATCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACCGGGTGTAAAGGGAGCGTAGACGGATTAGCA

AGTCTGATGTGAAAGGCAGGGGCCCAACCCCTGGACTGCATTGGAAACTGCCAGTCTTGAGTGCCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGAGAGCCTGAACCAGCCAAATAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTGAACGGCTGCACTGCAGCGCGAACGGCCCAGCTT

GAGTGCGGGGAAAGTTGGCGGAATTCGCCGGGGAGCGGGGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTAAGCTGCAAATGACATTGAGGCTCGAAAGGGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3721;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 



5539 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCGGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGAGCAAGCGGGTTGTGAAATGTAGACGCTCAACGTCGGCACTGCAGCGCGAACTGGCCAGCTT

GAGTGCGCGCAAAGTGGGCGGAACTCGCGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACGCCGATTGCGAA

GGCAGCTGACGGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3722;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.8864),g:Prevotella(0.8124); 

ACGGAAGGCAGCAGTGAGGAAGAGGGGGGAAGGGGAGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACG

GCCCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGACTTATTGGGTTTAAAGG

GAGCGTAGGACGGAGATTAAGCGTTTTGTGAAATGTAGATGCTGAACATCTTCACTGCAGCGCGAACTGGTATCCTT

GAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAACTTCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCACGGGGATAAAGTGAGGCACGTGTGCCTCATTGCAGGTACCGTAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGAGATTAAGCGGGATGTGAAATGCCGCGGCTCAACCGTGGCACTGCATCGCGAACTGGTTGGCTT

GAGTGCACGCGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAA

GGCAGCTGGCGGGACTGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCGCATTGCAGCTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCTGTCAAGCGTGTTGTGAAATGCAGGCGCTCAACGTCTGCACTGCAGAGCGAACTGGACAGCTT

GAGTGCGCGGAACGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGAAATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1735); 



5540 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTGCGGGAATAAAGTGAGCCACGCGTGGCCTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCTGGTAAGCGTGTTGTGAAATGTAGGGGCTCAACCTCGGCACTGCAGCGCGAACTGCCAGGCTTG

AGTGCGCGGGACGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGGCTGTAGTGTAACTGGCGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAACCTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGCTACCGCGCGAATAAG

GACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGGCAGGTTCGGGCGTTATCCGGATTCATTGGGTGTAAAGGG

AGCGCAGGCGGCCCCTCAAGCGTGATGGGAAAAGCCGGGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCT

TGAGTGCGGGCGAGGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCG

AAGGCAGCTTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3727;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATACAGTAGGGTATGCATACACGTTTGCATGTACTTTATGAATAAGG

ATCAGCTAACTCCGTGCCAGCAGCCGAGGTAATTCGGAGGTTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGGAGATGGATGTTTAAGTCAGGTGTGAAATTTAGCGGCTCAACCGATAAATTGCATTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGG

CGGCTTTCTGGACGATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3728;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGATACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCACTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTAGTGGGAAAGGGCGGGGCTCAACCGTGGCACTGCTGCGCGAACTGGGGGGCT

TGAGTGCGCGAGGCGCAGGCGGAACTCGTGGTGTAGCGGTGGAATGCTTAGATATCACGAAGAACTCCGATCGCGA

AGGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3730;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 



5541 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGCGGTATGTATACTTTTTTGTATGTATCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGACGTGAAAGGTTGCGGCTCAACCGTTAAATTGCAGCTGATACTGTGAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACAGGACTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3729;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.3884),g:Butyricimonas(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GTGTAGGCGGGATTGCAAGTCAGATGTGAAACCTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTGATTCTTGA

GTGTGGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3731;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9956),o:"Bacteroidales"(0.9

946),f:Bacteroidaceae(0.9573),g:Bacteroides(0.9743); 

ACGGGCGGCAGCAGTGCGGAAGCTTTTTCCCTGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGCTTAAGCCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTGAG

TATAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3732;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Deltaproteobacteria(0.9321),o:Desulfovibr

ionales(0.8303),f:Desulfovibrionaceae(0.5632),g:Desulfovibrio(0.3043); 

ACGGGAGGCAGCAGTGGGGAATACTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATTGGAAAACTCTGTCAGTAGGGAAGAAGCTAGGGTGCTGTAATCATCATCCTACTGACGGTACCTTTAAA

GGAAGCACCGTCTAACTCCGTGCCAGCAGCCGCTGTAATACGGCGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTGATGTAAGCGCGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCAGTGGATACTGCAC

GACTCGAGTGCGCGAGAGGGTGGCGGAATTCGAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGT

GGCGAAGGCAGCCAGCTGGAGCGGAATTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU3733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Enteroc

occaceae(0.3204),g:Enterococcus(0.0808); 



5542 

 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGCGTGTAGGCGGGACTGCAAGTCAGATGTGAAATACGGAGGCTTAACCTCCGAGCTGCATTTGAAACTGCA

ATTCTTGAGTGATGGAGAGGTAAGCGGAATTCCCAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3734;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Eubac

teriaceae(0.5632),g:Eubacterium(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACGGCATTGGAAACTATGCGGCTAGGGGGTCGGAGGGGTAAG

GGGAATTCCTGGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGACGA

TGACGGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGTA 

>OTU3735;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAATGCAGTATGTATACTGTTTTGTGTGTATTCTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGCTGTGAAATGTTGCGGCTCAACCGGGAAATTGCAGTTGATACTGGTAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCTCACGGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.1485),g:Butyricimonas(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTGGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTGGAG

ACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTGGGAACCCCGATAGCGAAGG

CATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3737;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 



5543 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GTGTGTAGGCGGGAAGCCAAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCAGTTGATACTGGATATCTT

GAGTGCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTAGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGACGACGGTACCTGGCGAATAAGCAACGGCTAGCTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGAGACCTGCATTAGAAACTGTTTATCTAGATTATCGGAGAGGCAGT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGATTGCTGAACGAA

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTTTGTAAAGCTCTTTTAGCAGGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCCG

CCGCCGCGGTAATACGGTGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGTAAG

TCTGGAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCTTTGGAAACTGGAGGGCTAGAGTGATGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3743;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCAGCGGTAATCCGGAGGTTCTGAGCGTTATCCGGATTTAGTGGGGTTAAAGGGA

GCGTAGATGGATGTTTAAGTCGGTTGTGAAAGTTTGCGGCTTAACCGTAAAATTGCATTTCAAACTGGATATCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGTCCGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3740;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 



5544 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGGA

CTTCGGGATGTAAAGCACTTTCAGCAGGGAAGAAAATGACGGTATTTGTCTAAGAAGTCCTGGCTAACTCCGTCCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGCTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGACGGCGTTGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAAA

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Ruminococcus2(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCGAAGCCGCGTGCAGGAAGAAGG

ATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCTGGGCTGCATTGGAAACTGTTTTGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGTACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3741;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGC

GTGTAGGCGGGCGCTTAAGTCAGTGGTGAAATACCGAAGCTCAACTTCGGGGCTGCCATTGAAACTGGGTGTCTTGA

GTGCCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

AAGGAAGGAAGAAGGGAGGAAGGGGGGGGAAGGGGGGGACGCCTGAACCAGCCAAGTAGCGTGAAGGATGACT

GCCCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3746;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Rikenellaceae"(0.9573),g:Alistipes(0.9686); 



5545 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCATTTGTACGAGGGTAAACGCAGATACGTGTATCTGTCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATTTCGGGGCTCAACCCTGAACGTGCCTCTAATACTGTTGAGCTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3747;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9834),o:"Fusobacteriales"(0.

9866),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACTAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCATTCAACTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCAGCGGTAATACGTAGGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TAAGTCTGATGTGAAAATGCGTGGCTCAACTCTTTATTGCGTTGGAAACTGCCTGACTAGAGTATCGGAGAGGTTGG

CTGAACTACAAGTGTAGAGGTGAAATTCGTAGATGTTTGTAGGAATGCCGATAGAGATGTCAGCTCACTGGACTAAT

ACTTACACTGAAGCGCGAAAGCATGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU3745;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_2(0.0149),g:Alkaliphilus(0.0066); 

ACGTGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGG

TTTCGGATTGTAGACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCGCACTCCGTGCC

AGCAGCCGCGGTGATACGCAGGGAGCAAGCGCTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAATTA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAATTGCAACTAAAACTGGCTTTCCTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGGTGTGAAAGTTTGCGGCTAAAACGTAAAATTGAAGTTGATAATGGATAGATTGA

GTGAAGTTGAGGCAGGAGGAATTCGTGGTGTAGAGGTGAAATGATGAGATATCACGCAGAACCCCGATTGAGAAG

GAAGCCTGCAAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.8146),g:Clostridium_XlVa(0.7162); 



5546 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGGACCTGACTAAGAAGAGCCGGCTAAATACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCACGAGTGATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTCATGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.2524),g:Lactonifactor(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTTAACTTCCTTCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGAGCCA

GCAGCCGTGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGAGACTGCATTGGAAACTGTGGGGCTAGAGTGTCGGTGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCATACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Erysipelotrichia(0.9791),o:Erysipelotrichales(0.97

30),f:Erysipelotrichaceae(0.9666),g:Turicibacter(0.9762); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATTTTCTCCCGCCTGTCCTCTCCACGCCGCGTGAATGATGAAGGCCTT

CGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAGAA

AGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAA

GAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAA

CTTGAGTGCAGAAGAGGGAAGTTGAATTCCATTTGTAGCGGTGAAATGCGTAGAGATATGTAGGAACACCAGTGGC

GAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3752;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCGGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTTTAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTTACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAATTTTGCGGCTTAACCGTAAAATTGCAGTTCATACTGGATATCTTGAG

TGCAGTAGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATGGCGAAGG

CAGCCTTCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 



5547 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCCGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGGGCGTCAAGCGTGTGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCGTGGAAACTGTCGCGCTG

GAGTGCGGATACCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAAAACACCGATTGCGAA

GGCATCTGGCTGGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3753;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGACCGCCTGCCCCAGCCACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATCAGGGACGAAACAAATGACGGTACCTTCTTAATAAGCCACTGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCCTGCA

AGTCAGGTGTGAAATTCCAGGGCTCAACCATGGAACTGCACGTGAGACTGTGGGTCTGGAGTGATGGAGAGGCAGG

CGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3755;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATGAGAATTAAGTGCAGTATGTATACTGTTTTTTATGTATTATATGAATAAGGCT

CGGCTAATTATGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAAATGTGAAATTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTA

CAATAGGGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAAATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3756;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTCTCCTTCCCCCTCCAATTCTCGTGAATTATGACTGCCCTATGGG

TTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGGATCGGCTA

ACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGAT

GGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTG

AGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGACTGCT

AAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3758;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 



5548 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTGTAAAGGAATAAAGTCGGGTATGCATACTCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATGTTTAAGTCAGATGTGAAAGGTAGCGGCTCAACCGTAAAATTGCATTGGAAACTGGATATCTTGA

GTGAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3760;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTGTGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTTCTTCAAGTCAGTTGTGAAAACGCGGGGCTTAACCTCGCGCCTGCAGTTGATACTGTCGGACTTGA

GTGCACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGG

CAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAACAGGGAAGAAAATGACGGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGGTGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCTGGGAGTGCATTGGAAACTGCATGTCTGGAGTGTGGAAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTTGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVb(0.0904); 

ACGGAAGGCAGCAGTGGGTAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGG

TTTCGGCTCGTAAACTTCTATCGACAGGAACGAAACAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGCGAA

GTAAGTAAGATGTGAAAGCCCTCGGCTTAACTGAGGGATTGCATTTTAAACTATTTTGCTAGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3761;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 
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GCTTTGCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTTTTGACACTCTCAC

GTTGGCTGACGACCGATTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATTTTCGTGATATTGGTCGTATG

GTTCTTGCTGCCGAGGGTCGCAAGGCTAATGATTCACACGCCGACTGCTATCAGTATTTTTGTGTGCCTGAGTATGGT

ACAGCTAATGGCCGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGGTAGCGTTGACCCTAATTTTG

GGAAGTGTCCGCATAAAGTGCAC 

>OTU3764;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.725

2),f:Spirochaetaceae(0.5273),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCTAGGAATGGCGTTATGGTGACGGTAGGTTTTGA

ATAAGCAACGTCTAATTACGTGCCAGCAGCCTCTGTAACACGTCTGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGA

CTTGAGTTAATGAGGTGGAAGTGGAAGTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAAGGGC

GAAGGCAAGTTACAAGCAGATAACTGACGCTGAGGAGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3763;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.539

5),f:Spirochaetaceae(0.3544),g:Treponema(0.0712); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGATGGTTGTAAAGCTCCTTTGAAACTGAAGAATATGTATTGCCGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTTAGTTGCTAGCGCTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTACAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGTACTAAAAG

ACTTGAGTGTATGAGCTGGAACTGGAATGCCAGGTGTAGGGGTGAAATCTGCAGATATCTTGAAGAACACCGATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3762;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAGCTCTTTTTGTGAGGAAGATAATGACGGTACTCACAGAAGAAGCCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAA

GTTGGATGTGAAATACCCAGGCTCAACTTTGGAACTGCATTTAAAACTGGTAATCTAGAGTGCAGAAGAGGAGAGAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3765;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAGGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATT

TCTTGAGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCGCGCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3766;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9882),o:"Bacteroidales"(0.9

939),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAACTTCTTTTTTAAAAGAATTAAGGTCAGTATGTTATCTGGTTTGTTAGGAATAAATGAATAAGGAA

TGGCCTAACTCGTGGCAGCAGCCCCGGTTAAACGGAGGGTCCGAGGGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3767;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCAAGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCGGGCGTTGTCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAGGCCTTCGGCTTAACCTAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3768;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Bacilli(0.1159),o:Bacillales(0.0547),f:Paenibacillac

eae_1(0.0149),g:Paenibacillus(0.0066); 

AAGGGAGGGAGAAGGGGGGAAGAGGGGGAAAGGGGAGAAAGAAGGAAAGAGGAACGAAGGGTGAAGGAAGAA

GGTTTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAA

TTAAGTCTGGAGTGAAAGTCCTGCTCTTAAGGTGGGAATTGCTTTGGAAACTGGTTGTCTTGAGTGCGGGAGAGGTT

AGCGGAATTCCCGGTGTAGCGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU3769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Butyricimonas(0.0076); 



5551 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACTTCTTTTGTAGGGGAAGAATAAGGATGACGTGTCATTCGGTGTCAGTACTTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGTAGGAGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGCGTAGGCGGGAATGTAAGTCAGATGTGAAAGCTAGCGGCTCAACCGTTAAACTGCATTTGAAACTGTATGCCTTG

AGTGTCGGAGAGGTAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAA

GGCGGTCAACTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3544),g:Anaerofilum(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGGGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGTGCCA

AGTTGGGTGTGAAAACTATGGGCTTAACCCATAGATTGCACTCAAAACTGGCGCTCTTGAGTGATGGAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3771;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0035); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACTTCCTATGAGAGTACCAGCGGAATAA

GCATCGGCTACCTCCGTGCCAGCAGCCGCGTTAATCCGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTGAGGGGTGAAATGTCGGGGCTCAACGCCGGGGTTGCAGTGGATACTGTCGGGCT

GGAGTGCGGAGGACGCCGGAGGAATGAGTGGTGTAGTGGTGAAATGATTAGATATGACGAAGAACACCGATTGCG

GAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3773;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTGTGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3772;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0157); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGTGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAGGACA

AGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGTTCTTCTTGAGTGATGGAGAGGCAGGC

GGAATTCGTGGTGTAACGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAA

CTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3774;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAAGATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCTGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGC

GTCTAGGTGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAG

TATCGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3777;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCACGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGAGGTACCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGATTGCGGCTCAACCGTAAAATTGCAGTTCAAACTGGAAATCTTGA

GTGCAGTAGAGGCGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3775;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp1(0.0000),g:Gp1(0.0000); 

TGGTGTAGTCCTTGATTCTGTTCCGCAGTCGGAAGCCGACGAAACCCGTAACAAAGCCCGCGCTGTACTGCGCGCTAT

TGCCACCGCGCATCATGCACAGGAGACTTTCTGATGGCTGACATTCTGCTGCTCGATAATATCGACTCTTTTACGTACA

ACCTGGCAGATCAGTTGCGCAGCAATGGGCATAACGTGGTGATTTACCGCAACCATATTCCGGCGCAAACCTTAATTG

AACGCCTGGCGACCATGAGCAATCCGGTGCTGATGCTTTCTCCTGGCCCCGGTGTGCCGAGCGAAGCCGGTTGTATG

CCGGAACTCCTCACCCGCTTGCGTGGCAAGCTGCCCATTATTGGCATTTGCCTCGGACATCAGGC 

>OTU3778;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Porphyromonadaceae"(0.3884),g:Butyricimonas(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC



5553 

 

GCGTAGGCGGGACGTCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3776;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAACGCCGCGTGAAGGATGACTGC

CCTATGGTTGGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGATTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATGTCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACACCGGTTGCGAAGG

CGGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3780;tax=d:Bacteria(0.0024),p:Parcubacteria(0.0000),g:Parcubacteria_genera_incertae_sedis(0.0000)

; 

TCCATTCAGCGCCTTCCCTGATGCGACAGGCCGTTTGAATGTTGACGGGATGAACATAATACGCAATGACGGCAGCA

ATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGC

GACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCA

AAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTGGACT

CATGATTTAGTACCTAGGAGTGGTGGAACAGCAGCGGACTCAGAG 

>OTU3781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGAATGG

TCTATGGCCTGTAAACCGCTTTTGTCAGGGAAGAATAAAGATGACGAGTCATTCTATGCCAGTACTTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGGAGATCTTGA

GTGCAGACGAGGCCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCGGCTAGGCCGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3779;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGA

TAAGTTAGAGGTGAAATACCGGGGCTCAACTCCGGAACTGCCTCTAATACTGTTGAACTAGAGAGTAGTTGCGGTAG
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GCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCAGCATACCGGCGCC

CAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU3783;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATAGAAGAATAAAGTGCAGTATGTATACTGTTGTGTATGTATTCTATGAATAAGGA

TCGGCTAACTCCGTGCCATCAGCCGCGTTCATAGTGAGGATCCGATCGTTATCCGGATTTATTGGGTGTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCACAACCGTAAAAGTGCAGTTGATACTGGTTGTCTTGAGT

ACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3782;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGATATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAG

TCTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTTAATTGGGAAAGTTTGGCGCTTAAACGGAAAAATGGAGTTGATAACGGATATCTTGA

GTGGAGGTGAAGGAGGCGGAATTCGGGGGGTAGGGGTGAAATGGTTAGATATCAAGAAGAACTCCGATTTCGAAA

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3786;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATTGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA
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GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3784;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Gammaproteobacteria(0.8755),o:"Enterob

acteriales"(0.5766),f:Enterobacteriaceae(0.3884),g:Escherichia/Shigella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTATGTTAAGTCTGATGTGAAATCCCCGGGCTCAACTCGTGAACTGCATTTGAAACTGCTCT

TCTTGAGTATCGGAGAGGCGATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGACTATCTGGACAGCAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3787;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9747),o:Coriobacteriales(

0.9280),f:Coriobacteriaceae(0.9108),g:Collinsella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTATCAGCAGGGAAGAGACAAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCTGGCA

GGCCGGGGGTCAAATGCGGGGGCTCAACCCCCGCCTGCCACCGGAACCTCCGGGCTTGGGTCCGGTAGGGGAGGG

TGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGCCG

TGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Enteroc

occaceae(0.2184),g:Enterococcus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTGCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTG

TAAAGGGAGCGTAGACGGTTGATCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGA

ATAGCTGGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU3792;tax=d:Bacteria(0.0058),p:Candidatus_Saccharibacteria(0.0000),g:Saccharibacteria_genera_incer

tae_sedis(0.0000); 

AGGTGAAGTTAAAGGTTCTTATTTAAACATCACTGCTGGTACAATGGAAGAGTTATACAAACGTGCTGAGTATGCTAA

AGCTGTTGGTTCAGTAATCGTAATGATCGATTTAGTATTAGGTTACACAGCAATTCAAAGTGCTGCACTTTGGGCTCG
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TGAGAATGATTGTATTTTACATTTACACCGTGCAGGTAACTCTACTTACGCTCGTCAAAAAAATCATGGTATTAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCAGGTACAGTTGGAGGTAAATTAGAAGG 

>OTU3789;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacillac

eae_1(0.0560),g:Paenibacillus(0.0110); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTTTCCCAAGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

ACAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAATGGGCGCGTAGGCGGCCTG

ATAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGTTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGGAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCAA

GTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3791;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Parabacteroides(0.0043); 

ACTTTAGGCAGCAGTTTTTAATATTTTTCAATTTTCTAAAGCCTTACCCAGCAATGCCTCGTGAGTGAAGAAGGTCTTC

GGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGTTGCCGATTAAGT

CAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTGAGTACGTACGGGGCAGGCGG

AATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAGGGCAGCCTGCCAGGCCGTGAC

TGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACTTTATTCATCATTGATTAATATTTTTCAATTTTCTATATCCTTAACCAGCCAAGTAGCTTTAAGTATGACTGCCCTATG

GGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATTCATACCCGTTTGCATGTACTTTATGAATAAGGATCGGCT

AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGA

TGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTT
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GAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGC

TAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3794;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTTGA

GTGCAGTTGAGGTGTGCGGAATTCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGG

CAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3795;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.7068),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGAGAAATGTCGGGGCTGAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GGTTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACGCCCATTGCGAA

GGCAGCCTGCTGTAGCGTCACTGACCCTGAAGTTCGAAAGAGTGAGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU3796;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9861),o:Campylob

acterales(0.8846),f:Campylobacteraceae(0.6709),g:Campylobacter(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTGTTGGGGAAGAAATTTGACGGTACCCAACGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCTAATGGCTTAAACATTAAACTTCTTGGGAAACTTGTAAGCTAAGATGAGGGAGAAGCAGATG

GAAGTGGTGGTGTAGGGGTAAAAACCCGAGAGATCACCAAGAATACCCATTGCGGGGGCGATCTGCTAGAACTCAA

CTTACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3797;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGATTAAAGTGGGTTATGCTAACCCGTTTCCTGTTACTTTAGGATTAGGAA

CGGGCAAACTCCGTCCCACAACCGGCGTTATTACGAAGGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT
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GAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCGGGTTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATGTATACTGTTATGTATGTATTATTTGAATACGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGGAGAATTGCATTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

GGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3798;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCAGTGAGGAAGATAATGACGGTACCCAAAGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAA

GTTGGATGTGAAATACCCAGGCTCAACCTTGGTGTTGCATTTCAAACTGGTTATCTAGAGTGCAGAAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGATTGAAT

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3800;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACTGCTTTTGTCTGGGGGTAATAAGGGCGTCGCGTTCGTCCGTTGCGGGTACTAGGTGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCCGTTCGTTAAGCGAGAGGTGAAATGCCGGTGCTCAACACCGGAGCTGCCCCGCGAACTGGCGGGCT

GGAGTGCGGACGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGA

AGGCAGCTGACGAGTCCGTAACTGACGCTAAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCTATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATTGATAAGG

ATCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAGAGTTTGCGGCTCAACCGTAAAATTGTAGTTGATACTGGATATGTTGA
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GTGCAGCTGAGGCAGGCGGAATTCGTGGTGTAGCGGAGAAATGCTTAGATATCAAGATGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTTGAAAGTGTGGGTATAAAACAGGATTAGATACCCTGGTA 

>OTU3801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAGAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3803;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Mariniphaga(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCATGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTATTACGGGGGATGCGATCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGCGTCAAGTCAGAGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCCTGATACTGTCGCGCT

GGAGTGCAGATGCGGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCGGAACACCAATTGCG

AAGGCGTCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3805;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCGGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCGGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGTTTAACTTGGGTGCTGACTTTCACACTGGAAGTCGAGAGTGCAGGAGAGGAGAAG

CGAATCCCTAGTGTAGCGGTGAAATGCGTTGCGATTATGAAGAACACCAGTCGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCCGAGGTTCCAAAGCGTGGGGAGCAAACAGGATTAGCTACCCTGGTA 

>OTU3804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

CCGTAATTCAGCCTTTGTTTCTATTGCCCCATTTTTTCCCCCCTGCTGCCTCGACGCCGCGTGAGTGAAGAAGTATTTCG

GTATGTAAAGCTCTATCCGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTACCTACGTGCCAGCCGC

CGCGGTAATCCGTAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTCTG

GAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCGTGGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGTGGAA
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TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAGCACCAGTGGCGAAGGCGGCTTACTGGACAGTAACTG

ACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCCCGTTCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTCTCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACTGCGGGGCTGCCCTGGATACTGTCGCGC

TGGAGTGCGGATGCCGACGGAGGAATGAGAGGTGTAGCGGTGAAATGCTTAGATATAAGTCAGAACACCGGTTGC

GAAGGCGTCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3809;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp22(0.0000),g:Gp22(0.0000

); 

GGCGTCCATCTCGACGGAGTCGCCAGCGATAACCGGCGTAGTTGAAATGGTCATAAGACGACCAATCTGACCAGCCC

GGCAGCCCCGATGGGCAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTA

AGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTA

CCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATGACATCACTCCGTCTGCAC

GTAATTGTTGGCGCACGTGGTCTTCTGCGTCAGTAAGAACGTCAGTGGTTCCTGCG 

>OTU3808;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCCGAACCAGCCACGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGACTAAG

GACCGGCTAATTCCGTGCCAGCAGCCGAGGTGATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAGGG

GAGCGTAGGCCGACTTCTAAGCGGGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACT

TGAGTGCGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCG

AAGGCGGCTTACTGGACGATAACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3810;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGTGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCATCGGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAAGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCTTTGATACTGTCGAGCTG

GAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTGGAGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 



5561 

 

>OTU3812;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Streptophyta(0.0000); 

TGATGAGTTTGTATCTGTTACTGAGACGTTAATGGTTGAATTGCCACACTGCTACAATGTGCTCCCCCAACTTGATATT

AATAACACTATCGACCACCGCCCCGAAGTGGACGAAAAATGGTTTTTAGAGATCGAGAAGACGGTTACGCAGTTTTG

CCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGTATTAAGG

ATGAGTGTTCAAGATTGCTGGAGGCCTCCACTATGGAAACGCGTAGAGGCTTTGCTATTCAGCGTTAGATGAATGCA

AAGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTTTTGACTCTCTCACGTTGGCGGACGACCGATTAGAGGCGTTT

TATGATAATC 

>OTU3807;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGGCTAAGAAGCCCTGGCTAACTACCTGCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGAGTAAAGGGAGCGTAGACGGCGGAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGAGTGCTTTGGAAACTGGTCAGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTGGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3811;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCCGATGCAGCGACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGGTCCA

GCCGCCGGGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGAGCGTAAAGGGCGCGTAGGCGGCCTGATA

AGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAACTGCTTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTT

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3813;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCGGCACGTGTGCCGTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCTTTTAAGCGTGACGTGAAATGTAGGCGCTCAACGTCTGAATTGCGTCGCGAACTGTTAGGCTTG

AGTAGACGGAATGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACAGCAGTTTTACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3814;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCCGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGATTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGACTGTTAAGTGAGTTGTGAAAGGTTGCGGCTCAACGGCAAAATTGCATTTGATACTGTTAGTCTTGAGT

ACAGTAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACAAGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3815;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTTGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGAAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGGGCGTAGGCTGTGCGTCAAGTCAGTGGTGAAATTCCGGGGCTCAACTCCGAGGCTGCACTTGATACTGGCGCGCT

TGAGTACAGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3816;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Deltaproteobacteria(0.8755),o:Desulfovibr

ionales(0.7252),f:Desulfovibrionaceae(0.4224),g:Desulfovibrio(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGC

GCTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTG

CGAAGGCAGCCTGCTGGACTGTCACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3818;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCTGATTGCAGGGACCCCCGGTGGGTAAAGAGTTT

TTTCGGATTGTAAGGCCCTACCAGCGGGGAAGAAAATGACGTTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCG

GCAGCCGCGTAAATAGGAAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3817;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATCATGACGGTACCTGAGGAGGAAGCCTCGGCTAACTACGTGCCA

GCAGCCCCGGTAATACGTCGGTGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTGGGGTGCGGAATTTCAAAATGGAAGTCAAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGGGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGAGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3819;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATCGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATACGGGAATAAAGTGGAGTACGCATACTGTTTTGAATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATACTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTAAATATGCAGTTGATACTGGGCTTCTTGAA

TACAGTTGAGGCATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTGGAGTGTCATTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3820;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATGTTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTTATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCCGCAGCCGCGGCAATACGGAGGGTGCAAACGTTAATCGGAATTACTGGGCGT

AAAGCGAGCGCAGGCGGTTTGTTAAGTGTGATGTGAAATCCCCGGGCTCAACCTGGGAGCTGCGTCGGATACTGGC

AAGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAGATGCGTAGAGATCTGGAGGAACACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU3821;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Rikenellaceae"(0.8864),g:Alistipes(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTTCTTTTGTCCGAGGGTAAACGCTCTTACGTGTAAGATCCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGTTAAGTTAGGGGTGAAATACCGGTGGTTAAAACCGGAAATGCCACGAATACTGGTGAACTAG

AGAGTAGTTGAGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAG

GCAGCTTACCAAAATATAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3823;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGTCAAGTAGCGTGACGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGCAGTGAAATTCCGTCGCTCAACGGCGGACGGGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAAGTCAGAGTGAGAAG

GCAGATGAAGGTAGCGCAACTGAAGCTGACGCTAGAAAGTTCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3822;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:Pasteure

llales(0.2359),f:Pasteurellaceae(0.1098),g:Actinobacillus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTTGTCACAGAG

CAAGCACCGGCTAACTCCGTGCAAGCACCCTCGTTAATACGGAGGGTGCGAGCGTTGATCGGAATAACTGGGCGTAA

AGGGCACGCAGGCGGATTGGAAAGTTGGATGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGTCAAT

CTTGAGTGGTGTAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGGCACTAACCGACGCTGAGGCGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATGAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTGTGCGGCTCAACCGTAAGATTGCAGTTGATACTGGCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTTGCGGTGAAATGCTTAAGTATCGCGAAGAACTCCGATTTCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU3826;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTCTTTCTATACGGGAATAAAGTGCAGTATGCATACTGCTTTGTATGTACCGTATGACTAAGGA

TCGGCTAACCCCGTGCCAGCAGCCGTGGTAATACGGAGGACCCGATCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGATGCTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAGATTGCATTTGATACTGGGCGTCTTGAG

TACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTACTGGACTGTCACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU3825;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAACGGGCGCAAGCCTGACCCGGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGGGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTACCTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTT

TAAGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AAGGGAATTCCTAGTGTAGCGGTGAAATGTGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTCCTGGACG

ATATCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3827;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Nubsella(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGACAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGGAGCCGCGGTATTACGGGGGTTGCGAGGGTTATCCGGATTCATTGGGTGTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGAAGACGCCGGAGGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGC

GAAGGCAGCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3828;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.2864),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATAAGCAA

GTCTGATGTGAAAATCCGGGGCCCAACCCGGGAATTGCATGGGAAACTGCATATCTAGAGTGTCGGAGAGGCAAGG

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCGGGTA 

>OTU3829;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Rikenellaceae"(0.7787),g:Alistipes(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACAAGGGTAAACCTGAATACGTGTATTCAGCTGAAAGTACTGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTGATAAGTTAGAGGTGAAATGTCCGAGCTCAACTCGGGAACTGCCTCTAATACTGTTGATCTAGA

GAGTAGATGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAATCTATATCTGACGTTGAGGCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTGCGTGCCA

GCTGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGACTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAGAGCCCAGGGCTCAACACTGGGACTGCGTTGGAAACTGTAGGGCTAGAGTGCTGGAGAGGGAAG

TGGAAGTCCTAGTGTAGCGATGAAATGAGTAGATATTGGGAGGAACACCAGTGGAGAAGGCGGCTTACTGGACAGT

AACTGACGTTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3831;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Alphaproteobacteria(0.9993),o:Rhizobiales

(0.9934),f:Methylobacteriaceae(0.9759),g:Methylobacterium(0.9781); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC

CTTAGGGTTGTAAAGCTCTTTTATCCGGGACGATAATGACGGTACCGGAGGAATAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCGTTTTAA

GTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATGGCCTTCGATACTGGGACGCTTGAGTATGGTAGAGGTTGGT

GGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGGACCATT

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3833;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.3204),g:Barnesiella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAGTAAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGAGCAGTGCCCAGCTCGTGAGCTGGGAGGGAGCGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGGCCTTCAGGCCGGCGGTAAAATTGCGGGGCTCAACCCCGCCGAGCCGTCGGAACCGGGGGCCT

TGAGTACCGGAGAAGTACGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGA

AGGCAGCGTACCGGCCGGTCACTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3832;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1015),f:Gracili

bacteraceae(0.0355),g:Gracilibacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATCGTAAAGTTCTGTTCTTAGGGAAGAAGTCTTAGATTGTGAATAATGATTTAAGGTGACGGTACCTATGGA

GAAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGCGCGTAGGCGGGAACTTAAGTTAGATGTGAAAACTCCGGGCTTAACCTGGAGACTGCATTTAAAGCTGGG

TTTCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTTCTGGACTGTACCGGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU3834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diales_Incertae_Sedis_XIII(0.1872),g:Mogibacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCTAA

GCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.4914),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGGGTGAAGAAGTA

TTTCGGTTTGTAAAGCCCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTCCCA

GCAGCAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACGCCTGGACTGCATTGGAAACTGTATGGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3836;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGAT

GTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCA

GCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8614),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTGGGGCATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCTGAAGGGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCC

GTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAAGGCGCAGAGATCTGGAAGAACTACAGT

GGCGCACGCGGCTACGCGGTCCGAACTTCGCGATGCAGCACGAAAGCGTGGGTAAACAACAGGATTAGATACCCTG

GTA 
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>OTU3838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGAGGTTATACGTAGGGGTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGTGCTCAACCATGGGACTGCTTTGGCAACTGTATGGATAGAGGGATGGTGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGAAGATATTATGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACAGTA

ACGGACGTTGAGGCTCGAAAGCGTGGGGAGCGAAGAGGATTAGATACCCTGGTA 

>OTU3839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAAGCCTGATCCAGCCACGTCGCGTGCGTGATGACGGT

TTTCGGATTGTAAAGCTCTGTCTATGGGGAAGATAATTAAGGTACCCAAGGCGGAAGCCACGGCTCTCTACGTGCCA

GACCCCGCGGTACTACGCAGGTGGCCAGCGTAATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACACGGGCTCAACGGGTGTGCTGCATTCCAAACTGGTTGTCTAGAGTGAAGGCGACGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTAAGGCTCGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3841;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1679),g:Ruminococcus2(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTATCTGACTAGGAAGCCCCAGCTAACTCCGTGCCA

GCAGCCGCGGTATAACGCAGGGGGCAAGCGTTATCCGGATGTACTGGGGGTAAAGGGAGCGTAGACGGCGTAGCA

AGTCTGATGGGAAAGGCAGGGGCTCCACTCCTGGAGTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGAGTACG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCGTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3840;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9933),o:"Bacteroidales"(0.9

934),f:Bacteroidaceae(0.9480),g:Bacteroides(0.9724); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGAATAAAGTATTCCACGTGTGGGGGTTTGTATGGACCATATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCCGTAATACGGAGGAACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATTGTTAAGTCAGTTGTGAAATATTGCGGCTCAACCGTAATATTGCAGTTGAAACTGGCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU3842;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGCTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCTGCTGTGAAAGGTAGGGGCTCAACCTTAAAATTGCAGTGGATACTGAGTGTCTTGA

GTGCAGGATAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3843;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGT

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGTATACCCGTTTGTATGTACTTTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGATGGATGTTTAAGTGTGATGTGAAAGTTTGCGGCTCAACCGTTGAATTGCAGTTGGTACTGTATGTCTTGAGT

GCAGTTGATGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCAACTAAGCTTCTACTGACATTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7068),g:Intestinimonas(0.0904); 

CCTTTCTTCCTCCTTTTTGACTATTGGGCCCTGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTT

CGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGAAATACGTAGGTGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCAA

GTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGGCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTTGACAGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.6350),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGCTGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCTGGGAAGAAAGTGACGGTACCTGACTCAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCGGAAGTGAAAGCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTATGCAGCTGGAGTATCGGAGAGGAAAGT

GGAATACCCAGTGTAGCTGTGAAATGCGTAGAGATTGGGAGGAACACCAGTAGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3846;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumin

ococcaceae(0.9015),g:Gemmiger(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

CTTTCGGATTGTAAACTCCTTTCGCTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCC

GCAGCCACGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTTAACCCATAAATTGCGTTGAGAACTGGTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGTGGAACACCAGTGGCGAAGGCGAGCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3847;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCG

CGCGTAGGCGGCTCGCCAAGCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCG

AGTTCGGTAGGGGAAGGCGGAACTCCCAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACATCGGTGGCGAA

GGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGCATACGGA

TCGGCTACCTCCGTGCCCGCAGCCGCGGTCATACGGAGGCTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGGTTAAGTCAGGTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGAGATCTTGAG

TGCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3848;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGT

AAAGGGAGGGTAGGCGGGCAGGCAAGTTAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAG

GTCTTGAGTGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTG

GCGAAGGCGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 



5571 

 

>OTU3849;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Acetanaerobacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGCTGGT

AAGTTGAATGTGAAACCTTCGGGCTCAACCCGGAGCGTGCGTTCAAAACTGCTGGTCTTGAGTGAAGTAGAGGCAG

GCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGC

AACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3851;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGCCGGGGAATAAACTGCAGTACGTGTACCGGTTTGTAAGTATCCGACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGTATGTTAAGTGAGAGGTGAAATGCCGGGGCTTAACTGTGGAAGTGCCTCTCATACTGTTAGACTAG

AGTGTAGTTGCGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCGATTGCGAAG

GCAGCTTACGAGGCTATAACTGACGTTAAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3852;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCATGACCCAGCAACGCCGAGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCAGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAG

TATAAGTCCGGAGTGAAAGCCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCATGAGTGCGGAAGGGG

TAGGTGTAATTCCCAGTGTAGCGGTGAAGTGCGTAGAGATTGGGAGGAACGCCAGTGGCTAAGGCGACTTACTGGG

CCGTAACTTACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3853;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0113),g:Alkalitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGAAGGA

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGACACGCGTGGATCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGGGGATGCGAGCGTTATCAGGATTTATTGGGTGTAAAG

GGTGCGTAGGCGGGTGTGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTCGAACGTGCGTTTGATACTGCCGTCCT

TGAATGCGGATGCCGTGGAAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCATCTCACGAATCCGCAATTGACGCTGAGTCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU3854;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGTTGTGAACTGCTTTTGGCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATTGGAGTACTAGGGGGATA

AGCAACGGCTAACTCCCTGCCAGCAGCCGCGGTAATACGGGGGGTGCGGGCGGTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCGGTGCGTCAAGTCAGGTGTGAAATCCCGGGGCTCAACTCCGGGCCTGCACTTGATACTGTCGAG

CTGGAGTGCGGACGCCGCTGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGC

GAAGGCATCTGTCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3855;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCAGAAACGCCGCGGGAAGGAAGAAGGC

CTTCGGGTTGTTAACTTCTTTTTTCGGGGACGAGTAGAAGACGGTTCCTGGCGAATAAGCCACGGCCAACCTCGTGTC

AGCCGCCGCGGTAATACGGAGGTGGCAAGCCGTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTACTTTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGCAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3856;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGCTAATGACGGTACCCATGGCGGAAGCCACGGCTCCCTACGTGCCA

CCAGCCCCGGTAATGCGCCGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATGCCCGGGCTCAACTTGGGTGCTGCATTCCGAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGCAGAACACCAGTGGCGAAGGCGACTCTCGGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTATGGGGAAGATAATGACGGTACCCAAGGTGGAAGCCACGGATAACTTCGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCCACCGTTATCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATAAA

GTGGGATGTGAAATACCCGGGCTAAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATCCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCGAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3858;tax=d:Bacteria(0.7187),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0224),o:"Bacteroidales"(0.0

170),f:Marinilabiliaceae(0.0033),g:Alkalitalea(0.0028); 

ACGGGAGGCAGCAGGGAGGAATATTGGGGAATGGGCGGAAGAGTGAACGAGCGATGTCGCGTGAGGGAAGGAG

GCCGTATGGGCTGTGAACCGCGTTTGACTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAA

TAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTAA

AGGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGACATTCCGGGGCTCAACTCCGGTGCTGCCCTTGATACTGTCGCG

CTGGAGTGCGTATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGTTATCACTCAGAACACCGATTGCC

AAGGCATCTCTCCACTCCTTCACTGCCCCTCACGCACGCAAGCGTGGGGATACAACAGGATTAGATACCCTGGTA 

>OTU3859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGGATAAAGTGCGCCACGTGTGGTGTTTTGTAGGTACCTGATGAATAAGG

ACCGGCTAATCCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGATCGATGGTTAAGCCAGACGTGAAATGTTGGGGCTCAACCGTAAAATTGCAGTTCATACTGGCAGTCTTGA

GTACAGTCGAGGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGACGAGACCTTTACTGACACTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACATGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGATCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCAAGGCTAACTCAGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGATATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACGATTAA

GTGGGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGCGCAGGCGAGGGGAGT

GGAATTCCTATTGTAGCGGTGAAATGCGTAGAAATTAGTAAGACCACCAGTGGCGAAGGCGACTCTCTAGACTGTAA

CTGACGCTGAGGCTCGAAAGTTTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3860;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.8048),o:"Enterob

acteriales"(0.4652),f:Enterobacteriaceae(0.2864),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGCGGGTGCAAGCGTTAATCGGAACTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGTAGATGTGAAATCGCCGGGCTTAAACCTGGGACTGCTTTTGAAACTGTAT

GGCTAGAGTGGTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACAGGAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU3862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9805),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGTGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTATGATGTGAAAGCCTTGGGCTTAAACAAAGAAGTGGAGCGGAAACTGTAA

GACTTGAGTGCAGAAGAAGACAGGGGAACTCCATGTGTAGCGGTGGAAGGCGGAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

ATA 

>OTU3863;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGGAGAACGTGCGTGAGAGTAACTGTTCACGCAGCGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTA

AAGGGTGCGTAGACGGGCATGCAAGTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTGTATG

TCTTGAGTGCAGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3864;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTACACC

CTCAAGCTCTGCTTGGTGTTGGGCGTCTGTCCCGCTTCATGCGTGGACTCGCCCCAAAGATATTGGCAGCGGTCTTGC

CAGCTTCTCGCGCAGCACTTTGCGTTTCTCGAAGCTTTGGCGGATCGGCGTCCACCAAGTCTATATCACAGTTTGACCT

CGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU3865;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGCGTTCCGCTTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGCATGGCAAGCCTGATGTGAAAGCCCGGGGCTCAACGCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU3866;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Acetanaerobacterium(0.0519); 

ACGGGAGGCAGCAGTGGTTTCTCTTGCACAATTTGGTAACCCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGTC

CTCTGGATTGTAAAACTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGCATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGG

CAAGTCAGGCGTGAAATATATCGTCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5273),g:Dorea(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGACGAAACTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTCTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTTAACCGCGGGAAGGCAATTGGAACTGTAATGCTAGAGGGGCGGAGAGGCAAG

TGGAATTCTTGGTGTAGCGGTGGAATGCGTAGAGATGAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3868;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTTTATGAAGAAGGCC

TTCGGGTTGTAAAGTCCTTTCAGCGGGTAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGCCGTTACCCGGAGAA

GAAGCACCGGCCAACTCCGTGCCAGCAGCCCCTGTAATACGGTGGGTGCACGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAAGCTGGGAACTGCATCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTGGC

GAAGGCGGCCCACTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU3869;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATGAGGGCGTCGCGCACGTGCGATTAGGGTACGAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCGGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGATGGGCTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTCAGAACTGCAGTTGAAACTGTCAGTCT

TGAGTGCAGTAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTAACAGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU3871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGA

GTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACCCCGATCGCGAAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.6350),g:Blautia(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGAGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCGGGGGCACAACCCCTGGACTGAAGTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGT

GGAATCCCTAGTGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATGAGATACCCTGGTA 

>OTU3870;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGCAAAGCTCTTTCTTCTGGGACGATAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGTGTAGGCGGTTTTTTAA

GTGAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGG

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCTTCTCTGGACGGTG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3875;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfohalobiaceae(0.0000),g:Desulfonauticus(0.0000); 

GTGAATCATCGAATCTTTGAACGCACCTTGCGCCCTTTGGTATTCCGAAGGGCATGCCTGTTTGAGTGTCATGAAACC

TCACCCCACTTGGGTTTTTGCCTGAGCGGTGGTGTATTGGGTGTTGCCTTGCTAAAGGCTCGCCTTAAAGACATAAGC

ACCTTGGATGTAATACGTTTCATCCTTCTGGGTGGCTGATAACCCCACATACTCATGATCTGGCCTCAAATCAGGTAGG

GCTACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU3873;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Gammaproteobacteria(0.4428),o:"Enterob

acteriales"(0.2039),f:Enterobacteriaceae(0.0904),g:Escherichia/Shigella(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

ATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGCAGCCGGGTCTGCAATGCGGGTTGGAAAGCCATGGGCCCAACCCCTGAACTGCATTTGAAACTGTAG

ATCTTGAGTGTCGGAGGGGCAGTCGGAATACCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAATGATGAAGAT

TTTCGGATTGTAAAGTTCTATCTGTGGGGAAGATAATGACGGTACCCAACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCAAAACTGGTTAGCTAGAGTGTCGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACTATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3877;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9877),o:Campylob

acterales(0.9280),f:Campylobacteraceae(0.8505),g:Campylobacter(0.7643); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAATAACAATGACGTTACCTACGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCCGTAATTCGGAGTGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCTAATGGCTGAAACATTAAAATGCTGGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATAACCAAGAATACCCATTGCGAAGGCGATCTGATAGAAATCAA

CTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGGTA 

>OTU3878;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Anaerococcus(0.0000); 

TTTTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTTATGGAAACGACACAACTCTGCAGGTTGGATACGT

CAATTATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCTCCCAAAACGTCGGCTACAG

TAACTCGTCCCCGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAACCC

AGCTTGGTAAGTTGGAGTAAGGACTCCGTTGACAGATTTGTCATTGTGAGCATTTTCATCCCGAAGTTGCGGCTCATT

CTGATTCTGAACAGCTTCTTGGGAAGTAGCGACAGCTTGGTTTTTAGTGAGATGTTCCGTTCTGTAACTCCTGGACCTT

AAGCAGCAAGGTCCATATCGGA 

>OTU3876;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGG

CAAGTTTGAAGTGAAATACCTGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU3879;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGCAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCTGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATGAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGTGTGGAGCAGTGAAATGCGTAGATATTCGGAGAAACACCAGTGGCGAAGGCGGCTGGCTGGGCTCT

AACTGACACTTGGGCTCGAAAGTGTGGGGAACAAAAAGGATTAGATACCCTGGTA 

>OTU3881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGAAATGACGGTCCCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3880;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XIII(0.0904),g:Anaerovorax(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTGAGGGAAGAAGAAAGTGGCGGTACCTCAGGAGAAAGCGCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTTTG

CTAAGCGCAAGGTGAAAGGCAGTGGCTTAACCATTGTAAGCCTTGCGAACTGACAGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0808); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTTGCCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGTATCTTAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3883;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Betaproteobacteria(0.9866),o:Burkholderi

ales(0.9775),f:Burkholderiaceae(0.9852),g:Polynucleobacter(0.9762); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATACAAGACAGGCGTGAAATCCCCGGGCTTAACCTGGGAATGGCGTCTGTGACTGTATAGCTAGAGTGTGTCAGAG

GGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCAATGGCGAAGGCAGCCCCCTGG

GATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGCTGACTAGTTGTTGGGAATTTACATTCTCAGTAACGTAGCTAACGCGTGAAGTCAGCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU3884;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTAGTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0519); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCCACTCCTGGATGGCATTTGAAACTGGTATGCTCGAGTGCCGGAGGAGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGTCAACTGGACAGCA

ACTGCCGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTGGAAACCATGGTA 

>OTU3887;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTT

ATCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGTATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGGGAAAGTTTGCGGCTCAACCGTACAATTGCAGTTGGTACTGTCAGTCGTGAGT

ACAGTAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAATTCCGATTGCGAAGGCA

GCTCACTGGACTGCAATTGACACTGATGCTCGAAGGTGTGGGTATCAAACAGGCTTAGATACCCGGGTA 

>OTU3890;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGAAGGTACCCGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAA

GTCTGAAGTGAAAGACCTTGGCTTAACCAAAGAAGTGCATTGGAAACTGTCAGTCTTGAGTGCAGAAGAGGACAGT

GGAACTCCTTGTGTAGCGGTAGAATGCGTAGATATATGGAGGAACACCGGAGGCGAAGGCGGCTGACTGGTCTGCT

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3889;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA

AGAGTACGTAGGTGGCTACCTAAGCACGGGGGTTAAGGCTATGGCCTAACCATAGTTCGCCTTGTGAACTGGGCTGC

TTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATTAGGAGGAACACCAGTTGC

GAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8331),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGA

GTCTTGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTG

GCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3894;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.0

000),f:Halobacteriaceae(0.0000),g:Haloarchaeobius(0.0000); 

CAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGA

ACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTGCTCGTCGCTGCGTTG

AGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTTCCTGCTCCTGTTGAGTTTATTGCTGCCGTCAT

TGCTTATTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTCATCATGGAAGGCGCTGAATTTACGGAAAACATTATT

AATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGAC 

>OTU3892;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCGCTTAA

GTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGTGCAGTATAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGGCCGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3895;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0181); 



5582 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCTAGGCTCAACCTGGGGGCTGCATCTCAAACTGGAAGTCTA

GAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAA

GTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGGAATGCGGATGCCGTGGGAG

GAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCATCTCGCGAGGGGTCAA

TTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3896;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGCTGTGAAAACTATGGGCTCAAACCATAAACTGCAGTTGAAACTGTTATTCTTGAGT

GGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGC

GGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8614),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGTGTGTAGGCGGGCTCGCAAGTTGGATGGGTAATACCCAGAGCTTAACTCCGGGGCTGCCCTTGATACTGGCG

CGCTGGAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATG

GCGAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTG

GTA 

>OTU3899;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Rikenellaceae"(0.9480),g:Alistipes(0.9686); 



5583 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGGTACGTGTACCCGGCTGAAAGTATCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGAGGTGAAGTCCCGGGGCTTAACTCCGGAATTGCCTCTAATACTGTTGGACTAG

AGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAG

GCAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTGGC

GAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3901;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9805),o:"Enterob

acteriales"(0.9280),f:Enterobacteriaceae(0.9108),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCCCATTGACGTTACCGGCAGA

GGAGGCGCCGGCAAACTCCGGGCCAGAGGCCGCGCTAGTACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAGTGCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU3898;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATCGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTG

AGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTGTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3902;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 



5584 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCCTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGCAACTACTCTTCTTGA

GTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCCTACTGGACGGTGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.6350),g:Roseburia(0.3915); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTCCACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTCG

GTATGTAAAGCTCTCTCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCAAGC

AGCCGCGTTAATACTTATGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTAAGTC

TGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAGTGGA

ATTCCTGGTGTAGTAGTGAAACGCGTAGATATTAGGAGGAACACCAGTGGCTAAGGCGGCTTACTGGACTGTAACTG

ACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3904;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGCCTGAACCAGCCATGCAGCGTGCAGGAAGAAGGT

CCTACGGATTGTAAACTTCTTTTTTCAGGGAATAAAAAGCCTTTCGCGTGGAGTCATGCAGGTACCCTAAGAATAAGC

GTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACCGCAACTGACACTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3905;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGATGATGACGGTACCATAGGAGGAAGCCACGACTAACTACGTGCCA

GCAGTCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGATGTAAA

GTCAGATGTGAAATACCGCGGCTTAACTGCGGGGCTGCATTTGAAACTTACGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCTTAAA

CTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Rikenellaceae"(0.9201),g:Alistipes(0.8124); 



5585 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTATTAGGGTAAACACCCCTACGTGTAGGGGCTTGAAAGTATAATACGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTGTGATAAGTTCGAGGTGAAATACCGGTGCTAAACACCGGAACTGCCTCTAATACTGTTGGACTAGAG

AGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGC

AGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3907;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8755),o:Desulfovibr

ionales(0.6138),f:Desulfovibrionaceae(0.3544),g:Desulfovibrio(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGCAGGGAAGAATAAGCACCGTGCTAATCAGCGGTGCCGTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCGTGTAGGCTGTATGGCAAGTTGGAGGTGAAATCCATCGGCTCAACCGCGGAACTGCCTTCAAAACTGCCA

AACTAGAGTGCGGGAGAGGAAATCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAAGAACATCAGTG

GCGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU3908;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Rikenellaceae"(0.0252),g:Alistipes(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TATGGGCGTTAAACTTCTTTTGTGCGGGAGCAATAATGGCCACGTGTGGCCAGACGAGAGTACCGTACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGAGGTAAGTCAGCGGTGAAATGCCCCCGCTCGACGGGGTGAAGTGCCATTGATACTGCCTTGCTGGA

ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGTAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CATCTCACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGTGTCAAACAGGATTAGATACCCTGGTA 

>OTU3910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0110); 

AAGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGACTGTAAACCTCTTTAGGCGGGGAGTAATGCCGGGCACGCGTGCCCGGAGGGAGAGTACCCGCAGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTATAAAG

GGTGCGTAGGCGGATTTTTAAGTAAGCGGTAAAATGACAGGGCTCAAACCGGGCCGGCCGTTGAAACAGGGGATCT

TGAGTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACAGCGATTGCG

AAGGTAGCATCCCGGCGCTCGACTGACGCTGAGGCACGAAAGCGTTGGGATTCAACAGTATCAGATAGCGGAGGA 

>OTU3909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2864),g:Anaerobacter(0.0519); 



5586 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAAGCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

TTTCGGGTTGTAAAGCTCTATCTTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTTTCAA

GTGTGATGTGAAATGCAGGGGCTTAACTTGTGGACTGCATTGCAAACTGGTAAGCTAGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCACTGGACTGTA

ACGGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3911;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Subdoligranulum(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGCAGGCGGGACTTCAAGTTTGATGTGAAAGGTCAAGGCTTAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGA

GTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAG

GCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU3912;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACCGTTAAGTCAGTGGTAAAATTGAGAGGCGCAACCTCTTCCGGCCATTGAAACTGGCGGACTTGA

GTGAGCGAGAAGTATGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3913;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGGACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGACA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGAACAGCTGGAGTGCAGAAGAGGACAG

TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3915;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0204); 



5587 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAGCGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGC

TACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3914;tax=d:Bacteria(1.0000),p:"Deferribacteres"(0.9993),c:Deferribacteres(0.9892),o:Deferribacteral

es(0.9938),f:Deferribacteraceae(0.9908),g:Mucispirillum(0.9932); 

ACGGAAGGCAGCAGTGGGGAATTTTGCGCAATGCTCGTAAGAGTGACGCAGCGACGCCGCGTGAATGACGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGACAGGGAAGAAAATGCCTATAAGTAACTGTGTATGTATTGACGGTACCTGTATAA

GCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTGACTGGGCGTA

AAGAGCACGTAGGCGGTGTTGTAAGTCCTTAGTCAAAGACTAGAGCTCAACTTTAGTAAGGCTAGTGATACTATAAT

ACTAGAGTATCAGAGAGGATTGCAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGTTAG

CGAAGGCGGCAATCTGGCTGGAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGAT

A 

>OTU3916;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGCTCG

CAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGCGCTACCACTAAGACTGTTTAGCTTGAGTGCAGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACT

GTAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGCGTGCGCAGGCGGTTGTGTAA

GACAGATGTGAAATCCCGGGGCTCAACCTCGGAATTGCATTTGAGACTGCATGGCTAGAGTTCTGGAGAGGGGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAGCACCGATGGCGAAGGCGGCTCGCTGGGATGAG

ACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3918;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 



5588 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTT

GAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAG

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU3919;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.9572),c:Mollicutes(0.8755),o:Anaeroplasmatales(0.57

66),f:Anaeroplasmataceae(0.3884),g:Anaeroplasma(0.1735); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAACGAAGAAGTT

ATTCGTAATGTAAAGTTCTTTTATCAGGGAAGAAAGAGGAATTTGACGGTACCTGAGGAATAAGCTCCGGCTAACTA

CGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGATGGC

ATAGTAAGTCTTTTGTAAAAATGCTGGGCTCAACCCAGTAGGGCAAAAGATACTGCAAAGCTAGAGTATGACAGAGG

CAAGTGGAACTACATGTGTAGCGGTAAAATGCGTAAATATATGTAAGAACACCAGTGGCGAAGGCGGCTTGCTGGG

TCGATACTGACATTGAGGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9936),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTAAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GCAAGTCACGGCTAACTACATGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTTAGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Negativicutes(0.9747),o:Selenomonadales(0.928

0),f:Veillonellaceae(0.9108),g:Mitsuokella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGCGGGAAGGTAAGGTTATCTTAAAAGTGCGGGGCTTAACCCCGTGAGGGGACCGAAACTGC

GATGCTAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAGAGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU3922;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9671),c:Actinobacteria(0.9038),o:Coriobacteriales(

0.7995),f:Coriobacteriaceae(0.5991),g:Collinsella(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

TTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTTTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGTGTAAAGCGCGCGTAGGCGGCCCGGCA

GGCCGGGGGTCGAAGCCGGGGGCTCAACCCCGGGAAGGCACCGGAAACTGCGTCGCTTGGGTCCGGTAGGGGAGG

GTGGAATACCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCGGTGGCGAAGGCGGCCCGCTGGGCC

GAGACCGACGCTGAGGCGCGAAAGCGGGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU3923;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGTACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGTAGGTGGCAGGGCAAGTCCGATGTGAAAGGCCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGTAGATCTT

GAGTGTCGGAGGGGCAATCAGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGA

AGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3925;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Porphyromonadaceae"(0.4224),g:Barnesiella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAATTCCCGCCACGTGTGGCGGGAGGGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGAGTGCCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCGTGCCGTTGGAACTGGCGCCCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCATACCGGCGCCCGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCGATGCAAGCCAGATGTGAAAGCCCGCGGCTCAACTGCGGTAGTGCATTTGGAACTGTATGGCT

GGAGTGCAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCG

AAGGCGGCCTGCTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3926;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCATGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGG

AGCGTAGACGGTAAAGCAAGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTTGAACTG

GAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3929;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCTGAATGTCAAGTCAGCGGTAAAATTGAGAGGCTTAACCTCTTCGAGCCGTTGAAACTGGTGTTC

TAGAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCG

AAGGCGGCTTACCAGGATGCAACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3928;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diales_Incertae_Sedis_XIII(0.0355),g:Anaerovorax(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCACTGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTCTAAGGGAAGAAGAAAGTGACGGTACCTTAGGAATAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTGATCCGGAATGACCGGGCGTAAAGGGGGCGTAGGTGGTTTG

ACAAGTTAGTAGCGCAACTCCGGGGCTCAACTTCGGAACTACTACTAAAACTGTTGGACTTGAGTGCAGGAGGGGCA

ATCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTAGACT

GCAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3930;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCCTATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCGGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTTATAAGCGAGTTGTGAAAGGTCGGGGCTCAACCGTGGCATTGCAGCGCGAACTGGGGGACTTG

AGTGCGCAGGAGGGAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAG

GCAGCCGGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3927;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCAGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAATAAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGAGCAAGGGCCGGGACGAGTCCCGGCCCGGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATGTATTGGGTTTAAAG

GGTGCGTAGGCGGGCTTTTAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCGGCCGTTGAAACTGGGGGCCTT

GAGTGGGCGAGAAGAAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGA

AGGCAGCCTTCCGGCGCCCTACTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3933;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCGTTTATGCGGGGATAAAGTGGGCCACGCGTGGCGTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCAGCTCAAGCGTGTCGTGAAATGCCGGCGCCCAACGTCTGGACTGCAGCGCGAACTGCCCAGCTT

GAGTGCGGGCAATGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3931;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAA

CGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATTTTATGATGATCATCCGTGGCGCACCCGGATTTCTACACCTCAA

CTGACGCTCGGTCTCGAAAGCTTCGGGAGGAAGCAGGATTAGATACCCTGGTA 

>OTU3932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.8864),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGACGGT

CTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATCGGCA

AGTTTGCAGTGAAATGTATGGGCTCAACACATGAATTGCTTTTAAAACTGCTTGCCTTGAGTAGTGCAGATGTAGGTG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU3934;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTATTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGAATTATTGGGCGTA

AAGAGTGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCT

ACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCAGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3937;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Spirochaetaceae(0.0000),g:Borrelia(0.0000); 

TCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCTCAGTAGGCGTAAAACGACCAAGCGCAAGAGTAAACC

TAGTGCCATGCTCAGGAACAAAGAAACGCGGCCCAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCT

AACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTT

GTCAGCGTCATAAGAGGTTTTACATCCAAATGAAGAAATAACATCATGGTAACGATGCAGGAAGTAATCACGTGCGT

GGGCAGTATGCAAATTAGCATAAGAAGCTTGCAGACGAATAAGGTCAATAGATGTGGTAGAAGTCGTCATTTGG 

>OTU3935;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

CGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGATCCAGCCAAGTAGCGTGAAGGATGACTGCCC

TATGGGTTGTAAACTTCTGTTATATGGGAATAAAGTTCAGTATGTATACTGTTTTGTATGTACCATATGAATAAGGATC

GTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGACGCTTAAGTCAGTTGTGAAAGTTTGCGGCTAAACCCTAAAATTGCAGTTGATACTGGGTGTCTTGAGTG

CAGCAGAGGTAGGCGGAATACGTGGTGTAGCGGTGAAATGCTTAGGTATCACGAAGAACTCCGATTGCGAAGGCAG

CTTACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3936;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGGGACGTGTGCCTTTTTGCAGGTACCGTATGCATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTGTTAAGCGTGATGTGAAATGCAGGTGCTCAACCTCTGTACTGCAGCGCGAACTGGTAGTCTTG

AGTGCGCAGGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTACTGTAGCGTAACTGACGCTGAAGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU3938;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGGCTGAACCAGCCAAGTAGCGTGAAGGAGGACGGC

CCTATGGGTTGTAAACTGATTTTATAGGGGGATAAAGTGTGGCACGTGTAGCAGATTGCAGGTACCATATGAATAAG

GACCGGCTAAGTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTTTTAAGCGTGTTGTGAAATTTCGGTGCTCAACCTGAGCATTGCAGCTCGAACTGGCAGTCTTGA

GTGCGCAGGAAGTAAGCGTAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACTCCGATTTCGAAGGC

AGCTTGCTGTAGCGCATCTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3940;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

TGGATACCCGCCTCAAGCTCTTGGAAGAGATTCTGTCTTTTCGTATGCCGGGCGTTGAGTTCGATCATGGTGATATGT

ATGTTGACGGCCATCCGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGG

CACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAGACCACCGCCCCGAAGGGGACGAAAAATGGT

TTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGAAAGCTGGCTGCGGAACGCCCTCGTAAGGATATTCGCGAG

GAGTATAATTACCCCAAAAAGAAAGGTAGTAAGGAGGAGTGTTCAAG 

>OTU3941;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriales(

0.0000),f:Bifidobacteriaceae(0.0000),g:Aeriscardovia(0.0000); 

CCCGCACCGCCTTGGGATTATCATAACACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACC

AACCATCCGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGG

CCTCCAGCAATCTTGAACACTCATCCTTAATACCTTTCTTTTTGGGGTAATTATACTCATCGCGAATATCCTTAAGAGGG

CGTTCAGCAGCCAGCGTGCGGCAAAACTGCGGAACCGTCTTCTCGTTCGCTAAAAACCATTGTGCGTCCCCTTCGGGG

CGGTGGTCTATAGTGTGATTAATAGCAAGTGGGGGGAGCACATTGTAGCATTGTGCCAAT 

>OTU3939;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGG

CAAGTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTAGATCTTGAGTGTCGGAGGGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGACATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3944;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5239); 
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ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCGGGACGACGGC

CCTCTGGGTTGTAAACTGCATTTATAGGGGGATAAAGTGTGCCCCGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCATCCGCGGTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTATTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGGGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGCCAA

GTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGGTTTTCTTGAGTATGGGAGAGGTAAATG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3942;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTTACGCAGGAATTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGT

AAGTTGGGTGTGAAATACCCGGGATTAAATTGGGGGCTGCATCTAATACTGTAGGAAATGAGTACAGGAGAGGAAA

GCGGAAGGCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGAGAAGGCGGCTTTCTGGACT

GTAAATGACGCTGAGGCAAGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU3946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAAGAGGGGGAAAGGGGGGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTG

CCCTATGGGTTGTAAACTTCTTTTATCAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTTCGGCCCAACCTTACAATTGCAGTTGTTACTGGATATCTTGA

GTGCAGTTGATGCAGGCGGAATTCGTGTTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTTACATTGAGGCTCGACAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3945;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.8864),g:Roseburia(0.5720); 



5595 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTCTCAGCAGGGAAGAAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAACACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGC

AAGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGTACTGCATTGGGAACTGTCGGACTAGAGTGTCGGAGGGGTAA

GTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGGA 

>OTU3947;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.799

5),f:Spirochaetaceae(0.5991),g:Treponema(0.2607); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTCGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGTGACTGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCCACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGGTTGGTGTGAAAGGCATAGGCTTAACCTATGAAGTGCATTGAGAACTAGAA

GACTTGAGTGAAGGAGGGGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATATGGAAGAACACCAATG

GCGAAGGCAAGTTTCAAGCAGGTAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3948;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.8146),g:Coprococcus(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTATCTGACTAATAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGAGCGTAGGCGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTAGGTAGCTAGAATGCTGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.4563),g:Roseburia(0.0904); 

CCGGAAGGCAGCAGCGATTCCTATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGATTGTAAACTGCTTTTATAGGGGGATAAATTGTGCCACGGGTGGCATATTGCATTTACCCTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGCAGGCGGAAGGCTAAGTCCGATGTGAAAGCCCGGGGCGCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGA

GTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3949;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 



5596 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTAATCGGAATTACTGGGCGTAAGGCG

CACGCAGGCGGTTTGTTAAGTCAGATGGGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGATACTGGCAAGCTTG

AGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9840),o:Clostridiales(0.9889),f:Lachn

ospiraceae(0.9294),g:Blautia(0.8124); 

CCTTTCTTCCTCCTTTTGGAATATTGCACACTGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCT

CGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAAGTC

TGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGCGGA

ATTCCTAGTGTCGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3952;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGTGTCCCGTATTGAGAGTACACGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCTCCAAGTCAGCGTGCAATGTTCCGGGCTCAACTCGGTGTCGCCGTGGGAACTGGCGTGCTCGA

GTGCGTGCGAGGTAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGG

CAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3954;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTATGGTAAGCGTGTTGTGAAATGCCGTGGCTCAACCCTGGCACTGCAGCGCGAACTGCCGTACTTG

AGTACGCTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCAGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3953;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 



5597 

 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCCCGTCCGATGAGGGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGGTTTATCCGTATTATTTGGGTTTAAAG

GGTGCTTAGGCTGTGCGTCGAGTCCGGGGTGAAATTCCGGGGCTTAACTCCAGGGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU3955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAGGGG

TTTCGGCTCGTAAAGCTCTGTTGTTCGAGAAGAACGTGCGTGAGAGCAGCTGTTCACGCAGTGACGGTATCTCACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGT

AAAGGGAGCGTAGACGGCGGTGCAAGTCTGAAGTGAAATACCCGGGCTCAACCTGGGAACTGCTTTGGAAACTGTA

CGGCTAGAGTGCTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU3956;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGTTTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGAAACTGGAAGCCTTG

AGTGCACGCAGGGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGACGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGGGGTAGTAACTGCCCTTTCTTGGACGGTAATTACTTAG

AAAGTCAAGGCTAACTACGTGCCCGCCGCCGCTGTTATACGTCGGGGTGTAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAACAAGTCTGATGTGAAAGCCGTCGGCTCAACCGGGGAATTGCATCGGAAACTGTGGG

ACTTGAGTGCAGAAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU3958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTGTATAAGAATAAAGTGTAGTATGTATACTGTTTTGCATGTACTATGTGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGCTAGTAAGCGGGTTGTGAAAGGTAGAGGCTCAACCGTAAAACTGCAGTTCGAACTGGTGTCCTTGA

GTACGGAGGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCTACTGACACTGATACTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3959;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCAAGCCGCGTGAAGGATGAAGGC

CTTATGGGTGGTAAACTCCTTTTATATAAGAAAAAAGTGCAGTATGTATACTGTTTTGTATGTATCGTATGAATAAGG

ATCGGGCAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTCACGGCTCAACCGTGGAATTGCAGTTGATACTGGATATCTTG

AGTGCGGTAGAGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCAATTGCGAAG

GCAGCCTGCTGGGCTGCAACTGACGTTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3962;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Methanomassil

iicoccales(0.0000),f:Methanomassiliicoccaceae(0.0000),g:Methanomassiliicoccus(0.0000); 

GGCTTAATTTGACTCAACACGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAAATAATGATGTTAATGAATCTTCATTGGCAATCATTTCTTAGAGGGACATGTAGTTTTAAACTACAGG

AAGATTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU3960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9805),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGGGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTTGGAGGTGAAAGCCTTTGGCTAAACCAAAGAAGTGCGTCGAAAACTGTCA

GACTTGAGTGCAGAAGAGGAAGGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGTTATAGGGAGGAACACCAGG

GGCGAAGGCGGCTGTCTGGTCTCCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAAAAGGATTAGATACCCTG

GTA 

>OTU3961;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 



5599 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTCCTTTTATATAAGAATAAAGTTCAGTATGTATACTGTTTTGTATGTCTTATATGAATCAGCTT

CGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3965;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XVII(0.0000),g:Sulfobacillus(0.0000); 

CGCATGGACATGAAGACGGCCATTAGCTGTACCATACTCAGGCCCACCAAACTACTGATCGCCGTCGGCGTGTGACT

CATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTAT

CATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGT

CGCATTGCATTCATCAAAAGATGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGAAATATGGAACAC

TCAGCCGTAATACCTTTCTTTTTGGGGTAATTAGACTCATC 

>OTU3963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9820),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTGTGTTGTGAAATGCAGTCGCTCAACCAAAGAACTGCAGCGGAAACTGGCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATCGAAGAACACCAGTG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3964;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9769),o:Actinomycetales(

0.9497),f:Actinomycetaceae(0.8146),g:Actinomyces(0.7162); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGTAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGCGGGTCGTGGGTAACGAAGCGC

CGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGGCGCTCGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTT

GTAGGCGGTTGGTTGCGTCTGACGTGAAATCCTCGGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAG

TGAGGTAGAGGAGAGTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG

CGGGTCTCTGGGCCGTTACTGACGCTGAGGAGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Acetanaerobacterium(0.0423); 



5600 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACAATGATGCAGCGACGCCGCGTGAGGGAAGACGG

TCCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGATGTAAAGGGAGCGTAGGCGGGCAG

GCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTACGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTG

GCGGAATTCCTAGTAAAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGACGAAGGCGGACCACTGAGCTT

TTACTGACGCTGAGGCTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3967;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9887),o:Campylob

acterales(0.9938),f:Campylobacteraceae(0.9904),g:Campylobacter(0.9932); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACTT

TTTGGAGCGTAAACCTCTTTTCCTTGGGAAGAATTCTTACGGGACCTAAGGAATAAGGACCCGCCACTCCCTGCCCGC

AGCCGCGCTATTACGGGGGGTGCAAGCGCTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAGT

CTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATGGA

ATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTCAACTG

ACGCTAAGGCGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3968;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGCCCGGAGTATTGCATACCCGGGTAAGACCGAACGAACAAACGCCTGGACTATATTCAAGGAC

CACGGATCGTGGCGGTCTGTCTGCTGGGACAAAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCTTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCGCAAGCTGGGGGCTGCATTTCAAACTGGAAGTCTTGAGTGCAGGAGAGTAAAGC

GGAATTCCTAGTGTAGTGGTGTGTTTTTTTGATAATAGGTACACCACCGAGCGCGACCCACACTCTCTCCCCACCCGAC

GCCCGTCCGACCTACGGAAGGGAGCAGCCCTTAGGATTAGATACCCTGGTA 

>OTU3969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8472),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGATGACTGCT

TTCGGCTCTTAAAGCTCTGTTTTTGGAGAAGAAAATGCATGCACGTGACTGTTCACGCAGTGACGTTATCCAACCAGA

AAGTCACGGCTCACTCCGTGCCAGCAGCCGAGGTGAAACGTAGGTGGCTAACGCGATCCGGATTTATTGGGCGTAAA

GGGAGCGCAGGCGGGTGCTTAGGTCAGATGTGAAAGTCTTCGGCTTAACCGAAGAAGTGCATTGGAAACCGGGAG

ACTTGAGTGCAGAAGAGGAAAGCGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCCGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU3971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4787); 



5601 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGA

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTACCCAAGGA

GGAAGCCCCGGCTAACTACGTGCCCGCATCCGCTGTAGTACGTCTGTGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTGGCTTAGGTCTGATGTGAAAGACTTGGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCCCTGTTTATGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCAA

GCACCCGCGGTAATACGCAGGCGGCGACCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTGATTAA

GTGGGTGGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGTGAGCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3972;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAACA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGGTTTTCTAGAGGGTCGGAGAGGTAAGT

TGAAATCCTTGTGTAGCGGTGAAATGCGTAAATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU3973;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGCCGAGAGCCTGAACCAGCCATGCCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACCGCTTTTGCGTGGGAATAATGTGCTCCACGTGTGGCTCGTTGTAGGTACCATACGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTGGATTAAGTGGGTGGTGAAATGTAGGCGCTCAACGTCGGACGTGCAGCGCATACTGGTGCACTTG

AGTGCCTGTAACGCGGGAGGAATTTGTAGTGTAGCGGTGAAATGCTTAGAGATGATACAGAACACCGATTGCGAAG

GCATCTCGCGAAGGGTCGATTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3975;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGTCGCGTGCGGGATGAAGGT

TTTCGGATCGTAAAGCTGTTTCTTTGGGGAAGTTAATTGCGGTACCCATGGCGGAATCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCAGTCCAAACTGGTTATCTAGAGTGCAGGAGATGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACAGGACAGTAA

CTGACGTTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3976;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfofaba(0.0000); 

ATGAAACATATCAACCACACCAGCAGCAGCATCAGTGACTCCCTTAGCCATATCCTTTGCAGTAGCGCCAATATGCGA

AGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATT

TGGTCATTGGTAAAATACTGATCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGC

TTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTT

TGGGCATATACCTGGTCGTGCGTATTCTGGCGTGAAGTCGCCGACGGAATGCCAGCAAGCTCTTTTTGAGTCTCATTT

TGCATCTCGGCAATCTCTTGCTGATTGTCCA 

>OTU3977;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTTTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACTCCGTGACGGTATCTAACCAG

AAAGTCACGTCTAACTACGTGCCCGCAGCCGCGGTAGTACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGCTAAGTCTGAAGTGAAAGCCTAAGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTAGAGTGCAGAAGAGGACAGAGGAATTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGAATTAGATACCCTGG

TA 

>OTU3978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pepto

streptococcaceae(0.2864),g:Peptostreptococcus(0.0712); 
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ACGGAAGGCAGCAGTGGGGAATATGGCACAATGGGCGAAAGCCGGATGCAGCAACGCCGGGTGAACGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGCAGGGGAAGATAATGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGACGACCACCAGTTTCGAAGGCCGCTCCCTGGACTGTAAC

AGACCCTGATGCACGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU3979;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAGCTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACAGGAGAATTGCGTCAGGAACTGTTGG

ACTTGAGTGCAGAAGAGGAGGGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGCG

GCGAAGGCAGCTCTCTAGGCTGCTACTGACGCTAAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU3980;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTT

GAGTGTCGGAGAGGTTGACGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGA

AGGCGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3983;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9812),o:Bacillales(0.9753),f:Bacillaceae_

1(0.8864),g:Bacillus(0.8124); 

GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGTGGTT

CCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGGAACTTGAGTGCAGAAGAG

GAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGG

TCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGAAACCCGTGTAGTCC 

>OTU3981;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Bacillales(0.9889),f:Staphylococc

aceae(0.9868),g:Staphylococcus(0.9799); 

ACGGAAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTTAGGGAAGAACATATGTGTAAGTAACTGTGCACATCTTGACGGTACCTAACCAG
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AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGCGCGTAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAA

ACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU3982;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAGAGGG

AGCGTAGGCCGTCTTATAAGCGGGGTGTGAAAGGGAGGGGCTCAACCGGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGA

GGGCAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3984;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGTCGAAAGCCTGACCCTGCAACGCCGCGTGAAGGTAGGAGGC

CTTCTGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTCATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCCAAGGGCTCAACCGTTGAACGGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAGCCAGTGGCGAAGGCGGTCAACTGGACGATA

ACTTAGGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGAGTTAGATACCCTGGTA 

>OTU3985;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGCCCAGCTTGA

GTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3987;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCATATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGCTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTGGGAACTGGGGGACTT

GAGTGCACGAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Roseburia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TCACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3989;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9966),o:Actinomycetales(

0.9843),f:Actinomycetaceae(0.9573),g:Actinomyces(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCCAGTGAAGCAGGCCGCCCCCGCGTGGGGTGGTTGACGGTAGCTGGATAAGAAG

CGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGA

GCTCGTAGGCGGCTGGTCGCGTCTGTCGTGAACTCCTCTGGCTCAACTGGGGGCTTGCGGTGGGTACGGGCCGGCTT

GAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGA

TGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU3988;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCTGGGGAGCAAGTCAGCTGTGAAATCTATTGGCTTAACCCATAAACTGCAGTTGGAACTGTTCTTCTT

GAGTGAAGTAGAGGTTGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3990;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTGCA
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AGTCCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGCCTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3991;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGGGGGAAAGAGCAAAGTAGAGGGCAGGATGACGG

CCCTAGGGGTTGTAAACTGCATTTATAGGAGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTCAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCATCGCGAACTGGCAGACTT

GATTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3994;tax=d:Bacteria(0.0041),p:Latescibacteria(0.0000),g:Latescibacteria_genera_incertae_sedis(0.00

00); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTTTGGTATTCCAAAGGGCATGCCTGTTCGAGCGTCATTTGTACC

CTCAAGCTTTGCTTGGTGTTGGGCGTCTTTGTCTCCAGCTTGCTGGAGACTCGCCTTAAAGTCATTGGCAGCCGGCCT

ACTGGTTTCGGAGCGCAGCACAAGTCGCGCTCTTCATCCAGCCAAGGTCAGCGTCCAGCAAGCCTTTTTTCAACCTTT

GACCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU3993;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGTATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAACACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGATATTAAGTCAGCTGTGAAAGCTTGCGGCTCAACCGTCGGATTGCAGTTGATACTGGCGTGCTTGA

GTGCGGGCAGGGGAGGGGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3995;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAAGGCGGTTGCTCAACGATCGAACTGCGGCGCGAACTGTCCGGCTTG

AGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU3992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1291),g:Oribacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGGGGAGGAAAAAGGG

TTTCGGATTGTAAACTCCTGACGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCCAAATACGTGCCA

GCCGCCGCGGTAATAAGGATGGGGCAAGGGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU3996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTTTAAACTTCTTTTCTTAGGGACGAAACAAGTGACGGTACCTAAGGAATAAACCACGGCTAACTACGTGC

CAGCAGCCGCGCTGATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAAACCACGGGCTCAACCGGTGGACTGCATTTGAAACTGTAGGTCTTGAGTAATGGAGAGGTAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTCTGCAGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGACTAGATACCCTGGTA 

>OTU3997;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGAGGCTCGTGTGGGTTTTTGCAGGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACAGCTGAACTGCAGCGCGAACTGGTTTCCTTGA

GTGCGCACAAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGACTGGACCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU3998;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Sphingobacteriia(0.9776),o:"Sphingobacteri

ales"(0.9685),f:"Cyclobacteriaceae"(0.9480),g:Algoriphagus(0.9705); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCT

GAATAAGTCAGCGGTGAAAGACTTCGGCTTAACCGGAGCAGTGCCGTTGATACAGTTTAGCTTGAGTGTTGGAGGG

GTACATGGAATTGATGGTGTAGCGGTGAAATGCATAGATACCATCAGGAACACCGATAGCGAAGGCATTGTACTGG

CCAACAACTGACGCTGAGGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACG

ATGATTACTCGCTGTTATGCTGTATAGTGTAGCGGCCAAGCGAAAGCGTTAAGTAATCCACCTGGGGAGTACGCCGG

CAACGGTGAAACTCAAATGAATTGACGGGG 
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>OTU3999;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.0355),g:Butyricimonas(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCGTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGG

AATGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4001;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACTTTATTCATCATTTATTAATATTTTTCAATTTTCTTAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCTAT

GGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGGACCG

GCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCAC

AGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAGTAC

GCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGCAGC

TGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4002;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0560),g:Clostridium_XlVa(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCA

AGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTGGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.2184),g:Roseburia(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGCAGACGGAAGGCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCT

AGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4003;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Burkholderiaceae(0.0000),g:Polynucleobacter(0.0000); 

ATCGAACTCATCTTCGGTTAACTCCCAAACGGCAGCCGCCTGACTGAGCTTAATCGAGGCCAAAGCGGTCTGGAACC

GTCCGGATTGTTCCGTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCA

CGCTCTTTTAAAATGTCAACAAGAGACTCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTGGACGAAC

GTGCCAAGCATATTAAGCCACTTCTCCTCATCAAAAGAGTCAGTTTGTGACAGAATCGTTAGTTGATGGCGAAAGGTC

GCAAAGTAAGAGATTCTCGAGCTGCGCAAGGATAGGTCGAATTGTCTCATTTTACGCCAGAAGTCAACTTCGATTTAA

TTCGTAAACAAGCAGTAGTAATTCCGGCGGTATCAAG 

>OTU4005;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.725

2),f:Spirochaetaceae(0.5273),g:Treponema(0.1735); 

ACGGAAGGCAGCAGCTAAGAATATTCAGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTTTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGGTGTTCGGAATTATTGGGCGTA

AAGGGCCTGTAGGCGGTTTTGCAAGCTTGGTGTGAAATTCATAGGCTCAACCTATGAACTGCATTGAGCACTACCAG

ACTTGAGTTACTGAGATGCAACTGGAATTCCAGGTGTAGGGGTGAAATCTTCAGATATCTCGAAGAACACCAATTGC

GAAGGCAAGTTTCAAGCAGCTAACTGACGCTGAGGTGCGAATGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4004;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGGAAACTTTTTTTTTCAGGGACGTATAGAAGACGGTACCTGACGAATAAGCCACAGCTAACTACATGCC

AGCAGCCACGGTAATACGTACGTGCCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGTTAGGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCAGTTGAAACTGTTCTGCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACCCCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4007;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTTTTGTTGGAGAAGAAGGAGGGGGAGATTAACGGTTCACGAAGTGAAGGTAACCAACCA

GAAAGTGCCGGCTAAATACGTGCCAGGCGAGGGGTGAATACATATATGGCAAGTGATATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTGGGCTTAACCGAGGAACTGCATCGGAAACCGGG

CGACTTGAGTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU4006;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clostri

diales_Incertae_Sedis_XIII(0.0099),g:Anaerovorax(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAAAGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACATAAAGAACAAGCCCCGGCTAACTACTTGCC

AGCAGCCGCGGTAATACGTACGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCA

AGTCGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCGTTCAAAACTACTAGACTGGGGTGTGGGAGAGAAGA

GTGGAATTCCTGGTGTAGCGGTGGAATGGTTAGATATTAGGAGAAACACCAGTGGCGAAGGCGACTATTTGGCCGA

TAACTGACACTGAGGCACGAAAGCGGGGGGAGCAAACAGGATTAGAGACCCTGGG 

>OTU4008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9798),o:Lactobacillales(0.9707),f:Strepto

coccaceae(0.9108),g:Streptococcus(0.6200); 

ACTTCCTTCCTCCTTCTTTCCTCTTCTTCCCTGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC

GGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTTAGTAAGAGTGGAAAGTTTACTAAGTGACGGTATCTTACCAGAA

AGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGTGGTTGTATAAGTCTGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTGGAAACTGTACAACT

TGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCG

AAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGAGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5632),g:Eisenbergiella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGGGTGAAGAAGG

ATTTCGGGATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCCGAATAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACA

AGACAGATGTGAAAATCCAGGGCCCAACCTTGGAATTGCATTTGGAACTGCCAGGCTGGAGTGCAGTAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4011;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTGCTTTTAAGAGGGAAGAGCAGAGGACGGTACCTCTAGAATAAGCCACGGCTAACTACGGGC

CAGCAGCCGCGGTAATAAGTAGGTGGCAAGGGGTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCACAACTCATAAACTGCATTTGAAACTGTAGATCTTGAGTGCCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4010;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGTAGACGGTACCTCTAGATTAACCCACGCCTAATTACTTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCTGCA

AGTCAGTTGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTATATCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTA

ACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4012;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTACAAGGGAATAATTGCGGGCACGCGTACCTGTTTGCATGTACCTTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGCGGGATGTGAAAGTTTGGGGCTCAACCTTAGAATTGCAGTTGGTACTGGGTGCCTTG

AATGCAGTATAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACACCGATTGCGAAG

GCAGCTTACTAAGGTGTGACTGACGCTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4013;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Deltaproteobacteria(0.8614),o:Desulfovibr

ionales(0.6881),f:Desulfovibrionaceae(0.2864),g:Desulfovibrio(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATCGTAAACCTCTGTCAGGAGGGAAGAAGTTTTGTGGTTCTAATCAGCCGTGTATTGACGGTACCTCCAGA

GTAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGTAGGCTGTTGTGTGAGACAGAGGTGAAATCCCAAGGCTCAACCGTGGAACTGCGATTGATACTGCA

AGACTCGAGTCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAAGCCGTAGAGATCTGGAGGAACAACAG

TGGCGAAGGCGGAAATCTGGAACGGTACTGACGCTGAGGAGCGAAAGCGGAGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU4015;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGATTATTGCAGGTATCGTTTGAATAAG

GACCGGCTGATTATGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCAGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCTAGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTGCGAACTGGCAGACTTG

AGTGCGCAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU4016;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCAGCGTGAGTGAAGACGTA

TTTCTGTATTTAAAGCTCTATCAGCAGGGAAAAAAATGACGGTACCTGACTAAGTATCCCCGTATAACTACGTTCCAG

CCGCCGCGGTAATACGCACGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTATACGGCGAAGTAAG

TCTGAAGTGAAAACCCAGGGCTCAACCGTGGGACTGCGTCGCAAACTGTTTTGCTAGAGTGTCGAAGAGGTAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCCGGGCAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACGCTGGGACTGCGTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4014;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGTCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTAGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTACCATAGGAGGAAGCGCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGTTTTCAAGGTGGGAATTTCTTTGGATCCTGTTGGGCTGGAGTTCATGATAGGTT

GGCGGAATTACCGTTGTAGCGGTGTAATGCGTAGAGATCTGTAGGAACACCAGTGGCGAAGGCTGCTTTCTGGACTG

AAACTGACGCTGATGCGCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4018;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAAGGGTGGGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGAGT

AAAGCGAGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCTTTTGCTTAACCAAAGCAGTGCATCGCAAACTGTCA

GCCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 



5613 

 

>OTU4021;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGAAGACGTG

CTTCGGCATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGATGCAA

GTCTGATGTGAAACCCCGGGGCTTAACTCCGGGCTTGCAGTGGAAACTGTACCACTTGAGTACTGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAGCACCGGTGGCGAAGGCGGCCTGCTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4022;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTTCGTGCAA

GAAGCCGCGGTCATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGATTATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTAGCTAGAGTCCAGGAAATGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTTGCGAAGGCGACTCCCTAGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4020;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGCGCGTCGCGCACGTCCGATGATGTTCCCAGGGGACTAA

GCATCCGCTATCCCCTTGCCAGCAGCCGCGGTAATACGGGGGATGCGACCTTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACTCCGGAGCTGCCCTGGATACTGTCGCGCT

GGAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCAGCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4019;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Gammaproteobacteria(0.9038),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGAAGGCC

TTCGGGTTGTAAACCACTTTCAACAGGGAGGAAACTAGTAAAGTTTATACCTCTTCCCACTGACGGTACCTGCAGAGG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTAGTTAAGTCAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCCGCTGATACTGGAAA

GCTTGAGTCCGGGAGAGGGTGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGGGGATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU4024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGGGAGAGCACCTGTTCACGCCGTGCCGGTATCTAACCA

GAAAGCCACGGCTAACTACGTGGCAGCAGCCGCGTTAATACGTAGGGGGCAAGAGGTATCCGGATTTATTGGGCGT

AAAGAGAGCGCAGGCGGATTGATAAGTTAGAAGTGAAAGCCCTTGGCTCAACCAAAGAATTGCATCTAAAACTGTTA

GTCTTGAGATCAGAAGAGGATAGTGGAACTCCATGTGTAGCGGTGGAATTCGTAAATATATGGAAGAACACCAGTG

GCGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4026;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGTGCAAGCGTGTTGTGAAATGCCGTCGCTCAACGTGGGCACTGCAGCGCGAACTGCCAGACTT

GAGTGCGCAGGACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGGCTGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4023;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCAGCGTGTGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGTACAAATGACTGTAAGCGAGTAGGAAGCTATGCCCAACTAATTGCC

AGCAGCCACGTTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCTGCTGTGAAAACTATGGGCTCAACCCGTAAACTGCAGCGGGAACTGTTATTCTTGAGTGGAGAAGAGGCATGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCCGAGGAACACCAGTGGCGAAGGCGGCGTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4025;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8472),o:Desulfovibr

ionales(0.6509),f:Desulfovibrionaceae(0.3204),g:Desulfovibrio(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGACCGTAAACCTCTGTCAGAAGGGAAGAATAAGCACTTCGCTAATCAACATTGCCCTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCATGTAGGCTGTATGGCAAGTGGGAGGTGAAACCCCGCGGCTCAACCGTGGAACTGCCTTCAAAACTACCAA

CCTGGAGTGCGAGCGAGGATAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTGG
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CGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGCGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4027;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGG

CAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4028;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Ethanoligenens(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTTTTAGTGACGAAACAAATGACGGTAGCTAAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAAATCCGAGGCTCAACCTCGGAACTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTGGATATTCGGAGGAACACCTGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCACGTAAAGCTCTGTTGTTAGAGAAGAACGTGAGGGTGAGTAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCAGGGCTAACTACGTGCCAGAAGCCGAGGCAATACGAAGGGGGGTAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTGTGATAAGTCTGATGTGAAAGCCTTGGGCTTAACCAAAGAAGTGCATCGGAAACTGTC

AGGCTTGAGTGCCGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGGAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4033;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

CTTTTTTTCTGCTAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCCCCTGTTTTACCGACACCTAAAGCTCCATC

GTCCACGTTATCTTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCT

GTCAACGCCGCTAATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGT
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TCGCTTTGAGTCGTCTTCGGTTCCGACTACCCTCCCGACTGCCTATGATGTGTATCCTTTGGATGGTCGCCATGATGGT

GGTTATTATACAGTCAAGGACTGTGTGACGATTGACGTCCGTCCCCGG 

>OTU4031;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAATGATGAAGGC

TCTATGGGTCGTAAACTCCTTTTATATGGGAATAAAGTGCAGTATTTATACTGTTATTTATGTATTATATGAATAAGGC

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGAGGCTCAACCGTAGAATTGCAGTTGAAACTGGATATCTTGAGT

GCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCTTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4032;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTCGTAAACTTCTTTTATAAGGGAATAATCGCGGGTACTCGTACCCGATTGCATGTACCTTTTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCGGAAAATTGCAGTTGATACTGGGTGCCTTG

AGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATGTCGCGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4029;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGT

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTTCTTGAGTGATGGAGAGGCA

GGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4034;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_

XIII(0.0000),g:GpXIII(0.0000); 

GGCTTACTTTGCCTCAACGCGGGGAAACTTACCAGGTCCAGACATAATGCGGATTGACAGATTGATAGCTTGTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGACTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TTAACCTGCTAAATAGTTACATGTAATTTCGATTATGTGGGCAACTTCTTAGAGGGACTTTGTGTGCATAATGCAAGG

ACGTTTGAGGCAAGAACAGGGCTGGGATGCCC 
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>OTU4037;tax=d:Archaea(0.0076),p:"Euryarchaeota"(0.0032),c:"Methanomicrobia"(0.0011),o:Methanomi

crobiales(0.0010),f:Methanoregulaceae(0.0003),g:Methanoregula(0.0003); 

GGCTTAATTTGACTCAACGCGGGGAAACTCACCAGGTCCAGACTTCTGTAGGATTGACGCATTGGCGATGCTTCATGA

TTAGAAGGGTGGTGGTGCATGGCCGTTCTTAGTTCGTGACGTAAGTTGTCTGCCTTATCGCGATAACGAGCGAGACC

TCGGCCGCTAGTTGCTGAAACCCACATTTTGTGAGTCTTCGGCTCTTAGCGGGACTACCGGAGACAATTCGGGGGAG

GTTCGAGGCAATAACAGGTCTGTGATGCCC 

>OTU4036;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCGCGTAGCGTGAAGGATGACTGC

CCTATGGGTTTTAAACTTCTTTTACAAGGGAATAAATGTGGGTACGCGTATCCGTTTGCATGTACCTCACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCCCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCGTAAGTCAGCTGTGAAAGTTAGGGGCTCAACCTTGAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGGATAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4035;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTTAATGGGCGTAAGCCTGAACCAGCCACGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTCAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGCTTGCGGCTCAACGCCTGGACTGCATTGGAAACTGTTAGTCTTGA

GTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCGTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4039;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Enteroc

occaceae(0.0000),g:Vagococcus(0.0000); 

TATCGGTAGCACGCCCATCACCTTGCCTGCCACCGGAGGCGGCTTTTTGACCGCCTCCACACAATTTAGACATGGCGC

CGCCAGCTAGAGCAGAAGCAATACCGCCAGCAATAGCACCAAACATAAATCACCCCACTTAAGTGTCTGGAGACAAA

TAATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCGGCATTTAGTAGCGGTAAAGTTAGACCAAACCATGAAAC

CAACATAAACATTATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTAGAATAACCACCA

TCATGGCGAGCAGCCAAAGGATAAACATCATAGGCAGGCGGGAGGGTAGTCGGAACCGAAGAAGACTCAGAGCGA

ACCAAACAGGAAAAAAATGTAGGGTC 

>OTU4038;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.7162); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGGGAAGAACGTGCGGGAGAGCAACTGTTAACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAACAGCCGCGGTAATACGTAGGTGGCAAGCGTGATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTGGGCTTAACCAAAGAAGTGCATCTGAAACTGTCAG

ACTTGAGTGCAGAAGGGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4043;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

GTATCGGCAACCGCTTTCTCACTCCCATGAAAAATCTCAACCACACCCGAAGCAGCATCCGTGACGACATTAGAACTC

TCCTTTGCAGTAGCGCCCCTATGAGAAGAGCCATACCGCTGCTTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCA

CTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGC

GCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCG

TCTGTTGATAAGCAAGCATCTCATTTTGTGCATAGACCTGGTCTTTCGGAGTATGGCGTGAAGGCGCCGACGGAATGC

CAGC 

>OTU4040;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATAGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGGGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTATGAAGAACACCAGTGGCGAAGGCGACCTGCTGGACGAT

GACTAACATTGAGTCTCGATAGCCTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU4042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTAGGGGTTGTAAACTCCTTTTATAAGGGAATAATGGCGGGTACGCGTACCCGATTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTACTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTCTGGGGCTCAACCTTAAAATTGCATTTGATACTGGGTACCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGACTGTTACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU4041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGATAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGCATCAAACAA

GAAAGTCAAGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGGAAGCGCTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGCTAAGTCTGATGTGAAATGCATTGGCTTAACCAATGAAGTGCGTCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGGAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4044;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGATCCAGCCACGTCGCGTGAAGGATGAAGTCT

CTATGTGTCGTAACCTTCTTTTATATAAGAATAAAGTGCAGTATGTATCCTGTTATGTATGTATTATATCAATCAGGATC

GCCCAACACCGCGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAGTA

CAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAAGATTAGATACCCTGGTA 

>OTU4045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACACAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AGGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAGGAAGTGCATCGGAAACCGGGA

GACTTGGGTGCAGAAGAGGACAGTGGAACTCCAGGGGTGGGGGTGGAATGGGTAGATATAGGGAGGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACGGACGCGGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCC

GGTA 

>OTU4047;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9941),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACTTGCCAGCAACCGCGGTAATAGGTAGGTGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGGTGTGAAAGCCTTCGGCTGAACCGAAGAAACGCAACGGAAACCGGGC

GGCTTGAGTGCGGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAAT
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GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5632),g:Dorea(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACTCTGACCCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTTTGTAAACTTCTATCAGCAGGGACGAAAATCGCTGTACCTCACTATGAATCCCCGACTAACTACGTCCCACC

AGCCGCGGTAATACGTAGTGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAAGC

CAGATGTGAAAGCTCGGGGCTCAACCCGGAAACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ATGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAATTCTGTTGTTAGGGAAGAACGTGTTTGGTAGGAACTGTTCAGAGAGTGACGGTACCTTACGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACCTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4049;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Gammaproteobacteria(0.9180),o:Pasteure

llales(0.7252),f:Pasteurellaceae(0.5273),g:Actinobacillus(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAATGAAGACGGC

CTTCGGGTTGTAAAACTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGACGTGAAAGCCACGGGCTTAACTGGGGAACTGCATTTCAAACTGGGT

TGCTTGAGTACATTAGGGGCAGGCGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCCTGGGAATGTACTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

CCTTTATTCCTCCTTCGTTACTCTTCCACAATGGGCGCAATCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCTGTTGTTTGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAG



5621 

 

CGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGAA

TTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGGGGA

GAAGGAGGAGGTATGGTCTGAAAATGAAGATGAGGATCGAAAGAATGGGTAGCGAACAGGATTAGATAACATGGT

A 

>OTU4050;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0252),g:Paraprevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTTTGTTAAGTCAGGCGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTGTTTTTCTTG

AGTGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAG

GCAGGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4054;tax=d:Archaea(0.0058),p:"Korarchaeota"(0.0000),g:"Candidatus_Korarchaeum"(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAGACTTACCAGGTCCAGACATAGTAAGGATTGACAAATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

CCCGCCTGCTAAATAGCTGTGGGAATGCGCTTGCATTGCCTCAACTTCTTAGAGGGACTTTCGGTGACTAACCGAAGG

AAGCTGGGGGCAATAACAGGTCTGTGATGCCC 

>OTU4052;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACAAGGATGCAGCGACGAAGCGTGAGTGAAGAAGT

ATTTCGGTAGGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGATGAACCCCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACCGTGATGCTCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU4055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACAA

GAAAGTCACAGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCCAAGCGTGATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCATAACCGAAGTGGGGCAGCGGAAACCGTGC

GACTGGAGTGCCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCGGTT
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GCGAAGGCGGCTGTCTGGTATGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTATTGCGTGAGTGAAGTAGAGGCATG

CTGAATGCCCGTTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAAAACCAGTGGCGAAGGGGGCCAGCTGGGCGT

TAAGTGACGCAGGGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4057;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGCCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGCCC

TATGGGTCTTAAACGCCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAAGC

ATCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGTGGTAAGTCAGCAGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGG

AGTGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4056;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

streptococcaceae(0.0560),g:Peptostreptococcus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGAA

GAAGCACCGGCTAACTACGTGCCCGCAGCCACGGTAATACGTAGGGGCCGAGCGTTGTCCGGAATGATTGGGCGTA

AAGGGCGCGTAGGTGGTTCATCAAGTTGGCGGTGAAAGGCAACGGCTCAACCGTAGTACGCCTTCGAAACTGGTGG

ACTTGAGTGCAGGAGAGGAAAGGGGAATTCCCAGTGTAGCGGTGAAATGCGTTGATATTGGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4059;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCCCCCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTAGGTGCCCAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGGTGCTTAAGTCTGATGTGAAAGCCGGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG
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AGACTTGAGTGCAGAAGAGGATAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAGAACCAGT

GGCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCATTGAGGAAGATAATGACGGTACCCACGGAGGAAGCCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTGAGAAGTGAAATACCAGGGCTCAACTTTGGAATTGCATTCCAAACTGGTTATCTAGAGTGTGAAAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATTCGTAAAGATTAGGAAGAACACCAGTGGCGGAGGCGTCTATTTGGCTCAAAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU4062;tax=d:Bacteria(0.0093),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

GGCTTAATTTGACTCAACGCGGGGAAACTTACCAGGTCTAGACATAGTAAGGATTGACAAATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGTCGTTCTTAGTTGGTGGAGTGATTTGTCTAGTTAATTCTGATAATGAACAAGACC

TAAGCCTGCTAACTAGCTACGCGGAGGTTCCCCTTCACGGCTAGCTCCTTAGAGGGACTATGGCCATTTAGGCCATGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU4063;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

ACCGGTCCTGCGGCCTACGCTCGGCGCCAGTTTGAATATTAGACATACTTTATCCTCAAGTAAGGGGCCGAAGCCCCT

GCAATTCTAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCG

GACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGTCATTACATCACTCCTTCTGCACGTAATTTTTGACGCACG

TTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAGGTAAATGCGAACAATACAGCGGCGTGA

ACCGGACGCTCGACGCCATTAATAATGTTATCCGTAGATTCAGCGCCTTCCATGATGAGACAGGCCGTTTGAATGTTG

ACGGGATGAACATAATAAGCAAGGACGGCAGAAATAAACTCAACAGGAGC 

>OTU4060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9834),o:Lactobacillales(0.9798),f:Strepto

coccaceae(0.9294),g:Streptococcus(0.9686); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTTGAGTAGAGTGGAAAGTTACTCAAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTCTATAAGTCTGAAGGAAAAGGCTGTGGCTCAACCATAGTATGCTTTGGAAACTGTAG

AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 



5624 

 

>OTU4061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAATGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTATTGGGCGGA

AAGGGAGCGCAGGCGGGTTGATAAGTGTGTTGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGCGAACTGTAA

GACTTGAGTGCAGAAGAGGAAAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4065;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9747),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAAAGTGCGTGTGAGAAAATGACCACGCAGTGACGGTATCCAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAATCCTTCGGCTAAACCGAGGAATTGCATCGGAGACCGAGC

GACTAGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4064;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGATGCAGCGAAGCCGCGTGAAGGAAGGAGGAT

TTTGGTATGTTAACTTTCATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTCATCCGGATTTACTGGGAGTAAAGGGAGTGTAGACGGCAGTGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTTCAGCTAGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATATTCGACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTGCTTAGGTTTGTAGTGAAAGCCCTCGGCTTAACCTAAGAAGTGCATCTGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCGTCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCTTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGCGTAATTGCTCACGCAGTGACGGTATCCAATCAG

AAAGTCCCGGCTAACTACGTGCCAGCACCCTCGGTCATACGTAGGTGGCAAGCTTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTGTGATGTGAAAGCCATCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGA

CTTGAGTGAGGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGACCGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGCGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTTGGGGAAGAACGTGCGTGTGAGTAACTATTCACGCACTGCCGATATCCAACCAG

CAAGTCCCGGCTAACTACGTGCCCACAGCCGCGCTAATACGAAGGTGGCAAGCGGTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTCAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTC

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGCCTAACTACGTTCCAG

CCTCCTCGGTAATACGTAAGCGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCAAGT

TGGATGTGTAAAACCCAGAGCTTAACTCGGGAACTGCAGCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGTG

GAATTACTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCAACTTACTGGACGATAA

CTGACGCTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGCAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGGTGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAGTG



5626 

 

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4071;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGTGGGACGACGGC

CCTACGGGTTGTAAACCACTTTTGCGCGGGGATAACAAGCGGGACTTGTCCCGCCCTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGATGTCAAGCGTGCTGTGAAAAGCTGCGGCTCAACCGTAGTCGTGCAGCGCGAACTGGCTTCCTT

GAGTGCGCGGGAGGCACGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCGTGCCGTAGCGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAGGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGAA

AGTTTGATGCGAAAACCCGGGGCTCAACCCGGGGACTGCATTGGAAACGGCAAGGCTAGAGTGTGGGAGAGGCAG

GTGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCATGCTGGATGA

TGACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4073;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9180),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAGCCAG

AACATCACGGCTAACTACGTGCCAGCAGCCGCGGTAATGCGTAGGTGGCCAGCGATGTCCGGAGTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAAGCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTACAGGTGTAGCGGTGGAATGCGTAGAGATATGTAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACCGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4074;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Gammaproteobacteria(0.4045),o:Alterom

onadales(0.1719),f:Alteromonadaceae(0.0710),g:Marinobacterium(0.0157); 

GTGTTCAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTACGTAGGCGGC

CCATTAAGTCAGATGTGAAAGCCCGGAGCTCAACTCCGGGATTGCATTTGAAACTGGTGGGCTAGAGTACAGGAGA

GGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTG

GACTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC
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GATGTCAACTAGCCGTTGGGGGACTTGATCCTTTAGTAGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACG

GCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU4075;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:Oceanos

pirillales(0.7995),f:Oceanospirillaceae(0.5991),g:Neptuniibacter(0.3479); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTT

TGGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCACCTGATACTGCCAGGCTAGAGTACGGTAGAG

GGTAGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACATCAGTGGCGAAGGCGACACCCTGG

ACCGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGTCTACTAGCCGTTGGGGATTTTATTCTTAGTGGCGCAGCTAACGCGATAAGTAGACCGCCTGGGGAGTACGGCC

GCAAGGTTAAAACTCAAAGGAATTGACGGGG 

>OTU4076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTA

AAGGGAGCGCAGGCGGAGAAGCAAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTT

TCCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4077;tax=d:Bacteria(0.3416),p:"Armatimonadetes"(0.0517),c:Armatimonadia(0.0117),o:Armatimona

dales(0.0085),f:Armatimonadaceae(0.0025),g:Armatimonas/Armatimonadetes_gp1(0.0024); 

GTGCCAGCAGCCGCGGTAATACGAAAGAGGCAGGCGTTATCCGGAATTATTGGGCGTAAAGGGTTTGTAGGCGGTC

CAAGAAGGATGCAATGAAAGTACTTTAAAAAGGAGTAAGTGGTGCATAGATCCCTTAGGACTTGAGGTCAAAAGAC

GAGAATCGAATTTCGGGTGGAGCGATAAAATGCAAAGATATCCGAAGGAAGACCAAAAGCGAAGGCAGTTCTCGAG

GTTGAACCTGACGTTGAAAAACGAAAGCGTGGGGAGCAAACGGGATTAGAGACCCCGGTAGTCCACGCCCTAAACG

ATGTGTGACTTTCTAGGACCTATATAAAGAATATAGAGCGAACTAGAAAAAGCTAACGCGATCACACCGCCTGGGGA

GTACGGCCGCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU4078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9604),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGCCAAGCGTTGTCCGGGATGATTGGGCGT

AAGGGGCGCGTAGGCGGCCTGGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGCTG
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GGCTTGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4080;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4428),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0076); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAATGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATTGTGACTGTAGGTTTTGA

ATAAGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCACAGGCGGTTTGATAAGACGGATGTGAAAGCGTTTGGCTTAACCAAAGAAGTGCAACAGAAACTGACA

GACTTGAGTGCAGAAGAGGAGAGTGGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGCACACGAGT

GGCGAAGGCGGCTGGCTGGGCTGCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGAATTAGATACCCA

GGTA 

>OTU4079;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAACT

GACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4081;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACGGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATTCCCGGGCTCTACTTGGTTGATGCATTTCAAACTGGTTATCTAGAGGGCAGGAGAGGAGAGTG

GACTTCTTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACTAGTGGCGAAGGCGACTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACATAATTAGATACCCTGGTA 

>OTU4082;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0560),g:Lactobacillus(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTAATCGGAATAACTGGGCGTAAAGG
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GCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACCGGGGAACTGCTTCGGAAACTGTCCTGCTT

GAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGATAGCGAACAGGATTAGATACCCTGGTA 

>OTU4083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Porphyromonadaceae"(0.8146),g:Parabacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGGGGCTCAACCATAGAATTGCCGTTGAAACTGGGAAACTTGA

GTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGGCGAAG

GCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4084;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9791),o:Rhodobact

erales(0.8303),f:Rhodobacteraceae(0.6350),g:Nesiotobacter(0.4787); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCGCGTAGGCGGAT

TGATAAGTTAGGGGTGAAATCCCGAGGCTCAACCTCGGAACTGCCTTTGATACTGTCAGTCTTGAGTTCGAGAGAGG

TGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGC

TCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGATGCTAGTCGTCGGCCAGCATGCTTGTCGGTGACACACCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU4085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGAAGAGGACAGTG

GAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4086;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9861),o:Campylob

acterales(0.9063),f:Campylobacteraceae(0.8146),g:Campylobacter(0.7162); 

ACGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGACGCAGCAACGTCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACCCCTTTTTTTAGGGAAGTATTCTGACGGTAGCTAACGTATAAGCATCTGCTAACTCCGTGCCAG

CAGCCTCGGTAATACGGAGGGTGCACGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAG

TCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTTGAGTGAGTGAGAGGAAGATGG
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AATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATCCCGATTGCGAAGGCGATCTGCTAGAACTCAACT

GACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4087;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTCGTAAGTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTTCGCTTTGGAAACTGCGAGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4088;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Deltaproteobacteria(0.9820),o:Desulfovibr

ionales(0.9821),f:Desulfovibrionaceae(0.9573),g:Desulfovibrio(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCGAATCAGAATCATACTGACGGTACCTTCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGGTGCAAGAGTGAATCGGAATCACTGGGC

GTAAAGCGCACGTAGGCTGTTATGTAAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGC

ACGACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGCAGTGAAATCCGTAGATATCTGGAGGAACATCAG

TGGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU4089;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Pepto

streptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAACGATGAAGGC

CTTCGGGTCGGAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACGTGAGGAGGAAGCCCGGCTAACTACGTGCCA

GCAGCGGCGGTAATAGGTAGGGGGCTAGCGGTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGTTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAATCTTGAGTGTAGGCAAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAT

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4090;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9820),o:Alterom

onadales(0.9280),f:Shewanellaceae(0.9108),g:Shewanella(0.9085); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTT

TGTTAAGCGAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTCGAACTGGCAAGCTAGAGTCTTGTAGAGG

GGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGG

ACAAAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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ATGTCTACTCGGAGTTTGGTGTCTTGAACACTGGGCTCTCAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGG

CCGCAAGGTTAAAACTCAAATGAATTGGCGGGG 

>OTU4091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGTAGTGACGGTATCTAACCG

GAAGGTCACGGCTAACTACGTGCCAGGAGCCGCGGTAATATGTAGGGGGCAAGCGGTATCCGGGTTGATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATGAGTCTGATGTGAAAGCCCCTGGCTTAACCAAGGCAGTGCATCGGAAACTGTC

AGGCTTGAGTGCAGAATAGGTCAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAAAACCGCGGGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCCGTTGTTAGAGAAGAACGTACGTGAGGGCAACTGCTCACGCAGCGACGGTAACTAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGGGATATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAACGAAGTGCATCGGAAACTGTCA

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4093;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGTTCTGTTGTTAGAGAAGAACGTGCGAGAGAGCAACTGTTAACGCAGTGACGTTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCAGATGTGAAATCCATTGGCTTAACCAAAGAACTGCATCGGAAACTGTCAG

TCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4094;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Porphyromonadaceae"(0.7787),g:Parabacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGATTTGTATGTACCTTATGCATAAGG
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ATCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAAGATCCTAGAGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGCCTGTGGCTTAACCATGGAATTGCCGTTGAAACTGGTAGGCTTGA

GTACGTTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCCAGGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4095;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0710),g:Fastidiosipila(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGTAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGATGTGACGGTACCTTAGGAGGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTTGTCCGGAATGACTGGGTGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCGGGAGTGAAAGTCCTGGTCTCAAGGTGGGAATTGCTGTGGAGACTGTACGGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4097;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9846),o:Alterom

onadales(0.9843),f:Pseudoalteromonadaceae(0.9573),g:Pseudoalteromonas(0.9743); 

GTGTCAGCGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTT

GTTAAGCGAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTCGAACTGGCAAACTAGAGTGTGATAGAGG

GTGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGGG

TCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT

GTCTACTAGAAGCTCGGAACCTCGGTTCTGTTTTTCAAAGCTAACGCATTAAGTAGACCGCCTGGGGAGTACGGCCGC

AAGGTTAAAACTTAAAGGAATTGACGGGG 

>OTU4098;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGGCGTTGGTCGCGGAGCAATAAGAGGCACGCGTTGCTCGATGAATGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAATGCCGGGGCTCAACGCCGGCACTGCCGTGGGTACTGTCGAGCT

TGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCATCTGGCGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU4096;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.7068),g:Cellulosilyticum(0.0904); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATCAGCAGGGAAGAAAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCCCTT
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AAGTCTAAAGTGAAATTTCGAGGCTCAACCTCGGAGCTGCTTTGGAAACTGAGAGGCTAGAGTGTGGGAGAGGAAA

GTGGAACTTTGAGTGTAGCGGTGAAATGCGTAGAGATTCAAAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACCA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATTCCCTGGTA 

>OTU4099;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9994),c:Actinobacteria(0.9988),o:Actinomycetales(

0.9941),f:Nocardiaceae(0.9294),g:Gordonia(0.9085); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCACCAGGGACGAAGCGTGAGTGACGGTACCTGGAGAAGAAGCACCGGCCAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGTTT

GTCGCGTCGTCTGTGAAATTCTGCAACTCAATTGTAGGCGTGCAGGCGATACGGGCAGACTTGAGTACTACAGGGGA

GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGT

AGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4101;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9573),g:Lactobacillus(0.7162); 

AAGGGAGGAAGAAGGAGGGAAGCGGAAAAAAGGGGCGAACGCCTGATGGAGCAACACCGCGTGAGTGAAGAAG

GGTTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGGGAGTAACTGTTCACGCAGTGACGGTATCCAAC

CAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTCGCTTAGGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGG

GCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU4100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGGCATAAGTAACTGGTTGCCGTGTGACGGTATTCAACCA

GAAAGGCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGCCTTAGGCTTAACCAATGAGGTGCATCGGAAACTGTGA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4102;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACTGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGTGAGCAACTCTTCACGCAGTGACGGTATCTATCCAG
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ACCGTCACGGCTCACTACGTGCCAGCCGCTGCTGTAATACGTCCGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCAGCGGGAACTGTCAGA

CTTGAGTGCAGAAGAAGAAAGTGGAAGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCATTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGA

GGCTTGAGTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATT

GCGAAGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGG

TA 

>OTU4104;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

CCTTCCTTCCTCCTTCTTTCCTATTTGTCCCTGGTCGCCAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTTC

GGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGACGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4105;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:Pasteure

llales(0.3639),f:Pasteurellaceae(0.1872),g:Actinobacillus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTGAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAA

ACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGACTCTCTAGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4106;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8048),o:Myxococcal

es(0.5395),f:"Haliangiaceae"(0.1679),g:Haliangium(0.0423); 
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TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGG

CCTTCGGGTCGTAAAGCTCTGTGGGGAGGGACGAACCGCCGTTGGTTCATAGCCAACGGCATGACGGTACCTCCCTA

GCAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAACGTTGCTCGGAATTATTGGGCGTA

AAGCGCACGTAGGCGGCTTAGCAAGTCCCATGTGAAAGCCCACGGCTTAACCGTGGAAGTGCATGGGAAACTGCTG

AGCTTGAGTACTTAAGAGGATCGCGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTG

GCGAAGGCGGCGATCTGGGAAGATACTGACGCTGAGGTGCGTAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTAGTCC 

>OTU4107;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCCCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATGCGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAGAGGGTGCGTAGGTGGTCAG

ATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTTGACTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4108;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9812),o:Burkholderi

ales(0.9685),f:Oxalobacteraceae(0.9480),g:Naxibacter(0.5720); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTAGAGGCTAATATCCTTTGCTAATGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACAGGGCGT

AAAGCGTGCGCAGGCGGTTTTGTAAGTCTGTCGTGAAATCCCCGGGCTCAACCTGGGAATTGCGATGGAGACTGCAA

GGCTAGAATCTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGAT

GGCGAAGGCAGCCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAGGATAATGACGGTACCCAAGGAGGCAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTTTTCCTTGAGTGAAGTAGAGGCAGGCGG

AATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAAC

TGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4111;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

CTTCGGATCGTAAAGCTCTTTTGGTAGGGAAGAAAGATAGAGGTAGTAACTGGTCTCTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGCGCGTAGGCGGTTTGGTAGGTCGGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGGA

GCTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTG

CGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.1872),g:Tepidibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGACGGCGGCTCTCTGGACTGTG

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4112;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGGGGATGCGAGGGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGAGGTGAAATTCCGGGGCTCAACGCGGGGGCTGCACTTGATACTGGCGCG

CTGGAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAAACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9038),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGA

TAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTTGAGTGCAGAAGAGGAC

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4115;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGGAGAAGGAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACTGCGCGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCAT

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGACTTCGGCTGAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCATGGT

A 

>OTU4114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9936),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.6200); 

ACTTAATTCATCATTATTTAATCTTCCACAATTTTCTCAATCCTTATTTATCAACACCGCGTTAGTGAAGAATTGTTTCGG

CTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGATTAACTGTTCACGCAGTGACGGTATCCAACCAGAAAGT

CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTG

AGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4116;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGCGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCG

TAAAGGGCACGCAGGCGGTGATTTAAGTGGGATGTGAAATACCCGGGCTGAACTTGGGTGCTGCATCCCAAACTGG

TTATCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATACGTAGAGATTAGGAAGAACACCAG

TGGCGAAGGCGACTCTCTAGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4117;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAGGGT

TTTCGGATCGCAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4119;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Alphaproteobacteria(0.9993),o:Caulobacte

rales(0.9889),f:Caulobacteraceae(0.9879),g:Brevundimonas(0.9686); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCCATGCCGCGTGAATGATGAAGGT

CTTAGGATTGTAAAATTCTTTCACCGGGGACGATAATGACGGTACCCGGAGAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACATTTA

AGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGATACTGGGTGTCTTGAGTATGAGAGAGGTGTGT

GGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACACACTGGCTCATT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTCAGAGAAGAAAAGAATGACGGTATCTGAGGATGAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACT

GCAAGTCAGGCGTGAAATGCGGAGGCTTAACCTCCGAGCTGCGTTTGAAACTGTAGAGCTTGAGTGGAGTAGAGGC

AGATGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTGGCGAAGGCGATCTGCTGGGC

TCTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4120;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGTGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAGAGGGAG

CGTAGGTGGATTGTTAAGTCCGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGGTCTTGAGT

GCAGCAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTACTGGATTGTAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4123;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGGAGAAGACGGTATCCCTAGAATAAGCTTCGGCTAACTACGTTC

GAGAATCCGCGGTAATTCGTAGGTGGCGAGCGCTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCAGC

AAGTCAGATGTGAAAGCCATGGGCTTAACCCGTGAACTGCATTTGAAACTGTGGATCTTGAGTGCTGGAGGGGCAAT
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4121;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVb(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAATCGGGACGAAAAAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

TAAGTAAGATGTGAAAGCCCGCAGCTTAACTGCGAGGATTGCATTTTAAACTATCAAGCTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4122;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Alphaproteobacteria(0.9851),o:Rhodospiril

lales(0.9866),f:Rhodospirillaceae(0.9876),g:Thalassospira(0.9875); 

GTGTCAGCCGCCGCGGTAATACGAAAGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCACGCAGGCGGTC

TTGCCAGTCAGGGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTCTGATACTGCAAGACTAGAGACTAGGAGAG

GGTGGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAGGAACACCAGAGGCGAAGGCGGCCACCTAG

ACTAGATCTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAGTGCTAGTTGTCGGGACTTCGGTTTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTCG

CAAGGCTGAAACTTAAATGAATTGACGGGG 

>OTU4124;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

AAGGAAGGAAGAAGGGGGTAGTATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATCATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGGGAGAGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCCGCTGTTCAA

GCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGGGGCGCGAACTGTCCGGCTTGAGTCAAGGGAAAGTAGGC

GGAATTCGGGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACGCCGATTGCGAAGGCAGCTTACTGGAGTTGT

ACTGACGCGGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4125;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGCGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCCGAAGTGAGAGCGCCCGGCATAAACGGGGAACTGCTACGGAAACTGTC

CTTCTGGAGTGCAGAAGAGGAGAGTGGAAATGAATGTGTGGCGGTGGAATGCGTAGATATATGGAAGAACACCAG
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TGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU4126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGTAAGAAGGG

TTTCGGCTCTTAAAGCTCTGTTGTTGGAGAAGTACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTACGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCTAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGCAGTGCATCGGAAACTGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAACGGTGGAATGCGTAGATATATCGAAGAACACCGGTGG

GTAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4127;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Anaerotruncus(0.0087); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTTTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGTAAGCCCGGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGAGAAGCA

AGTCAGAGGTGAAAGGTATGGGCTTAAACCATAAACTGCCATTGAAACTGTTTTGCCTGGGTGGAGTAGGAGGCGG

CGGAAATCCCAGTGTAGCGGGGGAAAGCGTAGGGGTTGGGGGGAACACCAGTGGCGAAGGCGACTTACTGGGGC

GTAACTGACACTGGGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4130;tax=d:Bacteria(0.0041),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquific

aceae(0.0000),g:Hydrogenobaculum(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTCTGGTATTCCGGGGGGCATGCCTGTTCGAGCGTCATTATAAC

CACTCAAGCTCTCGCTTGGTATTGGGGTTCGCGTCCTCGCGGCCCCTAAAATCAGTGGCGGTGCCTGTCGGCTCTACG

CGTAGTAATACTCCTCGCGATTGAGTCCGGCTGGTCTACTTGCCAACAACCCCCAAATTTTTACAGGTTGACCTCGGAT

CAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU4128;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAACGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCAA

GTCAGGGGTGAAAGTCCGGGGCTCAACTCGGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGGA

GGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCAATTGCGAAGGCATCTGGCGAATCCGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU4129;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATA

TCTTGAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGC

GAAGGCAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4131;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAAGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCTTAAAGCTCTGTTGTTGTAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGAGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCTCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTCAGGTCTGATGTGAAAGCCTTGGGCTTAACCGAGGAGGTGCATCGGAAACCGGGG

AACTTGAGTGCAGAAGAGGACAGAGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTGGCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCCTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAGGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGCTTGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCT

GGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4133;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTATTAAGGACGAAACAAATGACGGTACTTAAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCTGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAAGTG

CAAGTCAGATGTGAAAACTCAGGGCTCAACCCATAGCCTGCATTCGAAACTGTTCATCTTGAGTACTGGAGAGGCAA
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GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

GTGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4136;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9988),c:Spirochaetia(0.9769),o:Spirochaetales(0.960

6),f:Spirochaetaceae(0.9387),g:Treponema(0.2607); 

CCTTTCGTCAGAAGGTAAGCCTCTTCCTCCCTTTCCTCCAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGCCGG

AAGGTTGTAAAATCCTTTTAAGTATGAGGAATAAGCAGTGTGAGAGAAACGCATTGTGGTGACTGTAGTACTTGAAT

AAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAA

GGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCCGGGGCTTAACTCCGGAACTGCGTTGAGAACTGCATAA

CTAGAGTCACTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGC

GAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4134;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Betaproteobacteria(0.9180),o:Burkholderi

ales(0.8303),f:Comamonadaceae(0.5991),g:Albidiferax(0.3479); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTTCGCAGGCGGTT

ATATAAGTCAGATGTGAATTCCCCGGGCTCAACCTGGGAACTGCATTTGAGACAGTATAGCTAGAGTACGGTAGAGG

GGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGA

CCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAG

GTCAACTGGTTGTTGGGTCTTAACTGACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCG

CAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU4135;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9776),o:Burkholderi

ales(0.8629),f:Oxalobacteraceae(0.7068),g:Oxalobacter(0.4351); 

CCTTTCTTCAGCAGTTTGGAATTTTGGACACTGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGCCT

TCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAAGGACCGGGCCAATACCCTGGTTTCATGACGGTACCTGAAGAAT

AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATGCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCACG

GCTAGAGTGTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAATACCGATG

GCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACATCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG
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CAAGTCAGATGTGAAATCCACGGGCTTAAGTGGTGAATTGCATTTGACACTGTTTTTCTTGAGTATCGGACAGGAAAT

CGGAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGTACGAC

AACTGACGGTGATGCGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU4139;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTTAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAGCACGAGTGAGAGTAACTGTTCATTCGAAGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGCAGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCG

AACTAGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4138;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGG

AGCGTAGGCGGTCGATTAAGTTATATGTGAAGCCCCCGGGCTTAACTTGGGGACTGCAACTAATACTGGTTGACTTA

GAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGCGTAGACGGCCGAGTAA

GTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTGCCTGTAATACTGCTTGGCTTGAGTGCAGGAGAGGGAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4142;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

AGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAACA

TCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATAATG

TCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTT
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GAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCA

TCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAGATCGGAAGAGCGGAATGCCGAGAAAGAGTGT 

>OTU4144;tax=d:Bacteria(0.3039),p:"Proteobacteria"(0.0264),c:Gammaproteobacteria(0.0087),g:Candidat

us_Carsonella(0.0015); 

GTGTCAGCAGCTGCGGTGATACGAGGAGACCTAGTGTTAATCGGAATAATTGGGCGTAAAATGTATGTAGACTGTTA

TTGTTTGTTAAAAATAAAAACCTAAAAATTCTTTAGGGTACTTTTAATTACAGGTTTCTAGAGTAAAAAAAAGGATTAT

AGAATTTCGAAAGAAGAAATAAAATTCGTAGATTTTCGAAGGAATACCAAAAGCGAAAGCAATAATCTTGTTTTATAC

TGACGTTGATATACGAAAGCATAGGTAGCAAAGAGGATTAGATACCCTCGTAGTCTATCGCTATAAACTATGAATACT

CGTTTTTGGAGGTTCTCTTCAGAAACTTAGCTAACGCGTTAAGTATTCTGCCTGAGGAGTACGTCGGCAACGTTAAAA

CTCAAATGAATTGACGGGG 

>OTU4141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTA

GAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

GGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4143;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0134); 

ACGGGAGGAAGAAGGGGGGGATATTAGACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGG

TCTTCGGATTGTAAACTTCTTTGACGAGGGAAGATAATGACGGTATCTCGAGCAAAAGCCACGCCTAACTACGTGCCA

CCAGCCGCGCTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCAA

GTCAGATGTGAAATACGCGGGCTGAACCTGCGAGCTGCATGGGAAACTGCAATTCTTGAGTGATGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGTTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4146;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.4787); 

ACGGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGCCTTC

GGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGTGTAGGTGGATGCTTAAGTC

AGATGTGAAATACCCGGGCTCAACCTGGGAACTGCATTTGAAACTGGGCGTCTAGAGTGCAGGAGAGGAAAGCGGA
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ATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Sporobacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAT

CAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGCCCCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGGGTGGCGGTGAAATGCGTGGATATTAGGAGGAACACCAGTGGCGAGGGCGGCCTGCTGGACG

ACAACGGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4148;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGACGAAGTA

TTTCGGTATTTAAAGGTCTATCAGCACGGAAGAAAATGACGGTACTTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCAGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAATCCGGGGCTCAACCGCGGGAGTGCAGTTGAAACTGTTTATCTTGAGTGCAGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4145;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATACTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTACACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCT

GCAAGTCGGATGTGAAATCCTGGGGCTTAACCCCGTAACTTCAGTTGAAACTTAAGCCCTTGAGTAGCGTAGAGGCA

ATTGGAATTCCTAGTGTAGCTGTGAAAAGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

ACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAAACCCTGGTA 

>OTU4152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCTGTATGTATACTGTTTTGTATGTCTTATATGAATCCGGCT

CGGCTAACTCCTTGCCAGCAGCCGCGGTCATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTCAGTCTTGAGT
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ACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4151;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCTAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAATTTGGAAGAGCAGAAGACGGTACCTCTCGCATAACCTACGGCTTACTACTTGCCA

CCAGCCGCTTTCATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGGCGGGTCTGCAAG

TCAGATGTGAAATCCATGGGCGCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4149;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9892),o:Actinomycetales(

0.9941),f:Micrococcaceae(0.9480),g:Kocuria(0.9085); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGCACGGAAGAAGCGAAAGTGACGGTACGTGCAGAAGAAGCGCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT

TGTCGCGTCTGCTGTGAAAGCCCGGGGCTTAACCCCGTGGTGTGCAGTGGGTACGGGCAGACTAGAGTGCAGTAGG

GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTG

GGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4150;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTTCTAGGGACGAAGGATGTGACGGTACTTGGAGAAAAAGCAACGGCTAACTATGTG

CCAGCAGCCGTGGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGGAACTGTATTTCTTGAGTACTTAAGGGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCGGCTTGCCAGACTG

TAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4156;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATCATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCC

GCACCCGCGGGAATACGTAGATGGCTAACGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACTGCAAGTCGAGAGTGCAGGAGAGGAGAAT
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GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4154;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTATCCTCGGTGAAAATAATGATGGTAGCCAAGAAGGAGGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCTTCACTGGACTATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4153;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Coprococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4155;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCTGGGTTGTAAACTTCTGTTGTATAGGAAAAAGAAGTGATGGTACTATACGAGTAAGCGACGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTCTAGGTGGCTGAG

TAAGTCAACTGTGAAAGCCTATGGCTTAACCATAGAAGAGCAGTTGATACTGTTTAGCTGGAGTGCAGGAGAGGTAG

ATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.7162); 

ACGGGAGGCAGCAGTGGGGAAGAGGGAAAAAGGGGGGAAAGAGGGATGAAGCAAGGCCGGGTGAGTGATGAAG

GTTTTCGGAGCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGCTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTACATACCCTGGTA 

>OTU4158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Eubac

teriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

TTTCGGTATGTAAACTTCTATCATCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTCCATGCCCC

CACCCGCGGTAATACGTGGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCGGGGACTGCATTGGAAACTATGTGGCTAGAGTGGCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGATGA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4159;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTA

GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGACCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4157;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAAAATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACGGCAGGTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4563),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAGTTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTAGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAAACTGTAGACAGCGTGTGAAACTGTGCAGCTTGAGTGTCGGAGAGGCAAGT
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GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4163;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.8864),g:Oscillibacter(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACTCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGAAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCTTTA

AGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGGGGGTCTTGAGTAACAGAGAGGTAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAAAACCAGTGGCGAAGGCGGATTACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4161;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAGGGC

GTGTAGGCGGAGATGCAAGTTGGTAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTATCCCTTGA

GTATCGGAGAGGTCATCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGG

CGGATGACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGGGTGCGTAGGTGGTTACCCAAGCACGAGGTATAAGGCAATGGCTTAACCATTGTTCGCCTTGTGAACTGGGCT

ACTTGAGGGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGTTTGGGAGGAACACCAGTG

GCGAAGGCGACTTACTGGGCCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTTTTAAGTAGTGTGTGACAGTTCCGGGCTCCACTCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGT
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GCGTGCGAGGAAGGCGGACTGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCA

GCTTTCCAGCGCGCTACTGACGCTGAGGCACGACAGCGTGGGGATCGAACAGGATTAGATACCCTGGTC 

>OTU4166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATCGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACTGCTTTGGTACCGGGGCAATAAGAGCCACGCGTTGCTCGATGGGAGGACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCCACAGCCCCGGTTATAAGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGTTAAGTCAGACGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTGGATACTGCTGTCCTT

GAATGCGTATGCTGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4165;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Eubac

teriaceae(0.0099),g:Eubacterium(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCATTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGG

AGTGCGGATGCTGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4168;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9866),o:"Vibrion

ales"(0.9866),f:Vibrionaceae(0.9876),g:Vibrio(0.7162); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTT

CATTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTTGAAACTGGTGAACTAGAGTACTGTAGAGG

GGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCAGTGGCGAAGGCGGCCCCCTGG

ACAGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTTAAATGAATTGACGGGG 

>OTU4169;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Cytophagaceae(0.0000),g:Runella(0.0000); 

ACTTCTTGAAGGTACGTTGCAGGCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCAA

GTCTGCCGCTGATAAAGGAAAGGATACTCGTGATCCAAGCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCC

TCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACG

AACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCT

AGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTT 
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>OTU4173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.6709),g:Prevotella(0.5239); 

CCGGGAGGCAGCAGTGCTTCCTCTTTTTCCCTTTTCTTCCTCCTTCACCCTCCAAGTATCGTGAAGGATGACTGCCCTAT

GGGTTGTCAACTTCATTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTA

GGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGTGCA

GTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTT

GCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGCGCGTAGTATTAGATACCCTGGTAAGGTCGGAAGAGCACACGTCTGAACTCCAGTCACCTACC

GATCTCGTATGCCCTCTTCTGCTTGAGAAAAAAAATGTCCTACGTGTAGGATTTTGTATGTACCCGAAGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGTGTTATCCGGATTTATTGGGTTTAAAGGGGGC

GCAGGCCGGAGATTAAGCGTGACGTGAAATGCCGCGGCTCAAACGTGGAAGTGCGTCGCGAACTGGTTTCCTTGAG

TGAGTTCGAGGCCGGCGGAATTCGTGGTGTAGCGGTGAAATGTTTAGTTTAATGATACGGCGACCACCGAGATCTAC

ACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGCCCGTAGGATTAGATACCCTGGTA 

>OTU4171;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCAGCTCGTAAAGCTCTCTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAA

AGGGCGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGATACTGGATAT

CTTGAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGC

GAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4170;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCATG

CAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGTATGTCTTGAGTGCCGGAGAGGTAA

TCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4174;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGAGTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGGCAGCTGTGAAATCCGGCGGCACGACCGTCGGCCTGCAGTTGATACTGGTGGTCT

TGAGTGCGCGCAGGGGTGTTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATGTCATGAAGAACCCCGATTGCGA

AGGCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACGCTGGTA 

>OTU4175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTCTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCATCAGCTTCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGGGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCGTAAACAAAGAAGTGCATCTGAAGCTGGCA

GACTTGAGTGCAGAAGAGGACAATGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGGAGAACACCAGTG

GCGAAGGCGGCTGTATGGTCTGCAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGCTGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCTGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGTGGCTGCGTTTCGACCTGGAGGTCTAGAGTGCAGGAAGGGGGGGT

GGAATGCCGGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACGCCAGTGGCGAAGGCGACTCTCTGGGCTGT

AACTGACGCTGGGGATCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU4177;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGTAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGATTTACTTGGTGTAAAGGGAGCGTAGACGGCGACGCAA

GTCTAGAGTGAAAGCCCGGGGCGCAACCCCGGGACTGCTTTGGAAACTGTGTTGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTG 
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>OTU4178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGGAAAGCCCTTTTGTTCGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTTACGTTATCTAACCAG

AAAGTCACGGCTCACTACGTCCCAGCAGCTACGGCAATACGTGGGGGGCAAGCGCTATCCGGTTTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAGGTGCAGCGGAAACTGTCAG

ACTTGAGAGCAGAAGAGGAAAGTGGAACACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4179;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Chitinophagaceae(0.0000),g:Hydrotalea(0.0000); 

TGTGAGTCATCGAATCTTTGAACGCATATTGCGCTCTATAGTATTCTATAGAGCATGCCTGTTTGAGCGTCATTTCTCT

CTTAAACCTTTGGGTTTAGTATTGAAGGTTGTGTTAGCTTCTGCTAACTCCTTTGAAATGACTTGGCAATTGATTGAGT

TTTCCATATATTTGCTTAAGGATTTAATATTAGGTTCTACCAACTTATTAAATACCCTTTTGCGAAGGACTTACTCGTGT

ATCAAGGCCTTATAACTTTGTCATTAATTTTGACCTCAAATCAGGTAAGGATACCCGCTGAACTTAAGCATATCAATAA

GCGGAGGA 

>OTU4180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAACTGATGGACGTGTCCCTTTTTGCAGGTACCGCATGAATCCGG

ACCGGCTAATTCCGTTCCAGCCCCCGCGCTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGTGTTGTGATAGGCCGCGGCTCAACCGGGGCACGGCAGCGGGAACTGGATGACTTG

AGTGCGGGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4181;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Gracili

bacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGAGGAGAAGACGGTAGCTGAGGAGGAAGACCCGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTCG

GTAAGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGATACTGTCGTGCTTTAGTGCAGGAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGTGAGGAACACCCGTGGCGAAGGCGACTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATAACCTGGTA 
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>OTU4182;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGAC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGGCAAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATGAG

GACCGGCTAATTCCGTGCCAGAAGCCGCGGTCATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTACGCGGGTTGGGAAAGGCCGTGGCTCAACCCTGGAAATGCAGCGCGAACTGGATTTCTT

GAGTGCGCGCGACGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAGGAACCCCAATTGCGAA

GGCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4184;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTTAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATACGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTCATACGGAAGGTCCGCTCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGATTAAGCGTGTTGTAAAATGTAGATGTTCAACATCGGCACTGCATCGCGAACTGGGGTCCTTGAG

TACGCACAAAGTGGGCGGAATTCGTGGGGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT 

>OTU4183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1679),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTAA

GTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGGCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAG

CGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCCGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCTGGTTGTAAAGCTCCGTCCTCAAGGAAGATAATGACGGTACGTGTGGAGGAAGCCTCGGCTAACTACGTGACA

GCAGCCGCGGTTATACGTAGGGGGCTGGCGTTATCCGGAATTACTGGGCGTAATGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTGAAGCTTGAGTGCAGGAGAGGAGAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTCTCTGGGCTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4185;tax=d:Bacteria(0.7564),p:Firmicutes(0.1112),c:Clostridia(0.0324),o:Clostridiales(0.0231),f:Clostri

diaceae_4(0.0046),g:Caminicella(0.0032); 

ACGGAAGGCAGCAGTGGGGAAGAGGGGGAAAGGGGAGAAAGAAGGACAAAGCAAAGCCGAGTGAGGGAAGAAG

GGTTTCGGATCGTAAACCTCTGTCCGATGGGACGAAGGAAGTGACGGTAACATAGGAGGAAGCCCCGGCTAACGAC

GTGCCAGCAGCCGCGGGAATACGTAGGGGGCGAGCGTTGTGCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGG

CTTGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACAAGTCTTGAGTGTCGGAGG

GGCAATCGCAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTT

GACGATAACTGACGTTGAGGCGCGCAAGTGTGGGGAGCAAACAGTCTTATCTACCCTGGTA 

>OTU4187;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9776),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTTGTTAGAGAAGAACGTGCGTGCGAGCAACCGTTCATGCAGCGAGGGTATCTAACTA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTTGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTTGGTAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAGGAAGTGCATCGGAAACTGTCA

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGAATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGGAAACGGTCA

GACTTGAGTGCAGAAGAGGACAGGGGAACTCCATGGGTAGGGGTGGAATGAGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACGGACGCTGAGGCGCGAAAGCAGGGGTAGAGAACAGGATTAGAGCCCTG

GTA 

>OTU4189;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0056); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGCGGAGAAGAACGTGCGTGAGAGTAACTGATAACGTAGGGACGACATCCAACCA

GAAAGTCACGGCTAACTACAGGCCAAAAGCTGCGGCAAAACGTAGGGGGCTAGTGTTGTCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGATGTGCAAGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCATTGGAAACTGTA

TAGCTTGAGTATAGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCGGT
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GGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4190;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9866),o:Pseudom

onadales(0.9866),f:Pseudomonadaceae(0.9876),g:Pseudomonas(0.9743); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTCGTAAAGCACTTTAAGTTGGGAGGAAGGGCTCATAGCGAATACCTGTGAGTTTTGACGTTACCAACAGA

ATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCATA

AAGCGCGCGTAGGTGGCTTGATAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCCAAAACTGTCTG

GCTAGAGTGCGGTAGAGGGTAGTGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCAGTGG

CGAAGGCGACTACCTGGACTGACACTGACACTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGACACCCTGGT

A 

>OTU4191;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCATTGACGGTATCCAACCA

GAACGTCACGCCTAACTCCGTGCCCGCAGCCGCGGCAATACGTCCGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCAGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGAAAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4192;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.363

9),f:Spirochaetaceae(0.1872),g:Treponema(0.0157); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGTC

GGAAGATTGTAAAATCCTTTTATAACTGAGGAATAAGAAGTGTGAGAGAAACGCATTGTGGTGACTGTAGGTTATGA

ATAAGCAACGGCTAATTAAGTGTCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTTATATGAAAGTCAAGAGCTTAACTCCTAAACTGCGTTGATAACTGCATGA

CTAGAATCACTGACACGCAATCAGAATTCCTAGTGTAGGAGTGAAATCTGTAGATATCAGGAAGAATACCAATGTCG

AAGGCAGGTTACCAGCAGATGACTTACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4193;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCTGCTCGTAAAGCTCCGTTGTCAGAGAAGAACGAGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GATAGTCACGGCCAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCCTTGGCTTAACCAAAGAAGTGCATCGGAAACTGGCA

GGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCGGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTTTGGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAAACAG

ATCGTCACGGCTAACTACGTGCGCGCAGCTGCTGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGAGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGTTTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGTGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4196;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGAAGGATGAATGA

TCTATGGGTTGTAAACTTCTTCTATAAGGGAATAAATGTGGGTACGCGTATCAGTTTGCATGTATATTATGAATAAGG

ATCGGCTAATTATGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAACTGTGAAAATTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4195;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAATAAGGG

TCTCGGCTCGTTAAGCTCCGTTGTCAGAGAAGAACGGGCGTGCGCGTAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGCCTAACTACGTGCCAGCCGCCGCGGCAATACGTACGTGGCATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTCAACCAAATAAGTGCATCGGAAACTGGCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATGTGAAAGAACACCGATG

GCGAAGGCAGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0110); 
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ACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGATCGGAAGCGCACACGGCTGAACTCCAGTCAC

CCAACAATTTCGTATTCCGTTTTTTCGTTGAAAAAATAAACCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGTCTGTTAAGCGTGTTGTGACATGTCGGGCCTTATCCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGT

TCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTT

TCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU4198;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCTCGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTCACTCCGTGCCAGCCGCCGCTGTAATACGTCCGTGGCTAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCATCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAA

CTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGGCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4200;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGTAATAAGGGCGTCGTGCACGTCCGATGAGGGTCCCAGGGGATTAA

GCATCGGCAATCTCCGTCCCAGCAGCCGCGGTAATACGGGGGTTGCGGCCGTTATCCGGATTCATTGGGTTTAAGGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGCGGTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4201;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTTTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTCAGCTGTGAAAACTTGCGGCTTAACCGTAAGATTGCCGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAGAGCGAAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGTTTCGTAA

GTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTTCGCTTTGGAAACTGCGAGACTTGAGTGCAGAAGGGGAGAGTG

GAATTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGCAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCCTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTCAGGCGTGTTGTGAAAGGCTGCGGCTTAACCGAAGAAGTGCAGCGGGAACCGGC

GAACTTGAGTGCAGAAGAGGACAGTGGAATTCGACGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGCTGAAGAAGAACGTGCGTGTGAGTAACTGTTCACGCCGTGACGGTATTCAACCAG

CAAGTCACGGCTAACTACGTGCGAGCAGCCGCGGTAATATGTCGGTGGCTAGCGCTCTCCGGATTTACTGGGCGTAA

AGCGAGCGCAGGCGGTTTTCTAAGTCAGATGTGAAAGCCTGCAGCTTAACTGCAGAATTGCATCGGAGACCGGACG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATACGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGTGAACAGGATTAGATACCCTGGT

A 

>OTU4203;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATACAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTATGTCTGATGTTAAATCCTTCTGCTTAACCGGAGAAGTGCGTCGGAAACCGTGCG

ACTTGACTGCAGAAGAGGACAGTGGAACTCCATTTGCAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTTCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU4205;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTC

GCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4206;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCATAATGGGCGCAAGCCTGATGGAGTAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAGCTCTGTGGTTGGAGAAGAACGTGCGTGAGAGTCACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGTAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGATCTGATGTGAAAGCCTTCAGCTTAACCGAAGAAGTGCATCGGAAACCAGGC

AACTTGAGTGCAGAAGAGGACAGTAGAACTCCATGAGTAGCGGTGGAATGCGTAGATATATGGACGAACACCAGTG

GCGAAGGCGGCTGTCTGTAATGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4209;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosar

cinales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

GCTTTTCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTTTTGACACTCCCAC

GTTGGCTGACGACCGATTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATTTTCGTGATATTGGTCGTATG

GTTCTTGCTGCCGAGGGTCGCAAGGCTAATGATTCACCCGCCGACTGCTATCAGTATTTTTGTGTGCCTGAGTATGGT

ACAGCTAATGGCCGTCTTCTTTGCAATGCGGTGCACTTTATGCGGACTCTTCCTACAGGTATCGTTGACCCTAATTTTG

GTCGTCGGGTACGCAATCGCTTCACGTTCAATAGCTTGCAAACTACGTGGCCTTATGGTTACAGTATGCCCATCGCAG

TTCGCTACACGCAGGACGCTTTTTCCCGTTCTGGTTGGTTGTGGCCTG 

>OTU4207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGTGAGTAACTGTTCACGCAGTGACGGCATCCAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGTCATCGGCTCAACCCAAGAAGTGCATCGGAAACTGAAC

GTCTTGAGTGCAGTAGAGGAAAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGAAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCACTGTCTATGGGGAAGATAATGAAGGTACCCAAGGAAGAAGCAACGGATAACTACGTGCC

AGAAGCCGCAGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCATACTGGTTATCTAGAGTGCAGTAGAGGAGAGT

GGAATTTCTAGTGTAGCGGTGAAATGCGTAGAGATTAGAAAGAACACCAGTTGCGAAGGCGACTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4213;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGTGACGAAGGC

TTTCCGCTCGTAAAGCTCTTTTGTTGGCGAAGAACGTACGTGAGCGTAACTGTTCACGCAGGGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTCCCAGCAGCTGCGGTAATACGTAGGTGGCAAGTGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGAAGAGGACGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4210;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGGGGCAGCCGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGCG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATGGGGCGTAAAGGGCGCGTAGGCGGCCTG

TTAAGTCAGGGGTGAAAGTCCGCAGTTAATGTGGGAAGTGCCCATGATACTGGCGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4212;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9791),o:Actinomycetales(

0.9389),f:Actinomycetaceae(0.8146),g:Actinomyces(0.7162); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGCGCGTGTGGTGAGGGCAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCT

TGTAGGCGGTTGGTTGCGTCTGGCGTGAAATCCCGGTGCTTAACGGGGGGCGTGCGGTGGGTACGGGCTAGGTTGA
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GGGAGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATGAGGAGGAACACCGGTGGCGAA

GGCGGGTCTCTGGGCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCTGAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTCACTACATGACAGCCGCCGCGGTAGTACGTATGTGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGCCTGATGTGAAAGGCTGCGGCTTAACCGCAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCACGGGTAGCGAACAGGGTTAGATACCCTGG

TA 

>OTU4216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Flavobacteriia(0.9740),o:"Flavobacteriales"(

0.9172),f:Cryomorphaceae(0.8864),g:Fluviicola(0.2171); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGAT

TTATAAGTCAGTGGTGAAATCCTACAGCTCAACTGTAGAACTGCCATTGATACTGTAAGTCTTGAATTCGGTCGAAGT

GGGCGGAATATGACATGTAGCGGTGAAATGCTTAGATATGTCATAGAACACCGATAGCGAAGGCAGCTCACTAGGC

CTGGATTGACGCTCAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTAT

GATTACTCGATATTGGCGATATACTGTCAGTGTCTAAGCGAAAGTGATAAGTAATCCACCTGGGGAGTACGATCGCA

AGGTTGAAACTCAAATGAATTGACGGGG 

>OTU4214;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.5579),o:"Sphingobacteri

ales"(0.2999),f:Sphingobacteriaceae(0.1485),g:Solitalea(0.0230); 

GTGCCAGCAGCCGCGGTAATACGAAGGATCCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGGG

AATTAAGTCAGTGGTGAAAGCTGGTAGCTCAACTATCAAATTGCCATTGAAACTGATTCTCTCGAGTACGGTTGAGGT

AGCTGGAATGTAACATGTAGCGGTGAAATGCTTAGATATGTTACAGAACACCGATTGCGAAGGCAGGCTACTAAACC

GTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGTTG

CATACTCGGTCTTAGCGATATACAGTTAGGACCTAAGCGAAAGCATTAAGTATGCCACCTGGGGAGTACGGTCGCAA

GATTGAAACTCAAATGAATTGACGGGG 

>OTU4215;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTTGC

GTCTGCCGTGAAATCCTCTGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTTGAGTGCAGAAGAGGACAGT
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GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4217;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGAAGAAGGC

CTTTGGGTCGTAAAATTCTGTTCTGAGGGAAGAAGGAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGAGTACGTAGGCGGTCGGA

TAAGCACAAGGTTTAAGGCAACAGCTCAACTGTTGTTCGCCTTGTGAACTGTTGGACTTGAGTGCGGGAGAGGAAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTGGCGAAGGCGGCTTTCTGGACCGT

AACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4219;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8628),c:Actinobacteria(0.6730),o:Coriobacteriales(

0.3639),f:Coriobacteriaceae(0.1872),g:Paraeggerthella(0.0134); 

ACGGAAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CCTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGCTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCAA

GCGGGATCTCAAACCTGAGGGCTCAACCCACGGAAGGATCCCGGAATGGCGGGCTCGAGGTCGGGAGGGGAAGGC

GGAACTCCCAGTGGTGCGGTTAAATGCGGTGATATTGGGAGGAACACCGAGGGCGAAGGCAGCCTTCTGGGCCGTA

ACTTACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATAACCTGGTA 

>OTU4218;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacillac

eae_1(0.0355),g:Paenibacillus(0.0087); 

ACTTCCGGCCTCAGTTTTGAATCTTTTGCCCTGGGCGAAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAGGGTT

TCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGTCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGCTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGAT

AAGTCTGGAGTGAAAGTCCTGGTTTCAAGGTGGGAATTGCTGTTGATACTGTTGGGCTGGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATCAGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCTCCGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTTACGGTATCCAACCAG

ACAGGCTCGGTTAACTCCGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAACGGCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTTG
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CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4224;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCTGCAGTGAGGAATATTGGTCAATGGGCGATGGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTGCAGTACGTATACTGTTTTGTATGTATAATATGATTAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGACGAGCGTTATCCGGATTTATTGGGGTTAAAGGGT

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCTGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4223;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0904),g:Paraprevotella(0.0157); 

ACGGGAGCCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAATAAACCGGGCCACTTGTGGTCCTTTGCATGTACCTTACGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCCCGTTAAGTCAGCGGTTAAATGTCAGTGCCCAACATTGGCATGCCGTTGATACTGGTGGGCTTGAAT

ACACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCCTTCTGGGGTGCGATTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4222;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9867),c:Actinobacteria(0.9726),o:Actinomycetales(

0.8303),f:Actinomycetaceae(0.5991),g:Actinomyces(0.4351); 

ACGGAAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCCGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCTGTTTGTGAACCTCTTTCGCTCATTGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCTCGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTG

TAGGCGGTTGGTTGCGTCTGACGTGAAAGCCACTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGT

GAGGTAGGGGAGACTGGAATTCCTGGTGAAGCGGTAGAATGCGCAGATATCAGGAGGAACAACGGGGGAGAAGG

CGGGAATCTGGGCCGTTACTGACGCTGAGGAGAGAAAGCGTGGGGAGCGAACAGGATTAGATAAAATGGTA 

>OTU4221;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Rumin

ococcaceae(0.9294),g:Ruminococcus(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAAGGACGATAATGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACTGCAA

GTCAGATGTGAAATGCCGGGGCTTAACCCCGGAGCTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGCAAGC
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GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTCGGAGAAGATCGTGCGTGAGAGTAACTGTTCACGCCGTGATGGTTTCCAACCAG

AAAGTCACGGCTTACTACGTGCCCGCAGCCGCGCCAATACGTAGGTGGCAAGCGTTATCCGGATTTAATGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAACCCTCGGCTTAACCGAAGAAGTGCCTCGGAAACCGGGCA

ACTTGAGTGCAGGAGAGGACAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9995),c:Sphingobacteriia(0.9840),o:"Sphingobacteri

ales"(0.9889),f:Sphingobacteriaceae(0.9879),g:Sphingobacterium(0.9837); 

GTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCC

TATTAAGTCAGGGGTGAAATACGGTGGCTCAACCATCGCAGTGCCTTTGATACTGATGGGCTTGAATCCATTTGAAGT

GGGCGGAATAAGACAAGTAGCGGTGAAATGCATAGATATGTCTTAGAACTCCGATTGCGAAGGCAGCTCACTAAGCT

GGTATTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG

ATAACTCGATGTTGGCGATAGACAGCCAGCGTCCCAGCGAAAGCGTTAAGTTATCCACCTGGGGAGTACGCCCGCAA

GGGTGAAACTCAAATGAATTGACGGGG 

>OTU4227;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGAAGAAGAAATGAAGGTACTTAATGAACAAGTTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCATAGCA

AGTCAGACGTGAAATCCGTGGGCTTAACCCGCGCACTGCATCTGAAACTGTATGGCTTGAGTGAAGTAGGGGCAAGC

GGAATTCCCTGTGGAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTATCCGGGCTTTA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.3915); 

ACGGTCGGCCTCCTTTTGGCCTCTTTCCCCCTGGGGGAAAACCTGATGCAGCAATGCCGCGTGAGTGATGACGGCCTT

CGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCAAGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGCCTAGAGTGCAGGAGAGGAGAATGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGAGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4230;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pepto

streptococcaceae(0.0000),g:Peptostreptococcaceae_incertae_sedis(0.0000); 

TCCTCCCGCAGTCCACTTCTCTTTCCTTCTTCCCCCCTCCTTCTTCATTCCTGCTTTATCAAGATAATTTTTCGACTCATCA

GAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATC

GAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGC

CTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAACCCAGCTTGGTAAGTTG

GATTAAGCACTCCGTGGACAGATTTGTCATTGTGAGCATTTTCATCCCGAAGTTGCGGCTCATTCTGATTCTGAACAGC

TTCTTG 

>OTU4229;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCTGACGAATAAGG

GCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCCCTTAAGCGTGACGTGAAATGCAGCGGCTCAACCGTATGAAGTGCGTCGCGAACTGGGGGTCTT

GAGTGGGTACGACGGAGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCCTCCGAGTCTCTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCGGTGACGGTATACAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGTCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACAGAAGAAGTGCATCGCAAACAGGGC

GACTTGAGTACAGAAGGGGACAGAAGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTA

GCGAAGGCGCCTGGCTGGTCTGCAACTGCAGCTGAGGCTCGAAAGCATGGGTAGCGCACAGGATTAGATACCCTGG

TA 

>OTU4233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ATGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACAA

GAAAGTCACGGCTAACTACGTGCCGGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTCAGTAAGAGTGATGTGAAATGTCCGGGCTTAACGTTGGAATTGCATTGATGACTGGAG
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GACTCGAGTTTGTCAGATGGGGGTGGAATTCGAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGATG

GCGAAGGCAGCCCCCTGGGACATGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAAGGACGTTAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTTCGTGCCA

GCAGCCGCGGTAATGCGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTCCTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAACGCGGTTTGCTGGATGATG

ACTGACGTCGCTGCTCGAAAGTATGGAAGGCAAACAGGATTAGATACCCTTGTTA 

>OTU4235;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0046); 

ACGGGAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCAACAATCTCG

TATGCCGTCTAATGCTCGTAAAAAAAAAAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCGTTTAAGCGTGTGGGGCAAGGCCGCGGCTCAACGGTGGCACTGCAGCGCGAACTGTATGACTTGA

GTTCGCGGGAGGTAGGCGGAAGTCGTGGTGTAGCGGTGAAATGCTTAGTTTTTTTTTTAATGATACGGCGACCACCG

AGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU4236;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0113),g:Saccharofermentans(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCATGACCAAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGG

CAAGCCAGAAGTGAAAGCCCGGGGCTCACCCCCGAGGACTGCTTTTGGAACTGTCGCACTAGAGCGCAGGAGGGGC
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TAGCGGATTTCCTAGTGTAGCCCTTAAATGCGTCGATATTAGGCGGTTCACCCGTGGCGAAGGCGGCTTGCTGGACT

GTCACTGACACTGAGGCTCGCAAGCGTGGGGAGCATACAGGATTACATACCCTGGTA 

>OTU4238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTCGGGACAGTAACTGGTTACTCATTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCTACGGCTTAACCGAGGAACTGCATCGGAAACTGGCAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4237;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGTGTAGGCGGGAAGGCAAGTCAGGAGTGAAAACTCGGGGCTCAACCCCGAGCCTGCGTTTGAAACTGTTTTTCGTG

AGTGATGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAA

GGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4241;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diaceae_1(0.0000),g:Clostridium_sensu_stricto(0.0000); 

TTTTTTTCCCTCCTCTTTCTTTTCTTTCTCCCTTTCTCCCATTCCTCTCTTCTCGATCTTCGCAAGGATAGGTCGAATTTTCT

CATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTCGA

CTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCAATCAT

TTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAAC 

>OTU4239;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

streptococcaceae(0.0113),g:Filifactor(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGTCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CCTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGCCGGTACCTGAAGAACAAGCCCCGGCTAACAACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGGGTAATAGCCAGAGCTTAACTCGGGTGCTGCATCGGAAACTACGAGGCTTGAGTGTCGGAAGGG

TAAGTGGAATTCGTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACGGGA

CGATAACTGACACTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU4240;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Coprococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGA

TTTCGGATTGTAAACCTCTGTGAGGGGGGAAGATAATGACGGTACCCGAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTAAGTA

AGTCAGAAGTGAAAACCCGGGGCTCAACCCCGAAACTGCTTTTGAAACTGTTCTGCTAGAGTGTAGCAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGTCTATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4243;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0134); 

ACGGGAGGAAGAAGGGGGGAAGATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCA

GCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTGCCCTTGATTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTATGCGGAACACCAGTGGCGCATGCGTCCTGCTCGACGA

CAACTGACGCTGAGGCGCGGAAGCGTGGGGAGCAAACAGGATTAGCTACCCTGGTA 

>OTU4242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9877),o:Clostridiales(0.9940),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACTGCTAACTACGTGCCA

GCAGCAGCGGTAATACGTAGGTGGCGAGACTTGCCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGGGGGGAGAAG

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGTCCACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACACAGAGGCTCGAAAGCGTGGGGCGCAAACAGGTTTAGATACCCTTGTA 

>OTU4244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAATGACTAAGGCC

CTATGTGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGTTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGATCCTTATCCGGAGTCATTGGGTGTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTGGGTACTGTAAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAAG

GCATCTCACAAATCAGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU4245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Papillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTAGCTGGAGAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCAGCAATTGTCGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCGCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.5991),g:Blautia(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAAAT

GACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCC

GGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACT

GCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATT

AGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAAC

AGGATTAGATACCCTGGTA 

>OTU4248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCCGGGCTCAACCCCGAGGACTGATTTTGGAACTGTCGAACTGGAGTGACAGAAGGGCAAG

CGGAATTCCTATGGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACTTTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAACAAGGATTAGATACCCTGGTA 

>OTU4247;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Negativicutes(0.4045),o:Selenomonadales(0.171

9),f:Veillonellaceae(0.0710),g:Selenomonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTTTCCTATGGGACGAAGGAAGTGACGGTACCACAGGAGTAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGGCT

GATAAGTCTGGTGTGAAAGTTCTGCGTTCAAGGTGGGAACTGCTTTTGAAACTGTTTGGCTTGAGTGCAGGAGAGGA

AGGCGGAATTACCTGTGTAGCGGCGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2524),g:Hespellia(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TGTCGGTATGTAAAGCGCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCTGGCAA

GTCAGATGTGAAAACCCGGGGCTCAACTCCGGGACTGCATTTGAAACTGTCAGACTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGTTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCTAAGGCGGCTTACTGGACGATAC

CTGACGCTGAGGCTCGACAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU4249;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.5195),o:Kiloniellale

s(0.1483),f:Kiloniellaceae(0.0560),g:Kiloniella(0.0134); 

ACGGGAGGCAGCAGTTAGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAGTGTTAAGGCCT

TCGTGTTGTAAAGCTCTTTTGTATGGGAAAATGATGATGGTACCATAAGAATAAGCACCGGCTAACTTCGTGCCAGCA

GCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGATAAATTAGTC

AGAAGTGAAATCCCGAGGCTCAACCTCGGAACTGCTTTTGAAACGATTTTTCTTGAGTATGACAGGGGATGATGGAA

TACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGAGGCGAAGGCGGTCATCTGGGTCATTACTGA

CGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Rikenellaceae"(0.0149),g:Rikenella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGTGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATGATGGAGAACACCGAGCGCGAAACC

AGCTTGCGAGGATACGATTGACGGTGAAACGCGAGAGAGTAGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2524),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGC

TTTCGGTATGTAAACTTCTATCAGCAGGGAGGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTAGTAA

GTCAGACGTGAAAGGCAGGGGCTCAACTCTGGAACTGCTTTGGAAACTGGTAAGCTCGAGTGTCAGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACCGTA

TCTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 
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>OTU4253;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

streptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGAAGAGATT

CTTCGGAATGTAAAGTTCTGTTATTGAGGACGAAAGATAGTATCAGGAAATGGGTATTATTTGACGGTACTTGATGA

GAAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGCGGTCTTTTAAGTCAGTAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACTGGAGG

ACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAG

GCGAAGGCGATTAACTGGCCTGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4254;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGCCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTTCAAACTGGAAGACTAGAGTGCAGGAGAGGAGAAG

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAGCACCGGTGGCGAAGGCGCTACTCTGGACCGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4257;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGCCGCGTGAGGGAATGCGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCTCCACGCGTGGCGCCTTGAAGGTACCCGGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGGTTCCGGCTCAACCGGGTCAGTGCCGATGAAACTGGGGGCCTT

GAATGCGGACGAGGCCTGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGGCTGCAGTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4255;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0149),g:Ruminococcus(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCATGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCACGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCT

GATAAGTTGGATGTGAAATACCCGTGCTTAACTTGTGCGGTGCGTCCAGTACTGTTGGACTAGAGTACATGAGATGA

TAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTATCTGGAC

TGCTACTGACGCTGAGGCTCGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU4256;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Erysipelotrichia(0.8897),o:Erysipelotrichales(0.76

23),f:Erysipelotrichaceae(0.5632),g:Turicibacter(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGGGAGCGTAGACGGCAATGCAAGTCTGAAGTGAAAGGCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTG

TAGCTGGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4258;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0113),g:Mangroviflexus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAAAGACTGAACCAGCCAAGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGTAGTTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGCTAAGTTTGAGGTTAAATGCTTCTGCTAAACAGGAGTTTGCCGTGAAAACTGTCTGACGAGGA

TGTAAACGGAGCAGGCGGAAAGAATCAGGTAGCGGTGACAAGCATAGATATGATTGAGAACACCGAACTCGAAGG

CAGCTTGCGAGGATACGATTGACGGTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGGC

CCTCGGTATGTAAAGGTCTATCAGAAAGGAAGAAACAGATGGCACTTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGCAATAAGTAGGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCGGATGTGAAAGCCCGGGGCTCTACCCTGGGACTGCATTGTGAACTGAACGGCTTGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1291),g:Lachnospiracea_incertae_sedis(0.0181); 

ACGGGAGGCAGCAGCGGGGAATATTGCATAATGGGGGAAAACCTGATGCAGCGACGCCGCGTGACCAAAGAAGCC

TTTCGGTATGTAAAGGTCTTCCAGTAAGGAAGAAAATGACGGTAATTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTATATAATAGGAGGAACGCCAGTGGCGAAGTCGGCTCTCTGGACGA

CAACTGATGCTGAGGCGCGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4261;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCCCTGTTGTTGGGGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCCGGCGCGGCAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAGATAAGTCTAGTGGGAAAGGCCTCGGCTTAACCGAGGAATTGCAGCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

TGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4262;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAACCTTCTTTTATAGAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACACCGTGCCAGCAGCCGCGGTTATACGGAGGTTCCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCTGAAAATTGCAGTTGAAACTGTTTGTCTTGAG

TGCACATGAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCTAACTGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU4264;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9987),c:Spirochaetia(0.9762),o:Spirochaetales(0.949

7),f:Spirochaetaceae(0.9294),g:Treponema(0.2607); 

ACTTTCTTCCTCCTCTCCGAATATTCCTCCCTTTCCTCCAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGCCGGA

AGGTTGTAAAATCCTTTTAAGTAGGAGGAATAAGCAGGGTGAGAGAAACGCATTGTGGTGACTGTAGTACTTGAATA

AGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAG

GGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCCGGAGCTTAACTCCGGAACTGCGTTGAGAACTGCATAACT

AGAGTCACTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGA

AGGCAGGTTACCAGCAGATGACTGACGCTAAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4263;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACAGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATATGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGGTGTGAAAGCCTTCGGCTTAACCGGAAAAGTGCATCGGAAACTGGATA

ACTTGAGTGCAGGAGAGGACAGTTGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGG
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CGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4265;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGCTACCCAAGAAGGAAACCACGGCTCACCCCGTGCCA

CCAGCCCCGGGAATACGTGGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAAGACCCGGGCTCAACTTGGGAGCTGCTTTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4266;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTATTGGGGAAGAACGTGGGTGCGAGTAACTGTTCACGCCGTGACGGTATCCAACCA

GAAAGACACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGCTGCTTAGGTCTGATGTGAAAGCCCTGGGCTTAACCGGGGAGGTGCATCGGAAACCGG

GCAACTTGAGTACAGCAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4267;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGCAATC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4269;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Acetivibrio(0.0046); 

ACTTTATTCCTCATTTGTTACTATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGGAGACGGCTT

GCGGGTTGTTAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGATAAAAAGCAACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCCGGGGCTCAAAACCGGAACTGCTGTCAAAACTGTATCACTTGAGTAGCGGAGAGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGTGTAGATAATAGGAGGAACACCAGTCGCGAACGAGGCTTGCTGGAAGCC

CACCGCCGCTGAGGTGCGAAAGAGTGGGGAGCCAATAGGATTAGATACCCTGGTA 

>OTU4270;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Gammaproteobacteria(0.8189),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0326); 

ACGGGAGGCAGCAGCCCGAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCAAC

AATCTCGTATGCAGTCCTCTGCTCGAAAAAAAAAAGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAG

AAGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATACCCGGGCTCAACCTGGGAACTGCATCTTATACTGGAAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATTCTTTTTTTTAATGATACGGCGACCACCGA

GATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGCCCGAGGATTAGATACCCTGGTA 

>OTU4268;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGATCTGATGTGAAAGACTTCGGCTTAAACGAAGAAGTGCATCGGAAAACGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAAATTCATGTGTAGCGGTTGAATGCGTTGATATATGGAAGAACACCCGTG

GCGAAGGGGGCTGTCTGGTCTGCAACCGACGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCTGG

TA 

>OTU4273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGCAAAGGGAGCGTAGGCGGATTCTGAA

GTGGGATATGAAATACCCGGGCTTAACCTGGGTGCTGCCGTGCAAACTGTGAATCTAGAGTGCAGGAGGGGAGAGC

GGAAGTCCTAGCTTAGCGGTGAAATGCGTAGAGATTAGTAAGAACACCCGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4272;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Anaerofilum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCGGGGATGATAGTGACAGTACCCGAAGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGTGGATTGAC

AAGTCGAATGTGAAATGCAGAGGCTGAACCTCTGAACTGCTGTCGATACTGTTGATCTTGAGTGGAGGATGGGCAG
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GCGGAATGCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAATACCGGTAGCGAAGGCGGCCTGCTGGGCT

CTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU4271;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGTAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAGT

GCAAGTCAGGCGTGAAATCCCCGGGCTTAACTTGGGAATAGCTTTTGATACTGGGTTTCTTGAGTTCAGGAGAGGGT

GGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Rikenellaceae"(0.0099),g:Rikenella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTTAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTTCGAAGGTTGATGCAGGTACCCGAAGCATAAGG

ATCGGCTAACTCCGTTCCATCAGCCGCGGTAATACGGAGGATTCGATCGTTATCCGGATTTATTGGGTTTACAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCGGCTCAACAGGAGTTTGCATTGAAAACTGTCTGACTAGGAT

GTAAAATGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGAGTCAGAACACCGATCGCGAAGGCA

GCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGATGGAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACTTC

CCGGCACCCGCGTTAATCCGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATC

GAGTCTGATGTGAGAGCCCGGGGCTCAACCCCGGGGCTGCATTGGAAACTGAATAGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4275;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Anaerobacterium(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTCGTAAACTCTTGTCATAAGGGACGAAATTTGACGGGACTTTCTGAGGAAGCCACGGCTAACTCCGACCCA

GCAGCCGCGGTAATCTGCAGGCGGCCAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGACGGGTAAGTAA

GTCAGATGTGAAATACCGGGGCTCAACTCGGGGGCTGCATTGGAAACTATGTATCTTGAGTGCAGGAGAGGGAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGGTCTATCATCAGGGAAGAAAATGACGGTACTTGACTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGATGTGAAATACCCGGGCTCAACCCGGGTACTGCTTTGGAAACTGTATTGCTAGAGTGCTGGAGAGGTGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4279;tax=d:Archaea(0.0041),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

AGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACTGCAACAACTGAACGGACTGGAAACACTGGTCA

TAATCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAG

AAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACG

AATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCGGTTC

AGCAGGAATGCCG 

>OTU4278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGGTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCGGATGTGAAAATCACAGGCTTAACCTGTGACCTGCATTCGAAACTGTGGTTCTTGAGGGTCGGAGAGGTAACTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4281;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACGTGCACCACGTGTGGTGTATTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGCTGTGTAAGCGTGTTGTGAAAGTCCGGGGCTCAACTCCGAACGTGCAGTGCGAGCTGGACGGCTTG

AGTGCGGGGTAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGTAGCGCAACCGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCTGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTAAACTGATGGAATGCATTGGAAAATGAGATGCTAGAGTGAAGGAGGGGTAAG

AGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACAAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGAAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Porphyromonadaceae"(0.5273),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAAGGG

TGCGTAGGTGGCCTTTTAAGTCAGCGGTTAAATTGTGTGGCGCAACCATAAAATTGCCGTTGAAGCTGGAGGGCTTG

AGTATGTTTGGGGCAGGCGGAATGTTTTGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCACGAAAG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4282;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTACGCGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAA

GGGAGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTC

TAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGC

GAAGGCGGCTCTCTGGACTGTGACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4284;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Rikenellaceae"(0.0099),g:Alistipes(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGTAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGCGGTCGATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTA

GAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCCTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4285;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9987),c:Acidobacteria_Gp10(0.9719),g:Gp10(0.7162

); 

TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCACGCCTGATCCAGCAACGCCGCGTGGAGGACGAAGG

TCTTCGGATCGTAAACTCCTGTCAGACGGGACGAAGGCTTCAGGGTGAACAATCCTGGAGCTTGACGGTACCGTCAG

AGGAAGCCCCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGAGGGGGCGAGCGTTATTCGGAATTATTGGGCG

TAAAGGGCGCGTAGGCGGCCTGACAAGTCAAAGGTGAAGTCCCTCGGCGCAGCTGAGGAACTGCCTTTGAGACTGT

CAGGCTTGAGGCCGGGAGGGGGTAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATAGTGGGAGGAACACCA

GTGGCGAAGGCGGCTACCTGGACCGGAACTGACGCTGATGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC

TGGTAGTCC 

>OTU4286;tax=d:Bacteria(0.8696),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clostri

diaceae_1(0.0073),g:Clostridium_sensu_stricto(0.0039); 

ACGGGAGGCAGCAGGGATCCGCTTAAGTCTTCACAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGA

ACTCCAGTCACCCAACAAGCTCGTATGCCGTCTGCTGCTTGAAAAAACATAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCACGGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGATGCATCGAAAACTGTTGAGTTTGATTGCGGGAGAGGAAA

GCGGAATTCCTTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTAC

GGGAGGCAGCAGGGATCCGCTTAAGTCTTCACAGGATTAGATACCCTGGTA 

>OTU4287;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Caloramator(0.0087); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGAGCGTAGGCGGTCTGATAAGTTGGATGTGAAATACCCGGGCGTAACGTGGGGGGTGCATCCAATACTGTT

GGACTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

TGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4288;tax=d:Bacteria(0.9827),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0149),g:Clostridium_IV(0.0066); 

ACGGAAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGATCGGAGGAGCACACGTCTGAACTCCAGTCACC

CAACAATGTCGTATGCTGTCTTCTGCTTGGAAAATAACAGTACCTGTTCAGAAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGCGGCAAGT

CAGAAGTGAAAATCATGGGCTTAACTCATGACCTGCTTTTGAAACTGTTGCTCTTGAGTGAAGTAGAGGCAAGCGGA
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ATTCCTAGTGTAGCGTTTTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACGCGACGCTCTTCC

GATCTACGGAAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU4289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCGTCAGGGACGAAAATGAAGGTACGTGACGAGGAAGACATGGACAACTACGAGCC

AGCAAGCGCGGTAATACGTAGGTGGAGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGTGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGATAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4290;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAGCCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

TCTTCGGATTGTAAACTTTGGTACTCAGGGACGATAATGACGGTACCTGAGGTTAAGCCACGACTAACTACGTGCCAG

CAGTCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGTGTAAAGGGTGCGTAGGCGGGGATACAA

GTCAGGTGTGAAATACCGCAGCTTAACTGCGGGGCTGCACTTGAAACTGTATTTCTTGAGTAGAGGAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTCAAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4292;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8614),o:Lactobacillales(0.6881),f:Strepto

coccaceae(0.3544),g:Streptococcus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACC

AGGAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTCTGTAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGT

ATGGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAG

TGGCGAGGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCTGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4293;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Strepto

coccaceae(0.1485),g:Streptococcus(0.0326); 

ACGGGAGGCAGCAGTAGGGAACCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTTGATGTGAGTGGAAAATTCATCAAGTGACGGTATCTTACCA

GAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTAT

AAAGGGAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACTCCGGGGCTGCCCTTGATACTGTC

GCGCTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGAT

TGCGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTG

GTA 

>OTU4294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCAGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCGGGCA

AGTCAGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGTCAGACTGGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCCTGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4295;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAGCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTATCCGGATCTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTAGGCTTAACCGGAGAGGTGCATCGGAAACCGGG

CGGCTAGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4296;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCCTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAG
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CAAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTCCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4297;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGGA

AAGCGAGCGCAGGCGGCTGCTGAAGGCTGATGTGAAAGCCTTCGGCTTAAACGAAGTAGTGCGTCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACGCCGGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGTCGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGTAATATGCCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTGCAAACTGGAAGTCTAGAGAGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCGCTGGGCTGGA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4300;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Acetanaerobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCCTGGTGACGAAGATGACGGTAACCAGGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGAC

AAGTTGGACGTTTAATCTATCGGCTTAACCGATAACAGCGTTCAAAACTGTATTTCTTGAGTGAGGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4301;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVb(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTCAACCTCTGTCCTATGGGACGAAGAAGGTGACGGTACCATGGGAGGAAGCCCCGGCTAACTACGC

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTCAAGGGCGCGTAGGCGGCCA
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TGTAAGTCTGGAGTGAAAGTCCTGCTTTGAAGGTGGGAATTGCTTTGGATACTGTATGGCTCGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAAAACCAGTGGCGAGGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4302;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAACATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGGATAAAGTGCACGACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGA

GTGAGGCAGAGGCAGGCCGAATTGCTGGTGTAGCGGTGAGATGCTTAGATACCACGAAGAGCTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATGAGATACTCTGGTA 

>OTU4298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

AAGGGAGGCAGCAGTGGGGAATATCGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTTTCTTTGGGGAAGATAATGACGGTACCCAAGGACGAAGCCACGGCCAACTACGTGCCA

GCAGCCACGGTAATACGCAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAACGTAGGCGGACGATTAA

GTGGGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATCTCAAACTGGTTATCTAGAGTGCAGGAGAGGGGGGT

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4305;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAAGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCGCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCGCAACCTGGGAACTGCAGCTGATACTGGA
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TAGCGTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTGGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAACCAGGATTAGATACTCT

GGTA 

>OTU4303;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTCCGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTACGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGAACTGCATTTAAAACTGCTAATCTTGAGAATCAGAGAGGAAAGAG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATAGCTGGACGAAAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5632),g:Hydrogenoanaerobacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGTAGGAAGACGGT

CCTCTGGATTGTAAACTACTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATACT

AAGTCCGTTGTTAAATCTATCGGCTCAACCGGTAGCTGCGGCGGAAACTGGTATTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4309;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGTGAGAACCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGGATAAAGGAGACTACGTGTAGTTTTTTGCAGGTACCGTACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCAGGTTAAGTGTGCTGTGAAATGTAGGGGATCAACCTCTGACTTGCAGCGCGAACTGACGGTCTTG

AGTACGAACAACGTTGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCAGATTGCGAAG

GCAGCTGACGGGAGCGCCACTGACGCTTAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4308;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Rikenellaceae"(0.7787),g:Alistipes(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGCCGCGTGCAGGATGACGGC

TCTATGAGTTGTAAACTGCTTTTATACGAGGGTAAAGTCGGATACGTGTATCTGTCTGTAAGTATCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAAGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTGAGACGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTCATACTGTTGGGCTAGA
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GAGAAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACCCCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGAGTAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGATTTTTAA

GTGGGATGTGAAATACCGGGGCTTAACCTGGGGGCTGCATTTGAAACTGGCGATCTTGAGTGCAGGAGAGGAAGG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4310;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.2864),g:Butyricimonas(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGCGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCT

CGAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Fusicatenibacter(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGATAATGACGGTACCTGACTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCA

AGTCTGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAATC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAATGATGAAGTA

TTCCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACTCGGGGGCTGCATTTGAAACTGCGTGGCTAGAGTGTAGGAGAGGCAGG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTTTGCTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4311;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACGATGGGCGAAAGCCTGATCCAGCCACGCCGCATGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTTGAGGAAGATAATGACGGTACTCACGGAAGAAGTCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTAA

GTTAGATGTGAAATACCCAGGCTCAACTTGGGTGCTGCATTTAAAACTGGTAATCTAGAGTGCGGGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTATCTGGACCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4314;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Anaerofilum(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGG

ACAAGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTGCTTGAGTGGTGTAGAGGTA

GGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4315;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.6350),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTTTCGCGAGACTGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGAATAAGCGTAATGTGAAATGTAGAGGCTCAACGTAGGAACTGCAGCGGAAACTGGTTTCCTTG

AGTACACAAGAAGTGGGCGGAATTCGTGGTGTAGCGGTGGAATGCTTAGATATAAGGAAGAACTCCGATTGCGAAG

GCGGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4316;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9913),o:Sphingomo

nadales(0.7623),f:Sphingomonadaceae(0.5632),g:Sphingomonas(0.3915); 

AAGGAGGAAGAAGGGGGGAATATGGGAAAAAGGGAGAAAGCCTGATCCAGCCATGCCGCGTGAGTGCTGAAGGC

CTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCTCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGAGCTAGCGATGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAA

GTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCGTGAATCCAGGAGAGGTGCGTG
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GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTA

TTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.1735); 

AAGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGATGCAA

GTCAGGCGTGAAATCCATCGGCTTAACTGATGAACTGCGTTTGAAGCTGTGTCGCTTGAGTGAGTCAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGGCTTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Sphingobacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCGTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGCAGGCGGGCGTCTAAGGAAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGC

CTTGAATGCGGTCGAGGCCGGCGGAATGAGGCGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGC

GAAGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCCTGGT

A 

>OTU4319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACTTAATTCATCATTGGGGTATATTTCACAATTTTCTAAATCCTTATTCAGCAACGCCTCTTTAGCGATGAAGGCCTTCG

GGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGTGA

GATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTAGCGAAGGCGGCTTGCTGGACGATAACTG

ACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4320;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.7068),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGTGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGTCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTGTTAAGCTGTGTGTGAAATGTCGGGGCTCAAACTGGGCCGTGCAGCGCGAACTGGCAGACGTG
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AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGACATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGACGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4323;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTAGGGAAGATAATGACGGTACCCAAGGAAGAAGCCACGACTAACTACTTGCCA

GCAGCCGCGGTAATAAGTAGGTGGCGGCCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGTTCAA

GTGAGATGTGAAATACACGGGCTCAACTTGTGTGCTGCATTCGAAACTGGTTCTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4322;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9507),c:Actinobacteria(0.8472),o:Acidimicrobiales(

0.4280),f:Iamiaceae(0.1679),g:Iamia(0.0423); 

TACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAACGCCTGACGCAGCAACGCCGCGTGCGGGATGAAGG

CCCTCGGGTTGTAAACCGCTTTCAGTGGGGACGAACCAAGACGGTACCCACAGAAGAAGCCCCGGCCAACTACGTGC

CAGCAGCCGCGGTAACACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGAT

AAGTCGGGTGTGAAACCTCCAGGCTCAACCTGGAGACGCCACCCGATACTGTCGTGACTAGAGTCCAGTAGGGGAG

CGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGCGGCGAAGGCGGCGCTCTGGGCT

GGAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 

>OTU4321;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_2(0.0710),g:Alkaliphilus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCTTTGCA

AGTCAGCGGTGAAAGGCCCGGGCTGAACCCGGAAAGTGCCGTTGATACTGTGGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGGGTAGGCGGGAGT

GTAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCGGCATTTGAAACTGGATTTCTTGAGTGATGGAGAGGCA
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GGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GGCACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4327;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATGAGAATAAAGTGCACTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAGTGTTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGTTAAATTGCAGTGGATACTGTCATTCTTGAGT

ACATAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTACCGGACTTCAACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4326;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.4311),c:Mollicutes(0.2321),o:Acholeplasmatales(0.07

81),f:Acholeplasmataceae(0.0252),g:Acholeplasma(0.0076); 

ACTTTCTTCCTCCTTCTGGAATTTTCTTCCCTGTTTTCCACCCTGACCGAGCAATGCCGCGTGAATGATGAAATTCTTCG

GAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTACTAGAAAG

CCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGGGCGTTATCCGGAATTATTGGGCGTAAAGC

GTGCGTAGGCGGTCGTTTAAGTCAGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGATGGCTT

GAATCTAGAAGAGGTAAGTGGAATGCCATGTGTAGCGGTAGAATGCTTAGATATATGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGTCTAGCATTGACGCTGAGGCACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTAGTA 

>OTU4325;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCAGCGCGAGGGAAGAAGG

GTTTAGGCTCGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTACCAGAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTGGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GCTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTTGGAATTGCTTTGGATACTGGCGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGTAATGCGTAGAGATCGGTAGGAACACCAGTGGCTAAGGCGTCTTTCTGGA

CTGAAACTTACGCTTATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4330;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(0

.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

CTTCTCCTTTTCTTCCTCTTCTTTTCCCTTTCTTCCCTTCCTTCGTTCTCTCTGAGTCACATTTTGTTCATGGTAGAGATTCT

CTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGA

GTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCTCTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGA

TTTAACCGAAGATGATTTCGATTTTCTGACGAGTAACAAAGTTTGGAGTGCTACTGACCGCTCTCGTGCTCGTCGCTGC

GTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTGCCTGCTCCTG 
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>OTU4328;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGG

GCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8614),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGATCAACACCGCGTGAGTGACGAAGGCT

TTCGGCTCGTAAAGCTCTGATGTTAGATAAGAACGTTCGTGAGCGCAACCGTTCTCGCACTGACGGTATCTAACCAGA

ACGTCACTGCTAACTACGTGCCCGCAGCCGCGGTCATACGTAGGTGGCCAGCCTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGAGGTTTGATAAGACTGATGTGAAAGACATGGGATTAACCAAAGAAAGGCATAGGAAAATGACAG

ACTTGAGTGCAGAAGAGGAGAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATGG

CGAAGGCGGCTGTAGGGTCTGCAACTGACGCAGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACACTGGT

A 

>OTU4331;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCTGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCCGCAGCCGCTGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATGTCCGCGCTCAACGTCGGAACTGCATCTGATACTGGAA

AGCTTGAGTCTCGTCGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATCTCGAGGAATCCCGGTG

GCGAAGGCGGCCCCCTGGACGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4334;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Olivibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTCTGGATTGTAAACTGCTTTTTTTTGGGAATAATAAGACCTTCGCGACGGTTGATGTAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGGTTAAGTTTGAGGTAAAATGGTGCTGCTCAACAGTAGTTTGCCTTGAAAACTGTCTGACTAGGA
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TGTAAACAGCGCAGCCGGAATGAATCGTGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTCT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTAGCAA

GTCTGAAGTGAAATACCAGGGCTTAACCCTGGTACTGCATTGGAAACTGTATGGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGCTTGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTAGGTACGGGCT

GGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGGATTGCTGGACAGCAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCATTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTTAAATGTTGGGGCGCAAACTTAAAATTGCAGTTGATAATGGGTTCCTTTA

GTGCAGTATAGGCAGGGGGGAATCGGGGTGGAGCGGTGAAATGCTTAGATTTCACGAAGAACTCCTAATTGGAAGG

CAGCTTGCTTGAGGGTAACTGATGCTGATTCTCGAAAGTGTGGGTATCAAAAAGGATTAGATACCCTGGTA 

>OTU4338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGCAGCGTGAAGGATGAAGGT

CCTCTGGGTCGAAAATTCCTTTTATAGAAGAATAAAGTGCAGTATGTATACTGTTTAGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCCAAAAATTGCAGTTGAAACTGTCAGTCTTGA
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GTGCAGTAGAGGCAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATAGCGAAGAACTCCAGTGGCGAAGG

CGGCTTGCTGGACTGCAACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4335;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGATCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTCGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCAGGGGCTTAACTCGGGAGCTGCATTTGAAACTGTTCTTCTTGAGTACCGGAGAGGCAGT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4336;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0059),g:Barnesiella(0.0035); 

ACGGGAGGCAGCAGCGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCAGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTCAAAGGG

TGCGTAGGCGGCCGAGTAAGTCGGCGGGGAAAGACCGGGGCCTGGCCATGGAAGTGCCGCTTATACTGTTTGGCTG

TAATGATCCCGCCGCGGAAGGATTGAGTGGTGTAGCGGTGAAGTGCATGGATTTCACTCAGTACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTTACGCTGAGGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4340;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTTTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGCATACGGA

TCGGCTCACTCCGTGCTAGCAGCCGCGGTACTACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGACTGCAACTGACACTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4339;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9820),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGAGCAAGACTGATGGAGCAAGACCGCGTGAGTGAAGAAGGG

TTTGGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGAGTTGAAATCTTTTGGCTTAACCAAAGAAGTGCATCGGATACTGTCAG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGT

CGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGTCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCTCGTGAGTGCAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAATTCACGGCTAACTACGTGCCATCAGCCGCGGTAATCCGTAGGTGGCCAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTGAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGAAGAAGAGGACAGTGGAAATCCATGTGTAGCGGTGGAATGAGTAGATAGATGGAAGAACACCAGT

GGAGAAGGCGGCTGTATGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCATG

GTA 

>OTU4341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCCGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACATGACTAAGAAGCTTTGGCTAACTACGTGCCAG

CAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGAATTTACTGGGTGTAAAGGGAGCGTAGACAGTTGATCAAG

TCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAAGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4343;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTTTGCCACGTGTGGCGTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGGTAAGCGTGTCGTGAAATGTCGGCGCTCAACCTGTGAACTGCAGCGCGAACTGTCAGACTTG

AGTGAGCTGGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCAACAAGAGCTCAACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4346;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

ATAAGCTGGTTCTCACTTCTGTTCCTCCAGCTTCTTCGGCCCCTGTTTTACCGACACCTAAAGCTACATCGTCAACTTTA

TATTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCCGATGGATACATCTGTCAACGCCG

CTAATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTACGCTTTGAG

TCTTCTTCGGTTCCGACTAGCATCCCGACTGCCTATGATGTTTATACGTTGGATGGTCGCCATGATGGTGGTTATGATA
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CCGTCAAGGACTGTGTGACTATTGACGTCCTTCCCCGGACGCCGGGAAATAATGGTTATGTTGGTTTCATGGTTTGGT

CTAACTGTACCGCTACGAAATGCCGCGGAGGGGGTTCGCTGAATCAGGTG 

>OTU4345;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATATTGTTTTGTATTTATTATATTAATAAGGATC

GGCTAACTCCGTGCCAGCAGCGGCGGTAATACGGAACATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCCGTTGTGAAAGTTTGCGGCTTAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTAC

AGTAGAGGTGAGTGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAACTCCGATGGCGAAGGCAGC

TCACTGGACTGCAACTGACACTGATGCTCGAAAGTATGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4344;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTACTACCTTTGCTCCTTCACGTTACCAGCAGAC

GAAACACCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTGAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCACGGGCTCAACCTGTGAACTGCATCTGATACTGGCAT

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCAGTGG

CGAAGGCGGACCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4348;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9979),o:Campylob

acterales(0.9941),f:Helicobacteraceae(0.9881),g:Helicobacter(0.9818); 

ACGGGAGGCAGCAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTT

AGGATTGTAAACTCCTTTTGTGAGAGAAGATAATGACGGTATCTCACGAATAAGCACCGGCTAACTCCGTGCCAGCA

GCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGGCTTGTAAGTC

AGATGTGAAATCCTGTAGCTTAACTACAGAACTGCATTTGAAACTATAAGTCTAGAGTGTGGGAGAGGTAGGTGGAA

TTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAACATTACTGA

CGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAACCCCGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTGTGATAA

GTCTGATGTGAAAGCCTTTGGCTTGCACAAAGAAGTGCCTCGGAAACTGGCAGCCTTGAGTGCAGAAGAGGACAGT
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GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCGGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4349;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0149),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCTGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCTGT

TAAGTCGGATGTGGAATGTAAGGGCTCCAACACTAACGTGGCTTTAATACAGGAAGTATTGAGTGGGGAGGAGGCA

AGTGGAATTCCTAGGTGAGCGGTGAAATGCGATGATATTAGGAGGAAAAGCAGTGGGGAAGGCAGATTGCTGGGC

CGTAACAGACGCTGAGGCGCCAAAGCGTGGGGAGCAAACAGGAATAAATACCCTGGTA 

>OTU4350;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Subdoligranulum(0.0110); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAATTC

TTCGGAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCAGGAATTACTGGGTGTA

AAGGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAAGCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTG

GCCTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGTAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4351;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Papillibacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTAGGGTTGAACACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGAAACGGCTAAATACGTG

CCAGCAGCAGAGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATGCCGGGGGTGGACCCCGGAACTGCTTTTTAAAGTGTAGCCCTTGAGAATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4352;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAATACGGC

CCTATGGGTCTTAAACGTCTTTGGTACCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGGACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTTCTTTTGGAACTGTCGAA
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CTAGAGTGCAGGAGGGGCAAGCGGAAAGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4354;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Deltaproteobacteria(0.8614),o:Desulfovibr

ionales(0.6881),f:Desulfovibrionaceae(0.2864),g:Desulfovibrio(0.0808); 

GTGCCAGCCGCCGCGGTAATACGGAAGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCA

TTGTAAGTCAGTGGTGAAAGCCCTCGGCTCAACCGGGGAATTGCCATTGATACTGCTTTGCTTGAGTCTCGGAGAGG

CAGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTTGATGGAACACCGGTGGCGAAGGCGGCCAACTGGC

ACGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGGTGCTAGGTGTTGGGGAGTACAGGGTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTC

GCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU4353;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGCTGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTGAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGGAAAGTG

GGTCAGATGTGAAATACCAAGGCGAAACCATGGAGCTGCATTTGAAACTGCTTTTATTGAGAGTGGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAG

CCACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4355;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostri

diaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGGAGGCAGCAGTAGAGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACACCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAAAAACTGACGGTACCCCAAGAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGACGTAAAGGGTACGTAGGTGGTTATA

CAAGTTAGTGGTGAAATTCCGGGGCTCAACTCCGGCGCTACCACTAAGACTGTATAGCTTGAGTGCAGGAGGGGCAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGACATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACTG

TAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4357;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0066); 

CCTTTCTTCCTCCTTCCTGGCTATTGGTCTCTGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGCCCT

ACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGCTGCGAGCGTTATCCGGATTTACTGGGTTTAAAGGGTG

CGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTGCCGGGCTCAACCGGGGCAGTGCCGATGATACTGGGGGGCTTG
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AATGCGGTCGAGGCCGGCGGAATGGGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4356;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2864),g:Pseudoflavonifractor(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAACACACGACGGTACCTGAAGTATAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGCTGC

AAGTCAGGTGTGAAATTCCGGGGCTCAACCCCGGAACTGCACTTGAAACTGGTGGCCTTGAGTGGCGGAGAGGCAA

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4358;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTGAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTCG

CAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTATCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4359;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Robinsoniella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTGTCAGCAAGGAAGAAAATGACGGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGTATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGATGGCTTGAATCTAGAAGAGGTGAG

TGGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAAAAGGACAGTACCTGTAGAATAAACTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4362;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2524),g:Dorea(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTACCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

TCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACTTTAA

GTTGGATGTGAAATCCCCGGGCGTAACCTGGGGCCTGCATCCAATACTGGAGAGCTAGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4363;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Rikenellaceae"(0.4914),g:Alistipes(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCTGATACGTGTATCCTGTTGAAAGTATCCTACGAATAAGGA

TCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGATGTTTAAGTTAGTGGTGAAATATCGCTGCTTAACATTGGAACTGCATTTAATACTGTTGAGCTAGAGA

GTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATGAAGAACACCGATTGCGAAGGCA

GCTTGCTAAGCTATAACTGACATTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0423); 

CCTTCCTTCAGCAGTTTTTCCTATTTCCCCCTGGTTGCCACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTATTGC

GGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCC

AGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGCACTAGAGTGCAGGAGGGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCTAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4364;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2864),g:Sporobacter(0.0326); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATT

CAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAAGCCCTTGAGTATCGGAGAGGCAG
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4367;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Betaproteobacteria(0.5579),o:Burkholderi

ales(0.2679),f:Burkholderiales_incertae_sedis(0.1098),g:Rubrivivax(0.0204); 

ACTTTATTCATCATTTATTAATTTTTGACAATGTTTTAAACCCTTATCCATCCATGCCTCTTGCGGGAAGAAGGCCTTCG

GGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTTAACAAAGTACGATGCTGACGGTACCTGAAGAATAAG

CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTGACTG

GAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGGCGAT

GGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4365;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGATGGACGAAGGTCGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGTTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCGGATGTGAAATCTATGGGCGTAACCCATAAACTGCATTTGAAACTGGATCTATAGAGTGCAGGAGAGGTAGA

TGGAATTCCTTGTGTAGAGGTGAAATGCGTAGAAATAAGGAAGAACAACAGTGGCGAAGGCGATCTACTGGAAAGT

AAATGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGAAACCCTGGTA 

>OTU4366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATGGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACTGCTGTCTTCGGCGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATCCGTAGGCGGCAAGCGTTATCCGGAACTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCGGTTGAAACTGTTAGTCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTAGCGAGGGCGGCTTGCTGGGCTC

TAACTTACGCTTATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4368;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Saccharofermentans(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGGTGTGAAATACCCGGGCTTAACCCGGGGGCTGCATTTGAAACTATGAGTCTTGAGAGATGGAGAGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAT

CTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4370;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0181); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCGTATCAAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTA

TGCTCGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9812),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACTTAGTTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGTTAAGTCAGAGGTGAAATGCACGGGCTCAACCTGGGAACTGCAACTGATACTGGCAA

GCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4369;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAAACTTTGTGACAGGGGACGAAGGAAGTGACGGTACCCTGGGAGGAAGCGCAGGCCAACTACG

AGCAAGCAGCAGCGGTAATACGGAGGGGGCGGGAGTTGTCCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGTA

GAATAAGTCTGTTGTGAAATTCCAAGGCTTAACTTTGGCAGTGCAATGTAAACTGTTCTACTTGAGTGCGGCAGACGC

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCACAGAGATTGGGAGGAACACCAGTTGCGAAGGCGACTTGCTGGGC

CGAAACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4372;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAAAACAGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGGCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTTTGATAAGGCTGATGTGAAATCCTTTTGCTTAACCAAAGAAGTGCATCGGCAACTGTCAG

TCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTTG

CGAAGGCGGCCGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4373;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4374;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.8755),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGAATCGTAAAGCTCTGTCCTATGAGAAGATAATGACGGTATCATAGGAGGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATCCGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAA

GTCTGATGTGAAAGCCTTTGGCTTAACCAGAGAAGTGCATCGAAAACTGTAAGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGGGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGAAAAAGGC

CTTTGGGTCGTAAAATTCTGTCCTTGGCAAGGAAAAAAATGACAGTAGCCTAGGAGGAAGCACAGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGAGGGGGAAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGCAGGTGGTTTTT

TAATCGTAGGGTATAAGGCAATTGGTAACCCATTGTTCGCCCTACGAACTGAATAACTTGAGTGCAGTAGACGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGAACTGC

AACTGACCCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTTAAGGATGAAGACT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGAAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT
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CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCAGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTTGTAAGTCAGTTGTGAGAGTTTGCGGCTCAACCGTAAAGTTACAGTTGTAACTGTCAGTGTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTAAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAAATGACACTGATGCTCGAGAGTGTGGGTATGAAACAGGAGTAGAAACCCTGGTA 

>OTU4377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGAAGAGAGTCTGAACCAGCCAAGTAGCGTGAAGCATGACTGC

CCTTTGTGTTGTAAACTTCTTTTATATGGGAATAAAGTGGGGTATGCATACCCTTTTGTATGTACCATTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGGCGATTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGATTGTCTTGA

GTGCGTTAAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGTAGG

CAGCTACCCGCGCCGCAACTGACACTGATGCTCGAAAGTCTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4378;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.5273),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTTTGGGACGCGTACCGCATTGCAAGTATCTTCTGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTGAAAGTCAGCGGTGAAAGGGTGTGGCTCAACCATAGGATTGCCGTTGAAACTGGGAGACTGG

AGTATGTTAGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCATGCCATGGCAAGACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGACGGAGCACCACCGCGGGTGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAACGTGCGTGAGCGAAACTGTTAACGCAGTGACTGTATCCAACCA

GAAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGATGGTGGCAAACGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAAGTGTGATGTGAAATCCTTGGGCTTAACCGAAGTAGTGCATCGGAAACCGGA

CGTCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAATACCAGT

GGCGAAGGCGGCTGTCTGGACTGCAACTGACACTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGGA

CTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATTAGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGAAAACTGTTGAACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4381;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.2864),g:Shuttleworthia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGAGTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGTACAA

GTCGGGAGTGAAAACTCGGGGCTCAACCCCGAGACTGCTCTCGAAACTGTACAGCTAGAGTGCAGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCCTGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4382;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5991),g:Lachnospiracea_incertae_sedis(0.3479); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGTGGCCCCCCCGCTGCCGCGACGCCGCGTGAGCGATGAAGTATTTCG

GTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAAGCCAG

ATGTGAAAGCCCGGTGCTCAACCCCGAGACTGCATTTGGAACTGTCAGACTAGAGTGTCGGAGAGTAAAGCTGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTTCTGGACGATGACTGAC

GTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4384;tax=d:Bacteria(0.0024),p:Microgenomates(0.0000),g:Microgenomates_genera_incertae_sedis(0

.0000); 

AGACCGCTTTGGCCTCTCTTACGCTCATTCAGGCTTCTGCCGTCTTGGATTTAACCGACGATGATTTCGATTTTCTGAC

GAGTAACAAAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCGCTGCGTTGAGGCTTGCGTTTATGGTACGCTGGA

CTTTGTAGGATACCCTCGCTTTCCTGCTCCTGTTGAGTTTATTGCTGCCGTCATTGCTTATTATGTTCATCCCGTCAACAT

TCAAACGGCCTGGCTCATCATGGAAGGCGCTGAATTTACGGAAAACATGATTAATGGCGTAGAGCGTCCGGATAAAG

CAGCTGAATGGTTAGCGTTTAACTTGCGGGTACGCGCAGGAAACACTGACGTGCTTACGGACGCAGAAGAAAACGT

GCGTCAAAAATGACGTGCAGAAGG 

>OTU4383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

CCTTCCTTCCTCCTTCTTTCCTCTTCCCCCCTTGTCGCCCGCCCGCTGGCGCCACACCGCGTGAGTGAAGAAGGGTTTC

GGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGC
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GAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAAGCGAGGAAGTGCATCGGAAACCGGGCGACT

TGAGTGCAGAAGAGGACAGTGGAACTCCATGGGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACACAGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4387;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Porphyromonadaceae"(0.5991),g:Parabacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGGGGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCTACGTGTGGATTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAACAGTGAAATTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAACCTTGAGT

ATGTTAGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAAATATCACGCAGAACTCCAATTGCGAAGGCA

GCTTGCCAAGCCATAACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4385;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGTGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGGACTTTCACCGGGGAGGAAGGGAGTAAAGTTCATACCTTTGCTCATTGCCGTTACCCGCCAAA

GAAGCACCGGCTAACTCCGTGCCCGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGAGGCCCTCTGGACGAACGCTGACGCTCAGGTGCGCAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4386;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCCGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTTCTTTTTTCGGGGAATAATAAGCCTTTTGCGTAGTTTTATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTAGAGGTAAAAGGCTGCGGCTCAACAGGGGGTTGCCTTGAAAACTGGCGGACTAGG

ATGTAAGCGGCGGAGGCGGAATGAATCGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGGATTGAACAGGATTAGATACCCTGGTA 

>OTU4388;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAACCCTGATGCAGCGACGCCGCGTGAGTGATGACGGA

TTTCGGAACGTAAAGCTCTGTCATCGGGGAAGATAATGACGGTACCCAAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAGGGTTAA
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GTCGGATGTGAAATCCCCGGGCTCAACTCGGGTGCTGCATTCGAAACTGGTTATCTAGAGTGCTGGAGAGGTGAGCG

GAATTCCTGGTGTAGCGGTGAAGTGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4390;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGATTACGGC

TCGGCTAATTCCGTGTCAGCAGCCGCGGTAATACGGATGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGTTAAGTCAGATGTGAAATTTTGCGGCTTAACCGTAGAACTGCATTTCGAACTGGCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4389;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacillac

eae_1(0.0355),g:Paenibacillus(0.0076); 

AAGGGAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGGGAAAGAAGGAGGAAGAAACGAAGAGTGAAGGAAGAA

GGTCTTCGGATCGTAAACTTCTATCATTGGTGAAAATGATGAGGGTAGCCAAGAAGGAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATAGGGCGTAAAGGGCGCGTAGGCGGCCTGT

TAAGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCTGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGAGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU4392;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTCGTCAGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGATATCTAACCAG

AAAGTCCCGTCTAACTACGGGCCAGCAGCCGCGGTAAAACGAAGGTGGCTAGCGTGATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCAATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

CTTCGGCTCGTTAAGCTCTGTTGTTAGGGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTACGTGCCAAGCGCTATCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGGCATTGGCTTAACCAAAGAAGTGCGTCGGAAACTGTCA

GACTTGAGTGAGGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGCCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4391;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACCTTGATGCAGCAACGCCGCGTGAGGGAAGAAGGA

CTTCGGATTGTAAACCTAAGTCGCCAGGGACGAAAATGACGGTACCTGGCGAGTAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGTATGGCAA

GTCTGATGTGAAATACCGGGGCTTAACCGCGGGACTGCTTTGGAAACTGTCGGTCTTGAGTGAAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTGTA

ACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCTGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAGATTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATGATATGAATAAGGA

TCGGTTAACTCCGTGCCCGCAGCGGCGGGAGTACGGAGGATCCGAGCGTTATCCGGATTTCTTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTGGTGAAAGTTTGCGGCTAAACCGTAAAATTGCAGTTGTTACTGTCAGTCTTGAG

TACAGTAGACGTGGGCGTAATTCGTGGTGTAGCGTTGAAATGCTTATTTATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACGGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4394;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9913),o:Actinomycetales(

0.9685),f:Actinomycetaceae(0.9015),g:Actinomyces(0.8605); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGGAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTAGCTCATGGTCAAGCCGCAGCTTTGGGCTGTGGTGAGGGTAGTGGGTAAAGAAGCG

CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAAGTATTGGGCGTAAAGGGC

TTGTAGGCGGTTGGTTGCGTCTGCTGTGAAATCCCCGGGCTTAACTGGGGGCGTGCGGTGGGAACGGGAGTGCTTG

AGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCGGTGGCGAA

GGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGGGAATATTCCACAATGGGCGCAAGCCTGCTGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCTGTTGTTGGAGAAGAGCGTGCGTGAGAGAAACTGTTCATGCAGTGACGGTATCAAACCAGA

AGGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCATTATCCGGATTTATTGGGCGTAAA
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GCGAGCGCAGGCGGTTGCTTAGGTCTGTTGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGGAACCGGGCGA

CTTGAGTGTAGAAAAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4398;tax=d:Bacteria(0.0024),p:SR1(0.0000),g:SR1_genera_incertae_sedis(0.0000); 

CAGCGTGACATTCAGAAGGGTAATCAGAACGAACCATAAAAAAGCCTCCAAGATTTGGCGGCATGAAAACATACACT

TTGGCGTGTGTCACTCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCCGCTTTACCTTCTTTCCAGAAATT

GTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATT

AGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTGGCTGATGAACTAAGTCAAC

CTCAGCACTAACCTTGCGAGTCATGTCGTTGATTTGGTAATTGGTAAAAGACTGACCAGCCGTTTGAGCTGGAGTAAG

CATTTGGCGCATAAT 

>OTU4397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGTGCGTGCGAGCAACTGTTCACGCAGTTACGGTATCTAACCAG

AAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCGGGCGGTCGCTTAGGGCTGATGTGAAAGCACTCGGGTTAAACGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACACCAGGAGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4399;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGTTAATGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCT

GCAGCCGCGGTAATACGTAGGTGGTGTGCGTTATCCGGATTTTCTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGCATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATTCCAAACTGATTATCTAGAGTACAGGAGAGCAGAGG

GGAATTCCTAGTGTAGCGGTTAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

GCTGACGCTGAGGCTCGAAAGCGTGAGGAGCACACAGGATTAGATACCCTGGTA 

>OTU4401;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTACGGGTCGTAACCTTCTTTTATATAAGAATACAGTGCAGTATGTATACTGATTTGTATGTATTATATGAATAAGGA

TCGGATAACTACGTGTAAGCCGCCGCGGTAATACGGAGGATCCGAGAGTTATCCGGATTTATTGGGTTGAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGATGTGAAATGTTGATGCTCAACCGTAGAATTGCGGTTAGTACTGGCAGTCTTGA
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GTAAGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGGGAAGAAGGG

CCTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTTCGTGAGCGTAACTGTTTACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGCAATACGTAGGGGGCAAGTGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGGTAAGTCTGATGGGAAAGCCTTTGGCTTAACCAAGGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGGCGGTGGAACTCCGTGTGTGGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4403;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATGAGAATAAAGTGAAGTACGTATACTGGTTTGTATGTATTGTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTTAAGTCTGTTGTGAAAGTTTGGGGCTCAACCTCAAAATTGCAGTTGATACTGTCCTGCTTGAG

TACAGTAGACGTTTGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCACACGGGACTGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4402;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGCGACGCTAGCATAGGAGGCCGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTCGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCAGGACTTGAGTGCAGGAGAGGAG

AACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4405;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.5273),g:Blautia(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTACGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGCCAGCA

AGTCTGATGTGAAAACCCGAGGCCCAACCCCGGGAGTGCATTGGAAACTGCGGGCCTGGAGTGCCGGAGAGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4404;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTGTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGAGCCGAGCTTTATCCGGATTTATTGGGGTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGCCTTTGGCTTAACCAACGAAGTGCCTTGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGTC

GAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCAGTGGCGAAGGCGGCCTTCCGGGACGCAA

ATGACGCTGAGGCTTGAAAGCATGGGTAGCGAACCGGATTAGATACCCTGGTA 

>OTU4406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATAGGCATAAAGTGCAGTATGTATTCAGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGATGTGAAAGTTTGCGGCTCAACCGTAGAACTGCAGTTCAAACTGTCAGTCTTGAG

TGCAGTAGAGGAGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATACGAATAAAGTGCAGTATGTATACGTTTTTGTATGTTTTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTTAGTCGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGGATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTCGACTGCAACTGACACTGATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4409;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTGTACGGGCTTGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCTTAAAATTGCAGTTGATACTGGCATCCTTGA
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GTACAGTAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGAACCGCAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4407;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

CTTTGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACTCAAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAA

GTGGGATGTGAAATACCCAGGCTTAACCTGGGAACTGCATTCCAAACTGGAAATCTAGAGAGCAAAAGAGGATAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGCCTATCTGGACTATA

TCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTGCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGACGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGGGCGTTAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AACGTCACGGCTAACTACGTGCGGGCCGCCACGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAACTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGATAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATCGAAGAACACCAGTGGC

GAAGGCGGCTGTCGGGTGTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9791),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGAAAAGTATGACGTGAAAGCAGTGGGCTTAACAAAAGAAGTGAATCGGAAACTGTAA

GACTTGAGTGAAGAAGAGGACAGTGGAAATCAATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTGGCGGGTCTGAAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4411;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.5195),o:"Enterob

acteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGATTATCAAGTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATA

GTCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATT

GCGAAGGCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU4414;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9851),o:Clostridiales(0.9934),f:Eubac

teriaceae(0.9879),g:Pseudoramibacter(0.7643); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAGAAGTGACGGTACCCAATGAGGAAGTCCCGGCTAATTACGTGC

CAGCAGCCGCGGTAATACGTAAGGGACGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTTTTAT

AAGTCAGATGTGAAAGGTACCGGCTCAACCGGTGACGTGCATTTGAAACTGTAAGACTTGAGTACTGAAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACTGGTGGCGAAGGCGGCTTGCTGGGCAG

ATACTGACGCTGAGGTGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGCGAGTAACTTTTCACGCAGTTACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGCGTGATGTGAAATCCTTGGGCTTAACCTAAGAAGTGCATCGGAAACCGCGCA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4415;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9805),o:Desulfovibr

ionales(0.9775),f:Desulfovibrionaceae(0.9387),g:Desulfovibrio(0.9085); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCTCCCTTGGCGCCAGCCTGCCGCCGCGACGCCGCGTGAGGGATGAAGGTCTTC

GGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAGGAA

GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAG
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CGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCGTGATACTGCACGACT

TGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCG

AAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0181); 

ACGAAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCGGGAGAAAAAGCCACGGTTAACTACGTG

CATGAAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAG

CAAGTCAGAAGTGAAATTCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTCTTCTTGAGTATCGGTGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACCAC

AACTGACGGTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4419;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9015),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGTCTCGTGAGCCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACAGCGGAACTGCAGCGCGAACTGGTTTTCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACCAGAGCTCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCC

GCCGCCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTTAACCCTGGAAATGCTTTTGAAACTGTTTTGCTAGAGTATCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACAATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4420;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGATCA

GTCGGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGTCCAGCTAGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4423;tax=d:Bacteria(0.0014),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Chlorophyta(0.0000); 

ATCCGACAAGCCAGCATCTCTTCCCAGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCCAGCCTTGGGGATTGC

GCAAGAGTAGAACTGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTG

ACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAG

GGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCAGCAGCTTTACCGTCTTTCCAGAAATTGTTCC

AAGTATCGGCAACAGCTTTGTCAATACCATGAAAAATATCAACCACACCAGAAGAAGCATCAGTGACGACATTAGAA

ATATCCGTTGCAGTAGCGACAATATGAGAAGAGCCAGACCGCTGATGCGGCGTTGGCTGATGAACTAAGTCAACCTC

A 

>OTU4421;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:Pasteure

llales(0.9280),f:Pasteurellaceae(0.9108),g:Actinobacillus(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGATGAAGGC

CTTCGGATTGTAAAGTTCTGTCGGTGATGAGGAAGGTGTTTGTTTTAATGGGACAAGCAATTGACGTTAGTCACAGA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAGTCGGAATAACTGGGTGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGACCCGGGCTTAACCTGGGAACTGCATTTCATACTGGG

TCGCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCGAA

GGCGAAGGCAGCCCCCTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4426;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.9

942),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATGGGTCAATGGGCGTTAGCCTGAAGGAGCAAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATAGAAGAATAAAGTGAAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCAGTGCCAGCAGCAGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGCTACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTTGTGTAGCGGTGTAATTCTTAGATATCACGAAGAACTCCGATTGCGAAGGCCG

CCTGCTAAGCTGCAACTGACCTTTAGGCTCGAAAGTGTGGGTATCCAACAGGATTAGATACCCTGGTA 

>OTU4424;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCCTTTAGCCGGGAATAAAAGGGCGCACGTTTTCGCTGTTTTGCAAGTACCGGCAGAAAAA

GGACCGGCTAATCCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG
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GTGCGTAGGCTGTGTGTCAAGTCAGTTGTGAAAAGCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGACGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4422;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGGATAAAGTGTGCCATGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTCTGATAAGCGAGTTGTGAAATTTAGGGGCTCAACCTGGAAATTGCAGCGCGAACTGTGAGACTTG

AGTGCAGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTCACTAAACTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4425;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Olivibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGAATGAGGC

CCTACGGGTCGTGAACTGCTTTTCGCGCGGAGCAATAAGGGGGGTTCGCCCCTCCGATGAGAGTACGCGCGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTATAAAG

GGTGCGTAGGCGGCCCCCCAAGTCTGCGGTGAAATGTCCGGGCCCAACCCGGGGGGTGCCGTTGATACTGGGGGGC

TGGAGTACGGACGCCGGCGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCG

AAGGCATCCGCCGAGGCCGTTACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4429;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.688

1),f:Spirochaetaceae(0.4914),g:Treponema(0.2171); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTTGAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAGTGGCTATATGGTGACGGTAGGTTTTGG

ATAAGCAACGGTTAATTACGTGCCAGCAGCCGCTGTAACACGTAAGTTGCGAACGTGGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTAGAGTGAAATGAATAGGCTAAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGAACCGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4427;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTAATCAGGGAAGAAGAATGCCGGTCCTTGATGAATAAGCTCCGGTTAACTACGTGCCA

GCAGCGGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAGGGCA
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AGTTGGAAGTGAAATCCCAGGGCTTAACCGCGGAACTGCTTTCGAAACTGTACTGCTTGAGTGATGGAGAGGCTGGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pepto

coccaceae_1(0.2184),g:Peptococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGCGTGTAGCCGGGAGGGCAAGTCAGACGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACT

CTTCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTG

GCGAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4430;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVb(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATCGTAAACTTCTATCAATAGGGACGAAACAAATGACGGTACCGAAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGT

CAAGCCAGATGTGAAAGCCCGGGGCTTAACTCCGTGGATTGCATGTGGAACTGGCAAGCTGGAGTACAGGAGAGGA

ATGTGGAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCTGCTTTCTGCACT

GAAACTGAGGCTGAGGAGCGAAAGCGTGGGGAGTTAACAGGATTAGATACCCGGGTA 

>OTU4431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Ruminococcus2(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAACGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCGGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTAGATGCAGATTAACTGTAGTGCCGGAGGGGTAGG

TAGAATTCCTGGTGTTGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4432;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0181); 

ACGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCGCTTAAG
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TCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGTGCAGTATAGGCAGGCGG

AATTCTTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTGACGGTAGCGCAACT

GACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTTTAAACTTCTTTTAAGAGGGACGAAGAATTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGTTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCCAAGGGCTCAACACCTGAACTGCATTTGAAACTGTATTTCTTGAGTGTCGTCGAGGTTGACG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTAGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4433;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Gammaproteobacteria(0.4812),o:Pasteure

llales(0.2359),f:Pasteurellaceae(0.1098),g:Actinobacillus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGCGTGTAGGCGGGACTGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTAGTT

CTTGAGTGTCGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACATCAGTGGC

GAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4436;tax=d:Archaea(1.0000),p:"Euryarchaeota"(0.9991),c:Thermococci(0.9812),o:Thermococcales(0.

9798),f:Thermococcaceae(0.9868),g:Thermococcus(0.8605); 

GTGCCAGCAGCCGCGGTAATACCGGCGGCCCGAGTGGTGGCCGCTATTATTGGGCCTAAAGCGTCCGTAGCCGGGC

CCGTAAGTCCCTGGCGAAATCCCACGGCTCAACCGTGGGGCTTGCTGGGGATACTGCGGGCCTTGGGACCGGGAGA

GGCCGGGGGTACCCCTGGGGTAGGGGTGAAATCCTATAATCCCAGGGGGACTGCCAGTGGCGAAGGCGCCCGGCT

GGAACGGGTCCGACGGTGAGGGACGAAGGCCAGGGGAGCGAACCGGATTAGATACCCGTGTAGTCC 

>OTU4435;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Parabacteroides(0.0039); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTGTTCTCTAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGCGCTCA

GCGTCGTAAACCTCTTTAGCCGGGGGACAAAACCTCCTCGCGAAGGAGGCTTGAGAGTACCCGGAGAATAAGCGTC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCG

CAGGCGGACATTCAAGTCTGCGGTCAAATTCCGGGGCTCAACCCCGGCCAGCCGTGGAAACTGAATGACTTGAGTGG

GCGAGAGGTATGCGGAATGCGCGGTGTAGCGGTGAAATGCTTAGAGATCGCGCAGAACTCCGATTGCGAGGGCAG

CATACCGGCGCCTTACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU4437;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAATTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCCAATAAG

GACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTGGTGAAATGCCGGGGCTCAACCGTGGCACTGCAGTGCGAACTGGGGGGCTT

GAGTGCGGGAAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGGTGGCGA

AGGCGGCCTGCGGGAGAGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATAGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGAGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAAATGGATGTTTAAGTCAGTGGTGAAAGTTTGTTGCTCAACCGTAAAATTTCAGTTGTTACTGAATATCTTGA

GTGTAGTTGAGGCAGGCGGAATTAGTGGTGTAGCGGTTAAATGCATAGATATCACGAAGAACTCCGACTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAATGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4439;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0157); 

ACGGAAGGCAGCAGTAAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCCAATTCCGCGCCAGCAGCCGCCGTAATACCTAGGTGGCCAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTGCTTAGGTCTGAGGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTT

GAGTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAAGAACACCAGTGGCGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACGCA

AGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTTCTTTTGAAACTGGGGTGGTGGAGGGGAAGGAGGGTAA

GTGGAATTCCTAATGTTGCGGTGAAATGCGTAGATATTAGGGGGGACACCAAGTGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4442;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Flavonifractor(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAACAGGGACGAAGTAAGTGACGGTACCTGTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTTAAAACTATGGGGTCAACCCATAGCCTGCATTTGAAACCGTAGTACTTGAGTGGCGGAGGGGCAAA

CGGGAATCCGTGTGTAGCGGTGAAATGCGTTAGTATACGGAGGAACACCAGTGGGCAAGGCGGCTTGCTTGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4441;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGCAAAGGG

AGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTG

GAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4443;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGC

TGGAATGATCCCGCCGCGGAAGGAATGAGTGGTGTAGCTGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9755),o:Erysipelotrichales(0.93

89),f:Erysipelotrichaceae(0.9201),g:Turicibacter(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAACTGGCTAGCGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTCTGTGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGGTGATTAAGTCTGATGTGAAAGCCCGCGGCTTAACCGTGGAAGGTCATTGGAAACTGGTA

AACTTGAGTACAGGAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU4446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTTGAGGCACGGCCCCCGCGTGAAGGAGAAATTAT

TTGGGTAGTAAACTTCCTACCGGCAGGGAGAAGAATGACGGTACTTGCCTAAGAACCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGCGGCTGGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4447;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Rikenellaceae"(0.7068),g:Alistipes(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCCATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCGCTTACGTGTAACAGCCTGAAAGTATCCTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGT

GCGTAGGCGGTTTAGCAAGTTAGAGGTGAAATCCCGGGGCTTAACACAGAAACTGCCTCTGATACTGTCGAACTTGA

GAGTAGTAGAGGTAGGCGGAATGCCTAGTGTAGCGGTGAAATGCTTAGAGATCATAAAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4445;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGTCGCAAGCCTGACCCAGCAACGCCGCGTGACGGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTTGATAA

GTTAGAAGTGTAATACCCAGGGCTTAACTCGGGTGCTGATTCTAAAACTGTCAGACTTGAGGGCAGGAGAGGTAAGT

GGAAGTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATAAGTGGAGAAGGGGAATTAATGGACTGT

AACTGAAGGTGAGGCACGAAAGCTTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU4448;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.725

2),f:Spirochaetaceae(0.5273),g:Treponema(0.1735); 

AAGGGAGGAAGAAGAGAAGAAGAGGAAGGAAGGGAGGAAAGGAGGACGGAGAGACGCCGAGTGAACGAAGAA

GGCCGGAAGGATGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTT

TTGAATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGG

CGTAAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTA

CAAGACTTGAGTTACTGAGGTTGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAA

TGTCGAAGGCAAGTTTTAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGCTTAGATACCCT

GGTA 
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>OTU4450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGCGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAC

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGGCGTCTAAGTCAGAGGTGAAATTCCCGGGCTCAACCGGGTCACTGCCGAGGATACTGTGGGTCT

TGAGTGCGGTCGAGGCCGGCGGAATGCGTCGTGTAGCGGTGAAATGCGTAGATATGCCAAAGAACACCGATGGCG

AAGGCAGCTGGCTGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4449;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTTTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACTTCATGAATAAGCCACGGCTAACTATGTGC

CAGCAGTCGCGGTGATACGTCGGCGGCAAGCATTATCCGGATTTAATGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATGCACTGCATTTGAAACTGTGTCTCTTGAGTACTGGAGAGGTAGGT

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACACCAGTGGCGAAGGCAATCTACTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATCGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCTGGAAA

GTCAGATGTGAAATACCGAGGCTTAACTTGGGGGCTGCATTTGAAACTGCTGTTCTAGAGTGCAGGAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAGATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4454;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCACGTGAAGGTGACGGCCC

TATGGGTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGGACCAGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAG

TGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCGTCCCGGGGCGGCACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diales_Incertae_Sedis_XIII(0.3204),g:Mogibacterium(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGCTGTAAACTTCTGTTCTTGGGGACGAAGGAAGTGACGGTACCCAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTTTCT

AAGCGTGAGGTTTAAGGCAGCGGCTTAACTGCTGTTCGCCTTGCGAACTGGAAGACTTGAGTGCAGGAGGGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGC

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4452;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTTAGATAA

GTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGATGTAAACGGCGCAGGCGG

AATGAATCATGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAAGGCAGCTGGCCGGGCCTGCAT

TGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4455;tax=d:Bacteria(0.9450),p:Firmicutes(0.2586),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clostri

diales_Incertae_Sedis_XIII(0.0086),g:Mogibacterium(0.0043); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTT

CTCGGATTGTAAACTTCTGATCTGTGGAAAGAAACAAATGACGGTACCACAGTAGAAAGCGCCGGCAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAACGTAGGTGGCGATTT

AAGTGACATGTGAAAGCCCGGGGCTCAACTCCGTAATGTCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTAAG

CGTAATTCCTAGTGTAGCGGTTAAATTCGCTGACATTAGGAAGAACACCAGCGGCGAAGGCGGCTTACTGGACTGTA

CCTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU4456;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:Rhizobiaceae(0.0000),g:Kaistia(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCGAGTTTA

CAACTCCCAAACCCACTGTGAACTTATACCCAAAACGTTGCCTCGGCGGGCACAGCGGTACCCGAGCCCCCCGCAAG

GGAGGCAGAGGCGCCCGCCCGCCAGGGGACCAAAACTCTTCTGTATACCCATAGCGGCATGTCTGAGTGGATTTAAA

AACAAATGAATCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU4457;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0134); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCTCGCATTGCAGGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGACGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCGGGCCGTGGGTTAAGCGTGTCGTGAAAGTCCGTCGCTCAACCGCGGACGTGCGGCGCGAACTGGTACACTTG

AGTGCAGAAGACGTTGGTGGAATTCGAGGCGTAGCGGTGAAATGCTTAGATATAACGAAGAACACCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTACGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTTGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTAT

TTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGCACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCAAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGTAACTGTCGAACTAGAGTGAAGGAGGGGCAAG

CGGACTTCCTAGTGTAACGGTGAAATGCGTAGATATGCGGAGGAACACCTGTGGCGAAGGCGGCTTGCTGGACTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4459;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTTTAAACCTCTGTTTTCGGTGACGTACAAATGACTGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

GGTGAGATGTGAAATACCCGGGCTTAACTTGAGTGCTGCATTTGAAACTGGATGTCTAGAGTGCAGGAGAGGAGAG

GGGAATTCGTAGCGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4460;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTCACTACGTGTAGTGTTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGTTATTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAGTTGCGTCGCGAACTGGTAGTCTTGA

GTGAGTGCGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGACGAGCCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4461;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Marinilabiaceae"(0.0252),g:Anaerophaga(0.0076); 
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CCCTCCTTCCTCCTTTCTTCCTATTGGTCCCTGGGCGGCAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGCCCTA

TGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGGAAT

GCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCAT

CTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Flavonifractor(0.0326); 

AGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCT

TTCGGGTTGTAAACTTCTTTTCTCAGGGACGAACAGATGACGGTACCTGAGGAATAAGCAACGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGCAGGTGGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGTGTGGGCGGGATTGCA

AGTCAGATGTGAAAACTCAGGGCTCAACCCTGGGCCTGCATTTCAAACTGTAGTTCTTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTGGCGAAGGCGGTCTGCTGTACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.3204),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGGCGTGAAAACTATGGGCTTAACCCATAGCCTGCGTTTGAAACTGCGTAGCTTGAGTGAAGTAGAGGCAGATG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4462;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGGGACGAAGAAGTGACGGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTGATT

AAGTCAGATGTGAAATCCCCGTGCTTAACATGGGTGTTGCATCTGAAACTGGTTAACTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4465;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Sphingobacteriia(0.9840),o:"Sphingobacteri

ales"(0.9889),f:Chitinophagaceae(0.9879),g:Terrimonas(0.7162); 
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GTGTCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGTGGGT

TGGTAAGTCAGTGGTGAAATCCCCGAGCTTAACTCGGGAACTGCCATTGATACTATCAGTCTTGAATATCGTGGAGGT

CAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTGGCTACTCG

AATATTGACACTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACTATGG

ATACTCGACATATGCGATACACTGTATGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGACCGCAAG

GTTGAAACTCAAATGAATTGGCGGGG 

>OTU4466;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Saccharofermentans(0.0087); 

CCTTTCTTCCTCCTTTTTGCCTCTTTTTCCCTGTTCTCCAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGTCTTCG

GATTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGACAAGTC

AGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAATCGGAA

TTCCCGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAACTG

ACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGATTAAACCATAAACTGCATTTGAAACTGTAGCTCTGGAGGGCGGGAGAGGTAG

ATGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4467;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGCAAGTGACGGTACCTGTGGAGGAAGCCACGTCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATTG

CAAGTCAGATGTGAAACTTATGGGCTCAAATCATAACCTGCATTTGAAACTGCGATTCTGGAGTGTGGGAGAGGTAC

GAGGAATTCCCGGTGTAGCGGCGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 
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ACGGGAGGCAGCAGTGGGTAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGTGAAGACGTA

TTTAGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTACGAAGCCCCGGCTAACTACATGCAA

GCCGCCGCGGTTATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGATCA

GTCTGACGTGAAAGCCCGGGGCTCAACCCCTGGACTGCATTGGAAACTGTCCAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTAGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4470;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCGGGTTGTAAACTGCTTTTAGCTGGGAATATAAGGGCGCACGTGTGCGTCGAATTGCAAGCAACGTCAGAAAAA

GGACCGGCTAATTCCGTGACAGCAGCCGCGGTAATACGGAAGGCCCGGGCGTAATCCGGATTTATTGGGTTTAAGG

GGAGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAAGCGCGGGGCTCAACCCCGGACCTGCAGTTGATACTGTCGGAC

TTGAGTGCACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCGTGAGGAACTCCGATCGCG

AAGGCAGGTGTCCGGGGTGCTACTGACGCTGAGGCTCGAAAATGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4473;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTTTGGGTACGCGTACTGGTTTGCATGTACCTCATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGGTTAAGTGTGCTGTGAAAGGTAGGGGCTCAACCTTAAAATTGCGTTGCGTACTGGGTGCCTTG

AGTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCAAAG

GCAGCTTGCGAGAGTGTAACTGACGCTAAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4472;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTATGGGAATAAAGTGCGGGACGTGTGCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTTGGTTAAGCGAGTCGTGAAAGTCCGTCGCTCAACGGCGGACGTGCGGCGCATACTGGGCCACTTG

AGTACGGTAGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCGACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4471;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0157); 



5727 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGCCGTGACGGTACCTCATGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAAACCATAAACTGCATTTGAAACTATATAGCTTGAGTGCTGGAGAGGGAGA

GGGAATTCCTTGTGTAGCGGGGAAATGCGGAGATATAAGGAAGAACACCAGGGGCGAAGGCGAACTAATGGACAG

TAACTGACGCTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4475;tax=d:Bacteria(0.6810),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0132),o:"Bacteroidales"(0.0

109),f:"Marinilabiaceae"(0.0033),g:Anaerophaga(0.0028); 

ACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACA

CTCGAATCTCGTATGCCGTCTTCTGCTTGAAAAAAAAAACTACGTGCTAGGGAGCTGAGAGTACCGTACGAATCAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGACTGTAATTTAAGTCCGTGGTTAGATGTACGGGCTTAACCGGTGATATGCCATTGATACTGGATTGCTGTAA

TACGGATGCGGTATGCGGAAGGTGTAGTGTAGCGGTTTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCT

TTCCCTACACGACGCTCGTCCGATCTACGCGAGGCAGCGGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU4474;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9903),o:Actinomycetales(

0.9606),f:Actinomycetaceae(0.8864),g:Actinomyces(0.8124); 

CTTTTCTTCCTCCTTTTGGCCTTTTTCCCCCTGGCCGCCCGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGCCTTC

GGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGG

CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTA

GGCGGTTGGTTGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGTCGTGCGGTGGGTACGGGCTGGCTTGAGTGC

GGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCTGTGGCGAAGGCGG

GTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTTGTA 

>OTU4477;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9711),o:Pasteure

llales(0.8629),f:Pasteurellaceae(0.7428),g:Actinobacillus(0.1299); 

ACGGAAGGCAGCAGTGGGGAATACTGCACAATGGGGGGAACCCTTATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGAGGAGGAAGGTGTTTGTGGTAATAGAACAAGCAATTGACGTTAGTAACAGA

CGAAGCACCGGCGAACTCCGTGCCAGCAGCCGCGGTAATACGAAGGGTGGGAGCGTTAATCGGAATAACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAACTGCATTTCATACTGGGT

CGCTAGAGTACTTTAGGGAGGAGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGATG

GCGAAGGCAGCTCCCTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4476;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0230); 



5728 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGCGCGTAGGCGGGACGT

CAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4478;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0710),g:Lachnospiracea_incertae_sedis(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGTC

CTTCTGGATGTAAAGCTCTTTTAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCTGTGTATCAA

GTTAGGGGTGAAATTCCGGGGCTCAACGCCGGAGCTGCTTTTGATACTGTCGCGCTGGAGTGCGGATGACGCCGGA

GGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGCATCTAGCGAATCCGTA

ACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0149),g:Alloprevotella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCATGATGACGGC

CCTATGGGTTGTAAACTCCTTTTATGCGGGGGTAAAGGCGCGGACGTGTTCCTCCCTTGCAAGTACCTCCAGAACAAG

GACCTGCTAATTCCGTGCCTGCCGCCGCGCTAATACGTAAGTTCAGGGCGTGATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGATTAAGTCAGATGTGAAAACCGGCGGCTTAACCGAGGGGCTGCAGTTGATACTGGTGGACGTG

AGTGCAGGAAAGGACGTTGGAAATCATGGTGTAGCGGTGAAATGCGCAGATATAATGAAGAACGCCGATCGCGAA

GGCGGATGCCAGGAGCGCAACTGACGCTGAGGCTCGAAAGTACGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4480;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Clostridium_III(0.0712); 

CCTTTCGGCCTCCTTTTGGTCTCTTTCCCCCTGGGGGGAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGTCTT

CGGATCGTAAACTTTTGTCTTTGGGGACGAAGAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATTCAAGT

CAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGAATTTCTTGAGTGCTGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4483;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacteri

ales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Olivibacter(0.0087); 



5729 

 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACGCTATCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCGGGGAAAGTGCCGGGCTCAACCGCGTAAGTGCCTAGGATACTGGGGGTCT

TGAATGCGGTCGAGGCCGGCGGAATGTGGAGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATGGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4482;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Negativicutes(0.0726),o:Selenomonadales(0.047

3),f:Veillonellaceae(0.0113),g:Selenomonas(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGAGGAAAGAGATGACGGTACCATAGGAGGGAGCACCGGCTAACTACG

AGCCCGCAGACGCGATAATACGTGGGGGGAGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCC

TGCTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGCGTGCTGGAGTGTAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGCTTAGGAAGAACACCAGTGTCGAAGGCGCTTCTCTGGA

CTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.4280),f:Pepto

coccaceae_1(0.1872),g:Peptococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTGTCCTTATCGAAGAGAGGATTTAGTGTGAATAATGATATATTAGGACGGTATATAAGGA

GGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTCATCCGTACGGGGCGAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGGTTAATAAGTCAGAGGTGAAAATTGAGGGCTCAACCCGCAGCCTGCAACTGATACTGTT

GGACTTGAGTATGGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGATTCTCTGGGCCAAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4484;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGC

GGCAAGTCAGGCGTGAAAGTTATGGGCTTAAGCCAGAAAGTGCGTTTGAAACTGTTGTTCTTGAGTGTGGGAGAGG

TAAGCGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGA

CCATAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4485;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 



5730 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTGCGGGGATAAAGTGGGTCACGCGTGGGCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTTAACGGCGGCACTGCAGCGCAAACTGCCCGGCTT

GAGTGCAGGCGACGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGGGGAAGAACACCGATTGCGA

AGGCAGCTGGCGGGTGCGTAACTGACGCTGATGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGAAGGT

TTTCGGTTCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTAAGTGCCA

GCAGCCGCGGTAATACGTAGGTGGAGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGGCTTTCAAACTTGAAGTCTAGAATGCAGGAGAGGAGAAT

GGAAATCCTAGTGTAGCGTTGAAATGCGTAGGGATTAGGCAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGCGCAAACAAGATTAAATACCCTGGTA 

>OTU4487;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCAGTAGGGGAGAAAATGACGGTACCTGACGAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTTAGTA

AGTTAGAAGTGAAAGTCCTAGTTTTAAGGTGGGAATTGCTTTGAATACTGCTAAGCTTGAGTGCAAGAGAGGAAAGC

GGAATTACCGGTGTAGAGGTGAAATGCGTAGAGATCAGTAGGAACACCAGTGGCGAAGGCGTCTTTCTGGTCTAAA

TCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTTAGATGTGAAATACCCGGGCTTAACCTTGGTGCTGCATTTAAAACTGGAAGTCTAGAGAGCCAGAGAGGAGAAA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTAGTCTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4489;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 



5731 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTCGAGGAGGAAGCCCCGGCTAACTACGTGCCC

GCAGCCGCGGTAATACGTTGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGATGCGTAGGTGGTTTCTTAAG

TCTGCGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGATACTTGAGTGCATGAGAGGAGAGTGA

AATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GGCACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4491;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.841

2),f:Spirochaetaceae(0.6709),g:Treponema(0.3915); 

ATGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATCCATAGGCTCAACCTTTGAATTGCATTTAAAACTACAAGA

CTTGAGTTTCTGAGGGGAAACGGGAATTCCAGGTGTAGGGGTGAAATTTGCAGATATTTGGAAGAACACCAATGGC

GAAGGCAAGTCTCAAGCAGATAACTGACACTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4490;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTGGCCGCCAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCCCTAT

GGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGTCCGATGAGAGTAGCATACGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGT

AGGCGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTTGATACTGCTGGACTTGAATGC

GGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGCATC

TCACGAATCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4492;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTGCGTGTTGTAAATCTCTGTATTCAGGGACGATAATGACGGTATCTGAGGAGGAAGCCACGGCTAACTACTTGTCA

GCAGCCGCGGTAATACGGAGGTGGCAATCGTTGTCCGGATTTTCTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGAGCTTAGCTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCAGTGAAATGCGTAGAGATTAGGACGAACACCAGTGGCGAAGGCGCATCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4493;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0157); 



5732 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGTCGCGCGAAGGAAGACGGC

CTTCGGGTTGGAAACTTCTGTTACCAGGGACGAAGGACGTGACGGTACCGGGAGGAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGTGGCACTACGTAGGTTGCAAGCGTTGTACGGATGTACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCATGGGCTTAACCTACGAACTGCATTTGAAACTGTTGGCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAATTTGGGTACGCGTACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGTGCTTAAGTGAGCCGTGAAAGTTTGGGGCTCAACGTTTAAATTGCATTTGGTACTGGCTGTCTTGAG

TACAGTAGATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACAAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGG

TTTCGGCTCGTAAAGCTTCGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGTAGTGACGGTATCCAACCA

GAAAGTCTCGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGAGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGGC

GACTTGAGTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4495;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGCGGTCTATTAA

GTCTGGTGTGAAATCCCACAGCTTAACTGTGGATGGTCATTGGAAACTGGTAGGCTAGAGTGTGGTAGAGGCAAGT

GGAATTCCAAGTGGAGCGGTGGAATGCGTAGATATTTGGAGGAACACCAATGGCGAAGGCAGCTTGCTGGGCCATT

ACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.1735); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGCAACTGTTCTCGCAGTGACGGTACCCAACCA

GAAAGTCACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTACTTAGGTGTGATGTGAAAGCCTGCGGCTTAACCGAGGAAGTGCGTCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGGCTACAACTGACGCTAAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4498;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Betaproteobacteria(0.5195),o:Burkholderi

ales(0.2679),f:Comamonadaceae(0.1098),g:Roseateles(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGCGGGAAGACGGC

CTTCGGGTTGTAAACCGCTTTCGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGCTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAGCCGCATTTGAGACTGGCT

GACTAGAGTATAGCAGAGGAGGATGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGAGGAAGAACACCAGTG

GTGAAGGCGACCCCCTGGAGCGAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4499;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0059),g:Prolixibacter(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAAGCAGCCATGCCGCGTGCAGGAAGAAGGC

CCTATGGGCTGTGAATCGCGTTTGCCTGGGGGAAATAAGGGAGTCGCGCCCGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTACCTCCGTGCCAGCAGCCGAGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTTAAATTCCGGGGCCCAACTCCGGGGCTGCCCTGGATACTGTCGCGCT

TGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATTACGCAGACCACCGATTGCTA

AGCCCTCTCCCGAAACCGCAACTTACCCTGCTGCACGAAAGCGCGGGCAGACAACAGGATTAGATACCCTGGTA 

>OTU4500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCCACACCGCGTGTGTGAAGAAGGCT

TTCGGCTCGTAAAGCTCTTTTGTTGGGGAAGAACGTGCTTGAGTTTATCTGTTCACTCATTGACGTTACCCGCCCAGAA

AGTCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGAGAC

TTGAGTGCAGAAGAGGACAGTGGAAATCCAGGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTGGC

GAAGGCGGCTGCCTGGTCGGAAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 



5734 

 

>OTU4501;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GAAGCCGCGGCAATATGCAAGTGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCGGGAGAGGAGGAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTAGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4503;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Deltaproteobacteria(0.8614),o:Desulfovibr

ionales(0.6509),f:Desulfovibrionaceae(0.3544),g:Desulfovibrio(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAAAGCCTGACCCAGCGACGTCGCGTGAGGGATGAAGGT

CTTATGATCGTAAACCTGCGTCTGAAGGGGAGTAACTAGGGTGCTCTAATCCTCTTCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCCAACTCCATGCCAGCAGCCGCGGTAATACGTACGGTCCATGCGTTAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTAAGTAAGTGAGGGGTGAAATGCCACGGCTCAACCGTTGAACTGCGCTGGGTACTGCACG

ACTTGAATCCGGGAGAGGGTGGCGGAATTCGAGGTGTAGGGGTGAAATCCGTAGATATCTGGAAGAACATCAGTGG

CGAAGGCGGCCACCTGGGCCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGCACGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCGGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACGGTTAACTTGCAGCTGATACTGTCCGACTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4502;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Pepto

coccaceae_2(0.0099),g:Desulfotomaculum(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGGGACTGTACAGTTTGATGGCGGAAAGGTTA

GTGGAATTCCCCATTGTAGCGTTGAAAGGCGTAGAGATTGGGAGGAACCCCAGTGGCAAAGGCGCCTTCCTGGGCC

TTAACTGACGCTGAGGCGCGAAAGCTTGGGGGCCAACCAGGATAGATACCCTGGTA 
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>OTU4505;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCTAGCCTGATCGAGCAACATCGCGTGAGTGAAGAAGGGT

TTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACAGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGGTTAAGTCAGATGTGAAAGCTCGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACACTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4506;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.725

2),f:Spirochaetaceae(0.5273),g:Treponema(0.2607); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGACGGGTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGCAGGATTTG

AATAAGCAACGGCTACTTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGTAAGCGTGATGTGAAATACATAGGCTCAACCTATGTGCTGCATTGAAAACTACAA

GACTTGAGTTACTGAGGTGAGACTGGAATTCCAAGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGTAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTCTTGGGCGTA

AAGCTAGCGCGGGCGGTTGATTAGGTCTGATGTGAAGGCCTTCGGGTGAACCGAGGAAGTGCGTCGGAAGCCGGG

CGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

AGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACACTG

GTA 

>OTU4507;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:Gammap

roteobacteria_incertae_sedis(0.3319),g:Solimonas(0.0423); 

GTGTCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTT

TCGTTAGTCGGATGTGAATGCCCGGGGCTCAACCTCGGAACTACATTCGATACTGCGAGACTAGAGTTCGGTAGAGG

GCGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAATGGCGAAGGCAGCCGCCTGG

GCCTGAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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ATGAGAACTTGACGTTGGTTCGTTTTACGAATCGGTGTCGCAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGG

CCGCAAGGTTGAAACTCAAATGAATTGACGGGG 

>OTU4510;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Negativicutes(0.8897),o:Selenomonadales(0.762

3),f:Veillonellaceae(0.5632),g:Anaerovibrio(0.2171); 

AAGGGAGGAAGAAGAGGGGAAGAGGCAGAAAGGGGAGAACGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAG

GTTTTCGGATCGTAAAGCTCTGTTGTCAGGGACGAGAGAGCCTGTCAGGAAATGGGCAGGCTAGGACGGTACCTGG

CGAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGG

CGTAAAGGGCGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGGGAGGGGATTGAAACT

ACTTTTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACC

AGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU4509;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.841

2),f:Spirochaetaceae(0.6709),g:Treponema(0.3479); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGTATGGCGATATGTTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTCCGTGCCAGCAGCTGCGGTAACACGTAAGTGGCGTGCGCGGATCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCGAGGAACTGCATTGAGAACTAGA

ATACTTGAGTTACTGCGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATCAGATACCCTG

GTA 

>OTU4511;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAATGTGACGGTACCTGGGGAAAAAGCAACGGCTAACTACTTG

CCACCAGCCGTGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTGGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTAAAACTGTATCCCTGGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGACGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7787),g:Clostridium_XlVa(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGTAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGCAGCCCCTGCTAACTACTTGCCAG

CAGCCGCGGTATTACGAAGTGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAAG
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TCTGAAGTGAAAACCCAGGGCTAAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTAGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCGATAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1872),g:Eisenbergiella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGAGGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGATACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGAGTGCATTGTAAACCGTCAAGCTGGAGTGTCGGAGTGTTAA

GCGGAATTCCTAGTTTAGCGGTGAAATGCGTATATATTATGAGGAACACCAGTGTCGATGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGTC

AAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTGGTCTTCTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAGGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4515;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Deltaproteobacteria(0.8189),o:Desulfovibr

ionales(0.5766),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0423); 

ACTTTATTCATCATTTTTTAATATTTCTCAATTTTCTAAATCCTTACGCATTTACGCCGCTTTAGGGATGAAGGTTTTCGG

ATCGTAAACCTCTGTCAGAAGGGAAGAATGATGCAGATGTGAACAATGTCTGCAAGTGACGGTACCTTCAAAGGAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCACGTAGGCTGTTTGTCAAGTCAGGGGTGAAATCCCGCGGCTCAACCGCGGAATTGCCTTTGAAACTGGCGAACTG

GAGTGTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGA

GGGCGGCCACCTGGACGATAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4516;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0710),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGGGGGGAAGAGGGGGCAAGGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAG

GTCTTCGGATTGTAAACCTGTATGATCAGGGAAGAAGCAAGTGACGTTACCTGAAGATGAAGCCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGTC

TGCAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCATTTGAAACTGCAGATCTTGAGTGCTGGAGAGGT
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AAACGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGAC

AGCAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

AAGGGAGGAAGAAGGGGGGGAGAGTGAACAAGGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGT

ATTTCGGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCGAAATACGTGCC

AGCAGCCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGTCTGGAATGAAAGCCCAGGGCTCAACCCTGTGACTGCTTTGGATACTGTATGGCTAGTGTGCTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4517;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGC

TCTCAGCGTCGTAAACCTCTTTAGCCGGGGGACAAAACCTCCTCGCGAAGGAGTCTTGAGAGTACCCGGAGAATAAG

CATCGGCTGACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGAGAGGCAAGTCGGATGTGAAAACCCGGGGCTCAACCCCGGGGGTGCATTGGAAACTGTTTATCT

AGAGTGCCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

ACGGCGGCTTACTGGACGATGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4518;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Betaproteobacteria(0.8472),o:Burkholderi

ales(0.6138),f:Sutterellaceae(0.3544),g:Sutterella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGCTAATACCACGGTCTGCTGACGGTAACTGAAGA

ATAAGTACCGGCCAACTACGTGCCAGCAGCTGCTGCAATACGTAGGGTGGAAGCGTGAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTACTGTAAGACCGATGTGAAAACCGCGGGGTTAACCTGGGAAGTGCATTTGTGACTGGA

GGACTAGAGTTAATGAGAGGGAGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGAT

GGCGAAGGCAGCCCCCTGGCATGCAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4520;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5273),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGAAGTGACGGTACCTCATGAATAAGCCATGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCAGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTCGGCA

AGTCAGATGTGAAATCCGTGGGCTCAACCCAGGAACTGCATTTGAAACTGTCGGTCTTGAGTGTCGGAGAGGCAAGC
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GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4522;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1291),g:Coprobacter(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACTGC

CTTATGGGTTGTAAACTTCTTTTATAAGGGAGTAATTGCTGCTACGCGTACCCCTTTGCATGTACCTTCTGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGGCGCGTAAGTCAGCGGTGAAAGCGTGGGGCTTAACCGTAAGATTGCAGTTGATACTGGGGGACTGG

AGTGCAGTAGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCATGCTAGAGCGAGACTGACGCTGAAGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4523;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.613

8),f:Spirochaetaceae(0.4224),g:Treponema(0.0712); 

ACGGGAGGCAGCAGCGAAGAATATTCCGCAATGGGCGAGAGTCTGACGGAGCGTCGACGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGTAAGAACACCAAGGCC

ACCGGCAAGTACCAAGCAGACATCCGCCGCTCTCGTCCGAACGTGCGGGGACAAAAGAGGATTAGATACCCTGGTA 

>OTU4521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGGGTCGCGCACGTCCGATGAGATTACCAGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCTTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTACGTCAAGTCGGGGGTGAAACTCCGGTGCTCAACACCGGAGCTGCGCTTGCTACTGTCGCACTG

GAGTGCAGCTGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATCTCACGCAGAACACCGATTGCGAA

GGCATCCGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4524;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGCGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAACCGGATTTATTGGGCGTAA

AGCGAGCGCGGGCGGTTGATTAGGTCTGATGTGAAAGCCTCCGGCTTAACCTGAGAAGTGCATCGGAAACTGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG
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CGAAGGCGGCTCTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4526;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.4224),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGCATAATTGCGGGTACGCGTACCCGATTGCATGTACCTTATGAATAAGG

AACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTGAGCTGTGAAAGGCTGGGGCTCAACCTTAGAACTGCAGTGGAAACTGGGTGCCTTG

AGTGCAGTAGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4527;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Rikenellaceae"(0.0355),g:Rikenella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTACGGCTCAACAGGGGTTTGCCTTGAAAACTGTTTGACTTGA

ATGTAAACGAGGCAGGCGGAATGAATTATGTAGCGGTGAAATGCATAGATATGATGCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATGCGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4525;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Pepto

coccaceae_1(0.1679),g:Peptococcus(0.0423); 

CCTTTCGGCCTCCTTTTGGCCTCTTCCTCCCTGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGCCTT

CGGGTTGTAAAACTCTGTCCTTATCGAAGAGAGGGTATGGTGTGAATAATGCCATATTAGGACGGTAGATAAGGAG

GAAGACCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTA

AAGGGCGCGTAGGCGGTCTGGTAAGTGAGGGGTGAAAACTGAGGGCTCAACCCTCAGCCTGCCACTGATACTGTCA

GACTTGAGTATGGAAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGATTCTCTGGGCCAAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4529;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGAAGTAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATACGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGGAGCTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCCTAAAATTGCAGTTGATACTGGGTGCCTTGA
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GTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4528;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9740),o:Erysipelotrichales(0.91

72),f:Erysipelotrichaceae(0.9015),g:Turicibacter(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTGGAGTGTGACGGTACCTGATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGCGCGCAGGTGGTTGAGTAAGTCTTATGTGAAAGCCCAGGTCTTAACCGGGGAGTTGCATTGGAAACTGGT

CAACTTGAGTTCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4531;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCATGCCGCGTGCAGGTCAGTGCCC

TCTGGGCGTTAAACTTCTTTTGTCCGGGAGCAATAAGGGTTTCGTGAAATCCGATGAGAGTACCTGACGAATAAGCAT

CGGCTAACTCCCGGCCAGCCGCCCCGGTAATCCGGGGGATGCAAGCCTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTCTGTTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCGGTGGATACTGTTTGGCTGGAA

TGAGCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4532;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Acholeplasmatales(0.00

00),f:Acholeplasmataceae(0.0000),g:Acholeplasma(0.0000); 

GACTGTTAACACTACTGGTTATATTGACCATGCCGCTTTTCTTGGCACGATTAACCCTGATACCAATAAAATCCCTAAG

CATTTGTTTCAGGGTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACC

CTAATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCTATCTCAAAAACATTTGGACTGCTCCGCTTCC

TCCTGAGACTGAGCTTTCTCGCCAAATGACGACATCTACCACATCTATAGACATTATTGGTCTGCAGGCTGCTTATGCG

AATATGCTTGCTGACCAAGAACGGGATTACTTCATGCGGCGGTACCATGATGTTATTTCTTCGTTTGGAGGTAAATCC

TATTAAGGCGCTGACAACCGTCCT 

>OTU4530;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTTGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGTGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATGCCGGGGGTCAACCCCGGGGAAGCAATTGATACTGTCGCGC
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TGGAGTGCGGATGACGCAAGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCG

AAGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4534;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.688

1),f:Spirochaetaceae(0.4914),g:Treponema(0.1299); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGATGGTTGTAAAGTTCTTTTTAAACTGAAGAATAAGTATTGCAGGGAATGGCGTTATGGTTACGGTAGGTATTGA

ATAAGCAACGTCTAATTACGTGCCAGCAGCTGCTGTAACACGTAAGTTGCGTGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTGTTGCAAGCTTGGTGTGAAATGTATAGGCTCAACCTATGAACTGCATTGAGTACTACAAGA

CTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAGATCTGCAGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4536;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGATTAAGTCAGGTATGAAAGTTTAGGGCTCAACCTTAAAATTGCAGTTGATAATGGGTGCGTTGA

GTGCAGTATGGGGCGGCGGGATTCGTGGGGTAGGGGTGAAATGGTTTGAAATCACGAAGAACTCCTATTGGGAAG

GGAGCTTGCTGGAGTGTAAATGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATAACCTGGTA 

>OTU4535;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Papillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACTGAGGACGACAATGACGGTACTCAGAAAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAGAGCA

AGTCAGATGTGAAATACCGTGGCTCAACCACGGAGCTGCATTTGAAACTGTTCTTCTTGAGTGATGGAGAGGTAAGC

GGAACTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4533;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Negativicutes(0.4428),o:Selenomonadales(0.203

9),f:Veillonellaceae(0.0904),g:Mitsuokella(0.0181); 

ACGGAAGGCAGCAGTGGGGAATTTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTTAGGGAAGAATGTCCATAGTGCTAATATCATTATGGAATGACGGTACCTGAGGA

GGAAGTTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGCGCGTAGGCGGAGTCTTAAGCAGAGTGTGAAAACTATGGGCTCAACCCATAGCCTGCATTCTGAACTGGG

ACCCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT
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GGCGAAGGCGACTTTCTGGACTGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4537;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9802),c:Actinobacteria(0.9462),o:Coriobacteriales(

0.8520),f:Coriobacteriaceae(0.7068),g:Olsenella(0.0712); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGC

CCTAGGGTCGTAAACCGCTTTCAGCAGGGAAGAGGCCGCGAGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAAAT

ACGTGCCAGCAGCCGCGGTAATACGTATGGGGCGATCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGG

CCTGGCAGGCCGGGAGTCAAATCCGGGGGCTCAACCCCCGCCCGCTCCCGGAACCTCCGGGCTTGAGTCTGGCAGG

GGAGGGTGGAATACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTAGAACACCGGTGGCGAAGGCGGCCCTCT

GGGCCACGACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTTTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACAACGTGCCA

GCAGCCGCGGTAATACGTCGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCGTAA

GTGGGATGTGAAATGACCGGGCTTAACCTGGGTGCTGAAGTGCAAACTGTGAGTCTAGAGTGCAGGAGAGGGAGG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGCTGGAGAAGAACGTGCGTGCGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGGTGGGAAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAATCCTTCGGCTTAACCGAAGAGGTGCATCGGAAACCGGGC

GACTTGAGTACAGAAGAGGACAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGTGAGACA

AGTCTGAAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGCCTGACTAGAGTGCAGGAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AGCTGACGTTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4541;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCTCAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTTTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCTCGCAGGGACGGTATGCAACCA

GAAAGTCACGGTTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCAGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGTAGAGGACAGTGGAACTCGATGTGTAGCGGTGAAATGCTTAGATATCTGGAAGAACTCCGGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU4544;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGTAAACTCTTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTACATGAATAAAGA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCAGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACGCAA

GTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTGCTGCTGGAGTGCAGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4543;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Pepto

coccaceae_1(0.3204),g:Peptococcus(0.0808); 

CCTTTCTTCCTCCTTTTTTCCTCTTCCTCCCTTTTCTCCCGCCTGCCGGCTCCATGCCGCGTGAGTGAAGAAGGCCTTCG

GGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAAGGCA

GCCCCGGCTCCCTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAG

GGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCGGATACTGGCAGACT
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TGAGTGCGGAGGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGA

AGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTCCACTACGCGTCGCTGTTTGTAGGTACCGTGTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGATTTTAAGCGTGACGTGAAATGCGGCGGCTCAACGGCCGAGGTGCGGCGCGAACTGGTGGCCTTG

AGTGAGTACGAGGATGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTAACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4545;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTAACGGCATCTTAGGCGGAAGCCCCGGCTCACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCGCG

TAAGTCAGCTGTGAAAGTTTGGGTCTCAACCTTAAGATTGCAGTTGATACTGTGTGCCTTGAGTGCAGTAGAGGCAG

GCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCTATGGCGAAGGCAGCTTGCTGGAGTAT

AACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4547;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Erysipelotrichia(0.5579),o:Erysipelotrichales(0.29

99),f:Erysipelotrichaceae(0.1485),g:Turicibacter(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACCGAGCAACACCGCGTGAATGATGAAGGCC

TTCGGCTTGTAAAATTCTGTTGTTAGAGAAGAATGGCCGTAGGAGGAACTGTCCACGGTGTGACGGTACCTTATGAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTAA

AGCGCGCGCAGGTGGTTGCTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATCGGAAACTGGGTG

ACTTGAGTGCAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGGCTGCCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGACGTA

TTTCGGGATGGAAACTTCTATTTGCAGGGAAGAAGAGGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAA

GCGCGATGTGAAAGCCCGGGGCTCAACCCCTGGACTGCGTTGGGAACTGCGTGGCTTGAGTGTGGGCGAGGTCAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCGGCTAGACGAT

GACTGACGTTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAATAACGTGCGTGAGAGTAACTGTTTACGCAGTGACTGTATCCAACCAG

AAAGTCACTGCTAACTACGTGCCAGCATCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGCAAGCCTTCGGCTTAACCGAAGAAGTGCATCTGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGCCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4550;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.762

3),f:Spirochaetaceae(0.5632),g:Treponema(0.2607); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAGACGGAAGAAGAAGTATTGGAGGGAATGGCGATAGGGTGACGGTAGGTTTTG

AATAAGCAACGGCTAATTACGTGCCTGCAGACGCGGTAACACGTAAGTTGGGAGAGAGGTTCGGAATTATTGGGTG

TAAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTACGAACTGCATTGAGAACTACT

AGACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCATATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTTCAAGCCGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGGATAAAGTTTGCTACGCGTAGCAGATTGCAGGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTGTTGTAAGCGTGTCGTGAAATGTCGACGCTCAACGTGGGACGTGCGGTGCGTACTGTGGGCCTTG

AGTGCGCAGGACGTAGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACACAGAACTCCGATTGCGAAG

GCAGCCTACTATTGCGCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4552;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCA
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AGTCAGAAGTGAAAACCCGGGGCTCAACTCCGGGATTGCATTTGGAACTGTGTGGCTGGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGC

AACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4553;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGTAATAAGGGCGTCGCGCACGTCCGATGATAGTACCAGTGGAATAA

GCACCGCCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTATGCGTCAAGTCAGGGGTGAAATGTCGAGGCTCAACTTCGGTGCTGCCGTTGGAACTGTCTCGCTG

GAGTGCGGATGACGTCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9776),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.3915); 

ACGGGGGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACTCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAACGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGATTAGGTTTGATGTGAAAGCCTACGGCTTAACCGAAGAAGTGCATTGGAAACTGGG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4554;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGACGGAGCAGCAAGTCTGATGGGAAAGGCAGGGGCTCAACCCCGGGACTGCAGTGGAAACTGTTGATCTT

GAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTGGCTGGACAGCAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCGAAGGGGGAAACACGGCGGGAGGGAAGAAGG

GTTTCGGCTCGAAAAGCTCGGTGGTGGGAGAAGACCGTGCGTGAGAGTAACGGTTCACGCAGTGACGGTATCCAAC

CAGAAAGTCAGGGCTAACAACGTGCCAGCAGCCGCGGTAAAACGAAGGGGGCAACCGTTATCCGGATTTATTGGGC



5748 

 

GTAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCG

GGCGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCA

GTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCC

TGGTA 

>OTU4559;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.5273),g:Anaerofilum(0.0519); 

ACGGTCGGCCTCCTTTTGGCCTCTTTCCCCCTGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGTCT

TCGGATTGTAAACCTCTGTTGTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTTGCAAGT

TGGAAGTGAAACTCATGGGCTCAACCCATGAACTGCTTTCAAAACTGCAGATCTTGAGTGGTGTAGAGGTAGGCGGA

ATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTAACT

GACGCTGATGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4558;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGGAGAAGTACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGATTAGGGCTGATGTGAAATCTTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTGGCGGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4556;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7881),o:Pasteure

llales(0.5023),f:Pasteurellaceae(0.3204),g:Actinobacillus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGCGGTGAGGAAGGTGTTTGTTTTAATAGAACAAGCCATTGCCGTTAGCCTCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGTGATGTGAAAGCCCCGAGCTTAACTTTGGTGCTGCATTCCAAACTGTTTA

TCTAGAGTGCAGGAGAGGTGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4561;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCATTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGCCTTGA

GTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATGTCACGAAGAACTCCGATTGCGAGGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4560;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Strepto

coccaceae(0.1291),g:Streptococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAA

GTCTGAAGTAAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTCAAACTTGAGTGCAGAAGGGGAGAGTG

GAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAGGCGGCCCCCTGGACGAAGA

CTGACGCTCAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGGCGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4562;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.4045),o:Desulfovibr

ionales(0.1719),f:Desulfovibrionaceae(0.0710),g:Desulfovibrio(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTA

AAGGGAGCGTAGGCGGGAAGGCAAGTTGGACGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTAG

TTCTTGAGTGTCGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCCTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4565;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotrich

ales(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 
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CCGGCACACAAAAATACTGATAGCCGTCGGCGTGTGAATCATTATCCTTGCGACCCTCGGCAGCAAGAACCATACGA

CCAATATCACGAAAATAGTCATGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGA

GTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTA

CGCGATTTCATAGTGGAGGCATCCAGCAATAGTGAACACTCAGCCTTAAGACATTTCTTTTTGGGGTAATGATACTCA

TCGCGAATATCCTGAAGAGGGCGTTCAGCAGCCAGCTTGCGGC 

>OTU4564;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAGCGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTGCGGGGACGATAATGACGGTACCTGCAGAAGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTTAGATGTGAAATCCCCGGGCTCAACCTGGGTGCTGCATTTAAAACTGGAAATCTAGAGTTCAAGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGATCAAATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4566;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.0904),g:Saccharofermentans(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTTAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTAGTTGATGTATAAGCCTCGGCTAACTACGTGC

CAGCAGCAGCGGTAATACGTAGGCGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGCATTTCTTGAGTGCCGAAGCGGTAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCGGCTCACTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4568;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAGGCAGCCGTGGGGAATATTGCCCAATGGGGGAAACCCTGATGCCGACACGCCGCGTGAGTGCTGAAGGTTC

TTGGATTGTAAAGCCCTGTCTTTGGGGAAGATAATTACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCTAAACTGGTTATCTAGAGTGCGGAAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4567;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Eubac

teriaceae(0.4914),g:Eubacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGATCTTTAATCAGGGACGAAAATTGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCC
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AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGCCGGC

AAGTTGGAAGTGAAATCCCGGGGCTTAACCCCGGAACTGCGTTGAAAACTGGTTGTCTTGGGTGATGGAGAGGCAG

GCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4571;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTCTGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTATATGTATTATATGCATAAGGAT

CGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGCGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGTAGC

GTAGGTTGACTGGTAAGTCAGGTGTGAAAGGTCGCGGCTCAACCTGAGAATTGTAGTGGCTACTGTAAGTCTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATGACGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGACTGCAACGGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4570;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTTTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACAGTGCACGCAGGGACGGTATCCAACC

AGAAAGGCACGGCTAACTACGTACCACCAGCCGCGGTAAAACGAAGGTGGCAAGCGTGATCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGACTTAACCGAAGAAGTGCATCGGTAACCGG

GCGCCTTGAGTGCAGTAGAGGTCAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTG

GTA 

>OTU4569;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCTGATTGTAAACTTCTTTTATTAGGGACGAAGAGCGTGACGGTACCTCATGAATAGGCGACGGCGAACTACGAG

CCAGCAGCCGCGGTCATACGAAGGTGGCAGGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGTGCTTAACACATAAACTGCATCTGAAACTGTATGTCTTGAGTGATGGAGAGGTAG

ACGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTTGCGAAGGCGGTCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4572;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACCAAGAAGCTACGGCCAATTACGTGACA
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GCAGCCGCGGTAACACGTAGGGGGCCAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACACGGGGCTCAACCCCGAGACTGCATTGGAAACTATGCGTCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4573;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAATGCCCGGACAGCTACGTGCCA

GCAGCCGCGGTAATGCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCGGGGCTCAACACTGGGACTGCTTTGGAAACTGGATGGCTAGAGTGCTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4575;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTGGGTGGGGGTAAAGTGGTGGACGCGTTCCGCTTTTGAGAGTACAGCCGGAAAAA

GGACGGGCTATTCCCGTGCAAGCAGCCGCGTTAATAGGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCGGTTAAGTCTGCTGTGAAATCCAGGGGCTCAACCGTTGGCCTGCAGCTCATACTGGTGGCCTT

GAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTGCAGGGACGATAACGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACATTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4576;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCCTTACGTGTAGGGTTTTGTATGTACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGT
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GCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGT

GCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGC

GGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4578;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGGAAAGCTCTGTCTTTGGGGAAGATATAGACGCTACCCGAGGAGGAAGCCACGGATAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGCAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTGCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGACTCTCGAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Erysipelotrichia(0.9784),o:Erysipelotrichales(0.97

07),f:Erysipelotrichaceae(0.9573),g:Turicibacter(0.9743); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGGCGGAGGTGAAAGCCCACGGCTTAACCGGGGAGGGGCAGTGGAAACTGG

ACAACTTGAGTGAAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAGGAACACCA

GTGGCGAAGGCGGCCTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU4579;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(0

.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

TGCTGAGCCAGGCCGTTTGAATGTTGACGGGATGAACATACTAAGCACTGACGGCAGCAATCCACTCAACAGGAGCC

GGAAAGCGCGGGTCTCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGT

CAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAA

TGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGAGTGCTTACCTATTAG

TGGTTGAACAGCATCGGACTCAGATAGTAAGCCACGCTCTTGGAAAATGTCAACAAGAGAAT 

>OTU4580;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

TTTTCGGATTGTAAACTTCTGTTCTTGGTGAAGAAAAGAATGACGGTAGCCAAGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGATCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTAA

ACAAGTCAGGCGTGAAATATATAGGCTTAACCTATAGACTGCGTTTGAAACTGTGTAGCTTGAGTGGAGTAGAGGCA
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GATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCAGTGGCGAAGGCGATTTGCTGGGCT

CTAACTGACGCTGAGGCACGAAAGCGTGTGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.8897),o:Lactobacillales(0.6509),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGTGCGTAACTGTTCACGCCGTGACGGTATCGAACCA

GCAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGCTCTATAAGTCAGATGTGAAAGCCTTCGGCTCAACCGGGGAATTGCATTAGAAACTGTTG

AGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATGTGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4581;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0560),g:Intestinimonas(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGAAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAGTTAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCAA

ACAAGTCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTATGTCTTGAGGATGGGAGAGGTA

AATGGAATTCCCGGGGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCTAATGCGGTTTACTCGACG

ATTACTGACGTTTCGACACGCAACCCTGGTGAGCTCACAGGATCAGCTACCCTGGTA 

>OTU4584;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobacte

riales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobrevibacter(0.0000); 

TTTCCCCCTTCTCCCCTTTTCTCCCCCCACTTGATATTAATAACACTATAGACCACCGCCCCGAAGGGGACGAAAAATG

GTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCG

ATGAGTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAAGATTGCTGGAGGCCTCCACTATGAAATCG

CGTAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTCCTGCTGATGGTTGGTTTTTCGTTTTTGACA

CTGTCACGTTGGCTTACGACCGATTAGAGGCGTTTTATGATAATACCAATGCGTTGCGTGACTATTTTCGTGATATTGG

TCGTATGGTTCTTGCTG 

>OTU4583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTTTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCCATGGAAACCGGGC
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GACTTGAGTGCAGAAGAGGAAAGTGGGACTTCATGTGTTGCGGTTGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATCGGTAGCGAACAGGATTTGATACCCTTGT

A 

>OTU4588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATAAAAGAATAAAGTGCAGTATGTGTACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGCTGTTAAGTGTGTTGTGAAATGTTGACGCTCAACCGTAACACTGCAGTTCATACTGTTAGTCTTGAGT

ACGGTCGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4587;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGATCCAGCAAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACACCGTGCCAGCAGCCGCGGTTATACGGAGGTACCGGGCGTTATCCGGATTTACTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTGAAAACTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGACGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAACGTAACTGTTCACGCATTGACGGTATCCAACCAG

AAAGTCACGTCTTACTACGTGCCAGCACCCGCGGTAATACGTATGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGATGCTTAAGTCAGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGCGCAA

CTTGAGTGCAGAAGAGGACAGTGGAAGTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4585;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGAAGGCAGCAGTAGGGAATTTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGGGCGAGTAACGGTTCACGCAGTTACGGTATCCAACCA

GAAAGTCACGGCTAACTACATCCCACCAGCCGCGGTAAAACGTAGGTGGGAAACGTTGTCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATTATTAAGTGTGATGTGAAATGCACGGGCTTAACTTGTGTGCTGCAGTTCAAACTGGAA
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GTCTAGAGTGCACGTGAGGAGAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTTGTGAAAGTTTGCGGCTCAAGCGTAAGATTGCAGTTGATACGGGCAGTCGTGA

GTACAGTAGAGGTGGGGGGAAGTCGTGGTGTAGCGGTGAAATGCTGAGATAGCGGGAAGAACTCCGGTGGCGAAG

GCAGCTCACGGGACTGCAACGGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGGGGGGGATATTGCACAAAGGGGGAAACACTAATGGAGCGAAGCCGCGTGAGTGAAGAAGT

ATTTAGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGTAACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGATTGCTTGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTATTATGATCACCCGTCGCCAACGCAGCTTACTGCACTTTAAC

TGACCTTCGCTCTCGCAAGCGTCGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU4592;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGCTCCGAGCGTTATCTGGTTTTATTGGGTCTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTGTGGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCGTCTTGG

GTACAGTAGAGGCAGGGGAAATTCGTGGGGTAGGGGTAAAATGCTTAGATATCACGAAGAACCCGGATTGCGAAG

GCGGCCTGCTGGACTGTCACGAACGCTGATGCTCGAAGGTGGGGGAACCAAACAGGATTGGATACCTGGTA 

>OTU4591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCTTAAAGCTCTTTTTTTGGAGAAGAACGTGCGGGGGAGTGTCTGTTCATGCAGTGACGGTATCCAACAAG

AAAGTCTCGTTTAATTCCGTCCCACCAGCCGCGGCAAAAGGTAGGGGCCAAGTGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAATCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG



5757 

 

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4593;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGTTTGTAAACTGCTTTTTTAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCTGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTATTTCGGAAGGTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCAAACTGTGAGACTTGA

GTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4595;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCTGGTGTGAAAGTTTGCGGCTCAACCGTAAGATAGCAGTTGATACTGGATATCTTGA

GTGCAGTGGAGGCAGGAGGAATTCGTGGTGTAGCGGTGAAATGCTAAGAAATCACGAAGAACTCCGATTGGGAAG

GCAGCATGATAAGCTGCAACTGAAATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGGAAATCTCTTTTGTTGGAGAAGCACGAGCGTGAGAGTAACTGTTCACGGAGTGACGGTATCCAACCA

GAAAGTCACAGCTAACTGCGTGCCAGCAGCGGAGGTAATACGTAGGTGGCACGCTTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCAACGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGAGTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU4594;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGAGTAAAGTGAATACCTCTGTTCATTGACGTTACCCGCAGA

CGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTGGCGTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCATCGGAAACCGGG

CAACTGGAGTGCAGGAGAGGACAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4597;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCAAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGGATGTATACTGATTTGTATGCATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGCAAGTCAGTTGTGAAAGTTGGCGGCTCAACCGAAAAACTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATAGCGAAGAACACCGGTTGCGAAGGC

AGCTCGCTGGGCTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4599;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8087),c:Spirochaetia(0.5579),o:Spirochaetales(0.299

9),f:Spirochaetaceae(0.1485),g:Treponema(0.0157); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CTGCAGATTGTAAAATCCTTTTATGACTGAGGAATAAGTGCGTTGAGAGAAACGGCGTCTGGTGACTGTAGGTCATG

AATAGGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTGGCGAGCGTTGTTCGGAATTATTAGGCGT

AAAGGGAATGTAGGCGGTAGTGCAAGGCTGGTGTGAAAGGCGGGGGCTCAACCCCTGGACTGCGCTGGGAACTGA

ATTACTAGAGTCGCTGAGGGGCAATCAGAACTCCAGGTGTAGGGGTGAAATGTGTAGATATCTGGAAGAACACCAA

TGGCGAAGGCAGGTTGCCAGCAGATGACTGACGCTGAGGCGCGAAGGTGCGGGTAGCAAACAGGATTAGATACCC

TGGTA 

>OTU4598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9776),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTCGGTGAAGAACGTGCGAGAGAGTAACTGTCCATGCTTTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTGCTTAAGTCTGACGTGAAAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTG

TCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGACTGGTCAGCAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0230); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGAAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGTCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGATCAAAGCATGAACAGCAGTTGAAACTGTAGATCTGGAGTGGGGGAGGGGCAA

TCGGAAGTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAACAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4602;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Betaproteobacteria(0.8755),o:Burkholderi

ales(0.6881),f:Sutterellaceae(0.4563),g:Sutterella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCGAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGACGGGAGGAGAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCTGTAA

GACAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCAGGACTAGAGTTCATCAGAGGGGGGT

GGTATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGCGAAGGCAGCCCCCTGGGATGCG

ACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4601;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Ruminococcus(0.0076); 

CCTTCCTTCCTCCTTTTTGCCTCTTCTTCCCTTTTCTCCAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGTCTTCG

GATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAGGCTAA

GTTGGATGTGAAATACCTGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGGAAGCG

GAATTCCTAGTGTAGCGGTAAGATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGACA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0204); 

CCTTCCTTCATCATTTTTGACTATTGGGCCCTGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCCTT

CGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCAA

GTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGACGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGTGGTCAACTGGACGATAAC

TGACGCTGAGGCGCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4604;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Meniscus(0.0043); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGCGAGATCCGATTAGCGCATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TTCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCGCCGCGCTCAACGCGGGAGCTGCCTTTGATACTGTACATCTGG

AATGCTCTTGACGTGGGAGGAATGAGTAGTGTAGCGTCGAAATGTATAGATATTACTCAGAACAACGCTTGCGAACG

CATCTCACGAAGGGCCGATTGACGCTGAGCCACAAAAGCGTGGGTAGCGAACAGGATGAGAAACCCTGGTA 

>OTU4605;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTATGAACTCCAGTCACCTACCGGCCT

CGTATGTCGTCTTCTGTTTGATAAAAAACAATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGACAGC

AGCCGCGGTAATACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGTAGCGTAGGCGGATTGTTAAGT

GAGATGTGAAATACTCGGGCTTAACCTGAGTGAGGCAGGTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGG

GAAGTCCTAGTGTAGCGGTGAAATGCGTATAGTTTATGAATGATACGGCGAGCACCGAGATCTACACGCTTTCCCTAC

ACGACGCTCTTCCGATCTACGGGAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU4606;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.39

59),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTATCT

TTCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTTCTGGACTGTAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4607;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8808),c:Fusobacteriia(0.7114),o:"Fusobacteriales"(0.

4280),f:"Fusobacteriaceae"(0.2524),g:Fusobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCATGTAGGCTGTATGG

CAAGTTGGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCGAACTGGAGTGCGAGAGAGGAT

AGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGAC

GAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Clostridium_III(0.0712); 
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ACGGGAGGCAGCAGTGGGGAACACTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTTTGTCGCAAGGGAAGAAGACAGTGACGGTACCTTGTGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGCA

GCAAGTCAGTCGTGAAATACCGGAGCTTAACTCCGGGGCTGCGATTGAAACTGTTGTTCTTGAGTGTCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4611;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGGGAGTGAAGAAGGG

TTTCGGCTAGTAAAGAACTGTTGATGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCAAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGTTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

TACTTGAGTGCAGAAGAGGATAGTGGAACTCCATTTGTAGCGGTGACATGCGTAGATATATGGAAGAACACTAGTG

GCGACATCGGCTCTCTGGTCTTTAACTGACGCTGAGGGTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGCGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAACAAGTGCATCGGACACTGTCCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTTTAGCGGTGGAATGCGTAGACATATGGAAGACCCCCAGTGG

CGAATGCGGCTGTCTGGTCTGCAATTGAAGCTGACGCGCGAAAGCGTGGTGAGCAAACAGGCTTAGATACCCTGGT

A 

>OTU4610;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9834),o:"Bacteroidales"(0.9

866),f:Bacteroidaceae(0.9480),g:Bacteroides(0.9724); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATACGGGAATAAAGTGGAGTATGCATACTCCGTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGACGCCTTGA

GTGCAGCATAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGGCTGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4614;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Pseudonocardiaceae(0.0000),g:Actinoalloteichus(0.0000); 

TCTCCTGTGCATTTAAAAGAAGATCTCGCCCAAACGCGCAAACGGGGTTATTCATTTGACGATGAGGAACATGCACTG

GGGCTACGTTGCCTTGCAGCGTGTATTTTCGATGAGCACCGCGAACCGTTTGCCGCAATTTCAATTTCCGGACCGATT

TCACGTATTACCGATGACCGCGTGACCGAGTTTGGCGCGATGGTGATTAAAGCGGCGAAGGAAGTGACGCTGGCGT

ACGGTGGAATGCGCTGACTTTTTCTGGCGGGCAGAGGCAATATTCTGCCCATCATACCTGAGTGGCAATAGAATAAG

CGTGTCTGTTAATCGCATTGACGCCAAAATAACTTAATGTCATACACTTCACACACTTTTATTAACTCAGCATTATTTTT

AA 

>OTU4612;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Erysipelotrichia(0.8614),o:Erysipelotrichales(0.68

81),f:Erysipelotrichaceae(0.4914),g:Turicibacter(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGTCGCGTGAATGAAGAAGGC

CCTAGGGGTGTAAAATTATGTTATAAGGGAAGAACGACTTCAGTAGGAAATGGCTAGAGAGGGACGGTATCTAAAG

AGAAAGCCACGGCCAACTACGGGCCAGCAGCCGAGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCG

TAAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCGCGGCTTAACCGTGGATGGTCCTTGGAAACTGGT

CGACTTGAGTGCATAAGAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCGGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTG

GTA 

>OTU4613;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.7727),c:Fusobacteriia(0.4812),o:"Fusobacteriales"(0.

2359),f:"Fusobacteriaceae"(0.1098),g:Fusobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTAAGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTAGTGAAGAAACAAATGACGGTAGCTAAAGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGATTG

CAAGTTGGATGTGAAATACCGGAGCTCAACTCCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTAAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGACCCTGGTA 
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>OTU4617;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9321),o:Burkholderi

ales(0.8303),f:Sutterellaceae(0.5991),g:Sutterella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATTTTTTACAATTGGGGCAACCCTGATCCAGCCATGCCGCGTTCATTATTAATTCCTT

CGGGTTGTAAACTGCCTTTGTCATGGACGAAAAGGACCGTGTTAATACCATGGTCTGCTGACGGTACCTGAAGAATA

AGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGTGCGCAGGCGGTTCTGTAAGCAAGATGTGACAGCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAGGAC

TAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCATTGAAATGCGTAGATATTTGGAAGAACACCGATGGCG

AAGGCAGCCCCCTGGGATGCGACTGAAGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACACTGGTA 

>OTU4616;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Alphaproteobacteria(0.9877),o:Rhizobiales

(0.9707),f:Phyllobacteriaceae(0.9015),g:Phyllobacterium(0.8124); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGC

CCTAGGGTTGTAAAGCTCTTTCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGACTATTAA

GTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTTTGATACTGGTAGTCTTGAGTTCGAGAGAGGTGAGTG

GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCTCGATA

CTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4618;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Gammaproteobacteria(0.9180),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGACGCAGCCACGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGCGTAAAGTTAATACCTTTGCTCATTGAGGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCGAGCAGCCGCGTTAATACGGATGGTGCAAGCGATAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAGACTGTCG

AGCTTGAGTATCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4620;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCGTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCAGACTGGTAAGCGTGATGTGAAATGCAGCCGCTCAACGGCTGAACTGCATCGCGAACTGGCCATCTT

GAGTGCGAGCGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4619;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0710),g:Clostridium_IV(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCAACAGGGACGAAAGCAATGACGGTACCTGTGGAGGACGCCACGGCTAACTACGTG

CCAGCACCCGCGGTAATACGTAGGTGGCGATCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGTCGG

CAAGTCAGATGTGAAAATTATGGGCTGAACCCATAACCTGCAGTTGAAACTGTCGGTCTTGAGTGTCGGAGGGGTAA

ATAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGATTTACTGGACGA

CAACTGACGCTGAGACACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCAGCTGTGAAGACTATGGGCTCAACCCTTAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4622;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGGGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGGGGTTAAGCGTGTTGTGAAATGTCGTGGCTCAACCTCTGCGCTGCAGCGCGAACTGGTCTGCTTGA

GTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.7787),g:Roseburia(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAAATGACGGTACCCGACTAAGAAGCACCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTCATCCGGAATTACTGGGTGTAAAGGGGGCGCAGGCGGTTCGG

CAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAGACTGTCGTACTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4626;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTGTAGGGGGATAAAGTGCGCGACGTGTGCCATATTGCAGGTACCCGTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGTGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGTGGGAACTGGGAGGCTTG

AGTGCGGAGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGGGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGAAGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGGCGCCGCGTGGGTGAAGGAGCGTT

TCGGCGCGTAAAGCCCTATCGGCAGTGAAGAAGATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCAAC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAGAGGGGGCGCAGACGGCAATGCAAG

CCAGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTCTTGGAACTGCATGGCTGGAGTACAGGAGGGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCCTGCTGGACCGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4624;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CCTTGGGCCGTAAACTTCTGTTCTGGGGGAAGACGGTGACGGTACCCCAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATCATTGGGCGTAAAGGGTGCGTAGGCGGCTACCCAA

GCAGGGGGTATAAGGCCATGGCTCAACCATGGACCGCCCCCTGAACTGGGCGGCTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGCA

ACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4627;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.3544),g:Odoribacter(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGACCCAGCCAAGTCGCGTGAGGGATGACGGC

CCTGTGGTTTGTAAACCTCTTTTGTCTGGGGGGAATAAGCATTACGTGTAATGCGATGACAGTACCATACGAATAAGC

ATCGGCTCACTCCTTGCCAGCAGCCGCGCTAATACGGAAGATGCTGGCGTTATCCGGATTTTTTGGGTTTAAAGGGTG

CGTAGGCGGCATTATAAGTTAGTGGTAAAATTTTGGGGCTTAACCTTATTGTGCAATTAATACTGTAGAGCTAGAGAG

CAGACGAGGTAGGCGGGATAAGTTAAGTAGCGGTGAAATGCATAGATATAACGTAGAACTCCGATAGCGAAGGCAG

CTTACCAGGCTGAGTCTGACGTTGATGCACGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGCAAGTGACGGTATCTGAGGAATAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAAG

CAAGTCAGATGTGAAAACCATGAGCTCAACCGGTGGCCTGCATTTGAAACTGGTTTGCTTGAGTACTGGAGAGGCAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4628;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCTTGGTGAAAATGATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATATGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCATGTAGGCGGTTTTGCAA

GCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAACTG

GAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGTAA

CTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4629;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CTTATGGGTTGTAAACTGCTTTCAGTCGGGAATAATTCGTCGGTCGTGACCGACGTTGCAGGTACCGTCATAAGAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCACGTCAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGTGTATTGCATTTGGAACTGGCGAGCT

AGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAATGAAGACGGC

CTTCGGGTTGTAAAGTTCTGTCGCAGGGGACGAAAATGACGGTACCCTGCAAGAAAGCTCCAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGGATA

AGTTGAATGTGAAATCTATGGGCTCAACCTATAGCTGCGTTCAAAACTGTTCTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4632;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGAATGACCGCC

CTATGGGTTGTAAACTTCTTTTATAAAGAAATAAAGTCGCCTACGTGTAGGTGTTTGTATGTACTCTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGAG

TGCGGTTGAGGCAGTCGTAATTCGTGGTGTAGCGGTGACATGCTTAGACATCACGACGAACCCCGATTGTCATGCCA

GCCTGCCAAGCCGTTACTGACGTTCATGCTCGCAGCTGCGGGTAGCACACAGGATTAGATACCCTGGTA 

>OTU4634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGATGCGTCCCCCGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTATTGTAAGCGCGTTGTGAAATGCCGTGGCTTAACGATGGCACTGCAGTTCGAACTGACGTACTTG

AGTACGCTGGAGGGAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACCCCGATTGCGAAG

GCAGCCTACCGTAGCGGAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4633;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0149),g:Cellulosilyticum(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTCAGGAGGACGCTCCGGCTCACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCCCGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGACAACA

AGTGAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATTGTTCTTGAGTGTGGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACGGGACAATT

ACTGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4637;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.3544),g:Odoribacter(0.0808); 

ACGGAAGGAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGACGACTGCC

CTATGGGTTGTAAACCTCTATTATAAGGGAAGAATAAATGCTACGTTAAGCATGATGCCTGTACCTTATGATTAAGCA

TCGGCTACCTCCGTGCAAGCACCCGCGTTAATACGAAGGAGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTTTTAAGTTAGTGGTTAAACGTCGGGGCTTCACCTTGATTTGCCATTAATACTGTAAGACTCGAGTTC

AGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCAGC

TTACCAGACTGCGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4635;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Rikenellaceae"(0.3544),g:Alistipes(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCC

CTATGAGTTGTAAACTGCTTTTGTACGGGGGTAAACTCCGATACGTGTCCCGGGTTGTAGGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTGTTAAGTTAGACGTGAAATGTAGGGGCTCAACGGCGGAACTGCCTCGAATACTGGTGGACTAG

AGAGAAGTTGAGGTAAGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATAAAGAACACCGATTGCGAAG

GCAGCTGACGAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4636;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Eubac

teriaceae(0.0252),g:Acetobacterium(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGATGCCGCATGAGTGAAGAAGGG

ACTCGTTCCGTAAAGCTTTGTCCCGGGGGAAGAGATAAGACGGTACCCCGGTAACAGCCCCAGCTAACTACGTGCCA

GCAGCTGCGGTAACACGTGGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCACGCAGGCGGTTTTTTAG

GCTGTCGATTAAAGTGCTGGGCTCAACCCAGTGATGCTTGGCAGAACCGAAAGACTCGAGTGCCAGAGAGGCAGGC

AGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTCTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAATTGCAA

GTCTGATGTGAAAATCCGGGGCCCAGCCCCGGAACTGCATTGGAAACTGTATTTCTAGAGTGTAGGAGAGGAAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU4640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1485),g:Eisenbergiella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ACTCTGTATGTAAAGCTCTTTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGCTGCAA

GTCCGGAGTGAAAGCCCATGGCTTAACCGTGGTACTGCTCTGGAAAATGGGGAGCTTGAGGGCGGGAGGGGCAGG

CGGAAATCCGAGGGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCGGCGGGGAGGGCGGCCTGCTGGACC

GTAACTGACGTTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4639;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Porphyromonadaceae"(0.3884),g:Barnesiella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGTACTGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGGGCGCCACGTGTGGCGCCACTGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGATTTTTAAGTCAGCGGTAAAATGTCCGGGCTCAACCCGGGCCGGCCGTTGAAACTGGGGATCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCATACCGGTGCACAACTGACGCTCAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGTTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGCT

CTATGGGGCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAAGTCCGAGCGCGAACGG

AGCTCACCGGACTGTCACTGACCGTGACGCTCGAAAGCGTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU4643;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Coprococcus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGACGATAATGGCGGTACCTGACTATGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGTAGGCGGTCTGGTAA

GTCAGCTGTGAAAACGCTGGGCTCAACTCCTCGACTGCATTTGATGCTGTTGGACTTGAGTGCACGCAGGGATGCCG

GAATTCATAGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGCAGGCTTCCGGAGTGCTAC

TGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1679),g:Eisenbergiella(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGAGGGAAACCCTGATGCAGCGACGCAGCGTGAGTGAAGACGTA

TTTAGGTATGTAAAGCTCTATCAGCAGGGAAAAAAATGACGGTACCTGAATAAGAAGCAACGGATAACTACGTGCCA

GACGCCGCGGTTATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTCTGACGTGAAAATCCGGGGCTAAACCCCGGAACTGCGTTGGAAACTGTGAGGCTTGAGTGCCTGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4642;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVb(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGGAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTGCTGGAGC

GTAACTGACGCTGATGCTCGAAAGTGCAGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4645;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0710),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGAATATTGGGCAATGGGGGAAACCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGGCC

TTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGGAATACGGAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTGTG

CAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGCAGAGCTTGAGTGGAGTAGAGGTAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCT

CTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGCGGCCTTGAGTGTACACAGGGATGCTG

GAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCAAC

TGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.2171); 

ACGGAAGGCAGCAGTGAGGGATATTGGTCAATGGGGGAAACCCTGAACCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCCTCTGTGAAGATAATGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGCTTGCAA

GTCAGAAGTGAAATCTATGGGCTTAACCCATAAACTGCTTTTGAAACTGTAAGTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4646;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pepto

coccaceae_1(0.5273),g:Peptococcus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATATTCTGAGGACGGTAGACAAGAA

GGAGGCCCCGGCTAACTAGGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGGAGGCGGTCTGTTAAGTCGGATGTGAAATGTATGGGCTCAACCCTGAACGTGCATCTGATACTGGC

AGACTTGAGTGCGGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACCTACTGGGCACCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4650;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumin

ococcaceae(0.0000),g:Clostridium_III(0.0000); 

GTGAATCATCGAATCTTTGAACGCACCTTGCGCACGTTGGTATTCCGACGGGCATGCCTGTTTGAGTGTCGTGAACAA

CCTCAACCTTTATTGGTTTTACCATCAAGGCTTGGACTTGGGTGTTGCTGCTGCAAAGTGGCTCGCCTTAAAACTATTA

GCTGGACTTGTCTATGACTTGGTTCGACTCGATGTAATAAGTATTCATCGGGGACAGGGTAACACCTGGCCAAGGCTT

GATGCCGTCTGCTTCTAATCATGTTCTCACTATGCGATGCTACTTCACTGCGTGGCCTCAAACTATGTAGCATTACCCG

CTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU4649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAATGAAGACGGC

CTTCGGGTTGTAAAGTTCTCTCGCAGGGGACGAAAATGACGGTACCTGACAAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGGAGTGAAAGGCATGGGCTCAACCCGTGGACTGCTTTGGAAACTGTGCGGCTTGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGCGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAGAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTACAA

GTCTGAAGTGAAAGCCCGTGGCTCAACCGCGGAACTGCTTTGGAAACTGTAAAGCTGGAGTACTGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGAA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



5772 

 

>OTU4653;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAACGTTGCACGCGTGGGATTTTGTATGTACCATATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCACGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATTGTTAAGTGAGTTGTGAAAGTTTGCTGCTCAACAGTAGAATTGCAGTTCGAACTGGTAGTCTTGA

GTTCACTATAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGTTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4651;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9820),o:Coriobacteriales(

0.9821),f:Coriobacteriaceae(0.9871),g:Enterorhabdus(0.7162); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGACGAAGGC

CCTCGGGTCGTAAACCGCTGTCAGCAGGGAAGACTTTACGACGGTACCTGCAGATGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCGCCT

AAGCGGGACCTCTAACCCCGGGGCTCAACCCCGGGCCGGGTCCCGGACTGGGCGGCTCGAGTGCGGTAGAGGAGA

GCGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCTCTCTGGGCCG

TCACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4654;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGTTCTTCAAGTCAGTTGTGAAAACGCGGGGCTTAACCTCGCGCCTGCAGTTGATACTGTTGAACTT

GAGTGCACACAGGGATGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGCATCCGGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4655;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCTGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTGATTGGGTGTAAAGG

GTGCGCAGGCGGCGCGCCAAGTCAGCTGTGAAAGTTCCGGGCTCAACCCGGTGTCGCCGTGGAAACTGGCGTGCTC

GAGTGCGTGAGAGGAAGGCGGAATGCGTTGTGTAGAGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCTTTCCAGAGCGATACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU4656;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGACTTATTGGGTTTAAAGGG

AGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTT

GAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4657;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGCAGCGTGAAGGATGACCGC

CCTAGGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCACCTACGTGTAGGTGATGGTATGGACTATATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGCAGACGGACTGTTAAGTCAGCTGTGAAATGCCGGGGCTCAACCGTGGAATTGCAGTTGATACTGTCGGCCTTGA

GTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGGTTGCGAAGG

CAGCCTGCCGATCCGTTACTGACGTTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4661;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGAATGT

CCTATGGATTGTAAACTGCTTTTATACGGGAATAAAGTTCTCCACGTGTGGAGTTTTGCATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTTGGGGCTCAACCATCGCATGCAGTTGAAACTGGAGGTCTTGAG

TGTACACAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGCA

GGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCAGGTA 

>OTU4659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Eisenbergiella(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTATGTAAAGCTCTATCAGCAGGGAAGAAACAGACGGTACCTGAGTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGAA

AGTCTGAAGTGAAAGCCCGCGGCTTAACCGCGGAACTTCTTTGGAAACTTTTTTGCTGGAGTACCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4658;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8087),c:Fusobacteriia(0.5579),o:"Fusobacteriales"(0.

2999),f:"Fusobacteriaceae"(0.1485),g:Fusobacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTT

TTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATAAGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAAT

AAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4660;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9638),c:Actinobacteria(0.8897),o:Coriobacteriales(

0.7252),f:Coriobacteriaceae(0.5273),g:Gordonibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

TTTCGGGTTGTAAACCGCTTTCAGCAGGGATGACATCGACAGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGGCTTGCAA

GCGGGGCCTTTAATCTTGGGGCTTAACCTCAAGTCGGGTTCCGAACTGCAAGCCTCGAGTGTGGTAGGGGAAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCACAGATATCGGGAAGAACACCGATGGCGAAGGCAGCCTTCTGGGCCACTA

CTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4663;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCAGGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTT

GAGTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4563),g:Blautia(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAACAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGCAGACGGCCATGG

CAAGCCCGGTGTGAAAGGCAGGGGCATAACCCCTGGACTGCACTGGGAACTGTCAGGCTGGAGTGCCGGAGGGGT

AAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCTTACTGGAC

GGCAACTGACGTTGAGGCCCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4662;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Betaproteobacteria(0.8331),o:Burkholderi

ales(0.5766),f:Sutterellaceae(0.3884),g:Sutterella(0.1735); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGTC

TTCGGATTGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGCTAATACCACAGTCTGCTGACGGTACCTGAAGAAT

AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAA

GGGAGCGTAGGTGGTAAGGCAAGCAAGAAGTGCAAGCCCGGGGCTCAACCCCGAAGACTGCTTTTGGAACTGTCGA

ACTAGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4665;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.4045),o:Erysipelotrichales(0.17

19),f:Erysipelotrichaceae(0.0710),g:Erysipelothrix(0.0134); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGAGGGGAACCTTGACCGAGCAACGCCGCGTGAACGAGGAAGGT

CTTTGGATCGCAGAGTTCTGTTGTAAGGGAAGAACACTATAGATAGGGAATGATCTATAGCTGACGGTACCTTGCCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATCATTGGGCGT

AAAGGGTGCGTAGGCGGCAGATTAAGTTTGTGGTGAAAGAGCAAGGCTCAACCTTGTTAAGCCACAAAAACTGGTC

AGCTAGAGTGCAGTAGAGGCAAGTGGAATTCCATGTGTAGCGGTAAAATGTGTAGATATATGGAGGAACACCGGTG

GCGAAGGCGGCTTGCTGGGCTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTG

GTA 

>OTU4666;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostri

diaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAATCAGGGACGAAGAAGATGACGGTACCTGAGGAATAAGCCACGGCAAACTATGAG

CCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGTCTGT

TAAGTTGGAAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAGACTGACGGACTTGAGTGTAAGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTACTGGATT

ATAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4668;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

coccaceae_1(0.1098),g:Peptococcus(0.0204); 

ACGGGGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGCC

TTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAAG

GAAGCCCCGGCTAACTATGTGCCAGCGGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTA

AAGAGCGCGTAGGCGGGATAGCAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTAT

TCTAGAGTATGGGAGAGGTAGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG
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CGAAGGCGACTTTCTGGACCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTTGGATGTGAAATACCCGGGCTCAACCTGGGTGTTGCATTCCAAACTGCGAGTCTAGAGTGAAGGAGGGGAAAGT

GGAATTCCTAATGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.9387),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTGGTTAAGCGTGATGTGAAATGTAGGGGCTCAACGTGGGAACTGCGGCGCGAACTGGGAGACTT

GAGTGCGTAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.6200); 

ACGGAAGGCAGCAGTGGGGATCTTGCACAATGGGGGAAACCCTGATGCCGCCACGCCGCGTGCGTGATGAAGGTTT

TCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTTCCCGC

CGCCCCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTCAACGTGGGGGCTGCATTCCAAACTGGTTAGCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Eubac

teriaceae(0.9015),g:Eubacterium(0.8605); 

CCTTTCTTCCTCCTTTTGTCATCTTTCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGTTTTC

GGATTGTAAACCCCTGTTCTTAGTGAAGAAAAATGACGTTCTCTAAGTAGCAAGCCACGTCTAACCACGTGCCAGCAG

CCGCGGTAATACGTAGGTGGCAAGCTTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGCAAGTC

AGCTGTGAAATCTATGGGCTTAACCCATGAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTAGAGGAA
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TTCCGAGTGTAGAGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGACAACTGGGCTTTTACTG

ACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCTGCTCTTAAAGCTCTTTTTTTGGAGAAGAACATGCGTGAGCGTAACTGTTCTCGCAGTGACGGTATCCAACCAGA

AAGTCACGTCTAACTACATGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTAGCCGGATTCATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGGGAAAGGCTGCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4673;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACGGGTAAGTGGGTTGTGAAATTTCGGGGCTCAACTGTAGAGTTGCAGTTGAAACTGGAAGTCTAGA

GTGCAGGAGAGGGTAGTGGAATTCCTGGTGTAGGGGTGAAATCCGTAGAGATCAGGAGGAACACCAGTGGCGAAG

GCGGCTCTCTGGTCGGTAACTGACGCTGAGGGGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4676;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTTTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGTTTTTAAGTCAGTGGGGAAAGTCAGCGGCTCAACCGTAGAATTGCAGTTGAAACTGGAGGCCA

TGAGTGCACGAAGGGGTGCCGGAATTCATGGTGTAGGGGTGAAATGCATAGATATCATGAAGGACTCCGAAAGCGA

AGGCAAGTGCCCGGAGTGCAAATGACGCTGAGGCACGAAAGTGGGGGTATCAAACAGGATTAGAAACCCTGGTA 

>OTU4675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTTTTGGTGAAAAAGGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCCGCTGCGGCAAAAGGTAGGGGGGAAGCGCTGTCCGGACTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCAGCGGAAACTGGTTT



5778 

 

CCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACTTAATTCATCATTTATTAATATTTTTCAATTTTCTCATTCCTTAACCATCCAAGTCGCGTGATGGAATACGGTCCTACG

GATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACTCGTCCCGTATTGAGAGTACCCGAAGAAAAAGCATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCA

GGCGGCGCGCCAAGTAAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCG

TGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCT

TTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4677;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGGTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTGAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGCCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCTCCGGGCTCAACCTGGGCACTGCAGCGCGAACTGGC

AGACTTGAGTGCCGTAGAGGGGGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

TGCGAAGGCGGCCCCCTGGAGGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTACCCCACTACCTCCTTTTGAACCTGTTTTCCTTGGTTGAAGTGGAGGCAGGC

GGATTTCCCTGTGTGGCGGTGAATTGCGTAGGGTTAGGGAGAAACACCGGGGGCGAAGGCGGCCTGCTGGCCTTTA

ACTGACGCTGAGCCACGAAAGCTTGGGTACCAAACAGGATTAGTTACCCTGTA 

>OTU4680;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGGACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCGGAAGTGCAAGTCAGAGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGAGACTGTGTGGCTGG

TATGATCCAGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAAG

GCAGCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4679;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAACCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGAAAGGGAGTAAAGTTAATACCTTTACTCATGGACGGTACCCGCAGA

AGAAGCCCCGGCTAACTCCGTCCCAGCAGCCGCGGTAAAACGGAGGGTGGTAGCGTTAATCGGAATTACTGGGCGT

AAAGAGCACGCAGGCGGTTTGTTAAGTTTGATGTGAAATCTCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4681;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

CCGCGATCACCGGAGTAGTTGAACTGGTAATACGACGACCAATTTGACCAGCAAGGCAGCCCAGATGGGAAAGGTC

CTGCGGCATCCGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTA

AAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACC

AGGGCGAGCGCCAGAACGTTTTGTACCTTTAGACATTACATCACTCCTTCTGCACGTAATTGTTGACGCACGTGTTCGT

CTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAGGTAAACGCGAACAATTCAGCGGCTTGAACCGGA

CGCT 

>OTU4684;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.8146),g:Lachnospiracea_incertae_sedis(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATATGAAAGGCCGGGACTCAACCCCGGAGGTGCATTTGAAACTTGAGAGGTAGAGTACAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCCTGCTGGACTGT

TACTGAAAATGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4685;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp22(0.0000),g:Gp22(0.0000

); 

GCGGCGTTTTCTGATAATCCCCATGCTTTGCGTGACTATTTTCGTGATCTTGGTCGTATGGTTCTTGCTGCCGAGGGTC

GCAAGGCTAATGATTCACACGCCGACTGCTATCAGTATTTTTGTGTGCCTGAGTATGGTACAGCTAATGGCCGTCTTC

ATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGGTAGCGTTGACCCTAATTTTGGTCGTCGGGTACGCAATC

GCCGCCAGTTAAATAGCTTGCAAAATACGTGGCCTTATGGGTACAGGATGCCCATCGCAGGTCGCTACACGCAGGAC
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GCTTTTTCACGTTCGGGTTGGTTGTGGACGGGTGATGCTAAAGGTGAGCCGCTGAAAGCTACCAGGGATATGGCTGT

TGGTTGCTATGTGGCGAAATACGT 

>OTU4682;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.5195),o:"Enterob

acteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAACGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGTGCGTAGGTGGCAGTTCAAGTCAGATGTGAAAGGCCGGGTCTTAACCTTGGAATTGCATTTCTGACTGCAG

GACTCGAGTTTGTCAGAGGGGGGTGGCATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATG

GCGAAGGCAGCCCCCTGGGACATGACTGACGCTCATGCACGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9762),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGAGTAAGAGTAACTGTTCACGCAGTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCTCTGCAATATGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTACGTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGT

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4686;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.8988),c:Cyanobacteria(0.7497),f:Family_I

(0.2864),g:GpI(0.0808); 

GTGCCAGCAGCCGCGGTGATACGGGGGGTCCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGA

ACGATAAGTCAGTGGTGAAATGTGCGGGCTTAACCTGCAGATTGCCTTTGATACTGTCGCTCTTGAGTGAAGAAGGG

GAAAGCGGAATACCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCAGTGGCGAAGGCGCTCTGCTA

GGCCGAGACTGACACTGAGGGACGAAAGCTAGGGGAGCGAATGGGATTAGATACCCCAGTAGTCCTAGCCGTAAAC

GATGGATACTAGGCGTAGCTCGTATCGACCCGAGCTGTGCCGGAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTAC

GCAGGCAACTGTGAAACTCAAATGAATTGGCGGGG 

>OTU4687;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0457),g:Alloprevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCGGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTCGGGAATAAAATGCGGCACGTGTGCCGCTTTGCATGTACCGTCAGAAAACGG

CACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGCAGGCGGACTTTTAAGTGAGGTGTTAAATTCGGTGGCTAAACCATCGCATGCATGTGAAACTGTAGGTCTTGAG

TGTACACAGGGAGGCTGGAATTCATGGTGTGGCGGTGAAATGCTCAGATATCATGGAGAACTCCGAGCGCGAAGGC

AGGCATCCGGGGTACAACTGACGTTGAGGTTCGAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Rikenellaceae"(0.5632),g:Alistipes(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGAAGGT

GCTATGCAGTGTAAACTGCTTTTATACGGGGGTAATTACAGATACGTGTATCTGGATGAAAGTACCGTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCAGGTAAGTTCGAGGTGAAAGCTCGATGCTCAACATCGAAACTGCCTCTGATACTGTCTGACTAG

AGTGTAGTTGCGGAAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAAG

GCAGCTTTCCAAGCTATTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Flavonifractor(0.0326); 

ACGGGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAACAACGCCGCGTGAAGGAAGACGGCTT

TCGGGTTGTCAACTTCTTTTGACAGGGAAGAGTAGAAGACGGTACCTGTCGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTTGACAA

GTCAGATGTGAAATCCTGCGGCTTAACCGCAGAACTGCATTTGAAACTGTTGATCTTGAGTGCTGGAGAGGCAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Anaerotruncus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATGGTAAACCTTTGTCTTTGGGGACGAATTGAGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATAGT

AAGTTGATTGTTAAAACTATCGGCTCAACTGGTAGATGCGATCAAAACTGCAATTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4691;tax=d:Bacteria(1.0000),p:"Deferribacteres"(0.9991),c:Deferribacteres(0.9856),o:Deferribacteral

es(0.9942),f:Deferribacteraceae(0.9887),g:Mucispirillum(0.9912); 

ACTTTATTCATCATTTTTGAATTTTTCTCAATTCTCTTAAGAGTGACGCAGCGACGCCGCGTGAATGACGAAGGCCTTC

GGGTCGTAAAGTTCTTTCGACAGGGAAGAAAATGCCTATAAGTAACTGTGTATGTATTGACGGTACCTGTATAAGCA

GCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAGTGACTGGGCGTAAAG

AGCACGTAGGCGGTGTTGTAAGTCATTAGTCAAAGACTAGAGCTCAACTTTAGTAAGGCTAGTGATACTATAATACTA
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GAGTATCAGAGAGGATTGCAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGTTAGCGAA

GGCGGCAATCTGGCTGGAAACTGACGCTGAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4693;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1485),g:Coprococcus(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGACGCTTAA

GTCAGCGGTAAAATTGCGGGGCTCAACCTCGTCGAGCCGTTGAAACTGGGTGCCTTGAGTGGGCGAGAAGTACGCG

GAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCATACCGGCGCCCTA

CTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4692;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Deltaproteobacteria(0.5963),o:Desulfovibr

ionales(0.3319),f:Desulfovibrionaceae(0.1485),g:Desulfovibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGGTGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGCTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACG

AGTCTTGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCCCGTACCGCCAGAAACA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGGTGTGAAAGCCGGGGGCTCAACCGTGGGCCTGCAGTTGATACTGGTGGTCT

TGAGTGCGGGAAGGGGAGTTGGAATTCATGGTGTAGCGGTGAAATGCGCAGATATCATGAAGAACTCCGATGGCGA

AGGCAGATGACCGGAGCGCAACTGACGCTGAGGCGCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4694;tax=d:Bacteria(1.0000),p:"Elusimicrobia"(0.9802),c:Elusimicrobia(0.9321),o:Elusimicrobiales(0.8

412),f:Elusimicrobiaceae(0.6709),g:Elusimicrobium(0.5239); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAACGATGCGTGGAGGATGAAGGT

TCTCGGATTGTAAACTCCTTTTGCAGGGGACGAAAAAAATGACGGTACCCTGCGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAAGACGTAGGTGGCGAGCGTTACTCGGAATTACTAGGCGTAAAGCGCACGTAGGCGGAATGT

TAAGTCTGTTGTGTAATCTCCGGGCTCAACCCGGAAACTGCAACGGAAACTGGCGTTCTTGAGTGAGGCAGAGGAAA
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TCGGAATTCCCAGTGTAGCAGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGATTTCTGGGCCT

TTACTGACGCTAAAGTGCGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4697;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGAAGAAGGGGTGAAAGAAGGATGAAGCGAGGCCGAGTGTATGAAGAAGG

CCTTCGGGGTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAGTACCTTTACTCATTGACGTTACCGGCAG

AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACGGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAACCAGCTGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTCTCGTAGAGGGGGGTACAATTCCCGGTGTAGCGGTGAAATGCGTCGAGATCTGGAGGAATACCGGT

GGCTAAGGCGGCCCCCTCGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGCATTACCTACCCTG

GTA 

>OTU4695;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Faecalibacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTGGGGACGATAATGACGGTACCCAACAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCTGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGACA

AGTTGGAAGTGAAACCCACGGGCTCAACCCCGTGATGGGATTGAAACTACTTTTCTTGAGTGCAGGAGAGGAAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4698;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATCGGGGGATAAAGTGGGCCACGTGTGGCATATTGCAGGTACCTTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTGGTAAGCGTGTTGTGAAATGTAGGGGCTCAACCTGGGCATTGCGGCGCGAACTGTGAGCCTT

GAGTGCGCAGGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCAGCTGTGGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATGCCCTGGTA 

>OTU4699;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0457),g:Sarcina(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGCAAAACTCTTTAAGTGGGGACGAAGAAAGTGACTGTACCCACAGAATAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGGAATACGTAGGAGGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTG

ACAAGTTAGTAGCGTAATTCCGGGGCTCAACTTCGGAACTACTACTAAAACTGTTGGGCTTGAGTGCAGGAGAGGTG
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AATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACT

GTAACTGACGCTGAGGCATGAGAGCATGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU4701;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGA

GCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTGGA

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4700;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Gammaproteobacteria(0.9038),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCGGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGCTCGCCAAGCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCG

GGCTCGAGTTCGGTAGGGGAAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4704;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACTTGCCATGAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATCTATTGGGCGTAA

AGCGGGTCTAGGCGGTTTGGTAAGTCTGAGAGGCAAATGCGGGGATCAGCTCCGTATTGCGTGTGAGACTGTCAAA

CTAGAGTACTGGAGAGGTGAGCGGAACTGCAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCAGATGGG

GAGGCCAGCCCACTGGACAGATACTGACGCTAAAGCGGGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4703;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAAGACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTT
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GAGTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4705;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAGTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGTCAGCTGTGAAAGCCGTGCGCTCAAGCGGCGGCCTGCAGTGGATACTGGGTGCCTT

GAGTGCGCGCAGGGGCGGTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCGGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4702;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4708;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATACTGACGGTACCTGAGGAGGAAGACACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTACGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCACCTTGGGTGCTGCATTTCAAACTGGAAGCCTGGAGTGCAGGGGAGGAGAAT

GGAATTCCTGGTGTGGGGGTGAAAGGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGCCTGTA

CCGGACGCTGAGGCTCGAAGGCGGGGGGAGCAAACAGGATTAGATACCTGGTA 

>OTU4707;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCACGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTCTCTCCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGATGCATTTAAAACGGGAAGTCTAGAGTGCAGGAGAGGAGAAT
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GGAATTCCTAGGGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGGGAGGGCGATTCTCTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

GAGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGGCGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGGGGTTGCATTTCAAACGGGAAGGCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGTTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCATTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGCTGAGAGTACCAGCGGAATA

AGCATCGGCTACCTCCGTGCCACCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGGGCGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACGCCGGAGGTGCCCTTGATACTGGCGGG

CTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAAGCGGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU4711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCCGAACTGGGGTGCGGCATTTCAAACTGGAAGGCGAGAGTGCAGGAGAGGAGAA

AGGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGT

AACGGACGCTGAGGCACGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU4710;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

streptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGG

TGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGA
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GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4712;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAACGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCATGTAA

GTCAGATGTGAAAGACCCGGGCATAACCCGGGGGCTACATGTGAAACTTGGTGACTTGAGTACAGGAGAGGGAAGA

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGGGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATGAGATACCCTGGTA 

>OTU4713;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1159),o:Bacillales(0.0547),f:Thermoactin

omycetaceae_2(0.0149),g:Mechercharimyces(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGGGACGAAGGAAGTGACGGTTCCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGGGTAGGCGGCCTG

ATAAGTATGAAGTGAAAGTCCTGCATTCAAGGTGGGAATTGCTTTGTAAACTGTCGGGCTTGAGTGAGGAAGAGGTA

AGAGGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTTGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTAAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGATA 

>OTU4716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTTCTGTGTGAGAGCCTGCGGCTTAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGCGAGCAGAAGAGGGTGTTGGGACTTCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACGAGTGGC

GAAAGCGGCTCTCTGATCTGCAACTGAGGCTGAGGATGGAAAGCATGGGTAGCGAACAGGATTAGATAGCCTGGTA 

>OTU4715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostri

diaceae_1(0.9015),g:Clostridium_sensu_stricto(0.7162); 

ACGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAACCCCTTATGCCTCAACGCCTCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGTAGGAGAGGATGATG
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GAATTTCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4714;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pepto

streptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCTTTATAA

GTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGTTGAGGCAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAAC

TGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4717;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Pepto

streptococcaceae(0.8505),g:Clostridium_XI(0.7643); 

GTGTCAGCCGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCC

AAATAAGCCAGGGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTTGGAACTGTATGGCTTGAGTGCAGGAGAGG

AGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGA

CTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAGTGCTAGGTGTCGGGGGTTCACACCCTCGGTGCCGGAGTTAACGCATTAAGCACTCCGCCTGGGGAGTACGGTC

GCAAGACTGAAACTCAAATGAATTGACGGGG 

>OTU4719;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:Flavobacteriia(0.8755),o:"Flavobacteriales"(

0.7252),f:Flavobacteriaceae(0.4914),g:Muricauda(0.0808); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGC

CTGTAAGTCAGGGGTGAAAGTCTGTGGCTCAACCATAGAATTGTCTTTGATACTGCAGGTCTTGAGTCATGGTGGGG

TTGCCGGAACGTGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAACACCGATCGCGAAGGCAGGTGACCAAC

CATGTACTGACGCTGATGGACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTCAATGCT

GAGTGCTAATATTTAGAATAATTGTTTTAGATATACAGTTAACACGTTAAGCACTCCGCCTGAGGAGTACGGCCGCAA

GGCTAAAACTCAAAGGAATTGACGGGG 

>OTU4720;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Alphaproteobacteria(0.9776),o:Rhodobact

erales(0.8412),f:Rhodobacteraceae(0.6709),g:Donghicola(0.2607); 

GTGCCAGCCGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGAC

CAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTCCTGGTCTTGAGTTCGAGAGAG

GTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGG

CTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACG
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ATGATAACTAGCTGTCCGGGTTCTTGGAATTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU4718;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Alphaproteobacteria(0.9719),o:Rhodospiril

lales(0.8520),f:Rhodospirillaceae(0.7068),g:Marispirillum(0.5239); 

GTGTCAGCCGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTC

TTGCCAGTCAGAGGTGAAATCCCGGGGCTCAACCTCGGAATTGCCTTTGGTACTGTAAGACTTGAGTCCGTGAGAGG

GTGGTGGAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATGGAACACCAGTGGCGAAGGCGGCCACCTGGC

ACGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAATACTAGGTGTCGGGGGGTACCACCCTCGGTGCCGCAGCAAACGCAATAAGTATTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTTAAAGGAATTGACGGGG 

>OTU4721;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9747),o:Rhodocyclal

es(0.8303),f:Rhodocyclaceae(0.6350),g:Azoarcus(0.3043); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

GTGTAAGACAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCGCTTGTGACAGCACGGCTAGAGTACGGCAGAG

GGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTG

GGCCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG

ATGTCGACTAGTTGTTCGGAGAGGTAACTTTCTGAGTAACGCAGCTAACGCGTGAAGTCGACCGCCTGGGGAGTACG

GTCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU4723;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9812),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCAGATGTGAAAGACTTCGGCTCAACCGGAGAATTGCATCACAAACTGGCAGT

CTAGAGTGCAGAAGAGGAGAATGGAACTCCAAGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4722;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGTTGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTGTCAGCAGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCATCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTGAAGTAAGATGTGAAAGCCACGGGCTCAACCTGGGAACTGCATCTGATACTGGAA
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AGCTTGAGTCTAGTAGAGGGGGGTAGAATACCAGGTGAAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGACCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCAT

GGTA 

>OTU4724;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.8048),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTACGTAGGTGGCTACCTAAGCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCT

GCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4725;tax=d:Bacteria(0.4171),p:"Proteobacteria"(0.1112),c:Gammaproteobacteria(0.0324),o:Gammap

roteobacteria_incertae_sedis(0.0231),g:Thiohalorhabdus(0.0035); 

GTGCCAGCCGCCGCGGTAATACGGAAGGCCCGAGCGTTAATCGGAATCACTGGGCTTAAAGCGCGCGCAGGCGGAC

CAGTAGGCATCTCGTGAACTCCCACGGCTCAACCGTGGAACTGCGGGGTGAACCGCTGGTCTTGAGACAGGTAGGG

GCTGATGGAACCATGGGTGGAGCGGTGAAATGCGTAGATATCCATGGGAACGCCGATGGCGAAGGCAGTCAGCTG

GGCCTGTTCTGACGCTCAGGCACGAAAGCGTGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCACGCCGTAAAC

GATGCACACTAGGTCGGGGCGGCTCTCACGCCGTCTCGGCCGAAGGTAAACTGATTAGTGTGCCGCCTGGGGAGTA

CGGTCGCAAGGCTAAAACTCAAAGGAATTGGCGGGG 

>OTU4726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4727;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

ATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT
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AAAGCGCACGCAGGCGGTTTGTTAAGTGTGATGTGAAAGCCCCGGGCTCAACGTGGGAAATGCATCTGATAGTGGA

GTGCGTGAGTCTCGTAGAGGGGGGTAGAAGTCCAGGTGGAGCGGTGAAATGCGTAGAGGTCTGGAGGAATAACGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGGTAAAGCGTGGGGAGCAAACAGGATTAGAAACCC

TGGTA 

>OTU4728;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAAGTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTTCGATGGGGAATCCCCGGGCTTAAACTGGGGACTGCATCTGATAGTGGC

AAGCGTGAGTCTCGTAGGGGGGGGTAGAATTCCCGGTGGAGCGGTGAAATGCGTAGAGATCCGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU4730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGGGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGTTAGTAACTGGCCTTTTTTTGACGGTAATTACTTAG

AAAGTCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGATGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGCGAGTGAAGGCGGTTCAATAAGTGTGATTGAAAAGCCGTGGGCTCAACAGGAGAATGGCATCAGAAACGGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGGGGTGGAAGGAGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGGCTGCAACGGAAGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCGG

TA 

>OTU4729;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGACGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCACGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCGGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCCGGTAGAGGGGGGTAGAATTCAAGGTGTAGCGGTGAAATGCGTAGAGATCATGAGGAATACCGGTG

GCGAAGGCGGCTGCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4731;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTCCTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATGGACGTTACCCGCAGA

AGCAGCACCGGCTCACTCCGTGCCCGCCGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGAGGTGAAATCCCCGGGCGCAACCTGGGAACTGCAGCTGAGACTGGCA

AGCTTGAGTCGCGTAGAGGGGGGGAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGGGAAGGCGGCCCCCTGGACGAAGACTGACGCTTAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4732;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGA

GTGCAGAAGAGGACGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4733;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAATTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG

AGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCTGTCGGCGCAACCGGAGAATTGCATCAGAAAGTGTTGCATTG

GAGTTCAGAAGAGGAGAGTGGAACTCCATGTGTGTCGGTAGAATGCATAGATATATGGAAGAACACCAATGGCTAG

TGCGGCTCTCTAGTCTGCAACTGGCGCTGAAGCTCGAAAGCATGGGTAGCGAACTGGATTATATACCCTGGTA 

>OTU4734;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVb(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGCGTAGGCGGCACGTCAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGTGGATTGCATTTGGAACTGGCGAGC

TAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4735;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0712); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACCGGATAT

CTTGAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCG

AAGGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4737;tax=d:Bacteria(0.0041),p:Parcubacteria(0.0000),g:Parcubacteria_genera_incertae_sedis(0.0000)

; 

TCGACGCCATTAATAATGTTTTCCGTAAATTCAGCGCCTTCCATGATGAGACAGGCCGTTTGAATGTTGACGGGATGA

ACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTAC

CATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAA

TCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACG

TACGGATTGTTCACACGACGCTCTTCCGATCT 

>OTU4736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTGTTGACATGTCGGGGCGCAAGCTGGGCATTGCCTCGCGAACTGTGAGACTTG

AGTGCGCGGGAAGTAGGCGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATGACGAAGAAGACCCGGCGCGAA

GGGAGATTTCTGTACTGTAACTGCCGCTGACGCTTGAAAGCTAGGGGAGCGAGCAGGATTAGATACCCTGGTA 

>OTU4741;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Alloprevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGCTTATAAGTCAGGTGTGAAATACGGCGGCTCAACCGGCGGACTGCAGGTGGAACTGTAAGTCTTG

AGTTCACACAGGGAAGTCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAG

GCAGGCAGCTGGAGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4739;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:"Enterob

acteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA
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AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCTCACGCAGGCGGTTTGTTAAGTCCGGAAGGAACACCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGC

AAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCACTGGACGAAGACTGACGCTTAGGTGCGAATGCGTGGTGAGCAAACAGGCTTAGATACCCTG

GTA 

>OTU4738;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0149),g:Eubacterium(0.0066); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGTTTTCG

GATTGTAAACTTCTTTTCTTAGTGAAGAAGAAAGTGACGGTAGCTAAGGAATAAGCATCGGCTAACTACGTGCCAGC

AGCCGCGGTACTGCGTAGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTGCAAGT

TGGATGTGAAATGCCGCGGGTTAACTGGGGAGGTGCATGCGAAACTGTAGTTCTTGGGTGGAGTAGAGGGAAGCG

GAATGCCGAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTGCTGGGCTCTAA

CTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4740;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGCTGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGCCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4743;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATCGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTGTATAAGCGTGTGGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACGGGGAGACTG

GAGTGCGCATGAAGTAGGAGGAATGCGTCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGATTGCGAA

GGCAGCCTGCTGTAGCGCAATTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCCGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGAGAGTAAAGTGCGGTACGCGTCCCGCGTTGCATGTACCATGTGAATAAGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTTGGTTAAGCGTGTCGTGAAATCCCGTAGCTCAACGGCGGACGTGCGGCGCGAACTGGTCGTCTTG

AGTACGCGTGCCGTTGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCTGACGGAAGAGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4742;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGGTGTAAAGTACTTTCAGCGGGGAGGTAGGGAGTAAAGTTAATACCTTTATTCATTGACGTTACCAGCAGA

AGAAGCACCGGCTAACGCCGTGCGAGCAGCCGCGTTAATACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAACCCCGGGCTTAACCTGGGTACTGCATCTGATACTGGCG

AGCTTGAGTCTCGTAGAGGTGGCTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTG

GAGAAGTCGGCCCACTAGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4745;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTACACAATGGACGCAAGTCTGATGGAGCAAAGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTTAAGCTCTGTTGTTGGTGAAGTAGGATAGGGGTAGTAACTGGCCTTTATTTGACGGTACTTACTTAG

AACGTCTCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGTAGGTGGCATGCGATGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAACCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4746;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGTC

TCTATGTGTTGTAAATTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCTGTGCCAGCAGCAGCGGTAATACGGAAGGACCGGGCGTAATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTCGTGAAAGGCAGTCGCTCAACGTCTGGACTGCATCGCAAACTGCCCAGCTT

GAGTGCACGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGAGCGTAAATGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4747;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCGACGTGTGGCTTATTGCAGGTACCGTATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTGTTAAGCGTGTCGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGAGTAGGAAGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCTCTACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1485),g:Fusicatenibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGATACCTGACTAAGAAGCCCCGCCTAACTACGAGC

CACCAGCTGCGTTAATACGAAGGGGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCGCAACGCTGGGACTGCAATGGAAACTGTCGAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACGA

TGACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9812),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAAGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTACCTAACCA

GAAAGTGCCGGCTAACTACGTGCCAGAACCCGAGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTAGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGAAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCTCGTGTGGCTTTTTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGTCAGCAGGCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTATTTTAAGCGTGTCGTGAAATGTCGAGGCTCAACGTCTGCATTGCAGCGCGAACTGGTTTCCTTGG

GTGCGCAGAAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4752;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTATTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCTGAAAAAGG



5797 

 

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGCTTTTAAGTGTGTTGTGAAATACCGGGGCTCAACCGGCGGACTGCAGTGCGAACTGGAAGTCTTG

AGTTCGCAGAAAGAAGGTGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCACGAAGAACTCCGATTGCGAAG

GCAGGCATCCGGGGTGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4751;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Betaproteobacteria(0.8614),o:Burkholderi

ales(0.6509),f:Sutterellaceae(0.4224),g:Sutterella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCCGATCCAGCCATGCTGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGACCGTGTTAATACCATGGTCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGTGGTCATACGTAGGGTGCAATCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTACTGTAAGTCAGACGTGAAATCCCCGGGCTCAACCTAGGAATTGCATTTGAGACTGCTGG

ACTTGAGTTCATCAGAGGGAGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTAGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGATGCAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Rikenellaceae"(0.0904),g:Alistipes(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTATACGGGGATAAACTCTCCCACGTGTGGCTTATTGCAAGTATCGTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCTTATAAGTTAGTCGTGAAATGTCGGGGCTTAACCTCGGAACTGCAGCGAGTACTGTGAGACTGGA

GAGCAGAGGAGGTAGGCGGAATGTGTCGTGTAGCGGTGAAATGCTTAGAGATCATGAAGAACACCGATTGCGAAG

GCAGCTTGCTGTACCGCATCTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0076); 

ACGGTAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAACCTGAACCAGTCAAGTAGCGTGAGGGAAGACTGCC

CTATGGGTTGTAAACCGCTTTTGTTTGGGTATAAAGTACGGTACGCGTCGCGTTTTTCACGTACCATTTGAATAAGAAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCTTTATCCGGATTTATTGGGTTTTAAGGGAGC

GCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGTGGTGCGGCGCGAACTGGTTCACTTGAGT

ACGCGGGACGTTGGCGGAATTTGCGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGCA

GCTGACGGTAGCGCAACTAACGATCAGACTAGAGAGTGCGGGTATGGAACAGGATTAGATACCCTGGTA 

>OTU4755;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCTTATGAATAAGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTTGGTTAAGCGTGTCGTGAAAGGTTGGGGCTCAACCGGAGAATTGCAGCGGGAACTGGAAGACTTG

AGTGCGGAGGAAGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGGTGTAACTGACGCTGAGGCTCGGAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4757;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTTGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGTAATACTGCC

CTATGGGTTGTAAACTTCTTTTATAATGGAATAAAGTGCACCCCGTTTGGTGTTTTGTATGTACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGGTGGCTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGAGTTTTAAGTAAGGGGAGAAAGTGAGAGGCTAAACATAAAAATTGCAGTTGAAAAGGGAGGGGTAAA

GTAAATGTGGGGAAGGGGGAAAGTGTGGTGGAGGGGGGAAATGCAGAGATATCACGAAGAACTCAGATGGCAAA

GGCAGCATGAAAAGCCATAACTGACACTGAAGAAAGAAAGTGTGAGTAGCAAAAAGGATTAGATAACCTGATG 

>OTU4758;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Glycomycetaceae(0.0000),g:Glycomyces(0.0000); 

TGCCATACAACCCAGGGTCGCCAGCCCTATCGGTATCAGTCACCGCACCTTTAGCGTTCCGGTACTGAATCTCTTTCGT

CGCAGTCGGCGGACCACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGA

ATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGA

TGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTGGACCTCCAAATGAAGAA

ATAACATCAGGGTAACGCTGCAGGAAGGAAGCACGTTCGTGGTCAGTATGCAAATTAGC 

>OTU4756;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.7547),c:Fusobacteriia(0.4428),o:"Fusobacteriales"(0.

2039),f:"Fusobacteriaceae"(0.0904),g:Fusobacterium(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGAATGACACTT

TTCTGAGCGTAAACTCCTTTTCTTAGGGAAGAAATTTGACGGTGCCTAAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAAGT

CTGATGTGAAAATGCGGGGCACACCTCTGTATTGCGTTGGAAACTGCATAACTAGAGTATTGGAGAGGTGGACGGA

ACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCAATGGCCGAATACTA

AAACTGGAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4759;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfofaba(0.0000); 

ATTCAAACGGCCTGTCTCATCCTGGCAGGCGCTGAATTTACGGACAACCTTCTTAATGGCGTCGAGCGTCCGGTTCAA

GCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAGAAAACGT

GCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCC
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GCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTGGAATTGC

AGGGGCTTCGGCCCCGTACGTGAGGAGAAATGATGTCGAATAG 

>OTU4760;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAACCTGCTTTTTTAGGGGGATAAAGTGTGCCACTTGTTGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCGGCCGCGGTCATACGGAAGGTTCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGATCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATGGCGAAG

GCAGCCCGCTGTAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4763;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

AGGTCTGTTGAACACGACCAGAAAACTGGCCTTACGCCGTTTGGTCAGTTCCATCATCCTCCTAGCCAGATGCCCAGA

GCTTAGCGCGCATGCCAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACATCCAAATGAAGAAATAACATCA

TGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATAATGTCA

ATAGATGTGGTAGAAGTCGACATTTGGCGAGAAAGCTCAGGCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGA

GATGGCGGCAACGGAAACCATAACGAGCAGCATCTG 

>OTU4762;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGCGCAGGAAGAAGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGATTATTGCAGGTACAGTATGAATAAG

GACCGGCTAATTCCGCGCAAGCAGCCGCGGTAATACGGAAGGTCTGGGTGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAAGGTCGGGGCTCAATCTGGGCATTGCAGCGCGAACTGGAAGACT

TGAGTGCGCAGGAAGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATGGCGA

AGGCAGCCTGCTGTAGCGTAGCTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAGCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGATTGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAGACTGTAG

TTCTTGAGTACTGGAGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG
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GCGAAGGCGGCTTACTGGACGGTAATTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4764;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Fusicatenibacter(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTT

TTTCGGTATGTAAAGCTCTTTCATCTGGGAAGAAGAAATGACGGTACCTGACTAAAAATCCCCGGCTAACTACGTTCC

AACAGCCGCGGTAATACGTAGGGGTCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTGGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5632),g:Oscillibacter(0.2171); 

ACTGTAGGCATCAGTGTGGAATCTTTGGCACTGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCT

TTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGCAGAAGACGGTACCTGAAGAATAAGCCACGGCTATCTATGTGCC

AGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCGCGGGATTAACCCGCGAACTGCATTTGAAACAGTGGATCTTGAGTATCGGAGAGGTAATC

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4767;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.9201),g:Prevotella(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTTATAAGTGAGTTGTGAAATGTCGGGGCTCAACCGTGGCATTGCAGCGGGAACTGGCGGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGCAACTGACACTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTT

TTCGGATCGTAAAGCTCCGTTTATGGTGAAGAAGGATAGAGTTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGGAAGCGTTGTCCGGATTTATTGGGCGTGAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTCAACCGAGGAACTGCATCTGAAACTGTTATTC
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TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCAGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4768;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGCATAAAGTGCGGTACGCGTCCCGCAATGCATGTCCCATTTGATTAAGG

CCCGGCTAATTCTGTGCCAGCAGCCGCCGTAATCCGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCAGTGTGTTAAGCGTGACGTGAAATTCTGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTG

AGTGCGCGAGGCGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4770;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGGATAAAGTGTGTCATGTGTGGCATATTGCAGGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTTATAAGCCTGTTGTGAAAGGTCGGGGCTCAACCTGGGAATTGCAGTGCGTACTGGATGTCTTGA

GTGCACAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTGGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCAAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCAGCATTGCATGTACCATTTGAATAAGG

CCCGGCTAATTCCATGACAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCTTGTCGTGAAATTCCGTCGCTTAACGGCGGACGTGCGGTGCGTACTGTTCCACTTGA

GTACGCGGGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4771;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTTAGGCCCTGTTTTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGTGCAGGCGGTTCAATAAAGTTGACGTGAAAGCCTTCGGCCCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGGGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATGTGGAAGAACACCGGTG
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GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCACTGTCGGTAGTGAAGAAGGATGGAGGGAGAAAATGGCCACTATTTGACGGTAATTGCTTA

AAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGACCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCCTCGGCTCAACCTGGGAATCGCATCAGAAACTGTCG

AGCTTGAGTGCAGAAGAGGAGAGTAGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4775;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGTTTGTAAACTTCTTTTATACGGCGGTTAAGTCATCCACCTGTGGATGTTTCCAAGTACCGTATGTTAATGGA

TCGGCTATTTCCGTGCCATCAGCCGCGCTTTTACGGAAGTTCCGACCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGACGAGCAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGATAGTCTTGAGT

GCAGATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACACCGATTGAGAAGGCA

GCGTGCTGTAGCGAAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAAGGAATCTTCCACAATGGCCGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTTAAACTCTGTTGTTAGAGAAGAACACGAGTGAGCGTAACTGTTCATTCGATGACGGTGTCTAACAAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAA

GGGAGCGGAGACGGAGAGGCAAGTCGGATGTGAAAGCCTGGGGCTTAACCGGGGTAGTGCATTGGAAACTGGAA

GACTTGAGTGACGAAGAGGAGGGTGGAACGTGAAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAAT

GGCGAAGGCGGCTCTCTGGGCTGTGACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4773;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATACGGGAATAAAGGGCGCCACGTGTTACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGCGCGTTATCCGGATTCATTGGGTTTAAAGGGT
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GCGTAGGTGGCTTGTTAAGTCGGCGGTGAAAGTCAGGGGCTCAACCATTGAAGTGCCGTGGAAACTGGAGGGCTTG

AGTACGGACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATGGCGAA

GGCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4777;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Actinomycetaceae(0.0000),g:Arcanobacterium(0.0000); 

ACTGTTAACACTACTGGTTATATTGCCCATGCCGCTTTTCTTGGCACGATTCACCCTGATACCAATAAAATCCCTAAGCC

TTTGTTTCAGGGTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACCCT

AATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGGACTGCTCCGCTTCCTC

CTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATTGACATTATGGGTCTGCAAGCTGCTTATGCTAA

TTTGCATACGGTGAGTATAATGACCCCAAAAAGAAAGGTATGAAGGATGAGTG 

>OTU4779;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACAAGCCAAGTAGCGTGCAGGACGACGGC

ACGATGGGTTGTAAACTGCTTTTATAGAGGGAGAAAGTGTGCCACGTGTGGCATATTGCAGGTAACCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCTTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGCCGCAGACCTCCGATTGCGAAG

GCAGCCTGCTTTAGCGCAACTGACGCTGAATCTCGAAAGCGTGGGTATCGACCAGGATTAGATACCCTTGTA 

>OTU4776;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Ruminococcus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGATAACTACGTGC

CAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTTGAT

AAGTCTGATGTGAAAACCTTTGGCTTAACCAAATAAGTGCATCGTAAACTTTCAGACTTGAGTGCAGATGAGGACAGT

TGAACTCCATGTTTAGCGGTTGAATTCGTAGATATATGGAAGGACACCAGTTGCGAAGGCGGCTGTCTTGTCTTCTAC

TGACGCCTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTTCACAATGGGAGAAAGCCTGATGGAGCAACAACGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGTTAGAGAAGAAAGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATATAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGTAGGAGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTATGATAAGTCTGATGTGAAAGCCTTTGGCTCAACCAAAGAAGTGCATCGGAAACTGTC

AGGCTTGAGTTCCGAAGAGGACAGCGGAACTCCATGTGTAGCGGTGTAACGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCCTACTGGGCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4781;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9994),c:Fusobacteriia(0.9897),o:"Fusobacteriales"(0.

9937),f:"Fusobacteriaceae"(0.9912),g:Fusobacterium(0.3479); 

ACTTCCTTCCTCCTTTTTTCCTCTTTTCCCCTCTCCCCCCCTTCTTATCCCTCAATTCTGTGTGCACGATGAAGTTTTTCGG

AATGTAAAGTGCTTTCAGTTGGGACGAAGAAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCCAGC

AGCCGCGGTAATAAGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAAGTC

TGATGTGAAAATGCGGAGGTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGGCGGAA

CTACAAGTGTAGAGGTTAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAGATACTGA

CGCTAAATCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4782;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGTCACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTAGGTTAAGCGTGTTGTGAAATGCAGACGCTCAACGGCTGAACTGCGGCGCGAACTGGTCTACTTGA

GTACGCGGAACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.9566); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAAACGAGGAAATGAAACGGAAAACGGTTT

TCTTGAGTGCAGAAGAGGAGGGGGGAAATCCATGTGTAGCGGTGGAATGCGTAGACATATGGAAGAACACCAGTG
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GAGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATAACCTGG

TA 

>OTU4783;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Negativicutes(0.9776),o:Selenomonadales(0.968

5),f:Veillonellaceae(0.9480),g:Megasphaera(0.8124); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGACGGC

CTTCGGGTTGTAAAGTTCTGTTATACGGGACGAATGGCGTAGCGGTCAATACCCGTTACGAGTGACGGTACCGTAAG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGCGTGCAGGCGGCGTCGTAAGTCGGTCTTAAAAGTGCGGGGCTTAACCCCGTGAGGGGACCGAAACTGCG

ATGCTAGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATATTCGACAATGGACGCAAGCCTGATGGAGCAACGTCGCGTGAGGGAAGAAGGT

TTTCGGGTCGTAAAGCTCCGTTGTTGGTGAAGTAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTATTCATCCGG

ACAGTCTCGGCTAACTCCGTGCCCGCAGCTGCGGCAATACGTAGGGGGTAAGTGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGAAAACTAAGTCTGATGTGAAATCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAACCCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGATCATACGGCGGATTCGAGCGTTGTCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGGTTGTTAAGTCAGAGGTGAAATTCAGGGGCTCAACCACTGAATTGCAGTTGAAACTGGCTAGCTTGA

GTACGGACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGAGCGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGTAGTAACTGGTCGTTAGTTGACGGTAATAAACCA

GAAAGTCACGGCGAACTACGTGCCAGCAGCTGCGGTAATACGGAGGTGGCAAACGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAAGAAGTCTAATGTGAAAGCCCTCGGCTTAACCGCGGAACTGCATCGGAAACTGTT
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TTTCTTGAGTACAGAAGAGGATAGTGGAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4787;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTCTTGGGTTTAAAGGG

AGCGTAGGCTGTCTGTTAAGCGAGTTGTGAAAGGTTGGGGCTCAACCGTGGAATTGCAGCTCGAACTGGAAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4792;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0.

9934),f:"Fusobacteriaceae"(0.8505),g:Fusobacterium(0.0904); 

ACGGGCGGCAGCAGTGTGGCATCTTTTCCCCTGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGTCT

TAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCAGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAAGGCCGATGGGGAAGCCAGCCCACTGGACAGAT

ACTGACGCTAGAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4791;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATTC

CTTCTGGGTTTTAACCTTCTTCTATAGAGGAATAAAGTCGGGTATGGATATCCGTTTGCATGTCCTTTATGAATCAGGC

TCGGCTAACTCTGTGTCAGCAGCCGCGTTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4789;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Alphaproteobacteria(0.3483),o:Rickettsiale

s(0.1483),f:Anaplasmataceae(0.0560),g:Ehrlichia(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTTATCGAGGAAGATAATGACGGTACCCACAGAAGAAGTCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCGAGCGTTATTCGGAATTATTGGGCGTAAAGGGAGCGTAAGCGGATTAGTA

AGTTAAAAGTGAAATACCCAGGCTTAACCTTGGTGTTGCTTTTCAAACTGGTAATCTAGAGTTTAAAAGAGGATAAAG
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GAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGTCCAAATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4224),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGCGAGTCTGGCCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGGTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCTCTTGAATAAGCCACAGCTAACTACGTGC

CAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTCCGGATCTACTGGGTGTAAAGGGCGTGTAGCGGGGCCGAC

AAGTCAGATGTGAAATCCACGGGCTTAACCCGTGAACTGCATTTGAAACTGGTGGTCTTGAGTATGTGCGAGGTAAC

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4794;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GCCAGCGATAACCGGAGTAGTTGCCCTGGTAATAAGCCGACCCTTCTGACCCGCAAGGCCGCCAAGCTTGGAAAGGT

CATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATT

AAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGAC

CAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTGCACGTAAGTTTTGACGCACGTTTTCG

TCTGCGTCAGTAAGAACGTCAGTGTTTCCGGCGCGTACACGCAAGGTAAACGCGAACAATTCAGCGGCTTTAACCGG

ACG 

>OTU4793;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCCCGTAAACACGTATGTGGCGAGCGTTGTCCGGATTTATTGGGCATAA

AGGGAACGCAGGCAGCCTTTTAAGTCTGATGTGAAAGCCATCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGTAGGCGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4796;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Dorea(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGGGAAACACTGATGCAACGACGCAGCGTTAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCAGTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAATTGCTTTGATATTAGGGGGACCACCAGTGTCTAAGCTGTCTCCCTGCACGACGAT

TTACGTTGATGCTCGAAAGCGTAGGGAGCAAATAGGATTAGATACCCTGGTA 
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>OTU4795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGACGGC

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGTA

AGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCAGTTGAAACTGGCAAGCTAGAGTGTAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4797;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8614),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCCCTTTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTCTTCGACGGTATTCAACCAG

AAAGTCACGGCTATCTACGTGCCACCAGCCGCGGTCATACGTAGGTGGCATGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTAGCTTAGGTCTGAGGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCGGCAACGGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Enteroc

occaceae(0.1098),g:Enterococcus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGGCGAAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACATGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGTGAGCGTAGGCGGGCTCTTAAGTGTGATGTGAAAGACCCCGGCTCAACTTGGGAGGTGCATTGCAAACTGGGAG

TCTAGAGTGCAGAAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4801;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0423); 

AAGGGAGGGAGGAGGGAGGAAGAGGGGGAAAGGGGAGGAGGAAGGAACCAGCCAAGTCGCGTGAGGGAAGAC

GGTCCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAA

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAA

GGGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGC
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TAGAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCG

AAGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4798;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1679),g:Oxobacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCGGGTTGTAAACCTCTGTCCTTAGGGACGAAGAAGTGACGGTACCCAGGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCTAT

TAAGTCAGATGTGAAATACCCGGGCTTAACCCGGGGGCTGCATCTGATACTGGTAGGCTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4800;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0710),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTCCTGGGGGACGAAGGAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGACGGAGC

AGCAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGCAGGACTTGAGTGATGGAGAGG

ATAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGG

ACATAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGAATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4805;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATTCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGAAAGCGTTAATCGGAATTACTTGGCGTA

AAGCGCACGCAGGCGGTTTGGTAAGTTAGATGTGAGAGCTCCGGGCTCAACATGGGAACTGCGTCTGAAACTGGCA

AGCTGGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT
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GGCGAAGGCGGCCCACTGGACTAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU4802;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTAA

GCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTAC

TGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4803;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGGCGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCTTGAGTACCGGATGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU4806;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4807;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTCTTATGAGACGAAGGAAATGACGGTATCATAGGAGGAAGCCCAGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

GTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGAAATTGATTTGGATACTGCCGGGCTGGTGTGCAGGAGAGGT
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AAGCGGAATTCCCGGTTTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

CGTAACTGCCGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4808;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_3(0.0252),g:Caloranaerobacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGTATGTAGGCGGTTCT

GCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCAGGACTTGAATCGCTGAGGGGC

AGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGAG

CTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4809;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Aeroco

ccaceae(0.0560),g:Aerococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGCAGGAGACGAAGGAAGTGACGGTACCTCGTGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGTTGTG

TAAGTCTGATGTGAAAGCTATCGGCTTAACCGATAAAGTGCATCGGAAGCCGGGCTACTTGAGTGTCGAAGAGGAC

GGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTAACTGGTCT

GCAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4810;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCAAGTAGCGTGCGGGAAGACTGC

CCTACGGGTTGTAAACCGCTTTTGTTTGGGAATAAAGTGCGGTACGTGTCACGCTTTGCATGTACCATTTGAATAAGG

ACCGGCTAGTTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTTCGGCGCCCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCCGGTA 

>OTU4811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2524),g:Fusicatenibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGCACTACGTAGGGGGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAATGG

CAAGTCTGATGTGAAAACTCAGGGCTCAACCGTGGAACTGCATTGGAAACTGTCAAGCTGGAGTGACGGAGAGGTA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCAGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4812;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGGCTGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTAAAGCCGTTGAAACTGGCGGTCTTGA

GTAGCGGCGAGGCATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4813;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGTGGTTTGTCGC

GTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGGGGAGACT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Sporobacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGATAATGACGGTACCTGATGAATAAGTCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGACTGCAAG

TCAGATGTGAAATCTGGGGGCTTAACCCCCAAACTGCATTTGAAACTGTAGTTCTTGAGTATCGGAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGGCCTGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.42

80),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTACGTAGGTGGTTTCCTAAGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTT

ACTTGAGTGCTGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG
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CGAAGGCGGCCTGCTGGACTGATACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4817;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAA

AGGGAGCGTAGGCGGGCAGGCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGT

CTTGAGTGAAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4819;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Mongoliitalea(0.0000); 

ATCACCCGAAGGCGGTTCCTGCATGCCTGGGCAGCCTTCACGACGGTGCTACGCAGGAGCACCATCCGAAGGCGCAT

AACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTC

ACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGT

ACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGAAAACATAGTGCCATGCTCAGGAACAAA

GAAACGCGGCACAGAATGTGTATAGGTCTGGGGAACACGACCAGAAAACTG 

>OTU4816;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0113),g:Cruoricaptor(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGACTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCGGCGGTGAAAGGGCCGGGCTCAAGCAGGAGAGTGCCGTTGATACTGTGAAGCTTG

AGTGCGGGTGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATACATAGATATCACTCAGAACACCGATAGCGAAG

GCATCTGCCAAATCCGCAATTGACGCTGGGGCACGAGAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4818;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAA

TAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4820;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACTGC

CTTCGGGTTGTAAAGCTCTGTCTTCACGGACGATAATTACGCTACCTGAGGAGGAAGCCACGTCCAACTACGTTCCAG

CAGCCCCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GTGATGTGAAATACCGGGGCTTAACTTGGGTAATGCATTTCAAACTGGAAGTCTAGAGTGAAGGAGAGGAGAAGGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCGGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4822;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGCGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGTGTGTGAAATGTTGGGGCTCAAACCGGGGAATGCAGCGCGAACTGGGAGACTT

GAGTGAGCAGGAAGTAGGGGGAATTCGGCGGGTTGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4821;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.39

59),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGGGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4823;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTATACGCAGAGCAATAAGGGTCTCGTGAGATCCGACGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCACGGTAATACAGAGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTTGGAGGTGAAATCCCCGGGCTCAACGCGGGAGTTGCCGTTGATACTGTAGATCTG

GAATGGTGCTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTTACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCCGGTACCCTATGAATCCGG

CCCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCATCGCAAACTGTGAGGCTTGA

GTGCGCAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGGTTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4825;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAGTACGGAGGCTTAACCTCCGAGCTGCATTTGAAACTGCAATTCTTGAGTGATGGAGAGGTAAG

CGGAATTCCCAATGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4827;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTG

CTCGAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGCGAAATGCATAGATATGACGCAGAACTCCGATTGC

GAAGGCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4828;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTAGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGAGCGTAGATGGCAGCGCAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGAATGGCTTTGGAAACTGCGC

GGCTAGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGT

GGCGAAGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 



5816 

 

>OTU4829;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAACTCAGATCTGCACTCCCCCGGCTCAAACTGCGACCTGCATCTGATACTCGCCA

TCTTGAGCCTCGTCGAGCGGGGTAGAATTCCCGGTCTCGCGGTGAAATGCGCAGAGATCCGGAGGCATACCCGTGG

CCAAGGCGCCCCTCTCGACGAACACTTACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGCTCCCCCGGTA 

>OTU4830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGACGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTGTCAAGGACGAAGAAAGTGACGGTACTTGACTAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCATGC

AAGTCAGATGTGAAATCTATGGGCTTAAACCATAATCTGCATTTGAAACTGTATCACTTGAGTGCTGGAGAGGTAGAT

GGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGTTTAA

AGGGTGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTAGCAGG

CTTGAATACTGTTGCCGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCG

AAGGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTAGCTGGAGGGAGGGAGGGGTAA

GTGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCTTACTGGAAGG

TAAATGAAGTGGAGGATAGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 
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>OTU4826;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Marinilabiaceae"(0.0710),g:Anaerophaga(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGAGTAATAAGGTCCACGTGTAGGGTGATGCGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAAGTGCCTTTGGTACTAGCAGGCTTG

AATAGTGTTGACGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCAGCTCACGAAGCAGGCATTGACGCTGAAGCACGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU4832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Saccharofermentans(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGG

CAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4834;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGCGAGATCCGCTGAGCGTATGCTTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGAGGTGAAATCCCCGCGCTAAACGAGGGAGTTGCGGTTGAAACTGTAAATCTG

GAATGAGCGAGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGA

AGGCAGCTGACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTTCTTAATGAATAAGCTCCGTCTATCTACGTCCCA

GCAGCCGCGGTTACACGTAGGGATAAAGCGATGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAGGTAGAGGAAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGTTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4837;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGACATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGGCCGTATTATAAGCGAGTTGTGGAATGTCGCGGCTCAACCGGGGGACTGCAGCGGGAACTGTGGGACT

TGAGTGCAGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Roseburia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGCGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4839;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGCCTGCACTGCAGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTACGTGCGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGCCGAACTACGTGCCAGCAACCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTATGGGGCGTA

AAGCGAGCGCAGGCGGTTACGTAAGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATTGGAAACTGGGT

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU4841;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTGGTGATAGTTTGCGGCTTAAGTGGAAGTTTGCAGTTGATACTGGCTGGCTTGA

GGGCTGCAGAGGCAGGCGGAATTTGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGT

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4843;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:"Prevotellaceae"(0.9573),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTG

AGTACACACAAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4842;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTAAACCAGCCAAGAAGCATGCAAGAAGACGGC

CTTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGAGCGTACGTGTACGCCGCATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTAGCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGGTTTTTAAGTCAGTTGTGAAAGTCTGCGGCTGAACCTGGGCATTGCAGCGCGAACTGTGAGAC

TTGAGTGCGGAGGAAGTTAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGATGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAATCGACGCTGAAGCTCGACAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.5991),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATGTGAAACCTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTGATTCTTGAGTGTGGGAGAGGTAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATACGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4840;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTTTTAA

GTCAGATGTGAAATACACGGGCTAAACTCAGGTGCTGCATTTGAAACTGGATGTCTAGAGTGAAGTAGAGGAGAAT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTTTA

ACTGACGCTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4845;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTGATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGTGGCACAAGCTGGGCATTGAAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGAGGAATTCGTCGTGTAGCGGTGAAATGATTAGGTATGACGAAGAACTCCGATTGAGAA

GGCAGCCTGCTGTAGCGTAACTGAAGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATAACCTGGTA 

>OTU4846;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Dorea(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTAACTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGGTGGTAA

GTCAGCTGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTTGAATGCGGATGCCGTGGGAG

GAATGTGTGTTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGGCCGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4847;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Olivibacter(0.0056); 

CCTTTCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGCCCT

ACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAA

TGATCCCGCCGCGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU4848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACCGCATTTGTGACTGTCTGACTG

GAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAA

GCCAGCCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4849;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGC

CCTATGGGTCGTAAACCTCTTTTGTCAGGGAACAAAAGCCGAGATGTATATTGGTGTGAGTGTACCTGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCCGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCGGATGCTGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCATGAAGAACCCCGATTGCGAA

GGCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4850;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTTTTTAAACCCCTATCAGCGGGGAAGAAAATACCGGTACCTGCCTAAGAGCCCCCGCCTAATTACGTCCCAC

CACCCCCGTTATTACGTATGGACCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAAGT

CTGGTGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGCCTGTCTTGAGTGCCGGAGAGGTAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4853;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9918),o:"Fusobacteriales"(0.

9935),f:"Fusobacteriaceae"(0.9868),g:Fusobacterium(0.7643); 

CCTTTCTTCCTCCTTTTTGACTATTGGACCCTGGCCCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGTCTTA

GGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTAAG

TCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGCGG

AACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATACT

GACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4852;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTCAGGCACGTGTACCTGTTTGTATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAAGCTTAAGTCAGATGTGAAATGTTGCGGCTCAACCGTAAAATTGCGTTGGATACTGGGTTGCTTGA

GTACAGTAGACGTCGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGGCGGGACTTTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4851;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Enterob

acteriales"(0.1719),f:Enterobacteriaceae(0.0710),g:Cronobacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAATACCGCGTGAGTGAAGAAGGCT

TTCGGGTTGTAAAGTACTTTCATCGGGGAAGAAGGGGCTAGAGATAAAACGTTTACTCATTGACGTTATCCGCCGAA

GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTTGGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCGGAAACTGGCA

AGCTTGAGTGTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAATACCAGTG

GCGAAGGCGGCTGCCTGGTCTAAGACTGACGCTCAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4857;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9923),o:Campylob

acterales(0.9753),f:Helicobacteraceae(0.9573),g:Helicobacter(0.8124); 

AAGGAAGGGAGAAGGAGGGAAGAGGGGGAAAGGGGGGAAAGAGGGAAGCAGCAACGCCGCGTGGAGGATGAA

GGTTTTCGGATTGTAAACTCCCTTTCTATGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAG

CAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTATTCTAGAGTAGGGGAGAGGTAG

GTGGAATGCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACA

TAACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4855;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACAGGGATAAAGTCGGGAACGTGTTCCCGTTTGTAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGATGGTTAAGCGTGTCGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGTGAACTGTTTATCTTGA

GTGAGTTCGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGGC

AGCCAACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4856;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGCGGGGAATATTGCACAATGAAGGAAACTCTGATGCAGCGGCGCCGCGTGAAGGATGAAGTA

TTTTGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAGCAA

GTCTGAAGTGAAAGCCCGGGGCGCAACCCCGGAACTGCTTTGGAAACTGTTCAGCTGGAGTTCCGGAGATGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4854;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9984),o:Actinomycetales(

0.9911),f:Actinomycetaceae(0.9852),g:Actinomyces(0.9799); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTAAACCTCTTTCGCCAGTGAAGCAGGCCATCTTCTTTGTGGGGTGGTTGACGGTAGCTGGATAAGAA

GCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAG

AGCTCGTAGGCGGCTGGTCGCGTCTGTCGTGAAATCCCCTGGCTTAACGGGGGGCTTGAGGTGGGTACGGGCCGGC

TTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGC

GAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGGCGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGGGATGTGAAAAGCCGGGGCTAAACCGTGGAACTGCAGCGGGAACTGGGGGGCT

TGAGTGCGGGAGGGGCAGGCGGAACTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTCGCGA

AGGCGGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4860;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9882),o:"Bacteroidales"(0.9

939),f:"Porphyromonadaceae"(0.9900),g:Butyricimonas(0.9686); 

ACTTAATTCATCAGTTATTAATATTTTTCAATTTTCTCTAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGGTCTA

TGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCGCGT

AGGCGGGACGCCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTGGAGACG

AGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTTGGAACCCCAATAGCGAAGGCAG

CTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4858;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCATTTGTGTGGGAATAAAGTGCGGGACGTGTGCCGTATTGCAGGTACCATTTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATGCCGTCGCTCAACTGCGGGCCTGCAGTGGGTACTGGCGCACTT

GAGTGCGCGCAAGGATGCCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGTGACCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Ruminococcus2(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTGATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCGGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTAGCTGGAGTGCCGGAGGCGTCAG

TGGAATTCCTAGTGTTGCGGTGAAATGCGTAGATATTAGGACGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTTACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4864;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCGAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCTGGATTTATTGGGCGTAA

AGCGCGTCTAGGTGGTTTGGTAAGTCTGATGTGAAATGTAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTT

CTTGAGTACGCACAAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGC

GAAGGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4862;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGTAATAAGGGTCTCGTGTGATCCGTTGAAAGTACCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCTGGTAAGTCAGGTGTGAAATGTCCCCGCTCAACCTGGGTCTTGCGTGTGGTACTGTGGGACTGGA

ATGCGGATAAAGTAGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACTCCGATTGCGAAGG

CATCTCACTAATCCGCAATTGGCGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4863;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCATCGGGGAGGAAGGGAGTAACGTTACTACCTTTACTCACTGCCGCTACCCGCATAA

GAAGCACCGCCTAACTCCGTGCCAGCAGCCGCGTTACTACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAAGCTGGGAACTGCATCGGATACTGGCAA

GCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCTCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4865;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCATGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGACGAGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGTAGGCCGTCTGTTAAGCGTGTTATGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGAC

TTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCG

AAGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAATATGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTCGCCGGTCAAGCGTGTTGTGAAATGCAGTGGCTCAACGGCTAAACTGCAGCGGGAACTGCCAGGCTTG

AGTGCGGGCGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGTTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAACAGGCCTGTATTTGACGGTAATCAAGCA

GAAAGACACGGCTAACTACGTGCCAGCAGACGCGGTAATAGGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGGGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

GTGCTTGAGTGCAGTAGAGGAGAGTGGAACACCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4869;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGTTAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTGGTGAAAGGTCGGGGCTTAACATGGGCAGTGCAGCGCGAACTGGCGGACTG

GAGTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACAAAGAACACCGATTGCGAA

GGCAGCCTGCTGTAGCATAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4868;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAACAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGAGTCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTG

AGTACTGGAGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4870;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATGGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTCATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTCAAAGCCCTCGGCTCAACCGCGGCACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGGGAGGAACTCCATGGGTGGCGGTGGAATGCGTAGATATATGGAAGAACGCCGGTGG

CGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGCAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCGGGCAA

GCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGTGCGCGCAACGTTGGCG
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GAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCTGACGGGTGCGTAA

CTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGGGAAAGAAATGACGATACCTGACTAATAATCCCCGGCTAACTACGTACC

AGCAGCCGAGGTAATACGTAGGGGGCAAGCGATATCCAGGTTTAGTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTAGGCGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4873;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCTGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAGTACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4875;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9711),o:Burkholderi

ales(0.8303),f:Sutterellaceae(0.6350),g:Sutterella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGTCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGACCGTGCTAATACCATGGTCTGCTGACGGTACGTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGACTAATGGGACATCGCCGGGCTCAACCTGGGGATTGCATTTGTGACTGGAG

GGCTAGAGTTCAGCAGAGGGAGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCAATG

GCGAAGGCAGCCCCCTGGGATGCGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCCTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGAAAAATAAGCTTATTTTGAAAGCCTCCGGCTAAACCGGGGAACTGAATCGGAAACGTTTTTT

TTGGATTGAAGAAGAGGAGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGTTATATGGAAGAACCCCAGTGGG

GAAGGCGGTTTCCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4876;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGAGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACG

GCCCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGCGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGCAGGCCGCCCCTTAAGCGTGTTGTGAGATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGC

TTGAGTGCGCGCAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCG

AAGGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTTTAAACTTCTTTTCTTATGGACGAAGCAAGTTACGGTACCTGAGGATTAAGCCACGGCTAAGTACGTGC

CAGCAGCCGCGGTAATACGTAGGTCGCAGTCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGATTGC

AAGTGAGATGTGAAAACCACGGGCGCAACCTGTGACCTGCATTTGAAACTGGAGTTCTTGAGTACGGGAGAGGCAG

ACGGAATTCCTAGTGTAGCGGTGTAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4878;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9947),o:"Fusobacteriales"(0.

9936),f:"Leptotrichiaceae"(0.9868),g:Leptotrichia(0.9743); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATTCTGTGTGCACGAAGAAGGTT

TTCGGATTGTAAAGTGCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCCAGAT

AAGTCTGGGGTGAAAACTTGCGGCTCAACCGCAAGCCTGCCCTGGAAACTATGTGGCTAGAGTACTGGAGAGGTGG

ACGGAACTGCACGAGTAGAGGTGAAATTCGTAGATATGTGCAGGAATGCCGATGATGAAGATAGTTCACTGGACGG

TAACTGACGCTGAAGTGCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9740),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTATTAACTGTCCTTTCTTTGACGGTACTCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTTTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTGTG
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CTTGAGTGCAGAAGAGGAGAGTGGAAGTCCAGGTGTAGCGGTAGAATGCGTAGAGATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4880;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGCT

TTCGGATCGTAAAGCTCCGTTGTTGGTGAAGTAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

ACAGTCACGGCTAACTACGTGCCAGCAGCTGAGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAATCCCGCGGCTTAACCGATGAACTGCAGCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCAACAATGGGCACAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTGTCTAAGTCAGATGTGAAAGCGTGCGGCTTAACCGGAGAAGTGCATCTGAAACTGGAT

AACTTGAGTGCAAGAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.9566); 

AAGGGAGGCAGCAGTAGGGAAGCGGAAAAAAGGGAAGAAAGTCTGGTGGAGCAACGCCGCGTGAGTGAAGAAGG

TCTTCGGATCGTAAAACTCGGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGTAAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGTTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4884;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCGTATTGCAGGTACCGGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGTAGGCCGTCTTATAAGCGTGTGGTGAAATGTCCGGGCTCAACCTGTGCATTGCAGCGCGAACTGTGAGCCTTG

AGTGTGCAGGACGTCGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTCGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4883;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.5991),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAACCTGGGGACTGCTTTGGAAACTGTCATACTAGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4885;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Rikenellaceae"(0.0560),g:Alistipes(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAACTCACCTACGTGTAGTTGTTTGCAGGTACCGTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCTTGTTAAGTGAGTGGTGAAATGCAGGGGCTTAGCTTCGGAACTGCATCTAATACTGTTAGACTAGA

GAGCAGGTGAGGTATGCGGAATGTGTCGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCAGACGAAAGCGTATCTGACGCTGAGGCACGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4887;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGTGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGTTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTGGTGAAACGTCGGGGCTCAAACTGGGCAGGGAAGCGCGAACTGTGAGAGTG

GAGTGCGAAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGAAGAAGAACTCAGATTGCGAA

GGAAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4886;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAACAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA
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GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Odoribacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCGGGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTGA

GTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGG

CAGCTTACCAGGCTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4889;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4890;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

AAGGGAGGAAGAAGAAGGGAATCAGGGGGAAGGGGGGCGAGTCTGACGCAGCAACGCCGCGTCACTGAAGAAGC

GTCTCGGATCGTAAACCTCTGTTGTTGGTGAAGAAGCATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAGTGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTT

GTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4892;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACTCAGTGACGTTTATCAATCAG

AAAGTCACGGCTACCTACGTGCCAGCAGCGTCGTAAATACGGAGGTGGCAAGATTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCGTCGGAAACCGGGAA
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ACTTGAGTGCAGACGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTAGTCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCACCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGCTGTGAAAACCCGGGGCTCAACCCCGGGAGTGCAGTGCAAACTGTCTATCTGGAGTGCGGGAAGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCATAGATACTAGGAAAAACACCAATGGCGAAGGCGGCTTACGGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4891;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Negativicutes(0.2321),o:Selenomonadales(0.101

5),f:Veillonellaceae(0.0355),g:Mitsuokella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCCATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGAGGTCAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTGGTCGTCTTG

AGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAA

GGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4894;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Fastidiosipila(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGAGCAAGACTGACCAAGCAACGCCGCGTGAAGGAAGAAGG

CTGTCGGATTGTAAACTTCTTTTAAGAGGGAAGAGAAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTG

CCAGAAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATGTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCTTTTGAAACTGTAGATCTTGAGTGTCGTAGGGGCAAT

CTGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGGATTGCTGTACGTTA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAGAGCTCTTTTGTTGGTGAAGAACGTGCGTGCGAATAACTGTTCACGCATTGCCGGTATCCAACCAG

AAAGTCACGGCTGACTACGTGCCAGCAGCCTCGGTAATACGTCGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAATCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.5632),g:Intestinimonas(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAAACCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGC

AGCAAGTCTGGTGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTACTTCTTGAGTGATGGAGAGG

CAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGG

ACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4898;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGACGGA

TTTCGGGATGTAAAGCTCTGTCGTCAGGGACGATAATGACGGTACCTGAGCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGTGTAA

GTGAGAAGTGAAATACCCCGGCTGAACTTGAGGATTGCTTTTGAAACTGTAATTCTAGAGTGCAGGAGAGGTAAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCCTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4897;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACTTGCGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTTTGCAA

GATAGGTGTGAAATGCATAGGCTCAACCTATGAGCTGCATTGGAAACGACAAGACTTGAGTTACAGAGATGGTACTG

GAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGATGGCGAAGGCAAGTATCAAGCAGATAA

CTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4900;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGATGACGTGTCATCTATTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGAAACTGGCGTGCTCGA
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GTGCGTGCGAGGAAGGCGGAATGCGTTATGTAGCGGTGAAATGCATAGATATGACGCAGAACACCGATTGCGAAG

GCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU4899;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9348),c:Actinobacteria(0.8048),o:Actinomycetales(

0.5395),f:Micrococcaceae(0.2184),g:Rothia(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCCCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTTGT

CACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGGGAG

ACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGGGCATTGGAAACTGTTTATCTGGAGCGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGCGGCGAAGGCCGATTACCACACGCTA

ACCCTCCTCGAGGCTCGAACGAGCGGAGTGCAAACGGGATTGGTTAAGCTGTTA 

>OTU4902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.7068),g:Faecalibacterium(0.0808); 

CCTTCCTTCCTCCTTTTGTCATCTTTCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTCTT

CGGATTGTAAACTCCTGTTGTCGGGGACGATAATGACGGTACCCGACAAGAAAGTGACGGCTAACTACGTGCCAGCA

GCCGCGGTAAAACGTAGGTCACGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGATGCAAGT

TGGAAGTGAAATCTACGGGCTCAACTCGTAAACTGCTTTCAAAACTGCATCTCTTGAGTAGTGCAGAGGTAGGAGGA

ATTCCCGGTGTAGAGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGACTACGGGGCACCAAC

TGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAAGGATGAAGTC

CTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATTGTAA

GTTTGAAGTGAAAGCCCGGGGCTCAACCTCGGGACTGCTTTGGAAACTGCCAGGCTAGAGTGCGGGAGAGGTAAGT
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GGAATTCCTAGCGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4904;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0615); 

ACGGGAGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCCCCGCCGCGTGAACGATGAAGGTC

TTCGTATTGTGAAGTTCTTTTATTAAGGAGGAAAAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTAAGTGCCA

GCAGCCGAGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCTTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTAAACCGGAGAATTGCAGCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCAGTGGCGAAGGCGGCTCTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGCCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGCAA

GCCTGATGTGAAAGCCCGGGGCTTAACCCCGGGACTGCATCGGGAACTGTAATGCTAGAGTGCAGGAGAGGAAAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTATG

ACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAATCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGTGTGGCGAGATGAGTGTACCACCAGAATGA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGCGTAGGCGGTTTTTCAAGTTAGCGGTAAAACTGGGGGGCTTAACCTCGTATTGCAGTTGAGACTGGCGGACTTG

CGTGGCGTCGAGGCGTGCGGAATTCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTGT

TTCGGCTCGTAAAGCTCTGTCGTCGGAGAAGAACGTGCGTCTGACTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTCGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGGAGAGGACAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCGGCTGTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4910;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Enteroc

occaceae(0.0000),g:Enterococcus(0.0000); 

ACTTCCCAAGACGCTGTTCAGAATCAGAATGCGCCGCAACTTCGGGATGAACATGCTCCCACTGACAAATCTGTCCAC

GGAGTGCTTAATCCCTCTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAA

GAGAGAAGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCT

CAAATTTATGCGCGCTTCGATAAAAATGAGTGGCGTATCCAACCTGCAGAGTTTTATCGCGTCCATGACGCAGAAGTT

AACAATTGCGGATATTTCTGATGAGTCGAAAAATGATCTTGATAAAGCAGGAATTACT 

>OTU4908;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTGTAAGCAGGGAAGATGAAAGTGATGGTACCTGCAGAGTAAGCCACGGACTACTTCGT

GTCAGCAGCCGCGGTAATACGTAGGTGGCGAGTGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATT

GCAAGTCAGATGAGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGGGAGTCTTGAGAGTCGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAAAAGTGACGGTACTTAATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGGCGCGGTAAGTCGTAGGGAGCACGCGTTTTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGTA

AGTCAGATGTGAAATCCGTGGGCTCAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCGATGGCGAAGGCAGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4911;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Saccharofermentans(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGATGATACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATAAGTAGGTGACAATCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATAC

AAGTCAGATGTGAAATCTATGGGCTTAAACCATAAACTGCATTTGAAAATGTATCTCTTGATTGTCGGAGAGGTAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGGCGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4912;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Coprococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGACGGA

TTTCGGTATGTAAACCTCTATCATCAGGGAAGAAAATGATGGTACCTGACTAAGACGCACCGGCTCAATCCGTGTCCG

CACCCGCGGGAATATGTATGGTGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGAGGTGAAAGACCGGGGCTCAACCCCGGGGCTGCTTCGGAAACTGTGCAGCTAGAGTGTCGGAGGGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTTC

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4913;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATTAAGTGTGCTACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGGGA

GCGTAGGCAGTCTTATAAGCGTGTTGTGAAATGTCGTGGCTCAACCAGAGCATTGCAGAGCGAACTGTTAGACTTGA

GTGCGCATGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTTCTTCCTCTACTCCTCGTGAATTATGAAGTATTTCGGTA

TGTAAACTTCTATCAGCAGGGAAGAAAATTACGGTACCTGACTCAGAAGCCCCGTCTAACTACGTGCCATCAGCCGCG

GTAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAAGTCTGAAGT

GAAAGCCAGGGGCTCAACCCAGGGACTGCTTTGGAAACTGTCAGGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCT

AGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTGACTGACGTT

GAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGGGTA 

>OTU4914;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Marinilabiaceae"(0.0355),g:Anaerophaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGAAAACTTCTTTTGTGGTGGAGCAATAAGATCTACTCGTAGGTCGATGAGAGTACACTACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCGGCGGTAATACGGAGGATGCAAGCGGTATCCGGAATTATTGGGTTTAAAGG

GTGCGTAGGCTGTTATGCAAGTCAGAGGTGAAAGCCCGGGGCTCAACTCAGGAACTGCATTTGATACTGCGAGGCT

GGAGTACTGATGCCGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGGTTGCGA

AGGCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU4915;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Marinilabiaceae"(0.0252),g:Anaerophaga(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGTCGCGTGAAGGACGAAGGC

CCTATGGGTCGTAAACTTCTTTAGGCGCAGAGCAAAAAGGGTCTCGAGAGATACGATGAGAGTATGCGGAGAAGAA

GCATCGGCTAATTCCGTGCCAGCAGCCGAGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGGGTTGCCGTTGATACTGTACATCT

GGAATGCTCATGCCGTGTGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAAGGCGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTCGGGTCGTAAAGCTCCGTCCTCAAGGAAGATAAGGACGGTACGAGAGGAGGAAGCCCCGGCTCACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCCCAACCGTAGTAAGCCGTTGAAACTGGGAAACTTGAGTGCCGGAGAGGAGAG

TGGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCAGTTGCGAAGGCAGCTCGCTGGCCGGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CCTCGGATTGTAAAGGTCTTTTATTAAGGATGAAGAAGTGACGGTACTTAATGAATAAGCTCTGGCTAAATACGTGCC

AGCAGCAGCGGTAATACGGATGGAGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCGACGAACTGCATTTGAAACTGGTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATCCCCTGTGTAGCGGTGAAATGCGTAGAGATAGCGAGGAACACCAATGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCGTCAGGGAAGACGATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATGTTTA

AGTGAGATGTGAAATATCCGGGCTCAACTTCGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGTAAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU4918;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Ruminococcus(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTCTTCTGTGATGACGCCCCGCCTAACTACGTGC

CAGCAGCCGCGGTATTACGTAGGGGGCGGGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTAATT

AAGTGGGATGTGAAATTCCAGGGCTTAACTGGGGAGCTGCATTCAAAACTGGTTACCTAGAGTTCAGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

TCACTGACGCTGAGGCACGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCATAGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGAGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCCTCGGCTCAACCTGAGAATTGCATTAGAAACTGTTGAACTTGAGTGCAAAAGAGGAGAGTG

GAACTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4922;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAAGAATACTAAGGTGAAAGCCCTCGGCTTAACCAAGGAACAGCATCGGAAAATGTTTG

TCTTGAGTGCAGAAGAGGAGAGTGGAACCCCATGTGTAGCGGTGGAGTGCGTAGATATATGGAAGAACACCAGAAG

CGAGGGCGGCACTCTGATCAGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4924;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCAAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATACAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGGGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCGGGGCAAGCCTGTTGTGAAAGACAGTCGCTCAACGTATGAACTGCAGCGCGAACTGCCCGGCTT

GAGTGCGTGAAACGTTGGCGGAATTCTCCGTGTAGCGGTGAAATGCTTAGATATAGCGCAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGCAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4923;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.5195),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGTTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGGGGCTAGCGTTATCCGGACTTACTGGGTGTAAA

GGGTGAGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCCGCAGCTTAACTGCGGGATTGCATTTGGAACTACGAAG

CTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGG

CGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4925;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Lachn

ospiraceae(0.9852),g:Clostridium_XlVb(0.9686); 

ACTGTAGGCAGCAGTGGGGAATCTTTCCCCCTTTTCTCCAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGGTT

TCGGCTCGTAAACTTCTATCAATAGGGAAGAAAGAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGT

AAGCCAGATGTGAAAGCCCTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4926;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGGATAAGCGTGTTGTGAAGTGCAGGGGCTCAACGTCTGCACTGCAGCGCGAACTGCGAGGCTTG

AGTGCGCAGGACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCGGCTGGTGCGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4928;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

CCTTTCTTCATCATTATTTCCTATTCCCCCCTGGCCGCCAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC

GGATCGTAAAGCTCTGTTGTAGGTGAAGAAGGATAGAGGTAGTAACTGGACTTTATTTGACGGTAATCAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGTGGCAAGCGTTGTCAGGATTTATTGGGGTTAAAG

GGAGCGTAGGCCGTCTGTTAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTTTGAGAC

TTGATTGCGCAGGAAGTAGGCGGAATTCGTCGTTTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU4927;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGG

GCGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTTCTT

GAGTGATGGAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGA

GGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4929;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGAACGGCAAGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGA

TCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4932;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Strepto

coccaceae(0.0000),g:Streptococcus(0.0000); 

GGCAGTAAAAGTCGTAACAAGGTTTCTGTAGGTGAACCTGCAGAAGGATCATTAGCGAAGATTCAAGGGCCAGCCAT

ACAGACGTACAATAAGTGTGTCTCTGGCGGCTCGCATCCACTATACATCCATAAACCCGTGTGCACTGTTCTAAGGAG

TAAGAAAGAAGAAGGGGAGGGGAGAGAGAGTGCATGTGCTTTGCATATAACTCTCTCTCACTCTCCACTCTCTTTCTC

TCTCCGGTTAATTACAAACTCGTATGGATTTGTATGAACGTGAGATATAGCGTTGGACCGTCACTGGCCAACAAATAT

AACACAACTTTCGACAACGGATCTCTTGGTTCTCCCATCGATGAAGAACGCAGTGAAACGCGATAGGTAATGGGAAT

TGCAGAAGTCCGGGAAGCATCGAATCTTTGAAC 

>OTU4930;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTAAGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTAGGGTTGTAAAGTACTTTCAGCGCGGAGGAAGGGAGTGAAGTTAATACCTTTGCTCATGGAAGTTACACGAAGA

AGAAGCACCAGCTAACTCCGTGCAAGCAGCCGCAGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAGGTGAAAGCCCCGGGCTCAACCTGGGAACTGCCTCTGATACTGTCC

AGCTTGAGTCTCGTAGAGGCGGGTAGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4931;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0230); 

ACTTTATTCATCATTTATTAATATTTTTCAATTTTCTAAATCCTTAACCAGCCAATTAGCTTTCATGACGACGGCCCTATG

GGTTTTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACTCGTGGCCTTTTGCAGGTACCGCATGAATAAGGACCGG

CTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTGAAAGGGAGCGCA

GGCCGATGGTTAAGCGGGTTGTGAAATTCCGTCGCTCAACGGCGGACGGGCGGTGCGAACTGGTCCACTTGAGTAC

GCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4935;tax=d:Bacteria(0.0058),p:"Armatimonadetes"(0.0000),g:Armatimonadetes_gp5(0.0000); 

TCGTTATGGTTTCCGTTGCTGCCATCTCAAAACCATTTGGACTGCTCCGCTTCCTCCTGAGCCTGAGCTTTCTCGCCAAC

TGACGCCTTCTACCACATCTATTGACATTATGGGTCTGCAAGCTGCTTATGCTAATTTGCATACTGACCAAGAACGTGA

TTACTTCATGCAGCGTTACCATGATGTTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTAC

TTGTCATGCGCTCTAAGCTCTGGGCATCTGGCTATGATGTTGATGGAACTGACCAAACGGCGTTAGGCCAGTTTTCTG

GTCGTGTGCAACAGACCTAGAAACAGGCTGTGCCGCGTTTCTGTG 

>OTU4933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCTTGACGCAGCAACGCCGCGTGAACGATGAAGGT

TTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGATGTGGCGGTACTTAATGAATAAGCTCGGGCTAACCACGTCAC

AACAGCCGCGGAAATACGTAGGGAGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTATTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4936;tax=d:Bacteria(0.9450),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clostri

diales_Incertae_Sedis_XI(0.0086),g:Tepidimicrobium(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCTGCGTGAGGGAAGAAGG

GTTTTGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTTATGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTT

GGCAAGTTGGAAGTGAAATACCTAGGACTTCACCCAGGTGCTACTTACAAAACTGTTAGACTTGAGTTCAGGAGATG

TTAAGGGACTTCCTAGTATAGCGGTGGAATGCGTAGATATTAGAAAAAACACCTGAGGCGAAGGCGATCATCGGTCC

TGTATCTGACGCTGAGACACCAGAGTATGGGGAGCGCACAAGATTAGATACCGTGATA 
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>OTU4934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTCGTCAGGGAAGAACGGAAGACTGTCCCTGTCGAATACGCCACGTCTAACTACGTGCC

AGCCGCCGCGGTAATACGTAGGTCGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTGGATCTTGAGTATGGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4937;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Betaproteobacteria(0.8189),o:Burkholderi

ales(0.5023),f:Alcaligenaceae(0.2184),g:Taylorella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATCCCGCGTGTACGATGAAGGCC

TTCGGGTTGTAAAGCACTTTTGTCAGGGAAGAAAAGTTCGTGGTTAATACCCTTGGACGTTGACGTTACCTGAAGAAT

ACGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCGCGCAGGCGGTTCGTTAAGAAAGATGTGAAATCCCAGGGCTCAACCTTGGAACTGCATTTGTTACTGCCGAGC

TTGAGTATGGCAGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGC

GAAGGCAGCCCCCTGGGATAATACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4939;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Acetivibrio(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGATCTAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTGCAGGGGACGATAATGACGGTACCCTCAGAACAAGCCACGGCTAACTTCGTGCCAG

CCGCCGCGGTGATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACGGAAA

GTCAGATGTGAAATACCGAGGCTCAACTGCGGGGCTGCATTTGAAACTGCTGTTCTTGAGTGATGGAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCATT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAACGGGCGAAAGCCTGACCAAGCAACGCCGCGTGAAGGAAGAAGG

GCTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGAAGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGTGCTCAACCCATGAACTGCATTTGAAACTGTAGTTCTTGAGTGTCGGTGAGGCAA

TCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGGTGTTAGGAGGAACACCAATGGCGGAGGCGGATTGCTTGACGA

TAACTTACGGTTATGCGCGAAAGTGTGGGGAGCAAACAGGTTTAGATACCCTGGTA 
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>OTU4938;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_2(0.1485),g:Alkaliphilus(0.0326); 

ACGGGAGGCAGCAGTGGAGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGC

CCTTGGGTTGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTAC

TGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCACGTGAGTGATGACGGC

TTTCGGGTTGTAAAGCTCTGTCTGCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCATTTAA

GTGTGAAGTGAAATACACGGGCTCAACTTGTGTGCTGCATTTCAAACTAGAAGTCTGGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4942;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCTGTATGTAAACTTCTATCAGCAGGGAAGAAAATTACGGTACCTGACTAAGAATCCCCGTCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCAGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAAG

TCTGAAGTGAAAGGCATGGGCGCAACATGTGGACTGCATTGGAAAATGGGGAGCTAGAGTGACGGAGAGGTAAGA

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACAAGTGGCGAAGGCGGCGTACTGGAAGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU4943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAAAGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGACGAACACCAGTGGCGAAGGCCGCTCGCTGGACG

ACAACCGACCGTTAGGCGCGAAAGCGCGGGGCGCAAATAGGATTAGATACCCTGGTA 
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>OTU4944;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Hespellia(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGCTTTTCTTGAGAGTGGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCATT

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU4945;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_2(0.0904),g:Alkaliphilus(0.0157); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTCTATGGGAAGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTG

CCAACAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTTTCT

TAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAG

AAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4946;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:"Enterob

acteriales"(0.3319),f:Enterobacteriaceae(0.1679),g:Escherichia/Shigella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGTGT

AAAGGGCGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTAC

TTCTTGAGTACTGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGTCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4947;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9733),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCAAAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGAGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTAATTGAAGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTAATCAGAATTAATGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGCCGATGTGATATCCCCGGGCTCAAACTGTGAACTGCATCTGATACTGGCA

AGCTTGAGTATCGTAGAGGGGGGTAGAATTCCAGTTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTG

GTA 

>OTU4948;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAAGATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGAGGGTACCTGCAGCAGAAGTCACGGGTAACTACGTG

GCAGCAGACGCGGTAATACGTAGGTGGCGAGCGGTATCCGGATTTATTGGGTGTAAAGGGCGTGTAGGCGGGAGT

GCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTAGTTCTTGAGTACAGGAGAGGCA

GGCGGAATTCCGTGTGTAGCGGTGGAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

AGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

AAGGAAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGAGAAAGAAGGAGGAAGGGAAGAAGAGTGAGGGAAGAA

GTATTTCGGTATGGAAAGCTCTAAAAGCAGGGAAGAAAAGGAAGGTACCTGAAGAAGAAGCCCCGGCGAACTACGT

GCCAGAAGCCGCGGTAAGACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGA

AGCAAGTCTGAAGTGAAAAGCCAGGGCTCAACCTTTCGACTGCATTGGAACCTGTCAAGCTGGAGTGTCGGAGAGG

TAAGCGGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGCC

CGATGACTGACGCTTCGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTCCTA 

>OTU4950;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTACTCGGAATCACTGGGCGTA

AAGGACGCGTAGGCGGATTATCAAGTCTTTTGTGAAATCTAATGGCTTAACTATTAAACTGCTTGAGAAACTGATAAT

CTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG
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CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4952;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCCGAGTA

AGTCAGCGGTGAAAGACCGGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCAA

CTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCCACGCCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AACGTCACGGCTAACTACGTGCCACCAGCCGCGGTAATCCGTAGGTGGCTAGCGTTGTCCGGATTTATTTGGCGTAA

AGCGAGTGCAGGCGGTTAAATAAGTGTGATGTGAGAGGCTGCGGCTCAACCGGAGAATTGCGTCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4954;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGC

GCAGGCGGAATGATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTAGTTCTTGAGT

ACTGGAGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGC

GGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4955;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACCTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTTACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGAGGTTTGTTAAGTCAGATGTGAAATCGCCGGGCTCAACCTGGGAACGGAATCGGATACGGGGA
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AGCTGGAGACGAGTAGAGGGGGGTAGAATTCCAGGTGTAGGGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGT 

>OTU4956;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGAAAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAA

GAAAGTCAAGGCCAACTACGTGCCGGCCGCCGCGGTAATACGTAGGTGGCAAGCGTCGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTGTAATGTGAAAGGCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACGCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGAGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU4957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTAGACAATGGGGGAAACCCTGATCTAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTGACGAGGGAAGATAATGACGGTACCTCGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTCGAAA

GTTGGATGTGTAATACCCGGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:"Prevotellaceae"(0.9573),g:Prevotella(0.8124); 

AAGGAAGGCAGCAGTGCGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTCATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGTGTTGTGAAAGGGCGGGGCGCAACCGGGGCATTGCAGCGCGAACGGGGAGACT

TGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAAGGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC
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AAGTCAGATGTGAAAGCCACGGGCTCAACCTGTGGCCTGCATTTGAAGCTGTAGTTCTTGAGTCTCGTAGAGGGGGG

TAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGC

AACTGACGCTGAGGCGCGGAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU4959;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Gammaproteobacteria(0.6730),o:Aeromon

adales(0.2359),f:Succinivibrionaceae(0.1098),g:Anaerobiospirillum(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGCTGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTTGGGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGTAAAGGGCATGTAGGCGGAAAGG

TAAGTAGGATGTGAAATACCCGGGCTTAACTAGGGGGATGAAACCAATACTGTAGGAAATGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGAGATGACGCAGAACTACGATTGCGAAGGAAGCTTTCCAGCGC

GCTACGGACGCTGAGGCACGAAAGAGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4963;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTCTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGTAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGTAGCGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGGAGAACGTTCGTGTGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGCAGGCCGTGGGTTAAGTGTGGGGTGAAAGTCCGGCGCTCAACGGCGGACGTGCGGCGCGAACGGGTC

GACTGGAGTACGGGGGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGAT

GGCGAAGGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU4964;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGTAGGG

TTTCGGCTCGTAATGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACCACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA
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AAGGGAACGCAGCCGGTCTTTTAAGTCGGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAA

GACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGT

AAAGGGTGTGTAGGCGGGAGAGCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCGTCTGAAACTGTTT

TTCTTGAGAGTGAGAGAGGTAAACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTG

GCGAAGGCGGTTTACTGGACCATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU4968;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGTT

TTCGGATCGTAAAACTCTGTTTTTGGTGAAGAAGGATAGAGTTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTTCCAGCAGCCGCTGCAATACGTAGGGGGCAAACGTTGTCCGGTTTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGTCCTCGGCTTAACCTGGGAACTGCATCGGAAACTGTGTGTC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4966;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCAGTTTTCCTGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGACTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTGTTAAGCTTGTAGTGAAATGTCGGGGCTTAACCTGGGCATTGCAGTGCGAACTGTGAGACTAGAG

TGCGAAAGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4967;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9887),o:Rhodospiril

lales(0.9940),f:Acetobacteraceae(0.9884),g:Acetobacter(0.9566); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGT

CTTCGGATTGTAAAGCACTTTCGACGGGGACGATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCA
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GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACA

GTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATTTGATACGTGCAGACTAGAGTGTGAGAGAGGGTTGT

GGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCAACCTGGCTCATT

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU4970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGGCGCTGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGGGCATCGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGGCAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAAAACCAGTGG

CGAAGGCGGCTGACTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4965;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATACCGCGTGTATGAAGAAGGCC

TTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCAGTGACGGTACCCGAAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCTGATGTGAAATCCCCGGGCTTAACCTAGGAACTGCATCGGATACTGTCAA

GCTTGAGTCTCGTAGAGGAGAGTAGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.8864),g:Subdoligranulum(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAGGGGAGCGCAGGCGGACCGG

CAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAG

GTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAC

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGAGAGAGGAAGTACCGGGCCTTTATTTGACGGTAGACAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGAAATACGTAGGGGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGCGGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAAAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAATGCGGTTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCAAAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCCGATGGTAGTGAAGAAAGATAGAGGTAGTAACTGGACTTTATTTGACGGTAATTACTTA

GAAAGTCACGGCTAACTAAGTGCCAACAGCAGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGACTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAAGAAGTCTACTGTGAGAGGCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TGTCTTGAGTGCAGAGGGGGGGGGTGGAACTCCATGTATGGCGGTTGAAAGCGTAGATATATGGAAGAACACCAAT

GGCGATGGCGGCTCTATGGTCTGCAACTGACGCTGAGTCTCCAAAGCATGGATAGCGAACAGCATTAGATACCCTGG

TA 

>OTU4974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Negativicutes(0.7881),o:Selenomonadales(0.502

3),f:Veillonellaceae(0.3204),g:Anaerovibrio(0.0326); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAATGT

CTTCGGATCGTAAAGCTCCGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGCATCTTTCG

AGGAAGCCACGGCTAATTACGTGCCAGCAGCCGAGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGTAGCGCAGGTGGGAAAGTAAGTCATTCTTAAAAGTTCGGGGCTCAACCGCGTGATGGGATTGCAACTACTT

TTCTTGAGTGCATAGGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGATGAACCCCAGTTG

CGAAGGCGGCTTTCTGTACTGTAACTGACACTGAAGCTCGAAAGCGTGGGGATCGAACAGGATAAGATACCCTGGTA 

>OTU4972;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Eubac

teriaceae(0.0252),g:Eubacterium(0.0076); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTTTGTTGAGAGGGACGAGAGATATAATTAGGAAATGGGTTATAGAGGACGGTACCTTTCGAA

GAAGCCCCGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACCGGGTGTA

AAGGGAGCGTAGGCGGCATGGCAATTCTGATGTGAAAACCCAGGGCTCGACCGTGAGACTGCATTGGAAACTGTCA

AGCTGGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCCGTGAAATGCGTGGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGATGACTGACGCTGAAGCTCGAAAGCGTGGGTGGCAAACAGGATTAGATGCCCTGG

TA 
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>OTU4975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGAATACGGC

CCTATGGATTGTAAACTTCTTTTATACGGGGATAAAGTGTGCCACGTGTGACTTGTTGCGAGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGATGTTAAGCGTGCTGTGAAACGCAGGGGCTCAACCCTGGAATTGCAGTGGGAACTGGAGTACTTG

AGTGCGGATGATGTAGGCGGAATGTGTCGTGTAGCGGTGAAATGCTTAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAATTGACGCTGAAGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4976;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTCTTTGCCGGTAATCAACCAGC

AAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCCGGGCTTAACCGAGGAACTGCATCGGAAACTGTTAGT

CTTGAGTGCAGAAGAGGAGAGGGGAACTCCAAGTGTAGCGGTGGAATGCGTAGAGATAAGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU4977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCTTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATCTGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCATGTACCGTATGCATAAGG

ACCGGCTTATCCCGTGCCAGCCGCCGCGGTAATACGGAAGGTTCGGGCCTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTGCTTAAGCGTGTCGTGAAATGCTGCCGCTCAACGGCAGAATTGCAGCGCGAACTGGGGGGCTTG

AGTGCGCAGAACGTGGGCGGAACTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTCACGATAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGATGGATAGAGGTACTGACTGGCCTTTATTCGATGGTTATCAACCAG

AAACTCACGTCTTACTACGTGACCGCAGCTGCGGTAGTATTTCGGTGGCTAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCGTGGGCTTAACCGAGGAACTGCATTGGAAACTGTGTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU4979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGACTCTGACCCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTCCGGGGGATAAAGTTTGCCACGTGTCGCATATTGCAGGTACCCTATGAATAAGT

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGAGGTGTGAAATGTCGGGGCTTAACATGGGGAGTGCAGCGGGAACTGGGAGACTTG

AGTGCGAAGGAAGTAGGCGGAATGCGGCGTGTAGCGGTGAAATGCTTAGATATGCCGAAGAACACCGATTGAGAA

GGCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4980;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAAATGTTAACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTAAGTGCAAGCAGCCGCGGGAATACGTAGGTGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCTGAAACTGGGT

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGTCGGCTGTCTGGTCTGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU4982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5632),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTA

TTTAGGGATGTAAAGCTCTATCAACAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGAACCGGCGAAATACGTG

ACAGCAGCCGCGGTAATACGTATGGTGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGC

TAAGTCTGATGTGAAAGGCCGGGGCTCAACCCCTGTATTGCATTGGAAACTGGTCATCTAGAGTGTCTGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACGTT

TACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4981;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGT

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAAAACGTTTGCTCATTGACGTTACCTGCAAA

AGAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAACACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCGCGCAGGCGGTTTGTTAAGTCAGGTGTGAAATCCCCGGGCTCAACCTGGGAGCTGCGTCTGATACTGGCA

AGCTTGAGTCTAGTAGAGGGAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG
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GCGAAGGCGGCCCACTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU4983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGT

CCTATGGGTTGTAAACTGCTTTTTTACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTACGTCCCAGCAGCCGCGGTAATACGGAAGGTCCGGGGGTTATCCGGAGTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGTGCACTGCAGCGCGAACTGGCAGACTTG

AGTGAGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGACGAGGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGAGAGCCTGATCCAGCCAAGCAGCGTGAAGGATGACTTC

CCTATGTGTTGTAAACTCTATTTATAAAGGAATAAAGTCGGGTATGGATATCCGTTTGCCCGTACTTTATGAATAAGGC

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTGTAAGTCAGTTGTGAAAGTTAGCGGCTCGACCGTAAGATTGCAGTTGATACTGTATATCTTGAGT

GCAGGAGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGATGAACTCCGATTGCGAAGGCA

GCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4986;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrion

ales"(0.0000),f:Vibrionaceae(0.0000),g:Salinivibrio(0.0000); 

ACTGCCGCGGATTGGTTTCGCTGCCTCAGGTTCTTAAAGAGATTATTTGTCTCCAGCCCCTTCAGTGAGGTGATTTCTG

TTTGGTGCTATTGCTGGCGGTATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAA

GCCGCCTCCGGTGGCATTCAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAA

ATCTGCCATTCAAGGCGCTAATGTTCCTAACCCTGATGAGGCCGTCCCTAGTTTGGTTTCTGGTGCTAGGGCTAAAGC

TGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCGGGCGCTTCTGCCGTTTCTGATAAGTGGCTTGAG 

>OTU4985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCGAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTCCTGTCGTTAGAGAAGAGCGTGCGTGAGAGCATCTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAACCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTGGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GGCTTGAGTGCAGAAGAGGACAGTAGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG
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GCGAAGGCGGCTGTCTGGTCTACGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU4988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGTT

TTCTGATCGTAAAGCTCTTTTTTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTTTTTTGACGGTAATCAACCAGA

AAGTCACGTCTAACTACGTCCCCGCAGCCGCTGTAATACGTCCGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTAGGCTTAAACGAGGAACTGCAGCGGAAACTGTTGGTC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU4987;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Negativicutes(0.9711),o:Selenomonadales(0.873

7),f:Veillonellaceae(0.7787),g:Anaerovibrio(0.2607); 

CCTTTCTTCCTCCTTTTGGCCTCTTCCTCCCTGGGCGCCCGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC

GGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGAGGA

AGCCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAA

GGGAGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGGAACTACTTTTCT

TGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4990;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCGAGTAAGCCAGTTGTGAAAGGCAGTCGCTCAACCGTTGCACTGCAGTGCAAACTGGTCATCTTG

AGTGCGCTCGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU4989;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Mesonia(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGAAGGAGAGCAATAAGGGGAACGCGTAGTCGGATGAGAGTATGCGAAGAATAAG

GATCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTGATTGGGTTTAAAGG

GAGCGTAGGCGGGTTTGTAAGTCAGCGGTGAAAGTCCCGGGCTCAACCTTGAAAGTGCCGTTGATACTGTGAGGCTT
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GAGTGCAGTTGCTGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAA

GGCATCTTACTAGACTGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU4991;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CTTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCGGCATTGCATGTACCCTTTGTATATGG

ACCGGCTCATTCCGTTCCGGCGGCCGCGGTAATTCGGAAGGTTCGCGCGTTATCCGGATCTATTGGGTTTAAAGGGA

GCGCAGGACGTGGGTTAAGCGTGTCGTGAAAGTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTGCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCTGATAGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGAGGAAAAATAAGTCTAATGAGAAAGCCCTCGGCTTAACCGAGGAACTGCAGCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGATGAACATACGTCG

CCCACCCAGCTCTACGCTCTTTCCCTGCCCCTCGTTCTTCCAATCTAGGGTAGCGAGCAGGATTAGATACCCTGGTA 

>OTU4993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGACGCAAGTCTGATCGAGCAACGCCGCGTGAGTGAAGAAGTTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGTACGTAGGCGGTCATTTAAGTCTGGTGTGAAAGGCTACGGCTTAACCGGGGTGGTGCATTGGAAACTGGAAGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAAGCGGCTCTCTGGTCTGTTACTGACACTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU4994;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA

GTTAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTAAGACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG
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GGAATTCCGAGTGTAGAGGTGAAATGCGTAGAGATTAGTAAGAACACCAGTGGCGAAGGCGCCTCTCTGGACTGTC

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGCACAGGATTAGATACCCTGGTA 

>OTU4995;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTGGCATTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTATAAGCGTGTTGTGAAATGTAGGGGCTCAACGTCGGCATTGCAGCGCGAACTGTGAGGCTTG

AGTGCGCGGAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCGACTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4996;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGTGAGAACCTGAACCAGCCATGCAGCGTGCAGGACTACGGCC

CTATGGGTTGTAAACTGCTTTTGTACGGGGATAAAGAAGTTCACGTGTACGTCTTTGCAGGTACCGTACGAATAAGCA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCTGTCAGTTAAGCGAGGTGTGAAATGTCAGTGCCCAACACCTGAACTGCAGTGCGAACTGGCTGACTGGA

GTACGCACGACGTTGGCGGAATTTGCAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACACCGATTGCGAAGG

CAGCTGACGAGTGCGTAATTGACGCTGATGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU4997;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9769),c:Fusobacteriia(0.9604),o:"Fusobacteriales"(0.

8629),f:"Fusobacteriaceae"(0.5991),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCCCGATGACGGC

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGACGCGACGGCTAAATACGTG

CCAGCACCCGCGGTAATACGTATGTCGCAATCGTTATCCGGATTTATTGGACGTAAAGCGCGCCTAGGTGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACCCCGGATTGCGTTGGAAACTGCCTAACTAGAGTGTAGGAGAGGTGGGC

GGAATTACAAGTGTAGCGGTGAAATGCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5000;tax=d:Bacteria(0.0058),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AAGCTGGTTCTCACTTCTGTTCCTCCAGCTTCTTCGGCACCTTTTTTCCAGCCACCTAAAGCTACATCGTCAACGTTCTA

TTTTGCTAGTTTGCCGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCT

AATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTC

TTCTTCGGTTCCGACGACCCTCCCGACTGCCTATGATGTTTAGCCTTTGGATGGTCGCCATGATGGTGGTGAGTATACC

GGCAAGGACTGTGTGAATAGTGACGTC 
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>OTU4999;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCAAGCCGCGTGAGGGAAGACGGT

TTTAGGATTGTAAAACTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACAGCCAACTACGTGC

CAGCAGCCGAGGTAATACGTAGGTGGCACGCGATGTCCGGATTTATTGGGCGCAAAGCGAGCGCAGGCGGAAAAAT

AAGTCTAATGTGAAAGCCCGCGGCTTAACCTAGGAACTGCATCGGAAACTGTTGTTCTTGAGTGCGGAAGAGGAGA

GAGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACTCCAGTTGCGAAGGCGGCTCTCGGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5002;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1098),g:Blautia(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGTCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGCCCGGATTGATTGGGTGTAAAGGGAGCGCAGGCCGCCGGGCA

AGCGCGTTGTGAAATGCACTCGCTCAACGTCTGCACTGCAGCGGGAACTGCCAAGCTTGAGTGCGAGCAACGGTGG

CGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTGACGGTAGCGC

AACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACACTGGTA 

>OTU5001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.9015),g:Howardella(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCTGTAGGGAAGATAATTACGGTACCTATAGAAGAAGGCCCGGACAAATACGTTCCA

GCAGCCGCGGTAACACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCAGTACAA

GTGAGAAGTGAAAACTTGGGGCTCAACGCCAAGACTGCGTTTGAAACTGTACAGCTAGAGTGTAGGAAGGGTAAGC

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACTATA

ACTGACGCTGAGACTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU4998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGTGAATCTTCCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGGT

TTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGGGGTAGTAACTGTCCTTTATTCGACGGTAATTACTTAGA

AAGTCACGGCTAACTCCGTGCCAGCCGCCGCTGTCATACGTAGGTGGCATGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAGTGCAGGCGGTTCAATAAGTGTGATGTGAAAGCTTTCGGCTCAACCGGAGAACTGCATCAGAAACTGTTGAA

CTTGAGTGAAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU5003;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Cryptosporangiaceae(0.0000),g:Cryptosporangium(0.0000); 

ACCATGCTACACTGTGCTCCCCCCCCTTGATCTTAATAACCCTTTAGCCCACCGCCCCGAAGGGGCCGAAAAATGGTTT

TTAGAGCACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGATGA

GTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAAGATTGCTGGAGGCCTCCACTATGAAATCGCGTA

GAGGCTTTGCTATTCAGCGTTGGATGAATGCAATGCGACAGGCTCATGCTGATGGTGGGTTTATCGTGTTTGACACTC

TCACGGTAGCTGACGACCGATTAGAGGCGTTTTATGATAATCCCAATGCTTTG 

>OTU5005;tax=d:Bacteria(0.0024),p:"Fusobacteria"(0.0000),c:Fusobacteriia(0.0000),o:"Fusobacteriales"(0.

0000),f:"Fusobacteriaceae"(0.0000),g:Ilyobacter(0.0000); 

GGAATTGTTTGTGAGCGTTGTGGCGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTCATTAAGTT

GGCGGCCCCCGTCTCTCATGTTTGGTATCTGAAAGGGATTCCAAGTTATGTGGCCATCCTTTTGGATATGCCTCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAGCCCG

TCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGTACAATTACGTG

AGGAGATTGCTGGTAGTAAGGGACAGAAACGCGCCAAGCTGATCAAGCGCCTGCG 

>OTU5004;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTC

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGATGCA

AGTCTGGAGTGAAAGACCGGGGCCTAACCTCGGGACTGCATTTGAAACTGGGAGGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5007;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9540),c:Fusobacteriia(0.8614),o:"Fusobacteriales"(0.

6881),f:"Fusobacteriaceae"(0.4563),g:Fusobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGAAATTCTGTGGGCACGTTGACGGT

CTTAGGATTGTAAAGTGCTTTCTATTGGGAAGAAAAAAATGACGCTACCAATAGAAGAACCGATGGCTAAATACGTG

CCGCCAGCGGCGGTAATACGGATGTCACATGCGTTAGCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTATGGT

AAGTCTGATGTGAAAATGCTGGGCTCAACTCCGTATTGCGTTAGAAACTGTCTAACTAGAGTATCGGAGAGGTGAGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAAATATTTGTAGGAATGCCGGTAGAGAAGTCAGCTCACTGGACGAATA

CTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5006;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Negativicutes(0.5963),o:Selenomonadales(0.331

9),f:Veillonellaceae(0.1679),g:Mitsuokella(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATATTTGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGCAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGGAGAT

CAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTGGTCTTCTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Lachn

ospiraceae(0.9480),g:Blautia(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCGTACCTGACTAAGAAGCCTCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAAGT

CTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5009;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9704),c:Fusobacteriia(0.9321),o:"Fusobacteriales"(0.

8412),f:"Fusobacteriaceae"(0.5632),g:Fusobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCAAGCATTCCTGAGTGCACGATGACGGC

CTTAGGATTGAAAAGTGCTTTCAAGTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGATGGCTAAATACGA

GCCAGCAGCCGCATTAGTACGTATGTAGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCTTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGAG

CGGAACTACTAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGCGAAGGCAGCTCACTGGACCAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5011;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0.

9940),f:"Fusobacteriaceae"(0.9201),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAG

ATAAGTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGAAACTGCCAAACTAGAGTACTGGAGAGGTG

GGCGGAACTACAAGTGTAGAGGTGAAATTCATAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACA

GATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5010;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.39

59),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 



5862 

 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCCGACGGAGCAACGCCGCGTGAATGAAGAAGGG

CTTCGGGTCGTAAAATTCTGTTGTAAGGGAAGAACGACTTAAGTAGGAAATGGCCAGTGTTTGACGGTAATTACTGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGCGTGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGTGGAAGTTCATTAGAAACTGTTC

GACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTT

GCGAAGGCGGCTTCCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5012;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGCGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCCGTCTTATAAGCGGGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGAGAACTGGCAG

ACTGGAGTGCGGAGGAAGTAGGCGGAATTAGTCGTGTAGCGGTGAAATGCATAGAGATGAAGAAGAAACTCCGATT

GCGAAGGCAGCATGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCATGG

TA 

>OTU5013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGGGAAGAAGGATAGGGGTAGTAACTGGCCGTTATTGGACGGTAATTACTTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTATGATAAGTCTGATGTGAAAGCCCTTGGCTTAACCAAAGAAGTGCATTGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAGTGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5014;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCAA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATGACTGACGCTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5015;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0252),g:Sporobacter(0.0066); 

AAGGGAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGGGAAAAAAGGAAGGAGAAAGGAAGAGTGAGGGGAGAA

GGCCTTCGGGTTGTAAAACTCTTGTACCAGGGACGAAGGACGGGACGGTACCGGGAGAAAAAGCAAAGGCTAACTA

CGTGACAGCAGCCGCGGAAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGA

GATGCAAGTTGGGAGTGAAATCCCGGGGCTCCACCCCTGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAG

GCAAGCGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTGCTGG

ACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU5016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Draconibacterium(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCACGCCGCGTGCAGGAAGGAGGT

CTTCTGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAACAAGG

ATGCGCTAACTCTGTGACAGCAGCCGCGGTAATACGGAGGATTTGAGCGTTATCCGGTTTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCGTGTAGCGGTGAAATGCATAGATATGATGCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5018;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATGCTGTTTTGTATGTATCATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTGGCGGCTCAACCGTAGAAGTGCAGTTGATACTGGCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAATTCCGATTGCGAAGGC

AGCTCACTGGACTTCAACTGACGCTAATGCTCGAAAGTGTGGGTACCAAACAGGATTAGATACCCTGGTA 

>OTU5017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGTTATGCAA

GTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTGTAACTCGAGTGCGGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGGAGTAAGGCATTTCAAATGGGAAACCTGAGTGCAGGAGAGGGGGGT

GGAATTCCCAGGGGAGGGGGTAAATTCGTAGGTAATAGGGGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGG

AACTGAAAGCGAGGGATGAAAGCGTTGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU5019;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Saccharofermentans(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGTAA

GGGTCAGACGTGAAATATGTGGGCTTAACTCACAGACTGCGTTTGAAACTATTATTCTAGAGTATGGGAGAGGTAGG

TGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATT

ACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5021;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9038),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGTTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGTCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAATGATAAGTCAGATGTGAAAGTCCACGGCTCAACCGTAGAACTGCAGCGGAAACTGTCAGT

CTTGAGTGCAAAAGAGGAGAGTGGAATTCGATGTGTAGCGGTGGAATGCGTAGATATAACGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5022;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8048),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTGATGTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAGCCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCC

GGCTTGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGTCTATGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU5024;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Porphyromonadaceae"(0.8864),g:Butyricimonas(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAATAATAAAAGGTACGTGTACCTTCTTGCCTGTACCTTACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGGAGCGAGCCGTTGAAACCGGCGGCCTCGA

GAAGAGACGAGGGAGGCGGAACGAGTGAAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATAGCGAAG

GCAGCGTCCCAGGCTCGTTCTGACGCTGAGGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTGGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCAAGCTGGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTGT

AACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5025;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGAAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCTGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCAGCACTGCATCGCGAACTGCTGAGCTTG

AGTGCGCGCAACGTGGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAACTCCGATGGTGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTACGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5026;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGGATGGATACCCGTTTGTATGTACTTTATGTATAAGG

ATCGGCTAACTCCGTGCCAGCAGACGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGACTCCACCCTGTCATTGCAGCGCGAACTGTGAGACTTGA

GTGCTCAGGAAGTAGGCGCAATTCGTCGTGTAGCGGTTAAATGCTTAGATATGACGAAGCACTCCGATTGCGAAGGC

AGCCTGCTTTAGCGCAACTGAAGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5028;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGCACGCGTGGCCTTTTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGTGCAAGCGTGTCGTGAAATGCAGGTGCTCAACGTCTGCACTGCGTCGCGAACTGCAGAGCTT

GAGTGCGGGTAACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCGACGAGTGTGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5027;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATGTTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCCGGGAGGAAAGGAGTGAAGTTAATACCTTCTCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTACGCAGGCGGTTTGTTAAGCGAGATGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGCAA

GCTAGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGGCGAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.5720); 

CCGGGATTCAGCATTAGGTCATCTTCCCCAATTTTCTCCCGCCTGCTTTCTCCACACCGCGTGAGTGAAGAAGGGTTTC

GGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGA

GAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACT

TGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATTGAAGAACACCAGTGGCGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Defluv

iitaleaceae(0.1098),g:Defluviitalea(0.0181); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTGGGTCCCCCTGATGCAGCGATGCCGCGTGAAGGACGAAGATTTTCG

GATCGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCAAGTCA

GTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAAGCGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTTGACTGAAACTGA

CGCTTAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5029;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGGGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAAACGTAGTAAGCGCTTGAAACAGGGAAACATGAGTGCAGGGGAGGAAAGT

GGAGTTCCTAGTGTGGCGGTGAAATACGTAGATATTAGGAGGAGCACCAGTAGCGAGGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAGAGCGTGGGGAGCAAACAGAATTAGATACCCTGGTA 

>OTU5032;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTT

TTTCGGAACGTAAAGCTCTGTCTGTGGGGAAGATAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGTTTAA

GTGTGATGTGAAATACCGGGGCTCAACTTGGGTGTTGCATTCGAAACTGGATATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACCCTCTAGACTGTC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGTGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTGGGCTTAACCGGAGAGGTGCATCGGATACGGGGAGACTAGAGTGCAAGAGAGGACAG

TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGGCGAAGGCGGCTGTCTGGTCCGC

AACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5035;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7881),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAAGGACGAAGGAAGTGACGGGATACAACCAGAAATTCACGGCTAATTACGTTC

CAGCAGACGCGGAAATACGTAGCTGGCAAGCGGTATCCGGATTTATTGGGAGTAAAGCGAGCGCAGGCGGATAGTT

AGGTCTGACGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGTCAACTTGAGTGCAGAAGAGGAGA

GTGGAACCCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU5034;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAAATTTCGTCTTTGGGGACGAAGAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

GGCAGCCGCGGTACTACGCAGGTGGCAAGGGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATTCA

AGTCAGACGTGAAATACCGGGGCTTAACCCCGGAGCTGCATTTCAAACTGGATTTCTTGAGTGCTGGCGAGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACCCCGGTTGCGAAGGCGGCTTTCTGGACAGTAA

CTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATTGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAGTACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTGGGCGGTTGATTAA

GTGTGAAGTGAAATCCCCGGGCTCAACTGGGGTGCTGCATTCGAAACTGGTTAACTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5037;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

TTCCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAAGACCCGGGCTCAACTGGGGTACTGCATTTCAAACTGGGCGGCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5040;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGTTACCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

TTCTGGTTCTTAACCTCTTTTTATATAAGAATAAAGTGCAGTATGTATACTGTATTGTCTGGATTATATGAATAAGGAA

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGAAACTGTCAGTCTTGAGT

ACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGGTTGCGAAGGCA

GCTCACTGGACTGTAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5039;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9762),o:Desulfovibr

ionales(0.9497),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCGTAGGGGAAGAAACTAGGGGGCTCTAATCGTCATCCTACCGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGAACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTTAACCGTGGAACTGCCTTTGATACTGAAC

GACTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCTACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGTAGAAGACGGTACCTCTTGAATAAGCCACGGCTCACTACGTGCA

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCTGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCATGAATTGCATTTATAATGGTGGATCTTGGGGGCTGGAGGGACATTC

GGAATTCCTATGGTAGCGGTGAATTGCTTGAATATTAGGAGGACCACCAGTGGCGAGGGAGGAGTGCTGGACAGTA

ACTGACGGTGAGGCGCGAAAGGGTGGGAAGCAAACAGGATTAGTTACCCTGTA 

>OTU5038;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pepto

coccaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGTAAG

GCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGG

CAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CAGTAACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5042;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACCACGTGCCAACAGCCGCGGTAATAAGGAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGGTAGCGCAGGCGGTTGCTGAGGTCTGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGCAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Ruminococcus2(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCTAAGAAGCCCCGGCTCACTACGTTCCAG

CAGCCGCGGTTCTACGTAGGCGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCAAG

TCTGATGTGAAAGTCCGGGGCTCAACCGCGGAATTGCAGTGGAAACTGGGAGGCTTGAGTGCGGGAGAGGTAAGC

GGAATGCGTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAAGATAGCACAATGGGGGAGAACGTGAAGCAGCAAGGACGCGAGAGTGATGAGGG

CCTTGGGGTTGGAAAGCTCTGTGATAAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGTGCTCAACTTGGGTTCTGCATTTCAAACTGGAAGTCTAGAGTGCATGAGATGAGAA

TGGAATTCCTAGTGTAGCTGTGAAATGTGTAGAGATTATTAAGAACACCGCTGCCGCCGGCGTTTCCCTGCACTGTCA

CCGACGCTCTCTCTCGAACGCCTGGAGACCGCACAGGATTAGATACCCTGGTA 

>OTU5045;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAAAAAGGGTGTCGCGCAAGTCAGATGAGAGTACCAGGCGAATA

AGAATCGGCAAACTCCGTGCCAGCAGCCGCGGAAATACGGGGGATGGGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCGGTGCGTCAAGTCTGGGGTGAAATTCCGGTGCTCAACACCGGAGCTGCCCTTGGTACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTCACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTTTTTTTGGAGAAGAACATTCGTGAGAGTAACTGTTCACGCAGTTACGGTATCCAACCAGA

AAGTCACGTCTAACTACGTCCCCGCAGCCGCGGTAATACGTCTGTGGCTAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGAGGCTTAACGGAAGAAGTGCATCGGAAACCGGGCGAC
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TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGGCGGGTCTGCAACTGACGCTGAGGCTCGAAAGAATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5049;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

AATCATGGTGGCGAATAAGTACGCGTTCTTGCCAATCACCCGCCGGCGGTTCCTGACTGAATGGGCCGCCTTCAAGC

AGGTGATACGCAGGAGAACCATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGA

ATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAA

TATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGC

GCAAGAGTAAACATAGTGACATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGACTGTTGAACACGAC

CAGAAAACTGGCCG 

>OTU5047;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTTTTGTTGGAGAAGAACTTGTGTGAGAGTAACCGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACAGAAGAAGTGCATCGGAAACCGGGCG

ACTGGAGTGCAGATGAGGACGGAGGAATGACAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5048;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Gammaproteobacteria(0.8472),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGATTGGGCGT

AAAGGGCGCGTAGGCGGCCTGTTAAGTTTGAAGTGAAAGTCCTTCTGTTAAGGAGGGAATTGCTTTGAAAACTGGCG

GGCTTGAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCT

GGTA 

>OTU5051;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATAT
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CTTGAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCG

AAGGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5052;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGCGTGGACTATTGCAGGTATCGGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCCGTCTGGTAAGCGTGTTTTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCACGGGACGTAGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5050;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGAGCGGCACTTCAAACGGGAAATCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTACTCTGGACTATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTCATACGTAGGTGGCAAGCGGTGTCCGGATTGATCGGGCGTA

ACGCGAGCGCAGGCGGAATGATAAGTCTTCTGTGAAAGCCCACGGCTCAACCGGTGAACTGCATCGGAGACTGTCAT

TCTTGAGTGAGGAGGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5054;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Alphaproteobacteria(0.9726),o:Rhodobact

erales(0.7623),f:Rhodobacteraceae(0.5632),g:Stappia(0.3479); 

GTGCCAGCCGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCTGAC

TTTTAAGTCAGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTTGATACTGGAAGTCTTGAGTCCGAGAGAGG

TGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGC

TCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA
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TGGATGCTAGGTGTCGGGGGGTTCACCTTCGGTGCCGCAGTTAACGCGTTAAGCATCCCGCCTGGGGAGTACGGTCG

CAAGGCTGAAACTTAAAGGAATTGACGGGG 

>OTU5055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Bacillales(0.9707),f:Bacillaceae_

1(0.9108),g:Bacillus(0.9085); 

ACGGAAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGGGAAGAACAAGTACCGTTCGAATAGGGCGGTACCTTGACGGTACCTAACC

AGAAAGCCACGGCTAACTACATGCCAGCAGCCGCGGTAATGCGTAGGTGGCAAGCGTTGTCCGGAATTATTAGGCG

TAAAGCGCGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGG

GGAACTTGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCA

GTGGCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC

TGGTA 

>OTU5056;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4563),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGGAGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGG

CAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAGACTGTTTTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAGCACGAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5059;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATCGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTAAGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATAACCGTTTGCATGTACTTTAGGAAAAAGG

AACGGCTAACTACGTGCCAGCAGCCGAGGAAATACGTAGGTGGAGAGCGTTGTCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGACTTTTAAGTGCGATGTTGAATACCCGGGCTCAACTTGGGTGCTTCATTTCAAACTGGAAGTCTAGA
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GTGCAGGTGAGGAGAATTGAATTCCTCGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU5061;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTCCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTCGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5060;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

AAGGAAGGCAGCAGTTGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAGGACGGC

CTTCGGGTTGTAAAGCTCGGTCGTCAGGGACGATAAGGACGGGACCGGAGGAGGAAGCCAGGGCTAACTACGTGC

CAGCAGCCGCGGTAAGACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCAGTA

TAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGTGATTGCTTTGGAGACTGTACCGCTTGTGTGCGGACGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGCTTGGGAGGAACACCAGTTGCGAAGGCGACTTACTGTGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGTCC

TTCGGTTTGTAAAGCTCTGTCTGCGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACTGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTAAG

TGAGATGTGAAATACCGGGGCTCAACCTGGGTGCTGCATTTGAAACTGGTCAGCTAGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5064;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTATGGTATTCCATAGGGCATGCCTGTTCGAGCGTCATTTGTACC

TTCAAGCTCTGCTTGGTGTTGGGTGTTTGTCCCGCCTTTGTGCGCGGACTCGCCTTAAAGCAATTGGCAGCCGACGTC

TAGGTTTCGGAGCGCAGCACAAATCGCGCTCTGTGTCCTGGTACGGCGGCGTCCATCAAGACTATTTTACACTCTTGA

CCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 
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>OTU5062;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCGGCGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGATGTGAAATACCCGGGCTCAACGTGGATGCTGCAGTTCAAACTGGTAGTCTAGAGTACAGGAGAGGTGAAT

GGAATGCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5063;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCATCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GTTGCGTAGGCTGTGCGTCAAGTCAGGGGGCAAAATCCGGGGCACAACTCCGGGTCGGTGCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACCCAGAAAACCTATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5065;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCCACGTGTGGCATCTTGAGGGTATCGAGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCCGCCGGGCAAGCGTGTGGTGAAATGCAGCGGCTCAACGGCGGCACTGCAGCGCGAACTGCCCAGCTT

GAGTGCGCGTAACGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGGGCGTAACTGACGCTCAGGCTCGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTCGAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGATGCCGCGTGAGGGACGAAGGC

CTTCGGGTCGTAAACCTCTGTCACCCGGGACGAAACCAATGACGGTACCGGGAGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAA

ATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAG

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU5066;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9846),o:Pasteure

llales(0.9821),f:Pasteurellaceae(0.9871),g:Pasteurella(0.8124); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCTCCCTTTTTTCCCCCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGCCTTCGG

GTTGTAAAGTTCTTTCGGTGATGAGGAAGGCGGTTAGTTTAATAGGCTAATCGATTGACGTTAATCACAGAAGAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAAGGG

CACGCCGGCGGTTGCTTAAGTGAGGTGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTCAGACTGGGCAGCTAG

AGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGCGAA

GGCAGCCCCTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTCTTGGTGAAGAAGGATGACGGTAGTAACTGGCCTTTCTTTGACTGTAATCAACCCG

ACAGTCACGGCAAACTACGTGCCAGAAGCCTCGGTAATACTTAGTTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTTTAATGTGAAATCTCTCGGCTTAACCGAGGAACTGCATCCGAAACTGTTGTT

CTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5069;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTGTGCAAGTCAGAAGTGAAAGGCATGGGCTAAACCTGTGGACTGCTTTGGAAACTGTCAA

ACTAGAGTACTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGG

GGAAGCCAGCCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5072;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.6350),g:Prevotella(0.4787); 

CCTTTCTTCATCATTGAGGAATATTTTTCCCTGGTCTTCAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTA

TGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCGGGCGCTTAAGTCATCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGTGC

AGTATAGGCAGGCGGAATTCGTGGCGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGATGGCAGCT

TGCTGGAGTGTAACTGACGGTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU5070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAACAGGGACGAAACAAATGACGGTACCTGAATAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGTGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAAACCCAGGGCTGAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5071;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGTGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTACATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5073;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAACACTGTTGTTAAAGAAGAACACGTGGGAGAGTAACTGTTCTTTCGATGACGGTATCTAACCAAC

AAGTAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAACGCAGGCGGTCTTTTAAGTGAGATGTGAAAGCCTTGGGCTTAACCGGGGTAGTGCATTTGAAACTGGAAAA

CTTGAGTGCAGAAGAGGAGAGTGGAATGCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAAGCAGCTCTCTGGTCTAAAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5074;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGAAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCATTCAGTTGGGACGAAGTAGGTGACGGTACCAACAGAAGACGCGACGGCTCAATACGT

GCCAGCAGCCGCGGTTATACGTATGTCGCAAGCGATATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAA

ATAAGTCTAATGTGAAAGCCCTGGGCTTAACCCAGAAACTGCAGCTGAAACTGTTTTTCTTGAGTGCAGAAGAGGAG

AGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGGCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU5075;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGGTGTAAAGTACTTTCAGAGGGGAGGAAGGGGGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATAAGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGG

AAAGCGCACGAAGGCGGTTTGTTAAGGCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTATCGTCAAGGGGGGTAGAATTCCAGGGGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGTTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8614),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAGGCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCAGTGGAAACTGGTC

ATCTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGATGACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5078;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGAGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGGAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGAGGAGGAGGCCACGGCTAACTACGTGCC

AGAAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTTAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTTTCTTGAGTATCTGTGAGGCAATCG
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GAATTCCTAGTGTTGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAT

CTTACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5079;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGGTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGAATTATTGGGCGTAAAGAGT

GCGTAGGTGGTTATCTAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGT

GCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCG

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAGACAGGATTAGATACCCTGGTA 

>OTU5080;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CCTCGGATTTTGAAGTTTCTTTTTTAAGGACGTAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCTGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCTTGGGCTTAACCGACGAACTGCATTTGATACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCTTAGAGATAGGGAGGAACTCCGGTTGCGAAGGCAGCCTGCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3884),g:Dorea(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGAAGCAGCGTGAAGGATGACGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCGAACTACATGCCA

GCAGCCGCGGTAATACGTAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCACGGGGCTCAACCCCGCGACTGCATTTGGAACTGTAATGCTTGAGTGTCTGAGCTGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACGATTA

CTGACGTTTAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5081;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAAAAAGTGACGGTACCTGGAGAAAAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAGT

CAAGTCAGATGTGAAATCTCAGGGCTCAACCCTGGAACTGCATTGGAAACTGAGTCCCTTGAGTAGGGGAGAGGAA
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GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCGGGGC

TTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCTTAAACTTCTTTAGACGCCGAGCAATGAGGTCCACGCGTGGACCGATAATATTATGCTTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGAGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGAGACTGTGTGGCTG

GAATGATCCCGCAGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATAACTCAGAACACCGATTGCGAA

GGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5085;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0099),g:Cellulosilyticum(0.0046); 

AAGGGAGGAAGAAGGAGGGAAGAGTGAGCAATGGAGGAAACTCTGACGCAGGGACGCCGCGTGCAGGAAGAAG

GTTTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGGAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGATAG

TAAGTTAGTTGTGAAATCCCTCGGCGTATCTGCGGAACTGCAACTACAACTGTTATTCTTGAGTACTGGAGAGGAAAG

TGGAATTCCTATTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGTACAGA

AACTGACGTTTAGGCACGAAAGTGTGGGGAGCAAACAGGTTTAGATACCCTGGTA 

>OTU5084;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.4224),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCCGACGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGGAGTGAAATCCACGGTCTTAAGGCGTGAATTGCATTGGAAACTACTGGTCTTGAGTATCGGAGAGGCAAT

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGG

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5086;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTCTGGGTTGAAAACTTCTTTTTTAAGGGAATAAGGTGCACCACGTGTGGTGTTTTATATGTACCTTATGAACAAGCA

TCGGCTAACTCCGTGCCAGCAGTCGCGGTAATACGGCGGATCCTATCGTTATCCGGATTTATTGGGTTTAAAGGGAGT

GTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGT
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GCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCTGGAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5087;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TTTGGGCTTTAAACTTCTTTTGTGTGAGAGCAATAAGGGCCTCGTGAGGTCCGATGAGAGTAGCACACGAATAAGCC

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTGATTGGGTTTAAAGGGA

GCGTAGGCCGTCATATAAGCGTGTTGTGAAATGGCGTGGCTCAACCTGGGCATTGCAGCGCAAACTGTGAGTCTTGA

GTACGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGGTTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5089;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.6350),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTCAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACGCCGGAACTGCGTTGGAAACTATGCAGCTGGAGTAACGGAGAGGCAGG

TGGAATTCGCGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTTGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCATGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTGCTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACTGCTTAACCGTAGTAAGCCGTTGAAACTGAGTAAGTTAAGGGCAGGAAAGGAGAATG

TATATCCTCGAGTCGCGGGGAAATGCGTAGATATTAGGAGGTACACCAATTGCGAAGGCGGCTCTCCAGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5088;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0110); 

AAGGGAGGCAGAAGGGAGGAAGAGGGGGAAAGGGGAGAGAGAAGGAAAAAGGCAAGGAGGGTGAGGGAAGAC

GGTCCTAAGGATTGTAAACCTCTTTTGTCGGGGAACAACGAGGTGCACGCGTGCGATAGTGAGGGTACCCGAAGAA

AAAGCATCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCGGCAAGTAAGGTCGACGGTTAATCTGCGGGGCTCACCCCCGTATCGCCGTCGAAACCGGCATA
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CTAGAGTGGAGAAGAAGTAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGC

GAAGGCAGCTTACTATTGTCCTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTTTTA 

>OTU5092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAATGATGAAGGTC

TTCGGATTGTAAAGTTCTATGATGGGGGACGAAGAAAGTGACGGTACCCCAATCGCAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAAT

AAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAG

TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5091;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGTAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTA

GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5093;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCAGTAAATGCATTTGAAACTGTTGTTCTTGAGGATTGGAGAGGCAAG

GGGAATTCCTAGTGGAGCGGTGAAATTCGTTGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACGAA

AACTTACGCCTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGTAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTG

TTTCGGCTCGTAAAGCTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCCGTGCCGGCATTCTACCAG

AAACTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTACTCAAGTCAGATGTGAAAGCCGGCGGCTTAACCGAAGGAGTGCATCGGAAACTGGAT

GACTTGAGTACAGGAGAGGACGATGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG
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GCGAAAGCGGTTCGCTGGTCTGCAACTGACGTTGAGGCTCGAAGGCATGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5095;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:"Cyclobacteriaceae"(0.0086),g:Algoriphagus(0.0043); 

ACGGGAGGCAGCAGTGGGGAAGATTGGACAATGGAAGGAACTCTGATCCAGCCAGGCCGCGTGCAGGAAGAAGGT

CCTATGGGTTGTAAACTGCTTTAGCATGGGAGAAATAAGGGGTACGCGTACACCGAGGAGAGTACCATGAGAATAA

GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGATTTACTA

GAATGTCGATGATGCCGGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATTACACATAAGGCCGATTGCGCC

GGCAGCTACCAACGTTCCGTTTGACGCTGAGGCCCGAAATTGCGGGGACCGCACAGGATTAGATACCCTGGTA 

>OTU5097;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTTAGTTAAGAAGGTT

TTCGTTTCGTAAAGCTCTGTTGTTGGTGAATCAGGATAGAGGTAGTAACTGGCCTTTATTTTACGGTCATCAACCAGA

ACGTCACTTCTAACTACGTGCCAGCAGCCGCGGTAATACGTCTGTGGCAAGCGTTGTCCGGATTTCTTGGGCGTAAAG

CGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCATCGGAGTAACAGAGGAAATGCATCGGAAACTGTTTTTC

GTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGAGAACAGGATTAGATACCCTGGTA 

>OTU5096;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.7497),o:"Enterob

acteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Cronobacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGCTGGGAGGAAGGGAGTTAAGCTAATACATGATCCCATTGACGTTACCGACAGA

ATAAGCACCGGCTAACTCTGTGCCAGCAGCCTCGGTAATACTTAGGGTGCAAGCGTTGATCGGAATTACTGGGCGTA

AAGCGCGCGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCTGGCTCAACCTGGGAACTGCATTCGAAACTGGCTG

GCTTGAGTATCGTAGAGGGGGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGAGCAGGAGGAATACCAGTG

GCGAAGGCGACCCCCTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5098;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTTAGCTACGTATACCCGTTTGCATGTACTTTATGAATAAGGAC

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGGTTAAGTCAGTTGTGAAAGGTCGGGGCTCAACCGTAAAATTGCAGTTGGTACTGGATAACTTGAGT
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GCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTATGCTGTTACTGACATTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5099;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Marinilabiaceae"(0.0113),g:Anaerophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGTTCGTAAACTTCTTTAGACGCAAAGCAATAAGGGTCTCGTGCGCTCCGATGAGAGTATGCGTACAATAAGC

ATCGGCTAACTCCGTGCCATCAGCCGCGGTAATACGGGGGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACTCGGGAGTTGCCGTTGATACTGTACATCTGGA

ATGCTGGTGCCGTGGATGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAAGG

CAACTTACGAAGGGGCAATTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5101;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTGAGTTGCAGGAAAGGGGATT

GGAATTCCTAGTGTAGCGGTGAAATGGGTAGAGATTAGGAAGAACACCAGTGGCGAAGGGGATTCTCTGGACTGTA

CCTAACGCTGGGGTTCGAAGGCGTGGGGAGCAAACAGGTTTAGATACCCTGGTA 

>OTU5100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Pseudoflavonifractor(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCCGCCGTGGTAATACGTAGGTGGCCATCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATAAG

CAAGTCAGAAGTGAAATCCATGGGCTTAACCCAGGAACTGCTTTTGAAACTGTTTGCCTTGAGTATCGGAGAGGCGG

AGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACT

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5103;tax=d:Bacteria(0.0014),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomicr

obiales(0.0000),f:Verrucomicrobiaceae(0.0000),g:Luteolibacter(0.0000); 

GCTAAGCCGGAGAAACATACGCAGGCGCATACCGATACCACTGTCCCTCAGCAATCTTCCACTTCTTAGACGAATCCC

CAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCACGTTGCCATACAAAACAGGGTCGCCAGCAATATCG

GTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAG

AGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGAGGCACAGAATGTTTAGAGGTCGGTGGAACACGACCAGAA
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AACTGGCCTAACGACGTTTGGGCAGGTCCATCAACATCAGAGCCAGATGCCCAGAGATTAGAGCGCATTACAAGTAA

AGGACGGGTGGCAGCGTCATAAGAGGTTGGACCTCCA 

>OTU5102;tax=d:Bacteria(1.0000),p:"Deferribacteres"(0.9988),c:Deferribacteres(0.9791),o:Deferribacteral

es(0.9730),f:Deferribacteraceae(0.9666),g:Mucispirillum(0.9743); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGCTCGGGAGAGTGACGCAGCGACGCCGCGTGAATGATGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGACAGGGAAGAAAGGATATATGAGTAACTGTATATATTTTGACGGTACCTGTATAA

GCAGCCCCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGGGCGAGCGGTGTTCGGAGTGACTGGGCGT

AAAGGGCACGTAGGCGGTGTTGTAAGTCATTAGTCAAAGGCTAGGGCTCAACTTTAGTAAGGCTAGTGATACTATAA

TACTAGAGTATCAGAGAGGATTGCAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTA

GCGAAGGCGGCAATCTGGCTGGAAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5104;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTGTAGTTGACGGTAATCAACCA

GAAAGTCAAGGCTAACTAAGTGCCAGCAGCCGCGGTAAGAAGTAGGTGGCAAGAGTGGTCCGGAGTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAATCCCTCGGCTTAACCTAGGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCATAAGAGGATAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCATCTGACGCTGAGTCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.7787),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAAAGGGCGAAAGCCTGTTGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTATATAAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGACGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGGACTAGAGTGTCGGAGGTGTAAGT

GGAATTCCAAGTGTCGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTAACTGGACGGCA

ACTGACGCTGAGGCTCGAAAGCGTGTGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5106;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diales_Incertae_Sedis_XIII(0.1872),g:Mogibacterium(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACCTCTGTTCTTAGGGAAGATGAAAGTGATGGTACCAAAGGAGAAAGCCCCGGCCAACTACGTG

GCAGCGGCGGCGGTAATACGTAGGGGGCAAGTGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC



5886 

 

TAAGAGTAAGGTTTAAGCGTGCAGCTAAACTGCATCTCGCCTTGCAAACTGGACAACTTGAGATCAGAAGGGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.7162); 

ATGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGGTGGTAAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGTTAATCAAAGAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCCCGGCTGAACCGAGGAACTGCATCGGAAACTGGTT

TTCTTGAGTGTAGAAGAGGAGAGTAGAATTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5107;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9933),c:Actinobacteria(0.9726),o:Coriobacteriales(

0.8955),f:Coriobacteriaceae(0.8505),g:Collinsella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGAAGCCGAGTGCGGGACGGAGG

CCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGC

AGGCCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCAGGAACCTCCGCGGCTTGGGTCCGGTAGGGGAG

GGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGTTTGGAAGACCCGTCGACAAGGCGGCTCTACGCGCT

TACCCTGACCCTGGGTCTTCCGAGCTGCGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU5110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVb(0.0712); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGAAAAGGGGGGAACCCGTGATGCAGCAACGCCGCGTGAGTGATGACG

GCCTTCGTGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGTGGAGGAAGCAACGGCTAGTTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGT

AAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5109;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:"Enterob

acteriales"(0.1249),f:Enterobacteriaceae(0.0457),g:Escherichia/Shigella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTTCGCCACGTGTGGCGTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG
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CACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGGTCAATCTGGGAACTGCATCTGATACTGGCAAGCTTG

AGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5111;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACTGGAGGCAGCAGTGAGGAATCTTTTTCCCTTTTCTTCAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGCCCT

ATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACGGCCGTCCTTGAA

TGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGC

ATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5112;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTCATTCCGTGCCAGCCCCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGTAAGTCAGCGGTGAAAGCCCCGCGCTCAACGCAGGAGTTGCCGTTGAAACTGTACATCTG

GAGTGCTCTTGCGGTGAGAGGAATGAGTAGTGTAGCGGTGAAATACATAGATATTACGCAGAACACCGATTGCGAA

GGCATCTCTCGAGGGGGCAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5113;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAAAATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTG

AGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5114;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Negativicutes(0.2902),o:Selenomonadales(0.124

9),f:Veillonellaceae(0.0457),g:Mitsuokella(0.0110); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGATAATAACCATTGCCAATGACGGTACCTGACG

AGAAAGTCAGGGCTAACTAGGTGCCAGCAGCCGAGGTAATTCGTAGGTGGCAAGCGGTGTCCGGATTGATTGGGCG

TAAAGGGAACGCAGCCGGTCTTTTAAGTCTGATGTGAACCCCGTCCTCTTAACCTTAGTAATGCATTGGAATCCCGAA
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CACTTGAGTGCAGAAGAGGAGAGTGGAACTCATAATGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGATTGTCTACAGCGTGGGTAGCAAACAGGATTAGCTACCCTGGT

T 

>OTU5116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0423); 

ACGGAAGGCAGCAGTGGGGAAGAGGGGGAAAGGGGAGAAAGAAGGACAAAGCAAGGCCGAGTGAAGGAAGAAG

GCTTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACGTGGCGAATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAG

GCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTTTCTTGAGTATCGGAGAGGCAA

TCGTAATTCCTAGTGTAGCTGTGAAATGCGTCGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGCAAGCGTGGGGAGCAAACAGTCTTAGCTACCCTGGTA 

>OTU5115;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACATTTGCTCATGGACGTTACCCGCAGA

AGAAGCACCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGGTTGTTAAGTCGTGTGTGAAATCCCCGGGCTCAACCTGGGAACTGCCTCTGATACTGGCA

AGCTTGAGTATCGTAGAGGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCTACTGGACGAAGACTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5119;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidat

us_Carsonella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAGCAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAAATATCGGT

AGTTTACTATCGTTTGAGGGGTGTGGAAACTGCCTTTAAAGCAGGAGTACGTGCCTTTTCTTAACCCTTGACTTTTTGC

GCACTTGTGTTTCCTCGGCAGGCTTGCCTGCCGATTGGACAAATCAATAACCTTTTTAATTTTGAATCAGCGTCTGAAT

TATTTTAATAATTACAACTTCTAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU5118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCCTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGGAGATCAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTGGTCT

TCTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG
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CGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5117;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Negativicutes(0.4428),o:Selenomonadales(0.203

9),f:Veillonellaceae(0.0904),g:Mitsuokella(0.0181); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTTGGGGACGAATGTCAGGACTCAAAATATGGGTTCTGAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGAATTACTGGGTGT

AAAGGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGAAACTGTT

ATTCTTGAGTGGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCCACGCCGCGTGAATGAAGAATTAT

TTCGGTATTTAAAGCTCTATCAGCATGGAAGTAGAAGACGGTACCTGACTAAGAAGCCCTGTCTAACTACGTTCCAGC

ACCCGCGGCAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAAGT

CTGATGTGAAAGCCCGGGGCTCAACCGCGGAACTGCAGTGGAAACTGATTAGCTAGAGTGCAGGAGAGGTAAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5121;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

AAGGAAGGAAGGAGGGGGGAAGAGGGAAGAAGGGGGGAACGCCTGATGCAGCAACGCCGCGTGAGGGAAGACG

GTTTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGT

GCCAGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATA

GCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAATTGGAACTGTTATTCTTGAGTGGAGTAGAGGCA

AGCGGAATTCCGAGCGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5123;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.6350),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTA

TTTCGGTATGTAAAGCTCTGTCAGCGGGGGAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGAGCGTAGACGGTTGATCAAG

TCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGAAGCTAGAGTGGCGGAGAGGTAAGTG
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GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATGGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCAA

GTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCAGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5126;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.0904),g:Paraprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATGCGGGAATAAAGTGGCCCACGCGTGGGCTATTGCATGTACCGCGTGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGCTTAAGTCAGTGGTCAAATCGCGTGGCGCAACCATGCGCCGCCGTTGATACTGGGCTTCTTGAG

TGCACATAAGGATGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTGTCCGGGGTGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5125;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Faecalibacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCAA

GTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5124;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTATCCTCCAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGAGTAGGCGGACCTGCAA

GTCAGATGTGAAATCCCCGGGCTTAACCCGGGAACTGCATTTGAAACTGTAGGCCTTGAGTGATGGAGAGGCAGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5127;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Fastidiosipila(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTGTGAGGGACGAAGAATGACGGTACCTTACAAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGCATCGC

AAGTTAAGTGTGAAAGCCCGAGGCTTAACCCCGGAAGTGCACTTAAAACTGCGGAGCTGGAGTGTGGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCTGAGGCGAAGGCGGCTTACTGGAACA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumin

ococcaceae(0.8864),g:Ruminococcus(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGTCGGGAACGATAATGACGGTACCCGACAAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGTTGCA

AGTCAGATGTGAAAAGTAGGGGCTTAACCCCTGAACTGCATTTGAAACTGTAATTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5128;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4914),g:Gemmiger(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAAGAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGACCGTCA

AGTTGGAAGTGAAATCCATGGGCTTAACCCATGAGTTGCTTTCCAAACTGCTGACCTTGAGTAGTGCAGAGGTAGGT

AGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTTCTGGGCAGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATTCAA

GTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAATCCCTTGAGTATCGGAGAGGCAGGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTG

AGTACACACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCGGTA 

>OTU5135;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGACCGTAAAGCTCTGTCGTTGGTGAAGAAGGATTGAGGTAGTAACTGGCCTTTATTTGACGGTAAACAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAGTTACTGGGCGTA

AACGGTGCGTAGGTGGTCTTTTAAGGCGGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGGTCTTGAAACTGTGAG

ACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCAGTGAAATGCATAGATATTAGGAGGAACACCAGGAG

CGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGAAGGCAGCAGGGGGGAATCTTTTTCCCTTTTCTCCCTCCTTACCCCTCAACGCCGCGTGAAGGAAGAAGGCTTT

CGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAAG

TCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACAGCAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5134;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Parasporobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTCTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTC

AAGTCAGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGAAGTTCTTGAGTGCTGGAGAGGCTAA
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5133;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Enterob

acteriales"(0.4652),f:Enterobacteriaceae(0.2864),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTA

GTTCTTGAGTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5138;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:Sphingobacteriia(0.7114),o:"Sphingobacteri

ales"(0.4280),f:Sphingobacteriaceae(0.2524),g:Solitalea(0.0615); 

GTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGAT

TTATAAGTCAGTGGTGAAATCCTGCAGCTTAACTGCAGAACTGCCATTGATACTGTAAGTCTTGAGTGTGTTTGAAGT

GGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGTAGGCAGCTCACTAAACC

ACAACTGACGCTGAGGCACGACAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATGA

TTACTCGATGTTGGCGATATACAGTCAGCGTCTAAGCTAAAGCGTTAAGTAATCCACCTGGGGAGTACGGTCGCAAG

ATTGAAACTCAAAGGAATTGGCGGGG 

>OTU5136;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Gammaproteobacteria(0.9321),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGCCTTTCAAGTTGGATGTGAAATCCCCGTGCTTAACATGGGAACTGCATCCAAAACTGGAG

GGCTTGAGTGTGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5137;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTCCTGGGGGAAGAAGAAGGTAACGGTACCCGGGGAGGACGCCCCGCCTAACAACGT

GCAAGCGGCCGCGGTAATACGTAGGGGGCGGGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCG
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ATTAAGTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTGTGTAGACTGGTTGGCTTGAGAGCGGAAGAGG

TAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGCGGCGAAGGCGACTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5139;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAGAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAA

GTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5140;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9861),o:Rhodobact

erales(0.9730),f:Rhodobacteraceae(0.9666),g:Paracoccus(0.7643); 

GTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGAC

CAGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCTCGGAACTGCCTTCAAAACTATTGGTCTTGAGTTCGAGAGAGG

TGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGC

TCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAATGCCAGTCGTCGGGTTGCATGCAATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU5141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Erysipelotrichia(0.8755),o:Erysipelotrichales(0.72

52),f:Erysipelotrichaceae(0.5273),g:Turicibacter(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGTCTGACCGAGCAACGTCGCGTGAATGATGAAGGC

CCTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGTTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCTGCGGCAATACGTAGGTGGCGTGCGTTATCCGGAATTATTGGGCGTA

AAGGGCGCGCAGGTGGTTGATTAAGTCTGTTGCGAAAGCCCGCGGCTTAACCGGGGAAGGTCAGTGAGAACTGGGC

GACTTGAGTGCGGAGGAAGGAGGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAAT

GGCGAAGGCAGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5142;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGTTGCGACT

TAAGTTAGATGTGAAAGCCCGAGGCTTAACCACGGAACTGCATTTAAAACTGGGTTGCTAGAGTACAGGAGGGGTA

AGCGGAATTTCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GCAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5143;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Eubac

teriaceae(0.0086),g:Garciella(0.0043); 

ACGGAAGGCAGCAGTGGGGAATAGTGGGCGATGGGCGAAAGCCTGACGCAGCAACGCCGCGGGAGGGAAGAAGG

GTGTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCCGGAGTGAAAGTCCTGCTTTTCCGGTGGGAATTGCTTTGGATACTGCTGGGCTTGAGTGCAGGAGAGGA

AAGTTGAATTCCTAGTGTAGCCGTGCACTGCGTACTGCTTACGAAGCCCACCGGTCGCGCTGCCGATTCTCTGGACTC

TACCTTACGCTGAGGCTCCAACCCGTGGGCAGTCCACAGGATTAGATACCCTGGTA 

>OTU5146;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 

TTCGGGTCAACGCTACCTGTAGGACGTGTCCGCATCAAGTGCCCCGCATGGCAATGCAGACGGCCATTAGCTGTACC

CTCCTCAGGCACACACAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCAT

ACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGT

GAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCAGTGCATTCATCAAACGATGAATAGCAAAGC

ATCTACGCGATGTCATAGTGGAGGCCTCCAGAAATCTGGAACACTCATCCTTAAGACCTTG 

>OTU5145;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTTCTTCTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATAATTAGAATACGGA

TCGGCTGACTCCGTGCCAGCAGCCGCGGTAATACGGAGTTACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5144;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGCTTGTTAA

GTCATATGTGAAATTTCGGGGCTTAACCCCGAAACTGCATAAGAAACTGGTAAGCTAGAGTGCAGGAGAGGTAAGC
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGAA

ACTGACGCTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAGAATGACGGTACCTGACTAAGAAAGCACGGCCAACTACGTGCCC

GCAGCCGCGGGAATACGTGGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTTGGACTGCTTGGGAAACTGTATGGCTAGAGTGATGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5148;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAATGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGATTAAGGAT

CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTGAGTTGTGAAATCTTGCGGCTCAACCTTAAAATTGCAGTTGATACTGTCAATCTTGAGTA

TAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGATTAAATATCACGAAGAACTCCGATTGCGAAGGCGG

CTAACTGGATTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5149;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGACGGC

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGCGCCACGTGTGGTGTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCTTAAAGGGAG

CGTAGGTGGTCGTTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCATAAAATTGCAATTGAAACTGGGTGTCTTGAGT

ATAGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCA

GCTTGCTAAGCCATAACTGACACTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5150;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAACTTTCTTTTATATAAGAATAAAGTGCAGTATGTATCTTGTTTTGTATGTCTTATATGAATAAGGCT

CGGCTAACTCCGCGCCAGCAGCCGCCGTAATACGGAGGATCCGAGCGTTATCCGGAGTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAGT
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GCAGGAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5151;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTAGGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAATTTTCCGGCTCAACCGTAGAACTGCAGTTGATACTGGCAGGCTTGAG

TATCGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAATTCCGATTGCGAAGGC

AGCCCACTGGACGAAGACTGACACTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGCGTGGAGCATTGCAAGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAACGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGTGTGCGGCTCAACCGTGAGATTGCAGTTGATACTGCGGTACTTGA

GTGCGGTTGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAAACTGTGACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5154;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTTGTAAACTTCTTTTATATAAGGATAAAGGGCCTTATGTATAATTTTTTGTATGTACCGTATGCATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGCGGCCCAACAGTAACATTGCAGTTGGTACTGTCAGTCTTGAG

TACAGTCGAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGCTGACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGATTGTAAACTTCTTTTATACGGGCATAAAGTGCGGTATGCATACTGTTTTGTATGTACCGTATGAATAAGGA

TCGGCTAATTCCGTGCAAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGGTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTTAACCATAAAATTGCGATTGAAACTGGTAGACTTGAGT
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ATGTGTGAGGTAGGCGGAATGCGGGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CCTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTCGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGTGGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAA

CTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5158;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Corynebacteriaceae(0.0000),g:Corynebacterium(0.0000); 

GGTATCGTCTGTGAGCGTTGTGGTGTGGAGGTCACTGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTAGACCTCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTGCG 

>OTU5160;tax=d:Bacteria(0.0014),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Pectinatus(0.0000); 

ATGGCCGCCCCGCCTTTGGTCTTTATCCATCTTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGATCCTCGATACGC

GCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGAGTTGGAG

GCATGAAAACATACAATTGGGAGAGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTT

TACCGTCTTTCCAGAAACTGTCCCAAGTATCGGCAACAGCTTTAGCAATACAATGAAAAATATCAACCATACCAGAAG

CAGCATCAGTGACGACATCAGAAATATCCTTGGCAGTAGCGCCAACAGGAGAAGAGCCATACCGCTGATTCTGCGTT

TGCTGATGAAATAAGGCAACCTAAGCACGAACCTTGCGAGTCATT 

>OTU5159;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTATGAAGAAGCCCTC

CGGGTTGTAGAGTACTTTCAGCGTGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGA

AGCACTGGATAACTCCGTGCCAGCAGCCGCTGTAATACGGAGTGTGCTAGCGTTAATCGGAATTACTGGGCGTAAAG

CGCACGCAGGCGGTTTGTTAAGTCAGACGTGAAATCCGCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCT
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TGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTTGAGGAATACCGGTGGCGA

AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5156;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCGGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTCGTGAAATGTTGCGGCTCAACCGTAGAAGTGCATTGGGTACTGTCAGTCTTGAG

TACATAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGTAACTGACGCTGATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5157;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9038),o:"Enterob

acteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Cronobacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATCCAGCCATGCCGCGTGTATGAAGAAGGTC

TTCGGGTTGTAAAGTACTTTCAGCAGGGAAGAAAAGAGTAGAGTTAATACCTTAGATCGTTGACGGTACCTGCAGAA

GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCGCGCAGGCGGTTCGGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGGCG

AGCTTGAGTCCCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5161;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.9

941),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAAAGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTATGGAATGTAAACTTCTTTTATACGGGAATAAAGTGCAGTATGCATACTGTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACGCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAGTTATTGGGTTTAAAGGG

AGCTTAGGCGGATGCTTAAGTCAGTTGTGATAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCGTCTTTA

GTACAGTAGAGGCACGCGGAATTCGTGGTGTAGCGGTGAAATGCTTATATATAACGAACAACTCAGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATACTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5163;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomi

crobiales(0.0000),f:Methanoregulaceae(0.0000),g:Methanoregula(0.0000); 

TTCCTTTTTTTTTCTCTCTTCTTTTTTTCTTTCCCCGCTCGCCGCGTGCGTCGTCACCGCATGGGCTTCATCAAGCTGGCG

GCACCGGTTTCCCATGTCTGGTACTTGAAGGGGATCCCCAGCTACGTGGCCATCCTGCTGGACATGCCCCTGCGGGAT

GTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAACAGCT

GCTCACCGAGGACGAGTGGCTGGAGACCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAGCCTGT
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GGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCTGCGT

GAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTGCG 

>OTU5164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCATAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTTTATCTGGACTGTA

TCTGACGCTGAGGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGTTTGTAAACTTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTGTTTTAA

GTCAGATGTGAAAGGCCTGGGCTTAACCTGTGGGCTGCATTTGAAACTGGAATACTTGAGTGCAGGAGAGGAAAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTCTGCGGCTCAACCGTATAATTGCAGTTGATACTGGCAGTCTTGAG

TACAGTAGAGGGGGGGGGAATTCGTTGTGTAGCGGTGAAATGCTTTGATAACACGGAAAACTCCGATTGCGAAGGG

AGCTCACTGGACTGCATCTGACACTTATGCTCGAAAGTGTGGGTATCAAACAAGATTTGGTACCCTGGTA 

>OTU5166;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5991),g:Faecalibacterium(0.0712); 

CCGGGAGGCAGCAGTGGGGAATATTGCACAATTTCGGCCCCTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGTC

TTCGGATTGTAAACCTCTGTTGTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAGCAA

GTTGGAAGTGAAATCTGTGGGCTCAACCCACAAATTGCTTTCAAAACTGTTTTTCTTGAGTGGTGTAGAGGTAGGCGG
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AATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTTGGCACTAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTTTGTATAGTGTTTTGCATGTACTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAATGTTAAGTCAGTCGTGAAATGTAGCGGCTCAACCGGAACATTGCAGTTGGTACTGTCAGTCTTGAG

TACGGTAAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5169;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9991),c:Cyanobacteria(0.9956),f:Family_I

I(0.9871),g:GpIIa(0.9818); 

GTGCCAGCAGCCGCGGTAATACGGGCGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGCC

CAACAAGTCTGCTGTTAAAAAGTGGAGCTTAACTCCATCATGGCAGTGGAAACTGTTGGGCTCGAGTGTGGTAGGGG

CAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGG

GCCATCACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTGGCCGTAAACG

ATGAACACTAGGTGTCGGGGGAATCGACCCCTCCGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACG

CACGCAAGTGTGAAACTCAAATGAATTGACGGGG 

>OTU5168;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Deltaproteobacteria(0.9740),o:Desulfovibr

ionales(0.9063),f:Desulfovibrionaceae(0.7787),g:Desulfovibrio(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGATAATCGGAATCACTGAGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGTGTCTAAACCCACGGTTCATTCGTGGAAATGCGCTTTATACTGTACGA

CTCGAATCCGGGACCGGGTGGCGGAATTCCAGGTACAGGAGTAACATCCCTATATATCTGGAGTAACATCAGTGGCG

ACGGCGGCCACCTGGACCGGTATTGCCGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5170;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAAGCAGCCAAGCAGCGTGAAGGAAGAAGGT

TTTAGGGATTGTAAACTCTTTTTATAAGGGAATAAAACGCTCCACGCGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTTCGTGCCAGCAGCGGCGGCAATATGGAGGATGCGTGGGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCTGCTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCATTTGAAACTGTCATTCTTGAG
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TGCAGTAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAGTTGCGAAGGC

GGCTCACTGGACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAATAGGATTAGATACCCTGGTA 

>OTU5173;tax=d:Bacteria(0.0058),p:"Synergistetes"(0.0000),c:Synergistia(0.0000),o:Synergistales(0.0000),f

:Synergistaceae(0.0000),g:Aminobacterium(0.0000); 

GGCATTGTCTGCGAGCGTTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCCCACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTCCAACTGCTATGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAGGTACAA

ACAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGA

GCCTGTGGTGGGCAGCGATGCTGAGGCGCGCAAGCAACTGCTCGAAGACCTCAAGCTGGAGGAAGGGGCTGAGCA

GCTGCGTGAGGAGAACAACGGCAGCAAGGGCCAGAAGCGGGCAAAGCTGACCAACGCCTACG 

>OTU5171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Clostri

diaceae_1(0.8505),g:Clostridium_sensu_stricto(0.7643); 

ACTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTC

GGATCTTAAAGCTCTGTCTTTGGGGAAGATAATGACGTTACCCAAGGATGAAGCCACGGCTAACTACGTGCCAGCCG

CCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTGG

GATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTAACTGA

CGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Prevotellaceae"(0.9573),g:Prevotella(0.7643); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTTCCTTTCTTCTTCCCCCTCCAAGTCTCGTGCATTATGACGGCCCTATGG

GTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGACCGGC

TAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTTAAGGGAGCGTAG

GCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAGTGCGC

AGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGGGCAGCCT

GCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5174;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGGATCTGAGGAGGGAGCCACGGCGAACTACGTGCG

AGCAGCCGCGGTAATACGTATGTGGCAAGCGCTGTCCGGATTTAGTGGGCGTAAAGGGAGCGTAGGCGGAGTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTGAAACTGGAGGTCTAGAGTGCAGGAGAGGAGAA
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GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTTTGTAAACCTCTATCATCAGGGAAGAAAATGATGATACCTGACTAAGAAGCCCCGACGACCAACGTGCCAG

CAGCCGCGGTAATACGTCGGGGGCAAGAGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGTAGTGAAAGCCCAGGGCTCAACTCTGGGACTGCATTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTAAGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCTTTGAAAACTGTTAGGCTAGAGAGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGATCATAT

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5177;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Rikenellaceae"(0.5991),g:Alistipes(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAACTCTGAACCAGCCATGCCGCGTGCGTGAAGACGGCT

TTATGATTTGTAAGCTGTTTCTGTACGAGGGAAAACGCCCTTACGTGCAAGAGACTGAACGTCTCGTACGAATACGGC

ACGGCCAACACTGTGACAGCAGCCGGGGTTACTCGGAGGATCCAAGCGTTATCCGGGTTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTGATACTGTTGAACTAGAG

AGTAGTTGCGGTAGGCGGAATGTCTGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGC

GGCTTACCGGACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5178;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAAACCTGATCCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAATCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCCTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG
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GAATTCGTGGTGTAGTGGGGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCCCTGGACTGCAAC

TGAGACTGACGCCCGAAAGACTGGGGACCAAACAGGATTAGATACCCTGGTA 

>OTU5180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Porphyromonadaceae"(0.8146),g:Parabacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTTTTAAACTTTTTTTATAGGGGAATAAAGTGGAGGACGTGTCCTTGTTTTTATGTATACTATGATTAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGTTTTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGTGATGTAAGTCAACAGTGAAAGTTTGTGGCTCAACCATGAAATTGCCGTTGAAACTGCGTTACTTGAGT

GTGTTAGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTACTAAACCATAACTGACACTGAAGCACGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5179;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGTA

TTTCGGAATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGATTAAGAAGCTCCGGCTAACTACGTGCCA

GCAACCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGGATGCA

AGTCTGGTGTGAAAGGCCGGGGCTCAACCCTTGAACTGCATTTGAAACTGTATGGCTTGAGTGAAGTAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5181;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGGTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAATTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGTCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTAATCGGAATTACTGGGCGTA

AAGCTCACGCAGGCGGTATGTTAAGTCAGATGTGAAATCCACGGGCTCAACCTGGGAACTGCAGCTGATACTGGCAA

GCTTGAGTATCGAAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATTG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5182;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGACAAATATTGGTCAATGGGCGAGAGCAGAAACCAGCCAAGTAGCGTGAAGAATGACTGA

CCTATGGGGTGGAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGATATTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG
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TGCATTTGATGCAGGCGGAAGTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGATGAACCCCCATTTCCAAGGCA

GTCTGCTCTGCTGCAACTCACCTCGATTCCCGAAAGTGTGGGTCTCAAACAGGATTAGATACCCTGGTA 

>OTU5183;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTACATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTTAAGTTGCTGTTGATACTATCAGTCTTGAGT

CTAGGAGAGGAGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCTGGACTACAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5184;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGGTTGCTGCTAAAACGTAAAATTGCATTTGATACTGGCGTTCTTGA

GTGCAGTTGAGGTGTGCGTAAATCGTGTTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAATGC

ATCACACTAAACTGTAACTGACGTTCGTGCTCGAAAGTGTGAGTATCAAACAGGATTTGATACCCTGGTA 

>OTU5187;tax=d:Bacteria(0.0014),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteria

_genera_incertae_sedis(0.0000); 

GGTATTGTCTGTGAGCGCTGTGGTGTGGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTCTACTTCAACTGCTACGGGGTGTTGGATCCCAGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGTGTGGGTGCAGATCGAAGACGATTTCTATGCCGCGGGATCTGTGATTGAGAACGAGCCT

GTGGTGGACATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGTGGGAAGTGGCTGAGCAGCTGC

TTGAGGAGATCAACGGCAGTAAGAGCTAGAAGCGGACCAAGCTGACCAAGCGCCTACG 

>OTU5185;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGTGCACGTGTACCCTTTTGTATGTACTTTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTGAGTGGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGGTGATACTGGATCTCTTGAG
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TGCGGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCTTGCTAAGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7068),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGAAGCAGCGTGAAGGATGACGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCACAGCTAACTACGTGAAA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTATCGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTTGCAAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTTTCATTGGGGAAGATAATGGCGGTACTTGACTAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGACTAGTAA

GTTAGAAGTGAAATACCCAGGCTCAACCTGGGGGCTGCTTTTCAAACTGGAAGTCTAGAGAGCAGAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGTCTATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5190;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCACGCAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAATTCTTTTTATAAGGGAATAAAACGCTCTACGCGACGAGCCTTGTACGTACCTCATGATTAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCGGGTGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGTCGGGAGGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTTGA

GTGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATGGCGAAGG

CAGCTCACTAGACTGTAACTGACGTTCATGCCCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5189;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_3(0.0099),g:Sporosalibacterium(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGAAATGGGCGAAAGCCCGACCCAGCAATGCAGCGTGAGTGAAGAAGG

GCTTGGGATTGTAAAGCTCTTTGATTAGGGAGGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGGG

ACAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAG

CAAGTTGGAAGTGAAATACGCAGTGCTTAACTCGGGTGCTGCTTTCAAAACTACTTGACTTGAGTGTGTGTAAAAATA
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GTGGAATTCCTAGTGTAGCGGTGGAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTATTTGACCCAT

AACTGACCCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5191;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCCGTAATACGAAGGGGGCAAGCATTATCCGGATTTACTGGGTGGAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAAAGCCGGGATTGCATTGGATACTGTGCGTCTAGAGTGGCGAAGAGGTAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5193;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfohalobiaceae(0.0000),g:Desulfonatronovibrio(0.0000); 

TCACGCGGCGGCAAGTTGCCATACCCCACAGGGTCGCCAGCAACATCGGTATAAGTCACCGCACCTTTAGCGTTAAG

GTACTGACTCTCTTTCGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAA

AGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCA

TCAACATCATAGCCAGATGCCCAGAGATTAGAGAGCATGACAAGTAAAGGACGGTAGTGAGCGGCATAAGAGGTTT

TACCTCCAAATGAAGAAAGAACAGCATGGTAACGCTGCATGAAGGAAGCTCGTGCTTGGTCAGGAGGCAAAGTAGC

ATAAGCAGCTGGCAGACCC 

>OTU5195;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Rikenellaceae"(0.8146),g:Alistipes(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCCGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGGGTTGTAAACTGCTTTTGTACGAGGGTAAACACTCTTACGTGTAAGAGCCTGAAAGTATCGTGCGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGTTAAGTTAGAGGTGAAATACCGCTGCTTAACACCGGAACTGCCTCTCATACTGTTTATCTAGAG

AGTAGGTGCGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGAGATCACACAGAACACCGATTGCGAAGGC

AGCTTACCAAACTATAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCTCGCACGTCCGATGAGAGTACCATGGGAATCA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGCTTCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTACGGGGCTCAACTCCGGGGCTGCAATTGATACTGTCGCGCTG
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GAGTGCGGAGGACGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5194;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTA

GAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGA

AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5196;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGCAACTCTGACGCAGCGATGCCGCGTGAGTGAGGAAGGG

ATTCGTCCCGTAAAGCTCTGCCGCCGGGGAAGAGAGAGGACAGTACCCGGCAAGAAAGCCCCGGCCAATCACGTGC

CAGCAGCCGCGGTAAGACGTGAGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCTTTTT

AGGTGAGGTGTTAAAGACCGGGGCCCAACCCCGGGCGAGCATCTCAAACCGGGGAGCTCGAGTGAAGTAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATTGGTAAGTCAGTTGTGAAAGTTTGCGGGTCAACCGTAAAATTTCAGTTGATACCTTCAGTCTTAAGTA

CAGTAGAGGTGGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAACTCCGATTGCGAAGGCAG

CTTACTTGACTGCAACTGACACTTATGCTCGAAAGTGTGGGTATCAAACAGGATTTGATACCCTGGTA 

>OTU5197;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Gammaproteobacteria(0.7114),o:Gammap

roteobacteria_incertae_sedis(0.3639),g:Alkalimonas(0.0519); 

GTGTCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTT

TGATAAGTTGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATCCAAGACTGTCAGGCTAGAGTACGGAAGAG

GGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTG

GATCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC
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TATGTCAACTAGCCGTTGGAAGGGTAATCCTTTGAGTGGCGCAGCTAACGCACTAAGTTGACCGCCTGGGGAGTACG

GTCGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU5198;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.42

80),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATAACTGGGCGT

AAAGGGAGCGTAGGTGGCGATTTAAGTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGAT

TGCTTGAGTGCAGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5200;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0457),g:Blautia(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTTTTA

AGTTAGAAGTGGAAGTCCTGCTTTTAAGGTGGGAATTGCTTTTAATACTGGAAGGCTTGAGTATCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGTCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5202;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:"Aurantimonadaceae"(0.0000),g:Aureimonas(0.0000); 

ATGCTTGGCTTCCATAAGCAGAGGGCTAACCGCATCAAGCTCTTGGACGAGATTCTGTCTTTTCGTATGCAGGGCGTT

GAGTTCGATAATGTTGATCTGTATGTTGACTGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTG

AGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAGACCACCGCC

CCGAAGGGGACGAAAAATGGTTTGTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACG

ACCGATGAAGGATATTCGCGATGAGTATAATGAACAAAAAAAGAAAGGTATGAAGGATGAGTGTTCAAGATTGCTG

GAG 

>OTU5201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4914),g:Lachnospiracea_incertae_sedis(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGTAA

GCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5203;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGCGAAGGATGAAGGC

TCCATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGAGCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCGGTTGTGAAATTTTGCGGCTCCACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGTCGTAATTCGTGGTGTAGCGGTGAGATGCTTAGATATCACAAGGAACTCCGATTGCGAAGGCA

GCTCCCTGGACTGCAACTTGCACTGATGCTCGAAAGTGTGGGTATCAAACAGAATTAGATACCCTGGTA 

>OTU5205;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTGTTATATAGGAATAAAGTGCAGCACGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAGAGGGAG

CGTAGGTGGACTGTTAAGTCAGTAGTGAAATTTTGCGGCTCAACGGTAAAATTGCAGTTGATACTGTCATACTTGAGT

ACGGTAGAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1679),g:Ruminococcus2(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGTA

TTTCTGTGTTTAAAGCTCTTTCAGCAGGGAAGAAAATTGCGCTACCTGACTAATAATCCCTGGCTCACTCCGTGCCAGC

ACCCCCGGTAATGCGTAGGGGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGT

CTGAAGTGAAAGCCCAGGGCTCAACCCCGGGACTGCAGTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5206;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGGAAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGGAGG

CCCTATGGGCGGTGAACCGCTTTTGCCTGGGGGTAATAAGGGCGTCGCGCACGGCCGAGGAGAGGACGAGGGGAA

TAAGGATCGGCTAACTCCGGGCCAGCAGCGGCGGTAAGAAGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTA

AAGGGTGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGC

GCTGGAGTGCGGATGCCGCCGGAGGAATGAGGCTTGTAGCGGTGAAATGCTTAGATATCCCTCCGAACACCGATTG
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CGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU5207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCGACGCAGCGTGAAGGATGAAGTA

TTTAGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTCCCTGACTAAGAAGCCACGGCTAACTAAGTGCCA

GCAGCCGCGGTATTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGACCGGGGCTAAATCCCGGGACTGCAGTTGGAACTGCGTGGCTTGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTATGAGGAACACCAGTGGCGAATGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCCCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU5209;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Oxalobacteraceae(0.0000),g:Massilia(0.0000); 

TCGCAGTCGGCGGAAAACGAACACGCGCAAGCGTACACATCGTGCCATGCTCAGGACCCCAGAAACGCGGCACAGC

ATGTTTATAGGTCTGTTGAACACGACCAGAAAAGTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGA

TGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAA

TAACATCATGGTAACGCTGCATGAAGTAATCACGGTCTGGGTCAGTATGCAAAGTAGCATAAGAAGCGTGCAGACCC

ATAATGGCAAGAGATGTGGTAGAAGTCGTCATGTGGCG 

>OTU5208;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTCTGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGATGTGAAAGTTTGAGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTTGA

GTGCAGGAGAGGTGAGCGGAAGTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCTAACTAAACTGTAACTGACGTTCAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5211;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCAAAGTAGCGTGAATGATGAAGGTT

CTCTGGGTCGTAAACATCTTTTATATAAGAATTAAGTGCAGTATGTATACTGTTTGGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGATC

GTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCTTAGAGTTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGCA

GCTAACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU5210;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGTAAACCCTGATGCAGCAACGCCTCGTGAGTGATGACGGCC

TTCTGTTTGTAAATCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGGGGCGAAGGGAACTATACGGACTGTAAA

CGAGGCGGAGGCTCGAAAGAGGGGAGAGAAAACAGGATTAGATACCCTGGTA 

>OTU5212;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.9

889),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAAGGATAAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAGCGCTTCACGTGTGGTGCCTTGTATGTACCTTCTGAATAAGCA

TCGGCTACTTCCGTGCCAGCAGCCGCGGTAATACGGCAGTTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATGTTAAGTCAGCTGTGAAAGTTTGCTGCTCAACCGTAAAACTGCAGTTGATACTGGCGTTCTTGAGT

GCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTCGATACCCTGGTA 

>OTU5213;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGGATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATGGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GGGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGTCAGTCTTGA

GTACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5215;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTGCTTTTATACGGGGATAACGTGTGCCACGTGTGCCTTATTGCGGGTACCCTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTGGACCGGTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU5216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATACAAGAATAAAGTGCAGTATGTATATTGTTTTGTATGTATCATATGAATAAGGA

CCAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCTGATGTGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TGCAGTAGAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5214;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCGGGAA

AGTCAGAAGTGGAAGCCCGGGGCCCAACCCGGGGACTGCTTTTGAAACTGGTGAACTTGAGTACGGGAGAGGCAG

GCAGAATTCCTGGTGTAGCGGTGAAATGCATAGATATCAGGAAGAATACCAGTGGCGAAGGCGGCTTGCTGGACCG

AGACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5218;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9991),c:Cyanobacteria(0.9966),f:Family_I

I(0.9873),g:GpIIa(0.9799); 

GTGCCAGCAGCCGCGGTAATACGGGAGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGCC

TTGTAAGTCTGTCGTTAAAGCGTGGAGCTTAACTCCATTTCAGCGATGGAAACTACAAGGCTTGAGTGTGGTAGGGG

CAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGGG

CCATAACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTACTGGCCGTAAACGA

TGAACACTAGGCGTCGGGGGAATCGACCCCCTCGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACGC

ACGCAAGTGTGAAACTCAAAGGAATTGACGGGG 

>OTU5217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATGGTAAACCTCTGTCGCAGGGGACGAAGTTAGCGACGGTCCCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCTGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGAA

TCAAGTCAGCTGTGAAAACTACGGGCTGAACCTGTAGACTGCAGTTGAAACTGGGCTTCTTGAGTGAAGTAGAGGTT

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGC

TTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGTAAAGGGGCCAACGCTGGCAGGATGGGCGTACCCGGAGAAAAAG

CATCGGCTAACCTCGTGCCAGCAGCCCGGGTCATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACTCGTCAAGTCGTCGGGAAAAATTCGGGCCCCACCCTCGTCCTGCAGTTGATACTGGGAGACTGG

AGTGCGACATAGGAAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.4563),g:Blautia(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGG

CAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5222;tax=d:Bacteria(0.0024),p:"Synergistetes"(0.0000),c:Synergistia(0.0000),o:Synergistales(0.0000),f

:Synergistaceae(0.0000),g:Pyramidobacter(0.0000); 

GGGATTGTTTGTGAGCGTTGCGGCGTCGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCCCACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTCCTCACGGAAGATGAGTGGCTGGAAATCGAAGATGAGATCTACGCCGAAGATTCAGAGATTGAAAACGAGC

CTGTTGTTGGCATCGGCGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACCCTTGATGAGGTAGCCGAGCAGCTG

CGCGAGGAGATCGTCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGAGCAAGCGCCTACG 

>OTU5221;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9882),o:Campylob

acterales(0.8955),f:Campylobacteraceae(0.8505),g:Campylobacter(0.7643); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCCGACGCAGCAACGCCGCGTGGGGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAAGTCTGACGGTCCCTAAGAAATAAGCACCGGCTAACTCCGGCCCA

GCAGCCGCGGTATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTACCAA

GTCTCTTGTGAAATCTAATGGCTTAACCATTAAGCTGCTTTTGAAACTGATAGTCTAGAGTGAGGGAGAGGGAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATATGCTGGAACTCGAC

TGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5225;tax=d:Bacteria(0.0024),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Thermales(0.0000),f:Thermaceae(0.0000),g:Thermus(0.0000); 

GGCATCGTTTGCGAGCGCTGTGGTGTGGAGGTCACGGAGAGCCGGGTGCGACGCCATCGCATGGGCTTTATCAAGC

TGGCAGCTCCCGTATCCCACGTCTGGTACCTCAAGGGCATTCCCAGTTACGTGGCCATCCTGCTTGACATGCCACTGC

GTGATGTCGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAAATCGAGAACGAG

CCCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAGC

TGCGGGAGGAGATCATCGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGCCTGCG 

>OTU5224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATCCAGCAACGCAGCGTGAGTGATGAAGGCT

CTACGAGCGTAAAGCTCTGTCTTTGGGGAAGATAATTACGCTACCCAAGGGGGAAGCCACGGCTAACTACGTGACAG

CAGCCGCGGTACTACGCAGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGTGATGTGAAATGCCCGGGCTCAACATGGGAACTGCATGGCAAACTGGTTATCTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAG

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5223;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Epsilonproteobacteria(0.9726),o:Campylob

acterales(0.8412),f:Campylobacteraceae(0.6709),g:Campylobacter(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTTCTTTTCATAGGGAAGTATTCTGACGGTCCCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTTAACCATGAAACTGCGTGGGGAACTGATTGTCTAGAGTGTAGGAGAGGCAAGTG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACGAAGAACACCCATTGCGAAGGCGGTCTGCTAGACCTCAAC

TGACGCTAAGGCGCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5227;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGGTGTTGGAGTTTGGGGCTCAACCGTAAAATTTGAGTTGATACTGTCAGTCTTGAG

GACAGTAGAGGTGAGCGGAATTCGTGGTGTTGCGGGGAAATGCTTAGGTATCCCTAAGAACTCCGATTGCGAAGGG

AGCTCACTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGGTACCCTGGTA 
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>OTU5226;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.6346),o:Desulfovibr

ionales(0.3639),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCCGACGCAGCGACGCCGCGTGTGTGATGAAGGT

CTTCGGATCGTAAACCACTGTAAGAAGGGAAGAAACTCGGTTACTTTAATCATCATTCTTCTGACGGTACCTTCAGAG

GAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCGGTTATGTAAGTTAGGTGTGAAATCCCACGGCTCAACCTGGGAACTGCCTTCGATACTGCACG

ACTAGAATCTGGTAGAGGGTGGTGGAATTTCATGTGTAGGGGTGAAATGCGTAGATATCGGGAGGAACATCAGTGG

CGAAGGCGACCACCTGGACCGATATTGACACTGAGGTGCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCAACGCAGCGTGAGTGATGAAGGT

TTTCGGATAGTAAAGCTCTGTCCTCAAGGAAGATAATGAAGGTACGTGAGGAGGAAGCCCCGGCTCACTACGTGCCA

GCCGACGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTACGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAATCTTGAGTGCATGAGAGGAGAGTG

GAATTCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTATCTGGACTTTAAC

TGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5230;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGACTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGTTCAAGGGTAAAATTGCAGTTGATACTGTCAGGCTTGAG

TACAGGAGAGGTGGGCGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCGCTAAGAACTCCGGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5229;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Gammaproteobacteria(0.4812),o:"Enterob

acteriales"(0.2039),f:Enterobacteriaceae(0.0904),g:Escherichia/Shigella(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGTGGACTGGTAAGTAAGTTGTGAAAGTTTGCGGCTAAACCGTAAAATTGCCATTGAAAATGGGA

GACTTGAGTATGTTGGAGGTAGGCGGAAGGCGTGGTGGAGCGGTGAAATGAATAGATATCACGCAGAACTCCGATT
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GCGAAGGCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGG

TA 

>OTU5232;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGCCGTAAACTTTTTTTATATAAGAATTAAGTGCAGTATGTATACTGTTATGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAATCTTGAGT

GCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATGGCGAAGGC

GGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5231;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Butyricimonas(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

TGCGTAGGTGGCAGTGCAAGTCAGATGTGCAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTA

GAGTACAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGGCTGTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5233;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

GTGTCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGAT

TGTTAAGTCAGCGGTTAAAGGGTGTGGCTCGACCATGCATTGCCGTTGAAACTGGCGATCTTGAGTGCAGACAGGGA

TGCCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGGCAGGTGTCCGGGC

TGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTAGTCCACACAGTAAACGATG

TATACTCGCGGTTTGCGATAGACAGTAAGCCGCCAAGCGAAAGCATTAAGTATACCACCTGGGGAGTACGCCGGCAA

CGGTGAAGCTCAAATGAATTGACGGGG 

>OTU5235;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Sphingobacteriia(0.9733),o:"Sphingobacteri

ales"(0.9063),f:Chitinophagaceae(0.8146),g:Lacibacter(0.2171); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGGT

TTGTAAGTCAGTGGTGAAATCCCCAAGCTTAACTTGGGAACTGCCATTGATACTGCAAGTCTTGAATTTTCTGGAGGT

AAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCCATTGCGAAGGCAGCTTACTACGGG

AACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG
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ATTACTCGACATTAGCGATATTACAGTTAGTGTCTAAGCGAAAGCATTAAGTAATCCACCTGGGAAGTACGACCGCAA

GGTTGAAACTCAAATGAATTGACGGGG 

>OTU5234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCTAAGGAGGAAGCCACGGCCAACAACGTGCCA

GCCGCCGCGGTAATATGCAGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAATACCCGGGCTCAACTTTGGAGCTGCATTCCGAACTGGTTATCTAGAGTGCGGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5236;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGCC

ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGC

GTGCAGCCGGGTCTGCAAGTCAGAAGGGAAATCCATGGGATCAAACCATGAAATGGATTTGAAAATGTAGATCTTGA

GTGGCGGAGGGGCAATCGGAAATCCTAGGGGAGCGGTGGAATGCGGAGATATTAGGAGGAAAAACAGGGGCGAA

GGCGGATTGCTGGACGATAAATGAACGTGAGGCGGGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5237;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.4563),g:Parabacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTGAGCCTGACCCAGCCAAGTAGCGTGCGGGATGACGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGGATAAAGTGCGCTACGTGTCCCGTTTTGTCTGTACCTTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCCGCCTTTTAATTCAGCGGTGAAACTCTGCGGTTCAACCATAGAAGTGCCGTTAAAACTGGGAGGCTTTAGT

ATGTTCGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAGGCA

GCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5238;tax=d:Bacteria(0.0041),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomicr

obiales(0.0000),f:Verrucomicrobiaceae(0.0000),g:Luteolibacter(0.0000); 

GGCATTGTTTGTGAGCGTTGTGGTGTAGAGGTCACGGAGAGCCGGGTGCGACGCCATCGCATGGGCTTTATCAAGCT

GGCAGCTCCCGTATCCCATGTCTGGTACCTCAAGGGCATTCCCAGTTACGTGGCGATCCTGCTTGACATGCCACTGCG

TGATGTCGAGCAGATCGTCTACTTCAACTGCTACACCGTTCTTGATGCTGGCGATCACAAGGATCTGAAGTACATGCA

GCTGCTCACTGAGGATGAGTGGCTGGAGATCGAAGACGAGATCTATGCAGAGGATTCCGAGATCGAGAATGAGCCG
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GTGGTGGGCATCGGCGCTGAGGCTCTCAAGCAGTTGCTGGAAGACCTCAACCTTCAGGAGGTGGCCGAGCAGCTGC

GTGAGGAGATCGCCGGCAGTAAGGGCCAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU5239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Erysipelotrichia(0.5963),o:Erysipelotrichales(0.33

19),f:Erysipelotrichaceae(0.1679),g:Turicibacter(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGT

CGAACTAGAGTGCAGGAGGGGCAAGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA

GTTGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU5241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.3884),g:Robinsoniella(0.1299); 

ACGGGAGGCAGCAGAGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGCGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCGTTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTGAACTGCATTGGCAACTGTTAAGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5240;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTATTACCAGGGACGAAGGACGTGACGGTACCTGGAGTAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATA

CAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTATGACTAGAGTGTCGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU5242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.5632),g:Eubacterium(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTCCTTAGTGAAGAAAAATTACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGCAGTCGGGGAATCA

AGTCAGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGGTTTTCTTGAGTGAAGTAGAGGTTTGC
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GGAATTCCGAGTGTAGCGTTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGTCGGCCAACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0149),g:Paraprevotella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TATGGGCGTTAAACTTCTTTTGTGTGAGAGCAATAAGGGCCTCGTGAGGCCCGATGATAGTATCACACGAATAAGCA

TCGGCTTACTTCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTTCTGCAAGTTAGTTGTGAAATCCGGCGGCTCAACCGTCAGCCTGCAGTTGATACTGGTGGTCTTGAGT

GCGCGCAGGGGCGTTGGAATTCATAGTGTAGCGGTGAAATGCTCAGATGTCATGAAGAACTCCGATCGCGAAGGCA

GATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5243;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9540),c:Actinobacteria(0.8614),o:Acidimicrobiales(

0.5395),f:Acidimicrobiaceae(0.3544),g:Ilumatobacter(0.1299); 

GTGTCAGCAGCCGCGGTGACACGTAGGCTCCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTG

AGTAAGTCGGGTGTGAATACTCTAGGCTTAACCCGGAGACGCCATCCGATACTGCTCTGACTAGAGTTCAGGAGGGG

AGTGGGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCGGTGGCGAAGGCGCCACTCTGGA

CTGAAACTGACGCTGAGGAGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGG

TGGGTACTAGGTGTGGGTTCCAACTAACGGGATCCGCGCCGTCGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACG

GTCGCAAGACTAAAACTCAAAGGAATTGGCGGGG 

>OTU5245;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGA

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.7497),o:Erysipelotrichales(0.46

52),f:Erysipelotrichaceae(0.2864),g:Turicibacter(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTTTTATACGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATGATTGGGCGT

AAAGGGCGCGTAGGCGGCCTGATGAGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAACTGCTTTGAAAACTGTTG

GGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5247;tax=d:Bacteria(0.9450),p:Firmicutes(0.1310),c:Negativicutes(0.0425),o:Selenomonadales(0.029

1),f:Veillonellaceae(0.0073),g:Anaeroarcus(0.0039); 

GTGTCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCGCGCAGGCGGTG

AATGAAGTCGAAAGTGAAAGCCCCGGGCTCAACTCGGGAACTGCTTTCGAAACCAGTTCACTTGAAGGCGGAAGAG

GGAAGTGGAATTCCGAGTGTAGTGGTGGAATGCGTAGATATTCGGAAGAACACCAGAGGCGAAGGCGACTTCCTGG

TCCGATCTTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGGATTAGATACCCCGGTAGTACTAGCTGTAAACG

ATGGATACTAGATGTCATGGGAATCGACCCCTGTGGTATCGTAGCTAACGCATTAAGTATTCCGCCTGGGAAGTATGC

ACGCAAGTGTGAAACTCAAATGAATTGACGGGG 

>OTU5248;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCATAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACCGGGTGTA

AAGGGAGCGTAGACGGCATGGCAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTCA

GGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGACAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5249;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4914),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAGTACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGACAGCAA

GTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTTGGCCTTGAGTGCCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5991),g:Ruminococcus2(0.3043); 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTAT

TTCGGTATGTAAAGCTCTAACAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTGCAGCTGGAGTGCCGGAGAGGTAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCCGGACTGTAA

CTGACACTGAGGCTCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5251;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACCTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGGTGAAACTGGAGAGCTGG

AGTACGTACGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAGGAACACCAATCGCGAAG

GCGGCCTGCCGGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5253;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGGATAAAGTTTGGGATGCGTCCCAATTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTGAACCGTGGCACTGCAGCGCGAACTGGATGACTTG

AGTGCGCTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGACTGCGAAG

GCAGCTTACCGTAGCGCCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5254;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCACGGAGGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGGTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGGAATGTGAAATACCAGGGCTCAACTTGGGTGCTGCATTTCAAACTGGTTATCTAGAGAGAAAGAGAGGAGAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGACCATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5255;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGGATTGTCTGCGAGCGTTGTGGCGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTCATTAAGTT

GGCGGCCCCCGTCTCTCATGTTTGGTACCTGAAAGGGATCCCAAGTTATGTGGCCATCCTTTTGGATATGCCTCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTGCTGGATGCTGGCGATCACAAAGATCTGAAGTACAAGCA

GTTGCTTACGGAAGATGAGTGGCTTGAAATCGAAGACGAGATTTATGCAGAAGATTCAGAGATTGAAAATGAACCCG
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TCGTTGGAATTGGTGCTGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATTACGTG

AGGAGATTGCTGGTAGTAAGGGACAGAAACGCGCCAAGCTGACCAAGCGTCTACG 

>OTU5257;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGCGGGTACGCGTACCTGTTTGTATGTACCTTATGAGTAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACGTTAAAATTGCAGTTGAAACTGGGTGCCTTGA

GTGCGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGATGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGGGTGTAACTGACGCTGATGCTCGAAAGTGTGGGAATCGAACAGGATTAGATACCCTGGTA 

>OTU5256;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTCTGGTTCTTAAACTTCTTTTATATAGAAGTAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACACCGTGCCAGCGGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTCAGGTGTGAAAGTTCGAGGCTCAAACGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGTAACTGACACTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5252;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTCTGGCAA

GTTAGTAGCGTAATTCCGTGGCTCAACTACGGAACTACTACTAAAACTGTTGGGCTTGAGTGCAGGAGGGGTGAACG

GAATTCCCAGTGTAGCGGTGGAATGCGTAGATATTGGGAAGAACACCAGCGGCGAAGGCGGTTCACTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5260;tax=d:Bacteria(0.0024),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f:

Chlamydiaceae(0.0000),g:Chlamydia(0.0000); 

GCCGTTCACACTTTCGGCTATTTCTGCTGAGTCGACAAATTATCTTGCTACCGCAGGACTTCCTACTGCTTGTTTACGA

ATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTG

CGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTTAATATGCTTGGCA

CGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCAGGGTAGAGATGATCTTGTGGACATTTTAAAAGAGC

GTGGATTACTATCGGAGTCCGATGCGGTTCAACCACTAATAGGGAAGAAATCATGAGTCAAGGTACTGAACAATC 
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>OTU5259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAAGCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGCATACTGTTATGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGTCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGAACTGGTAAGTCAGTTGTGAAAGTTAGCGGCTCAACCGAAAGATTGCAGTTAATACTGTCGTTCTTGAG

TACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCGCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5258;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAAGATTCCACGATGGGAGGGGGCCCGATGCAGCAACGCCGCGTGAGCGATAGAGG

CCTTCGGTGCGTAAAGCTCTGTCCTCAAAGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTAAACCGTAGTAAGCCTTTGAAACTGGGGAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCACTTGCGCCGGCGTCTCTCCGCACTGCAA

CCGCCACTGACGCCCGAACGCCTGGGGACAACACAGGATTAGATACCCTGGTA 

>OTU5262;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Chryseobacterium(0.0000); 

TCCGGTTATTCCAGCGATTATTTGTCTCCAGCCACTTAAGTGCGGTGCTTTCTGTTTGGTGCTATTGCTGGCGGTCTTG

CTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCTCCGGTGGCATTCAAGGTG

ATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAATGTTC

CTAACCCTGATGAGGCCGTCCCTAGTTTTGTTTCTGGGGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGTACGT

TGCAGGCTGGCACTGCTGCCGGTGCTGATAAGTTGCGTGATG 

>OTU5261;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4812),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTATGATCAGGGACGAACACAATGACGGTACCTTAAGAACAAGCCCCGGCTAACTACGCA

CCAGCAGCCGCGGTAATACGTAGGGGGCAATCGTCGTCCGGAATTACTGGGCGTAAAGCGAGCGCAGGCGGTTTGG

TAAGTCTGATGTGAAAGCCTTTGGCTTAACCACAGGAGTGCATCGGAAACTGTCAGGATTGAGTGCAGGAGGGGAA

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCC

GCAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5264;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Cytophagia(0.0626),o:Cytophagales(0.0413)

,f:Cytophagaceae(0.0099),g:Siphonobacter(0.0046); 



5925 

 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTT

CTTAAGTTAGTGTTCAAATACGATGGCTCAACCACCGGTCGGGCATTAAAACTGGGAAACTTGAGTAAGGTTAAGGC

AGCTGGAATTTGTGGTGTAGCGGTGAAATGCTCAGATACCACAAGGAACGCCGATCGTGAAGACAGGCTGCAGGGC

CTTTACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGAGTAGATACCCGGGTAGTCCACACTGTAAACGAT

GCATACTGGGTGTTGGCTCGCTTAAGAGTCAGTGCCTGAGCGAAAGTGGTAAGTATGCCACCTGGGGAGTACGCCG

GCAACGGTGAAACTCAAATGAATTGACGGGG 

>OTU5263;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGTCACGTGAAGGAAGAAGGC

CCTAGGGTTGTAAACTTCTTTTACTAGGGACGAAGAAAGTGACGGTACCGGGAGTTAAAGCCACGGCCAACTACGAG

CCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATT

CAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGGAACTGCATTGGAAACTGAATAGCTTGAGTATGGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACC

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5266;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.8087),c:Planctomycetia(0.5579),o:Planctomycetal

es(0.2999),f:Planctomycetaceae(0.1485),g:Zavarzinella(0.0087); 

GTGTCAGCCGCCGCGGTAAGACGAACCGTGCGAACGTTGTTCGGAATCATTGGGCTTAAAGGGCGCGTAGGCGGGT

GTTCAAGTCCGGGGTGAAAGCCTCCAGCTCAACTGGAGAAGAGCCCCGGATACTGTTCACCTGGAGAGAGATAGGG

GCACATGGAACTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAGGAACGCCGGTGGCGAAAGCGATGTGCTG

GATCTTTTCTGACGCTGAGGCGCGAAAGCTAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTAGCCCTAAACG

ATGGGTACTGGGTTGCGGGTCAGACATAGACTCGCAGCCGAAGCAAAAGTGTTAAGTACCCCGCCTGGGGAGTATG

GTCGCAAGGCTGAAACTCAAATGAATTGACAGGG 

>OTU5267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGATGAAGGC

TCTATGGGTCTTAAACTTTTTTTATATAAGCATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATCAATATGCAT

CGGCCAACTCCGTTCCAGCAGCCGCGGTCATACGGAGGATCCGCTCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGGTGTGAAAGTTTGCGGCTCAAGCGTAAAATTGCAGTGGATACTGTCAGTCTTGAGT

ACAGTAGAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGAAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5265;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGAATAAAGACAGTACCTAAGGAGGAAGCCCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5268;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9992),c:Cyanobacteria(0.9947),f:Family_I

I(0.9873),g:GpIIa(0.9837); 

GTGTCAGCCGCCGCGGTAATACGGGAGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTCCGCAGGCGGCC

CAGAAAGTCTGCTGTTACAACGTGGAGCTTAACTCCATCATGGCAGTGGAAACTGTTGGGCTTGAGTGTGGTAGGGG

CAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGG

GCCATCACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTGGCCGTAAACG

ATGAACACTAGGTGTCGGGGGAATCGACCCCCTCGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACG

CACGCAAGTGGGAAACTGAAATGAAGTGACGGGG 

>OTU5269;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Empedobacter(0.0000); 

GGCATTGTCTGTGAGCGTTGTGGTGTGGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGTATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTGAAGTACAAGC

AGCTCCTCACTGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAACC

CGTCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCGGTTGCTGAACAATTAC

GTGAGGAGATGGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGTCTACG 

>OTU5271;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1485),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCGGTCTTATAA

GCGTGACGTGAAATGCAGCGGCTCAACCGTATGATGTGCGTCGCGAACTGTGAGACTTGAGTGTACTCGATGTCAGC

GGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCTCACTGGAGCGCA

ACTGACACTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5270;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0355),g:Lachnospiracea_incertae_sedis(0.0087); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAGGAAGGC

TCTCGGATCGTAAAGCCCCGTCTTTGGGGAAGATAATGACGGTACGTAAGGCGGATGCCACGGCCAGCGCCGTGCC

AGCCGCCGCGGTACTACGTAGGTGGCGAGGGTTATCCGGATTTACTGGGCGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGTTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGGGAGAGCAACTGTTCATGCATTGACGGTAACCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAACACGCAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGACGGTTTGATAAGTCTGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTGGAGTGCAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5275;tax=d:Bacteria(0.0058),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteria

_genera_incertae_sedis(0.0000); 

GGAATTGTTTGTGAGCGTTGTGGTGTTGAGGTCACCGAGGGCCGGGTGCGTCGTCACCGCATGGGCTTCATCAAGCT

CGCTGCGCCGGTATCCCATGTCTGGTACCTCAAAGGCATTCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTATTTCAACTGCTACGTAGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTACAAGCA

GCTGCTGACCGAAGACGAGTGGCTGGAGATCGAAGACGAGATCTTTGCCGAAGGTTCAGAGATTGAGGCTGAGCCT

GAGGTGGGCATTGGCGCTGAGGCGCTCAAGCGTCTACTTGAGGACCTCGAGCTCGCCGAAATTGCTGAGCAGCTGC

GTGAGGACATCGCAGGCAGCAAAGGCCAAAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU5273;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGTGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGAT

AAGTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGAAACTGTTTTTCTTGAGTACTGGAGAGGTTGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGGATGTATACTGTTTTGTATGTAATATATGAATAAGGA

TCGGCTTACTCCGTGCCAGCAGCCGCGGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTAGCGGCTCAACCGTAGAATTGCGGTGCGTACTGGCAGTCTTGA

GTACGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACAAGGCTGCAACTGACACTAATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAACTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGCGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTCGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGAGTAGTGAAATACCGGGGCTCAACCTGGGTACTGCATTTCAAACTGGTTATCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU5277;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTACACTGTTTTGTATGTCTTATATGATTAAGGA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTAGTAAGTCAGTCGTGAAAGTCTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTCAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCAATGGCGAAGGC

AGCTAACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5278;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Syntrophob

acterales(0.0000),f:Syntrophobacteraceae(0.0000),g:Thermodesulforhabdus(0.0000); 

GCGCTTGTTCGTATTCCGCCTACTGCGACTAAAGAGATTCCGTACCTTAACGCTAAAGGTGCTTTGACTTATACCTTTA

TTGCAGTCGACCCTGGTTTGTGTGGCAACTTGCGGCCGTGTGAAAGGTCTATGAAGGATGTTATCCGTTCTGTTGATT

CGTCTAAGAAGTTTAAGATTGATGGTGATCAGTGTTTTCGTTATGCCACTTCGTATGTTTCTCGTGCTTATCACATTCTT

GAAGGCTTCCCATTCAATCGGGAACCGCCTTCTGGTTATTTGCCAGAACGCGTACTTATTCGCCACCCTGAATATGACC

AGTGTTTACAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGAC

CACTCGCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTTAATT

TTTGCCGCTGA 

>OTU5279;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Porphyromonadaceae"(0.9852),g:Butyricimonas(0.9743); 



5929 

 

ACGGGATGCAGCAGTGAGTAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGTGGAGAATAAGGATGACGCGTCATTCGATTCCAGTACTTGACGAATAAAC

ATCGGCTAACTCCGGTCCCGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGATTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTACTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5281;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGAAAACTTCTTTTATATAAGAAAAAAGTGCAGTATGTATACTGTATTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGAGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TATAGTAGAGGTGAGCGGAATTCGTAGTGTAGCGGCGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGC

GGCTCACTGGACTACAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATGCGGGGATAAATGTGGGTACGCGTACCCATTTGCATGTACCGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGGTTAAGTCAGCAGTGAAAGTTTGGGGCTCAACGTCAAAAGTGCATTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGACATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5282;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.5273),g:Eisenbergiella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTAGCAGGGAAGATAGTGACGGTACCTGACGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGAGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTTAACCCTGAGCCTGCATTTGAAACTGCCAGTCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGGGAAGATGATGACGGTACCCAATGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTA

AGTGAGATGTGAAATGCAGGGGCTCAACCCGTGTGCTGCACTTGAAACTGTAGATCTAGAGTGAAGTAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5284;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAATCTTCTTTTATAAGGGAATAAATGTGGTTACGCGTACCCATTTGCATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATGGCAGTTGATACTGTCAGTATTGAG

TACAGTAGAGGTGTGCGGAATTCGTGGTGGAGCGGTGAAATGCTGAGATATCACGAAGAACTCAGATTGCGAAGGC

AGCTCACTGGACTGAAACGGACACTGATGCTGGAAAGTGTGGGTATCAAACAGGATTAGAGACCCTGGA 

>OTU5286;tax=d:Bacteria(0.0024),p:"Chloroflexi"(0.0000),c:Chloroflexia(0.0000),o:"Chloroflexales"(0.0000

),f:Oscillochloridaceae(0.0000),g:Oscillochloris(0.0000); 

ACTAGCAAGGCCACGACGCAATGGAGCAAGACGGAGCGCGCCCCCGGCGTCCATCTCGCCGGCGTCGCCAGCGATC

CCCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCA

TACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTT

GACCACCTACATACCAAAGACGAGCTCCTTTACGCTTGCGTGTAGTACCTCGCAACGGGTGCGGACGACCAGGGCGA

GCGCCAGAACGTTTTTTACCTTTAGACATTACATCACGCCTTCTGCACGTAATTTTTGACGCACGTTTGCGTCTGCGTC

AGTAAGAACGTCAGT 

>OTU5285;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAATAATAAAGTGCATTATGTATACTGTTTTTTATTTATTATATGATTAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGAATGGTAAGTCAGATGTGAAAGTTTGCGGATAAACCGTAAAAGTGCAGTTGATAATGTAAGTCTTGAGT

ACAGTAGAGGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTAACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5289;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 
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TGAGATGCTTGCTTATCCCCAGAAGGGGTCTACTGCTCGCGTTGCGTCTATTATGGCAACCACCAATCTTTCCAACCAA

CAGCAGGTTTCCGGGATTATCCGCCAAATCCTTACTCAAGCTCAAACGTCTGTTCAGTATTTTACCAATGGCCAAATCA

AAGAAATGACTCGCAAGGTTAGTGCTGAGGTTGACTTAGTTCATCAGCAAACGCAGAATCAGCGGTATGGCTCTTCT

CATATTGGCGCTACTGCAAAGGATATTTCTAATGTCGTGACTGATGCTGCTTCTGGTGTGGTTGATATTTTTCATGGTA

TTGATAAAGCTGTTGCCGATACGTGGAACAATTTCTGGAAAGACGGTAAAGCTGATGGTAGTGGCTCTAATT 

>OTU5287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCTCCCTTTTTTCTCCCCTGCCTCCTCCACGCCGCGTGAGTGATGAAGGTTTTCGG

ATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGCGGAAGCCACGACTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTGGGA

TGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAAAGTGCAGGAGAGGAGAGTGGAATTC

CTATTGTAACGGTGGAATGAGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTTGACTGTAACTGACGC

TTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTTGTA 

>OTU5288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGCGGTATGTATACTGTTTTGTAGGTACTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACCGGTAAGTGTGTTGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGTTCGTACTGGCAGTCTTGA

GTACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5290;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGAAATAAAGTGCAGTATGTATGCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTGAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAATGTTGCGGCTCAACCGGAAAATTGCATTTGAAACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5291;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA
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TCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGTAACACTGCCGTTGATACTGTCAGTCTATAAT

AGAGTATAAGTAGGCGAGATTCGTGGTGTAGCGGAGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGAATGCAACTGACACCGATGCTAGAAAGTGTGGGTATCAAACAGGATTACAGACCCTGGAA 

>OTU5292;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0086),g:Odoribacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCACGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACCGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCCGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGTCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGA

AGCGTAGGCGGTTAGATAAGGTTGGGGTAAAATTCTTCGGCTCAACAGGAGTATGCCTTTGAAACTGTCTGACTAGG

ATGTAATCGGCGCGGGCGGAATATATCATGTAGCGGTGACATGCATAGATATGATGCAGAACACCGCTCGCGAAGG

CAGCTTGCGAGAATACAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5293;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Epsilonproteobacteria(0.9726),o:Campylob

acterales(0.8737),f:Campylobacteraceae(0.7787),g:Campylobacter(0.6681); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACTCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCTGAGCTTTAACTCCTTTTCTTAGGGAAGAAATCTGACGGTACCTTAGCATTAAGCACCTGCCAACTCCGTGCCAG

CAGCCGCGGTAATACCGAGCGTGCACGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAG

TCTCTTGTGAAATCTAATGGCTTAACCATTAAACGGCTTGGGAAACTGATAGTCTAGAGGGAGGGAGAGGCAGATGG

AATTGGTGGTGTAGGGGTAGAATCCGTAGATACCACCAAGAATACCCATTGCGAAGGGGAGCTTCTGGAACCCAACT

GACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5294;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0904),g:Lachnospiracea_incertae_sedis(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

ATCAGATGTGAAATCCATGGGCTCAAACCATGAACTGCATTTGAAACTGTGGATCTTGAGTGACGGAGGGGCAATCG

GGAATCCTAGGGTTGCGGTGAAATGCGTAGGTATTCGGAGGAAAACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGTGCAAACAGGATTAGGTACCCTGGTA 

>OTU5296;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCGATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTAGGTGTCGTAAACTTCTTTTATATAAGAATAAAGTACAGTATGTATCCTATATTGTATGTATTATATCAATCAGGAT

CGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC
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GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTAAGATTGCAGTGGATACTGTCAGTCTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGACTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5295;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1485),g:Hespellia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGCGAAGACGTT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGACAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGT

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACGG

CAAGTCAGATGTGAAAATTACGGGCTCAACCCGGGACCTGCGTCTGAAACTGTGGTGCTGGAGTGTGGGAGAGGTA

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACG

ATTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5297;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAGCCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGTACTACGTATACCGTTTTGTATGTATTATATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACGGTAGAATTGCAGTGGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTAACAAGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5298;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGTAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCCAGTAGCGTGAAGGATGAAGGCT

CTATGTGTCGTAAACTTCTTTTATATACGACTACAGTGCCGTATGTATACTGTTTTGTATGTCTTATATGATTAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCTGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGTCAGTCTTGAGTA

CTGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGATGGCGAAGGCAG

CTTACTGGACTGTAACTGACACTGATGCTCGAAAGGGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5299;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTAGGGTTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTTTATGTATTATATGAATCAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTAGTAAGTCAGTTGTGAAAGTTTGAGGCTCAACCGTAAAATTGCAGTTGATACCGTCAGTCTTGAGA
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ACAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTAACTGGACTGCAACTGACACTGATGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5301;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATACAAGAATAAAGTGCACTATGTATAGTGTTTTGAATGTATTGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGACTGGTAAGTCAGAGGTGAAAGCTTGTGGCTCAACGGTAAAATTGCATCTGATACTGTCAGTCTTGAG

TGCAGTAGATGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGACTTTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5300;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCACGCCGCATGAGTGATGAAGGT

TTTTGGATCGTAAAGCTCTGTTTTTGGGGAAGATAATGACGGTACTCACGGAGGAAGTTATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTTGAATGTGAAATACCAGGGCTCAACCTGGGTGCTGCATTTAAAACTGGTTATCTAGAGTGTAAGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGACTATAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5303;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGGGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGAGGAATTCGTGATGGAGCGGTGAAATGCTTAGATATCAAGAAGAACTACGATTGCGAAGG

CAGCTCAATGGACTGCAAATGAAAATGATGCTCGAAAGTGTGGGTAACAAACAGGAATAAATAACCTGGTA 

>OTU5302;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGATCCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACATACGTGTCTGCTTGCATGTACCGCATTAATAAGG

ACCGGCTCATTACATGCCAGCCGCCGAGGTAATACGGAGGATCCGAGGGTTATCCGGATTTATTTGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGCTCGCGGCTCAACCGTAAAAGTGCAGTTGATACTGTCAGTCTTGA
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GTACAGTAGAGGTGGGCGGAAATCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACGCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5305;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGACGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAATCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTACTATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAAGGCATTGGAAACGGAAGAGTTGGAGGGGAGGAGAGGTAG

GGGAAATTCCGAGGGAAGGGGGGAAAGGAGAAGATATTAGAAGGAACACGAGTGGGGAGGGCGGCTTACGGGAC

TGTAAAGAACGTTAAGGTTGAAGGGCGTGGGAAGAAAAAAGGATTAGATACCTGGTA 

>OTU5304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGACTTTTAAGTGAGAATGGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACCTGAA

GGCTAGAGGTCAGGAGAGGAGAATTGAATTCCTAGTGTAGCGGTGAAATGCGGAGAGATTAGGAAGAACCCCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.1299); 

AAGGGAGGAAGAAGGAGGGAAGAGGAGAAAAGGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAG

GGTTTAGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGCGAGAGCAACTGTTAACGCAGTGACGGTATCTAAA

CAGAAAGGCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGGTATACGGATTTATTGGGC

GTAAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGTCTTAACCACAGAATTTCATCGGCAACTGCC

AGCCTTGAGTGCAGATGAGGACAGTGGAATTCCATGTGTAGCGGTGTAATTCGTAGATATATGGAAGAACACCAGTG

GCAAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGTCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTACGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTAATTAA
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GTTGGATGTGAAATTCCCGGGCTTAACTTGGGAGCTGCATTCAAAACTGGTTAACTAGAGTTCAGGAGAGGGAAGCG

GAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGCGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCTACGGCTAACTACGTGACA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TCGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAATGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5309;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGACGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CCTCGGGTTGTAAACCTCTATCAGCAGGGAAGAAGTTGACTGTACCTGCCGAAGAAGCCCCTGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAATGACA

AGTCTGATGTGAAAGCACAGGGCTCAACACCGGGAGTGCATTGGAAACTGTCGATCTAGAGTGCCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5313;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotrich

ales(0.0000),f:Thiotrichales_incertae_sedis(0.0000),g:Caedibacter(0.0000); 

TGCACTTTATGCGGCCACTTCCTACCGGTAGCGTTGACCCTACTTTTGGTCGTCGGGTACGCGATCGCCGCCAGTTCTA

TAGCTTGCAAAATCCGTGGCCTTATGGTTACAGTATGCCCATCGCAGTTCGCTACACGCAGGACGCTTTTTCACGTTCT

GGTTGGTTGTGGCCTGTTGATGCTAAAGGTGAGCCGCTTAAAGCTACCAGTTATATGGCTGTTGGTTTCTATGTGGCT

AAATACGTTAACAAAAAGTCAGATATGGACAATGCTGCTAAAGGTCTAGGAGCTAAAGAATGGAACAACTCACTAAA

AACCAAGCTGGCGCTACGTCCCAAGAAGCTGGTCAGAATCAGAATGAGCCGCAACGTCGGG 

>OTU5311;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_3(0.0252),g:Caloranaerobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTATCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAA

GGGCGCGTAGGCGGCCTGATAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTTTGGATACTGTCGGG
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CTTGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGC

GAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5310;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0457),g:Oribacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGAACGG

CAAGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5314;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACAGGAATAAAGTCGGGTACGTATCCTTTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGATGGATGTTTAAGTCAGATGTGAAAGGTAGCGGCTCAACGGTAAAGTTGCAGTTGAAACTGGATATCTTGAG

TGAAGTGGAGGGAAGCGGAAGTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGTCGACGAGGCTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATCAGATACCCTGGTA 

>OTU5312;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTTCTTTGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCTCGGCCAACTACGT

GCCAGCAGCCGTGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAAGTCCTGGTTTTAAGGTGGGAATTGCTTTGGGTACTGCTGGGCTTGAGTGCGGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTT

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCA

AGTCTGGAGTGAAAGCCCGGGGCTCAACCCTGTAACTGCTTTGGAAACTGTCTGGCTAGAGTACTGGAGAGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGACAAT

AACTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5316;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

CCTTCCTTCCTCCTTTCTGAATCTTTTTCCCTGTTCTCTAGCCTGAACCAGCCAAGTAGCATGAAGGATGAAGGCTCTAT

GGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATCGGC

TAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTA

GACGGCTTTGCAAGCCAGATGTGAAAGCCCTGGGCTCAACCCCGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCT

GGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGC

TTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5317;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTACCTCCGTGCCAGCAGCCGCGGTAAAACGGGGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAA

GGGTGCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGGAACT

TGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGA

AGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGACGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCG

TGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAG

TATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTCGCGAACGC

GGATTTCTAGACTTCAACTGACCGTGAGGCTCGAAAGCGTCGGAAGCAAGCAGGATTAGATACCCTGGTA 

>OTU5318;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA
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GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5320;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAG

AGTGCAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTTGCGAA

GGCGGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5321;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCC

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGCTGGTA

AGTTGGAAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5322;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0423); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTTCCCCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGTTTTCG

GATTGTAAACTACTGTCTTAAGGGACGATGATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAAGTCA

GATGTGAAAACTATGGGCCTAAACCATAGACTGCATTTGAAACTGTTACTCTAGAGTGTAGGAGAGGTAGACGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACTGA

CGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5323;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTAGGGGTGTAAACTTCCTTTAAGAGGGAAGAGCAGAAGGCGATACCTCTAGGATAAGCCACGGCGAACTACGTA

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGGTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGCGTCGGCGGGGCAA
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TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGATGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5324;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Flavobacterium(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCGGGAGGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGCGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTCGTCAAGTCAGGGGTGAAATTCCGGTGCGCAACCCCGGAGCTGCCGTTGATACTGTCGCGCT

GGAGTGCGGACGACGCGGGAGGAATGAGTTGTGTAGCGGTGAAATGCTTAGATATGACACAGAACGCCGATTGCG

AAGGCATCTGGCGAAGCCGTAATTGACGCTGGGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5325;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

CCTTTCTTCCTCCTTTCGGCCTCTTTTCCCCTGGCGGCCCCTCTGATCCAGCCATGCCGCATGAAGGACTAAGGCCCTAT

GGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAA

TGCGGATGCTGTGGGATGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGTTTAGATACCCTTGTA 

>OTU5327;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGTAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGTGGTCTTTTAAGTCAGCGGGGAAAGGTTGTGGCTCAACAATAAAATTGCCATTGATAATGGGGGACT

TAAGTATGTTTACAGTAGGCTGAATGCGGGGTGTGGCGGTGAAATGCAAAGATATCACGCAGAACTCCGATTGCGA

AGGCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTAGGTATCAAAAAGGATTAGATACCCTGGTA 

>OTU5326;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGATGAAGGG

TCTCGGTTCGTAAAGCTCTGTTGGTGGAGAAGAAAGTGAGTGTGAGTAACTGATAAGGCCGTGACGGTATCGAACCA

GAAACTGACGGCTAACTACGTGGGAGCAGCCGCGGTAATACTACGGTGGCAAACGTTATCCGGATTTACTGGGCGTA

AAGAGAGCGCAGGCGGGTGCGTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGTG

CGACTTGAGTGCAGGAGAGGACAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT
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GGCGAAGGCGGCTGTCTGGCCTACAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5328;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTAGGGGGATAATAAGGCCCTTGCGAAGGTTGTTGCAGGTACCCGATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGTTAGATAAGTGTGAGGATATATGCTTCTGCTAAACAGGAGTTTGCCTCGGAAACTGTCTGACTAGG

ATGTAAACGACGCAGGCGGAATTAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACTATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTTGATACCCTGGTA 

>OTU5330;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

CCTATGGTTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTAGCCGTTTGCATGTACCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGGCGCTTAAGTCAGCTGTGAAAGTTTGTGGCTCAACCATAAAATCGCAGTTGATACTGGGTGCCTTGA

GTGCAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGGCTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5329;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTATGCGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCACAACAA

GGACCTCCTAATTCCGTGCCAGCAGCCGCGGTCATTCGGAAGTTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTGTTAAGTCAGATGTGAAAGCCGGCGGCTCAACCGACGGACTGCAGTGGATACTGGGGGCCTT

GAGTGAAGGAAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCGCAGATATAAGGAAGAACTCCGATCGCGA

AGGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCTGTGATGTAAGTCAGTGGTGAAATGTACCGGCTTAACCGGTAAACTGCCGTTGATACTGCATT
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GCTGGAATACGGTTGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTG

CGAAGGCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5332;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGTAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGACGAATCCGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTAGAGGTAAAATGCTACGGCTAAACAGGAGGTTGCCTTGAAAACTGTCTGACTAGG

ATGTAAACGGAGCAGGAGGAATGAATAATGTAGAGGTGAAATGCATAGATATGATTAAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAACTTGCAGTTGATACTGGGTGCCTTG

AGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGATGCCCAGAGCGCAACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4224),g:Hespellia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAGGTA

TTTCGGTCTGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTATGCAA

GTCAGGAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCATTTGAAACTGGATGGCTAGAGTGCGGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5333;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0056); 

ACGGGAGGCAGCAGTCGGGAATATTGGTCAATGGACGAAACCCTGACCCAGCCACGCCGCGTGAAGGACTAGAGG

GTCTTCGGATTGTAAACTCTTGTCGTGAGGGACGAAGAATGACGGTACCTCATAAGAAAGCCCCGGCTAACTACGTG

CCAGCACCCGCGGCAATCCGTAGGCGGCAAGCGTAGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGTGGCATA

ATAAGTTATATGTGAAAGCCCGCGGCTTAACTGCGGAACTGCATATAAAACTGTTAAGCTGGAGTGCAGGAGAGGTA
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AGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5336;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0355),g:Blautia(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGGAGTGAAACCCCCGTTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGATAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5337;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGTCGCGTGAAGGAAGACGGC

TCTCGGGTTGTAAACTTCCTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCTGCGTTAATACGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGC

AAGTCAGATGTGAAATCCATGGGCTTAACCCATGAAGTGCATTGGAAACTGGATTTCTTGAGTGCTGAAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGC

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5338;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGAGCAAGCCTGACCCAGCAACGTAGCGTGCAGGACGAAGGC

CTTCGGGTTGTAAACTTTTTTTGTCAGGGAAGATGAATAGACTGTATCTGACGAATAAGCCACGCCTAACTAAGAGCG

AGCAGCTGCGGTAATACGCAGGGGGCATGCGTTATCCGGATTTACTGGGTGTAACGGGAGCGTAGCCGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGTAAACTGTTATACTAGAGTGTCGGGGAAGTAAGT

GGAATTCCTAGGGTAGCGGTGAAATGCTTAGATATTAAGAAGAACACCAGTGGCGAAGGCGGCTTACTGTACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5339;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_4(0.0560),g:Thermotalea(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTT

TTTCGGAACGTAAACTTCTATCCTCGGGGAAAATAATGATGGTAGCCAACTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCA

AGTTGGATGTGTAATACCCAGGGCTTAACTCGGGTGCTGCATCTGAAACTGTGAGTCTAGAGTGTAGGAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5341;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Rikenellaceae"(0.2524),g:Alistipes(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAACTAG

AGAGTAGTTGCGGTAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5340;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Cellulosibacter(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCCCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGACCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCGAT

TAAGTATGGAGTGAAATTCCATGTTTTAAGGTTGTGATTGCTTTGTAGGCTGGTTGACTTGAGTTCGGAAGAGGTAA

GTGGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGC

GAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Negativicutes(0.9820),o:Selenomonadales(0.982

1),f:Veillonellaceae(0.9871),g:Dialister(0.9743); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTGATCGGGGACGAACGGACTTACTGCTAATACCAGTAAGTAGTGACGGTACCCGAAT

AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGCGCGCGCAGGCGGCCTCCTAAGTCCATCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGGG

AAGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGT

GGCGAAGGCGACTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5343;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Rikenellaceae"(0.0073),g:Alistipes(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTAACATGCGAATAA

GCATCCGCTAACACCGTGCCAGCACCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGCAAGTCAGAGGTGAAATTCCGGTGCTCAACCTCGGAGTTGCTCTTGATACTGTCGCGCTG
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GAGTGCGAATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATTCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTAGCGAATCCGTAACTGACGCCGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5344;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

GGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCTA

TGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGC

AGGCGGCCTGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCGTTTGAAACTGTCGGGCTAGAGTAC

AGCAGAGGGGGGTGGAATTCTATGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGG

CTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGACACCCTGGTA 

>OTU5345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Pseudoflavonifractor(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGCAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTACGGATTAAGCGTCGGCTAACTACGAGC

CAGCAGCAGCTCTAATACGTCGGCGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCA

AGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTGGAAACTGTAGTTCTTGAGTACTGGAGAGGCATAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5347;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAGGAAGG

TTTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAGGTGACGGTACCTGCGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGCTAATACGTAGGGGGCAAGCGTTGTCCGGATTGACTGGACGTAAAGGGCGTGTAGGCGGCCTG

ATAAGTATGAAGTGAAAGTCATGCGTTCAAGGGGTGAATTGCGTTGGAGACTGGCGGGCTTGAGTGCGGAAGAGGT
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AAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTGCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGCA

AGTCAGATACGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGTTCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGGTA 

>OTU5349;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2864),g:Dorea(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGC

GAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5350;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0355),g:Blautia(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GAGCGTAGACGGCGTATCAAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTT

GAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGATTCTCTGGATTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5352;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGGGGGGAATAGTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTGCTTGTAAGAGGGAAGAGCAGAAGACGGTAACTCTAGAATAAGCCACGGATAACTACGG

GCCAGCAGCCGCGGTAAGACGTAGGTGGCAAGCGTTGTCAGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTCTCGGAGAGGCA
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ATCGGAATTCCTAGTGCAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCTAAGGCGGATTGCTGGACG

ATAACTGCCGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5353;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.6350),g:Dorea(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCATCAGTGAAGAAAATGACGGTACCTGACTATGTAGCCCCGGCTAACTACGTTCCAG

CAGCCCCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGGCAAG

TCTGAAGTGAAAGGCATGGGCTCAACCTGTGGACTGCTTTGGAAACTGTGAAGCTAGAGTGTAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGT

TTTCGGAACGTAAAGCTCTATCAGTGGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAAGCCCGGGGCTCAACTTGGGTACTGCATTTGAAACTGGAAGGCTAGAGTGCAGGAGAGGTGG

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTTACTGGACTG

TAAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5354;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTTTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGTAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTAAGAGGTGAAAGGCTATGGCTAAACCGTAATAAGCCTTTGAAACTGGGAAAGTGGAGGGAAGGAGAGGAGAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACAAGTTGAGAAGGCGGCTCTCTGGACTGTA

ACGGACACTGAGGAACGAAAGCGTGGGGAGCAAAAAGGATTAGTACCCGGGTA 

>OTU5355;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9903),o:Clostridiales(0.9937),f:Clostri

diaceae_1(0.8505),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGTAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATACTGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTGAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACGCCAGTGGCGAAGTAGATTCTCTGGACTGTC

ACTGCCGTTGAGGCTCGCAAGCGGCGGGAGCAAAAAGGATTAGAGACCCTGGTA 

>OTU5356;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGCAAACTTCTTTTATCAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATACGGA

TCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTAAGTTGGGAAAGTTTGCGGCTAAACCGTAAAATGGAAGTTGATACTGGATATCTTGAG

TGAAGTTGAGGAAGGCGGAATTCGTGGTGTAGCGGTGACATGCTTAGATATCAAGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5357;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTGTCAAGTCAGCGGTCAAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAGCGT

GCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGC

GACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Coprobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGTACGTCCGAGGAGGGTACCAGGGGAATA

AGCATCGGCTACCCCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTCATGGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCTTTGAAACTGTCGTTCT

TGAGTGCGGATGCCGCCGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

GGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5360;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTAATTGACGTTACCAGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTGATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTCGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCCGTGAACTGCATCTGATACTGGTA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCGACCTCCTGGACGATGACTGACGTTCAGGTTCGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5359;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Clostri

diaceae_3(0.0710),g:Caloranaerobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCCTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

GTAAGTCGGGAGTGAAAGTCCTGGGTTTAAGGTGGGAGTTGCTTTGGAGACTGTACAGCTTGAGGGCGGAAGAGG

AAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGA

CTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTCGTA 

>OTU5362;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGGAGA

TTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTGAGTACGCACAAAGTG

GGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACT

GCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5361;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTTTGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTTCTCATTGACGTTACTCGCAGAA

GAAGCACCGGCTAACACCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATGCCCGGGCTTAACCTGGGAACTGCATCTAATACTGGCAA

GCTTGAGTCACGTAGAGGCGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCGGTG

GCGAAGGCGGCCTGCTGGACGAAGACTGACGCTCAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3884),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGACGTC

CTTCGGTATGTAAACTTCTATCATCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTTTGTAA

GCCAGATGTGAAAGCCCCGGGCTTAACTACGGGACTGCATTTGGAACTGGAAGGCTAGAGTGTAGGAGAGGCGAG
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GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5364;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

CTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTGGTA

AGTCTGATGTGAAATCCCGGGGCTCAACCTCGGTGGTGCATTGGAAACTGTGTATCTAGAGTGCAGGAGGGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5365;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Roseburia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5366;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9835),c:"Fibrobacteria"(0.9719),o:"Fibrobacterales"

(0.8846),f:"Fibrobacteraceae"(0.8146),g:Fibrobacter(0.7162); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGTAGTTGAATGTACCTCGAGAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGTAGGCGGATAGTCAAGCGTTCTGTGCAATCTCGGGGCCCAACCCCGAACACGCAGAGCGAACTGATTATCTTGAG

TAGTTCAGAGGTTGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGATGGCGAAGGC

AGCCAACTGGGGACTAACTGACGCTGAGGCTCGAAGGCGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5369;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:Flavobacteriia(0.9180),o:"Flavobacteriales"(

0.8303),f:Cryomorphaceae(0.5273),g:Wandonia(0.0712); 

GTGTCAGCCCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGATTT

ATAAGTCAGTGGTGAAATCCTATCGCTTAACGATAGAACTGCCATTGATACTGTAAGTCTTGAATTCGGTCGGAGTGG

GCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATAGCGAAGGCAGCTCACTAGGCCT

GAATTGACGCTCAGGGACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGA
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TTACTCGTTTTCGGCGATATACTGTCGGAGACTAAGCGAAAGTGATAAGTAATCCACCTGGGGAGTACGATCGCAAG

GTTGAAACTCAAAGGAATTGACGGGG 

>OTU5368;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0181); 

CCTTTAGGCAGCAGTTTTGCCTCTTTTTCCCTGTTCTCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTC

GGGTTGTAAACTTCTTTTAAGCGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAAGT

TAGATGTGAAATCCATGGGCTCAACTCATGAACTGCCTTTGAAACTGCAGAGCTTGAGTGTAGGAGGGGTAATCGGA

ATTCCGAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGGATTGCTGGACGATAATT

GACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5367;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9769),o:Coriobacteriales(

0.9606),f:Coriobacteriaceae(0.9387),g:Olsenella(0.6200); 

ACGGAAGGCAGCAGTGGGGAATCTTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGCGGGACGAAGGC

CTTCGGGTCGTAAGCCGCTTTCAGCAGGGACGAGGCCGCGAGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGG

CCCGCTTGGTCGGGAGTAAAATCCGGGGGCTCAACCCCCGCACGCTCCCGATACCGGCGGGCTTGAGTCTGGCAGG

GGAAGGCGGAATTCCGAGTGTAGCGGTGGAATGCGCAGATATTCGGAAGAACACCGGTGGCGAAGGCGGCCTTCT

GGGCCACGACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5370;tax=d:Bacteria(0.7187),p:Firmicutes(0.1905),c:Thermolithobacteria(0.0726),o:Thermolithobacte

rales(0.0473),f:Thermolithobacteraceae(0.0113),g:Thermolithobacter(0.0056); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGTCCGTAGGCTGTT

AGATAAGTTTGGCGTTAAAGGCGCGGGCTCAACCCGTGTAGTGCGTTGAAAACTGTCTGACTAGAGTATAGTAGGG

GAAGCTGGAATTCTTGGTGTAGCGGTGAAATGCGTAGATATCAAGAGGAACACCCGTAGCGAAAGCGGGCTTCTGG

GCTATTACTGACGCTAATGGACGAAAGCTAAGGTAGCGAAAGGGATTAGATACCCCTGTAGTCTTAGCTGTAAACGA

TGAGTATTAGGTGTTGGGGGAATCGACCCCTTCAGTGCCGTAGCTAACGCGTTAAATACTCCGCCTGGGGAGTACGG

CCGCAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU5371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACGCA

AGTCTGGAGTGAAAGCCCGGGGCCCGACCCCGGGACTTCGTTGGAGACTGTGCTGCTGGAGTGCAGGAGAGGTAAT
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TGGAATTCCGAGTGTAGCGGTTGGATGCGTGGATATTAGGAGGGACGCCAGTAGCAAAGGCGGCTTACTGGACTGT

AACTGACGTTGGGGCTCGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5372;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1098),g:Butyrivibrio(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATCAGGGACGAAACAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAATGG

CAAGTCTGAAGTGAAATCCCGCGGCTTAACCGCGGAATTGCTTTGGAAACTGTCAGTCTAGAGTACTGGAGGGGTAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGAGGCGAAGGCGACTTACTGGACAG

CAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5373;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Sphingobacteriia(0.9798),o:"Sphingobacteri

ales"(0.9753),f:Chitinophagaceae(0.9759),g:Segetibacter(0.3915); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGTGGGT

CTGTAAGTCAGTGGTGAAATCTCCGGGCTTAACCCGGAAACTGCCATTGATACTATAGGTCTTGAATTTTCTGGAGGT

AAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTTACTACAGG

AACATTGACACTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATG

GATACTCGACATTTGTGATACACAATAAGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGACCGCAA

GGTTGAAACTCAAAGGAATTGACGGGG 

>OTU5375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCTGTATGTAAACTTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCTGGAATGCAATGGAAACTGTTTTTCTAGAATGTCGGAGAGGTAAGC

GGAATTAATAGTGTAGCGGTGAAATGCGTATAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5374;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCAGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAGCAA

GTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAGATG



5953 

 

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAAC

TGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5376;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9938),o:"Fusobacteriales"(0.

9933),f:"Fusobacteriaceae"(0.9944),g:Fusobacterium(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTAATCCAGCAATTCTGTTTGCACGATGAAGTTT

TTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAGTCAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCTCGGTAATACGTATGTCGCAAGCTTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTAGTA

AGTCTGATGTGAAAATGCGGGGCTCAACACCGTATTGCGTTGGAAACTGCTAAACTAGAGTAATGGAGAGGTAGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCTACTGGACAGAT

ACTGACGCTAAAGCGCGGAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5378;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.9992),c:Spartobacteria(0.9798),g:Spartobacteria

_genera_incertae_sedis(0.9781); 

GTGTCAGCAGCCGCGGTAATACAGAGGTCTCAAGCGTTGTTCGGATTCATTGGGCGTAAAGGGTGCGCAGGCTGTG

GGGTAAGTCGGATGTGAAATTTAGGGGCTCAACCTCTAAACTGCATTCGATACTGCTTCGCTAGAGGACTGTAGAGG

AGATTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAAGACCAGTGGCGAAGGCGAATCTCTGGG

CAGTTCCTGACGCTCATGCACGAAGGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTACTGGCAGTAAACGG

TGCACGTTTGGTGTGGGAGGATTCGACCCCTTCCGTGCCGGAGCTAACGCATTAAACGTGCCGCCTGGGAAGTACGG

TCGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU5379;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.7787),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGCGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTACTTCCGTGCCAGCAGCCGCAGTATTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAAGGTAGACGCTCAACGTCGGTACTGCAGCGGGAACTGGTTTCCTTG

AGTGCGCACAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTTGCGAAG

GCAGCTCACTGGAGCACAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCTTTGCAA

GCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5380;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Cytophagia(0.2902),o:Cytophagales(0.1249)

,f:Flammeovirgaceae(0.0457),g:Marinoscillum(0.0110); 

GTGCCAGCAGCCGCGGTAAGACGAAGGATCCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGAA

AATTAAGTCAGTGGTGAAAGCCCGCAGCTCAACTGTGGAACTGCCATTGAAACTGGTTTTCTTGAATATAGCTGAGGC

AGATGGAATATAACATGTAGCGGTGAAATGCTTAGATATGTTATAGAACACCGATTGCGAAGGCAGTCTGCTAAACT

ATTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGTTG

ATTACTCGCTGTTGGCGATATACTGTCAGTGGCTAAGCGAAAGCATTAAGTAATCCACCTGGGAAGTACGACCGCAA

GGTTGAAACTCAAATGAATTGACGGGG 

>OTU5381;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGGTACCCGTTTGCCTGTACTTTTTGAATAAGG

AACGGCCAAATCCGTGCCCGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGATGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACGTTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5383;tax=d:Bacteria(0.1023),p:Firmicutes(0.0125),c:Clostridia(0.0041),o:Halanaerobiales(0.0031),f:Ha

lobacteroidaceae(0.0009),g:Halobacteroides(0.0009); 

GTGTCAGCAGCCGCGGTAATACGAGAGGAGCTAGCGTTATCCAGTCAAACTGGGCGTAAAGGGTTCTTCAGCAAAA

AAATGTAAGAAACTGATTAAATTTTAGAGGGTAACCCTAAATATTAGTTTTACTATTTTTTTCGAATTTTATTGGTGTTA

ACCTTATTCTATCAAGAGAGTTAAAATTCTTAGACTGCTAGAGGAGGACCAAATGGCGAAAGCAGTTAACAAAGTAA

AATTGACGCTTAGGGACGAAAGCATAGGGAGCGATCGGGATTAGAGACCCCGGTAGTCCATGCCCTGACCGATGGG

GGCTATATGATTCTAACTTATAGGATTATAACAGCTAACGCGTAAGCCCCTCGCCTGAGAAGTACGATCGCAAGGTTG

AAACTCAAATGAATTGACGGGG 

>OTU5382;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATACAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTAGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTATCCGGAATTACTGGGTGTAAAGTGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCTACCCATACATTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG
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CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCTGTGGAACACCAGTGGCGAAGGCGTCTTGCTTGTCTCTA

ACTGACGCTGATGCTCGAAAGTGTGGGGAGCATACAGGCTTAGATACCCTGGTA 

>OTU5384;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCAAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGTCGTGTCCCTGTTTGCATGTACCACCGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGGTAAGCGTGGTGTGAAATGCAGGGGCTCAACATCGGCACTGCAGCGCGAACTGTTCTGCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTTGATATGACGAAGAACTCCGATGGGGAA

GCCAGCTTACTGGAGCGCCACTGACGCTGATGCTCGAAAGGGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTACTGGGTGCAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCACCGGGGTTAACTCGTGAACTGCTGTTGAAACTGTTCTTCTTGAGCATCAGAGAGGCAAT

CGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGGGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4914),g:Subdoligranulum(0.0423); 

AAGGGAGGGAGAAGGGGGGAATAGTGCAAAATGGGGGAAAAAAGGAGGAAGAGACGCGGAGTGGAGGAAGAA

GGTCTTCGGATTGTAAACTCCTGTCCCAGGGGACGAGAATGACGGTACCCTGGGAGGAAGCACCGGCTAACTACGT

GCCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATT

GGCAAGTTGGGAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGTCAGTCTTGAGTGGTGTAGAGGT

AGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGTAGGAACACCAGTGGCGAAGGCGGCCTACTGGG

CACTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5387;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATAGGAATAAAGTGGAGTATGTATACTGATTTGTATGTATTATATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTTAAAGTTTGCGGCTCAACCGTGGAAATGCATTTGATACTGTCAGTCTTGAGT
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ACAGTAGAGGAGGGCGGAATTCGTGTTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTTCGAAGGCA

GCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5388;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0457),g:Paraprevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCGGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCGCTACGTGTGGAGCGTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGGGGATGATTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAG

AGTGCAGAAGAGGCGAGCCGAACTCCTGGTGTAGCGGTGAAATGCGTAGCGATTAGGAAGACCACCACTGGCGAA

GGCGCCTCTTTGGACTGTAACCGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5389;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGATTACAGTTACTACCTTTGCTCATTGACGTTACCCGCAGCA

GAAGCACCGGCTAACTCCGTGCCGGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCTGTTTGTGAAATCAGATGTGAAAACCCCGGGCTCAAACTGGGAACGGCATCTTGTACTGGCAA

GCTTGAGTTGCGGAGAGGGGGGTAGAATTCCAGGGGGTGCGGGGAAATGCGGAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTTAGGTGCGAAAGCGGGGGGAGCAAACAGGAGTAGATACCCT

GGTA 

>OTU5391;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Sporobacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCAAGCAACGCAGAGTGAAGGAAGAAGG

CATTGGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGA

GCCAGCAGCCGCGGTAGTACGTAGGTGGCAAGCGTTGTCCGGCTGTACTAGGTGTAAAGGGCGTATAGGCGGAGAA

GCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTTCCCTTGAGTATCGGTGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCCGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5390;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

coccaceae_1(0.0710),g:Peptococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGTTCTATCCTTGTCCAAGAGAGCAGAGTATAGAAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCTGCGGAAAAACATAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGAGCGCAGGAGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAGACTGCTTTTGAAACTGTT



5957 

 

GCTCTTGAGTGTCGTAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5392;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumin

ococcaceae(0.7428),g:Ruminococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAAGGAAGAAGTCAGTGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGTCA

GCAAGTCAGATGTGAAAATTTTGGGCTTAACCCAAAAATTGCATTTGAAACTGTTGATCTTGAGTGAAGTAGAGGTA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATAGATACCCTGGTA 

>OTU5395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCGGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGTGATTAAGCGTGTTGTGAAATGTAGGTGCTCAACATGTGCACTGCAGCGCGAACTGGTTACCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Blautia(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGGCATGGGATCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATCGGC

AAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG
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TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGACCGGCAAGTTGGGAGTGAAATCTATGGGCTCAACCCATAAGTTGCTTTCAAAACTGCG

GGGCTTGAGTAGTGAAGGGGTAGGGGGAATTACCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAG

TGGCGAAGGCGACCTACTGGGCACAGACTGACGCTGGGGCTCGAAGGCATGGGTAGCAAACAGGAATAGATACCG

TGGTA 

>OTU5398;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

AAGGGAGGGAGAAGAGAGGAAGAGGGGGGAAGGGGCGAGAGGGGGAACAAGTCAAGTAGTGTGAAGGATGACT

GCCCTATGGGTTGTAAACTTCTTTTAGTAAGGAATAAAGTTGGGTATGCATAACCGTTCGCATGTAATTTATGAAAAA

GGATCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGCAGGACTCGAGCGTTATCCGGATTGATTGGGTTTAAAGG

GAGCGTAGATGGATGTTTAAGTCAGTTTTGAAAGTTTTCTACTCAACCGTAAAATTGCAGTTGATACTGGATATCTTG

AGTGCATTTGAGGCAGGCGTGATTCGTTGTGTAGCGCTGAAATGCTTATATTTCACGAGCAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTTACATAGAGGCTTGAAAATGTGGGTATCACACAGGATTAGATACCCTGGTA 

>OTU5400;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTGCGGGTTGTAAACTTCTGTTGTCAGGGAAGATGAACAGACTGTACCTGACGAATAAGCCACGGCAAACTACGTGC

CAGCAGTCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGGCGTGAAAACCAGGGGCTCAACCTCTGGCCTGCTTTTGAAACTGTCGTCCTCGATTGCGTGCGAGGAAGG

CGGAATGCGTTGTGTAGCGGTCAAATGCATAGATATGTCGCAGAACTCCTATTGCGAAGGCGGCTTTCCAGCCCTCTA

CTGACGCTGAGGCACGAAAGCGTGGGGCTCGAACAGGATTACATACCCTGGTA 

>OTU5397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAGGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCATGGGAATAAAGTTCGCTACGTGTCCTGTTTTGCATGTACTGTGTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGCGGTTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAGCTGCGTCGCGAACTGGCGGTCTTG
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AGTGAGTTCGACGTGCGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCGAACAAGGCCTTAACTGACGCTAATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5401;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGTAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCCGTCGAATAA

GCATCGGCTAACTCCGTGCCACCAGCCGCGTTAAAACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTGGGGGGTGAAATTCCGGTGCTCAACCCCGGAGCTGCCGTTGGTACTGGCGCGCT

GGAGTGCAGATGAAGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5399;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2359),f:Enterobacteriaceae(0.1098),g:Escherichia/Shigella(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAGGGACGAAGAAAGTGTCGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGATG

ATAAGTTGGACGTGAAATACCCGGGCTCAACTTGGGAACTGCATCTGATACTGTCGAGCTTGAGTCTCGTAGAGGGG

GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGAC

GAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTTGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTTGAAACTGTATAGCTAGAGTGCTGGAGATGTTAGTGG

AATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCAGTATCT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5404;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0457),g:Clostridium_IV(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGAAATGGGAGAAAGCCTGACCCGGCAACGCCGCGTGAAGGAAGAAGA

CTTCCGGGTTGTAAACTTCTTTCAAGAGGGAGGAGAAGAAGAAGGTACCTCAAGAATAAGCCAGGGCTAACTACGTG

CAAGCAGCCGCGGAAATAGGTAGGGGGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAATTGAAACTGCGGATCTTGAGTGTCGGAGGGGCC
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ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5405;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACAGGAATAAAGTCGGGCACGGATACTCGTTTGCATGTACTTCATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGCGAGATGTGAAAGGTTGCGGCTCAACCGTAGAATTGCGGTGGATACTGGATATCTTGA

GTGAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTTCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5402;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Oscillibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAAGCCTGAACCAGCAAAGCAGCGTGAAGGAAGAAGG

CTTTAGGGGTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGAG

CGAGCAGCCGCGGCAATGCGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTTCATTCGAAACTGTGAGTCTTGAGTGTCGGAGGGGCAA

TCGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5407;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9936),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTATTGGGGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGCCGGTATCCAACCA

GAAAGTCAGGGATTACTACGTGGCAGCAGGCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCGGTTGTGAAAGCCTTCGGCTTAACTGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACTGC

CCTATGAGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCGCCACGTGAGGTGTTTTGTATGTACATTATGCATACGG

CTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTACTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAATATTGCAGTTGATACTGGCCGGCTTGA
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GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCGTGGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5409;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGGGGGTAAGTCAGCCGTGAAAGGTCCAGGCTCAACGGGGAACGTGCGGTTGATACTGCGGTCC

TGGAATACAGAAGCGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCG

AAGGCAGCCCGCGGATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCTCGCACGTCCTTTGAGAGTACCAGTCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCACTTGATACTGTCGAGCTG

GAGTGCGGAAGGCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGAACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5411;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGAAGGCAGCAGGGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCGATGGATTGTAAACTGCTTTTTTCGGGGAAGAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTTCTCAACATGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGCCGCGGTGATATGCATAGATCTGATGCAGAACACCGATCGTGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGACCAGGATTAGCTACCCCTGGTA 

>OTU5410;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGCTGATGCAGGTACCCGAAGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

GGCGTAGGCGGTTAGATAAGTGTGGGGTAAAATGCTTGTGCTAACCAAGGGTTTGCCTTGCAAACTGTCTGACGAGG
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ATGTGAACGACGCAGGCGGAATGAGTCATGTAGCGGTGAAATGCATAGATATGATTCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAATAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATGACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCGGTTGAAACTGTGATTCATGAGTGGCGTAGAGGCAAG

CTGAATTCCGAGTGCAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGATTGCTGTGCTGT

AACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGTTTAGATACACTGGTA 

>OTU5413;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1291),g:Mogibacterium(0.0230); 

ACGGTCGGCCTCCTTTTGGCCTCTTTCCCCCTGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGCCT

TTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAAGC

ACGGGGTTTAAGGCTATGGCTTGACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAGCGGA

ATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTG

ACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5414;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Porphyromonadaceae"(0.6350),g:Parabacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCATCAGTGAAAGTTTTTGGCTCAACCATAAATTTGCCATTGAAACTGGGAGACTTGATG

TTTTTTGAGGTAGGCGAAATGCGTGGTGTAGCGGTAAAATTCATAGATATCACGCAGAACTCCAATTGCGAAGGCAG

CTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTCTAAAACAGGATTAGATACCCTGGTA 

>OTU5415;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9719),o:Aeromon

adales(0.7252),f:Succinivibrionaceae(0.5273),g:Anaerobiospirillum(0.0712); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAATCACTTTCACAGGGGAGGAAGGATGACGTTACCCTGAGAAGAAGCACCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGATAAGC

AAGTAAGGTGTGAAATACCCGGGCTCAACCTGGGAACTGCACTTTAAACTACGGATCTAGAGTATTGCAGGGGGAG
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ATGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCGGAGGCGAAGGCGATCTCCTGGGCAA

ATACTGACGCTCATATGCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU5416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGACGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCCCCCGCGGTAATACGTAGGGAGCCAGCGTTATCCGGATTTACTGGGTGTAAAGAGAGCGTAGACGGTTGATCAA

GACTGAAGTGAAAGCCCGGGGCTCAACCACGGGACTGCATTGGAAACTGATTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGAGGTGAAAACCCGGGGCTCAACCCCGGCAGGGCATTGGAAACTGTTTATGAGGAGTGGAGGAGGGGTAA

GGTGAAGTCCGAGGGTGGCGGCGAAATGCGGAGATAGTAGGAGGAACACCAGTGGCGGAGGCGATCTAAGGGAC

GAGAACTGACGCTGAGGAGCGAAAGCGTGGAGAGCAAACAGGAGTAGATACGCTGGTA 

>OTU5419;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGTCTGAACCAGCCATGTAGCGTGCAGGATGAAGGCT

CTATGAGTTGTAAACTTCTTTTATATAAGAATAAAGTGAAGTATGTATACGTGTCTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGGGGCTTAACCCTAAAACTGCATTTAATACTGTTAGTCTTGAGTA

CAGTAGAGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTAGACTACAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5418;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTAT

CAAGTTGGTGGTGTAATTCCGGGGCTTAACTCCGGAGCTACCACCAAGACTGATGAACTTGAGTACGGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5420;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCCCGCCTGCACCCTCCAAGTAGCGTGAAGGATGACTGCCCTATG

GGTTGTAAACTTCTTTGATAAGGGAATAAATGTGGGTACGCGTACCCCTTTGCATGTACCTTATGAATAAGCACCGGA

TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCTTAAAGGGAGCGTAG

GCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACGTTAAAAGTGCAGGGGATACTGGGTGCCTTGAGTGCA

GGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTTCTATTGCGAAGGCAGCT

TGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5421;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Eubac

teriaceae(0.0113),g:Alkalibacter(0.0056); 

ACTTTCGTCCTCATTTTTGACTCCTTTTCCCTGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGTCTTC

GGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTATCAA

GTTGGTGGTGTAATTCCGGGGCTTAACTCCGGAGCTACCACCAAGACTGATGAACTTGAGTACGGGAGAGGTAAGT

GGAATTCCTAGTGTAACGGTGGAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAAGCGACTTACTGGCCCGCA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5423;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGCCTCAACACGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

CCCGCCTGCTAAATAGGTGCGGGAATGCGCTTGCATTGCTGCAACTTCTTAGAGGGACTTTCGGTGACTAACCGAAG

GAAGCTGGGGGCAATAACAGGGCTGTGATGCCC 

>OTU5422;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCAGGGGAATAAAGTGCGGCACGTGTGCCGTTTTGTATGTACCCTGAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGGAGATTAAGCGTGACGTGAAATGCCGCGGCTCAACCGTGGAAGTGCGTCGCGAACTGGTTTCCTT

GAGTGCGTACGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCAACGAGGCCGTAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5426;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAGCTGCTTTTATAGGGGGATAAAGTGTGCCACATGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGTCCGGGCGTTATCAGGGTTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGGTGCTCAACAACTACACTGCAGCGCGAACTGTTATCCTTG

AGTGCGCAGGAAGTAGGCGGAATTCCGCGTGTAGCGGTGAAATGCTTAGATATTCGGAAGAACACCGATTGGGAAG

CCAGCTTACTGTAGCGCAACTGACGCTGATGCTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5424;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9180),o:Burkholderi

ales(0.7623),f:Burkholderiales_incertae_sedis(0.4914),g:Rubrivivax(0.3043); 

ACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAATCTTCTGGGCTAATACCCCGGGAGGATGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTATGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCAT

GACTGGAGTGCGGCAGAGGGGGATGGAATTCCGCGTGTAGCAGTGAAACGCGTAGATATGCGGAGGAACACCGAT

GGCGAAGGCAATCCCCTGGGCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5425;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Deltaproteobacteria(0.2902),o:Desulfovibr

ionales(0.1249),f:Desulfovibrionaceae(0.0457),g:Desulfovibrio(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAA

GCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGAC

TCGAATCCGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCG

AAGGCGACCTGCTGGAACATTACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5427;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Flavobacteriia(0.9961),o:"Flavobacteriales"(

0.9952),f:Flavobacteriaceae(0.9881),g:Flavobacterium(0.9085); 

GTGTCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCTGTAGGCGGTTT

AATAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACTGCCATTGATACTGTTAGACTTGAATTATTAGGAAGT

AACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAA

TTGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

GATACTAGCTGTTGGAAGCAATTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGA

ATGAAACTCAAAGGAATTGGCGGGG 
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>OTU5429;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9928),o:"Bacteroidales"(0.9

934),f:Bacteroidaceae(0.9480),g:Bacteroides(0.9724); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTTTTTTATATGGGAATAAAGTATTTCACGTGTGGGCTTTTGTATGTATCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTGATCTGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5430;tax=d:Bacteria(0.1356),p:"Proteobacteria"(0.0171),c:Deltaproteobacteria(0.0056),o:Desulfurom

onadales(0.0042),f:Desulfuromonadaceae(0.0013),g:Pelobacter(0.0012); 

GTGCCAGCAGCCGCGGTGATACGAGGAGACCTAGTGTTAATCAGAATAATTGGGCGTAAAATGTATGTAGACTGTAA

TTGTTTGTTAAAAATGAAAATCTAAAAATTCTTTAGAATATTTTTAACTACAGATTTCTTGAGTAAAAAAAAAGATTAT

AAAATTTCGAAAGAAGAAATAAAATTTGTAGATTTTCGAAGGAATACCAAAAGCGAAAGCAATAATCTTGCTTTATAC

TGACGTTGATATACGAAAGCATAGGTAGCAAAGAGGATTAGATACCCTCGTAGTCTATTGCTATAAACGATGAATACT

CGTTTTTGGAGATTTTCTTCAGAAACTTAGCTAACGCGTTAAGTATTCTGCCTGAGGAGTACGTCGGCAACGTTAAAA

CTCAAAGGAATTGACGGGG 

>OTU5428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9711),o:Bacillales(0.8737),f:Paenibacillac

eae_1(0.5991),g:Paenibacillus(0.4351); 

GTGTCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGCGCGCGCAGGCGGTT

CTTTAAGTCTGGTGTATAAACCTGGGGCTCAACTTCAGGAGGCACTGGAAACTGGGGAACTGGAGTGTAGGAGAGG

AAAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGC

CTATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAGTGCTAGGTGTTAGGGGTTTCGATACCCTTGGTGCCGAAGTTCACACAGTAAGCACTCCGCCTGGGGAGTACGC

TCGCAAGAGTGAAACTCAAATGAATTGACGGGG 

>OTU5432;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGTTTTTAAACTGCTTTTTTCGGGGAATAATAAGAGTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACATTCAAGTGGGCGGTGAAATTCCGGGGCTCAACCTGGGCATTGCAGTGCAAACTGTGAGACTTG

AGTGCACAGGAAGTAGGCGGAATCCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.3479); 

ACTTAATTCATCATTTTTTTATATTTCACAATTTTTTAAACCCTTATTCATCTATGCCGCGTGGAGGAAGAAGGTTTTCG

GATTGTAAACTCCTGTCGTAAGGGAAGAGGAAGGACTGTACCTTACAAGAAAGCTCAGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTATGGAGCGAGCGTTGTCCGGAATGACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCAAGTC

AGATGTGAAACCTGAGGGCTCAACCTTCAGACTGCATTTGAAACTGCTGTTCTTGAGTGAAGTAGAGGTAAGCGGAA

TTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTTACTG

ACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5434;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4812),o:"Sphingobacteri

ales"(0.2359),f:Sphingobacteriaceae(0.1098),g:Parapedobacter(0.0134); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGAAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTAGGCGGTGAAAGTTAGCGGCTCAACGGGGTCGGTGCGGATGATACTGGGTGTCT

TGAATGAGGTCGAGGCCGGCGGAATGTGGGGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTAGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5433;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5273),g:Blautia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGACGGTA

AGTCAGATGTGAAATATACGTGCTCAACATGTAGACTGCATTTGAAACTGCTGTTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5435;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9736),c:Actinobacteria(0.9462),o:Coriobacteriales(

0.8412),f:Coriobacteriaceae(0.6709),g:Olsenella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCGTGCGGGAGGAAGG

CCCTCGGGTCGTAAACCGCTTTCAGCAGGGACGAGGCCGCAAGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAAC

TACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCG

GCCTGCTAGGTCGGGAGTCAAATGCGGGGGCCCAACCCCCGGCCGCTCCCGATACCGGCGGGCTTGAGTTTGGTAG

GGGAAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGGTGGCGAAGGCGGCCTTC

TGGGCCACAACTGACGCTGAGGAGCGAAAGCTGGGGGAGCGGACAGGATTAGATATCCTGGTA 
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>OTU5437;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Flavobacteriia(0.9952),o:"Flavobacteriales"(

0.9941),f:Flavobacteriaceae(0.9956),g:Flavobacterium(0.9686); 

GTGTCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTCT

TGTAAGTCAGTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGCAGGACTTGAATTATTGGGAAGT

AACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACCAA

TTTATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGG

ATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGAACGCAAGTT

TGAAACTCAAATGAATTGACGGGG 

>OTU5436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTGTCGTAAGGGAAGAGAAAGGACTTTACCTTACAAGAAAGCACCGGCTACCTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTGACTGGGTGTAAAGGGAGCGTAGGCGGGATGGC

AAGTCAGATGTGAAACCTGAGGGCTCAACCTGCATACTGCATTTGAAACTGCTGTTCTTGAGTGCAGTAGAGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACATCGGTGGCGAAGGCGGCTCACTGGGCTGT

TACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:Sphingobacteriia(0.9762),o:"Sphingobacteri

ales"(0.9497),f:Chitinophagaceae(0.9294),g:Sediminibacterium(0.5239); 

GGGGAAGAAGAAGAGGGAATACGGAGGGTGGAAGAGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGG

GCAGGTAAGTCAGTGGTGAAATCCTGGAGCTCAACTCCAGAACTGCCATTGATACTATCTGTCTTGAATATTGTGGAG

GTAAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCTATTGCGAAGGCAGCTTACTACG

CATATATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT

GGATACTCGACATATGCGATACACTGTATGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGTTCGCA

AGAATGAAACTCAAATGAATTGACGGGG 

>OTU5439;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACTTCCTTCCTCCTTTTTGAATCTTCCTCCCTTTTCTCCAGCCTGACGGAGCAGCGCCGCGTGAGTGAAGAAGGGTTTC

GACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCAATGACGGTACCTGACGAGGA

AGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAA

GGGAGCGTAGACGGTAATGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTGTAA

CTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

TCTCGGGTTGTAAACCTCTTTTGTTGGGGACGAGTAGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCTGAGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGCTTAACGCGTGAACTGCATTTGAAACTGTTTGTCTTGAGTAACGAAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGGCGAC

TACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU5442;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Sporobacter(0.0076); 

CCGTAATTCAGCCTTGGTTCCTATTGTCCAATTGACCCCACGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTTTT

CGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGCAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGTCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTGTCAGGGACGTGTAGAAGACGGTACCTGACGAATAAGCTACGGCTAACTACGTGCC

AGCAGCTGCGGTCATACGTACGTGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGCCGGGAGGGCA

AGCCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTAACGGAGAGGCGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCTCAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTTCGTGCGAGTAACTGCTCACGCAGTGACGGTATCCAACCAG

AACGTCACGGCTCACTCCGTGCCCGCCGCCGCGGTAATACGTACGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU5444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATGTCAAACTGGAAG

TCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGATTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5445;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_2(0.0252),g:Natronincola(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGG

GTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTG

AGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5446;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Bacteroidaceae(0.0113),g:Acetomicrobium(0.0056); 

GTGCCAGCAGCCGCGGTAATACGTAGGACCCGAGCGTTGTCCGGATTTACTGGGTATAAAGGGTGCGTAGGCGGCC

TTGTGCGTCAGAGGTGAAATCTCCGGGCTTAACCCGGAGGGTGCCTTTGATACGGCAGGGCTTGAGTGCGAGAGAG

GATGATGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGG

CTCGCAACTGACGCTGAGGCACGAAAGCGCGGGGATCAAACAGGATTAGATACCCTGGTAGTCCGCGCCCTAAACG

ATGTATGCTTGGTGTTGGACCCGCAAGGGTTCAGTGCCGTAGGGAATCTGATAAGCATACCACCTGGGGAGTACGAT

CGCAAGGTTGAAACTCAAAGGAATTGGCGGGG 

>OTU5448;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGTGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGGA

AGGCGAGCGCAGGCGGTTGCTAAGGTCTGAGGGGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGAAAGTGGAACTCCAGGTGCAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAG
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TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU5447;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Epsilonproteobacteria(0.7881),o:Campylob

acterales(0.4652),f:Campylobacteraceae(0.2524),g:Campylobacter(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACAAGTCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGCCTCGCGAGATCCGATGAGAGTATCCGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGG

ACGCGTAGGCGGATTATCAAGTGTGTTGTGAAATCTAGTGGCTTAACCATTAAACTGCTTGAAAAACTGATAATCTAG

AGTGAGGGAAGGGCAGATGGAATTGGTGGTGTAGAGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAG

GCGATCTGCTAGAACTCAACTGACGCTGATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAAGCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATGGTAAAGTTCTTTTATTAAGGACGAAGAAGAGACGGTACGAAATGAATAAGCTCCGGAGAACTAAGTGC

AAGAAGCCGAGGTAACACGTAGGGAGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGCAACTGTTTTGCTTTAGTTCAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTTGGCTTT

AACTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Mucilaginibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTCTGTCAGACGCAGCGAAATAAGGTCCACGTGTGGAGCGATGAGCGTATGAGTAGAATAA

GCATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGACGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCGGGAAGTGCCTTTGATACTGTTAGGC

TGGAATGAACCCGACGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACTCAGAACACCGATGGCG

AAGGCGTCTCGCGAGAGTTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5453;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Chromati

ales(0.0000),f:Halothiobacillaceae(0.0000),g:Thioalkalibacter(0.0000); 

TTCTTTCCTAGCCACATTAGAGCCCCTACCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCCAGTATCGGCAACCGCTT

TATCACTACCCTGCAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGC

CAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCA

TTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCGCGGAAA
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CCTGCTGTTGCTTGGAAAGATTGGTGTGTTCCATAAGAGACGCAACGAGAGCAGTAGACTCCTTCTGTTGATAAGCA

AGCATCTCAGTTGGTGCATATACCTGGTCTT 

>OTU5452;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAGCCA

GAAAGTCACGGATAACTACGTGACAGCAGGTGAGGTAATACGAAGGGGGCAAACGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCGTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCTTCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGTAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAATCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGTGATAGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACGGAAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGG

GGAATTCCGAGGGTAGGGGTGAAATGCGTAGATATTCGGAGGAACCCCAGTGGCGAAGGCGGAGTGCTGGGCTCT

AACTGACGCTGAGGATGGAAAGTGTGGGGAGCAAACAGGATTAGATACCCGGTA 

>OTU5454;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9882),o:"Fusobacteriales"(0.

9939),f:"Fusobacteriaceae"(0.9900),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGTTCCACCAATTCTGTGTGCTCGATGAAGTTT

TTCGGATTGTAAATTGCTTTCAGTTGGGACGAAGTAATTGACTGTACCAACAGACTAAGCGACGGCTAAATACGTGCC

AGCAGCCGCTGTCATACGTATGTCGCACGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAA

GTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATTCGTAGAGATTTGGAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAGATA

CTGACGCTAAAGCGAGAAAGCGTGGGTAGCAAGCAGGATTAGATACCCTGGTA 

>OTU5455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCCACGCCGCGTGCGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

ACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTACGGGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGGGGAACTGCATCGGAAACTGTTTTT
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CTTGAGGGCAATAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGGTATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGGCTGCAACTGGCGCTGAGGCTTGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5456;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGGTATGCATACCTTTTTGTATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAAGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGATTTTAAGCGTGTTGTGAAATGTAACGGCTCAACCGTTGAATTGCAGCGCGAACTGGAGTCCTTGA

GTGAGTACGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGGACTCCGATTGCGAAGG

CAGCTGACGAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTT

AGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGGTA 

>OTU5458;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9604),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATTCCTTTGCTCATTGACGTTACTCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCCCCGAGCTCGACCTGGGAGCTGAACCTGATACTGGCA

AGCTTGAGTCTCGTAGCGGGGGGTAGAATTGGAGGTCTAGCGGTGAAATGCATAGAGATCTGAAGGAATACCGGTG

GCGAAGGCGGACCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAGCAGTATTAGATACCCTG

GTA 

>OTU5460;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Mucilaginibacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGGTCACGAGTGGCCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACGTGTAAGTCAGGGGTGAAATACCGGGGCTCAACCTCGGAACTGCCTTTGATACTGCATGTCTGG
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AGTTCGGATGCCGTGGGAGGAATGGGCAGTGTAGCGGTGAAATGCATAGATATTGCCCAGAACACCGATTGCGAAG

GCAGCTCACGAATCCGACACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5462;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATCTACTGGGCGG

AAAGCGAGCGCAGGCGGTAGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAGACCGGG

TGACTTGAGTGCAGGAGAGGATAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACTCCAGT

GGCGAAGGCGGCTGTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5459;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.5991),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTTTAGCGTTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGTAA

CTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5463;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Porphyromonadaceae"(0.5273),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCATTTATACGGGAATAAAGTGAGTCACGTGTGATTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGCGGTGAAAGTGTGGGGCTAAACCATAAAATGGCCATTGAAACTGGGAGACTTGA

GTATGTTTGAGGTAGGCGGAATGCGTGGGGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5461;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTCTTATTAAGGACGAAGAAGTGACGGTACTTAATGACTAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTGGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGTGAAGAAAGATAGAGGTAGCAACTGTTCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGACTATTAAGTGAGATGTGAAATACCCGGGCTCAACTGGGACGCTGCATTTCAAACTGGAAG

TCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTG

GCGAAGGCGGTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5467;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8897),o:Desulfovibr

ionales(0.7623),f:Desulfovibrionaceae(0.4224),g:Desulfovibrio(0.1735); 

AAGGAAGGAAGAAGGGGGGGATATGTCACAATGTGCGAAAGCCTGATTCAGCGACGCCGCGTTATTGAATACTTTT

TTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCTGTTATGTAAG

TCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCATTGATACTGCACGACTTGAATCCGGGAGAGGGTGGCG

GAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGTCACCTGGACCGGTA

TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAAAAGGATTAGATACACTGGTA 

>OTU5464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGACGCAAGCCTGACCCAGCAACGCCGCGTGAAGGACGAAGGC

TTTCGGGTTGTAAACTTCTGTTATGAGGGACGAAAAAGTTACGGTACCTCATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGAAGATGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTCGGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTGGAAACTGTCGGTCTTGAGTGTCGGAGAGGCAGGC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diales_Incertae_Sedis_XIII(0.3544),g:Mogibacterium(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACC

TAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCGGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9943),o:Lactobacillales(0.9821),f:Lactoba

cillaceae(0.9852),g:Lactobacillus(0.9743); 

ACTTTATTCATCATTATTTAATCTTCCACAATTTACTAAATTCTTATTTAGCAACGCCGCGTGAGTGAAGAAGGGTTTCG

GCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGAAAG

TCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCG

AGTGCAGGCGGTTCAATAAGTCGGATGTGAAAGCCTCCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTG

AGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5468;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGTGCGTAGGTGGCAGTGAAAGTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATA

GCTAGAGTACAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAG

CGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGCAGTATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTAC

AGCTTGAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAACCAGGATTAGATACCCTGG

TA 

>OTU5471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.6350),g:Hydrogenoanaerobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGGCGGGAAGTC
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AAGTTGAATGTGAAATCGATCGGCTCAATCGGTCGCTGCGTTCAAAACTGATTTTCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5472;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Alphaproteobacteria(0.3483),o:Rhodospiril

lales(0.0781),f:Rhodospirillaceae(0.0252),g:Rhodocista(0.0076); 

ACGGCAGCAGTGGGGAATATTGGCCACTGGGGGAGACCCTGATCCAGCCATGCCGCGTGAGTGATGACGGCCTTCG

GGTTGTAAAGCTCTTTTACATGGGAAGATAATGACGGTACCATGAGAATAAGCACCGGCAAACTTCGTGCCAGCAGC

CGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGCGTGCAGGCGGGCTGTCAAGTTAG

TGGTGAAACCCCTGGGCTTAACCTGGGAACTGCCATTGATACTGATAGTCTTGAGTATCGGAGAGGATAACGGAATA

TCCAGTGTAGAGGTGAAATTCGTAGATAGTGGAGAGAACACCGGTGGCGAAGGCGGTTATCTGGCCGGTTACTGAC

GCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Marinilabiaceae"(0.0457),g:Anaerophaga(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGC

CCTATGGGTTGTAAACTTCTTTTGACGGGGAGTAAAAAGGTCTACGTGTAGGCTGATGAGAGTACCCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGTGGTGAAATGCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGACTTGA

GTTCTGTTGCAGTAGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATTGCGAAGGC

ATCTCACGAAACAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5473;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Bacillaceae_

1(0.0457),g:Bacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAATGAAAAGAAGCAGATGGTAATTTAGGAGGAAGCCCCGGCTAACTACATGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGT

TAAGTCTGGAGTGAAGGTCCTGCTTTTAAGGTGGGAACTGCTTTGGAGACTGACGGGCTTGAGTGCAGGAGAGGTT

ATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTAGAC

TGCAACTGACGCTGAGGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5475;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGACGAAAGTCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGC

CTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATACAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCTAGTCTAACTACGTGCGCGCAGCTGCTGTGATACGTACGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGAGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCTAGGAACTGCAGCGGAAACTGGTTT
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TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5477;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

CCTATGGGTTGTAAACTGCTTTTGTCGGAGGATAAAGTGTGCTACGTGTAGCTTTTTGCAGGTATCCGATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTCTGTTAAGTGTGTGGTGAAATGTCAGGGCTCAACCTGGTCACTGCAGCGGATACTGTGGGCCTTGA

GAGTGGAGGAAGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACTCCGATTGCGAAG

GCAGGATACTATAGCATATCTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTGGATACCCTGGTA 

>OTU5476;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTATTATAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGGAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGAGATGACGAAGAACACCGATGGCGAA

GGCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5478;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Epsilonproteobacteria(0.8755),o:Campylob

acterales(0.5766),f:Campylobacteraceae(0.2864),g:Campylobacter(0.0808); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGATTGTAAACTTCTTTTCTACAAGAAGAACAATGACGGTATCGTAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGCAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCATTTGTGAAATCTAATGGCTTAACCAATAAACTGCTTGTGAAACTGTTAATCTAGAGTGAAGGAGAGGCAGGCG

GAATTGGTGGTGTAGGGGTGAAATGCGTAGAGATCAGCAAGAATACCCATTGCGAAGGCGGTCTGCTAGACCTCAA

CTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCGCAAACCTGAACCCGCCAAGTCGCCGGAGGGAAGACTGCCC

TACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCAGCATTTCATGTACCATTTGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTGGCTCAACCGCGGACGTGCGGCGCGAACTGGAGCACTTGAG
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TACGCGAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTTGCGAAGGC

AGCTGGCGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5481;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GTGTAGGCGGGGAAGCAAGTCAGATGTGAAAACCAAAGGCTCAACCTTTGGCTTGCATTTGAAACTGTTTTTCTTGA

GAGTGGGAGAGGTAAACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5480;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGTAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGCAA

GCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5483;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGCCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGGAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCGGCCGTTAAAGGTCCAGGCCTAACGTGGGACGAGCGGTGGATACTGCCGTCCT

TGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCATCTCACGAACCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5482;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9966),c:Actinobacteria(0.9726),o:Coriobacteriales(

0.8955),f:Coriobacteriaceae(0.8505),g:Collinsella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCGAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTAACCGGATTCATTGGGCGTAAAGCGCGCGGAGGCGGCCCGG

CAGGCCGGGGGTCGAAGCGGGGGGCTCAACCCGGAGAAGCCCCGGGAACCTGCGTGGCTTGGGTACGGTAGGGG
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GGGGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAATACCGGTGGCGAAGGCGGCCCTCTGG

GCCGAGACCGACGCTGAGGCGCGAAAGCGGAGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5484;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAATGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAGGGGGATAAAGGGTGCCACGTGTAGCTTTTTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGTTAGTTGTGAAATGCCGGGGCTCAACCTGGGAATTGCAGCGGGTACTGTGAAGCTTG

AGTGTCCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGCAAGACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5486;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Cyclobacterium(0.0000); 

GGGATTGTTTGTGAGCGTTGTGGCGTTGAGGTCACCGAGAGCCGCGTTCGCCGTCACCGCATGGGCTTCATCAAGCT

GGCGGCTCCGGTCTCCCATGTCTGGTACCTGAAAGGGATTCCGAGCTATGTGGCGATCCTGTTGGATATGCCGCTGC

GGGATGTTGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTCGATCCCGGCGACCACAAAGACCTCAAGTACAAG

CAGTTGCTGACTGAGGACGAATGGCTGGAAATTGAGGACGAGATCTACGCCGAGGAGTCGGAGATCGAGAACGAG

CCTGTGGTGGGCATCGGTGCCGAGGCTCTCAAGCAGCTGCTCGAGGACCTCACCCTGAATGAGGTGGCCGAACAGCT

GCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU5485;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CTTACGGATTGTAAACCTCTTTTGTCGGGGAGTCACGTGCGGGACGGGTCGCGTATTGAGAGTACCCGTAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGTATGCGAGCGTTATCCGGATTTATTGGGTCTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTCGAAGTCCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGAGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5487;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTGAAGTTCATACCTTTGCTCACTGACATTCCCCGCCGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGCCTCGGTCATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGAAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGCAAGC

TTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGTGGC
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GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5489;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGAAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAGCA

AGTCAGAAGTGAAATCCATGGGCTTAACCCATAAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5490;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATACGCCGCGGCTCACTACGCGCC

CGCACCCGCGGTAATACGTAGGTCGCACGCGTTGCCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGGACTGCATTGGAAACTACTCGGCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACG

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5492;tax=d:Bacteria(0.0014),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Algoriphagus(0.0000); 

TATTTCCTCGCCAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGCAATTGTTCCACGTATCGGCAACAGCTTT

ATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCACC

AATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCAT

TTCTTTGATTTGGTCAGTGGTAAAATACTGACCAGCCGTTGGAGCTTGAGTAAGCATTGGGCGCATAAGCTCGGAAA

CCGGCTGTGGC 
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>OTU5491;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAAACTCTGTCCTAAGGGACGTAGGAAGTGACGGTACCTTAGGAGGAAGCGTCGGCCAACTACGTG

CCAGCAGCAGTGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGA

TAAGTTGGATGTGAAATGCCCGGGCTTAACGTGTGGGGTGCATCGAAAACTGTTTGACTTGAGTACAGGAGATGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5493;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

ACTGCGGGTCGTAAACCTCTTTTGTCGGGGAGCAACGGTGCGGACGTGTCCGCGGGTGAGGGTACCTGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGCTGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGGAGAGCCGTTGAAACTGGCGGGCTT

GAGTAGGGGCGAGGTATGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGA

AGGCAGCGTACCAGCCGCAGACTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5495;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9988),c:Fusobacteriia(0.9791),o:"Fusobacteriales"(0.

9730),f:"Fusobacteriaceae"(0.6350),g:Fusobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGCTTGTTCAAGCAATTCTGTGTGCTCGATGAGGTTT

TTCGGATTGTAAGGTGTTTCCAATTGGGACGAGGTAAGTGAAGCTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTAGCGTGCGCTATCCGGATTTATTGGGCGTAAAGCGTGTCTAGGCGGTCTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGGCATACTAGAGGACTGGAGAGGTTGG

CGGAAATACAAGTGTAGAGGTGAAATTCGTTGATATTTGTAGGAATGCCGAGGGGGAAGCCAGCCCACTGGACAGA

TACTGACGCTAGAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGGTACCCTGGTA 

>OTU5494;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTTCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGATA

AGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCTGAACTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGACGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5496;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGGTTTGTCTGTGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGAGTGATCACAAAGACCTGAAGTACAAGCA

ATTACTCACGGAAGATGAGTGGCTTGAAATTAAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATTGGTGCTGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATTACGTG

AGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGATCAAGCGTCTGCG 

>OTU5497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCT

CTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTTTTTCTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTACGGTGAAAGCCCTCGGCCTAACCGAGGAACTGCATCGGAAACTGTTTG

TCTTGAGTGCAGAAGAGGAGGGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTT

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCACGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5500;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9387),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGCAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATGCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGATGTTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCGGCGCGAACTGGGTGACTT

GAGTGCGCGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAA

GGCAGCCTGCTGTAGCGCTACTGACGCTAAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Anaerofilum(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAACGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCATTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGATTTGCAA

GTTGGAAGTGAAACACATGGGCTCAACCCGTGAACTGCATTGAAAACTGCAGGTCTTGAGTGGAGTAGAGGTAGGG

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAGTA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Acetanaerobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCTCGTGAGGGAATACGGT

CCTCTGGATTGTAAACCTCTGTCTTCTGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CACCAGCCGCGGTAATACGTAGGTGGCAAACGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGC

AAGTCAGGCGTGAAATATATCGGCTCAACCGGGAACTGCGCTTGAAACTGCAGGTCTTGAGTGAAGGAGAGGTTGG

CGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCCAACTGGGCGTA

TACTGACGCTGAGGCGAGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5501;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTGTATAAGGGAATAAATGTTGGTACGCGTACCCGATTGCATGTACCTTATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGACTTTTAAGTGCGAAGTGAATTCCCGGGGCTTAACTTGGGTGCAGCATTTCACTCTGGAAGTCTAG

AATGTAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGATAA

GGCGCTTCTCTGGACTGTAACTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCGGGAAGACTGC

CCGACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCAGTGCATGTACCATTTGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTCAAGGGA

GCGTAGGCGGTCTGTTAAGCGTGTAGTGAAATGTCGGGGCTCAAACTGGGCATGGCAGCGCGAACTGGCCGACTTG

AGTGCGCGGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTCGTAAAGCTCCGTCCTCAAGGAAGATAATGACGGTACTTGAGGCGGATGCCCCGGCTAACTACGTGCCA

GCACCCGCGGTAATACGTCGGCGGCTAGCATTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGTGCTCAACTTGGGTGTTGCATTGCGAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCGGGACTGTT

ACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5503;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Anaerotruncus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCACGCCGCATGAGTGAAGAAGGT

TTTCGGGTTGTAAACCTCTGTTTTTGGTGAAGAAAATGACGGTACCCAAAGAAGAAGTCCTGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGATGAGTAA

GTTAAAAGTGAAATGCAGAGGCTCAACCTTTGAATTGCTTTCAAAACTGATTATCTTGAGAGAAGTAGAGGCAAGAG

GAATTCCCAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCCTTCTGGTCTAAATC

TGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5507;tax=d:Bacteria(0.0041),p:"Verrucomicrobia"(0.0000),c:Opitutae(0.0000),o:Puniceicoccales(0.00

00),f:Puniceicoccaceae(0.0000),g:Pelagicoccus(0.0000); 

GGAATTGTTTGTGAGCGTTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAAATTGAGACCGAGC

CTGAGGTGGGCATTGGTGCAGAAGCGCTGAAGGCTCTGCTGGAAGACCTCGAGCTCAATGAAATTGCCGAGCAGCT

CCGCGAAGACATCAGCGGCAGCAAGGGTCAAAAACGGGCCAAGCTGACCAAGCGTCTGCG 

>OTU5506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGTGAAGAAGGG

TTTCGGCTCGGAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACTGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGCAATACGTAGGTGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAAGCCTTCGGCTTAACCGAAAAAGTGCATCGGAAACTGTGC

GACTTGAGTGCAGAAGAGGACGGTGGAACTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACTCCAATG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACACTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5508;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGGCACGTGTACCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTAGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGGACCTTG

AGTGCGTAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCCAGTGCGTAACTGACGCTAAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5505;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9726),o:Burkholderi

ales(0.8846),f:Sutterellaceae(0.8146),g:Sutterella(0.7162); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGGGATGAAGGC

CTTCGGGTTGTAAACCACCTTTTTCAGGGACGTAAAGGTTCAGGCTAATACCTTTAACTGCTGACGGTACCTGAAGAA

TAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGCTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTTAACGGTGGAATTGCATTTAGGACTGGAGG

ACTTGAGTTTGTCAGAGGGGGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGATGG

CGAAGGCAGCCACCAGGGACATGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5509;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGATGTTACCCGCAGA

AGAAGCACCGTCTAACTCCGTGCCATCAGCCGCGTCAGTACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCATA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAATCCCCGGGCTCAACCTGGGAACTGCTTCTGATACTGGCAA

GCTTGAGACTCATAGAGGTGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5512;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Alteromonadaceae(0.0000),g:Marinobacter(0.0000); 

ACTCAGCACGAGATTGCCGAGATGCACAATGCGACTCAAAAAGAGATTGCTGGCATTCCGTCGGCGACTTCACGCCA

GACTACGATATACCAGTTCTGTGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTACTGCTCGCGTTGCGTC

TATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAAGCTCAAAC

GGCTGGTCAGTATTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTTAGGGCTGAGGTTGACGTAGGTCATC

AGCAAACGCAGAATCAGCGGTATGGCTCGACGCAGAGGGGCGCTACTGCAAAGGATAGGGCTAATG 

>OTU5510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGACGACGGC

CCTATGGGCTGTAAACTTCTTTTGATTGGGAATAAAGAGGGCGACGCGTCCCGCAATGCATGTACGCGTTGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGGGTTAAGTGAGTCGTGAAATTCCGTGGCTCAACGGCGGACTTGCAGCTCGAACTGGTGCACTT

GAGTGCGCGAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5511;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.7068),g:Roseburia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCTCGTGAGGGAAGAAGTA

TTTCGGTATGTAAAGCCCCTTTTGCAGGGAAGAAGAAATGACGTTACTTAAATAATAAGCACCGGCTAAATACGTACC

AGCAGCCGCGGTACTACGTATGGTCCAAGCGTTATCCGGATTTACTGGGTGTAACGGGAGCGCAGGCGGAAGGCTA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTTACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5514;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGAATCGTCTGCGAGCGCTGTGGTGTGGAGGTCACTGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTACGTGGTGTTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAA

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATAGAAGACGAGATATATGCCGAGGAATCGGAGATCGAGAACGAG

CCTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAAATGCTCGAAGACCTCACTCTGGAGGAAGTGGCTGAGCAGC

TGCGTGAGGAGATCAACGGAAGCAAGGGCCAGAAGCGGGCAAAGATGATCAAGCGCCTGCG 

>OTU5515;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGTGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATACGG

ACCGGCTAATTCCGTGCCAGCATCCGCGGTAATACGGACGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCAGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAAACTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAAGTCGACGTGTAGCGGTGAAATGATGAGATATGACGAAGAACTCCGATTGCGAA

GGAAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATAGAAAAGGATTAGATACCCTGGTA 

>OTU5513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2524),g:Oribacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACCGTACCTGACTAAGAATCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCAA

GTTTGAAGTGAAATACCCGGGCATAACCCGGGAACTGCTTTGAAAACTGGAGAGCTAGAGTGTCGGAGAGGTAAGG

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAAAACCGGAGGCGAAGGCGGGTTACGGGACGAT

AACTGACGTTGAGGCTCGAAAGCGGGGGGAGCAAACAGGATTATGATACCCTGGTA 

>OTU5516;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Marinilabiliaceae(0.0086),g:Alkalitalea(0.0043); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATCCGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTACGGGGCTCAAGGCCGAGGATGCCCTGGATACTGTCGCGC

TGGAGTGCGGATGGCGCCGGAGGAGTGAGTGGTGTAGAGGTGAAATGCTAAGATATAACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCGGGTA 

>OTU5517;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGAAATAAAGTTTTCCACTTGTGGATTTTTTTATTTACAATATGATTAAGGAT

GGCCTAACTCCGTGCCAGCACCGGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTG

CAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5520;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGAAGGGAGTCTGAACCAGCCAGGTAGCGTGCAGGACGACG

GCCCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAA

GGCCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGACCGTCGTATAAGCGTGTTGTGAAATGTCGGGGCTCAAGCTGGGCATTGCAGGGCGAACTGTGGGACT

TGAGTGCGCGGGAAGTGGGCGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGA

AGGCAGCGTGCTGGAGCGGAACTGACGCTGAGGCTCGAAAGCGGGGGTATCGAAGAGGATTAGATACCCTGGTA 

>OTU5519;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGACCCGCGTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGCCTTTTAAGTCAGCGGGGAAAGGCTGTGGCTCAACCATGGAATTGCCGTTGAAACTGGGAGGC

TTGAGTATGTTGGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCGCTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5518;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diales_Incertae_Sedis_XIII(0.0252),g:Anaerovorax(0.0076); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGCGTAAAGA

GTATGTAGGTGGTTTCTTAAGCGCAGGGTATAAGGCAATGGCTTAACCATTGTTCGCCCCGTGAACTGAGAGACTTG

AGTGCTGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCCTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTTGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGTTGCTGCATTTCAAACTGTAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGACCACCAGTGGCGAAGGCTCTTCTCTTGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5522;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAA

GTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAATGCGGATGCTGTGGGA

GGAATGAGTGGTTTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5524;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGTTTTGTAA

GTCTGGAGTGAAACCCCCGTTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGATAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACCGG

TATTGACGCTGAGGTGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5525;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Gammaproteobacteria(0.8614),o:"Enterob

acteriales"(0.5023),f:Enterobacteriaceae(0.3204),g:Escherichia/Shigella(0.0615); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCAGGGAGGAAGGGAGTAAAGTTAATACCTCTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTTGTAAGTCTGGAGTGAAGCCCCCGTTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAG

GACTTGAGTGATGGAGAGGATAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGTGTAGGCGGAATTTTAA

GTGAGATGTGAAATCCACGGGCTCAACCTGGGTCCTGCATTTGAAACTGTAGGTCTAGAGTGCAGGAGAGGAAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCGCTGGACTGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Flavonifractor(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGCAGCAAGTGACGGTACCTCAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGAAGGTGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCTGGATTGC

AAGTCAGATGTGAAAACCACGGGATCAACCCGGGGCCTGCAATTGAAACTGTAGTTCTGGAGTACTGGAGAGGCAG

ACGGAATTAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGTGTCGAAGGCGGCCTGCCGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5527;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Deltaproteobacteria(0.5195),o:Desulfovibr

ionales(0.2679),f:Desulfovibrionaceae(0.1291),g:Desulfovibrio(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAA

ACTTGAGTGCAGGAGAGAAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGATTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU5529;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Eubac

teriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCCGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCGGGGACTGGATTGGAAACGATGCGGCTAGGGTGTCGAGGAGGTAAG

TGGAATTCCTAGGGTAGGGGTGAAATGCGTAGATATTAGGGGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGGGGCTCGAAGGCGTGGGGAGCAAACAGGATTAATACCCTGGTA 

>OTU5528;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8472),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCGCGTAGGCGGCTCGCCAAGCGGGATCGCAAACCTGAGGCCTCAACCCCCAGCAGGATCCCGGACTGGCGG

GCTTGAGTTCGGTAGGGGAAGGCGGAACTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGATTCTCTGGACTGTAACTGGCGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5530;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATTGGCGAAAGCCTGATTCAGCAACGCCGCGTTATCTATTAATTCCT

TCGGGTCGTAAATCTCTGTCCTCAAGGAAGGTAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTGCTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGTTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACGTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GAAACTGAGGCACGAAAGCGTGGGGAGCAAAAAGGATTAGATACACTGGTA 

>OTU5531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1679),g:Coprococcus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCA

GCTAGAGTGTCGGAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5533;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACTGC

CTTCGGGTTGTTAAGCTCTGTCTTCAGGGACGTTAATGACGGTATCTGTGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCTGCGGGAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACACGGGGTCAACTTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGCGAGGAAAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAGGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5532;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Thermoanaerobacterales(0.0

473),f:Thermoanaerobacteraceae(0.0113),g:Moorella(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGGACT

GCAAGTCAGATGTGAAATACGGAGGCTTAACCTCCGAGCTGCATTTGATACTGTTTGGCTGGAATGATCCCGCCGCG

GGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCATCTCGCGAGGGG

TCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTGACGAGGGACGATCATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTGCCA

GCAGCCACGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGACCAA

GTCAGATGTGAAATGTAGGGGCTCAACCCCTGAGCTGCATTTGAAACTGGTTTTCTTGAGTGATGGAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5537;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9961),o:"Bacteroidales"(0.9

952),f:Bacteroidaceae(0.9852),g:Bacteroides(0.9799); 

ACGGGAGGCAGCAGTGAGGAATCTTTTTCCCTTTTCTCCGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCC

TATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACAGTTGAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGAGTAC
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AGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACTGGACTGCAACTGACACCGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5538;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACTTGTGGAGTCTTGTATGTACCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGTGGACAGTTAAGTCAGTTGTGAAAGGTTGTGGCTCAACCGTAAAATTGCGGTTGATACTGGCTGTCTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCA

GCCCGCTGGAGTGCTACTGACACTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5535;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGTTAA

GTGAGATGTGAAATACCCGGGCTCATCTTGGGTGCTGCATTTTAAACGGGAAGTCTAGAGTGCAAGAAAGGAGAAA

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGAGGTAAGGAAGAACGCCAGTGGCGAAGGCGATTCTCTGGACTGTA

GCTGACGCTGAGGCTCGAAGGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5536;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCACAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCCGTGTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGC

GGCTAGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGGGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGTAGGCGGTTGCTTAGGTCTGATGTGAAAGTCTGCGGCTTAACCGAAGAAGTGCATCTGAAACCGGGC
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GACTTGAGTGCAGTAGAGGAAAGTGGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGCCTGCAACTGACGTTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATTCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACACAACGAGGAAGCCCCGCCTCACTCCGTGCCA

GCAGCCGCGGTAATACGTGTATGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTTCAAACTGGTGATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCCGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5541;tax=d:Bacteria(0.9450),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_2(0.0086),g:Alkaliphilus(0.0043); 

ACGGAAGGCAGCGGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGCCAGGGAAGAAACAAGACGTTCCCGGTAGAATAGGCTCGGGCTAACTACTTCCC

GGCAGCCGCGTTAATCGGTGGGAACCGAGCTTTATCCGGATTTATTGGGGGTAAAGGGTGCGTAGACGGGATAGTA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGAA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5542;tax=d:Bacteria(0.9073),p:Firmicutes(0.1508),c:Bacilli(0.0525),o:Bacillales(0.0291),f:Planococcac

eae(0.0073),g:Rummeliibacillus(0.0039); 

GTGTCAGCAGCCGCGGTAATACGGGGGGGACTAGTGTTATTCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTT

TTAAAAGTTGAAAGTGAAATCCCAAGGCTTAACCTTGGAAGTGCTTTCAAAACTAGAAAACTAGAGTATCAATTAGGA

TAGTGGAATTTCTTGTGTAGAAATAAAATGCATAGATATAAGAAGGAACGCCAAAAGCGAAGGCAACTATCTGGTTG

AATTGACTGACGCTGAGACACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACTAT

GAGTGCTAAACGTTGGACTTAAGAGTTCAGTGTTGAAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGACCGCA

AGGTTGAAACTCAAATGAATTGACGGGG 

>OTU5543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACTGTAGGCAGCAGTGAGGAATCTTTTTCCCTTTTCTCTCGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCT

ATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTAAGAAAAAGGAT

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTTGAAACTGTTTGTCTTGAGT
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TCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU5546;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9935),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.6681); 

CCTTTCGTCATCAGTAGGGAATCTTCCCCCCTGTTCTCCAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTG

CGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTGAC

TTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9740),o:Erysipelotrichales(0.91

72),f:Erysipelotrichaceae(0.9015),g:Turicibacter(0.8605); 

ACGGGAGGCAGCAGTCGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTTGACTGTAACGGTACCTTATGA

GACAGCCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCGTGCGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGTTGGTTAAGTCTGTGGTGAAAGCCCAGGGCTTAACCGTGGAGGTGCAGTGGAAACTGGTC

AACTTGAGTGCAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU5545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAG

GCAAGTCTGATGTGAAAATCCGAGGCTCAACCGCGGAACTGCATTGGAAACTGTTTTTCTTGAGTGCCGGAGAGGCA

GGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

ATTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Porphyromonadaceae"(0.6350),g:Parabacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAAAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCTACGTGTGGTTTTTTGTATGTATCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGATGTGAAAGTTTGTGGCTCAACCATAAAAGTGCCATTGAAACTGGGAGACTTGAG
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TGTGTTAGAGGAAGGTGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATAACGCAGAACTCCTATGGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAGGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTGATTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCGAGCAGCCGAGGTAATAGGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGAAAAATAAGTCTATTGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5549;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Sphingobacteriia(0.9604),o:"Sphingobacteri

ales"(0.8629),f:Chitinophagaceae(0.7428),g:Ferruginibacter(0.0712); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGAGCGTAGGTGGGC

TTGTAAGTCAGTGGTGAAATCTCCGAGCTTAACTTGGAAACTGCCATTGATACTACTGGTCTTGAATTCTGTGGAGGT

AAGCGGAATATATCATGTAGCGGTGAAATGCTTAGATATGATATAGAACACCGATAGCGAAGGCAGCTTACTACGCA

GATATTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACTATGG

ATACTCGACATCAGCGATACACAGTTGGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGTCCGCAAG

GATGAAACTCAAATGAATTGACGGGG 

>OTU5550;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCAGCGTGAGTGATGAAGGT

TTTCGGAGCTTAAAGCTCTTTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTAGGTGCCA

GCAGCCGCGGTAACACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCTGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5551;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

TTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATGATGACGGTGTTGGAGGAGGAGGCCACGGGTAACTACGTGCC

AGAAGCCGCGGGAATATGCGGGTGGCACGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAGTACCCGGGCTTAACGTAGGGGCTGCATTTCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGA
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AGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5553;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGCACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGCGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGCGGCCTT

GAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGAACGCGAA

GGCAGATGCCCGGAGCGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0113),g:Alkalitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCTGATGTGAGTATGCGCAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGACGTGAAATCCCGGCGGTCAACGCGGGAGTTGCGTTGAATACTGTACGTCTT

GAATGCTCTTGGCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAA

GGCATCTGACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5554;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGAGTGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTA

CTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAGCTCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTTAAGCTCTATCTTCAGGGACGTTAATGACGGTACCTGAGGCGGAAGCTACGGCCAACTACGTGCCA

GCAGCCGCAGTTCTACGTAGGTGGCGAGCGTTGTCTGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCATTTGAAACTGGAAGTCTAGAGTGCAGGAGAGGATGAT
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GGAATTCATAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5558;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGTA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGCGCGCCAAGTGAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAG

TGCGTGCGAGGAAGGCGGGATGCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGGAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5556;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1015),f:Pepto

coccaceae_1(0.0355),g:Syntrophobotulus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTTGTTCAGGACGAAGGAAGTGACGGTACTCAACAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAACGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTATGGAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGGCGCTGAGGCGCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5560;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Pseudonocardiaceae(0.0000),g:Saccharomonospora(0.0000); 

TTGAAAGGGAAACGATTGAAGCCAGTCGTACCTTCGGGTAACCAGCCTTTCGGGTGCGATTCTGTGGAGTTTGAGGA

GCTTAACACCTTCATGCTTTGCATATTCGTGCTCTTGGGTGTACTTGCCCGTGTGGTTGGTTAACATCAATTTCGGGCA

CCATAAAATGGCTGGAGGAATGTAGCTTCGATCTTGTATTGAAGTGTTATAGCCTTCGGTAGATGTGGTGATCGAGAT

TGAGGATTGCAACGGATACCTTTCGGGGCTACCTGTCTGATCTCTGATCGTTGCTTTGGTGCTGAAAGCGTGCTTATA

GTTATCAAAGTCGATGGTCAATAGGTTAGAATGGGTTAAATTCGTTAAGGATGCTGACGTA 

>OTU5555;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.8087),c:Chloroplast(0.4428),f:Chloroplas

t(0.0904),g:Chlorophyta(0.0157); 

GTGTCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGCGTCGGTAGGTGGTT

TTTGAAGTCTACTGTCAAATACCAGGGCTTAACCTTGGAAAGGCAGTGGAGTACTCAAAGTCTAGAGTTCGGTAGAG

GCAGAGGGAACTCCCAGTGGAGCGGTGAAATGCATAGAGATTGGGAAGAACACCAGTGGCGAAAGCGCTCTGCTG

GGCAGAGACTGACACTGAGAGACGACAGCTAAGGTAGCGAAGAGGATTAGATACCCTAGTAGTCTTAGCAGTAAAC

GATGGAGACTAAGGGCTGTCAACAACAGTTCTGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTATGCTCGCAAG

AGTGAAACTCAAATGAATTGACGGGG 
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>OTU5559;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pepto

streptococcaceae(0.0560),g:Peptostreptococcaceae_incertae_sedis(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGAAAGCCCCGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGTCACGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGAGCAGGCGGCTCGCTAA

GTCCGAGGTGAAAGCGTGGGGCTCAACCCCATACAGCCTTGGAAACTGGCGGGCTAGAGTGCGCGAGAGGTCAACG

GAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGATGGCGAGGGCGGTTGGCCTGCGCTGCA

CTGACGCTCAGTCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU5561;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCGGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGAGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAGGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGAGGTGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGGGGAACACCAGTTGCGAGTGCGGCTCTCTGGACTGTATC

TGACACTGAGGCACGAAGGCGTGGAGAGCAAACAGGATTTGATACCCTGGTA 

>OTU5562;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGAAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCTGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCTGAGCATTGCATCAGAACCTGTTGAA

GTTGAGTGCCGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATCTATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGCGGCTCGAAAGCCTGGGTAGCGAACCGGATTAGATACCCTGGTA 

>OTU5564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGTCAAGCCGGCGGTAAAATTGCGGGGCTCAACCCCGTAGAGCCGTCGGAACTGGCGAGCTTGA

GTGGAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGG

CATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU5566;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Nubsella(0.0043); 

CCTTTCTTCATCATTGATGCCTCTTTTTCCCTTTTCTTCAGACTGAAACAGCCATGCCGCGTGCAGGAAGGAGGTCCTAT

GGATTGTAAACTGCTTGTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAACACTGTCTGACTCGGATGTAA

ACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCTAAGGCAGCTT

GCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5563;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTATCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAAAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGA

GGCAAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGC

AATCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGCC

TGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5565;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Clostridium_IV(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCTGAACCAGCCATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTTTCCTAAGTGACGAAGGAAGTGACGGTAGCGTAGGAGGAAGCCTCGGCTAACTACATG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTGGATGTGAAATACCCGGGCTTAACAGGGGAGCTGCATCGAAAACTGCAGGACTTGAGTGAAGGAGAGGAA

GGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAAGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5569;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCCGCGGTGAAAGGCCCGGGCTCAACCCGGCAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCTAAG

GCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU5567;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7881),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGCGGGGGGAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGAGCGCAGGCGGTTGGATAAGTATGAAGTAAAAGTCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTCAA

CCTTGAGTGCAGAAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGG

CGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5568;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9348),c:Actinobacteria(0.8048),o:Actinomycetales(

0.5395),f:Actinomycetaceae(0.2184),g:Actinomyces(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGT

GGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAGGGAAG

ACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCCTAGGAGGAAGCACCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAG

ATAAGTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGAAACTGTTTGTCTTGAGTACTGGAGAGGTT

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5571;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTGTCAGGGAGTAAATGTGAGTACGCGTACCCGTGTGCAAGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGGGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACTTCGCCGTTGATACTGTGTCTCTTGAG

TGCACGAAGGGATGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGGGTGCAACCGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU5572;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGGTGGAGAAGAACGTGCGTGGGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGCGGTTGAATAAGTCTGATGTGAAATCCCTCGGCTTAACCTGGGAGGTGCATCAAATACTGTAG

GACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5573;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGATAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAAG

TCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTACCCCTTGAGTGTCGGAGAGGTTGACGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGGTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5574;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1159),o:Bacillales(0.0547),f:Bacillaceae_

1(0.0149),g:Alteribacillus(0.0066); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGTCTTCGG

ATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGCTTTATAAGTC

TGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGGAGAGGTTATCGGAA

TTCCGTTTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGACAACTG

ACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5575;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Erysipelotrichia(0.4812),o:Erysipelotrichales(0.23

59),f:Erysipelotrichaceae(0.1098),g:Turicibacter(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCACTAGTAGGAAATGGCTAGCGTGTGACGGTACCTTATGA

GCAAGCCACGGCTAACTACGTGCCCGCACCCGCGGCAAAACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGT

AAAGGGCGTGTAGGCGGGTCGGTAAGTGAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTT

GATCTTGAGTATAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT
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GGCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Bacillales(0.9775),f:Bacillales_In

certae_Sedis_XI(0.9201),g:Gemella(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGTTCGTAAAACTCTGTTGTTAGGGAAGAATGATTATGTAGTAACTATACATAATAGAGACGGTACCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA

AAGCGCGCGCAGGTGGTTTAAAAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAATGTCATTGGAAACTGTTAA

ACTTGAGTGCAGGAGAGAAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTTTTGGCCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5576;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1485),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTTGATTA

AGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTTAACTAGAGTACAGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACTG

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5578;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGATCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTCGGCGGCGGA

TTAAGGCTGGAGTGAAAGTCCTGGGTTGAAGGGGGGAAGTGCTTTGGATACTGGGCGGCTTGAGTGCGGAAGAGG

TAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Tannerella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGTTCGTAAACTTCTTTAGACGCAGAGCAATAAGCGTTCCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTGAGCGGTGAAATCCCCGGGCTCAACGTGGGTGTTGCCGTTGATACTGGACATCTG
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GAATGCTCGTGCGGAGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGAGATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5580;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Enterob

acteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTCTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGAGCGTAGGCGGTCGATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTT

GACTTAGAGTACAGGAGAGGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATT

GCGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGG

TA 

>OTU5581;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Saccharofermentans(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTATGATTAGGGAAGAACAAAATGACCTACCCAAAGAACAAGTCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGACAAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGTCTTACA

AGTCAGATGTGAAATTCCCGGGCTCAACTTGGGCGCTGCATCTGAAACTGCAAGACTTGAGTGCTGGAGGGGATAGC

GGAATTCCTAGTGGAGCGGTAAAATGCGCAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTATCTGGGCAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAAGATTAGATACCCTGGTA 

>OTU5582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Eisenbergiella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTGATAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCCAACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5584;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4563),g:Eisenbergiella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAGAGCA

AGTCTGATGTGAAAGGTGGGGGCTCAACTCCCAAACTGCAGGACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAG
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TGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGA

GGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5583;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGAAGGT

CCTACGGATTGTAAACCTCTTTTGCCTGGGAGCAAAGGGGCCATTGATGGCAGGATGAGCGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCCAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACTCGTCAAGTAAGCGGGAAAAATTCGGGGCTAAACGTCGTACTGCAGTTGAAACTGCGAGACTG

GAGTGCGACAGAGGAAGGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGAAGAACTCCGATTGCGA

AGGCAGCCTTCCATGTCGTGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5585;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCTTGTAGGCGGCTGGT

CGCGTCTGCCGTGAAATCCTTCGGCTTAACCGGGGGCTTGCGGTGGGTACGGGCCGGCTTGAGTGCGGTAGGGGAG

GCTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5586;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCCCTTTTGTCGGGGGATAACGGGCGTTACCCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGCGATTAAGTCGGAGGTGAAAGTCCCGAGCTCAACCGGGGCAGTGCAGATGAAACTGGGGATCG

TGAGTGCAGGAGAGGCGGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCGGCTGGCCAGGCCGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5587;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

streptococcaceae(0.0099),g:Clostridium_XI(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAAATAATGATTGTAGCCAAGAAGGAAGCCCCTGCTCACTACGTGCCAA

CAGCCGCGGGACTACGTACGTGGCAACCGCTGTCCGGAATGATTGGGCGTAAGGGGCGCGTAGGCGGCCTGATAAG

TCTGAAGTGAAAGTCCTTCTGTTAAGGAGGGAACTGCTTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5588;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTCGATT

AAGTCTGATGTGAAATACCTGCTTTTAAGGTGGGTCGTGCATTGGAAACTGATTGACTTGAGTGCGGAAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACCAC

AACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0519); 

ACGGGAGGCAGCAGTGGCGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGG

CAAGTCTGATGTGAGAATCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGTTTTTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGGAATC

AAGTCAGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGGTTTTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5593;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Lachnospiracea_incertae_sedis(0.0423); 

ACGGGAGGCAGCAGTGGGGAAGAGAGCACAAGGGGGGAAACCCTGAGGCAGCGAAGCCGCGTGAGCGATGAAGT

ATTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAAGGACGGGACCGGACGAAGAAGGCCGGGCTAACTACGGG

CCAGCAGCCGCGGGAAGACGTAGGGGGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGATCGTAGACGGTTTTG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTATGACTAGAGTGTCGGAGAGGCA
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGTAACCCCAGTGGCGAAGGCGGCTTGCTTGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU5591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumin

ococcaceae(0.8505),g:Ruminococcus(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTATTATCTGGGACGAAGCTTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGAGTAA

GTCAGATGTGAAATCTATGGGCTCAACCCATAACCTGCATTTGAAACTACCCGGCTTGAGTTAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5592;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Negativicutes(0.4428),o:Selenomonadales(0.203

9),f:Veillonellaceae(0.0904),g:Mitsuokella(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTCATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAAAAGTGCGGGGCGCAGGCCCGTGAGGGGATGGGAACTGTC

TTGCTTGAGTGCAGGAGAGGAAAGCGGAATTGCTAGTGTAGCAGTGAAATGCGTAGATGTTAGGAGGAACACCAGT

GGCGAGGGCGGCTTGCTGGACTGTGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACGCT

GGTA 

>OTU5594;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGAAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAAACTATGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Coprococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGTAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCG

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCTGGTAA

GTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGGCGGGCTTGAGTGCAGGAGAGGAAAGC
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GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGCAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5596;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVb(0.0110); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGACGAAGGT

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGAGAAAGGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5598;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAACAACGGGCACCACGTGTGGAGCTGTGAGTGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCATTATCCGGATTTATTAAATTTAAAGA

GTGCGCAAACGACACGTCAAGCCGGCGGGAAAATTACGGAGCTCAACCCCGTAGAACCGTCAAAACTAGCGAGCTT

GAGTGAAGAAGAAGTATGCGGAATGCGAGGTATAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCATACTATCCTCCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGATA 

>OTU5595;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGA

TAAGTCAGGCGTGAAAACCAGAGGCTCAACCTCTGGCCTGCGTTTGAAACTGTTTTTCTTGAGTACTGGAGAGGTTG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTT

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5599;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTAATCGGGAATAAAGTGGTCTACGTGTAGACTTTTGTATGTACCGATTGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGGCGATTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAATTGAAACTGGTTGTCTTGAGT
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GCAGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTACTAAACTGTAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5600;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.331

9),f:Spirochaetaceae(0.1679),g:Spirochaeta(0.0204); 

ACGGGAGGCAGCAGTGGGGAATAAGGGTAGGAGGAAATGCCTGCCTGATGACGTTAACGGATGAATAAGCCCCGG

CTAATTACGTGCCAGCAGCCGCGGTAACACGTGAGGGGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGCGC

AGGCGGCTATGCAAGTTTGGTGTCAAAGACCGCAGCTTAACTGCGGGCAGGCGCTGAAAACTGTGTAGCTGGAGTA

TATGAGAGGGAACCGGAATTCCTAGTGTAGGGGTGAAATCTGTAGATATTAGGAAGAACACCAATGGCGAAGGCAG

GTTTCTGGCATAAGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTTTCTTTAGGGAAGATAATGACGGTACCCAAGGAGTAATGCACGTCTAACTAGGTTCCGG

CAGCCGCGGTAATACGTAAGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTACGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Clostri

diales_Incertae_Sedis_XI(0.9666),g:Gallicola(0.9705); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGAA

ATTCGTTTCGTAAAGCTCTGTCCTAGGGGAAGATAATGACAGTACCCTTGGAGGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTCATAA

GTCAGATGTAAAAGCGTGGGGCTCAAACCCATAAAGCATTTGAAACTGTGGAACTTGAGTAGTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGACTTTCTGGACACAAA

CTGACGCTGAGGTACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5601;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Gammaproteobacteria(0.7114),o:Pasteure

llales(0.3639),f:Pasteurellaceae(0.1872),g:Actinobacillus(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCCGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTAATCGGAATAACTGGGCGTAAA

GGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTCGC

TAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5604;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGCAGGTT

AAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTGCGGCAGAGGCAGG

CGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5606;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGACTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTGAACTGGGGTGCTGCATTTCAAACCGGAAGTATAGAGTGCAGGAGAGGAGAA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACAACAGTGGCGACGTCGCTTATCTGGACTGT

ATCTGACGCTGAGGCTCGACAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGATTAAGGTT

TTCGGATCGTAAAGCTCTGTCTTTGGGGAAGCTAATGACGGTACCCATGGAGGAAGCCACGGCTAACTCCGTGCCAG

CAGCCGCGGTACTACGTAGGTGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAAGACCCGGGCTGAACGTGGGTGATGCATTCCAAACTGGTTAGCGAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCGGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5605;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_3(0.0904),g:Caloranaerobacter(0.0181); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAACTTCTTTCCTATGGGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTAGATGTGAAATCTCCGGGCTTAACTTGGAGACTGCATCCGATACTGCAGGACTTGAGTGCAGGAGAGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5608;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGACGGTTGATCAAGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGGACTGCATTGGAAACTGAACAGCTGG

AGTGCAGGAGAGGTAAGTGGAATTCCTAGCGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5609;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.6036),c:Subdivision5(0.3483),g:Subdivision5_gen

era_incertae_sedis(0.0134); 

ACGGAAGGCAGCAGTCGAGGATCATTTGCAATGGGCGAAAGCCTGACAATGCGACGCTGCGTGGAGGATGAAGGC

CTTCGGGTTGTAAACTCCTGTCATAAGGGAACAGGCGAGGGTACCCAATACGTACCTGAGTTGAGTGTACTTTAAGA

GGAAGGGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCCCTAGCGTTGTTCGGATTTACTGGGCGTA

AAGGGCACGTAGGTGGCTAGGCGTGTCGAGTGTGAAATCTCCGGGCTCAACCCGGAAAGTGCGCTCGAAACTACCT

GGCTGGAGTCCGGGAGAGGGAATCGGAATACAGGGTGTAGCGGTGAAATGCGTTGATATCCTGTAGAACACCGGA

GGCGAAGGCGGATTCCTGGAACGGTACTGACACTAAGGTGCGAAAGTCGGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5610;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVb(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTATCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGCCAA

CTAAGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACT

GCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5611;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Saccharofermentans(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGAAGCCGCGTGAGGGAAGAAGG

CCTTCGGATTGTAAACCTTTGTATACAGGGACGAAGAAATGACGGTACCTGTACAGTAAGCGACGGCTAACTAAGAG

CCAGCAGCCGCGTTAATACGTAGGTGGCCAGCATTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGA

CAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTGGAAACTGGCAGTCTTGAGTGTCGTAGGGGTAA

TCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACG

ACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 
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>OTU5612;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0904),g:Dorea(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGCTTTGCAAGCCCGATGTGAAAGCCCGGGGCTGAACCCCGGGACTGCATTTGGAACTGTAATGC

TAGAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCCTGCTGGACAATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5614;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0230); 

ACGGGAGGAAGAAGGGAGGAATATTGGTCAATGGGCGCGCTCCTTCACCCGCCAAGTCTCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGCTTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTTTAAAGG

TTGCGTAGGCCGGCTGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTAAAGCCGTTGAAACTGGCGGTCTTG

AGTAGCGGCGAGGCATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAG

GGCAGCATGCCAGCCGCCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Eisenbergiella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGCATGTAAACTTCTATCAGCAGGGAAGTAAATGACGGTACCTGACTAAGATGCTCTGGCTCACTTCGTGCCAG

CAGCCCCGGTTCTGTGTCAGGGGCCACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAAGC

CAGATGTGAAAACTCAGGGCTCAACCCGGGAACTGCATTGGGAACTGCCAGGCTTGAGTGGAGGAGAGGTAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACTGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5613;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.8048),o:Desulfovibr

ionales(0.5395),f:Desulfovibrionaceae(0.3204),g:Bilophila(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCGGCCAACTCAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTTGGAATTGCTTTGGAAACTGGA

TGGCTTGAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGACTGTAGCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 



6013 

 

>OTU5616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CTTAGGCGGGTGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCGCCTTGAG

TGCAGCATAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGGCTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5617;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCAGTAT

AAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5618;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGCGCGTAGGCGGGACGTCAA

GTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGATACTGTTTTTCTTGAGTGCACACAGGGATGCTGG

AATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGGCAGGTGTCCGGGGTGCAAC

TGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5619;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGATA

TAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATAGATACCCTGGTA 
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>OTU5620;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGGGGCTTGA

GTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5622;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:"Vibrion

ales"(0.8303),f:Vibrionaceae(0.6350),g:Vibrio(0.2607); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCT

AAGTCAGTCAGATGTAAAGCCCGGGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGG

GGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTAGCGAAGGCGGCCCCCTGG

ACAGATACTGACACTCAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5621;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0355),g:Eubacterium(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTAGGGTTGGAAACTTGCTTTATCAGGGACGAAACAAATGACGTTACCTGATGAATAAGCCCCGGCTAACTATGTG

CCAGCAGCCGCGGCAAGACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTAACC

TAAGCATGGGGTTAAAGGCAAAGGCTTAACAATTGTCAGCCCTGTGAACTGGGCTACTTGAATGCAGGAGAGGAAA

GCGGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTTCGGGGCTA

TTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5624;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:Pasteure

llales(0.3639),f:Pasteurellaceae(0.1872),g:Haemophilus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGCAGGTAAGTTAATAGCTTACTTGATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTA

AAGGGCACGCAGGCGAGTGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCG

CCTTGAGTGCAGCATAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGC

GAAGGCAGGTGTCCAGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGCGCAAGAGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAG

CAAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGAATGCCATTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAA

GCGGAAGTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diales_Incertae_Sedis_XIII(0.1291),g:Anaerovorax(0.0230); 

CCTTTCTTCCTCCTTTTGGAATATTGCACACTGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGTCTT

CGGATCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTAACCTAAGCA

GGGGGTGGAAGGCAAAGGCTGAACCATTGTGAGCCCACTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTACTG

ACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5626;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Acetanaerobacterium(0.0519); 

ACGGGAGGCAGCAGTTGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCCTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGTATTGCAA

GTTGAATGTGAAATCTATCGGCTCAACTGCTAGGCTGCGTTCAAAACTGTAGTACTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5627;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.2586),c:Flavobacteriia(0.0224),o:"Flavobacteriales"(

0.0170),f:Flavobacteriaceae(0.0046),g:Flavobacterium(0.0032); 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGGGAACCGCGTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGACGGCGAAATTCCGGTGCTCCACACCGGCGCTGCACTTGATACTGTCGCGCT

GGGGAGCGCCTGCAGCAGGAGCAATGAGTGGAGTACCGGTGAAATGCTTAGATGTAAACCAGAACACCCATTGCGA

ACGCATCTCGCCAATACGTAACTGCCGCTGTTGCACGCAGGCGTGGGGATCGAACACGATTAGCTACCCTGGTA 

>OTU5628;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTGTCCTTAGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAGGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5630;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATGAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGATAATACGGAATGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGTGCGGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGCATCTGACGCTGAAGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5631;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0046); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTTCCGCCTGCACCCTCCAAGCAGCGTGAAGGACGACTGGCATATG

GTTGTAAACTACTTTTCTGCGGGGATAAAGTTCGCCACGTGTGGCGTTTTGCAGGTCCCGCCTGAATAAGGCACGGCT

AATTTCGTGCCTGCAGCAGCGGGAATAGGGAAGGTCCAGGCGTTATCCGGATTCATTGGGTTTAAAGGGCGCGTAG

GCCGCCTTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTGAGTACAC

ACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGGCAGCTTA

CTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTTGTA 

>OTU5629;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),g:Natra

naerovirga(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGTGTAAAGGGAGCGTAGACGGTTGA

TCAAGTCTGATGTGAAAGCCCGGGGCTAAACCCTGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGTTCGTAACTTTCTTTAGACGCAGCGCAATAAGGGTCTCTTGAGATTCGATGAGAGTATGCGAAGAACATGC

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGATCCGCTCGTTATCCGGATTTATTGGATTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTAGTGAAAGTTTCCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCCGCTAGGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5633;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9933),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGTAGGCTAGAGGTAGTAACTGGCCTTTATTTGACGGTAATAAAACAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTCTTTTAAGTCTGAAGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGTGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAACCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCGAACTACGTGCCAGCAGCCGCGGTTATACGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCGAATGTGAAAGCTCACGGCTTAACCGAGGAACTGCATCGGAAACTGTTGTT

CTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5632;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGACGGCC

TTAGGGGTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTTCTCATTGACGTTACCCGCAGAA

GAAGCCCCGTCTAACTCCGTGCCCGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCCCCGGGCTCAACGTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGCGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAGACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5637;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 
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CTGAGACTGAGCTTTCTCGCCCACTGACGACTTCTACCACCTCTATTGACATTATGGGTCTGCAAGCTGCTTATGCTAA

TTTGCCTACTGCCCAAGAACGTGATTACTTCATGCAGCGTTACCATGATGTTATTTCTTCATTTGGAGGTAAAACCTCTT

ATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAATCTCTGGGCATCTGGCTATGATGTTGATGGAACTGACCA

AACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACCTATAAACATTCGGGGCCGCGTTTCGGTGTGCCTGAGCA

TGGCACTATGTTTACTCTGGCGCTTGTGCGTTTTCCGCCGACGGCGACTAAAGAGATTCAGT 

>OTU5636;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAGCTGCTTTTATACGGGGATAAAGTGAACCACGTGTGGCTTATTGCCGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGCTGACTGTTAAGCGTGTAGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGCCGGCTTG

AGTGCACGAGAGGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCAATTGCGAAG

GCAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5639;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTCGCATCGTAAAGCTCCGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGAGTGTAA

AGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATT

CTTGAGTGGAGTAGAGGCAAGCTGAATTCCGAGTGTAGCGGTGAAATGCGTATATATTCAGAAGAACACCAGTGGC

GAAGGCGACATTCTGGGCTCTAACTAACGCCGAGGCACGAAAGTGAGGGAGGCAAACAGGATTAGATACCCTGGTA 

>OTU5638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTCTGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAATCCCTGGGCGAAACCCCGGTGCTGCTTTGGAAACTGTACTGCTAGAGTGCTGGAGAGGTAAGTG

GAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGACAGTAA

CGGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTAGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA
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GAAAGTCACGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAAGAAGACTAAGCAGAAAGACCTTGGCTTAACCGAGGAACTGCATCGGGAACTGTTT

TGCTTGAGTGCAGAAGAGGCGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5720); 

AAGGGAGGGAGAAGGAGGGAAGATGCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAAAAGG

TTTTCGGATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACA

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTTAAAGCCCTCGGCTTAAACGAGGAACTGCAACGGATACTGTTT

TTCTTGAGTGCAGAAGAGGAAGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATCGTAGAACACCAGTG

GCGCACGCGCCTCTCTCGTCTGCACCAGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGCTTAGATACCCTGGT

A 

>OTU5640;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Erysipelotrichia(0.5963),o:Erysipelotrichales(0.33

19),f:Erysipelotrichaceae(0.1679),g:Turicibacter(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGTAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGTTGAT

TAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAACTTAAGTGCAGAAGAGGGA

AGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTGGTTGGTGACGAAGGATAGAGGTAGTAAATGGCCTGTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCAAGCAGCCGGGGTTATACCTAAGTGGCAAGAGTTGTCTGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5645;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Mucilaginibacter(0.0000); 
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TCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTACGGTACTGAATCTCTTTAGTCGCCGTAGGCGGACCC

CGAACAAGCGCAAGAGTCCACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTG

AACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGC

GCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGC

TGCAGGAAGTAAGCACGTTCTTGGTCAGTATGCAAAGGAGCATAAGCAGCGTGCAGAACCATAATGGCAATAGATG

TGGGAGAAGTC 

>OTU5644;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGTAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGTT

CTATGGATTGTAAACTTCTTTTACCTGAGGATAAAGTTTTTCACGTGTGGCATTTTGTATGTATCAGGTGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGAGT

ACAGTAGAGGTAGGCGGAATTTGACGTGTAGCGGTGAAATGCTTAGATATCTCACAGAACTCCGATTGCGAAGGCA

GCTTACTAGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5646;tax=d:Bacteria(0.0014),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

GCAAGCGAGGGTATCCTCCAAAGTCCAGCGTACCATAAACGCACGCCTCAACGCAGCGCCGCGCACGATATCGGTCA

TTCGCAATCCAAACTTTTTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGA

GCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGATTTCTTACCTATTAGTGG

TTGAACAGCATCGGACTCAGATAGTAATCCACGAGCTGTTAAAATGTCAAAAAGAGAATCTCGACCATGAACAAAAG

GTGAATCATAGCGAAACCAGTACGTGACGAACGTGGAAAGCATAGTA 

>OTU5648;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9866),o:"Fusobacteriales"(0.

9941),f:"Fusobacteriaceae"(0.9892),g:Fusobacterium(0.2171); 

AGGGGAGGAAGCAGGGGGGAATAGTGGACAATGGACGAAAAGTCTGATCAAGCAATTCGGTGTGCACGAGGAAGT

TTTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGATAAATACG

GGACAGGAGCCGCGGGACTAAGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTT

GGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGGTGGAAACTGCCAAACTAGAGTACTGGAGAGGT

AGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGAC

CGTTACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG
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AAAGTCACGGTTAACTACGTGCCAGCAGCCGCGGTAGTACGTAGGGGGCAAGCGCTGTCCGGTTTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTGT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCACGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACTCCAGTTG

CGAAGGCGGCTCTCGGGTGTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATACGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGGGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACGGTCAA

ACTAGAGTACTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGGTTCTCTTTGACGGTACTGAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGAATGATAAGCGTGATGTGAAAGCCCAGGGCTTAACCGTGGAACTGCATCGGAAACTGTC

ATTCTTGAGTGTAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGT

GGCGAAGGCGGCTATCTGGTCCGCAACTGACGCTGATGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5651;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTAAACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGACTAACTACGGGCCAGCCGCCGCGGTAGTACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGCTTGATAAGTCAGATGTGAAAGTCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GTCTTGAGTGCAGAAGAGGGCAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCAGCTGCCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU5652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGTCTGATGGAGCAACGCCGCGTGAGGGAAGAAGTT

TTTCGGATCGTAAAGCTCTGTTGGTGGTGAAGAAGATTAGGGGAAGTAACTGGCATTTATTTGACGGTAATCAACCA

GCAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACTTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

GCTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5653;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATAATGGTCAATGGGCGAGAGACGGAACGAGCAAAGTAGCGTGAAGGATGACTG

CCCTAAGGGTTGTAAACTTCTTTTATAGAGGAATAAAGTCGGGTATGCATACCCGTTTGCAGGTACTTCATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGACCTCCGATTTCGAAGG

CATCCTCCTACGCTGCAACTGACATTTAGTCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCTGTTGTAGGTGAAGAAGGACAGTGGTAGTAACTGGCCATTATTTGACGGTAACCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAATTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGTGGAACTTCATCGGAAACTGTTTA

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5655;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCATCCACAATGGACGCAAGTCTGGTGGAGCAACGACGCGTGGGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAATTGCATCGGAAACTGTTTTT
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CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTTGATATATGGAAGAACCCCAGTCGC

GAAAGCTGCTCTCTCGTCTGCAACTGACGCCGAGGCTCGACAGCATGAGTAGCCAACAGGATTAGATACCCTGGTA 

>OTU5656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.9085); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTTATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGAACTAACTGGCCATTATTTGACGGTAATCTACCAG

CAACTCCTGGCTAACTACGTGCCAGCAGCCGCGGTGATACGACGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5657;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAAGGAATAAAGTGGGGTATGTGTACCCGTTTGTATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGGTAGCGGCTCAACCGTTAAATTGCAGCTCATGCTGGTTATCTTGAG

TGAAGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTTCAACTGACATTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5658;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCAGGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTGAAGGGA

GCGTAGATGGATGTTTAAGGCAGTTGTGAAAGGTTGCGGCTCAACCGTAGTACTGCAGTTGGTACTGGCTATCTTGA

TTGCAGTTGAGGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTCCTAAGCTGCCACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAAACGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCGCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAACCTTTGGCTTAACCAGAGAAGTGCATCGGAAACTGTCA

GACTTGAGTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATTTATAGAAGAACACCAGTG
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GCGAAGGCGGCTGTCTGGTCGACAACTGACGCTCAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1485),g:Fusicatenibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCGAGCCCCGGTGAGCGAAGAAGTA

TTTCGTTATTAAAAGCCTTACCAGCAGGGAAGAAGAAATGACGTTACCTGCTTAAGAAGCCCCGGCTAACTACGTCCC

ACCAGCCGCGGTAATCGGAAGGGGCCAACCTTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTCTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGATGCCGCGTGAGGGATGACGGC

CTTCGGATTGTAAACCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGTAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAGTTTAA

GTCAGATGTGAAAATTATGGGCTCAACCGATAAACTGCAGTTGAAACTGGAGATCTTGAGTGCAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACCTCTTTTATCAGGGACGAAAAAAGTGACGGTACCTGATGAATAAGCCACTGACAACTTCGTGC

CAGCAGCCGCGGTAATAAGTAGGTAGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5663;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGTCGTAACTGACCATTATTTGACGGTAACCAACCAG

AAAGTCACGGCTAACTACGTGCCCGCACCTGCGGCAATACGTAGGTGGCAAGCGGTATCCGGAATTACTGGGTGTAA

AGGGAGCGCAGGCGGGATAGCAAGTCAGGTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGCCAT

TCTTGAGTGCAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG
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CGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5665;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCATGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTAATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGGAGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGTGCGAACTGGCAGACTT

GAGTGCACGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGGTTGCGAA

GGCAGCCTGCTGTAGTGCAACTGACGCTGAGGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5664;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.6899),c:Fusobacteriia(0.4045),o:"Fusobacteriales"(0.

1719),f:"Fusobacteriaceae"(0.0710),g:Fusobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCCCGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACC

TAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGCGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAAGGGAATAAAGTACTCTATGTGTGGCGTTTTGCAGGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGAGGTTTAAGTGAGTTGTGAAAGTTAGCGGCTCAACGGCAAAATTGCAGCTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTTGCTAAGCCGCAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5666;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGGATAAAGTCGGGTATGCATAGCCGTTTGCATGTACTTTATGAATAAGG

ATCGACTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGACAGTTGTGAAATGTCGCGGCTCAACCGCAGAGTTGCAGTTGATACTGGCTATCTTGA
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GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGACCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCTTTGTTGTTATAGAAGAACGTGCGTGGGAGCAACTGTTCAAGCAGTGACGGTATGTAGCCA

GATAGTCAAGGCTCACTACGTGCCAGCAGCCGAGGTAATACGTAGGTGGCATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCTGTTTGATAAGTCTGGTGCGAAAGTCTTTGGCTTAACCGACGAAGTGCAGCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGTAGAACACCAATT

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU5670;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9294),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCGTATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTTTTAAGCGTGTCGTGAAATGTCGTTGCTCAACATGTGCATTGCATCGCGAACTGTGATTCTTGA

GTGCGTAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGAACGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGCCACGGCTAACTACGCGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCCAGGAACTGCATCGGAAACTGTC

AATCCTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCACTGGTCGACAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5669;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Marinilabiaceae"(0.0113),g:Anaerophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTCCTTTAGACGCAGAGCAATAAGGGTCTCGCGCGATCCGATGAGCGTATGCGTAGACTAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTTTCCGGATTGATTGGGTTTAAAGGG
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TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTTG

AATGCTCTTGAGGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTACGCAGAACACCGATTGCGAAG

GCGTCTCACGAAGGTGCAATTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5672;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTTTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGAAGGATGTTTAAGTGAGTGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCGGTGATACTGGATATCGTGAG

TGCAGGTAAGGCAGTCGGAATTCGTGGTTTTGCGGTGAAATGCTTTGATTTCACGAAGAAATCCGATTGCGAAAGGA

GCCTGCTAAGATGCAAATTAAATTTAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9294),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCTTTTATAGGGGGATAAAGTGTGCCCCGTTTGGCATATTTCTTGTACCCTATGAATAAGTA

CCGGCTAATTCCGTGCCAGCCGCCGCGGTCATACGGAAGGTCCGGGCGTTATCCGGATTTATTTGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGAGAGACTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATGGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5675;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0113),g:Prevotella(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCCAAGCAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAATCCCTTTTGTTTGGGAATAAAGTGCGGGACTTGTCCCGCATTGCATGTACCATTTGAATATGG

ACCGGCTAATTCCGTTCCAGCAGTCGCGGTAATACGGAAGGTTCGGTCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATCCCGTCGCTCAACGGCGGAAGTGCGGCGGGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACACCGATTGCGAAG

GCAGCTGCCGGTAGGACAACTGACGCTTAGGCGCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5676;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CTTACGGGTTGTAAACTTCTTTTATATAAGAATAAAGTTGGCCACGTGTGGTTTATTGTATGTATTGTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCTGATTGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTCAAACTGGAAGTCTTGAGT
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AGATTAAAGGTTGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTGACCGGTGCTTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5677;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGGACTCCGATTGCGAAG

GCAGCTTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5673;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Anaerotruncus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGGAAACCTCTGTCTTTGGGGAAAAAAATGACGGTACGCAAAGAGGAATCTCCGGCTAACTACATGCCA

GAAGTCGCGGTAATATGTCGGGAGCAAGGGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCA

AGTAGAATGTTAAATCCATCGGTCCAACCGGGGGCTGCGGTTGAAACTGCCGGTCTTGAGTGCAGTCGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5678;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Prevotellaceae"(0.9387),g:Prevotella(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTTACGTGTGGCATATTGCCGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGATTGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTATTATAAGCGTGTTGTGAAAGGTGGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTTG

AGTGTGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5679;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTGGACCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCTGGCAAGCGAGTTGTGAAAGGCAGTCGCTCAACGTCAGAACTGCAGCGCGAACTGGCAAGCTTG
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AGTGCGCGAAACGTGGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5681;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Arthrobacter(0.0000); 

ACCCGGCCGCTCGACGCCATTAATCATGTTTTCCGTAAATTCCGCGCCTTCCATGATGAGACAGGCCGTTTGAATGTTG

ACGGGATGAACCTCCTAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGT

CCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTC

GTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCGTAATAGAGGCCAAAGCGGT

CTGGAAACGTACGGATTGTGCAGTAACTTGACTCAGGAGTTCTGACCGATTAGTGGTTGAACAGCAG 

>OTU5682;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGGATAAAGTGCGGGACGCGTCCCGCTTTGCATGTATCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGCGTGCCGTGAAATGCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTGGGCTT

GAGTGGGCAGGACGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGGCGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5683;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGGAAGCCAGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCCTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGACATGTCGGGGCACAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCAGTGAAATGCTAAGATATGACGAAGAACTCCGATTGCGAAG

ACAGCCTGATGTAGCGCAACTGACGCTGAAGCTGCAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU5684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTTGCATATTTCATGTACCCTATGAATATGG

ACCGGCTATTTCCGTGCCAGCAGCCGCGGTAATACGGACGGTCCGGGCGTTATCCGGATTTATTGGATTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTCGTGAAATGTCGGGGCGCAACCTGGGCATGGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATGCGGCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACGCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACGGACGTTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGAGACCCTGGTA 
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>OTU5680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGAAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAGAGGGTGCGTAGACGGGAAGAT

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAAATGCAACTAAAACTGTTTTTCTTGAGTACTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5687;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

GTTTGCTGATGCACTAAGTCAACCTCAGCACTCACCTTGCGAGTCATTTCTTTGCTTTGGTCCTTGGTAAAATACTGAC

CAGCCGTTTGATCTTGAGTAAGCATTTTGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCAT

AATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCTTTCGTA

TTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTCTTTTTGAGTCTCATTTTGCATCTCGGCAATCGCTGTCTGAT

TGTCCAGTTGCATGTTAGTAAGCTCTTTTTGATGCTCAAAG 

>OTU5686;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9867),c:Fusobacteriia(0.9726),o:"Fusobacteriales"(0.

8955),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCGGCAATTCTGTGTGCGCGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTACATACGTG

CCGGCAGCTGCGGTAATACGTATGTCGCAAGCGTTATCTGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTTCGTTGTAAACTGCCTAACTAGAGGATCGGAAGGGTGGGC

CGAAATACAAGGGTAGAGGTGAAAGTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCGGCGGTAATACGTCGGGGGCTAGCGTTATCCGGTTTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGTAAGGCTACGGTTTAACCGTAGTAAGCTTTTGAAACTGGAGGACTTGAGTGCAGGTGATGAGAGTG

GAATTACTAGTGTAGCGGTGAAATGCATAGATATTAGTAGGAACACCAATAGCGAAGGCGGCTCTCTTGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU5688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCACGTATCCTGCGAATACGG

ACCGGCTACTTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGGAGTCAAGTCAGAGGTGAAAAGCCGCGGCCCAACCGTGGTAGTGCAGTGGAAACTGGTTATCTTG

AGTGCGGAAGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAA

GGCAGCCGTCCGGAGCGTTACTGACGCTGAGGCTCGAAGGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5689;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Prevotellaceae"(0.0073),g:Prevotella(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAACGCGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATATGCGCTTCGCGCACGTCCGTTTATAGTCCCAGGGGATTAAG

CCTCGGCTATCTCCGTGCCAGCAGCCGCGTTATTACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACTGCGGGGCTGCGCTGGGTACTGGCGGGCT

GGAGTGCGGATGACGTCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTGGCGAAGCCGTAACTGACGCTAAGGCACGAAAGTGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5690;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTGGTGAAATGTAGCGGCTCAACCTGGGCATTGCGGCGCGAACTGGCATACTTG

AGTGAGCTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTACTGTGGCGTTACTGACGCTAAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAACGGCGGGACGTGTCCCGCTTTGCATGTACCATAAGAAAAAG

GACCGGCTAATTCCGTGTCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGCTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGATACTGTAAGCCTTG

AGTGCACTCAAGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGACCCCCGATCGCGAAG

GCAGGCGTCCGGGCTGTTACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5691;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.7068),g:Coprococcus(0.3915); 
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ACGGGAGGCAGCGGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGCATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGGAACTATGCAGCTAGAGTGTCGTAGAAGTAAGT

GTAGTTCCCAGTGTGACGGTGAAATGCATAGATATTGGGAGGAACACCAGTGTCGAAGTCGGCTTACTTGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU5694;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.3544),g:Odoribacter(0.0904); 

ACTTTCGTCCTCAGTTCTGACTCTTGTTCCCTGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGCCCT

ATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCG

TAGGCGATTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGTACA

GACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCAGCT

TACCAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5693;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTAGGGAATAAAGTGAGGGACGCGTCCCGCTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGGGGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACGGCAGAAGTGCAGCGCGTACTGGGCGTCTTG

AGTGCGCGAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAG

GCGGCTGACGGTAGCGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5695;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTAATAAGCGTAGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGAGAACTGTGAGACTTG

AGTGCGAAGGAAGTAGGAGGAATTCGTAGTGTAGAGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGAAACTGACGCTGAAGCGAGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5696;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Deltaproteobacteria(0.8472),o:Desulfovibr

ionales(0.6509),f:Desulfovibrionaceae(0.3544),g:Desulfovibrio(0.0904); 



6033 

 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAAGGGGCGAAAGCATGACGCAGCGACTCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTAATGAAGGTACCTTCAAA

GGAAGCACCGGCGAACTCAGTGCCAGCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAACCGGAATCACTGGGCG

TAAAGCGTACGTAGGCTGTTATGTTAGCCAGGGTTGAAATCCCCCGGCTCCACCGTGGACCTGCCCTTTATACTTCAC

GACTTGACTCCGTGAGAGGGTGGCAGAATTCCAGGTGTATGAGTGAAATCCGTAGACATCTGGAGGAACATCCGTG

GCGAAGGCGGCCACCTTGACCGGTATTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5698;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Solitalea(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTAGGGGAGTAATCAGGTCTACGTGTAGGCCGTTGAGAGTACCCTTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGGATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTTAAGTCAGAGGTGAAATCCCGGAGCTCAACTGTGGAACTGCCTTTGATACTGGCAGGCTTGA

ATACTGGAGAGGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAGG

CAGCTCACGAAGCAGGAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5699;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGAAAAGGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACG

GTCCTACGGATTGTAAACCTCTTTTGCCGGGGAACAAAGGGCACCACGTGGGGAGCTGTGAGTGTAGCCGGAGAAA

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGATGCGAGGGGTATCCGGATTTATTGGGTTTAA

AGGGTGCGCAGGCGGCGCGTCAAGCCGGCGGTAAAATTGCGGGGCTCAACCCCGTAGAGCCGTCGGAACTGGCGA

GCTTGAGTGGAGAAGAAGTATGCGGAATTCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTG

CGAAGGCAGCATACTATCCTCCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGT

A 

>OTU5700;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAGCTGCTTTTATAGGGGGATAAAGTGCGCCACGTATGGCATATTGCAGGTACCCTATGAATAAG

GACAGGCTAATTCCGTGCCAGCAGCCGCGGTAATGCGGAAGGTCCGGGCGGTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAACTGCAGCGGGAACTGTGGGACT

TGAGTGTGCAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGA

AGGCGGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5697;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0149),g:Saccharofermentans(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAAAGCTGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCCTATGGGACGAAAGAAATGACGGTACCATCGTAGGAAGCTCAGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTCAGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCATG

TAAGTCAGATGTGAAAGACCCGGGCTTAACCCGGGGGTTGCATCGGGAACTGTGTGACTTGAGTACAGGGGAGGGA

AGTGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGACGAAGGCGACTTGCTGGACT

GCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5702;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCGGCGACGTGTGGATGTTTGCAAGTACCGTAAGAAAAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCGAGTAAGTCAGTTGTGAAATGCTGCGGCTCAACCGTAAAATTGCAGTTGGAACTGGTTGGCTT

GAGTTCACATGAGGAAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCCATCCAGGGTGTGACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5704;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAGGGGGATAAAGGGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTATAAGCGGGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCCGCGCGAACTGTGGGACTA

GAGTGCGCATGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTATCTGACGTTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Fusicatenibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCCACGGCGCCGCGTGGGCGGAGAAGTA

TTTCGGGATGGAAAGCTCTATCAGCAGGGAAGGAGAAATGACGGTAACTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAACCCCCGTAATACGGAGGGGGGCAGCCGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.6709),g:Oscillibacter(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGAC

AAGTCAGATGTGAAATCCACGGGCTTAAACCGTGGACTGCATTTGAAAACGTTGGTCTTGGGTATCGGAGAGGTAAA

CCGAATTTCTTGTGGAGGGGTGAAATGCGTAGATATTAGGAAGAACAACCGTGGCGAAGGCGGGTTAATGGACCAC

AACTGACGGTGAGGCGGGAAAGCCTTGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5707;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGCATTGTTTGTGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCTACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATGAAGAAATGGAAAATGAACCC

GTCGGTGGAATTGGTGCCGGGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAAGGCGGTTGCTGAACAATTAC

GTGAGGAGATGGCTGGTAGTAAGGGGCAGAAAAGAGCAAAGCTGATCAAGCGCCTACG 

>OTU5705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Negativicutes(0.9733),o:Selenomonadales(0.906

3),f:Veillonellaceae(0.8864),g:Anaerovibrio(0.3479); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGATAGGCAAGGCTAGGAAATGAGCTTTGTAGGACGGTACCTTTCGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGGGAGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGAAACTACTT

TTCTTGAGTGCAGGATAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGTTTAAGCGTGTCGGTAAAGTCAGTCCCTCAACGTCTGACGTGCGGCGCGAACTGGTACACTTGA

GTACGCGCGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACCGTAGCTCTACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5706;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0904),g:Lachnospiracea_incertae_sedis(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGTGGCAAGGCAAGTCAGATGTGAAAACCCGGGGCTCAACTCCGGGACTGCATTTGAAACTGTCTAGCTA

GAGTGCAGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGA

AGGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5709;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGAGGATAAACTCGGCCACGTGTGGCTTATTGAAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGTGTGTGGTGAAATCTCGGGGCTCAACCTCGGCACTGCCTCCAGTACTGGTAGACTTG

AGAGTGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACACAGAACTCCGATTGCGAAG

GCAGCCTGCTGAAGCGTATCTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5711;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGAAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACAGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGATGTGAAACGTCGGGGCTAAACCTAGGAATTGCAGCGCGAACTAGCAGACTT

GAGTGCGCAGGATGTAGGCGAGATTCGTCGTGTAGAGGTGAAATGCTTAGATATGTAGAAGACCTCCGATTACAAG

GGCAGCCTGCTGTAGCGTAACTGACCCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGATA 

>OTU5710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGTGAAGCAGGATAGATGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCTCGTTCCTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 



6037 

 

>OTU5712;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pasteure

llales(0.0000),f:Pasteurellaceae(0.0000),g:Aggregatibacter(0.0000); 

CCTTGCGACCCTCGGCAGGAAGAACCATACGCCCAATATCACGCAAATCGTCACGCCACGCATTGGGATTATCATACC

ACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATT

GCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCC

TTAATACCTTTCTTTTTGGGGTAATTAGACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCTGGGGGCAA

AACTGCGTAACCGTCGGCTCGTTC 

>OTU5714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATAGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCA

GCAAGTGACGGCTAACAACGTGCGAGCAACCGCGGCAATACGGAGGGGGAAAGCGTTGTCCGGATTTATTGGGCGT

AAAGGGAACGAAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTACGGCTTAACCTGAGTAGTGCATTGAAAACTGGAA

GACTTGAGTGCAGAAGAGGAGAGTGGAACTCCACGTGTAGCGGTGAAATGCGTATATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGTATCTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Olivibacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGTCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGGCTAAGTCGGCGGTGAAATGTCCGGGCTCAACCGGGTCAGTGCCGATGAAACTGGGGGTC

TTGAGTGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCGTAGATATGCCACAGAACACCGATAGCG

AAGGCGGCTAGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5716;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGAGCCACGTGAGGCTTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGACGTGAAATGTAGCTGCTCAACAGCTGAACTGCAGCGCGAACTGGCTTTCTTGA

GTACGTACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCACAGGAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5715;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0710),g:Pseudoflavonifractor(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTAAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGAC

CCTATGGGTTGTAAACTTCTTTTGTCGAAGAGCAATAAGGGTCTCGAGAGATCCGTTGAGAGTATGCGTAGAATAAG

CATCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGCGGGCTTGCAAGTCGGATGTGAAAACCACTGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTGCTT

GAGTACTGGGGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGTCTGCTGGACAACAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9846),o:"Bacteroidales"(0.9

911),f:"Prevotellaceae"(0.9759),g:Prevotella(0.9743); 

CCTTCCTTCCTCTTTTCTTCCTCTTTTTCCCTGGGCGAGGGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTA

TGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGGCCCG

GCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGAGTAC

GCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGACCAGGATTAGATACCCTGGTA 

>OTU5719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGACGCGTGAGTGAAGAAGGG

TTTCGGATAGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGAAAGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGAAGCCGAGGTAATACGAAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGATAGCCCACGGCTCAACCGTGGCACTGCATCGGAAACTGTC

ATTCTTGAGTGCATAAGATGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGTCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GCA 

>OTU5718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGAAGCAGCAAAGTCGCGTGAGGGATGAAGGT

TTTAGGAGCGGAAAGCTCCGTCTTTGGGGAAGAAAATGACGGTACCCAAGGAGGAAGCCAGGGCTAACGACGAGA

CAGCAGCGGCGGTAATACGCAGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCACGAGAGGATAG

TGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCAATGGCGAAGGCAACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU5720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGTGGGACGTGTCCCGCATTGCATGTACCCTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGTTTAAGCGTGTCGTGAAATGCCGGCGCTCAACCGCGGAATTGCGGCGCGAACTGGTACACTTG

AGTACGCGGGACGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5721;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCCACGTGTTGCATATTGCAGGTAACCGATGAATAAG

GACCGGCTAATTCCCTTCCAGCAGCCGCGGTAATTCGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTGAAGGG

AGCGTAGGCCGTCTTATAAGTGTGTTGTGAAATGTCGGGGCTTAACCTGGGCATTGCAGTGCGAACTGGGAGACTGG

AGTGCGCAGGAAGTATGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCATGCTGTAGCGCAACTGACGCTGAAACTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGCT

CTAGGGGTCGTAAACTTCTTTAGACGCAGAGCAATGAGGAGTTTGTAAGATGCGTTGTAAGTATTCTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGAAGTGTAAGTCAGTTGTGAAAGCTCCCGGCTCAACCGGGGAATTGCCGTTGATACTGTCAATCTTGA

GTGCAGTAGACGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACTCCGATTGCGAAGG

CAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5722;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5963),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGACGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGGTGCAAACGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGTCAGATGTGAAATCCCCGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTC

TTGAGTATCGGAGAGGAAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCG

AAGGCGGGTTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGGGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTCGGGATTTTAAACTTTTTTTACGGGGGAATAAAGTACGGGATGCGTCCTGTATTGTATGTCCCTCATGAATAAGCC

ACGGCCAACACCGTGCCAGCAGCCGCGGTAATCCGGAGGATGTGAGCGTTATCCGGATTCATTGGGTGTAAAGGGT

GCGTAGGTGGCCATTTAAGTCTGCAGTGAAAGTCTGCGGCTCAACCACAGAATTGCCTTGGAAACTGTATGACTTGA

GTATCTGTGGGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACACCGGTCGCGAAGG

CAGCTTGCTAGGCCATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGAGTAAGAGTGTTGTGAAATGCAGTCGCTCAACGTCTGCCGTGCAGCGCATACTGCTCCACTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGTCGAAGACCTCCGATTGCGAAG

GCAGCTGGCGGGTGCGTAACTGACGCTCAAGCTCGAAAGTGCGGGTATCGAACAGGTTTAGATACCCTGGTA 

>OTU5726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGGTTGTGAAGAAGGATAGATGTAGTAACTGTACTTTATTTGACGGTAATCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATTGGAAACTGTTTTAC

TTGAGTGTAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCCCCCTGGTCTGCAACTGACGCTGAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5727;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGACGTAACTGGCCTGTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTCTGTGGCAAGCGGGGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGAAAGATAAGTCAGGTGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGGTG

AACTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU5728;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9201),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCGATGAAGAAG

GACCGGCTAATTCCGTGCCAGCAGCGGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGATGTGACACGTCGGGGCTCAACCGGGGCATTGCAGCGCGAACGGTGAGAGTA

GAGTGCGCAGGAAGTAGGCGGAATTGGTCGTGTAGCGATGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5729;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0230); 

CCTTTCTTCCTCCTCTCTTCCTCTTTTTCCCTTTCCTCCCGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTCG

GGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCAAGTACCGTCAGAAAAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGTCTGGTAAGTCAGTTGTGAAAACGCGGGGCTCAACTCCGCGCCTGCAGTTGATACTGTCGGACTTGAGTG

CACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGCAG

GTGTCCGGAGTGCTACTGACGCTGAGTCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5733;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGTTTGTAAACTCTTTTTAGGCGGGGGAAAAGGGCCGTACGCGTTGCGGCTTTGCAAGTACCGCCAGAAAAA

GGGCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCATAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGCGCGTAGGCGGTCTATTAAGTCTGATGTGAAAGGTACCGGCTCAACCGGTGAAGTGCATTGGAAACTGTGC

AGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGACGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU5730;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTTATAAGGCCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCCTTTGAAACTGGCA

AGATTGAGTCTCGTAGAGGGGTGTAGAATTCCAGGTGTAGAGGTGAAACGCGTAGAGGTCTGGAGGAATAACGGT

GGAGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5732;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGTAAGCCTGATCCAGCCATGCCGCATGAGTGATGAAGGCC

TTTGGGTTGTAAAGCTCTGTTTTTAAGGACGATAATGACGGTACTCACGGAAGAAGTCATGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGGAGGTGGCTAGCGTTATTCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAAGT

TAGAAGTGAAATACCAAGGCTCAACCTGGGAACTGCATTTAAAACTGCAAATCTAGAGAGTGAAAGAGGAGAGAGG

AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGTTCATATCT

GACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5734;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.4351); 

CCTTTCTTCCTCCTTCGTTCCTCTTCCCCCATTGACGCCAGTCTGGTGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC

GGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGAAGGTAATTATTTAGAAA

GTCACGGCTAACTACGTGCCAGCAGCAGCGGCAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAGTTGCATCAGAAACTGTTAAACT

TGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCTACGTGTGACGCATTGCATGTACCTTATGAATACGC

ATCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGGTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTTAACGGTGAAAGTCCGTGGCTCAACCATTGAATTGCCTTTGAAACTGGCGAGCTAGA

GTGCACGGGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGAGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2184),g:Fusicatenibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTAT

TTCGGTATGTTAAGCCCTATCAGCAGGGAAGAAGAAATGACGGTAACTGACTTAGAAGCCCCGGCTAACTACGGTCC

AGCAGCCGCGGGAATAAGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5739;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidat

us_Carsonella(0.0000); 

AATTCATGGTGTAATTGAACTAGACGCAGCTGCGTACTATGCCGGCAACATATTGTACACAACCGACGATCCCAAATT

CATTGATTATATAAATTTAATAATTAAAGCAACACACTCCGAAGAACTACCAGAAAATAGCACTGTTGTAAATTACAG

AAAAACTATGCGCAGCGGTACTATACACCCCATTAAAAAAGACATATATATTTATGACAACAAAAAATTTACTCTATAC

GATAGATACATATATGGATACGATAATAACTATGTTAATTTTTATGAGGAGAAAAATGAAAAAGAGAAGGAATACGA

AGAAGAAGACGACAAGGCGTCTAGTTTATGGGAAAATAAAATTATATTGTCGCAAATTAACTGTGAATCAGTTGAAA

ATGATGTTAAATATTAC 

>OTU5737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Erysipelotrichia(0.8472),o:Erysipelotrichales(0.65

09),f:Erysipelotrichaceae(0.4563),g:Turicibacter(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTGGCGAGCGTTATCCGGAATTATTGTGCGTA

AAGAGCGCGCAGGTGGTTGATTAAGTCATGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCT

CTTGAGTGTCGGAGAGGTAGACGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACCAGTGGC

GAAGGCGACTTACTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5738;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGCTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTATTCCGAAGGATCCGAGCTTTATCCGGATTAATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCGGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCGGGAAGTCGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5740;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGATCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCCGCCCCGGTAATACGTTGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTGGGCTTAACCGGAGAAGTGCATCGGAAACCGGGAG

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5991),g:Subdoligranulum(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCAAGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTGTTTTGTTAGGGACGAAACAAGTGACGGTACCTGACGAATAAGGAACGGCTAACTACGTG

CCAGAAGCCGCGGAAATCCGTCGGTGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGAGCAGGCGGACCG

GCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTA

GGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGC

ACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5742;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

AGGGAAGGGAGAAGGGAGGAAGATGGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTG

CCCTATGGGTTGTAAACGTCTTTTATAAGGGAATAAAGTGCACCACGCGTGGTGTTTTGTATGTACCTTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGCAT

GCATCTTGCTCGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGCTACCCTGGTA 

>OTU5745;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

TCAACATTATTGCCCGGCGTACGGGGAAGGACGTCACTAGTCCCACAGTCCTTGACGGTCTACTACCCACCATCATGG

CGACCATCCAAAGTATACACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAAC

AGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGAT

GTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGGCAAACTATCAAAATATAAAGTTGACGAT

GGAGCTTTAGGGGTCGGGAAAACAGGTGCCGAAGAAGCTGGAGTA 
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>OTU5743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCGTTATCCGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTGCATAGGTGGCAAGCGATGTCCGGATTTATGGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGGCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5744;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCCCAATGGACGCAAGTCCGATGGAGCCAAGCCGCGTGAATGAAGAAGGTT

CTCGGATTGTAAAGCACCGTTGTTGGTGAAGAAGGATGGAGGTAGTAACTGGTCTTTCTTTGACGGTATTCAACCCG

ACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGACCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTAAGATAAGTGTGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATCTGAAACTGGTGT

TCTTGAGTGGAGAAGAGGAGAGGGGAACTCCATGTGCAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATTTTCAACAATGGGCGCAAGCCTGATGGAGCACCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAGGTCACGGCTAATTCCGTGCAACCAGCGGCGGTAATAAGTAGGTGGGATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5746;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGGGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGAACGGCAAGTTTGAAGTGAAATACCTGGGCTTAGCCCGGGAACTGCTTTGAAAACTGTCGA
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TCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9791),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTTTGTTGTTGAAGAAGAACGTTCGGGAGCGTAACTGTTCACGCAGTGACGGTATTCAACCAG

ACAGTCACGTCTAACTACGTGCCAGCAGCCGCTGTGATACGTAGGTGGCAAGCCTTATTCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTACTTAAGCCTGCGGTGAAAGTCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGCCGCGTGAGGGAAGACGGC

CCTATGGGTTGTAAACCTTTTTTAGTCGGGAAGAATAAGCTTCACGCGTGGAACGATGCCTGTCTCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCTGTAAGTCAAGTCAGCTGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGATTTACTGGA

ATGTAGATGAGGGCGGCGGAATGTGTAAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGAAG

GCAGCTGGCAGAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.5991),g:Blautia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTT

CTCCGGTATGTAAACTCCTATTAGCAGGGAAGATAATGACGGTACTCGACAAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAGCAGCA

AGTCTGAAGTGAAAGGCATGGGCTCAACCCATGAACTGCATTGGAAACTGTTTATCTTGAGTACCGGAGGGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5747;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGCGTATGTATACGCTTTTGTATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTCAGTAGTGAAATTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGAGT
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GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTGACGATAGCGTTACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5752;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9201),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTGGTAAGCTTATAGTGAAATGCCGGGGCTCAACCTGGGAATTGCTTTTCGAACTGGCAGTCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAAATATTACGAAGAACTCCGATTGCGAAG

GCAGCCATCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTCGCCTGCACCCTCCAAGTAGCGTGCAGGATGACGGCCCTATG

GGTTGTAAACTGCTTTTATAAGGGGATAAAGTGAGTCTCGTGAGACTTTTTGCAGGTACCTTATGAATAAGGACCGGC

TAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAG

GACGGAGATTAAGCGTGTTGTGAAATGTAGACGGTCGATGTCTGCCTTGCAGCGGGACCTGGTTCCCTTGAGTCCGC

ACAAAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTC

ACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGACCAGGATTAGATACCCTGGTA 

>OTU5755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTACACAATGGAAGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGAACGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGACTTTAGTGGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCGAGCAGCCGAGGTAATACGTAGGGGGCAAGAGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGACAAATAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5754;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Blautia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATAGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGAATAGGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGAGTGTAAAGGGAGCGTAGACGGAGTAGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGATTGCTTTGGAAACTGTTGATCTTGAGAACGGGAGGGGTAAGC
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GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGCGA

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.6200); 

CCTTTCTTCCTCCTTCTTTCCTCTTCCCCCCTTTCCTCCCGTCTGCTTTCTCCACGCCGCGTGAGTGAAGAAGGTTTTCGG

ATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAGAAAGT

CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAG

AGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGGTCAACCGTGGAGCTGCATCGGAAACTGTCATTCTTG

AGTGCAGAGGAGGAGAGTGGAACTCCATTTGTAGCGGTGGAATGCGTATATATATTGAAGAACACCAGTGGCGAAG

GCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGCACAGGATTAGATACCCCGGTA 

>OTU5757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATTTCTGTTGTTAGTGAAGAAGGATAGAGGTAGTAACTGACCAGTCTCTGACGGTTATCAACCAG

CAAGTCACGGATAACTACGTGCCAGAAGCCGCGGTAGTACGACGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGTAAACTGTTTT

TCTTGAGGGCGGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5759;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

TCTATGGGTTGTAAACTGCTTTTGTACGGGAGTAAAGGCAGCCACGTGAAGCTTTTTGCAGGTATCTTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTGGATAAGTGTGTTGTGAAATGTAGGGGCTCAACATCTGCACTGCCTCGCATACTGTTGTCCTAGA

GAGCGCCTGCGGTCGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGAGATCATTCAGAACTCCTATTGCGAAGG

CAGCTTACTGAAGTACATCTGACGTTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5758;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATCGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGCAGAAGAACGTGCGTGCGCGTAACTGTTCACGCAGTTACGGTATCCAACCAG

AAAGTCAAGTCTAACTACGTGCCACGAGCTGCGGTAATACGTAGGTGGCATGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGCG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5760;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATCAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGTAT

CGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGCGGCTCAAGGATAGAATTGCCGTTGAAACTGGGGGGCTGGAG

TATATGTGAGGCAGGCGGAATGAGTGGTGTAGCGGTGAAATGATTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCTGCAAAGCCATGACTGACGCTGATGCAAGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5762;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGAGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGAGTA

AAGGGAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCCTAGGACTGCATCGTAAACTGTGA

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTAG

TA 

>OTU5763;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8897),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGCTTAATGTGAAAGCCCTGGGTTAAACCGAGAAATTGATTCGGAACCTGTTTTC

CTGGAGTGCAGAGGAGGAGGGTGGAACCCATGGTGTGGGGTGGAAAGGGGTAGTATTTGGGAAGACACCCGTTGG

GGAGGCGGGTTTCCGGGCTGGAACTGACGCCTGGGGTCGGAAGGATGGGTTGCGAAACGGGATAGGTTACCTTGT

A 

>OTU5764;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGTTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGTTACCCGTTTGCATATACTTTATTAATAACGA



6050 

 

TCGGCTACCTCCGTGCCAGCAGCCCCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTGGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATAACGAAGAACTCTGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5761;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGTTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGA

ACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGGAAACTTGA

GTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAG

GCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5768;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9892),o:"Fusobacteriales"(0.

9938),f:"Fusobacteriaceae"(0.9387),g:Fusobacterium(0.5720); 

ACGGGAGGCAGAAGGGGGGAATCTTGGCCAATTTCCCCCCATTCTTATCCAACAATTCTGTGTGCACGATGACGGTCT

TAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATA

CTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5767;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

TCTATGGGTTGTAAACTACTTTTATACGGGGTTAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCTGTGCCAGCAGCCGTGGTAATCCGGAAGGTCCGGGTGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGCAGACTAG

AGTGCGCGGGGAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAGGAACTACGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5766;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGGGAGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCGAAGTAGCGTGAGGGAAGACTG

CCCTACGGGTTGTAAACCTCGTATGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCCACGGCGGACATGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAGATATCACTAAGATCTCCGGTTGCGAAGG

CAGCTGTCCGTAGCGCCACTGACGCTCAGGCTCGAGAGCGCGGGTATCCAGCAGGATTAGATACCCTGGTA 

>OTU5765;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACGGT

CCTACGGGTTGTAAACCTCTTTTGTCGGGGAGTAACGTTAGGGACGTGTGGCTTATTGCAAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCTGTGGTCAAAGTTCCGGGCTCAACCTGGGCGCTGCATCGAATACTGCCGGACTTG

AGTGCAGGAGAGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAA

GGCGGCTTTCTGTACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5770;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATGAATTTG

TCTTCGGACATTCTCTCATACACTTGTGAACTTACACTGTTGCTTGGTGGAGATGCGGTCTAGAAATGGATGCGCGCC

ACCGAGATTTTTTCACCCAATTTTATGTCTGAACAAAACAAAAAATAAAACAAAACTTTCAACAATGGATCTCTTGGCT

CTGGCATCGATGAAGAACGCAGC 

>OTU5769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCAAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCATTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCTGTTGTGAAAGTGTGCGGCTCAACCGTAAAATTGTAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATGCGTAGTGTAGCGGTCAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGGTGCAAGTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATTCCCTAGTG 

>OTU5771;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9856),o:"Fusobacteriales"(0.

9942),f:"Fusobacteriaceae"(0.7787),g:Fusobacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGGAAAGTGCTTTCAATTGGGAAGAAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTGAATACG

TGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCTGTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTG

GTAAGTCTGATGTGAAAATGCGGTGCTCACCTCCTTATTGCGTTGGACACTACCTTACTAGAGTATCGGAGAGGTAGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGCCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGACAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGACGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTTACGGTAATCAACAAGA

AAGTCACGTCTAACTACATGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTTGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAGTGTGAAAGCCCCGGGACTAACCGAGGAACTGCGTCGGAAACTGTTTTT

CTTGAGGGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5772;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0252),g:Lactobacillus(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCGGAGTAATAAGGGTTTCGAGAGATCCGTTGTGAGTATGCGTTGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGG

AGCGCAGGCTGTCTTTTAAGTGTGATGTGAAATCCATCGGCTCAACCGGAGTAGTGCATTGGGAACTGGAGGTCTTG

AGTGCGTAAGAGGAGAGCGGAACTCGTTGTGTAGCGGTGAAATGCGTAGATATATCGAAGAACACCAGTTGCGAAA

GCGGCTCTCTAGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5774;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Gammaproteobacteria(0.8472),o:"Enterob

acteriales"(0.5023),f:Enterobacteriaceae(0.3204),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTAGGGAGTTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTTGCGGGGGAAAAACGCGCCTTGGAGGAAATGCCAGGGCGCTGATGGTACCCCGCC

AGAAAGTGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCCGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5776;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1679),g:Odoribacter(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACAAGCCAAGTAGCGTGAGGGAAGACTGC

CCGATAGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATAGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGTTAGAGGTATAATGTCATTGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGT
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ACAGACGAGGTAGGCGGAATAAGTTAAGTAACAGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAAGCA

GCTTACCAGACTGTGACTTACGCTGAAGCACGAGAGCGTGGGTAGCGGACAGCATTAGATACCCTTGTA 

>OTU5775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9180),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGAAGGCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTT

TCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5777;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9474),c:Fusobacteriia(0.8331),o:"Fusobacteriales"(0.

6138),f:"Fusobacteriaceae"(0.4224),g:Fusobacterium(0.0615); 

ACGGCCGGCCTCCTTCTGGCCTCTTCCCCCCTGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGTT

TCGGCTCGTAAAACTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAGAG

CGCGTCTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTA

GAGTACTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGA

AGCCAGCCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5778;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTCGCGTGCAGGATTACGGCC

CTATGGGTTGTAAACTGCTTTTGTAAGGGGATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCGTGTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCAGGTTAAGCGTGTAGTGAAATGTCGGGGCTCAACCTGTGCACTGCAGCGGGAACTGGTGGCCTTG

GGTACGTACAAAGTGGGTGGAATGTGCGGTGTAGCGGTGAAATGCATAGATATCGCGAAGAACGCCGATTGCGAAG

GCAGCTGACGGAGGCGCAACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5779;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTATCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTGGGGTAAGCGTGAAGTGAAATTCCGTGGCTCAACGGCGGACGTGCGTCGAGAACTGGTCCACTTG
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AGAACGCGAGAGGTTGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGAAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTAAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTAGGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATCCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTT

GAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5720); 

AGGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGAGGGGAGAGGGAAGAAGGCAAGGAGAGTGCAGGACGAC

GGCCCGATGGGTTGTAAACTGCTTTGATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAAT

AAGGACCGGCTAATTCCATGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCCACCTGGGCATTGCAGCGCGAACTGTGAGA

CTTGAGTGCGCAGGAAGTATGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCG

AAGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5782;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTTTAAACTTCTTCTATAAAGGAATAAAGTCGGGTACGCATACCCGTTTGCACGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGTTGGATGTTTAAGTGAGTTGTGAAAGATTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTAGA

GTGCAGTAGAGGCGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCCTGCTGGACTGCAACTGACATTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGAGAATAAAGTGCGGCACGTATGGCGTATTGCAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGGTAAGCCTGTTGTGAAATTTTGGGGCTCAACCGGGGAATTGCAGTTCGAACTGGCAGTCTTGA
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GTGCAGTAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGTAGTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5783;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Betaproteobacteria(0.6346),o:Burkholderi

ales(0.2679),f:Sutterellaceae(0.1291),g:Sutterella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGAACCAGCCATGCAGCGTGCAGGATGAAGGC

CTTCGGGTTGGAAAATGGTTTTGTCAGGGGCGAAAAGGACCGTGTTAATACCATGGTCTGGTGACGGCACCTGAAG

GAAAAGCACAGGCTAACTACGTGACAGCAGCCGAGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGAGCGCAGGCGGTTATGTAAGCCAGATGTGAAATCCCCTGGCTCAACCTCTGAATTGCATTTTGGACTGCAT

TACTAGAGTTCATCAGAGGGGTGTGGAATTCCTAGTGTAGCAGTGAAATGCTTAGATATCTGGAAGAACTCCAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5786;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGACCCAGCCAAGCCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTAGGGGGGTAAAGCGTGCCACGTGTTGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGATAAGCCAGTTGTGAAATGTCGGGGCTCAACCTGGACATTGCAGTGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGCCGAAGAACTCCGATGGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5787;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9736),c:Fusobacteriia(0.9462),o:"Fusobacteriales"(0.

8520),f:"Fusobacteriaceae"(0.5632),g:Fusobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTCGACAATGGAACAAAAGTCTGATCCAGCAATTCTGTGTGCAAGATGACGGT

CTTCGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTCAATCCGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTATAGGTGGTTTGGT

CAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGTTTGTGAAACTGCCTAACTAGAGGATCGGAGAGGTGGTC

GTAACTACAAGTGTAAAGGTGAGATTCGTAGATATTTGTATGAATGCCGATATAGAAGTCAGCTCACTGGACGAATA

CTGACACTGAAGCGCAAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5784;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGTTCCACCAATTCTCTTTGCACGATGAAGTTT

TTCGGAATTTAAACTGCTTTCAGCTGGGACGAAGTAAGTGTCGGTACCAACAGAGGAAGCGACGGCTACATACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAATCTTTATCCGGAATTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGAAGAAGAGGACAGT
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GGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5788;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAGAGTTAATACCTTTGCTCATTGACGGTACCAGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAAGCCCCCGGCTCAACCTCGGAACTGCATATGATACTGGCA

AGCTTGAGTATCGGGGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGT

GGCGAAGGCGGCTTACTGGACGACGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGTAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGT

CCTATGAGTTGTAAACTGTTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTTTGAATAAGG

ACCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGCTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGAGCGTACGGGCGGACTTG

AGTGCGAAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCTAAGAACTCCGATTGCGAAG

GCAGCATGCTGTAGTGCAACTGACGCTGAATCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5791;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGTATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTTCCACGTGTGGCGTTTTGTAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGGTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACGTGGGACTTGCAGCGCAAACTGTGCGACTTG

AGTGCGCACAACGTAGGCGGAATTTGTCGTGTAGCGGTGAAACGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCCCGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5790;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGAATTGTATGTACCATCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAA

GGGAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGACTGCATTGGAAACTGTCAAG
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CTGGAGTGCGCGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGC

GAAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5795;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9861),o:"Fusobacteriales"(0.

9941),f:"Fusobacteriaceae"(0.9015),g:Fusobacterium(0.3479); 

AAGGGAGGGAGAAGGGGGGAAGATGGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGG

TCTTAGGATTGTAAAGTGCTTTCAAGTGGGAAGAAACAAAGGACGGTACCAAGAGAAGAAGCGACGGCTAAATACG

TGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTG

GTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTCGGAATGCCGATAGAGCACTCAGCTCACTTGACGAA

TACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU5792;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCCACGCAGCGTGCAGGAAGAAGTC

TCTCTGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGTCTAAGAAGCCCCGTCTAACTACGTGCAAG

CAGCCGCGGTTCTACGTCGGGGGCCACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAAG

TCTGATGTGAAAGGCATGGGCTCAACCCGTGGACTGCATTGGAAACTGGCAGACTTGAGTGCCGGAGGGGTAAGCG

GAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGGGTGA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5793;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9812),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGTGCCCGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGCAACTGTTCACGCAGTGTCGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCAGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCATAGATATATGGAAGAACACCAGTGG

CGAAGGCAGCTGTCTGATCTGCGACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTCGGATTGTAAACCTTTGTAGACAGGGAAGAAGAAAGTGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAA

TAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGA
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GTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAAAAACACCGGTGGCGAAGGCGGCTCTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5798;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGTCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGCTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGGGAGGTGTGAAATGTCGGGGCTCAACCTGGGAACTGCAGCGCAAACTGGCAGACTTG

AGGGCAGAGGAAGTAGGCGGAATGCATCGCGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGAATAAAGTGTGGGACGTGTCCCATTTTGTATGTACCGTAAGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGCCTTTAAGCGTGACGTGAAATGTCCCGGCTCAACCGGGGAGTTGCGTCGCGAACTGGTGGTCTTGA

GTGAGTGCGAGGTACGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGGAGG

CAGCGTACCAGTCCTTAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5796;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTGAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTAGTCGGAATTACTGGGCAT

AAAGCGCACGCAGGCGGTTTGTCAAGTCAGATGTTGAATCCCCGGGCTCAACCTGGGAACTGTAGCTGATACTGGCG

AGCTTGAGGCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTCTAGATCTGGAGGAATACCGGTG

GCTAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5797;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Gammaproteobacteria(0.4428),o:Alterom

onadales(0.2039),f:Shewanellaceae(0.0904),g:Shewanella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGGGACGAAGGAAGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGCGTGCGCAGGCGGTTCTG

TAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAGGACTAGAGTTCATCAGAGGGGG
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GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACG

AAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5800;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTATGGTTTGAAAACTGCTTTTACGCGGGGGTAAAGGGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGAGCGGCTGATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGGCGGGGCTCAACCTGGGCATTGCAGCGCAAACTGGCAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5803;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

GCTTAACCCTGATACCACTAACATCCCTAAGCCTTTGTTTCAGGGTTCTTTGAATATCTATCACAACTATTTTAAAGCGC

CGTGGATGCCTGACCGTACCGAGGCTAACCCTAATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCC

ATCTCAAAAACATTTGGACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATT

GACATTATGGGTCTGCAAGCTGCTGATGCTAATTTGCATACTGACCAAGAACGTGATGACTTCATGCAGCGGGACCAT

GATGTTATTTCGTCAGTTGGAGG 

>OTU5802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAATTGCTTTTATGCGGGGATAAAGTGGGCAACGTGTGGCCTTTTGCAGGTACTGTATGTTTAAGG

ACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGTGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGA

GTGCACGCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATAGCGAAGAACTCCGGTTGCGAAGG

CAGCTGACGGGTGCGTAACTGACACTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4914),g:Blautia(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGCAAAGTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGTAA

GTCTGAAGTGAAAGGCAAGGGCTCAACCCCGGAACTGCATTGGAAACTGTTGAGCTTGAGTACCGTAGGGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5804;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

AAGGAAGGGAGAAGGGAGGAAGAGGGGGGAAGGGAAGGGAGGGGGAAGAAGAGAAGGAGGGTGCAGGACGAC

GGCCCTATGGGTTGGAAACTGCTGGTATAGGGGGAGAAAGTGGGCCACGTGGGGGATATTGCAGGGTGCCTATGA

ATAAGGACCGGCTAATTCAGTGCCAGCAGCAGCGGTAATAGGGTAGGTCCGGGGCTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGTGCATTGCAGCGCGAACTGGCAG

ACTTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTG

CGAAGGCAGCCTGCTGTAGCGTAACTGACGCTGTAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTTCTA 

>OTU5805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAAAGTGTGCCACGCGTAGCTTATTGCAGGTACCGTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGTCAAGCGTGTGGTGAAATGGCGGGGCTTAACCTGGGGATTGCAGCGCGAGCTGGCAGACTG

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5807;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.2524),g:Odoribacter(0.0615); 

ACGGGGGCAGCAGTGAGGAATCTTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTTAGGGAAGACTGCCC

TATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGACTGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCAGGGTTAAGCCTGGGCCAGCCATTAATACTGGTCAGCTTGAGTA

CAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCAG

CTTACCAGGCTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGCAGGTT

AAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTGCGGCAGAGGCAGG

CGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAGCGCA

ACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5808;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCACACCGCGGTAGTGAAGAAGGGT

TTTCGCCCGTTAAGCTCTGTTTTTAGAGGAGAACGTTCGGGAGAGCCACTGTTCACGCCGTGGCGGTATCCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGGAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGAC

TTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5809;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGAAAAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGAGCCA

GCAGCCGCGGTAATACGAAGGGGGCAAGCGCCATCCGGATTTACTGGGTGTAAAGGGAGCTTAGACGGCGAGGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAGCCCCGGGACTGCTTTGGAAACTGTCTTTCTGGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACAGTA

ACTGACGTTTAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCT

CTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGGAAAATAAGTCTAATGTGAAAGGCCGCTGCTTAACCGCTGAACTGCGTCGGAAACTGTTTG

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU5810;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTTTTTTCGGTGACGAACAAAGAACGTTAACCGAGTAGGAAGCCACGGCTAACTACGTGCA

AGCAGCGCCGGTAATACGTGGGTGGCAACCGTTATCCGGAATTACTGGGGGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTTAACCCATAAACTGCATTTGAAACTGTTATGCTTGAGTGGAGGAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAATACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU5812;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATAGGGGGATAAAGTGTGCCACGTGTGGCATGTTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGAAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGG

GAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTT

GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTAGCGA

AGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5813;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACACAATATG

AAGGCGGGCTGGATCCCGCCTGCTGGGCACTGCTTCACGGCGTGCGCAGTAGGGGCCGGCCCTGCTGAACTATTCAC

CCGTGTCTTTTGCGTACCTCTTGTTTCCTGGGCGGGCTCGCCCGCCACCAGGACCAACCATAAACCTTTTTGTAATAGC

AATCCGCGTCAGTAACAACGTAATTAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCA

GC 

>OTU5814;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCCGTAAACTTCGTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTT

GAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5817;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACACCGTGCAAGAAGCCGCGGTAATACGGAGGATCAGAGCGTTATCCGGATTGATTGGGTTGAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAATTTTGACGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

TTACAGTTGAGCCAGGCGGAATTCGTGTTGTAGCGGTGAAATGCTTAAACATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTACGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7643); 
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CCTTCCTTCCTCCTTCTTTCCTCTTCCCACCTGGCCGCCAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC

GGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTCATTTGACGGTAATCAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACTTAGGTGGCAAGAGGTGTCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGAAAAAGAAGTCTGATGTGAAAGCCTGCGGCTTAACCGAGGAACTGCATCGGAAACTGTATTTCT

TGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5818;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9834),o:"Fusobacteriales"(0.

9866),f:"Fusobacteriaceae"(0.6709),g:Fusobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGGAAAAAATGACGAAACCAATAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTTTAGGTGGTTGGG

TAAGTTTGATGTGAAAATGCGGGGCTCAAATCCGGATTGCGTTGGAAAATGCCAAACTAGAGTACTGGAGAGGGGG

GCGGAAGTACAAGTGTAGAGGTGAAATTCGTGGATATTTGTAGGAATGCCGATGGGGAATCCAGCCCACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAGACAGGATTAGATACCCTGGTA 

>OTU5815;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCTTTGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTA

GAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5819;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACTGAGTTTT

TAACTCTCCAAACCATGTGAACTTACCACTGTTGCCTCGGTGGATGGTGCTGTCTCTCGGGACGGTACCACCGCCGGT

GGACTACCTAAACTCTGTTAATTTTTGTCAATCTGAATCAAACTAAGAAATAAGTTAAAACTTTCAACAACGGATCTCT

TGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU5820;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTTTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA
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AAGGGAACGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAA

GACTTGAGTGCAGAAGAGGAGAGTGGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5823;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGT

CCTATGGGTTGTAAACTCTTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCATATTGCAGGTCCCCTATCTATAAGG

ACCGGCTAATTCCGTTCCATCAGCCGCGGTCATACGGAAGGTCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGA

GTGCGGGAAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5821;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5822;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCATTTATCAGGGAATAAAGTTCACCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGGTTAAGCTTGTTGTGAAATGTAGGCGCTCAACGCCGGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACACCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5826;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGATGCATCCCTTTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGTCGTTTAAGCGGGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTTCTTGA

GTGCGCGCGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCCGTAGCGCGACTGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5824;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTGAACTTCTTTTATGAGGGACGAAGGAAGTGACGGTACCTCATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAAG

CAAGTCAGATGTGAAAACCAGTGGCTCAACAAATGGACAGCAGTGGAAAATGTTTTGCTTGAGTGATGGAGAGGAA

GGCGGAATGCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGAGGCCCGCTGGAC

ATTAACTGACGCCGAGGCGCGAAAGCGTGGGGAGAAAACAGGAGTAGATACCCTGGTA 

>OTU5827;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTAGGGGTTGTAAACTGCGTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGTTTCCTTG

AGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5825;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2864),g:Alloprevotella(0.0423); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGGCGGAAGCCTGAAACAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGCCGGACGTGTTCCGGTATTGCAGGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCTGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTT

GAGTGCGCGCAGTGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5829;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.8124); 

AAGGAAGGCAGCAGTAGGGAATCTTCCAAAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGTAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACCACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGACCGGATCTATTGGGCGGA

AAGCGAGCGCAGGCGGAAAAATAAGTCGAATGTGAAAGACCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTT
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TGCTTGAGTGCAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5828;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAATCAGCCATGCCGCGTGCAGGAAGGAGGT

TCTATGGATCGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCAGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCAG

GAAAGCGGATGCTGTGGGATGAATGAGTGGTGTAGCGATGAAATGCATCGATTTCACTCAGAACACCGAAGGCGAA

AGCATCTCACAAATCCAAAATTGACGCTTAGGCACGAATGCATGGGGATCGAAAAGGAATAGATACGCTGGTA 

>OTU5831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGTTCTGTCGTCGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGATGGTAATCTACCAGA

AAGTGCCGGCTAACTACGTGCCAGAAGCCGCGGCAATATGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGGTTT

GCTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGTG

GCGAAGGCGGCTCACTGGTCTGCAACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5830;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGGCGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTGAAAGG

GTGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTGAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTGGGAGGAATGGGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5832;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0.

9934),f:"Fusobacteriaceae"(0.8505),g:Fusobacterium(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGAAAAAAAGGAGGAGAGAGAAATGAGGGGTGCACGATGACG

GTCTTAGGATTGTAAAATGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAAGAGAAGAAGCGACGGCTAAATAC

GGGCCAGCAGCCGCGGTAATAAGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTG
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GGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTG

GGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACG

AATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAGTCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTCGTACCTGGCCTTTATTTGCCGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCATCACCCTCGGTAATACGTAGGTGGCAAGCGTTCTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAAAGTGAAAGCCCACGGCTTAACCGAGGAATTGCATCTGAAACTGTTTTTC

TTGAGTGCGGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGCGTGATGAAGGGT

TTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTTACGCAGTGACGGTATCTAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGCTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTATGGCTTAACGGTGGAAGTGCGTCGGGAACTGTCAG

ACTGGAGTGCAGAAGAGGACAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9812),o:Clostridiales(0.9775),f:Rumin

ococcaceae(0.9666),g:Faecalibacterium(0.6681); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACCCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAATCCATGGGCTCAACTCATGAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGCG

GAATTCCCGGTGGAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCA

ACGGACGCGGAGGCTCGAAAGTGTGGGTAGCAAACAGGATGGATACCCTGTA 

>OTU5836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8614),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA
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AGGGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTG

CTCGAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGC

GAAGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATCGAGGTAGTAACTGGCCTTTATTTGACGGTACTCCACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTTGGCGTAA

AGCGAGCGCAGGCGGAAAAAAAAGTCTAAAGTGAAAGACCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTG

GCTTGAGTGCAGAAGAGGAGAGTGGAAGTCCATGTGAAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4563),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGCA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGGAATGGGAACTGGTGGACTTGAGGAACGGAAGGGTAA

GCGGAATTCCTAGTGGAGCGGGGAAATGCGGAGATAATAGGAGGAAAACCAGGGGGGAAGGCGGCTTACTGGAA

GGTAACTGACGGTGGGGCCCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGGTA 

>OTU5839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0712); 

CCGGGATTCAGCCTTGGTTCCTATTGTTCCATGGGCGCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTT

TCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGAAGTGACGGTACCTCATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAAGC

AAGTCAGATGTGAAAACCAGTTGCTCAACCACTGGCCTGCATTTGAAACTGTTTTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5840;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAAGGGAATAAAGTGAGCCTCGTGACGCGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGTCGATGCTCAACATCTGCACTGCAGCGCGAACTGTTTTCCTTGAG

TACGTACAACGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACGGGGCTGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGTCGGCGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAGTAAGTCTAATGTGAAAGGCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTG

TCTTGAGTGCAGGAGAGGAGAGGGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCGGTT

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5841;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGC

GCTCAGCGTCGTAAACCTCTTTAGCCGGGGGACAAAACCTCCTCGCGAAGGAGGCTTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTT

GAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5844;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

AAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCGCAACGTGTGAACTGCATCGCGAACTGGCAAGCTT

GAGTGCGCGAAACGTTGGTGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGGCGAGGAACTCCGATTGCGAA

GGCAGCTGACGGGTGGGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5846;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCTCTTTGTATGTACCTTCTGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGCAGGCGGGTGTTTAAGTCAGTTGTGAGATGCGGCGGCTCAACCGGCGGAGTGCAGTTGGAACTGGAAGTCTTG

AGTGAGCACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5843;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7787),g:Roseburia(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCCATTTGTAGGGAAGAAGAAATGACGGTATCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTCATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTTGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCAGCTTACTGGACGAT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCAGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTGAGTGCGCACGAGGACG

GTGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGCATCTGGCGAATCCGT

AACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.8864),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCGTAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGGGGTGAAGCGTGTTGTGAAATGTCGCTGCTCAACCTTTGAACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCATGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0099),g:Coprobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGTCGCAGGGCAATAAGGGTCTCGTGAGCTCCGTTTAGAGTATGCGTAGGATAAG

CATCGGCTTAATCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTTTTTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCGGCGGTGAAATCCCCGCGCTAAACGCGGGAGTTGCGTTGGGTACTGTACATCTG
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GAATGCGCTTGTCGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAGGGGTCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5847;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.5239); 

AGGGGAGGAAGAAGGGGGGAACAGGGGGGAAGGGGGGCGAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAG

GCCTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCA

GAAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGC

GTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGAGTGGAAAGCCCCGGGCTCAACCTGTGAACGGCATCTGATACTG

GCAAGCGTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGGGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACC

GGTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU5849;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTACTACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGACGGGATA

GTAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5851;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTCGCGTGCGGGAAGAAGGC

CCTATGGGTGGTAAACAGCTTTTGTCTGGGGATAAGGTGATCCACGTGTGGATTTTTGCAGGTACCATACGAATAAG

GACCGGCTAAGTCCGTGCCATCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTGGATTAAGTGTGTTGTGAAATGTAGGCGCTCAACGTCTGACTTGCAGCGCATACTGGTCCACTTG

AGTGCGCACAACGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCTCGCGGGGGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5853;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGGTTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTACATCAGAAACTGTTGAA
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CTTGAGTGCAGAAGAGGAGAGTTGAACTCCATGTGTAGCGGTCGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCACTCTGGTCTGCAACTGACGCTGAAGCACAAAAGCGTGGGTAGCACACAGGATTAGATACCCTGGTA 

>OTU5852;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Saccharofermentans(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGACTGTAAACTCCTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGCGGCTAGCGTTGCCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACCTGCAAG

TCAGATGTGAAATCCCCGGGCTTAACCCGGGAACTGCGTTTGAAGCTGCAGGTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAGGGCGTCCAACTGGGCTTTTGC

TGACGCTGAGGCTCGAGAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU5854;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:Flavobacteriia(0.0525),o:"Flavobacteriales"(

0.0352),f:Flavobacteriaceae(0.0086),g:Mesonia(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CGATGGGCTGTAAACGTCTTTAGACGCGGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGATAACTCAGTGCCAGCAGCCGCGGTAAAACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCAGCGGTGCGAGGCCCGGTCGCAACCCGGAAAGTGCCGTTGATACTGTGGGGCT

GGAATGCGGATGCTGTGGGAGGAATGAGTGGTCTAGCGGTGAAATGCATCGATATCACTCAGACCCCCGATTGCGA

AGGCATCTCACAAATCCGCAATTGACGCTGAGACACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5855;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCTGAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTTAGAAGTGAAATCCCCGGGCTCAACCTGGGAGCTGCATTTCAAACTGGTAGTCTAGAGAGTAGGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5856;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Sporobacter(0.0134); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTTTCCCCCCTGCCCCCTCCACGCCGCGTGAAGAAAGAAGGCCTTCGG

GTTGTAAACTTCTTTTCCCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCACCGGCTAACTACGTGCCCGCA

GCCGCGGTCATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGGGGGCAAGTC

AGATGTGAAATCCACGGGCTCAACGCGTGAACTGCATGGGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCGGAA
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TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAACTG

ACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.8505),g:Intestinimonas(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5858;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTTTGAGGGACGAAGGACGTGACGGTACCTCATTAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTGATACGTAGGTGGCAAGCGTAGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGG

CAAGTCAGATGTGAAAACCATGCGCTCAACCCATGAGCTGCATTTGAAACTGTCGTTCTTGAGTATCGGCGAGGCAA

GCGGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGTCGGAAGACTGATCCAGCCATGCCGCGTGAAGGATAAGGTCC

TCTGGATTGTAAACTTCTTTTGAGAGGGAGCAATAAGGTAGTCGAGACTACCGATGAGAGTACCTTTCGAATAAGCA

TCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTGTCAAGTCAGCGGTGAAACGCAAGGGCTTAACCCTTGACCTGCCGTTGAAACTGGCGGACTTGAA

TGCGGATGCTGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGC

AGCTCACAAATCCGCGATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Anaerotruncus(0.0230); 

ACGGGAGGCAGCAGTGGGGGGATATTGCACAATGGGGGAAACCTTGATGCAGCGACGCCGCGTGAGGGAAGAAG

GTTTTCGGATTGTAAACCTCTGTCTTCGGTGACGAAAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGC

AAGCAGCCGCGGTAAAACGGAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGG

CAAGTTGAATGTGAAAACTATGGGCTCAACCCATAGTTGCGTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAACCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGTTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAAGAAGGCAAAGGGGAAAGACGTCGGCTTAACCGAGGAACTGCATCGGAAACTGGGTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGGGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GAGAAGGCGGCTCTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5863;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGACGGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGTGGCAAGCTTTGTCCGGATTTAATGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAGGTCTAGTGTGAAAGCCGTAGGCTGAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAAGTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCGACTGACGCTGAGGCTCGAAAGCATGGGTGGCGAACAGGATTAGATACCCTGG

TA 

>OTU5862;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0252),g:Odoribacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGG

CGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAAGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGGGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAATAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGTTTTATTGGGCGTA
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AAGCGAGCGCAGGCGGAAAAATAAGTTCAGTGTGAAAGCCCTCGGCTTAAACGAGGAACTGCAGCGGAAACTGGTG

TTCTTGAGTGCAGAAGAGGAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTT

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5866;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Deltaproteobacteria(0.2902),o:Desulfovibr

ionales(0.1249),f:Desulfovibrionaceae(0.0457),g:Desulfovibrio(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGTCACGTGTGGCGAGATGAGTGTACCACCAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAGCAGCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGATACTGCACGACTCG

AATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAA

GGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5864;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Betaproteobacteria(0.7881),o:Burkholderi

ales(0.5023),f:Sutterellaceae(0.2864),g:Sutterella(0.0808); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGGGATGAAGGC

CTTCGGGTTGTAAACCACTTTTGTCAGGGACGAAAAGGTTCAGGCCAATACCTTGAACTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5867;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Acetanaerobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

ATTTCGGTTTGTAAAGCTCTGTCCGCGGGGACGAAAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCAAGG

CAAGTCTGAAGTGAAAGGCATGGGCTTAACCCATAAACTGCTTTGAAAACTGTTTGGCTTGAGTGATGGAGAGGTAG

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGACGGCT

CTCGGATCGTAAAGCTCTGTTGATGGTGAAGAAGGGTAGCGGTAGTAACTGGCCTTTATATGTCGGTACTCAAACAG
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AACGTCACGGCTCACTACGTGCCACCAGCCGCGGTCATACGTAGGGGGCAAGCGCCGTACGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGATAAATAAGTCGAATGTGAAATCCGGCGGCTTAACCGAGGAACTGCAGCGGAAACTGGTTG

TCTTGAGTGCAGAAAAGGAGGTTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATTGAAGAACACCGGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAGGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGACGGACGTGACGGTACCTCTTGAATAAGCCACGGCTACCTACGTGC

CAGCAGCCGCGGTAATACGTAGGTTGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTAGGGGATTAACCACTAAACTGCAATTGAAAGTGTATTTCGTGAGGGTCGGAGAGGTGG

AAGGAAATCCGAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5870;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTGTCAGGGACGAGTATAAGACGGTACCTGACGAATAAGCCACGGCTAACTATGTGCC

AGCAGCCGCGGCAATATGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

GGTCAGATGTGAAATCCACGGACTCAACTCGTGTACTGCATTTGAAACTGGTCGTCTTGAGTATCAGAAAGGCAAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGAATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5871;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGGGGAAACTCTGACGCAGTGACGCCGCGTGCGGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTATACAGGGAAGAAAAAAGACGGTACCTGTAGAGTAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGACGGGATAGTA

AGTTAGTTGTGAAATCTATCGGCTTAACTGAGGACCTGCAACTAAAACTGTTATTCTTGAGTAATGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCAACAGTGGCGAAGGCGACTTTCTGGACAGAAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5873;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CTTATGGGCTTTAAACTTTTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCACGTACTTTATGAATAAGGA
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TCGGCTAACTCCGTGCCAGCGGCCGCGGTTATACGGATGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGTAGAGTTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCG

GCCTGCTAAGCTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5872;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Intestinimonas(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTCGGGAGTGAAATCTATGGGCTCAACCCATGAACTGCTTTCGAAACTGTATCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTATAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5875;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CCTCTGGTTTTTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGGTACCCGTTTGCATGTACTTTATGAATAAGGA

ACGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGATGTTCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGATGGATGTTTAAGTGAGTTGTGAAAGTTTGGGGCTCAACCGTAGTATTGCAGTTGATACTGGATGTCTTGAG

TGCAGTAGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5874;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTCTAT

TAAGTCTGATGTGAAAGGTACCGGCTCAACCGGTGAAGTGCATTGGAAACTGGTAGACTTGAGTATTGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Negativicutes(0.8189),o:Selenomonadales(0.576

6),f:Veillonellaceae(0.3884),g:Mitsuokella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAGGCTCTGTTGTCGGGGACGAATGTGAGGACGGCGAATAGCCGTTTTCAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG
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GAAAGGGAGCGCAGGCGGGAAGACAAGTTGGAAGTGAAAACCATGGGCTCAACCCATGAATTGCTTTCAAAACTGT

TTTTCTTGAGTAGTGCAGAGGTAGATGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAG

TAGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5877;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTATGAAATGTCGGGGCTCAACCTGGTGATTGCAGCGCGAACTGTGAGACTTG

CGGGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGAGTAGATGTGGCGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCGACTGACGCTGAAGCTCGAAAGCGGGGGTATCGAAAAGGATTAGATACGCTGGTA 

>OTU5878;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAAT

AAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTGTTGAGTGCAGAAGAGATGAG

TGGACCACCAAGTGCTACACTGTAATGCGACAATACATGGAACAGCACCAGTAGCGAAGACTGCTCTATGATAGGCT

TCAGGCGCTGCAGCTCGAAGGCGTGGGTAGCAAAGAAGATTAGAAACCCTGGGA 

>OTU5879;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:Sphingobacteriia(0.4428),o:"Sphingobacteri

ales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Solitalea(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGACTGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCTGTTTGGCAAGTCAGAGGTGAAAGGCAGGAGCTCAACTGGGGAATTGCATTTGATACTGGCAGGCTTG

AATACTGTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAAG

GCAGCTCACGAAGCAGACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5880;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAGTGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGAAAAATAATTCTAATGTGTAAGACTGCGGCTAAACCGGGGAACTGCGTCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGGGGAAGTCCATGTGGAGCGGTGGAATGCGTAGATAGATGGAAGAACACCAGTGG

CGAAGGCGGGTCTCTGGTCTGCAACTGACACTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGTTGTGAAACCCAAGGGCTCAACCCTTGGCTTGCAATTGAAACTGCGGAGCTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4563),g:Ruminococcus2(0.2607); 

CCTTTCTGCAGCAGTTTTTCCTATTGCCACCTGGTGGACACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTT

CGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACTGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGAAAAGGGAGCGTAGACGGAATGGCAAGT

CTGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAATCTAGAGTACCGGAGGGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5884;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.2864),g:Odoribacter(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATACGGGAAGAATAAGTTTCGCGCGTTGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGTTAGTGGGAAAAGGACATGGCTAAAACGTGGACAGCGATTAATACTGGGCAGCGTGA

GTAAAGACGAGGTAGGCGGAATAAGTGAAGTAGCGGTGAAATGCTTAGATATAACGTAGAACTCCGATAGCGAAGG

CAGCTTACCAGGCTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5883;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTCCTTTTGTCAGGGAAGATGAACAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGATCGTAGATGGATGTTTAA
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GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGCG

GAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGTAAC

TGACGCTGAAGCTCAAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGAGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCGGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCACTGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCTGAGGTGAAATCTATGGGCTCAACCGGTGAACTGCATTTGAAACTGTAGATCTTGAGTGTGGGCGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGTCCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTTGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTAGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGCCAGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5887;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCAAACTA

GAGTACTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGA

AGCCAGCCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCGTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG
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AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9798),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTAGAGAAGAAAGTGGGAGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGGGACAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGATCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCACAGAACTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCTTAGATATATGGCAGAACACCAGTT

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5889;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCAGAATGGGCGCAGGCCGGATGCAGCCATGCCGCGAGTATGAAGAAGGA

CTTCGGGTTGTAAAGTACTATCAGAGGGGTGGAAGGGAGTAAAGTTAATACATTTGCGCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTAAAATCCCCGGGCTCTACCTGGGAACTGCATCTGATACTGGCA

CGCTTGAGTCTCGTAGAGGGGTGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCTAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5890;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATGTTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCCGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAATCAGATGTGAAATCCCCGGGCTCGACAAGCGAACTGCATCTGATACTGGCG

AGCTTGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGCGAAAGGCGTAGAAGTCTGGAGGAATACCGGT

GGCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU5892;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGGATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGAACTGCAGTTGAAACTGGAAGTCTTG

AGTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5895;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_

XI(0.0000),g:GpXI(0.0000); 

GCGTCCGGTTACAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCCGGAACCCCTGCCGTTCTTACTGACGC

AGAAGACCACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCG

CCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAAC

AATTTTAATTGCAGGGGCTTAGGCCCCTTACTTGAGGATAAATGAGGTCTAATATTCAAACTGGCGCCGAGCGTATGC

CGCATGACCTTGCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTATTACCATTTCAACTACTCCGGGTATCGCT 

>OTU5893;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.36

39),f:Erysipelotrichaceae(0.1872),g:Bulleidia(0.0326); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTTGTAAGGGAAGAAATGTACTGTGAGAAACAGTACTTGACGGTACCTTACCAGAAAG

CTACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGG

GTGCGTAGGCGGCCATTTAAGTTCATGGTGAAAGCGTGGGGCTCAACCCCATAAAGCCATGGATACTGGATGGCTG

GAGTACTGGAGAGGGTAGTGGAATTCCATGTGTCGCGGTAAAATGCGTAGATATATGGAGGAACACCGGTGGCGAA

GGCGGCTAACTGGACAGAGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU5894;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Deltaproteobacteria(0.5195),o:Desulfovibr

ionales(0.2679),f:Desulfovibrionaceae(0.1098),g:Desulfovibrio(0.0157); 

GTGTCAGCCGCCGCGGTAATACGGAAGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCA

TTGTAAGTCAGTGGTGAATGCCCTCGGCTCAACCGGGGAATTGCCATTGATACTGCTTTGCTTGAGTCTCGGAGAGGC

AGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGCCTAACTGGAC

GAGTACAGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGTTTAGATACCCTGGTAGTCCGCACAGTAAACGAT

GTGCACCAGGTGGCGGGGGTAGAACCCCCGGTACCGTAGCAAACGCATTAAGTGCACCGCCTGGGGAGTATGCTCG

CAAGGGTGAAACTCAAATGAATTGACGGGG 

>OTU5896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGGGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAA
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GACTTGAGTGCAGAAGAGGAGAGTGGAGCTCCATGTGTAGCGGTGAATTGCTTGGATATATGGACGACCACCAGTG

TCTACACCGGCTCCCTGGTCTGTGCCTTTCCGTGCGGCTCGAGAGCGTGGGTCGCCGACAGGATTAGATACCCTGGTA 

>OTU5897;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clostri

diaceae_1(0.0086),g:Clostridium_sensu_stricto(0.0043); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTATTATGTGACAAAGGAAGTGATGGTAGCATAATAGAAAGCTACGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCGAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTCTAATGTGGAAGTCTGTGGCTTAACCATAGGAGTGCATTGGATACTGGTTGACTAGAGTATGGAAGAGGTAA

ACGGAACTACTAGTGTAGCGGTGGAATGCGTAGATATTAGTAAGAACACCAGAGGCGAAGGCGGTTTACTGGGACA

AAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5899;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGAGAAATTGCGCTACGTGTGGCGTATTGCAGGTACCGGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGATTAAAGGG

AGCGGAGGCCGACTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGAGCCTTGCAGCTCGAACTGGCAGCCTTG

AGTGCACACGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTACTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5900;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCTGAAGCCTGAACCAGCCAAGTAGGGTGCAGGGCGACGAC

CGTATGGGTTGTAAACTGCTTTTATGTGGGGAAAAAATGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGTCCAGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATCGCGAAG

GCAGCTCACGCGCGCCTCACCGCTGCTCATGCCCGCAAGTGCGGGTATCGACCAGGATTAGATACCCTGGTA 

>OTU5898;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTTGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATCGGGGGATAAAGTGTGCAACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAAGACGGAAGGTCCGGGCGTTATCCGGACTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCTGGGCTCAACCTGGGCAGTGCAGCGCGAACTGTGAGACTT
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GAGTGCGCAGGAAGGAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACCCCGATTGCGAA

TGCAGACTCCTTTAGCACAACTGACGCTGAAGCTCGAAAGCGTGGGGATCCACCAGGATTAGATACCCTGGTA 

>OTU5901;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGAAAAGGGGTCCCACGTTTGCCATATTGCGGTACCCCTTGGATAAGG

GACGGGCAAATCCGGTCCCAGCGGCCGCGGTATTACGGAAGGCCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTAGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5904;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0.

9934),f:"Fusobacteriaceae"(0.8505),g:Fusobacterium(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACCAAAGGTCTGATCCAGCAATTCTCTTTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCACTTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCCGCCTCCTCGGTAATACGTATGTCGCATGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTA

AGTCTGATGGGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAATTACAAGTGTAGAGGTGAAATTCGTAGATATTTGAAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCAAAATGGAAGCAAGTCTGATGGAGCAAAGCCGCGTGAGTGAAGAAGGT

TTTCGGATAGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCGAGAAGCCGCGGTAATACGAAGGTGGCAAGCGTAGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGAGGAATGAGAACTCTGATGTGAAAGCCCACGGCTTAACCGTGGAACTGCATCGGAAACTGTC

ATTCTTGAGTGCAGAAGAGGCGAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGCAGAACACCAGTT

GCGAACGCGGCTCTCCGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTCAAGCTCTTTTGTTGGTGAAGAAGGATAGTGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCCGA

AAGTCACGGCTAACTACGTGCCACCAGCCGCGGTGATACGTCGGTTGCCTGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAAGAAGTCTAACGTGAAAGCTCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTC



6085 

 

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGGGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGACATGCAGTCGCTCAACTTCTGCACTGCAGCGCGAACTGCCCAGCTTG

AGTTCGCGCAACGTTGACGGAATTCGCCGTGTAGCGGTGAAATCCTGAGTAATGGAAAAGAACTCCGCTTGCGAAG

GCAGCTGACGGGTACGTAACTGACGATCATGCTCAAAAGTGCGGGTATCGACCAGGATTACATACCCTGGTA 

>OTU5908;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0110); 

ACGGTAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

TCTATGGATTTTAAACTGTTTTTGTGCGGGGATAAAGTGGGCTACGCGTGGCCTTTTGCAGGTACCGCATGAATCAGG

AACCGCTAATTCCGTGCCAGCAGCAGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGCAGGCAGCCGGGCAAGCGTGATGTGAAAGGCAGTCGCTCAACGTCGGCACTGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGTAGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5907;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGCGCGGGACGTGTCTCGCATTGCATGTACCATTTTAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGGCATGAAATGCCGTCGCTAAACGGCGGAGGTGCGGAGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAGTTCGTGGTGTGGCGGTGAAATGCTTAGGTATCACGAAGAACTCCGATTGCGAAG

GCAGCAGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTG 

>OTU5905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3544),g:Coprococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGCAGGTGGCGTGGTAA

GTCAGAAGTGAAAACCCGGGGCTCAACCCCGTGGATTGCTTTTGAAACTATCATGCTGGAGTCCGGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGGT

ACTGACACCGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAGCTCCTTTGTTGGTGAAGAAGGATAGAGGTAGTAAATGGCCTTTATTTGACGGTAATCGACCAG

AAAGTCGCGGTCAATTACGTGCCAGCAGCTGAGGTAAAACGTAGGTGGGAAGCGCTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAATCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCGGAAGAGGAGGGTGGAACTCGTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGATAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCT

CTATGGGTTGTAAACTTCTTTTATAAGAGAATAAAGTGCATCACGTGTGTTGTTTTGTATGTATTTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGAAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCATGCTGGAGT

GCTGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTTCTGGAGCGTAACTGACACTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5911;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGAGCGTAAAGCTCTGTTGTGGGTGAAGAAGGAAAGAGGTATTAACTGGCCTTTATTTGAAGGTACGCAACCA

GAAACTCCCGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGGACTGCATCGGAAACTGTTT

TGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5912;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lachn

ospiraceae(0.8146),g:Blautia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCGGCGACGCCGCGTGAAGGAAGACGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAATAAGCCCCGGCTCACTACGTGCCAC

CAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTGGCAAG
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TCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCGTACTTGAGTGCCGGAGGGGTAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5913;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.1872),g:Fusicatenibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTA

TTTAGGTATGTAAAGCTGTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCTGCTGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACCGCATTGGAAACTGTCAAGCTGGAGTGTCTGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5915;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGACAAGTAGTGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGTATTGCAGCGCGAACTGGGAGACTGT

AGTGAGCAGGAAGTAGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACCCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTAAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5914;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGTTTGTAAACTGCTTTTTTAGGGGGATTAAGTGTGCCACGTGTGGCATATTGCCGGTACCCTTTCAATCCGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGGTGTGAAAAGTCGGGGCCCAACCTGGGCATTGCAGCGGGAACTGTGAGACTTG

AGTGCGCTGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5916;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTAGCGTGCATGATGACGGC

CCTATGGGTTTAAAACTGCTTTTATAAGGGAATAAATGGAGGCTCGTGAGACTTTTTGCCTGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCGGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCTTGAAGTGAAATGTCGACGCTCAACGTCTGCATTGCAGCGCGAACTGGTTTCCTTGA
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GTACGCACAAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGAAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5917;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGAAACTGGAAGTCTT

GAGTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5919;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGCTATCCGGATTTATTGGGCGTAACGCG

CGTCTAGGTGGTTTTGTAAGTCTGATGTGAAAATGCGGGGCCCAACCTTGGAACTGCATCTGATACTGGCAAGCTTG

AGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAA

GGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5918;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2524),g:Oribacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGCAACTCTGATGCAGCGACGCCGCGTGAGTGAAGACGTA

TTTCGGTATGTAAAGCTCTATCCGCAGGGAAGATAATGACAGTACCTGCCTAAGAAGCCCCGACTAACTACTTGCCAG

CAGCCGCGGTACTACGACGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGGAGACGGAACGGCAA

GTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGTTCTAGAGTGGCGGAGAGGTAAGTG

GAATTCCGGGTGTAGTAGCGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACGATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5920;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCAAGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTACATCGGAAACTGGCAGACT
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TGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGTAACCGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5922;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGCAGCGTGAGGGATGACTGC

CCTAGGGGTTTTAAACTTCTTCTATAAAGGAATAAAGTCGGGTATGGATACACGATGGCATGTACTTTATGATTAAGG

ATCGGCTAACTATGTGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTTATGCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTAGAG

TGCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCGATTGCGAAGGC

AGCTTGCTACACTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5923;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCTTAAAGCTCTGTTGTTGGTGAAGTAGGATAGAGTTTGTAACTGGCCTTTATTTTACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGAGGAAAAAGAAGTCTAATGTGAAAGCCGTCGGCTTAACCGAGGAAGTGCATCGGAAACGGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAAGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU5921;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1485),g:Ruminococcus2(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAGGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGACTGCATTGGAAACTGTCAAGCTGGAGAGGTAAGCGGAAC

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAACTGA

CGTTCAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5924;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCGGTCACTGGTCTTTATTTGCCGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGCAGGCGGCCGGGTAAGCGTGGAGTGAAAGGCATTCGTTCAACGTCTGCACTGCAGCGCGAACTGCACA
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GCTTGAGTGCGGGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATTG

CGAAGGCAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU5925;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCAAATGTAAAAGCCCTCGGCTTAACCGAGGAACGGCGTCGAAAACTGTTTT

CTTGAGGTGAAAAAGGGAAGGGTGAACTTCCAGGTTAGGGGTTGAATGCCTTGATAATATGAAGAACCCCCATTGG

CAAGGCCGGCTCTCTGGTCGCCACCGACCCCGGGGCTCGAAAGGCAGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5926;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTGCGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTTGGTTAAGCGTGACGTGAAATGTCGGCGCTCAACGGCGGAAGTGCGGCGCGAACTGGTCCACTTG

AGTAAGTGGGACGGTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCGACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5927;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTGCGGGACGTGTCGCGTTTTGTATGTACCATCCGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACCATTAAGTGAGTTGTGAAATCCGGCGGCTCAACCGTCGGACTGCAGTGGATACTGGGGGTCTTG

AGTGCACACAGGGATGGCGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACCCCGATCGCGAAG

GCAGGCAGCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5928;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CTTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG
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TGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTGCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5929;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAACGGCGGGACGTGTCCCGCTTTGTATGTCCCATCAGAAAAAGG

ACCGGCTAATTACGTGTCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGGTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGCCTTG

AGTTCACACAGGGATGCCGGAATTCATGGTGTTGCGGTGCAATGCTCAGATATCAAGAAAAACCCCGATCGCGAAGG

CAGATGCCCGGAGCGCAACTGGCGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAAATACCCTGGTA 

>OTU5930;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGGGAAATGTGGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGGGATTT

GAGGGCGCAGGAAGTAGGCGGAATTCGTCGTGAAGCGGTAAAATGTTGAGATTTGACGAAAAACTCCGATGGCGAA

GGAAGCCTGCTATAGCGCAATTGACGCTGAAGCTCGAAAGCGGGGGTATCGAAAAGGTTTAAATACCCTGGTA 

>OTU5932;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAAGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCATATGAATAAG

GACCGGCCACTTCCGTGCCAGCAGACGCGGTAATACGGAAGGTCCGGGCGTTTGCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGGGTTGTTAAAGGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACGGCCCGGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGAGTGCGTAACTGTCGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5931;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9711),o:Burkholderi

ales(0.8303),f:Sutterellaceae(0.6350),g:Sutterella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTTTAAACTGCTTTTGTCAGGGACGAAAAGGATCGTGCTAATACCCTGGTCTGCTGACGGTACCTGAAGAA

TACGCACCGGCTCCCTACGTGCCAGCAGCCGCGGTCATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCCGGCGGTTCTGTAAGACAGAAGTGAAATCCCAGGGGTCAACCTGGGAATCGCATTTGTGACTGGAGG

ACTAGAGTTCAGCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAAAGCGTAGATATTTGGAAGAACACCAATGG
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CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGGGGGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU5934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCCGTTGATGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTGATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAACTAAGCGTAACGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGAGTACGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTTTCCGGGCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.5632),g:Eubacterium(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCACAGGGAAGAACAAAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTAAG

CAAGCGCGGGGTTTAATTTCACGGCCCAACCGTGAACCGCCGTGCGAACTGTCTAGCTTGAGTACAGGAGAGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACTG

AAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5936;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0560),g:Paraprevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCATGCCGCGTGCAGGATTACGGCC

CTACGGGTCGTAAACCGCTTTTACTTGGGAATAAAGTTCGGGACGTGTCCCGCCTTGTATGTACCATCAGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTGGGACTGCAGTTGAAACTGGAAGTCTTGAG

TTCACACAGGGATGCCGGAATTCGTGGTGTAGCGGTGAAATGCACAGATATCATGAAGAACTCCGATCGCGAAGGC

AGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5935;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTCAGGAATATTGGTCAATGGGCGCAACTCTGACCCAGCCATGCAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACCTCTTTTGCTGCGGAATAAAGTTCGGGACGCGTCCCCCATTGCAAGTACCCTTTGAATAAGTA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCCGTGGGTTAAGCGTGACGTGAAATGCCGTCGCTCAACGGCGGTCGTGCGGCGCGAACTGGTCCACTTGA
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ATACGCAGGACGTTGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CATCTCACGGCAGCGCGATTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5937;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Pepto

streptococcaceae(0.5991),g:Clostridium_XI(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTGGAGGTGGAAGCCCCGGCGAACTATGTGTCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTATGCATTTGAAACTGGAGGACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5938;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTAACAGGGACGAAGGACGTGACGGTACCTGGAGAAAACGCAACGGCTAACTACAT

GCAACCAGCCGCGGTGATACGTAAGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCTGAGAT

GAAAGTCGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCGAAACTGGTTCTCTTGAGTATCGGAGAGGCA

AGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCGTCCTGGTCC

TTTACTGACACTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5940;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Pedobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGTGCAAGCGTGCCGTGAAAGCGCGGGGCTCAACCCCGTACAGCGGCGCGAACTGCTCCCCTTG

GTTGCGGGAAGGGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGAGATTAGGAAGAATACCAGTGGCGAA

GGCGCCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5939;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.1872),g:Sarcina(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAACGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATCTAGGCGGTATCTCAAG

CTTGGTGTGAAATGCCGGGGCTTAACTCCGGAACTGCATTGAGAACTAAGATACTGGAGTCGCTGAAGTGCAGCCAG
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AATTCCTGGTGTAGGGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5941;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0457),g:Clostridium_XI(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGTGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCTGTTAA

GTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGCCTTGAGTTCACACAAGGAAGGTGG

AATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCCAGCTTACTGTAGCGCCACT

GACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVb(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGGAACTCTGATCCAGCAACGTCGCGTGAAGGAAGAAATA

CCTCGGTATGTAAACTTCCATCTATACGGAAGAAAGAGATCATGGTACCTGAATAAGAAGCATCGGCCAAATACGTG

CCAGCAGCCGCGGCAATACGGATGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGTTATA

TAAGTCATATGTGAAATTCTGGGGCTCAACTGCTGAGCTGCGTAGGGAACTGTGTAACTAGAGTACAGGAGACGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTAGACTG

ATACTGACACTAAGTCACGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU5942;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Pseudoflavonifractor(0.0519); 

ACGGAAGGCAGCAGTGGGGAACATTGGGCAATGGGCGCAAGCCTGACCCAGCAGCGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTACACTTCTTTTATCAGGGACGATAATGACGGGACCTGATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGGTGGAGAGGCAAATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTTGCTGGACACTAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5944;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAATGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGTAATATGGATTACGTGTAGTCTTATGCGAGTATGCGTCGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTAGGAGGGCAAATGCTTCTGTCCAACAGGAGTTTGCATTGAAAACTGTCTGACTAGAAT
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GTAAACGGCGAAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAGGCA

GCTAGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5946;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAAGAGGGGAAAAGGGGGGAAAGAAGGATGCAGAAACGCCGAGTGAGTGATGACG

GTCTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTT

AAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGGATCTAGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5948;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAGTAAAGTTATGTATGTGTGCTTGTTTGTAAGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGAGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTATGCCTTGAG

TGTAGGAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATGGCGAAGG

CAGCTTGCTGGACGGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTGTTGTTGGAGAAGAACGTACGAAAGAGTAACTGTTCACGCAGTGACGGTATCCACCGA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTACTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCCCCGGCTCAACCGAAGAAGTGCATCGGAAACCGGG

CGGCTTGAGTGCAGAAGAGGACAGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAATACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCGACTGACGCTGAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU5945;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGCTGTAAACTCCTTTCGTCAGGGAAGAGGAGAAGACGGTACCTGGCGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGCCGGGTCGGT

AAGTCAGATGTGAAATCTACGGTCTCAACACGGGAACTGCATTTGAAACTGCTAGTCTTGAGTGTCGGAGAGGCAAT
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU5951;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0087); 

CCGGAAGGCAGCAGTGATTTCTATTGGTCAATGGTCGGAAGACTGAACCATCCATGCCGCGTGCAGGAAGGAGGTC

CGATGTATTGTAAACTGCTTTTTTTGGGGAATAATAAGACTTTTGCGAAGGTTTATTCATTTACCCGAAGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCCCTGCAGCGCGAACTGGTTTTCTTGAGT

GCGCTGAAAGCGGGCGGAATTTGCGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAGGCA

GCTCGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAACAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTTGATTTTAAACTGGGAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGGGGTGAAATGGGTAGAGGTTAGGAAGAACACCAGGGGGGAAGGCGGTTCTCTGGAATGG

AAATGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU5949;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCGTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGTGTAGGCGGGAAGGCAAGTCAGATGTGAGAACTATGGGCTCAACCCGTAGCCTGCATTTGAAACTGTTTTTCTTG

AGTACTGGAGAGGCAGGCGGAATTCCCAGTGTAGCGGTAAAATGCATAGATATGACACAGAACACCGATTGCGAAG

GCAGCATACTGGACTGTAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5952;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9938),o:Campylob

acterales(0.9821),f:Helicobacteraceae(0.9759),g:Helicobacter(0.7643); 

ACTTTCTTCCTCCTTCTGGAATATTTCTCCCTGGTGGCCACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGTTTTC

GGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGC

CGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAAGTCA

GATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGCTACTCTAGAGTATGGGAGAGGTAGGTGGAAT
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TCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATAACTGAC

GCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5954;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAAAATTGGTCAAAGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

TCTAAGGATTGTAAACCTATTTTGTCGGGGAGGAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAA

GCAGCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCTGTAAGTCAAGTCCGCGGTGAAAAGTCGGTGCTAAACCTTGAGGGTGCCGTTGAATCTGATTTACT

AGAATGTGGATGATTCCGGCGGAATGTGTCAAGTAGCTGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGA

AGGCAGCTGGCATAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACATGATTAGATACCCCGGTA 

>OTU5953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAATGCATGGGCTTAACCCATGAGCTGCCGTTGAAACTGGTGGGCTTGAATGCGGATGCCGTTGG

AGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGCATCTGACGAATCCGC

GATTGACGCTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU5955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCTGGTAA

GTCAGTGATGAAAACTGAGGGCTCAACCCTCAGCCTGCCACTGATACTGTCAGACTTGAGTATGGAAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5957;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0519); 

ACGGGAGGCAGCAGCTATGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTATTAGGACTGAGGAATAAGTAAAGTGAGAGAAACGCTTCATGGTGACTGTAGGATAT

GAATAGGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTCCGAGCGTTGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGGACTGCGTTGGAAACTGC

AGGGCTTGAATCGCTGAGGGGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATACCGA
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TGGCGAAGGCAGGTTGCCAGCAGATGACTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU5956;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.4311),c:Spirochaetia(0.2321),o:Spirochaetales(0.101

5),f:Spirochaetaceae(0.0355),g:Treponema(0.0087); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTATTATGACTGAGGAATAAGTGAAGTGAGGGAAACGGTTCGTGGTGACTGTAGGTCAT

GAATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCG

TAAAGGGTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGA

AACTTGAGTGCAGGAGAGGCTAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGTTAGCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5958;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTTTTATAAGGGACGAAGCATGACGGTACCTTATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAATCATGGGCTCAACTCATGACCTGCATTTGAAACTGTGGTTCTTGAGGGTCGGAGAGGTAACT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTTACTGGACGATT

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5959;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTAGCGTGCGGGAAGGAGGC

CCTATGGGCCGTGAACTTCTTTTGCCTGGGGGTAATAAGGGCGTTGTGTACGTTCGATGAGAGTACCAGGGGAATAA

GAATGGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGTTGTGAAATTCCGGGGCTCAACTCTGGGGCTGCCCTTGATACTGTCGCTCTT

GAGTACAGAAGCGGTCGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCTGGTCCGTAACTGACACTGAGGCACGAAAGCGTGGGGATAAAACAGGATTAGATACCCTGGTA 

>OTU5961;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0113),g:Parabacteroides(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTAAGTGGCACAACCATGGAACAGCAGTGGAAGCGGGTTGGCTTG
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AGGACGTACGGGGCAGGAGGAATGAGTGGTGGAGAGGAGAAATGCATAGCTATCACGCAGAACCACGAGCGCAAA

GGAAGCCTACCAGGCCGTGACTGACACTGATGCAAGAAAGGGAGGGGAGCGAACAGGATTAGAAACCTGGTA 

>OTU5960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGTAGCAACGCCGCGTGAACGATGAAGGT

TCTCGGATTGTAAAGTTCTTTTATTAAGGACGATGAAGTGACGGTACTTCATGAATAAGCTCCGGCTAACCATGTGCC

AGCAGCCGCGGATACACGTAGGGAGCACGTGTTGCCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU5963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.7428),g:Roseburia(0.3915); 

ACTTTAGGCCTCAGTTGGGACTATGGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGCGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACAAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTA

AGTCTGATGTGAAAGCCCGGGGGTCAACCCCGGTAGTGCATTGGAAACTGGTCATCGAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACCAGTGGCGAAGGCGGCTTACTAGACGAT

AACCGACGCTGAGGCTCGAAAGCGCGGGGCGTCAACAGGATTAGATACCCTGGTA 

>OTU5962;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTGCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTTACACCGTGCCAGCAGCCGCGGTAATACGGAGGGTGAAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCACAACCTGTGGACCGCATCCGATAGTAGCA

AGAGTGATTATCGGAGAGGGGAGTAGAGTTCCAGAGGTAGAGGTGAAATGCGTAAAGATCTGGAGGAATACCGGT

TGCGAAGTCGTACCCCTGGACGAAGACAGACGCTAAGGTGCGAAAGCATGGGTAGGGAACAGGATTAGATGCCCTG

GTA 

>OTU5964;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCGGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGCGTGCCTTATTGCAGGTATCGTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGTTAAGCGTGTGGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGGCTAG
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AGAGCACAGGAGGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCAGCCTGCTGTAGCGTATCTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU5965;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCGTGCAAGCGTGTGGTGAAAGGCAGTGGCTCAACGTCTGAACTGCCGTGGGAACTGGCGAGCTT

GAGTGCGTGTAAGGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGGCGGGTGCGTAACTGACGCTCATGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5967;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0423); 

ACGGTCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCC

TATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCGCAGCTTGA

GTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5966;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTAGGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCCACTCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCCAATTCCGTTCCATCAGCCGCGGTAATACGGAAGGTCCGGTCGTTATCCGGATTTATTGGGTTGAAAGGG

AGCGCAGGCCGGCGGGCAAGCGAGTTGTGAAATGCAGTGGCTCAACGTATGCACTGCAGCGCGAACTGCCCAGCTT

GAGTGCGCGCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5968;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Strepto

coccaceae(0.0355),g:Streptococcus(0.0087); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGCAACCCTGACTGGGCAACGACGCGTGAGTGAAGAAGGTT

TTCGGACCCTAAAGGTCCGTTGTATGTCAAGAAAGGTTGTGAGAGTGGACTGTTCACACAGTGACGGTAGCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGTCGAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTTGGTAAGTCTGCTGTGAAAAGGCGGGGCTCAACCATGTATTGCGTTGGAAACTGTCAA

ACTAGAGTACTGAAGAGGTGGGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATATGTAGGAATGCCGGTGG
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GGAAGGCGGCTCTCTGGTCTGATACTGACGCTAAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU5969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9798),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAGGTCACGGCGAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCCGTGGCTCAACTAAAGAAGTGCAGCGGAAACTGTAA

GACTTGAGTGCAGAAGAGGAAAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCAGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5973;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TAATAAGAACGAACCATCAAACAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGCGGGTGTCAATCCTGA

CGGTTATTTCCTATACCACTTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACA

GCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTA

GCGCCAATATGAGAAGAGCCATACCGCTGAGTCTGCGTTTGCGGATGAACTAAGTCAACCTCAGCACTAACCTTGCG

AGTCAGTGCTTTGATGTGGTCAGTGGTAAAATACTGACCAGCCGTTTGAGCGTGAGTAAGCATTTGGCGAATAATCTC

GGAAACCTGCTGTGGCGTGGAAAGATGGGTGTGGTCCAGAATAGA 

>OTU5971;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_4(0.0113),g:Geosporobacter(0.0056); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAGACTCTGACGCAGTGACGCCGCGTGCAGGAAGACGGT

TTTCGGATTGTAAACTATTTTCTATAGGGAAGAAAAAAGACAGTACCTAACGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGCGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGCATGCAA

GTTGGTCGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACGAAAACTGTATGTCTTGAGTGCAGGAGAGGTAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCGAGCAGGATTAGATACCCTGGTA 

>OTU5972;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCGCCAAGTTGGCTTGCAGGATGCGGGC

CTTATGGGTTGTAAACTGCTTTTATAGGGGGTTAAAGTGTGCCAGGTTTGGCATATTGCAGGTACCCTTTAAAAAAGA

ACCGGCTAATTCCGTGCCACAAGCCGAGGTAATCGGGAGGGTCCGGCCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTCGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA
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GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5970;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAATGAGGCC

TTAGGGGTGTAGAGTACTTTCAGCGGGGAGGAAGGGAGTAAGGTTAATACCTTTGCTCAGTGTAGTGACCGGCAGA

AGAAGCACCGGCTAAGTGCGAGCCAGCAGCCGCGGTAATACGGAGGGTGCACTCGGTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAACACTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTAGGCCACGCGTTGCCTTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGTAAGTGTGTTGTGAAATGTAGTCGCTCAACGTCTGCACTGCAGCGCATACTGCTCAACTTGA

GTGCGCGCATCGTGGGCGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAAACCCGATTGCGAAGG

CAGCTGGCGGGGGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5976;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATACG

GCACGGCTCATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGAGGCTCAACCGTGGCACTGCAGCGAGAACTGGGGGGCTT

GAGGGCGCGCAGCGCAGGCGGAACTCGGGGTGTAGCGGGGAAATGCGTAGATATCACGAAGAACTCCGATCGCGA

AGGCAGCCTGCTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU5977;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Dorea(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGATGCAGCGACGCAGCGTGAAGGATGACGGC

TTTCGGTATGTAAACTTCTATCAGCCGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGATAACTACGTTCCA

GCAGCCGCGGTACTACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTGGACGGCTGTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAACCGGTGGACTGCTGTGGAAACTGGGGAGCTAGAGTGACGGAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACCCCAGTGGCGAAGGCGGCTTACGGGACGAT

GACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5974;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumin

ococcaceae(0.0099),g:Intestinimonas(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACTTCTGTTGTAGAAGACGAAGGAAGTGACGGTATCTTGTGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGGCCG

GTAAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTTGAAACTGTCGAACTAGAGTGCCGGAGGGGT

AAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCAATTGCGAAGGCAGCTTACCGTAGA

GTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5979;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Spirochaetaceae(0.0000),g:Treponema(0.0000); 

GCGTGTGCGGTTATCACGCCGCAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGTC

GGTTTTCTGCTTAGGCGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATAAGCTGGTT

CTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATAG

TTTGACGGTTAATGCGGGTAATGGTGGTTTGCGTCATTGCATTCAGATGGATACATCTGTCAACGCCGATAATCAGGG

TGTTGCTGTGGGTGCTGATATTGCTTTT 

>OTU5978;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0066); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGGGGCAACTCTGACGCAGTGACGCCGCGTGTAGGAAGAAGGT

TTTCGGATTGTAAACTTTTGTTGTTAGGGACGAAAAAAGACAGTACCTAAGGAGTAAGCTCCGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGCATGCA

AGTTGGTTGTGAAATCCCTCGGCTTAACTGATGAACTGCAACAAAAACTGTATGTCTTGAGTGCAGGAGAGGTAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5981;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9726),o:Burkholderi

ales(0.8737),f:Sutterellaceae(0.7428),g:Sutterella(0.6200); 

ACGGGAGGCAGCAGTGGGGAATTTTGGTCAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGCC

CTCGGGTTGTAAACTGCTTTTTTCAGGGGCGAAAAGGACCATGTTAATACCATGTTCTGCTTACGGTACCTGAAGAAT

ACGCACAGGCTAACTCCGTGCCAGCCGCCGCGGCAATACGTAGGGGCCAAGCGCTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAGGA

CTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGC

GAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6104 

 

>OTU5980;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGTCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCTGGGAGGAAGGGAGTTTAGTTAATACCTTTTCTCTTTGACGTTACCCGCAGAA

TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGTGGTTTGTTAAGTTGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTAAAACTGACAA

ACTTGAGTATCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAATACCAGCG

GAGAAGGCGGCCACCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU5982;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGCGGGCAAGCGTGGTGGGGAATGGAGGGGGTCAACGTAGGCACTGCGGCGCGAAGTGCCCAGC

TTGAGTGAGCGGAACGTGGGCGGAAGTCGGGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGC

GAAGGCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5985;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9867),c:Fusobacteriia(0.9726),o:"Fusobacteriales"(0.

8955),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCCCGATGACGGT

CTTCGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGACGCACGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAAATCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGG

AGGAACGACAAGTGTAGAGGTGAAATTCGGAGATATTTGAAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGA

ATAATGACACTGAAGAGCGAAAGCATGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU5984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCATGTACTGCATGAATAAGA

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCAGACGGGCAAGTCAGTTGTGAAATGTAGCGGCGCAACGTTAGAACTGCAGTGCGAACTGCCAAGCTTG

AGTGCGGGAAAGGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGTGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 



6105 

 

>OTU5983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Pedobacter(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCATGCCGCGTGAAGGATTGAGGCC

CTATGGGTCGTAAACTTCTTTTGTGGTGGAGTAATAAGGCGTACGTGTACGCCGATGAGAGTACATCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTCGACAAGTCAGGGGTGAAAGCCCGGCGCCTAACGCCGGAACTGCCGTTGATACTGCCGAGCTGG

AATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTGCTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU5986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.8146),g:Roseburia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGC

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCAGTGGAAACTGTCGGACTAGAGGTTCGGAGGAGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTTGATATTAGGAGGAACACCAGTGGGGAAGGCGTCTTACTGGACGA

TTACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5989;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9820),o:"Fusobacteriales"(0.

9821),f:"Fusobacteriaceae"(0.5991),g:Fusobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTCTGTGCACGATGAAGTTT

TTCGGAATGTAAAGTGCTTTCAGCTGGGACGAAGTAAGTGTCGGTACCAACAGAAGCAGCGACGGCTAAATTCGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTAAAAATGCGGGGCTCAACTGCGTATGGCGGTGGAAACTGGCTGACTAGAGTGTCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTAGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAAA

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5988;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.2586),c:Fusobacteriia(0.1159),o:"Fusobacteriales"(0.

0547),f:"Fusobacteriaceae"(0.0149),g:Fusobacterium(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGCGCGTAGGCGGGACG

CCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTGGAGACGAGACGAGGGA

GGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCTGACGGGTG

CGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5987;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGAGTGCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAG

TGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTACTGGACGATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU5990;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGGAGGATGAAGGT

CCTATGGGTTGTAAACTGCTTTTGTAGGGGAGTAAAGTGGGCCATGTGTGGCACGTTGAGAGTACGGGACGAATAA

GCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGATTGTTAAGCGTGCTGTGAAATCTCGCGGCTCAACCTGGGCACTGCCGCTCGAACTGGCTGTCTG

GAGTGCGCACGGCGTCGGCGGAATTTGTCATGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATTGCGAA

GGCAGCCTGCGATGCCGCTACTGACGCTCAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5991;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9180),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2607); 

AAGGAAGGGAGAAGGGGGGAAGATGGCAAAAGGGGAGAAAGAGGGAGGGAGAAACGAGGAGTGGAGGAAGAC

GGTTTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCA

ATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAG

AGTTGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGCGGCGAAGGCGGCTCTCTGGTCT

GCAACTGACGCTGAGTCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTTGTA 

>OTU5993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU5992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCCGATGGAGCAACGCCGCGTGCGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAAACA

GAACGTCACGGCTAACTACGTGACAGCAGACGCGGTAATACGTAGGTGGGAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGATGAGGAGAGGGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTCTATGATCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5994;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGGTGTGAAAAGCAGGCGCTCAACGGCTGAAATGGAGGGGGAAATGGCCAGCT

TGAGTGCGGGGAACGTTGGCGGAAATCGGCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5995;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTTCCGGTACCGCATTAATTAGG

ACCGGCTTATTCCGTGCCAGCCGCCGCCGTAATTCGGAAGGTCCCGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTCGTGAAATGCAGACGCGCAACGTCTGAACTGCGGCGCGAGCTGCCAGGCTTG

AGTGAGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGAGATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGAGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU5996;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGAGATAAAGTGGGGTACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTAGTGAAATGCAGTCGCTCAACGTTGGAACTGCATTGCGAACTGCTCAGCTTG

AGTGCGCACGACGTTAGAGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU5998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTGTTTGACGGTAATCAACCAG

AAAGGCACGATTAACTACGTGCCAGCAGCGTCGGTAGTACGGAGATGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACAGAGGAACTGCGTCGGAAACTGTTT

GTCTTGAGTGCAGAAGAGGAGAGTGGGACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTCTCTAGTCTGCAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU5997;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9719),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGACGAAGGATAGGGCTATTAACTGTCCTTTATTTGCCGGTAATCAACCAG

CAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCTCTCGGCTTAACCGGGGAACTGCATCGGAAACTGTCTTT

CTTGAGTGCCGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTCTCTGGACGGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6000;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTTCAGGTACCGCATGAAGAAG

GACCGGCTAATACTGTGCCAGCAGCCGCGGTAATACGGAAGGACCGGGCGTTATCCGGAATTATTGGGTTTAAAGG

GAGCGCAGGCCGCCGGGCAAGCGAGTAGTGAAATGCAGACGCTCAACGTCTGAACTGCAGCGCGAACTGCCAAGCT

TGAGTGCGAGAGACGTTGGAGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGACGACGAACTCCAGTTGCGA

AGGCAGCTGACGGGTGCAAAACTGACGCTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6002;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGCTAATACGGAAGGTCCGGGCGTTATCCGGATTGATTGGGTTTAAAGGG

AGCGCAGGCCGCCGAGCAAGCGTGTTGTGAAATACTGTCGCTCAACGACAGAGGTGCAGCGCGAACTGGAGGACTT

GAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATTGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU6001;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTTGCGCACGTCCGTTGAGAGTACCAGGGGAATA

AGCATGGGCTAACTCCGTGCCAGCAGCCGCGTGAATAAGGGGGTAGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCCGTGGTGAAATTCAGGGGCACAACTCCGGGGCTGCGCTTGTTACGGTCGCG

CTGGAGTGCGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTTGCGAATCCGTAACTGACGCTGAAGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU5999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAA

GTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGGCTTGAGTACCGGAGAGGGTGGC

GGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCTTGCCGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6003;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9988),c:Fusobacteriia(0.9791),o:"Fusobacteriales"(0.

9730),f:"Fusobacteriaceae"(0.6709),g:Fusobacterium(0.0904); 

AAGGGAGGAAGAAGGGGGGAAGATGGGAAAAGGGAAAAAAAGGAGGAGGGAGAAAGGAGGTGTGCAAGATGA

CGGTCTTAGGATTGTAAAGTGCTGTCAATTGGGAAGAAAAAAATGACGGCACCAATAGAAGAAGCGAAGGCTAAAT

ACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTGATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGT

TTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGG

TGGGCGGAACTACAAGTGTAGACGTGAAATTCGTAGATATTTGTAGGAATGCCGATATAGAAGTCAGCTCACTGGAC

GAATACTGACACTTAAGCGCGAAAGCATGGGGAGCAACCAGGATTAGATACCCTCGTA 

>OTU6004;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Proteiniphilum(0.0000); 

TCTGACTTTTTGTTAACGTATTTCGCCACATAGAAACCAACAGTCATCTAACTGGTCGCTTTAAGCGTCTCACCTTTAGC

ATCAACAGGCCACAACCAACCAGAACGTGAAAAAGCGTCCTGCGTGTAGCGAACTGCGATGGGCATACTGTAACCAT

AAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTG

TAGGAAGTGTCCGCATAAAGTGCACGGCATGGAAATGAAGACGGCCATTAGCTGTACCATACGCAGGCACACAAAA

AGACAGATGGCAGTCGGCGTGGGAAGCATTAGCCTTGCGACCCGCGGCAGCAAGAACCATACGACCGATGTCACGA

AAATAGGCACGTAAAGCAAGGGGATGAGCATAAAACGCCTCTAATCGGGCGTCAGCC 
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>OTU6005;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

ACGGACGTCAATAGTCACACAGTCCTTGACGGTATACTAACCATCATCCTGTCGACCATCCCAAGGATAAACATCATA

GGCAGTCGGGAGGGTCGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATC

AAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAA

AACCACCATTACCAGCATTAACCGTCAAACGATCAAAATATAACGTGGACGAGGTAGCGTTAGGTGTCTGTAAAACA

GGGGCCTAAGAAGCGGGAGTAACAGAAGGGAGAACCAGCTGATCAGAAAAAA 

>OTU6006;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCCGACGCAGCAACGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGG

GCGCGTAGGCGGCCTGGTAAGTCCGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGTCGGGCTT

GAGTGCAGGAGAGGAAAGCGGAACTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6007;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Negativicutes(0.0726),o:Selenomonadales(0.047

3),f:Veillonellaceae(0.0113),g:Selenomonas(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTCACGGTACCATAGGGGGAAGCCCGGGCTATCTACGTG

ACCGCAGCCGCGGTCATACGTGGGGGGCGCGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

GTAAGTCCGGAGTGAAAGTCCTGCGTTTAAGGTGGGAATTGCTTTGGAGACTGCTGGGCTTGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6008;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCTTGTAGCCGGGTCGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAATT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCGGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6009;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTTTAAACCTCTGTCCTATGAGACGAAGGAAGTGACGGTAGCTTCGGAGGTAGACCCGGCTAACTAAGTG

CCAGCAGCCGCGGTCATACGAAGAGCGCGAGCGATGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGGCGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6012;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

ACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGCTGCCCAGAGATTAGCGCGCCTGCCCCGTAAAGGACGGTTGT

CAGCGTCCTAATAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGT

CAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAA

AGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGAGGGCAGCAACGGAAACCATAACGAGCAGCAT

CTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGGCAGGCATCCACGGCGCTTGAAAAGAGGTGTGATAGATATGC

AAAGAA 

>OTU6010;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1485),g:Dorea(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGACACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTGTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAAATGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6011;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Eubac

teriaceae(0.0099),g:Alkalibaculum(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCTACCCAGCAATGTCGCGTGAGTGAAGAAGGT

CTTCTGATTGTTAAGCTCTTTGATTACGGACGAACACAATGACGGTACCTGAATATCAAGCCTCGGCTAACTACGTGC

CAGCACTCGCGGCAATACGTCGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGC

AAGTTGGATGTGTAATACCCAGGGCTTAACTCGGGTGCTGCATCTGAAACTACGGGTCTTGAGTGTGGGAAAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATGAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Papillibacter(0.0519); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTACTTTTACCAGGGACGAAGGACGTGACGGTACTTGGAGAAAAAGCAACGGCTAACTACGG

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGG

GCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCTTCCTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Clostridium_IV(0.3043); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCCGGCTGAAGATAATGACGGTAGGCCGGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGTAA

GTCAGGCGTGAAAACCACAGGCTTAACCTGTGGACTGCGTTTGAAACTGTGCAGCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAATGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGAGTAAAGTCGGGTATGCATACCCGTTGGCATGTACTTTATGAATAAGG

ATCGGCTAGCTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAACGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTGAGTCGTGAAAGATTGGGGCTCAACCGGAAAACTGCAGTTGATACTGGATATCTTGA

GTGCAGGTGAGGCAGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGGTTGCGAAGG

CGGTCCGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6015;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Olivibacter(0.0039); 

ACGGGAGGCAGCAGTAGGGGATATTGGGCAATGGGGGCAACCCTGACCCAGCCATGCCGCGTGAGGGAAGTAGGC

CCTACGGGTCGTGGACCTCTTTTATTCGGGGACAACTGCGCGGTCGGGAACCGTGCTTGAGGGTACCGAAGTAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCGGCCGTGCAAGTCAGCAGTGAAATCCCGGGGCCCAAACCCGGAAGTGCCGTTGATACTGTGTGGCT

GGAATGCGGTCGAGGCGGGCGGAACGTGGCGTGTAGCGGTGAAATGCGTAGATATGCCACAGAACGCCGGTAGCG

GAGGCAGCTCGCCAGGCCTGCATTGACGCTCGGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 



6113 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCCGTCCTCAAGGCAGATAATGACGGTACTTGAGGAGGAAGGCTCGGCTAATTACGTGCCA

GCACCCCTGGTTACACGTAGGGGGCCAGCGTTATCCGGAATTACCGGGCGTAAAGTGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCAACCGTATTAAGCCATTGAAACTGGGAAACTTGAGTGCAGGGGAGGAGAGTGG

AAGTCCTAGTGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACGCCATTTGCGAAGGCGGCTCTCTGAACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU6019;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTCGTTAAGTGTGCAGTGAAATGTAGGGGCTCAACGTTAACATTGCAGTTGGTACTGGCGTACTTGA

GTGCGCTTGAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCACACTAAGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGTCGCGTGAGCGATGAAGGC

CCTCGGGTCGGAAAGCTCTGTCCTTAAGGAAGTTAATGACGGTACTTGTGGAGGAAGCCCCGTCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGGGCTACCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCAGTGAAAATGGGAAACTTGAGTGCAGGAGAGGAGAGG

GGAATTCCTAGTGTGGCGGTGAAAAGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTTAAACCGGGGCACGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6018;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Incert

ae_Sedis_XI(0.0457),g:Dethiosulfatibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGGGGA

GTAAGTCTGTAGTGAAAGTTCTGCTTTCAAGGTAGGAATTGCTTTTGATACTGGTCGGCTTGAGTCCGGAAGAGGTA

AGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACC

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6021;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_1(0.0252),g:Peptococcus(0.0076); 



6114 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGCTCAGGGACGAACACAATGACTGTACCTGAAGAACACGCCCCGGCTCACCACGTGC

CCACAGCCGCGGTAACACGTAGGGGGCAAGCGTTGTCCGGTATGACTGGGCGTAAAGGGTGTGTAGACGGGCTCGC

ACGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTGCGAGTCTTGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGCGGCGAAGGCGACTTACTGGACGA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6022;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_4(0.0099),g:Thermotalea(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTAACCAGCAATGCCGCGTGTATGAAGAAGGT

TTTCGGATTGTAAAATATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTACGGATAACTACGTGCC

AGAAGCGGCGGTAATACGTAGGGGGCAAGCGTTGTACGGAATGACTGGGCGTAAAGGGGGTGTAGGCGGGCTCGC

AAGTTGGATGTGTAATACCCAGAGCTTAACTCGTGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCTTAGATGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCTTAGATATTAGGAGGAACATCAGTTGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1485),g:Dorea(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACTCTGATGCAGCGACGCCGCGTGAAGGATGAATTAT

TTCGGTATGTAAACTTCTATTAGCAGGGAAGAAAATGAAGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAAG

CAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACTGGGGAGCTGCATTCCAAACTGGGTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTTGCGAAGGCGACTCTATGGACCGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6023;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Negativicutes(0.1740),o:Selenomonadales(0.078

1),f:Veillonellaceae(0.0252),g:Selenomonas(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGTAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTCATACGTTGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTCAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAAGTCCTGTTTTTAAGGTGGGAATTGCTTTGGATACTGCTGTGCACGAGTGCAGGAGAGGA

AAGCGGAATTAACGGTGTAGCGGTTAAATGCGTGGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6026;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.8124); 



6115 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAGTCTGGTGGCGCCACGCCGCGTGCGTGAAGAAGGGT

TTCGGCTCGCCAAGCTCTGTTGGTAGTGAAGAAAGATGGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGA

AAGTCCCGACTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCGGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTAAAC

TTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACACTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6025;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCCAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGTA

TTAAGTGTGGAGTGAAAGTCCCGGTTTCAAGGTGGGAATTGCATTGCATACTGGACGGCTAGAGTGCAGGAGAGGT

GAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6027;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Capnocytophaga(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATACGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGAGGTGAAATCCAGGGGCTCAACTCCGGAGCTGCCTTTGATACTGGCGCGCT

GGAGTGCAGATGAGGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTTGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6028;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATTTATAAGTGTGATGTGGAATACCCGAGCTTAACTGGCGTGCTGCATTTCAAACTGGAAG

TCTAGAGTGCAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGATGAAATGCGTAGAGATGAAAGAGAACACCGGTG

GCGAAGGCGCTTCTCTGGACTGTAACTGACACTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATTCCCTGGT

A 

>OTU6030;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 



6116 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTACAAAGGAATAAAGTCGGGTACGCATACCCTTTTGCATGTACTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTGAGTTGTGAAAGTTTGCGGCTCAACAGTAGAAGTGCAGTTGAAACTGGATATCTTGAG

TGAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCAGCTAAGCTGCAACTGACACTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6029;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CTCTCGGGTTGTAAACCTCCGTCAACAGGGAAGAAGAAAGTGACGGTTCCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGCAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACT

TTAAGTCAGATGTGAAAGTCACAGGCTTAACTGGTGAATTGCAGTTGATACTGAAGTTCTTGAGAGACGGAGAGGTG

AGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACG

TCAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.8505),g:Gemmiger(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGCTTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTAACTAACAAGAAAGCATCGGCTAACTACGTGCTA

GCAACCGCGGGAAAACGACGGGCGAAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATCGGCA

AGTAGGAAGTGAAATCTATGGGCTCAACCCGAGAATTGCATTCGAAACTGCTGACCTTGAGTGGTGCAGAGGAAAG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6032;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:"Enterob

acteriales"(0.9172),f:Enterobacteriaceae(0.9015),g:Escherichia/Shigella(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTATGAGCAGA

AGAAGAAACGGCTAACTCCGTGACAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAAGCGGAATTACTGGGCGT

AAAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGCAATCCCCGGGCTCAACCGTGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCTTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.6200); 



6117 

 

ACGGGAGGCAGAAGTAGGGAATCTTCGACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGGAGGG

TTTCGGCTCGTAAAGCTCTTTTGGTAGTGAAGAAAGATAGAGGTAGTAATTGGCCTTTATTTGACGGTAATTACTTAG

CAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAACACGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCGATAAGTCTGATGTGAAAGCCAGCGGATCAACCGGAGAATTGCATCAGAAACTGTTGA

TCTTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6034;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAATCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGACTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCA

AGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6036;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGCGTAAAGTTAATACCATTGCACATTGACGTTACGCGCAGA

CGAACCACCGACTAACTCCGTGCCAGCAGCCGCGGTAACAAGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGCACGCAGGCGGTTGGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGC

AAGCTTGAGTCTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGG

TGGCGAAGGCGGCCTACTGGACGAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6037;tax=d:Bacteria(0.6810),p:"Bacteroidetes"(0.0716),c:Sphingobacteriia(0.0132),o:"Sphingobacteri

ales"(0.0109),f:Chitinophagaceae(0.0033),g:Chitinophaga(0.0028); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGATCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGGGCAAGCAGCCGCGGTAATAAGGAGGGTGCAAGCGTTAATCGGAATGATTGGGCGTAAAGG

GTATGTAGGCGGTTCTGCAAGTCTGCTGTGAAAGGCCGGGGCTCAACCCTGGAACTGCGTTGGAAACTGCAGGACTT

TAATCGCTGAGTGGCAGCCAGAATTGCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGTCGAA

GGCAGGCTGCCAGCAGATGATTGACGCTGGGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 



6118 

 

>OTU6035;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1872),g:Anaerostipes(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGAGGAGCA

AGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCCGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6038;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Deltaproteobacteria(0.9038),o:Desulfovibr

ionales(0.7995),f:Desulfovibrionaceae(0.5273),g:Desulfovibrio(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCTGTTATGCAA

GTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCATGACTTGAATCCGGGAGAGGGTGGC

GGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGGT

ATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6040;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCACCACGTGTGGTATATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGGTAAGTCAGTGTTGAAATGCAGCTGCTCAACCTCTGCACTGCAGCGCGAACTGTTGTCCTTG

AGTGCGCAGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

CCAGCTTACTGTAGCGCTACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6039;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGTCAA

GTCAGTTGTGAAATCCGCGGGCTCAACCTGCGGCCTGCAGTTGAAACTGGCGGTCTTGAGTCCGTTCAGGGATGCTG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTGACGGTAGCGCAA

CTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 



6119 

 

>OTU6041;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8628),c:Spirochaetia(0.6730),o:Spirochaetales(0.395

9),f:Spirochaetaceae(0.2184),g:Treponema(0.0204); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGAGGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTATGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCA

GGACTTGACTCGCTGCGGGGCAGCCAGAATTCCCGGTGTAGGGGTGCAATCTGTCGATATCTGGAAGAATACCAATG

GCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGCGGGACGCCGGTGCGGTGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Bacteroidaceae(0.0099),g:Bacteroides(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGAGTGGGAGCAATAAGGTTCACGTGTGGACCGATGAGAGTACCATTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTGGTCAAGTCAGAGGTGAAATCCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCAGGACTT

GAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAA

GGCAGCTTGCTGGGGACTTATCGACGCTCATGCTCGAAAGTGCGGGTAGTAAACAGGATTAGATACCCTGGTA 

>OTU6043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCATTAGTGACGAAGAAGTGACGGTAGCTAATGATGAAGCCCCTGCTAACTACGTGCC

AGCAGCCGCTTTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAATGCATGGGCTGAAACCATGAGCTGCCGTTGAAACTGTGAGTCTTGAGTGGAGTAGAGGCAGG

CGGAATTCCGAGTGTAGAGGTGAAAGGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTAT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGCCAATGGGGGCAACCCTGAACCAGCCACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGTATTGCAA

GTCTGAAGTGAAAGCCCGCAGCTCAACTGCGGGACTGCTTTGGAAACTGTGGGACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTAGCGAAGGCGGCTTTCTTGTCTGTCA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6045;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0252),g:Clostridium_IV(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGT

GTGTAGGCGGGATGGCAAGTCAGATGTGAAAACTATGGGCTCAACTCATAGCCTGCATTTGAAACTGTCGTTCTTGA

GTGTCGGAGAGGTAGATGGAATTCCGTGTGTAGCGGTGAAATACGTAGATATACGGAGGAACACCAGTGGCGAAG

GCGGTCTACTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGA 

>OTU6046;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGTGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGCTGTTTAAGCGTGTTGTGAAAAACCGGGGCTCAACTCCGGTCGTGCAGCGCGAACTGGACGGCT

TGAGTGCGCGGTAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGA

AGGCAGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6049;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halohasta(0.0000); 

TTCTCCTCCTCTCTCCTCTCCTTCCTCTTTCTTTCCTCCGCCCGCTTGCGGCAAAACTGCGTAACCGTCTTCTCGTTCTCTA

AAAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATATCAAGTTGGGGGAGCACATTGTAGCATT

GTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAA

CATACATATCACCATTATCGAACTCAACGCCCTGCATACGAAAAGACAGAATCTCTTCCAAGAGCTTGATGCGGTTATC

CATCTGCTGATGGAAGCCAAGCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGA

GCCTCGATACGCTC 

>OTU6048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1291),g:Marvinbryantia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGGTGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAATCTAGAGTACCGGAGGGGTAAGT

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6047;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0252),g:Sporotomaculum(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTCAGTGACGAAGGAAGTGACGGTAACTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCTGCCGCCGTAATACGTAGGGGGCAAGCGTTGTCAGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGAT

TAAGTCTGAAGTGAAAGTCCTGCGTGCAAGGTGGGAAGTGCGTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCTGTGGCGAAGGCGACTGACTGGGC

TGTAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6052;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9835),c:Fusobacteriia(0.9719),o:"Fusobacteriales"(0.

8846),f:"Leptotrichiaceae"(0.5273),g:Leptotrichia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAGACCCTGATCCAGCAATTCTGTGTGCACGAAGACGGTT

TTCGGATTGTAAAGTGCTTTCAGTTGGGAAGAAAGAATGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGC

CAGTAGCCGCGGTAATACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCAAATTA

AGTCAGGGGTGAAAACTTAGGGCTCAACCTTGAGCTTGCCTTTGAAACTAATTTGCTAGAGTGTTGGAGAAGTGGGA

GGAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATATCTCACTGGACGACA

ACTGACGCTGAAGTGCGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4914),g:Anaerostipes(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGTA

TCTCGGTATGTTAAGCTCTATCAGTAGGGAAGAAAATGATGGTACCTGACTAAGAAGCCACGGCTAACTACGTGAAA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGTATGGCAA

GTCAGAAGTGAAATGCCGGGGCTTAACGGCTGGACTGCGTTGGAAACTGTCAGACTGGAGTGCAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACAGGACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6050;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2864),g:Subdoligranulum(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCCGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCG

GCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTA

GGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU6053;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACTTTCGGCCTCAGTTTGGAATCTTTTGCTCTGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGACT

CCGGGTTGTAAACTTCTTTTACAAGGGACGAAGGACGTGATGGTACCTGGAGAAAAAGCAACGGCTAACTACGTGCC

AGCAGCCGCGGTAATAAGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGAT

AAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGGTACTGTTGGGCTGGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGTCTTCCTGGTCTG

TAACTGACACTGAGTCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6054;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Gemmiger(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTT

TTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATAA

GTCCGGAGTGAAAGTCCTGGTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6056;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Erysipelotrichia(0.9180),o:Erysipelotrichales(0.83

03),f:Erysipelotrichaceae(0.6350),g:Turicibacter(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGGTGTAAAATTCTGTTATAAGGGAAGAACGACTGTAGTAGGAATTGGCTAGAGTGTGACGGTACCTAATGA

GAACGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCTAAGGCTTAACCTTGGAACGTCATTGGAAACTGGTA

GTCTTGAGTGCAGAAGATGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTAGACTGAAACTGACGCTTAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU6055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGAACCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGATAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATCCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCTG

CAAGCCAGATGTGAAATCCATGGGCTCAACCCAGGAACTGCAGTTGAAACTGTAGATCTTGAGTGTCGGAGGCGCAA

GCGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTCATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCCCCGGCTCACTACGTGCC

AGCACCCGCGGTAATACGTAGGGAGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCA

AGTGAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGAAACTGTTTGGCTTGAGTGAAGTAGAGGAGGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6058;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGTAATATTGGTCAATGGGCGAGACCCTGAACCAGCCACGTCGCGTGAAGGAAGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAATCGGGTATGCATACCCGTTTGCACGTACTTTATGAATAAGGCT

CGGCTAACGCCGATCCAGCAGCCGCGGTCATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGCTTGCGGCTTAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTG

CAGGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTAGGCTGCAACTGACATTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6059;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Epsilonproteobacteria(0.9321),o:Campylob

acterales(0.7995),f:Campylobacteraceae(0.5991),g:Campylobacter(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACAGT

TTTCGGAGTGTGAACTTCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCATGCCA

GCAGCCGCGGTAATACGGAGGGTCCAAGCGTTACCCGGAATCACTGGGCTTAAAGGGCGCGTAGGCGGACTATCAA

GTCTCTTGTGAAATCTGGTGGCTTAACCATTAAACTGCATTGGAAACTGATAGTCTTGAGTGAGGGAGAGGCAGATG

GAATTGGTGGTGTAGCGGTGAAATGCTTAGATATCACCAAGAACACCCATTGCGAAGGCAGTCTACTGGACCTCAAC

TGACGCTAAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6063;tax=d:Bacteria(0.0014),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CACACACATCACGAACGTCAGAAGCCGCCTTATGGCCGTCAACATACCTATCACCATTCTCTAACTCAACGCCCTGCCT

ACGAACATACAGAATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGA

AAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGAC

ATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTGGGAGGCATGAAAACATACAATTGGGAGGG

TGTCAATCCTGACGGTGATTTCCTAGACAAATTAGAGACAACACCATCAGCTTTACCGTCTTTCCAGAAAGTGGTCCA

AGTATCGGCAACAGCTGTAGCAATACCATGAAAAATAGCAAACACACCAGAAGCAGCATCAGTGACG 
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>OTU6060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGTTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6061;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Eubac

teriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAACCACTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGACCCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATCGGTAGGGGGAGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGCTGTG

TAAGTCGGATGTGAAACCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTAGTCGGCTAGAGTGTCGGAGGGGGA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGGCGTTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6062;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9755),o:Aeromon

adales(0.8737),f:Succinivibrionaceae(0.7787),g:Succinivibrio(0.5720); 

ACGGGAGGCAGCAGTAGGAAATACTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCATGTGTGAAGAAGGCC

TTTGGGTTGTAAAGCACTTTCGGAGGGGAGGAAGTAAATGACGCTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTCATC

AAGTAGTATGTGAAATCCCCGGGCTCAACCTGGGAACAGCATACTAAACTGGTGGACTAGAGTATGACAGGGGGAG

ACGGAATTCCAGGTGTAGCGGTGGAATGCGTAAATATCTGGAAGAACACCAAAGGCGAAGGCGGTCACCTGGGCAA

ATACTGACGCTCATATGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6065;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6350),g:Subdoligranulum(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGC

TTTCGGATTGTAAACTTCTGTCGGTAGGGAGGAAAATGACGGTGCCTGACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCGATAAATTGCTTTGAAAACTGCTGGGCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6064;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGGTGGCAGCAGTGTGGAATCTTTTGCCCTGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGGT

TTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAGCTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGG

TAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGCTGGGCTTGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGTACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6066;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAACCCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGTGCAAGTCAGCTGTGAAAGCCCGCCGCTCAACCCGGGAGTTGCCGTTGATACTGTACGTCTGGA

ATGCTCTAGAGGTGGGAGTAATGAGTAGTGTAGCGTTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGC

AGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Dorea(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCACGCCGCGTGAAGGATGAAGGA

GTTCGGTATGTAAACCTTTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGTCGGATTAGCAA

GCCAGATGTGAAATCCCGGGGCTCAACCCCGGGATTGCATTTGGAACTGTAAAGCTAGAGTGTCAGAGAGGCAAGT

GGAATTCCTAGTGTAGAGGGGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6070;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATACG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTTAATTGTGAAAGTTTGAGGCTCAACCGTAAAATTGCATTTGATACTGGAAATCTTGA

GAGCAGATGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAAATATCACGAAGAACTCCGATTGCGAAGG

CAGTCAGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 



6126 

 

>OTU6068;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9989),c:Actinobacteria(0.9798),o:Actinomycetales(

0.9685),f:Corynebacteriaceae(0.7787),g:Corynebacterium(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGACGGC

CTTCGGGTTGTAAACTCCTTTCGCTTATGACGAAGCGCCTGTGGGTGTGACGGTAGTAGGAGAAGAAGCACCGGCTA

ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGG

TGGTTTGTTGCGTCGTCTGTGAAATTCCGGGGCTTAACTTCGGGGTGGCAGGCGATACGGGCATAACTGGAGTGCTG

TAGGGGTAACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTT

ACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6069;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCCTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCGAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAG

GCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGATACTGGTCGGCTTGAGTGCAGAAGAGGG

AAGTGGAATTCCGTGTGTAGCGGTGAAACGCGTAAAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTC

TGTAACTGACCCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Rumin

ococcaceae(0.9573),g:Gemmiger(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAATCGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATGAACTGCTTGCAAAACTGCTGGGCTAGAGTAGGAAAGAGGTAGG

TGGAAGTCCCGGTGTAGAGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAA

CAACTGACGCTGAGGCTCGAAGGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6072;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAGGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAAGGAATAAAGTCGCGTATGCATACGCTTTTGCATGTACTGTATGAATAAGG

ACCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTCGTGAAAGTTCGCGGCTCAACCGTAAAATTGCAGCTGATACTGGATATCTTGA

GTGAAGGTGAGGCAGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCCAAGCCTCAACTGACATTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 



6127 

 

>OTU6073;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCATCCGCCGCGGTACTACGGTAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCGTGTCGTGAAAGGCGGTGGCTCAACGAGCGCACTGCGGTGGAAACTGTCCGGCTTG

AGTCAAGTAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCGATTGCGAAG

GCAGCTTACTGGAGTGGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGACGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGGCA

AGTCCGATGTGAAAACCCGGGGCTCAACCCCGGGATTGCATTGGAAACTGTTTGACTCGAGTACTGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6075;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Deltaproteobacteria(0.9812),o:Desulfovibr

ionales(0.9775),f:Desulfovibrionaceae(0.9573),g:Bilophila(0.8605); 

CCTTTCTTCATCATTGTTTCCTCTTTCTCCCTTTTCTCCCGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTTTTCG

GATCGTAAACCTCGGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAAAGGA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAA

GCGCACGTAGGCGGCTTGGTAAGGCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGG

CTTGAGTACCGGAGAGGGTGGCGGAAGTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGTGG

CGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGGGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Pseudoflavonifractor(0.0423); 

ACGGGAGGAAGAAGGGGGTCCTCTTGGGCAATTGGCGCACTCCTTACCCCTCAACGCCTCGTGAAGGAAGAAGGCT

TTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCA

AGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCCTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6128 

 

>OTU6077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGCATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATGCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAA

CAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCTTGAGGACCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6078;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

CCTTCAGGCAGCAGTTCTTCCTCTTTTTCCCTTTTCTTCCTCCTTAACCCTCCATGCCTCGTGCGGGAAGGAGGCCCTAT

GGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCTGATGAGAGTACCAGGCGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCGCAACACCGGTGCTGCTCTTGATACTGTCGCGCTGGAGT

GCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCTAAGGCA

TCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6079;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.650

9),f:Spirochaetaceae(0.4563),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGCAGGTTGTAAAGTTCTTTTGAAGCTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGGTTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTGACACGTAAGGTGCGAGCGGTGTTCGGAATTATTGGGAG

TAAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGGGAAATGCATAGGCCTAACCTATGGAATGCATTGAGAACTACA

AGACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAAT

GGCGAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGCGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6080;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCATGCCGCGTGAAGGAAGACGGC

CCTATGGGTCTTAAACGGCTTTTTTCCGGGAATAATAAGAGCCTCGCGTGGCTTGATGCAGGTACCGGAAGAACAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTGTGAGGTTAAATGCTTCGGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGG

ATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 



6129 

 

>OTU6082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0326); 

ACTTTATTCAGCAGTGGTTAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTT

TCGGGTTGTAAACTTCTTTTATAAGGGACGATAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAAGCAAGTC

AGATGTGAAATCTATGGGCTCAACCCATAGCCTGCATTGGAAACGGTCTTTCTTGAGTGTTGGAGAGGCAGGCGGAA

TTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCAGCCTGCTAGACAATAACTG

ACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6081;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Butyricimonas(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGA

TCTATGGTCTGTAAACCTCTTTTGTCAAGGAAGAATAAACAATACGTGTATTGTCTTGCCAGTACTTGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGCGTGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATGGCTTGA

GTGCTGGAGAGGTAGACGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAG

GCGGTCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6083;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0134); 

ACGGGAGGCAGCAGTGGGAGATATTGCGCAATGGGGGCAACCCTGACGCAGCAAAGCCGCGTGAACGATGGAGGT

CTTCGGATTGTAAAGGTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTGC

AAGTCCGTTGTTAAATCTATCGGCTGAACCGGTAGCTGCGGCGGAAAATGTAGTTATTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTCGCGAAGGCGGCCCGCCGGGCTTTC

CCTGCCGCTCAGTCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6084;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACACTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCGGAAACTGGG

AAGTTTGAGTGCAGAAGAGGACAGTAGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGAGACTGACGCTGAGGTTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 



6130 

 

>OTU6085;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCTCAATGGACGCAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGACGGTC

TTAGAATTGTAAAACTCCGTTGTTAGAGAAGAACACGAGTGAGAGCAACTGTTCATTCGATGACGGTATCTAGCAAG

CAAGTCACGGTTAACTACGTGACAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCGTTTAAGCCTGATGTGAAATCCATCGGCTTAACCGGGGAAGTGCATTGAAAACTGGGTG

CCTTGAGTGCAGAAGAGGTGTGTGGAACTCCTTGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCGATGGC

GAAGGCAGCTCTCTAGTCTGTTACTGACGCTGAAGTTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6086;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGACGAAGGATGGAGGTAGTAACTGGCCTTTATTTGACGTTACTCAGCCAGA

ACGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTCCTACGTAGCTGGCAATCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCAGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6087;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Epsilonproteobacteria(0.9747),o:Campylob

acterales(0.8629),f:Campylobacteraceae(0.6709),g:Campylobacter(0.5239); 

ACGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACTCCTTTTCTACAAGAAGAACAATGACGGTATTGAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCAGTTGTGAAATCTAATGGCTTAACCCTTAAGCTGCTTGGGAAACTGATAATCTGGAGTGAAGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATTGCGAAGGCGGTCTGCTAGAACTCAA

CTGACGCTAATGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6090;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(0

.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

ATGATGAGACCGGCCGTTTGACTGTTGACGGGATGAACATAATAAGCCATGCCGGCCGCCATAAACTCAACAGGAGC

AGTAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGG

TCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGA

ATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGAGTTCTTACCTATTA

GGGGTTGGACAGCAGCGGACTCAGATAGTAAGCCACG 

>OTU6091;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 



6131 

 

CCTTCTCCCCTTTTCTCCCCCCCCTTTCTCTTCATACCCCTATAGACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTA

GAGACCGAGAAGCCGGTTACGCAGTTTTTCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTA

TGATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAAGATTTCTGGAGGCCTCCAATATGAAATCGCGTAGAG

GCTTTGCTATTCAGCGTTTGATGAATGAAATGCGATAGGCTCATGCTGATGGTTGTTGTATCGTGTTTGAACCTCTCAC

GTTGGCTGACGACCGATTAGAGGCGTTTTATGATAAGCCCAATGCTGTGCGTGACTATTTTCGTGATATTGGGAGTAT

GGTTCTTGCTGCCGAGGGTCGCAAGGCTAATGATTCACACGCCGA 

>OTU6088;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Gracili

bacteraceae(0.1291),g:Gracilibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCGGACCCAGCAACGCCGCGTGAAGGAAGAAGG

TCTTCGGATTGTAAACTTTTGTTGTCAGCGAAGAAAAAGGACGGTAGCTGACGAGAAAGCCCCGGCTAACTACGTGC

AAGAAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCAGAT

TAAGTTAGATGTGAAATTCCCGGGCTTAACCTGGGCGTTGCATTTAAAACTGATAAGCTTGAGTGCAGGAGAGGTGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGACTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6089;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGGGAGAGTAACGGTTCACGCAGTGACGGTATTCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGAAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGT

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.6709),g:Blautia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGTCTAACTACGTGCCA

GCGGCCGGGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACCTCTGGACTGCATTGGAAACTGTTGATCTTGAGTACCGTAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6093;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Rikenellaceae"(0.0073),g:Alistipes(0.0039); 



6132 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCATGAAGGAGGT

CCTAGGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTTCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GCTTGGCTAACTCCGTTCCAGCAGCCGCGGTCATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAGGGG

TGCGTAGGGGGTTAGATAAGTATGAGGGTAAATGCTTGTGCTCAACAGGAGGTTGCCTTGAAAACTGTGTGACTAG

GATGTAAACGGCGCAGGCGGAATTAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATGGCGAAG

GCGGCTTGCGAGAATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6092;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0149),g:Robinsoniella(0.0066); 

CCTTTCTTCCTCCTTCTTTCCTCTTTCTCCCTGGCGGCCACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGTTTTC

GGATTGTAAACTGCTTTAGACAGGGAAGAAAAAGGACAGTACCTGTAGAATAAACTCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACAAGTT

AGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCGTTCTTGAGTGCTGGAGAGGAAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCCGGACAGTAACTG

ACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6095;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGTTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTGTGA

AGTGAGATGTGAAATACCCGGGCTTAACCTCGGTGCTGCATTTGAAACTGTTAGTCTAGAGTGCAGGAGAGGAGAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6096;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTTTACAATGTATGCAACTCTTATCCATCCATGCCGCGTTAATTACTAAGTCCCT

ATGTGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAA

TGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTCACAAATCCGCAATTGACGCTGAGGCAAGAAAGAGTGGGGATCGAAAAGGATTAGATAAAATGGTA 

>OTU6097;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Dorea(0.0230); 



6133 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCGCGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTGTGCAAGTCTGAAGTGAAAGGCATGGGCTCAACCTGTGGACTGCTTTGGAAACTGTG

CAGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6098;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTGAAATCTATGGGCTTAACCCATAAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6102;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholderi

ales(0.0000),f:Burkholderiaceae(0.0000),g:Polynucleobacter(0.0000); 

GCCGTTTGAATGTTGACGGGATGCACATAATAAGCACTGACGGCAGCACTACACTCCACAGGCGCAGGAAAGCGAG

GGTATCCTCCAAAGTCCCGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATC

CAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATA

GAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGGAACGTGACTCATGATTTCTTACCTATTAGTGGTTGAACA

GCAGCGGACTCAGATAGTAATCCACGCTCGTTGAAAATGTC 

>OTU6100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAGCCCTTCGGCTTAACGAAAGAAGTGCATCGGAAACCGGGC

GCCTTGGGTGCGGAAGAGGACAGTGAGGCTCCATGTGTAGCGGTGGAATCCGTAGATATATGGAAGACCACCGGTG

GCGAAGGCGGCTGCTTGGCCGGCACCTGACGCTGAGGCTCGAAGGCATGGGGGGCAAACAGGTTTAGATACCCTGG

T 

>OTU6099;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Intestinimonas(0.0056); 



6134 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

TGCGTAGGCGGCAGAGCAAGTCCGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTG

AGTGAAGTAGAGGCAGGCGGAACTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAA

GGCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6101;tax=d:Bacteria(0.9450),p:"Proteobacteria"(0.2586),c:Alphaproteobacteria(0.1159),o:Rhizobiales

(0.0352),f:Rhodobiaceae(0.0086),g:Rhodobium(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCCATGCAGCGTGAGTGAAGACGGT

TTTCGGATTGTAAAGCTCTTTCTGACCGGAAGATAATGACGGTACTGTCTAACGAAGCCCCGGCCAACTTCGTTCCAG

CAGCCCCGGTAATACGCCGGGGGCCAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCATAATAAG

ATGGCGGGGAAATACCTGGGCCTAACCTAGGAACTGCCGTTGTTACTATTAAGCTAGAGTGATAGAGAGGATAGTG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGGAGAACACCAGTGGCGAAGGCGAGTATCTGGCTATTAA

CTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACCGCTTTTATAAAGGAATAAAGACGGGCATGGATACCCGTTTGAGAGTACCTTATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATTGGTGTTTAAGTCTGTTGTGAAATTTTGCGGCTCAACCGTAGAATTGCAGCTGGTACTGGATATCTTGA

GTGCGGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCATACTAGGCCGTAACTGACATTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCACTGTTGTTGGTGACGATGGATAGAGGAAGTAACTGGCCTTTATTTGACGGTATTCAACCAG

AAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGTAA

AGCGAACGCAGGCGGCAAGATAAGTCTGATGTGAAAGCCCTCGGCTTAACCTGGGAACTGCATCGGAAACTGTCTG

ACTTGAGTGCAGAAGAGGATAGTGGAACTCCAAGTGTAGCGGTGGAATTCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCACTCTGGTCTACGACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6104;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0181); 



6135 

 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAACGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGAT

AAGTCTGATGTGAAAGCCTTTGGCTTAACCGGAGTAGTGCATTTGAAACTGGAAGACTTGAGTGCAGAAGAGGAGA

GTTGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGTCTCAACCTTGGGACTGCATTGGAAACTGTCAAGCTGGA

GTGTCGGAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6106;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Deltaproteobacteria(0.6730),o:Desulfovibr

ionales(0.3959),f:Desulfovibrionaceae(0.2184),g:Desulfovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCGGCCGTGCAAGTCCATCTTAAAAGCGTGGGGCTTAACCCCATGAGGGGATGGAAACTGCAGG

GCTGGAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTG

GCGAAGGCGTCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCAGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTTCTATTTGACGGTACTCAACCAG

AAAGTCACGGCTAACTACGTGACAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGAGTAA

AGCGAGCGCCGGCGGAATGACAAGTAAGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCAACGGAAACTGTCAT

TCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

AGAAGGCGGCTCACTGGTCTGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6111;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 



6136 

 

GAACGCAAAAAGAGAGATGAGATTGAGGCTGGACTCATCAGAACTATCCGAAAGTGTTAACTTCTGCGTCATGGAAG

CGATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAG

GTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATC

TGGTTGAACGGCGTCGCGTCGTAACCCAGCTTGGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTCATTGTGAG

CATTTTCATCCCGAAGTTGCGGCTCATTCTGATTCTGAACAGCTTCTTGGGAAGTAGCG 

>OTU6108;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.6036),c:Actinobacteria(0.3483),o:Coriobacteriales(

0.1483),f:Coriobacteriaceae(0.0560),g:Collinsella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCCGACGCAGCGACGCCGCGTGCGGGACGGAGG

CCTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCGGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6110;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.2321),o:Lactobacillales(0.1015),f:Lactoba

cillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTTATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGCAGGCCGTGGGTTAAGCGTGACGTGAAATGCCGGCGCTCAACGGCGGAGGTGCGTCGCGAACTGGTC

CACTTGAGTGCGGGAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATT

GCGAAGGCAGCTGACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTG

GTA 

>OTU6112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGTGGCAATACGTAGGAGGCAAGCGTTCTCCGGATTTATTGGGCGA

AAAGCGAGCGCAGGCGGTTTGATAAGTCTAATGTGAAAGCCGTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACTGGGGAACTCCGTGTGTAGCGGTGGAATGCGTCGATATATGGAAGAACACCTGTG

GCGAAGGCGTCTGTCTGGTCTGCAACTGACGCTGAGCCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.1872),g:Fusicatenibacter(0.0519); 



6137 

 

ACTTTCTTCCTCCTTTTTTCCTCTTTCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTC

GGTATGTAAAGCTCTATCAGCGTGGAAGAAGAAATGACGGTGCCTGACTAATAACCGCCGGCTAACTACGTGCCAGC

AGCCGCGTTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCAAGT

CTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCAGAGAGGTAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAAGATGAC

TGACGATGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGCTAATACGTAGGTGGCGTGCGTTATCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGGGATA

CAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGGAGGTGTGGAGTGGCGGAGAGGGA

GTCGGAATTCCTAGTTTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGACGGAGGTCTAATGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6116;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Oceanos

pirillales(0.0000),f:Oceanospirillaceae(0.0000),g:Oleispira(0.0000); 

TCTCCTCCCTTCCTTTTCCGACTCCCCTTCCCTTCCCCTTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTG

CCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTC

CTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAGGT

AAACGCGAACAATTCAGCGGCTTTAACCGGACGCTCGACGCCATTAATAATGTTTTCCGTAAATTCAGCGCCTTCCAT

GATGAGACAGGCCGTTTGAATGTTGACGGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCA

GGAAAG 

>OTU6115;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9733),o:Desulfovibr

ionales(0.9063),f:Desulfovibrionaceae(0.7787),g:Desulfovibrio(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAACCCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGCCGGCACCTTCCAAG

GAAGCACCGTCTAACTCCGTGCCCGCAGCCGCGGTAATACGGCGGGTGCTAGCGTTAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCAACGGCTCAACCGAGGAACTGCCTTTGAAACTAGACG

ACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGAGATCGGGAGGAACATCAGTG

GCGAAGGCGGCCAGCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6117;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Parapedobacter(0.0039); 



6138 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTACCCCGGTGCAGCAGGCCGCGGTATACCGGGGATGCGAGGGTTATCCGGGTTTATTGGATTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTT

GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAGTTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCATGTCGCGTGCAGGATGGAGGC

CCTATGGGTTGTAAACCTCTTTTGCCGGGGAGCGATGTGCCGTACGCGAGCGGTGTTGCGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGATGGTTAAGTGAGAGGTAAAGTGGTGGGGCTCAACAGGGGCGAGCCGTGGAAACTGTGTGCCT

TGGGTGTGAGAGGAGCACGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGATGCAGAACACCGATTGCG

AAGGCAGCTTGCGAGCGTCCAATTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCGTAGGGTATAAGGCGACGGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6121;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCATGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTCTGTTTGGGCATAAAGTGCGGGACGTGCCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGCTAAGCGTGACGTGAAATTCTGACGCTCAACGGCAGACGTGCAGCGCGAACTGGTCCACTTG

AGTACGCGGGAGGTTGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6120;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Intestinimonas(0.0110); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGATG

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAAACTGCATTTGAAACTGTCATTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU6122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCTTACCCCGCCACGCCGCGTGAAGGAAGAAGGCC

TTCGGGGTTTAAAATTCTTTTAAGAAGGGAGGGCAGAAGACGGTACCCTTAGAATAAGCCACGGCCAACTACGTTCC

AGCAGCCCCGGTAATACCTAAGTTGCAAGCCGTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAAC

TGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6123;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Rikenellaceae"(0.1679),g:Alistipes(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATCTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAG

AGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6124;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Prolixibacteraceae(0.0457),g:Prolixibacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGAAGTGCAAGTCAGCTGTGAAATCCCCGCGCTTAACGCGGGAGTTGCCGTTGATACTGTACATCT

GGAATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6125;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9711),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTTCTCATTGACGTTACCCGCAGAA

AAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGAGGGTGTAAGCGTTAATCGGAATTACGGGGCGTA

AAGCGCACGGCGGCGGTTTGTTAAGTCAGGAGTGAAATCCCCGGGCTTAACCTGGGAACTGCAGTTGATACGGGCC

AGCTTGAGTCGCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGT

GGCGAAGGCGGGCCCCTGGGCGATGACTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3043); 

AAGGGAGGAAGAAGAAGGGAAGAGGAAAAAAGGGGAGAACGCGTGATGGAGCAACACCGCGTGAGTGAAGAAG

GGTTTCGGGTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTGACTGTTCACGCAGTGACTGTATCCAAC

CAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGTAAGCGTTATCCGGATTTATTGGTCG

TAAAGCGAGCGCAGGCGGTTGCTGAGGTCGCATGTGCAAGCCTTCGGCTTAACTGAAGAAGTGCATCGGAAACCGG

GCAACTTGAGTGCAGAAGAGGACAGTGGAACACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU6126;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTAGCTCATTGACGTTACCCGCAGA

AGCAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGTCAAGCGTTGATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTGTGATGTGAAATCCCGGGGCTCAACCTGGGAACTGCATCGGATACTGGC

AAGCTTGAGTGCGGTAGAAGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGTACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCC

TGGTA 

>OTU6129;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAATCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGATTATAAGCGTGTTGGGAAATGGCGTGGCTCAACCTGGTCATTGCAGCGCGAACTGGGAGACTT

TAGTGCGGAAGGAGTAGGCGGAATTCGTCGGGTAGCGGTGAAATGCTTAGATATGACGGAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU6128;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATAA

GCGTGTTGTGAAATGTCGGGGCTCAACCTCGGGATTGCAGCGGGAACTGTGGGGCTTGAGTGGGGAAGAAGTAGG

CGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACTCCGGTTGCGAAGGCGGCCTGCTGGAGCGC

AACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAAGCAA

GTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCGTCTGAAACTGTTTTTCTTGAGTATCGGAGAGGTAAGTAG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGACTTACTGGACGACAAC

TGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTG

AGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGCTATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAGGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGT

TCTCGGATCGTTAAGCTCCGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGTCGGTAATCAACAAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGACAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAGCTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGGGAGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU6133;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.6350),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGT

CCTATGGGTTGTAAACCCCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATCTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGTAGAGGCTCAACAGTTGCACTGCAGTGCGAACTGGGGTCCTTG

AGTACGTACGGAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6135;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4812),o:"Sphingobacteri

ales"(0.2359),f:Sphingobacteriaceae(0.1098),g:Olivibacter(0.0181); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGGGGAACCCTGAACCAGCCATGCCGCGTGAGGGAATAAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAAGGACGCCCACGTGTGGGTGTTTGAAGGTACCCGGAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGGTGTTAAGTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCAGTTGGTACTGGCAGTCTT

GAATGCGGTCAAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGCCTGCATTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6136;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTACGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGTAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGCTTAAGCGTGACGTGAAATGTCGCCGCTCAACGGCGGAACTGCGGCGCGAACTGGGGGGCT

TGAGTGAGTGCAACGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGA

AGGCAGCTTACGAGAGCGCTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6134;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTGTGACCATTGACGTTACCGGGAGA

AGAAGCACCGGCGAACGACGGGCCAGCAGGCGCGGCAATACGGAGGGGGCAAGAGTTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAGCTGCATCTGATACTGGC

AAGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGT

GGCGAAGGCGGCCCCCTGGACGATGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU6137;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGACTGCATTGGAAACTGTCAA

GCTGGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6139;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGTGGTCGTGACCACAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCCGAGTAAGTAAGCGGTGGGAGGCCGGGGCACAACCCGGGAAGTGCTGTTGAGACTGGTTGGCTG

GAATAATCCCGCCGCAGGAGGTAGGAGTGGTGTAGCGGTGATATGCATAGATATCGCTCAGAACAGCGATTGCGAA

GGCATCTCGCGAGGGGTCAATTGACGCTGGGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCGTGGTA 

>OTU6138;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9834),o:"Enterob

acteriales"(0.9280),f:Enterobacteriaceae(0.9108),g:Escherichia/Shigella(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAATAAGGAC

CGGCTAACTCCGTGCCAGAAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCA

CGCAGGCGGTTTGTTAAGTCAGATGTGAAGTCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAG

TCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGG

CGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTAAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATCAAGTCGGGTATGGTTACCAGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATTAGGAGGATCCGAGCGTTATCAGGAGTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGGTGTGAAAGTCTGCGGCTCAACCGTGAAATTGCTGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCTGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU6140;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTCATACCTTTGCTCATTGACGTTACCCGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGCA

ATCTTGAGTGCCGAAGAGGAGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCAGTG

GCGAAGGCGGCCGCCTGGACGAAAACTGACGCTGAGGTGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6143;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTCTATACGGGGATAAAGTGGGCCACGCGTGGCCGTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGTAGCCGCTCAACGGCCGCACTGCAGCGCGAACTGTCAGGCTT

GAGTGCGTGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6145;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Eubac

teriaceae(0.0000),g:Eubacterium(0.0000); 

AACTGACGCGTTGGATGCGGAGACGTGGCTTAATATGCTTGGCTCGTTCGTCAAGGACTGGTTTAGATATGAGTCAC

CTTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACC

ACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCTCTATTAAGCTC

ATTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGATGTCGATTTTCGGACGAGTAACAAAGTTTGGAGTGCTACT

GACCGCGGTCGTGCTCGGCGCTGCGTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATTCCCTCGCGTTCCT

GCTCCTGTTGAGTTTATTGCGGCCGGCATTGC 

>OTU6142;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAGAGGCCCGAAAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGAGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCG

TAGGCGGGATTGCAAGTCAGATGTGAAAGGCGGGGGCTTAACTCCCGAGCTGCATTTGAAACTGTAGTGCTTGAGT

GAAGTAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGC

GGCTTACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6144;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Incert

ae_Sedis_XI(0.0710),g:Clostridium_XII(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTCTTGGGGAAGATAATTACGGTACGTGTGGAGCAATCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGTGCGTAGGTGGTTAACTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCAGTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAGAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACGCTGAGGCACGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.8146),g:Coprococcus(0.5720); 

ACGGGAGGAAGGAGGGGGGAAGATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGT

ATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGACACTATGCAGCTGGAGTATCGGAGAGGCACG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGCGGAACACCAGTGGCGCACGCGGTTTGCTCGCCGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGCTACCCTGGTA 

>OTU6146;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGTAACTCTGATCCAGCCATGCCGCGTGAAGGATTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGTAATAAGGGCCACGTGTGGTTCTATAAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCAGTTGATACTGTGAGGCTGG

AGTGCGGATGATGTAGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAGGACCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6148;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.4224),g:Hespellia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGAGTAA

GTCAGATGTGAAAACCCGGGGCTCAACCCTGGGACTGCATTTGAAACTACTCGGCTAGTGTGTCAAAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGTCGAAGTC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6146 

 

>OTU6149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.5273),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGGTGTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTAGAGAAGCAG

ACGGAATTCCTAGTGTGACGGTGAAAAGCGTAGATATTAGGAGAAACACCAGTGGCGAAGGCGGTCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6150;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGC

TTCGGGTTTGTAAACTTAAGTTGTAAGGGACGAAAAAATGACGGTACCTGAAAAGAAAGTCCCGGTAAACAACGTGC

CAGCAGCCGGGGAAAAACGGAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTTG

CAAGTCAGGCGTGAAATACCGAGGCTTAACTTCGGGGCTGCGCTTGAAACTGTAGATCTTGAGTGAAGTAGAGGTA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCT

TAAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6152;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCTGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGAGTTTTTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAAGCCATCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGGG

ACTTGAGTGAAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6151;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XIII(0.0560),g:Anaerovorax(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

TCTTGGGTCGTAAAGTTCTGTTCTGAGGGAAGAAGAAAGTGACGGGACCTCAGGAGAAAGCCCGGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTCTG

GTAAGCGCAATGTGAAAGGCATAGACTCAACCCATGTCAGACTTGCGAACTGTCAGACTTGAGTCCTGGAAGGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGTACACCAGTAGCGAAGGCGACTTTCTGGACTGT

AACTGACGCTGATGTACGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 
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>OTU6153;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAGAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGTGTA

AAGGGAGAGTAGGCGGGATTGCAAGTCCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGTAGTT

CTTGAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGG

CGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGAAAACTGTTTTTATAGGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCATTCCAGCCGCCGCGGTAATACGGAAGGTCCGGTCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATCTAGGCGCTCAACGTCTGCACTGCAGTGCAAACTGGTTTCCTTGA

GTACGGATAAAGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCCATGGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6156;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTGGAGGAGAATGTTCGTGAGCGTAACTGTTCACGCAGTGACGGCACCCATCCA

GAAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATTTTTAAGTGAGATGTGAAATACCCGGGCTCAACGTGGGTACTGCAGTTCAAACTGGAG

GTCTAGAGTGCAGGAGAGGAGGGGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6154;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Ethanoligenens(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTTTTAGTGAAGAAGCAAGTGACGGTAGCTAAAAAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGAATGC

AAGTTGGAAGTGAAAAGCCGGGGCTTAACCGCGGAACTGCATCCAAAACTGTGGTTCTTGAGTGGAGCAGAGGTAA
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GCGGAACTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGGCTG

TAACTGACGCCGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6157;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGGATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAACGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTTAGAGGTGAAAGACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGATGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

TTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAAGGAAGATAATGACGGTACCTGAAGAAGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTTAGATGTGAAATACCAGGGCTCAACCTTGGTGTTGCTTTTAAAACTGGTAGTCTAGAGTGTAGAAGAGGATAATG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTATC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGTAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTGCGGATTGTAACGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6159;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGGATGCGTAGAATACAC

CTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCCGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGAGACTGTGAGGCTGG
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AATGCGGATGCTGTGAGAGGAATGAGTGGTGTAGAGGTGAAATGCATAGATATCCCGCAGAACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6161;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.9

889),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

CCTTTATTCCTCCTTTATTCCTATTTCTCCATTGGCGCTAGCCGGCCCCCGCCAAGTAGCGTGCAGGATGACGGACCTA

TGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCAGGTACCTTATGAATAAGGACCG

GCTAATTCCGGGCCAGCAGGCGCGGGAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCG

TAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTCCCTTGAGTA

CGCATAAGGTAGGCGGAATTCGTGGTGTAGCGGTTAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGATTAACGGAAGAAGTGCTTAGGAAACCGGGC

AACTTGAGTGCAGTAAAGGACAGTGGAAATCCATGTGTAGCGGTGGGATGCATAGATATATGGAAGAACACCAGTA

GCAAAGACAGCTGTCTGGTCTGCAACTGACTATGAGGCTCGAGGGCATGGGTAGCGAACAGGATTAGATGCCCTGG

TA 

>OTU6163;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

CTTCGGTATGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATGTTAA

GTGCGATGTGAAATCCCGGGGCTCAACCGCGGGATTGCATTGGAAACTGGTAGGCTAGAGTACTGGAGGGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGCGGCGAAGGCGGCTTTCTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diales_Incertae_Sedis_XII(0.1291),g:Acidaminobacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTTTCCTAGGGGAAGAAAATGACGGTACCCTTGGAGGAAGCCCCTGCTAACTACGTGCCA

GCAGGCGCGGTAATACGTAGTGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGCGGTTTCTTAA

GCGTGGGGTGAAAGGCTATGGCTTAACCATAGATAGCCCCGCGAACTGGGAGACTTGAGTGTAGGAGAGGAAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6165;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0457),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGCCGGTAGCTTCGGATGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGGCCGTTGTCCGGATTGACTGGGCGTAAAGGGCGTGTAGGCGGCTTTT

TAAGTCTGAAGTGAAAGTCATGGTGTCAAGGTGGGAATTGTATTTGAGACTGGAAGGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.1740),o:"Flavobacteriales"(

0.0781),f:Flavobacteriaceae(0.0149),g:Gilvibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAATGACTAAGGCC

CTATGGGCTGTAAACTTTTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAAGGT

GCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGAAGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGGTCGAGAA

GGCAGATCAAAACTCCGCAACTGAAGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6168;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9740),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTCGTTTAAGTCTGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGAT

GGCTTGAATCTAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6167;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4563),g:Coprococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGTTTGTAAACCTCTATCAGCAGGGAGGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTCCCA

GCAGCCGCGGTAATACGTATGGCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGTGTAA

GTCTGACGTGAAAGCCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTGCAGCTAGAGTGTCGTAGAGGTAGGT
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GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGGAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GAAGCCGCGGTAATACGCAGGGGGCAAGGGTTATCCGGATGTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCA

AGTATGATGTGAAAGGCATGGGCTCAACCTGCGGACTGCATTGGACACTGTCATGCTTGCTTGCGGGAGGGCTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGCAAAAACAGTGGAGAAGGCGGCTTACTGTACGGTA

CGTGACGTAGAGGCTCGAAAGCGTGGGGAGCAAACAAGCTTAGATACCCTGGTA 

>OTU6170;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.7068),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGATGATGACAGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGCAA

GTCAGATGTGAAAACCCGGGGCTCAAAGCCGAGATTGCATTTGAAACTGCCGAGCTAGAGTACAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGACATGCGTAGATATTAGGAGGAACACCAGTGGCGGAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACCTCTTTTACCAAGGAATAAAGTCGGGTATGTATACCCGTTTGCATGTACCTTACGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTGGAACTGCAGTTGGTACTGGAGATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAGGGTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTGGGGGAGGGTAAAAGGCGGGACGTGTCCTGCGTATTGCAAGCATCACCCGAATA

AGGACCGTCTAATTCCGTGCCAGCAGCCGCGGTAACACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGCAGGCGGTTCTTCAAGTGTGTTGTGAAAAGCCGGGGCTTAACCTCGCGCCTGCAGTTTATACTGTTGGACT
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TGAGTGCACACAGGGATGTTGGAATTTATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCATATGTCCAGTGTGTTACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6173;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.5632),g:Clostridium_IV(0.1299); 

ACTTTCTTCCTCCTTTTTTTCTCTTTCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGTTTTC

GGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCAAGTCA

GGCGTGAAAACTATGGGCTTAACCCATAGCCTGCGTTTGAAACTGCGTAGCTTGAGTGAAGTAGAGGCAGATGGAAT

TCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGGCTTTAACTGA

CGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6175;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0157); 

AAGGGAGGCAGCAGTGAGGAAGATGGGTCAAGGGGCGGAAGCCTGAACCAGGCAAGGAGCGGGCAGGAGGACG

GCCCTATGGGTTGTAAACTGCTGTGAGGAGGGAATAATGGAAGACACGCGGGTCTGCGTGCATGGACCGCATGAAT

AAGGACCGGCTAAGCCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTGATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCG

GCTTGAGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGTAACTCCGATTGC

GAAGGCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6174;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5991),g:Coprococcus(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGTCGGTACCTGACTAAGAAGCACTGGCTAAATACGTGCCA

GCAGCCGTGGTACTACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGACTTGAGTGTCGAGGAAGTAAGT

GGAATTCGCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGAGGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATCTTTTTCCCTGTTCTTCAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCC

TATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGCCGGGCAAGCGTGTTGTGAAAGGCAGTCGCTCAACGTCTGAACTGCAGCGCGAACTGCCCAGCTTGA
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GTGCGCGAAACGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.9843),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.2171); 

AAGGGAGGAAGAAGGAGGGAAGAGGAAAGAAGGGGAGAAAGAAGGATGGAGAAACAACGAGTGAGTGAAGAAG

GGTTTAGGCGCGTAAAGCTCTGTTGTGGGAGAAGAACGTGCGTGAGAGTAACTGTGCACGCAGTGACGGTATCCAA

CCAGAAAGTCACGGCTAACTACGCGCCAGCAGCCGCGGTAAGACGTAGGTGGGCAGCGTGATCCGGATGTATTGGG

CGTAAAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACC

GGGCGACTTGCGTGCAGAAGAGGACAGTGGAACTCCATGTTTAGCGGTGGAATGCGTCGATATATGGAAGAACACC

AGTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACC

CTGGTA 

>OTU6180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGGGAGGAATATTTTTCCATGTTCGTCCTCCTTAACCCTCCATGCCGCTTGAAGGACTAAGGCCCT

ACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAA

TGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6177;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGTGGCCGAGTA

AGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAATGATCCCGCCGCGGG

AGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCATCCCACGAAGCAGG

CATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6179;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGACGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACGTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA
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TTGAATTCCTAGTGTAGCGTTGAAATGCGTATAGATTAGTAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTTTAC

CTGACTCTGAGGCTCGAAAGCATGGGTAGCGAACAGTATTAGATACCCTGGTA 

>OTU6181;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCT

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTCATACCTTTGCCCATCGACGTTACCCTCATAAG

AAGCACCGGCTAACTCCTTGCCATCAGCCTCGGTAATACGGAGGGTGCAAGCGTTAATCAGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGTGGTGAAAGCCCCGGGCTCAACCTGGGAGCTGCATCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATGCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6182;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATGTGGGGATAAAGTTCGCCACGTGTGGCGTTTTGCAGGTACTGTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCGGCCTGTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCGCAGCACTGCAGCTGGAACTGGAGGGCTTG

AGTACAGACAAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6183;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Deltaproteobacteria(0.7497),o:Desulfovibr

ionales(0.4652),f:Desulfovibrionaceae(0.2184),g:Desulfovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCCGTAGGGAAGAATAAGCACCGTGCTAATCAGCGGTGCCGTGACGGTACCTTCAAA

GCAACCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGATCGGAATTACTGGGCGTA

AAGCGCGTGTAGGCTGTATGGCAAGTTAGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTGCCGA

TCTTGAGTACGAGAGAGGATGGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACATCAGTGG

CGAAGGCGGCTTGCTGGCTAGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6184;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2184),g:Ruminococcus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTTACCGTACTCAATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCTGTGCA
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AGTCAGAAGTGAAATCCGTGGGCTTAACCCGCGAGCTGCGTTTGAAACTGTAGTGCTTGAGTGAAGTAGGGGCAAG

CGGAATTCCCAGTGGAGCGGTAAAATGCGTAGAGATAGGGAGGAACACCGGTGGCGAAGGCGGCCAGCTGGCCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGGTA 

>OTU6185;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAGTTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGGTGCAA

GTCTGAAGTGAAATGTGGGGGCTCAACCCCCAAACTGCTTTGGAAACTGTATGACTAGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGGGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6186;tax=d:Bacteria(0.9827),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clostri

diaceae_2(0.0086),g:Alkaliphilus(0.0043); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGACGGT

TTTCTGATTGGAAAATTCCTTAGACAGGGGAGCAAAAGGACAGTACCTGTAGAATAAACTCCGGCTAACTACGTGCC

AGCAGGCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGAC

AAGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATATTTCTTGAGTGCTGGCGAGGAAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTGGCGAAGGCGACTTTCCGGAGAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGCT

TTATGGGTTGTAAACTGCTTTTGTAGGGGAGTAAACTTAGATACGTGTATCCGGCTGCATGTATCCTACGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCGGTTTGGTAAGCGTGAGGTGAAAGGCCGGGGCTTAACACGGGAACTGCATCGGGAACTGCCAGACTTGA

GTGTAGGAGCGGTAGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACACCGATTGCGAAGG

CAGCTTACTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTTTCACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGTGCAAGCTGGGAACTGCTTTTGAAACTGTAGCGCTTGAGTGTCGGAGAGGCA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU6190;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

ACACAGGCCACAAATTTCGGGTCGGCCTCAAAAGCACTATCAGCACCACCAGAAACCACCTGCTTAGCGGCGTTGCCC

GCTGTATCCATCTGACTGCAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGAC

GATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAA

AAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCGACCGCGCTTCGC

GGGGTCAACCCCTCAGCGACAAAAATGAAAATTTT 

>OTU6189;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Porphyromonadaceae"(0.5273),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGGTGTTAAAGTTGGGGGCTCAACCATAAAATTGCCATGGAAACGGGGAGCGTTGAG

TATGTTTGATGTAGGCGAAGTGCGTGGTGTAGCGGTGAAATGCATAGAAAGCACGCAGAACTCCGATTGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6193;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGGAACGTGTTCCTTTTTGCGTGTGCCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGATTTTAAGCGTATTGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGGAGTGCTTGA

GTGAGTGCGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTGACGAGTCCTTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAAGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAG

GCCCTATGGGTCGTAAACTTCTTTTGTATCGGAGCAATAAGGGTCACGAGTGACCCGATGAGATTACGATACGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCTGTTCTGCAAGTCAGCGGTGAAAGCCCGGGGCTCAACCCCGGAAATGCCGTTGATACTGCGGGGC

TGGAATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCG

AAGGCATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU6191;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATTTGTAA

GTCAGCGGTGAAAGGCCCGGGCTCAACCCGAGAAGTGCAGTTGATACTGGGAGGCTGGAATGCAGGTGATGTGGA

GGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACTAAGAACACCGATGGCGAAGGCATCTCACAAATCCGC

AATTGACGCTGTGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTAGTA 

>OTU6194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGAGCGTGCGAGTAACTGTTCACGCACTGACGCTATCTACCTAG

AAAGTCACGGCTAACTACGTGCCATCAGCCGCTTTAATACGTAGGCTGCAAGCATTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGAC

TTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6197;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2184),g:Fusicatenibacter(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTTTGTAAAGCTCTATCATCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAACCCAGGCTAACTACGTGG

CAGCCGCCGCGGTAATTCGGAGGGGGGCATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTTGGACTGCATTTGAAACTGTATAGCTTGAGTGTCGGAGAGGTAAG

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6196;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9988),c:Spirochaetia(0.9791),o:Spirochaetales(0.973

0),f:Spirochaetaceae(0.9666),g:Treponema(0.9686); 

ACGGGAGGCAGCAGCTAAGAATATTCCACAATGGGCGAAAGCCTGATGGAGCCACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTAGCAAGTGAGGAATAAGCGGGATAGGGAATGATCCCGTGGTGACTGTAGCTTGAG

AATAAGGGTCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGACCCTAGCGTTATTCGGAATTATTGGGCGT

AAAGGGCACGCAGGCGGTCTGGTAAGTTTGGAGTGAAATTACGGAGCTTAACTCCGTAGCTGCTTTGGATACTGCTG

GACTTGAATCAGTGAGGGGTGACCGGAATACCTAGTGTAGGGGTGAAATCTGTAGATATTAGGTAGAACACCGGTG

GCGAAGGCAGGTCACCAGCACATGATTGACGCTCAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGG

TA 
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>OTU6198;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Prevotellaceae"(0.0099),g:Prevotella(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCACGCCGCGTGCAGGATGAAGGC

TCTATGGGTTGTAAACTGCGTTTTTAGGGGGGTAAAGTGTGACACGTGTGGCATATTGCGGGTACCCTATGAATATG

GAACGGCTAATGCTGTGCCGGCAGCCGCGCTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGCAGGCCGCCGGGCAAGCGTGATGTGAAAGGCGGGCGCCCAACGTCTGCACTGCTGCGCGAACTGTCCAGCT

TGAGTGCGGGCAGCGTTGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACACCGGTTGCGA

AGGCAGCTTACTGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6195;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATGTACGTTACCAGCAGA

AGAAGCACCGTCTCACGCCGTGCCAGCAGCCGCGGTAATACGGATGGTGCAAACGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAATCCCAGGGCTCAACCTGGGAATTGCATCGGAAACTGGCA

AGCTTGAGTTTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCACCTGGACGAAGACTGACGCTCAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6201;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0457),g:Blautia(0.0110); 

AAGGGAGGAAGAAGAGGGGAAGAGAGAAAAGGGGGAGAAAAAGAGAAGAAGGGACGAAGCCAGAGCGAAGGA

GTATCTCGGTATGGAAATCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAG

GCAAGTCTGATGTGAAAAACCGGGGCTCAACCCCGGTAGTGCATTGGAAACTGTTTATCTGGAGTTCCGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTAGGAGGAACACGAGTGGCGACGGCGGCTTACCGCACG

CTCTATGACGTTCAGTTTCGAAAGCCTGGGGGGAACAGAGGATTAGATACCCTCGTA 

>OTU6202;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGTGTTGTAACCTGCTTTTATACGGGGATATATTGGGCCACCTGTGGCTTATTGCACGTACCGTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGATGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGGTAAGCGTGTAGTGAAATGTCGGGGCTCAACCTGGGGATTGCAGCGCGAACTGGCAGGCTTG

AGTGCGGAGGGAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACTCCGATGGCGAA

GGCGGCCTGCTGTAGCGTAAATGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU6199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGGGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTGGTCGGGGAGGAACGTGCGGGACGCGTCCCGTAGTGAGAGTACCCGAAGAAAAA

GCAGCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGGGCGCAGGCGGCGCGCCAAGTCAGCCCTCAAAGTTCCGGCCTCCGCCCGGTGTCGCCTTTCCAACTGGCGTTCTC

GAGTGCGTGCGAGCACGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGGTATGACGCAGAACTCCGATTGCGAC

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6200;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCATGTATGAAGAAGGC

CTTCGGGTTGTAAATTACTTTCAGCGGGGAGGATGGGAGTAAAGTTAATACCTTTACTCATTGCCGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGAGGGTGCAAGCGTGAATCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTTTGGTAAGTCAGATGTGAAATCCCCGGGCTCAACCTTGGAACTGCATCTGATACTGGCAA

GCTTGAGGTTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAGACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGATAGCAACTGTTCACTCCGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTTCCAGCAGCCGCCGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCGGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGGAGAAGAGGACAGTGGAACTCCAGGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATTAAGTGCGGGATGCGTCCCGTTTTGTATGTACCTCTTGAATAAGCA

TCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCTTTTAAGTCAGCGGTGAAAGTTTGGGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGAG
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TATGGTTGGGGCGGGCGGAAGGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATGGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6203;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Gammaproteobacteria(0.9180),o:"Enterob

acteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAAGAATGGAGTAAAGTTAATACCTTTACTCACTGACGTTACCCGCACAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCTCGGCAATATTGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGATTGGTAAGTCAGAAGTGAAATCCCCGGGCTCAACCTGGGAGCTGCCTCTGATACTGGCA

AGCTTGAGTCTCGGAGAGGAGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG

GCGAAGGCGGCCTCCTGGACGATGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6205;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGATACCCGCACA

AGAAGCACCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGACGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTCGGAACTGCATTGGATACTGGCA

AGCTTGAGTCTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6207;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCGATGGCCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGCTGACGGC

CCTACGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGCGGCCTATTGCAGGTACCCTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTGGTGAAAGGTCGGGGTTCAACCTGGGCATTGCAGCTCGAACTGGCAGACTGG

GGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6209;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Mucilaginibacter(0.0000); 

AATATCGGTATAAGTCAAAGCCCCTTTAGCGTTAAGGTACTGCATCTCTTTAGTCGCAGTAGGCGGAAAACGAACACT

CGCAATAGTAAACATCGTGCCATGCTCAGGAACAAAGAAACTCGGCACAGAATGTTTATAGGTCTGTTGAACACGAC

CAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCATGACA
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AGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCGCAAAATGAAGAAATAACATCATGGTAACGCGGCATGAA

GTAAGCACGTTCTTGGAAAGTATGCAAATGAGCATAAGCAGCTGGCAGACCCATAATGTCAATAGATGTGGTAGAAG

TCGTCATTTGGCGA 

>OTU6210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCAAGTCGCGTGGAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAGTAAAGACATCCTCGTGAAGATGGTTGCAAGTACGGTACGAAAAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGGAGCAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGCTGTCTT

GAGTTCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCCAGCGGGGCCGCGACTGACGCTGAGGCTCGAAAGTGTGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU6208;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGTAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCTGGGCTCAACCTGAGAAGTGCATCTGAAACTGGCC

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6211;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGTTTTTAAACTCCTTTTTTACGGGGATAAAGTGGGCCCCGTGTGCCTTATTCCAGGTCCCGTATGAATAAGGC

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCAGGAGGGTCCGGGGTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6212;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

TTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATCGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGCGCAAGCAGCCGCGGTAATACGGAGGTTGCAATCGTTAATCGGAATTACTGGGCGT
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AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCACAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGGGTATCGTAGAGGTGGATAGAATTCCAGGTGTAGCGGATGAATGCGTAGAGATCTGGAGAGATACCGGTG

GCGAAGGCGACCACCTGGACGAAGACTGACGCTCAGGTGCGGGATCGTGGGGAGCAAACAGAATTAGATACCCTG

GTA 

>OTU6213;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGAGTGGCTTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTGTTAAGCGTGTGGTGAAATGTCGGGGCCCAACCTGGGAGTTGCAGCGCGAACTGGCTGACTTG

AGTGCGGAGGATGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCCGCTAGAGCGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6214;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTAGGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGCGCCTCGTGAGGCTTTTTGCATGTCTCTTATGAATCAGG

ACCGGCCAATTCCGCGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGAGTAGTGAAATCTAGATGCTCAACATCGGCACTGCAGCGCGAACTGGTTTCCTAGA

GTACGCACGAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGGTGGCGAAGG

CGGCTCACTGGAGCACAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGTATAGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTTATTTGAAGGTAATCAACCAG

AAAGTTACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCTGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGCAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCGGTGG

CGAAGGCGGCGCTATGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGTAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTCTTGTAAGCGAGTAGTGAAATGTTGGGGCTCAACCTGGGCATTGCAGCTGGAACTGTGAGTCTTGA

GTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6218;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

ACCATGAAACCCACATAGACATTATTGCCCGGCGTACGGAGACGGACGTCACTAGTCACCCAGTCCTTGACGGTATAA

TGACTACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGCCGGGAGGGTAGTCGGAACCGAAGAAGACT

CAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATAACAGCACCAACAGAAACAACCTGATTA

GCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATAAACCGTCGAACTATCAAA

ATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCAGAAGAAGCTAGAGGAACAGAAG 

>OTU6217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGGGCAA

GTCCGATGTGAAAACCCGGGGCTCAACCGCGGGATTGCATTGGAAACTGCTCAGCTCGAGTACTGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCCTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6221;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Helcococcus(0.0000); 

CGTTGACCCTCATTTTGGTCGTCGGGTACGCACTCGCCGCCAGTTAACTAGCTTGCAAACTTCGTGGCCTTATGGTTAC

AGTATGCTCATCGCAGTTCGCTACACGCAGGACGCTTTCTCACGTTCTGGTTGGTTGTGGCCTGTTGATGCTAAAGGT

GAGCCGCTTAAAGCTACCAGTTATATGGCTGTTGGTTTCTATGTGGCTAAATACGTTAACAAAAAGTCAGATATGGAC

CTTGCTGCTAAAGGTCTAAGAGCTAAAGAATGGAACAGCACACTAAAAACCAAGCTGTCGCTACTTCCCAAGAAGCT

GTTCAGAAACAGAATGAGCCGCAACTTCGAGATGAAAATGCTCACAATGACAAAGCTGTCCACGGAGTGCTTAATCC

GACTTACCAGGC 

>OTU6220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4224),g:Dorea(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGGATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAATAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGCAAAGGGAGCGTAGACGGCTGCGCA

AGTCTGAAGTGAAAGGCATGGGCTCAACCTTTGCACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGTTAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

TCTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGGTTGATAAGTCTGAAGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6222;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGCCTTATTGTAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTCGTTTAAGCGTGTTGTGAAATGTCGGGGCTCAAACGTGGCATTGCGGCGCGAACTGTGGGACTTG

AGTGAGTAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCAACAATGGACGCAAGTCAGATGGAGCAACGCCGCGTGAGCGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCATCCAG

ACAGTCACGGCTAACTACGTGCCAGCAGCTGCGGCAATACGTAGGTGGCAAGTGTTGTCCGGATTTATTGGGCGGAA

AGCGAGCGCAGGCGGAAAAATAAGTATAATGCGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTGTT

TCTTGAGTGCGGAAGAGGAGAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCACGTAGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAAAAAG

GACCGGCTAATCTCGCGACAGCAGCCGCGGTAATACGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCGTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGAGCATTGCATCGCGAACTGTGAGACTT
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GAGTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6223;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.1707),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Kordia(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGATGCAGAGCAATAAGGACCACGCGTGGTTCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGACGGGAGAACAAGTTAGTTGTGAAAGCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATTTTTCTTGA

GTGCAGGAGAGGAAAGCGGAATACCTAGTGTAGCGGCGAAATGCGTAGAGATTAGGGAGAACACCAGTGGCGAAG

GCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6224;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGTAGTAAAGTTAATACCTTTGCGCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTATTCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTTTGTTAAGTCGGATGTGAAATCCCCCGGCTTAACCTGGGAAGTGCATCGGATACCGGCA

GACTTGAGTGTAGTAGAGGGGGGTAGAACTCCAGGTGTAGCGGTGGAATGCGTAGAGATATGGAGGAAAACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6228;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulforhopalus(0.0000); 

ACCAGAAGCAGCATCAGTGACGACCTTAGAAATATCCTTTGCCGTAGCGCCAATATGAGCAGGGCCCTACCGCTGCTT

CTGCGTTTTCTGCTGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACT

GACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTT

CCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGGGCATATACCTGGGCTT

TCGGATTATGGCGTGAAGGCGCCGACTGAATGCCAGCAAGCGCTTTT 

>OTU6227;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGTTTTTAGTCGGGCATAAAATTCGGCACGTGTGCCGCGTTGCATGTACCGTCCGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGGTTTATTGGGCGTAAAGCGA

GCGCAGGCGGAAAAATAAGTCTACTGTGAAAGCCATGGGCTTAACCGAGGAACTGCAGCGGAAACTGTTTTTCTTGA
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GTGGAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAG

GCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6230;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCACGTACCGTATGAATACGG

ACCGCCTAATTCCGTGCCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGCCGGGGCTTAACCTGGGCATTGCAGCGCGAACTGGCAGACTAG

AGTGCGCAGGAGGTAGACGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGGTGGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6229;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9812),o:Aeromon

adales(0.9389),f:Succinivibrionaceae(0.9201),g:Anaerobiospirillum(0.8124); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACACTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTAAGTGGGAAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGGCGGAAAGG

TAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGTCATTCTAAACTTTCTTTCTAGAGTATTGCAGAGGGAGA

TGGAATTTCAGGTGTAGCGGTGGAATGCGTAGATACCTTAATGAACACCAGAGGCGAAGGCGGACTTATGCGCAAA

TACTGACGCTCAGTTGTGAAAGCTTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU6231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1679),g:Fusicatenibacter(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGCGAAGGAGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCCGCCGCGGTCATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCAGTGGAAACTGTCAGGCTGGAGTGTCGGAGAGGTAA

GCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACG

GTGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAGGCTCTGTTGTTGTTGAAGAAGGATAGAGGTAGTGACTGTCCTTTATTTGACGGTAATCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGGTGTGAAAGTCTTGGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA
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CTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATAGGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGATTGTAAAGCTCTATCATCAGGGACGAAGATTACGGTACCTGACTAAGAATCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCACGCGTTATCCTGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAAG

TCTGAAGTGAAAACCCAGGGCTTAACCCTGGGACTGCTTTGGAAACTGTATTGCTTGAGTGTCGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6232;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Deltaproteobacteria(0.7497),o:Desulfovibr

ionales(0.4652),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACCATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGG

TTTCGGATAGTAAACCTCTGTCAGAAGGGAAGAATAGGAAGCGTGCTAATCAGCGTTTCTGTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGG

AAAGCGCATGTAGGCTGTACGGCAAGTTGGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCCAAACTACCG

AACTAGAGTGCGAGAGAGGATATCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGTAAGACCATCAGTA

GCGAAGGCGGCTATCTTGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6235;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAACCTCTGTCCTATGGGACGATAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTTAACAA

GTCAGGCGTGAAATCTATGGGCTTAACCCATAAACTGCGCTTGAAACTGCTAAGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAAGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2524),g:Roseburia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAGATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAATGCA

AGTCTGATGTGAAAATTTGGGGCTCAACCCAAAAACTGCAGTGGAAACTGTTTAACTTGAGTGTAGTAGGGGCAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6237;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCTCGGCTAACTACGTGCC

GGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGCTTTGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTTGGATGTGAAATCCCCGGGCGTAACTTGGGGTCTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6239;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_2(0.0149),g:Alkaliphilus(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGATGAAGGT

TTTCGGATTGTAAACTATTGTCAACAGGGAAGAAAAAGACAGTACCTGAAGAGGAAGCCCCTGCTAACTATGTGCCA

GCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGGCA

AGTTAGTTGTGAAAGCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATCTTTCTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6240;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGAAGGAAGAAGGAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTTGGTGTA

AAGGGAGCGTAGACGGACTGGCAAGTCTGATGTGACAGGCAGGGGCTCAACCCCTGGATTGCATTGGAAACTGTTG

ATCTTTAGTACCTGCGGGGTAAGCGGAATTCCTAGTGTTGCGTTGAAATGCGTAGATATTATGAGGAACACCAGTGG
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CGATGGCGGCTTGCTGGACGATAACTTACGCTGAGGCGCGAAAGCGTGGGGAGCAACCAGGATTAGATACCCTGGT

A 

>OTU6242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTGTTGGCGGGGAAGAAAGATATAGGTAGTAACTCGTCTCTCTTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6243;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCCCGTCTAACTACGTTCCCGCAGCCGCGGTAATACTTATGTGCCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGA

CTAGAGTGCAGAAGAGGAAAGGGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Saccharofermentans(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTGAT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6247;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

GCCTCATCAGACATCTCCGAACGTGTTAACTTCTGCGTCATGTCAGCGCTACAACTCTGCAGGTTGGATACGCCAATC

ATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACT

TTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAACCCAGCTT

GGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTCATGGTGAGCAGTTGCATCCCGAAGTTGCGGCTCATTCTGAT
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TCGGAACAGCTTCTTGGGAAGTAGAGACAGCGTGGTTTTTAGTGAGTTGTTCCATGCTGGAGCTCCTAGACCTGTAGC

A 

>OTU6244;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGCGCGCCA

AGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGGC

GGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAGCGCA

ACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCACGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCACGGCTCACTACGTGCCA

GCAGCCGCGGTTATACGCCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACGTGGGTGGTGCATTGCAAACGGGGAGTCTAGAGTGGAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCAGGACTGG

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6246;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGAGTCACGTGTGGCTTTTTGCAGGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTAATAAGCGTGTTGTGAAATGTCGACGCTCAACCTGGACATTGCAGCGCGAACTGGGTGACTTGA

GTACGCAGAAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6248;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp1(0.0000),g:Terriglobus(0.

0000); 

CCGAAGCAGACTCACAGCGAACCCCCCAGGCAAAAACTTTCGTGTCGGCATCAAAAGCCCTCTCAGCACCAACAGAC

ACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGTC

AAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGA

AGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAA
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GCAGAAAACCTACCGCGCTTCGCTGGGTCAACCACGCAGCGGCAAAAATTAAAATTTGGACCGCTTCGGCGTTATAA

CCTAACACTCAATCTTTTAGCACGAAGGCATGAGTGAATCGCGAGGGGGCGGCAGAT 

>OTU6249;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Rikenellaceae"(0.9015),g:Alistipes(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCAGGTACGCGTACCTGTTTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATGCCGGGGCTCAACTCCGGAACTGCCTCTGATACTGTTGAGCTAGA

GAGTAGATGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATGTCTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCAACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTCATTTGATGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGAGTTGACCGGAGTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGAAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCGGACCCAGCAACGCCGCTTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTTTTTTCTTAGGGACGTAGCAAGTGACGGTAACTAAGGAGTAAGCCACGGCTAAGTACGTGC

CACCAGGCGCGGTAGTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGATTGC

AAGTCAGATGTGAAATCCACGGGCTCAACCTATGGCCTGCATTTGAAACTGTAGTTCTTGAGTAATGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGC

TACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Cytophagia(0.0525),o:Cytophagales(0.0352)

,f:Flammeovirgaceae(0.0086),g:Persicobacter(0.0043); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGAGCAATCCTGACCCAGCCATGCCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACATCTTTTGCCGCAGAGTAAACCCGGTCACGTGTGGCCGGTTGAGAGTATGCGGCGAATAAG

TATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACAAGCGTTAACCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACCGCTAAGTCAGGGGTGAAAAGTTCGTGCTTAACATGGATAGTGCATTCGATACTGGCGGACTA
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GAGTGCGATAGGCGGGGCCGGAATTTGGTGTGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATGGAGAA

GTCAGGTCACGAGTTCGTAACTGACGCTCATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6255;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9846),o:"Fusobacteriales"(0.

9911),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAAAAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGAGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGATTGG

TAAGTCTGAAGTGAAAATGCGGGGCTCAACTCCGGATTGCGTTTGAAACTGTCAAACTAAGATACTGGAGAGGTGGA

CGGAAATACAAGTGTAGGGGGTAAAATCGTTGAAATTTGTAGGAATGACGAGGGGCAAGCCAGCCCACTTGACAGA

TACTGACGCTAGAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTTGTA 

>OTU6253;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGGGGATAAAGTGGGGCACGTGTGGTTTATTGCAGGTATCGTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTGTTAAGCGTGTTGTGAAATTTCGTGGCTCAACCGGAGAATTGCAGTGAGTACTGGCAGTCTTGA

GTACACAAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6254;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGTAAGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCCGGACTGCATTCGAAACTGCATGGCTTGAGTGTCGGAGAGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6256;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGAGAATCTTGCACAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAGGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGGGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTGGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG
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CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6258;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5632),g:Dorea(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCAGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCATGGCATGCATTTGGAACTGGAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATGCCTAGTGTAGCGGTGACATGCGTAGATATTAGGACGAACACCAGTGGCGAAGGCGGCTTGCTGAACGCTG

ACTGACGTTGAGGCTCGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCTACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGGAACCGAGTAAGAAGCCACGGCTAACTACGTTCC

AACAGCCCGCGTAATACCGAGGGGGGTAGCGTTATCCGGAATTACCGGGCGTAAAGGGTGCGTACGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGGAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGATCAAGTCAGCGGTCAAACTTCGGGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6262;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

ACGCTGGGTTACGACGCGACGCCGTTCAACCAGATCTTGACGCCGAACGCACAAAGCGCGATGAGCTTGAGGCTGG

GCAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAA

AAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATTTCTGATGA

GTCGAAAAATTATCTTGATAAAGCAGGAAGTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAA
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AATGAGAAAATGCGACCGATACTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCGTTCGCCATCAAATAACGATTCG

GTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTGAATAGGCTTGGC 

>OTU6261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Marinilabiliaceae(0.0457),g:Alkalitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

TCTATGGGTCGTAAACTCTTTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTATTCGTCGAATAAG

CATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATCCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTGA

GTGCTGTAGCCGTAAGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACGCGGAACACCGATTGCGAAGG

CGTCTCACGGGGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6260;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Gammaproteobacteria(0.9038),o:"Enterob

acteriales"(0.5766),f:Enterobacteriaceae(0.3884),g:Escherichia/Shigella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGGTGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTAGCA

GGCTTGAATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACTCCGATTG

CGAAGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAAATACCCTGGT

A 

>OTU6265;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4224),g:Roseburia(0.1299); 

ACGGGAGGCAGAAGTGGGGAATATTGCTCAATGGGGGAAAACCTGATACAGCGACGTCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTTTATCAGCAGGGGAGAAGAAATGACGGTATCTGACTAAGAAGCACTGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGTGTTATCGGGATTTATTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGAGGCGCAACCCCGGTACTGCATTGGATACTGGACATATCGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCAGCTAACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6264;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGCGTCGGTACCTCATGAATAAGCCACGGCTACCTACTTTC

CAGCAGCCGCGTTAATACGTAGGTGTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTGGAAACTGTAACACTTGAGTGCAGGAGAGGTAGA
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TGGAAGTCCTTGTGTAGAGGTGAAATGAGTAGAGATAAGGAAGAACACCAGTGGCGAAGGCGATATACTGGAAAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6266;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCGATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCCTTTGATACTGTCGTCCTGG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0099),g:Alkalitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGACGGATGACGGC

CCTATGGGTCTTAAACGTCTTTGGTATCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGAAGCCGCGGTATTACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCAGCTGTGAAATGTCCACGCTCAACGGTGAACTTGCATGTGATACTGCCGTCCTG

GAATGCGGATGCCGTGGGGGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

TGCATCTCACGGAACCGCAATTGACACTGATGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCCGGTA 

>OTU6268;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGCGATGAAGGC

CTTAGGGTTGTAAAGCTCTGTCCTTAAGGAAGATAACGACGGTACTTAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTCGGTGCTGCCCTTGAAACTGGAAGTCTAGAGTGCAGGAGAGGCGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGATTCTCTGGACTGTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6269;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.3448),c:Fusobacteriia(0.1740),o:"Fusobacteriales"(0.

0781),f:"Fusobacteriaceae"(0.0252),g:Fusobacterium(0.0066); 

ACGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGTC

CTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGC

GTCCAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAG
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TACTGGAGAGGTGGGCGGAACTACAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6263;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9769),o:Desulfovibr

ionales(0.9606),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCTCTTTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCATGCCTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATGCCGCGGCTCAACCGTGGAACTGCCCTGGGTACTGGAC

GACTTGAGTCCGGGAGATGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6271;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9755),o:"Fusobacteriales"(0.

9389),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGAGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGTAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTGAACTCCGTATTGCGTTGGCAACTGCGTAACTAGAGTATTGGAGTGGTGGGC

GGGACTGCAAGTGTAGAGGTGAAATGCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAAT

ACTGACGCTTAAGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6272;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1098),g:Paraprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGTCTGAACCAGCCAAGTCGCGTGCAGGAGGACGGC

CCTCCGGATTGTAAACTTCTTTTGTTTGGGAGTAAAAAAGGTGACGTGTCATCTATTGTATGTACCAGCAGAAAAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCGAGATAAGTCAGCGGTAAAAGTGCGCGGCTCAACCGGATGTCGCCGTTGATACTGTTGTGCTTGA

GTGCGTACGAGGATGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CAGCTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6270;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumin

ococcaceae(0.0099),g:Butyricicoccus(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCGTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAAG

GGTGAGTAGGCGGTTTTTTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGAGAACT
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AGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCG

AAGGCGGCCTGCTGGACATTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGGACATGCGTGAGCGTAACTGTTCACGCCGTGCCGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCCGCAGCCTCTCTAATACGTCTGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGGGCGCAGGCGGTTGCATAGGTCTGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAAATGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCTAGTAAGTCAGCGGTGAAAGCCCGGGGCTCAACCCTGGGAGTGCCGTTGATACTGTTTGTCTGG

AATGAGCTCGAGGCGGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGAGATCACTCAGAACACCGATGGCGAA

GGCAGCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6273;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.1707),c:Sphingobacteriia(0.0224),o:"Sphingobacteri

ales"(0.0170),f:Sphingobacteriaceae(0.0046),g:Solitalea(0.0032); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCTTTGAGAGTACCAGGCGAATAA

GCATCGGCAAACTCCGTGCAAGCAGCCGCGGAAATACGGGGGATCGGAGCGTTATCCGGTTTCATTGGGTTTAAAG

GGGGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGGCGCGC

TGGAGTGCGGAGGCCGCCGGAGGAATGAGTGGTGTAGCGGTTAAATGCTTAGATATCACTGAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6276;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9820),o:"Fusobacteriales"(0.

9821),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGACCAAAAGTCTGCTCAAGCAATTCTGTGTGCACGATGACGGT

CTTGGGATTGAAAAGTGCTTTCAATGGGGAGGAAACAAATGACGGTACCAATAAAAGAAGCGACGGCTAAATACGT

GCCACAACCCGCGGTAATACGTATTTCGCAAGCGTTATCCGAATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTAACGGAGAGGTGGG
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CGGAACTACAAGTTTAGAGGTGAAATTCGTAGATATTTGTAGGAACGCCTATAGAGAAGTCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6277;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTCTGAATAAGGAC

CGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGCAGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGGCCTGCTTGAGT

GCGGCAGAGGCAGGCGGAATTTGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATGGCGAAGGCA

GCTTGCTGGAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Rumin

ococcaceae(0.9294),g:Faecalibacterium(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGTAAGAAGGT

TTTCGGATTGTAAACTCCTGTTGGCGGGGAAGATAATGACGGTACCTAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGCTGGAAGTGAAATCCATGGGCTCACCCCATGAACTGCTTTCAAAACTGTTTTTCTAGAGTAGTGCAGAGGTAGGC

GGAATTCCGGGTGTAGCGGTGGAATGCGTAGACATCGGGAAGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAACCAGGATTAGATACCCTGGTA 

>OTU6278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Hydrogenoanaerobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGGTCAATGGGGGAAACCCTGAACCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGCAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGCTGTA

AGTTGGATGTTAAATCTACGGGCTTAACTCGTATCAGCATTCAAAACTGTGGCTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5632),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATTCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAGAGCTCTATCAGTAGGGACGAAGAAATGACGGTACCTAACTAATAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

GAGTCTGATGTGAAATCCCTGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCAGCTAGAGTGTAGGAGGGGTAG
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GTGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6281;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0252),g:Alloprevotella(0.0076); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGTC

CCTCGGGTTGTAAACCGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCAAGTACCGTCAGATAAG

CGACCGGCTACTCCCTTGCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAAACGCGGGGCTCAACTCCGGGACTGCAGTGGATACTGTCGGGCT

TGAGTGCAGGAAGGGATGGCGGAATTCATGGTGTAGCGGTGAAATGCATAGATATCATGAAGAACACCGATTGCGA

AGGCAGGTGGCCGGAGTGCTACTGACGCTGAGGCTCGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Rikenellaceae"(0.0560),g:Alistipes(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGAAGGAAGAAGGC

CCTATGGATTTTAAACTGCTTTTGTAGGAGAGTAATAAGGGTCTCGTGAGACCCGATGAGAGTATCCGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCTGTTAAGTGTGCCGTGAAATGCCGACGCTCAACGGCTGTCCTGCGTTTGGTACTGTTGGACTGG

AGTGCGGATGACGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACACCGATTGCGAAG

GCATCTCACGGGTCCGCAATTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6282;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pepto

coccaceae_1(0.0560),g:Syntrophobotulus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCCGACGGAGCAACGCCGCGTGAATGAAGAAGGT

TTTCGGATTGTAAAATTCTGTCTTTAGGGGCGAATAAGCGAGGCGAATAGTCTCGTGTATGACGGTACCTAAGGAGG

AAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAA

AGGGCGCGTAGGCGGGTAATCAAGTCAGATGTGAAAGCTCCGGGCTTAACTTGGAGCCTGCATTTGAAACTGGTTGT

CTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGACTTGCTGGACTGTACCTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6284;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:Cytophagia(0.0525),o:Cytophagales(0.0352)

,f:Cytophagaceae(0.0086),g:Cytophaga(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAGTGGGCGGAAGCCCGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGATCCCGGAGCAATAAGAGCCACGCGTGGCTAGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATAGGGTGTAAAG

GGTGCGTAGGCGGGGTTGTAAGTCAGACGTGAAATGTCCGCGCTCAACCTGGAACGTGCGTTTGATACTGCCGTCCT
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GGAATGCTGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGGTCGAACAGGATTAGATACCCTGGTA 

>OTU6285;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTGCTGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGATAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGAACTGCATTTGATACTGGCAAGCTTGAGGCTCGGAGGGGCAATCG

GAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6286;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGGGGAAGGGAGTACAGTTAATGCCTTTGCTCATGGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGCCAGATGTGAAATCTCCGGGCTCAACCTGGGAACTGCGGCTGATACTGGG

AAGCTTGAGTGTCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATGTCGAGGAACACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Eubac

teriaceae(0.9480),g:Eubacterium(0.9724); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGCGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTAAAGTCTATGGGCTTAACCCATAAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCGAGTGTAGCGGTTAAATGTGTTGATATTCGGACGACCACCGGTGGCTAAGGCGGCCCACTGGGCTTTTC

CTTACGCAGAGGCTCGAAAGTGTGGGGAGCCGACAGGATTAGATACCCTGGTA 

>OTU6288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1098),g:Paraprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGGTGACGGC

CCTACGGGTTGTAAACCTCTTTTGACTGGGAACAAAGAGCGGCACGTGTGGTGTGTTGCGAGTACCCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTGTTAAGTCAGCGGTCAAAGGTCAGGGCCCAACCTTGTCATGCCGTTGATACTGGCGGCCTTGA
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GTGCGCGCGAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTTCTAGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU6292;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumin

ococcaceae(0.0000),g:Ethanoligenens(0.0000); 

ATGAACCTAATAAGCAATGACGGCCGCAATAAACTCAACAGGCGCAGGCAAGCGAGGGTATCCTACAAAGTCCAGC

GTACCATCACCGCACGCCTCCACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAG

AAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGA

AACGTACGGATTGTTTAGTAACTTGACTCATGATGTCTTACCGATTAGTGGTTGAACAGCAGCGGACTCAGATAGTAA

TCCACGCGCTGTTAAAATGTCAACAAGAGAAGCTCGACCATGAACAAAAGGTGAC 

>OTU6289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Oscillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGGTACCTGGCGAATAATCCACGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTAGTCTTGAGTATCGGAGAGGCGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6290;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0326); 

ACGTGATTCAGCAGTGGTTAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCC

TTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCTGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCGGC

AAGTCAGATGTGAAATCTCGGGGCTTAACCCTGAAACTGCATTTGAAACTGTCGCCCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGAGTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGGACTTGAGGAGGAAGCCCCTGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGGAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGACTTCCTAGTGCAGCGGTGAACTGCGTTGATATTAGGCGGAACACCAGTTGCGACGGCGGCTCTCTGGACTGTAA

CTGACACTGTGCAACGAAAGCGTGGGGCGCAACCAGGATTAGATACCCTGGTA 



6182 

 

>OTU6293;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCACGCTCAAGGGGGGGGGTGCGTTGGATACTGTGGGACGG

GAATGAGGAGGCGGTGGGAGGAATGTGTGGTGTAGAGGGGAAATGAATAGATATCAAACAGAACACCGATTGCGA

AGGAATCTCACGAATCCGCAAGTGACGCTGAGGAAAGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6295;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAGCTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATACG

GCCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTAATAAGCGAGGTGTGAAATGTCGGGGGTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGAAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCGGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTCACGGTACTTAATGAATACGCTCCGTCTAACTACGTGCC

AGCCGCCGCTGTAATACGTAGGGCGCAAGCTTTCTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGGTGTGAAATCCGTGGGCTTAACCCAAGAACTGCATTTGAAACTGTTTGGCTTGAGTGAAGGAGAGGCAGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6296;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovibr

ionales(0.9389),f:Desulfovibrionaceae(0.7787),g:Desulfovibrio(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGACGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTTATCTAATCATCATCCTACTGACGGTAACTTCAAAG

GCAGAACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGAGTGAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGCTATGTAAGTCAGGCGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTGGATACTGCACG

ACTTGAATCCTGGAGAGGTTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 



6183 

 

>OTU6297;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGCCGCGTGAAGGAAGAATGC

CCTATGGGTTGTAAACTGCTTTTTTAAGGGAGTAAAGTCGGGTATGCATACCCGTGTGCGTGTACTTTAGGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGGTTAAGTCAGTGGTGAAAGTTCGCGGCTCAACCGGAAGACTGCAGTTGATACTGGGTTACTTGA

GTGCAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCGATTGCGAAGG

CAGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9812),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTTTGATGTGAAAGCTGGCTGCTTAACCGAAGAAGTGCATCGGGAACTGGGTG

ACTTGAGTGCAGAAGAGGACGGTGGAACTCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6299;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9943),o:Campylob

acterales(0.9821),f:Campylobacteraceae(0.9852),g:Campylobacter(0.9799); 

ACTTTATTCATCATTATGGAATATTTCTCAATTTTCTAAGGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACTTTTC

GGAGCGTAAACTCCTTTTCTTAGGGAAGAAATTTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCAGCA

GCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAGTC

TTTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATGGAA

TTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAACTGA

CGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGC

GTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGA

GTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 



6184 

 

>OTU6301;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTTATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATATAGGTAGTAATTGGCCTTTATTTGCCGGTAATCACCTACA

AACTCCCGCCTAACTACGTGCCAGCCGCCCCGTTAATCCGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTGGGCTTGACCGAGGAACTGCATCGGAAACTGTTTTTCT

TGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGGATATTCCACAATGAACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTAGGATTGTAAAGCTCTGTTATTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTTGGCGTAA

AGCGAGCGCAGGCTGAAAAAGAAGTCGAATGTGAAATGCCTCGGCTTAACAGAGGAACTGCATCGGAAACTGTTTTT

GTCGAGGGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTAAGAACACCCGTCGA

GCAGGCGGATCTATGGTCTGCACCTGAAGCTCACGCTTGCGAGCATCGGTAGCCAGCAGGATTAGATACCCTGGTA 

>OTU6303;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.9755),o:Burkholderi

ales(0.9172),f:Sutterellaceae(0.8864),g:Sutterella(0.8124); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGTCAGGGACGTAAAGGACGGTGTTAATACCATAGTCTGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGTGGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCAGTTGAGACTGGAGG

ACTAGAGTTCATCAGAGGGGGGTGGAATTCGAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGTACGTAAAGCTCTATCAGCTGGGAAGAAAATGACGGTACCTGACTAAGGAACCCCGGCTAACTACGTTCCA

GCCACCGCCGTAATACGTTGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTATTGCTAGAGTGTCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCGCGAAATCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6185 

 

>OTU6307;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Acholeplasmatales(0.00

00),f:Acholeplasmataceae(0.0000),g:Acholeplasma(0.0000); 

CTTTTCTTCTTCCCCTTCCTTTATTCTCACTTATTTCTCATATTCAAACTGGCGCCGAGCGTATGCCGCATGACCTTTCCC

ATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTAGTACCATTTCAACTACTCCGGTTATCGCTGGCGACTCCTTCGA

GATGGACGCCGTTGGCGCTCTCCGTCTTTCTCCATTGCGTCGTGGCCTTGCTATTGACTCTACTGTAGACATTTTTACTT

TTTATGTCCCTCATCGTCACGTTTATGGTGAACAGTGGATTAAGTTCATGAAGGATGGTGTTAATGCCACTCCTCTCCC

GACTGTTAACACTACTGGTTATATTGACCATGCCGCTTTTCTTGGCACGATTAACCCTGATACCAATAAAATCCCTAAG

CATTTGTTTCAGGGTTATTTGAATATCT 

>OTU6305;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTAATGACGGTACCTGACTAA

GAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGACTGCATTGGAAACTGTCA

AGCTGGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGAGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTGGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGG

AATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6308;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0032),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAATGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTACC

TTCAAGCTCTGCTTGGTGTTGGGTGTTTGTCCCGCCTTTGTGCGCGGACTCGCCTTAAAGCAATTGGCAGCCGGCGTA

TTAGTTTCGGAGCGCAGCACAAATCGCGCTCTGTGTCTTATACGGTAGCATCCATCAAGACTATTTTACACTCTTGACC

TCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU6310;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 



6186 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAGCTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAA

GGCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6311;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Pepto

streptococcaceae(0.5632),g:Clostridium_XI(0.3915); 

CCTTTAGGCAGCAGTTTTGACTATTGCACCCTGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCT

TCAGGTCGTAAAGCTCTGTCCTCCAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGTCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTC

AGGAGTGAAAGGCTACGGCTCAAACGTAGTAAGCTCTTGAAACTGGGGAACTTGAGTGCAGGAGAGGAAAGTGGA

ATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.9085); 

CCTTTCGGCAGCAGTCTTTCCTCTTCCCCCCTTTCCTCCCTTCTTCTGGCTCAACGCCTCGTGAGTGAAGAAGGTTTTCG

GATCGTACAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAG

TCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGATGAACTGCATCGGAAACTGTTTTTCTT

GAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6309;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVb(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAACAGGGACGAAACAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCACGT

CAAGCCAGATGTGAAAGCCCGGGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAG

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6314;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9671),c:Fusobacteriia(0.9180),o:"Fusobacteriales"(0.

8303),f:"Fusobacteriaceae"(0.3884),g:Fusobacterium(0.0423); 



6187 

 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGCGCC

AAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGACGATGGGGAAGCCAGCCCACTGGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6313;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

AAGGGAGGCAGCAGTGAGGAATAGGGGAAAAGGGGGGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGG

CCCTATGGGTTGTAAACTGCATTTGCACGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GAGCGCAGGCCGCCCCTTAAGCGTGGTGTGAAATGCCGCGGCTCAACTGTGGTACTGCAGCGCGAACTGGGGTGCT

TGAGTGCGCGCAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGA

AGGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6315;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Nubsella(0.0056); 

ACGGGAGGCAGCAGTTAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGAGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCGTGTGAGATCCGTTGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTAGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTAGATACTGTACATCTG

GAATGCTGGTGCCGTAAGAGGAAGGAGGAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGAGATTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6316;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Eubac

teriaceae(0.0457),g:Acetobacterium(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGAGGCAACTCTGACGCAGCAATGCCGCGTGAGTGAAGAAGGG

ATTCGTTCCGTAAAGCTCTGTTACCGGGGAAGAGAGAAGACGGTACCCGGTGAGCAAGCCCCAGCCAACTACGTGCC

AGCAGCTGCGGTAATACGTAGGGGGCGAGCGGTATCCGGATTTATTGGGCGTAAAGGGCACGCAGGCGGTTATTCA

GGTGTGATGTTCAAGGGTGGGGCTCAACCCCGCAGGTCATGGCAAACCGGATAACTCGAGTAATGTCGGGGCAGAC

AGAATTCCTGGTGTAGCGGTGAAATGCGCAGAGATCAGGAGGAATACCAGAGGCGAAGGCGGTCTGCCAGGCACTT

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6317;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6346),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAGGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTGGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTAA

AGGGTGCGTAGACGGGGGAACAAGTTAGTTGTGAAAGCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATGTTT

CTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCTATGAATACGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTTAAGTCAGGGGTGAAAGTCCGGGGATCAAGGACGGGGCTGCCCTGGACACTGGCGGGCTG

GAGTGCGGATGAGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCACCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU6319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCAGGGACGAGAGAGCCTGTCAGGAAATGGGCAGGCTAGGACGGTACCTGGCG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGAAAAGTAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGT

TTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

GTGTCAGCCGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGCT

AAGCAAGCCAGGGGTGAATGGCAACGGCTCAACCGTTGTAAGCCTTGGGTACTGTTGGACTTGAGTACAGGAGAGG

AAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGA

CTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGGTACTAGGTGTCGGCATGCGAGTGTCGGTGCCGCAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGTCG

CAAGACTGAAACTTAAAGGAATTGACGGGG 



6189 

 

>OTU6322;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Oscillibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGGAGAAGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGCGAGCGCAGGCGGAAAAAT

AAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGGAACTGTTTTTCTTGAGTACAGAAGAGGAGAG

TGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAGGCTGCA

ACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6321;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTTGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCCGTGACGGCATTCAACCAG

CAAGTCACGGTTAACTACGTGCCAGCAGCCGCGGTAAATCGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGGGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6323;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Prolixibacteraceae(0.0252),g:Sunxiuqinia(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATAGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGTGTACGTCGATGAGATTACATCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGA

GTGTCGGAGAGGAAAGGAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAG

GCGCCTTTCTGGATTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1872),g:Coprococcus(0.0423); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGCTGTGTA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTACGCAGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU6325;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Gracili

bacteraceae(0.1485),g:Gracilibacter(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGGGACGAAGTAAGTGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTATAT

TAAGTCAGATGTGAAATACCCGTGCTTAACATGGGGGGTGCAACTGAAACTGGTAAACTTGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU6326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:Cytophagia(0.9726),o:Cytophagales(0.8955)

,f:Cytophagaceae(0.7787),g:Hymenobacter(0.5239); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCC

CGTTAAGTCCGGGGTGAAAGCCCACTGCTCAACAGTGGAACTGCCCTGGATACTGGCGGGCTTGAGTCCAGACGAG

GTTGGCGGAATGGAAGGTGTAGCGGTGAAATGCATAGATACCTTCCAGAACCCCGATTGCGTAGGCAGCTGACTAG

GCTGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

TTGGGCACTAGGTGTGGGTCTCAACCAACGGGATCCGCGCCGTCGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC

GGCCGCAAGGTTAAAACTCAAAGGAATTGACGGGG 

>OTU6328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGTAACGCCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGTAGTAACTGGCCTTTCTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGTCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGGGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCAAGTGTGAAAGCGTGCGGCTCAACCGAGGAACTGCATCGGAAACTGTCTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diales_Incertae_Sedis_XIII(0.1485),g:Anaerovorax(0.0230); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGAGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAG

GTCTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCT

AAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAG

CGGAACTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGT

TACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAAATGGGAAAATTGAGGGCAGGATAGGTGGGT

GGAGTTCCTAGTTGTGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTTGCGAAGGCGGCTCTCTTGAATGTTA

CTGACACTGGGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6330;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGAGAAGCCGGATTGATGGACGTCCC

CTGAAGGTGGGGCGCGAGAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4563),g:Coprococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGATAGTAA

GTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGCGGAAGAAGCCACGGCTAACTACGTGCCA

GTAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAAGTTTAA

GTGAGATGTGAAATACCTAGGCTCAACCCGGGGGCTGCATTTCAAACTGTACGGCTAGAGTGTAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGATCGTAAATCTCTATTGTTAGTGAAGAAGGAGAGGGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACTAAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAAGTGAAAGCCCTCGGCTCAACCGAGGAACTGCATCGGAAACTGTTCT

TCTTGAGTGCAGGAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGG

CGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Flavobacteriia(0.9820),o:"Flavobacteriales"(

0.9821),f:Flavobacteriaceae(0.9759),g:Flavobacterium(0.7643); 

GTGTCAGCCGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTT

AATAAGTCAGTGGTGAAATCTGGTCGCTCAACGATCAAACGGCCATTGATACTGTTAAACTTGAATTATTGTGAAGTA

ACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATGGAATACCAATTGCGAAGGCAGGTTACTAACAAT

ATATTGACGCTGATGGACGAAAGCGTGGGGAGCGAAGAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATGG

ATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAA

TGAAACTCAAAGGAATTGACGGGG 

>OTU6336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9038),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAAATGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCACGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGATTAGGTCTGGAGTGAAAGCCGTGGGCTCAAGGTAAGAAGTGCATTGGAAACCGGG

TGGCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTTGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATAA

GTCCGGAGTGAAAGTCCTGCTTTCAAGGTGTGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAGTG
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GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTTA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6338;tax=d:Bacteria(0.2022),p:"Armatimonadetes"(0.0264),c:Armatimonadia(0.0087),o:Armatimona

dales(0.0063),f:Armatimonadaceae(0.0019),g:Armatimonas/Armatimonadetes_gp1(0.0018); 

GTGCCAGCCGCCGCGGTAATACGAGGGGAGCAAGTGTTCTACGGTCAAACTGGGCGTAAAGGGTTCTCCGGCGGAA

GTGGGCGTGTAGGATGAGTGCATTCCGCCTGTTAAGCGGGATCGTCTCCTAAACTCCATTTCATGAGTTGGAGCGGC

GAGGGCGGAAGTCCAGGACGAGCGTTAGCATGCTTAGACGCCTGGAGGACGGCCACGGGCGCAGGCCTCCCTCGA

GCTCCGACTGACGCTTCGGAACGAAAGCGTGGGGAGCGATCGGGATTAGAGACCCCGGTAGTCCACGCCCTGATCG

ATAGGAAGTGGAGATGCGCGTCAGCGTGTGTCTCCTTGTTAACGCAAAACTTCCTCGCCTGAGAAGTACGGCCGCAA

GGTTGAAACTCAAAGGAATTGACGGGG 

>OTU6337;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Deltaproteobacteria(0.4045),o:Desulfurom

onadales(0.1483),f:Geobacteraceae(0.0560),g:Geothermobacter(0.0110); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCTAGCGTTGTTCGGAATCATTGGGCGTAAAGCGCGTGTAGGTGGTT

AGAGAAGTCGATTGTGAAATCCCTGGGCTCAACCGAGGAAGTGCAGTCGAAACTATCTAGCTAGAGGATGGCAGAG

GAAGGTGGAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAATACCGGTGGCGAAGGCGGCCTTCTGG

ACCAGTCCTGACACTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGGTACTAGATGTTGCAGGAATTGACCCCTGCAGTGTCGTAGCTAACGCATTAAGTACCCCGCCTGGGAAGTACG

GTCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU6339;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTCAACAGGAACGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTGATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGAAA

AGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAACCTGCATTTGAAACTGTTTTCCTTGAGGGTGGGAGAGGT

AAATAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGATTTACTGGCC

CATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6340;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Alphaproteobacteria(0.4428),o:Rhodospiril

lales(0.1483),f:Rhodospirillaceae(0.0560),g:Azospirillum(0.0087); 

GTGCCAGCAGCCGCGGTAAGACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGAGTGTAGGTGGTT

GTCGTAGTCAGGCGTGAATGCCTTGAGCTCAACTCAAGAAATGCGCTTGATACTGGGCAGCTAGAGGACCGGAGAG

GATAGTGGAATTCCCAGTGTAGTGGTGAAATACGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGGCTATCTGG

ACGGTTTCTGACACTAAGACTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA
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TGGGTGCTAGACGTTGGCGGGCTTGCCCGTCAGTGTCGCAGCTAACGCGTTAAGCACCCCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAATGAATTGACGGGG 

>OTU6341;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

CCTTCCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGCCCT

ATGAGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTGAGT

GCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCGTCCGGAGCGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6343;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTTACGCGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGTTAATACCGTGCCAGCAGCCGCGGTAATTCGGAAGGGTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGGGCATTGCTGCGCAAACTGTGAGCCTTG

AGTGCGCAGGAGGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATCACGACGAACTCCGATTGCGAAG

GCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6342;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1291),g:Odoribacter(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGCACGATGCCTGTACCGAATGACTAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGATTAAGTTAGTGGTAAAATGTCGGGGCTAAACCGGGGCCAGCCATGAATACTGGTCAGCTTGA

GTACAGACGAGGTAGGCGGAATAAGTTGAGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATGGCGAAGG

CAGCTTACCAGGCTGTGACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6344;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Rikenellaceae"(0.0099),g:Alistipes(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAATACGGC

CTTATGGTTCTTACACCTCTTTGTTCCCGGCGCAATAAGAGCCACGCTTGGCTCGATGCGAGTACGGGAAGAACAAGC

ATCGGCTATCTCCCTGCCAGCAGCCGCGGTAATACGTGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGGGGTAAGTCAGACGTGAAATGTACACGCTCAACGTGGAAGGTGCATTTGAAACTGCAGTCCTGG
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AATGAGGAAGAGGTGAGAGGAATGTGTGGTGTAGCGGTGAAATGCGTAGATATCACAAAGAACACCGATTGCGAA

GGCAGCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6347;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp17(0.0000),g:Gp17(0.0000

); 

GGGATTGTTTGTGAGCGTTGCGGCGTGGAGGTGACCGAGAGCCGGGTGCGCCGTCACCGCATGGGTTTCATCAAGC

TGGCGGCACCCGTCTCCCACGTTTGGTATCTCAAGGGCATCCCCAGTTATGTCGCGATCCTGCTGGACATGCCTCTGC

GTGATGTTGAGCAGATCGTCTATTTCAACTGTTATGTGGTTCTTGATCCGGGTGATCACAAGACCCTGAAGTACAAGC

AGCTGCTCACCGAGGACGAGTGGGTGGAGATTGAAGATGAGATCTATGCCGAGGACTCTGAGATTGAGACAGAGCC

AGAAGGTGGCATCGGAGCTGAAGCCCTAAAGAGTCTTCTTGAAGATCTTGAACTCAATGAAAGCGCTGAACATCGGC

GCGAAGAAATCAGCGGCAGTAAGGGTCAAAAGCGCGCAAAGCTGACCAAGCGCCTGCG 

>OTU6345;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTCCGGATTGTAAACCTCTTTTGTCGGGGAGTAATAGGCGGGACGTGTCCTGCTGTGAGATTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGTGTAGGCGGGACTGTAAGTCAGATGTGAAATATGCCGGCTCAACTGGCGGACTGCATTTGAAACTGTGGTTCTA

GAGTGAAGTAGAGGTGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGA

AGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6346;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Betaproteobacteria(0.8189),o:Burkholderi

ales(0.5395),f:Sutterellaceae(0.3204),g:Sutterella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGACCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGATCGTGTTAATACCTTGGTCTGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTTGGGTGCAAGTGATAATCGGAATTACTGGGCGTAA

AGTGTGCGCAGGCGGCTCTGTAAGACAGATGTGAAATCCACGGGCTCAACCTATGAATTGCATTTGTAACTGTATGA

CTTGAGTTCAGCAGAGGGAGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATGGC

GAAGGCAGCCCCCTGGACAGCAACTGACGCTCATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6349;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.3204),g:Butyricimonas(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTCAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATATGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGGGGTTGCGCGCGTTATCCGGATTTATTGGGTTTAACGGGC

GCGTAGGCGGGACGCCAAGTCAGAGGGAAAAGACTGAAGCAAAACTGTAGCATGCAGTTGAAAATGGCGAGCTGG
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AGAAGAGAAGAGGGAGGAGGAAAAAGTTAAGTAGCGGTGAAATGATTAGATATCACTAGGAACCCCGATGGCGAA

GGCAGCTTCCCAGGCTAGATATGACGCTGATGCGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6348;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Acetanaerobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGGATACTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGG

TCCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAG

GCAAGTCAGGCGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGGTCTTGAGTGTCGGAGAGGCA

AGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATAACCTGGTA 

>OTU6350;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTAAAGGGGGATAAAGTGTGCCACGTGTGGAATATGGCAGGTACGCTATGAATAAG

GAACGGCTAATTCCGTGACAGCAGCCGCGGTAATGAGGAAGGTCCGGGAGATAGCCGGAATTAGTGGGTTTAAAGG

AAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGTGCTCAACCTGGGCATTGCAACTCGAACTGTGAGACTG

GAGTGCGCATGAAGTAGGCTGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCTATTGCGAAG

GCATCCTGCTGTGGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6353;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Streptophyta(0.0000); 

GGCATTGTTTGTGAGCGCTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCACACGTTTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGGGTGGCTGGAGATCGAGGACGAGATTTTCGCCGAGGAATCCGCAATCGAGAACGAGC

GCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTAACCCTGAATGAGGTGGCCGAACAGCT

GCGGGAGGAGGTCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGCCTGCG 

>OTU6352;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGAAGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGAGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAG
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TCTTGAGTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATCCAACCA

GAACGTCAAGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGTC

GACTTGAGTGCAGAAGAGGACGGTGGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6354;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCCACGTGTGGCATATTGTAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTATGATAAGCGTGATGTGAAATGTAGGGGCTCAACCGGGGCGTTGCAGCGCGAACTGTGAGCCTTG

AGTGAGCAGGAAGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCGGGAGCTTAACTGACGCTAAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6357;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGCGTGATGTGAAAGGTCGTGGCTCAACCGGGGAACTGCAGCGCGAACTGTTAGACTTG

AGTAGGCAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6356;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGACGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGTCGGTACCTGGAGAAAAAGCCACGCCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAGTCGTACTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAG

CAAGTCAGAAGTGAAATCTATGGGCTCAACCCATGAACTGCTGTTGAAACTGATCTTCTTGAGTATCGGAGAGGTAG
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GCGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCGGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6355;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Thermoactin

omycetaceae_2(0.0457),g:Mechercharimyces(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGTTTGTAAAGCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACCACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

TTAAGTCTGAAGTGAAAGTCCTGGGTTTAAGGTGGGAACTGCTTTGGAGACTGGCGTGCTTGAGGGCAGTAGAGGT

TATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGA

CGGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTTAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTGGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGAAGCCGCGGTAATACGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCAGTGGATTAAGCGTGTCGTGAAATTCCATGGCTCAACGGCGGACGTGCGGCGCGAACTGCTCCACTTG

AGTACGCGAGACGTTAGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6359;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAATTGGCCCCCCCTTGGCCTTTTCCAGGTCCCCCTTGATTAAGGC

CCGCCTATTTCCGTGCCAGCCGCCCCGTTAATACGGAAGGTCCGGGCTTAATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGT

GCGCGCAACGTTGGCGGAATTCGCCGTGTAACGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCA

GCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6360;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9866),o:Campylob

acterales(0.9280),f:Helicobacteraceae(0.8505),g:Helicobacter(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGTCGCGTGGAGGATGAAGGT

TCTCGGATTGTAAACTCCTTTTTTAAGAGAAGATTATTACGGTATCTTAGGAATAAGCACCGGCCAACTCCGTGCCAG

CAGCCGCGGCAATACGCAGGGAGCAGGCGTTATTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCTGTGGCTTAACCATAGAACTGCATTTGGAACTGTTATTCTAGAGTATGGGCGAGGTGAGTG
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GAATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTGATTGCGAAGGCGACCTGCTGGAACATAA

CTGACGCTGATGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6361;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGACCCAGCCATGCCGCGTGCAGGAAGACGGC

CCTACGGGTCGTAAACTGCTTTTATACGGGGATAAAGGGGGCCACGCGTGGCTTATTGCAGGTTCCGTATGAATTAG

GACCGGCCAATTCCGTGCCAGCAGCCGCGGCAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGAGTTGTGAAAGGTAGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGCGGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTCACTGACGCTGGAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6362;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9835),c:Fusobacteriia(0.9719),o:"Fusobacteriales"(0.

8846),f:"Fusobacteriaceae"(0.6709),g:Fusobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCGGTGTGCACGATGAAGGT

CTTAGGATGGTAAAGTGCTTTCAATGGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAAGACGTAGGTCGCAAGCGGTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTG

GTAAGTCTGATGTGAAAATGCGGTGCTTCACTCCTTATTGCGTTGGAAACTGCCTAACTCGATTATCGGAGAGGTTGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCCGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Ruminococcus2(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGTCTGATGCAGCGACGTCGCGTGCGCGATGAAGTA

CCTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGTAGCCCTGTCTCCTTACGCGCCAG

CAGCCGCGGTTATATGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTGGCAAG

TCTGATGTGAAAAGCCGGGGCTCAACCCCGGGAGTGCAGTGTGAACTGTTTATCTGGAGTGCCGGAGGGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6364;tax=d:Bacteria(0.0024),p:"Synergistetes"(0.0000),c:Synergistia(0.0000),o:Synergistales(0.0000),f

:Synergistaceae(0.0000),g:Aminivibrio(0.0000); 

GGGATCGTTTGTGAGCGTTGTGGTGTGGAGGTCACCGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCACGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGAG

GGATGTTGAGCAGATTGTTTATTTCATCTGTTATGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAACA

GCTGCTCACCGAGGACGAGTGGCGGGAGATCGAAGACGAGATCTATGCCGAGGAATAGGAAATCGAGAACGAGCC



6200 

 

TGTGGTGGGCATCGGTGCTGAGGCGATCAAGCAGATGCTGGAGGACCTAACACTGGATGAGGTGGCCGAACAGCTG

CGGGAGGAGGTCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGCCTGCG 

>OTU6365;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4787); 

CCTTTATTCCGCCTTTGTTCCTATTTCCCCATTTTCTCCCGCCTGCTGCCTCCATGCCGCGTGTATGAAGAAGGCCTTCG

GGTTGTAAAGTACTTTCCGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGACGCAG

CACCGGCTCCCTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGCAAGCTT

GAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGA

AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6366;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGATGACGGC

CCTATGGGTTGTAAACTCCTTTTATTCGGGGGTAATGTGGGCCACGTGTGGCCTTTTGCAGGTACGGCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCCCGGCAAGCGTGTGGTGAAATGCAGGGGCTCAACGTGTGCCCTGCAGCGGGAACTGGCGAGCTT

GAGTGCGCGAAACGTGGGCGGAATGCGGCGTGTAGCGGTGAAATGCTTAGGTATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGAGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6367;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTCGTAAACTGCTTTTATAGGGGGATAAAGTGCGGTACGTGTAGCATATTGCAGGTATCATATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACTGATAAGCGTGTTGTGAAATGTCGGGGCTCAACCGGGGAATTGCAGCTGGAACTGTCAGACTT

GAGTGCGCAAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGACCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6368;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5632),g:Roseburia(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTTATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTTAAGCTCTATCAGCAGGGAAGAAGAGATGACGGTACCTGACTAATAAGCACCGGCTAAATACGTGC

CAGCGGCCGCGGTAATCCGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGAAAAGGGAGCGCAGGCGGAAGGTT

AAGTCTGAGGTGAAAGCCCGGGGCGCAACCACGGTACTGCATTGGAAACTGGCCATCTAGAGTGTCGGAGGGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6372;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCATTTATGAAGGAATAAATTCGGGTATGCATACCCGTTTGCATGTACTTTATGATTAAGGA

TCGGCTTACTCCGTGTCAGCAGCCGCGGTAATACGGATGCTCCGAGTGTTATCCGGATTTATTGGGTATAAAGGGAG

AGTAGATGGATGTTTAAGTCAGTTGTAAAAGTATGCGGCTCAACCATGAAAGTGCAGTTGAGACTGGATACCTTGAG

TGCAGTTAAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATTTCACGAAGAACTCCGATTGCGATGGCA

GCCTACTAAGCTGCAACTAAAATTGAGGCTCGAGGATGTGGGTATCAAACAAGAGTAGATACCCTAGTA 

>OTU6371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGTTCCTCTTGCACAATTGGGTAACCCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATT

TCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGCACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTTGTAAGT

CAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACACTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6370;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTCGGGGTTGTAAAGCTCTATCTTCCGGGACGATAATGACGGTACCTGAGGGGGAAGCCACGGCTAACTACGTGCCA

GCAGCGGGGGTAATACGTAGTGGGCAGGGGTTGTCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGCTTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6369;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATTGACAGGGACGAAGAAAATGACGGTACCTGTATAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGTATCCCTTGAGTATCGGAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACCGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGT

GCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6374;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3884),g:Lachnospiracea_incertae_sedis(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAAGCTCTATAAGCAGGGAAGATAATGAAGGTACCTGACTAAGAAGATCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTACCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCATGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGTCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6373;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0252),g:Hespellia(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGACTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GTGTGTAGGCGGGAAGCCAAGTCATATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGGTTTTCTTG

AGTATGGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAG



6203 

 

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCA

ACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Pepto

streptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATCATGACGGTACTTAGGAGGAAACCCCGGCTAGCTACGTGCCAG

CAACCTCGGTAATACGTAGGGGGCTAGCGCTATCCGGATTTGCTGGGGGTAAAGGGTGCGTAGGTGGTTTCTTGAGT

CAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGCCTGTAACTG

ACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTG

CTTGAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACTGTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGGGAGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTGTTTAAGGGGACGAGAATGACGGTACCCTTGGAGGAAGCTCCGGCAAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTA

AGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0326); 

ACGGGAGGAAGAAGGGGGGAATATTTTTCAATTTTCTCAATCCTGCCCCAGCCACGCCGCGTGAAGGAAGAAGGCCT

TCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACCGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGACG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU6382;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTCTACGGGAATAAAGTGAGGCACATGTGCCTTTTAATATATACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGACGCGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGTGTGTCTTGAGTA

CAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAAGGCAG

CTTGCTGGACTGTAACTGACGCTGATGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6381;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_1(0.0099),g:Caloramator(0.0046); 

ACGGAAGGAAGAAGAGGGGAATATTGGGAAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGCGGGAAGAAGG

TTTTCGGAGTGTAAACCTCTGTCGCGGCAGACGAAGGAAGTGACGGTATTCTGTGAGGTAGCCCTGGCTAACTACGT

GCCAGCAGCCGCGGTAGTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCG

GATAAGTTGGATGTGAAATACCCGTGCTTAACGTGGGGGGTGCATCCAATACTGTTTGACTAGAGTACAGGAGAGG

AAAGCGGAATTCCTGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCAGCTTTCTGGA

CTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Bacillales(0.9798),f:Planococcac

eae(0.9108),g:Sporosarcina(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGGTGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGGGAAGAACACGTACAGGAGTAACTGCCTGTACCTTGACGGTACCTTACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA

AAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAG

GACTTGAGTACAGAAGAGGAAAGCGGAGTTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

T 

>OTU6384;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAGGAAGG

TTTTCGGATTGTAAACCTCTGTCCTCAGGGAAGAAGAAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTG

CTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGG
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ACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6385;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCACGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTCCTTCTATATAAGAATAAAGTGCAGTATGGATACTGTTTTGTATGTATTATATGACTAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATGTATTGGGGTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGA

GTGCAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGG

CGGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6387;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGAGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGTCTACTACGTGCCAGCCGCCGCGGCAATACGTAGGAGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTATGATGTGAAAGCCTTCGGCTGAACCGAAGAAGTGCAGCGGAAACCGGG

AGACTTGAGTGCAGAAGAGGACGGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGACGGC

TTTCGGGTTGTAAACTTCTTTTTTCAGGGACGAGTATAAGACGGTCCCTGACGAATAAGCCACGTCTCACTACGTGCC

AGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTTGTGAACTGCATTTGAAACTAGTAGTCTAGAGTATAGGAGAGGAAAT

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGG

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6388;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

AAGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGAAAATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAA

GTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACAGT
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GGAACTCCATGTGTAGCTGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGACGGCGGCTTACTTGACAGTA

ACTGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAATTGCAGTATGTGTACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTAACCGGATTTACTGGGTGTAAAGGGTG

CGTAGGCGGTGTGGTAAGTCAGCAGTGAAATGTCCAGGCTCAACGGGGAAAGTGCTTTTGATACTACCGACCTAGAA

TGCGGATGCGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAGG

CATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6391;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCAA

GTCTGAAGTGAAAGGCCGGGGCTCAACGCCGGGACTGCTGTGGAAACTGTGTAGCTGGAGTACAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6392;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCTCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGAATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCGATTA

AGTATGGAGTGAAAGGCCTGCTTTCAAGGTAGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCAGT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Papillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTGACGAGGGACGATAATGACGGTACCTCGAAAACAAGCCACAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGATAA

GTCAGATGTGAAATCTCCAGGCTTAACCTGGAAGCTGCATTTGAAACTGTTGTTCTTGAGTATCGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6395;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Betaproteobacteria(0.8897),o:Burkholderi

ales(0.5766),f:Alcaligenaceae(0.3204),g:Derxia(0.0904); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGCT

TTGCAAGACAGGTGTGAAATCCCCGGGCCTAACCTGGGAACTGCATTTGTGACTGCATGGCTAGAGTCTGTCAGAGG

GGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAAGAACACCGATGGCGAAGGCAGCCCCCTGG

GATGAGACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG

ATGTCTACTAGTTGTCGGAGGGTAACTGCTTCGGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU6394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGGCATTTAA

GTGAGATGTGAAATACCAGGGCTCAACTTGGGTAGTGCATTTGAAACTGGTAGTCTAGAGTGGGGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCGTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6396;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Cytophagia(0.4045),o:Cytophagales(0.1719)

,f:Cytophagaceae(0.0710),g:Siphonobacter(0.0087); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGGA

AGGTCAGTCCGCGGTGAAAGACGATCGCTTAACGATTGCAGTGCCGTGGATACTGCCTTTCTTGAATCTGGTTGAGG

CCGGTGGAATTGACCGTGTAGCGGTGAAATGCATAGATATGGTCAAGAACTCCAATTGCGGAGGCAGCCGGCTGGG

CCAGCATTGACGCTCAGGCACGAGAGTGCGGGGATCAAACAGGATTAGATACCCTGGTAGTCCGCACCGTAAACGAT
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GATGACTAGGTGTTGGCCCCTTGCTGGTCAGTGCCACAGTGAAAACGTTAAGTCATCCACCTGGGGAGTACGCCGGC

AACGGTGAAACTCAAATGAATTGACGGGG 

>OTU6399;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.8146),g:Lachnospiracea_incertae_sedis(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATGTGAAAGGCCGGGGCTAACCCCGGGGGTGGCATTTGAAACTGCATAGCGAGAGTAAAGGGGAGGCAGG

GGGAATTCCTGGTGTAGCGGGGAAATGCGTAGATATTAGGGGGAACACCCGCGGCGAAGGCGGCCTGCTGGACGG

TTACTGACACTGAGGCACGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

TTTCGGATTGTAAAGTTCTTTTTTTAGGGACGAAGAAATGACGGTAATTAATGAGTAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGAGAGC

AAGTCAGCTGTGAAAACCGTGGGCTTAACCCATAAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6398;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATGCCGGGGCTCAACCCGGGAACTGCTTTCAGAACTGTAACACTTGAGTGTCCGGGAGGCA

AGCGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCGGTTGCGAAGGCAGCTTGCTGGACG

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6401;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidat

us_Carsonella(0.0000); 

AGGTGAAGTAAAAGGTTCTTACTTAAACATCACTGCTGCTACAATGGAAGAAGTATACAAACGTGCTGAATATGCTAA

AGAAGTAGGTTCTATCATCGTTATGATCGATCTAGTTATGGGTTACACAGCAATTCAAAGTGCTGCACTTTGGGCTCG

TGACAATGATATGCTTTTACATTTACACCGTGCAGGTAACTCAACGTATGCGCGTCAAAAAAATCATGGTATTAATTTC

CGTGTAATTTGTAAATGGATGCGTATGTCCGGTGTTGATCATATTCACGCTGGTACAGTTGTTGGTAAATTAGAAGG 
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>OTU6400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.8955),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCATGGTAA

GCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6404;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Pediococcus(0.0000); 

AGGTGAAACTAAAGGTTCATACTTAAACATCACTGCTGGTCCAATGGAAGAAGTGTATGCTCGTGCAGAATACGCTA

AAAGCGTTGGTTCTATCGTTGTTATGATCGATTTAGTTATGGGCTACACAGCAATTCAAAGTGCTGCAATCTGGTCTCG

TCAAAACGACATGCTTTTACATTTACACCGTGCTGGTAACTCTGCTTACGCTCGTCAAAAAAATCATGGTATCAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCTGGTACAGTTGTTGGTAAATTAGAAGG 

>OTU6402;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCTAAACTGATAGACTAGAGTATTGCAGGGGGAGAC

GGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6403;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCCAAACCATAGAATTGCCGTTGAAACTGGGAGGCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCATGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAGTAATGTTTTTCACGTGAGGAATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCAGTCGTGAAAGGTTGCGGCTCAACCGTAGAAGTGCAGTTGATACTGGCTGTCTTGAG

TACAGTAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCTCACGGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6405;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Epsilonproteobacteria(0.7881),o:Campylob

acterales(0.5023),f:Campylobacteraceae(0.3204),g:Campylobacter(0.0904); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGTGTAGGCGGCCGATTAA

GTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTGGCGAAGGCGGCCTTCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAGACTTCTTTTATAAGGAATTAAGGTGGGTATGCATACCCGTTTTCATGTTATTTTTTGATTAAGATT

GGCCTAACTCGTTCCAGCAGCCGGCGTAATACGGGGGGATCGAGGGTTATCCGGATTTTTTGGGTTTAAAGGGAGCG

TAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGTG

CAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAG

CTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6411;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Shewanellaceae(0.0000),g:Shewanella(0.0000); 

AGGTGAAGTTAAAGGTTCTTACTTAAACATTACTGCAGGTCCAATGGAAGAAGTGTACAAACGTGCTGAGTATGCTA

AAGCTGTTGGTTCAGTAATTGTGATGATCGATTTAGTAATGGGTTACACAGCAATTCAAAGTGCTGCTATCTGGTCTC

GTGACAATGATATGGTTTTACATTTACACCGTGCAGGTAACTCTACTTACGCTCGTCAAAAAAATCATGGTATTAACTT

CCGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCATATTCACGCTGGTACAGTTGTAGGTAAATTAGAAGG 

>OTU6407;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAATAGGGAGGAAAGGTTATGCGTTAATACCGTATAGCTGTGACGTTACCTATAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA
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AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6410;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_III(0.0000),g:Thermoanaerobacterium(0.0000); 

CTTCTCTCTCTTCTCCCTTCTCTTTCGCCTTTTCTCCTTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGT

AGTAATTCCTGCTTTATCAAGATAATTTTTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCG

ATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGT

TGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTG

GTTGAACGGCGTCG 

>OTU6409;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTAGCCGGGGAATAAAGTGAGCCACGTGTGGCTTATTGCATGTACCCGGAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATGCGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACAGTTAAGTCTGTTGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGACGG

CATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGATGAATCCCCGGCTAACTACGTGCCA

ACAGCCGCGGTAATACGATGGGGGCTAGCGTTATCCAGTTTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGGTATTGAAACTGGGATAATTGAGTGCAGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAAAACCAGGTGGGAAGGCGGCTCTCTGGAATGTAAC

TGACAATGGGGCAGGAAAGCCTGGGGAGCAAACCGGGTTAGATAACCTGGTA 

>OTU6413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATTACGGTACCTGAGGCTTAAGCCACGTCTAACTTCGTTCCAGC

AGCCCCGGTACTACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTAAGGCAAGT

CTGATGTGAAAATTTGGGGCTCAACCGCAAAGCTGCATTGGAAACTGTTTAACTGGAGTGTCGGAGAGGCAAGTGG
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AATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6414;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGAGAGGATGCCCAGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGTCAGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGT

TAAGTGAGATGTGAAATACCCCGGCTCAACCGGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6415;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATCCAGCAACGCCGCATGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGAAGATAATGACGGTACCTGAAGAGGAAGCCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGAAGTGAAATACCCAGGCTCAACTTTGGTACTGCTTTTAAAACTGCTAATCTAGAGTGTGAGAGAGGAGAAAG

GAATTCCTAGTGTAGAGGTGAAATGCGTAAAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGTCCGAAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCCAATTTCGTGCCA

GCAGCTCCGGTCATACGTAGGTGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATTTTAA

GTGAGATGTGAAATACACAGGCTCAACCTGGGAGCTGCATGTCAAACTGGAAGGCTAGAGTGAAGGAGAGGAGGG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6420;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

ATAATAAGCACTGACGGCAGCCATACACTCAACAGGAGCAGGAAAGCGAGGCTATCCTACACAGTCCATCGTACCAT

AAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACGTTGTTACTCGTCAGAAAATCG

AAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTAC

GGATTGTTCAGTAACTTGACTCATGATTTCTGACCTAGTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACGC

TCTTTTAAAATGGCAACAAGAGAAGCTCTACCATGAACAAAA 
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>OTU6417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAAAACCGAGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGAGCGTAA

AGCGAGCGCAGGCGGTGTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATA

ACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGGGG

AGAAGGGGGATCTCCAGCCTGTAACTGCAGCTCAGGCTTCAAAGCATGGGGAGCCAACAGGATTAGATACCCTGGT

A 

>OTU6418;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGAGGAAGAAAGTGACGGTAATTGGCGAAAAAGTTACGGTTAACTACGTG

CAAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCTGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTAAT

TAAGTTGGATGTGAAATTCCCGGACTTAACTTGGGAACTGCATTCAAAACTGGTTGACTAGAGTTCAGGAGAGGGAG

GCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGCGAAGGCGTCTTTCTGGACTGA

CACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6419;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomi

crobiales(0.0000),f:Methanomicrobiaceae(0.0000),g:Methanomicrobium(0.0000); 

TTTGCGTTCTGCTTCAATATCTGGTTGAACGTCGTCGCGTCGTCACCCAGCTTGGTCAGTTGGATTAAGCACTCCGTGG

ACAGATTTGTCATTGTGAGCATTTTCATCCCGAAGTTGCGGCTCATTCTGATTCTGAACAGCTTCTTGGGAAGTAGCGA

CAGCTTGGTTTTTAGTGAGTTGTTCCATTCTTTAGCTCCTAGACCTTTAGCAGCAAGGTCCATATCTGACTTTTTGTTAA

CGTATTTAGCCACATAGAAACCAACAGCCATATAACTGGTAGCTTTAAGAGGCGAAACGTTAGCAGCAACAGGCCAC

AAACAACCAGAACGTGAAAAAGCGTCCTGCGTGGAGCGAACGGCGATGGGCA 

>OTU6422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Pepto

streptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCAGCAGTGGGAAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCTCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATGTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGTCTTAACCGTAGTTAGCTATTGAAACTGGAGGACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCGAGTGTAGCGGTGAAAGGCGTAGATATTAGGAGGAACACCAGTAACGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTAGGGAGCAGACAGGATTAGATACCCTGGTA 
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>OTU6424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGAGCAACCCTGATGCAGCAACGCCGCGTGAATGATGAAGGC

TTTCGGGTTGTAAACTTTTGTCATCAGGGACGAACATTGACGGTACCTTATGAGGAAGCCACGGCTAACTACGTGCCA

GCACCCGCGGTATTACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGTCATTAA

GTCAGATGTGAAATACCGGGGCTTAACTCCGGTGCTGCATTTGAAACTGATGATCTTGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGTTGAGGCGCGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6421;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGGCGGGGGGTAAAGAGCGGTACGTGTACAGTATTGCAGGTACGCGACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCTTGCTAAGTCCGGGGTGAAATCCCGGGGCTTAACCCCGGAACTGCCGTTGATACTGGTAGTCTTG

AGTGCGGATGAGGTGGGAGGAATGTGTCGTGTAGCGGTGAAATGCTTAGATATGACTCAGAACACCGATTGCGAAG

GCAGCTGTCGGGGCCGTGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6423;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAAGCAGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACAAAT

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6426;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGTCTAACTACTTGCCCGCAGCCTCTGTGATACTTCGGTGTCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU6425;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCATAATGGGGGAAACCCTGATGCAACAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGTCGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTTAAAACTGGAAGTCTAGAGTACAGTAGAGGAGGAT

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGAATGTCA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATGAAGCTAATGTGAAAGCCCGGGGCTTAACCGAGGAACTGCAGCGGAAACTGTTG

TTCGTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTGGAGGTGGAATGCGTAGATATATGGAAGAACACCAGC

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6427;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGAGTA

AAGCGAGCGCAGGCGGAATGATGAATCTGATGTAAAAGCCCACGGCTAAAGCGTGGAACTGCATCGGAAACTATCA

TTCTTGAGTGCAGAAGGGGAGAGTGCAACTCCATGTGTAGCGGTGGAATGCGTAGATATATAGAAGAACACCAGTG

GCGAAGGAGGATCTCTAGTCTGCAACTAAAGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGGTACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACGACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAC

AGCGAGCGCAGGCGGTTTGATCAGTCTGCTGTGAAAGCCTTTGGCTTAACAAAAGAAGTGCATCGGAAACTGTCAGA
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CTTGAGTGCAGAAGTGGACAGTGGAAGCCCATGTGTAGCGGTTGAATGCGTAGATATAGGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6430;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clostri

diaceae_1(0.8864),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCCTTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGTGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTTGAAGAACACCGATGGCGAAGGCAATTCACTAGACTATAA

CCGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6431;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:Cytophagia(0.7881),o:Cytophagales(0.5023)

,f:Cytophagaceae(0.3204),g:Leadbetterella(0.0423); 

GTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTT

AATAAGTCGGTGGTTAAAAGTAGCAGCTTAACTGTTTTACATGCCATCGATACTGTTGAGCTTGAGATATTTGGAGGC

AGCTAGAATTTCCGGTGTAGCGGTGAAATGCATAGATACCGGAAGGAATACCAATTGCGAAGGCAGGTTGCTACGA

ATAAACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

ATTACTAGTTGTTGGGGTTTAAGCCTCAGTGACCAAGGGAAACCGATAAGTAATCCACCTGGGGAGTACGCCGGCAA

CGGTGAAACTCAAATGAATTGACGGGG 

>OTU6432;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGAGCAAGTCAGCGGTAAAACGTCGGGGCTCAACCCCTTTTTGCTGTTGAAACTGATCGGCTGGC

GTCTTTTCGAGGAACGCGGAATGCGGGGTGTAGCGGTGAAATCCATAGATCGCACGCAGACCTCCGGTTGCGAAGG

CGGCGCCCCGGGGCGGCACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCGTGGTA 

>OTU6434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAACCTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCGTAAGTCTGATGTGGAAGCCTTCGGCTTAACCGAAGAAGTGCAACGGAAACCGGGC

AACTTGAGTGCAAAAGAGAGCGGTGGAACTCCATGTTTAGCGGTGGAATGGGTAGATATATGGGAGGACACCAGTG
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GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6433;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVb(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAGGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACGTCTGTCGTAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGAGAGCGTTGGCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCT

GATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGAACTGCATCCGATACTGTTGAGCTAGAGTACAGGAGAGG

AAAGCGGAATTCCAAGTGTAGCGGTGAAATGCATAGAGATTTGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGA

CTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6435;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTACCCACCCA

GAAAGTCACGACTAACTACGTGCCAGCAGCCGCGGTACAACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGGTGCTTAGGTCAGATGTGAAAGCCTTCGGCTTAACCGACTAAGTGCATTGGAAACCGGGC

GACTTGAGTGCCGGAGAGGAAGGTGGAACTCCATGTGTAGCGGTGGAATGCGCAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGACTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6438;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9711),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGCAAGCCTGATGGAGCAATGCCGCGTGTATGAAGAGGGC

CTTCGGGTTGTAAAATACTGTCAGCGGGGAAGAAGGGAGTAAAGTTAATATCTTTGCTCAGTGACGGTACCCTCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGAGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAAGTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGAGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6437;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATAAGGGACGAAGGAAGTGACGGTACCTTATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTGGGTGGCAGGCTTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC
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AAGTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCACTTGAAACTGTATGTCTTGAGTGCGGGAGAGGTAGA

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGACCTACTGGACAGT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6436;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTCATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGTGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGGGAAATCCCCGGGCTCAACCTGGGAAATGCATCTGATACTGGCA

AGCTTGAGTGTCGGAGAGGGGGGTAGAATTCCAGGTGTAGAGGTGAAATGCGGAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGAAGAAGAATGAAGCTCAGGTGCGAAAGAGTGGGAAGCAAACAGGATTAGATACAAT

GGTA 

>OTU6439;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTGTCGCCGGCCCGCACCCGCCAAGTCGCGTGAGGGATGACGGTCCTAC

GGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGC

AGGCGGCGCGCCAAGTCAGCGGTCAAAGTGCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGC

GTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGC

TTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6440;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCGGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACCTCTTTAGGGTGGGAACAAAGGACGTCACGTGTGGCGACATGAGTGTACCCCCAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGTCAAGTCAGGGGTCAAACTGGGGGGCTTAACCTGGGATTGCCGTTGATACTGGGTGGCTAG

CGTGGCGTCGAGGTGTGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9908),o:Clostridiales(0.9936),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCCGTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTCACTACGTGCCA

GCACCCGCGGTTATATGCAGGTGGCGAGCGTTTTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG
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TGAGATGTGAAATACCCGGGCTAAACGTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAAGATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6442;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCCCTGTCATCAAGGAAGATAATGACGGTACTTGAGGCGGAAGCCCCGGCCAACTACGTGCAA

GCAGCCGCGGTAACACGGAGGGGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACTGGAGTGCTTGAGTGCAGGAGAGGATAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTAGCGAAGGCGGCTCTCTAGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Ruminococcus2(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGGATGGAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACGTGACTAAGAAGCTCCGGCTAATTAGGTGCC

AGCAGCCGTGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGC

AAGTCTGATGTGAAAATCCGGGGCTCAACCGCGGAACTGCATTGGGAACTGTTTTTCTTGAGTGACGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTAGACGGT

TACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6446;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAAGGAATAAAGTCAGGCATACATACCTGTTTGTAGGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATGTTTAAGTGAGACGTGAAAGGTTGCGGCTCAACCGTTGAGTTGCGGTTGGTACTGGATTTCTTGA

GTGAAGGTGACGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCGACTAGGCTGCTACTGACATTAAGGCTTGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCTAGGCTCAACCTGGGGGCTGGATTTCAAAACGGAAGGCTAGAGTGGAGGAGAGGAGAG
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GGGAATTCCTAGTGTAGGGGTGAAATGCGTAGAGAATGAGAAGGAAACCAGTGGGAGAGGCAATTTTCTGGGACG

TGACGGACACTGAGGCAAGAAAGCGTAGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU6445;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCAAAGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAACTCTGTCTTTAGGGACGATAATGAAGGTACCTGAGGAGGAAGCCACGGATAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGACTTTTAA

GTGAGTTGTGAAATACCCGGGCTCAACTTTGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGATAACG

GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAAC

TGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATACCCGGGCTCAACTTTGGTGCTGCATTTAAAACTGGTAGTCTAGAGTTCGGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGTCTGTATC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6450;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAGCA

AGTCAGCGGTGAAATACATGGGCTTAACCCATGGGCTGCCGTTGAAACTGTCCTTCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAAAGTGCGTGAGTGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTTAGTGGCAGGCGTGATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTAATTAAGTCTGATATGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGTGTGA
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CTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6448;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGCCGCGTGAGTGATGAAGGC

CGTCTGGTTGTTAAGCCCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCCGTCGCGAAGGCGATTCTACGCACTGTA

ACTGACGCTGACGCTCGAAAGCGTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU6452;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0087); 

GCGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTATTTAGGGAAGAAACAAATGACGGTACCTAAGGAGGAAGCCACGGATAACTACGTG

CCAGCAGCAGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTCCTGGGTGTAAAGGGCGTGTCGACGGGACTG

CAGGTCAGATGTGAAATTTATGGGCGTAACACATAACCTGCATTTGAAACTGTGGTTCTTGAGGGACGGAGAGGTAA

GAGTAATTCCTAGTGGAGCGGTGAAAGGCGTAGATATGAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACA

GTAACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAACCTCTGTCTTAAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGCTTTTAA

GTGAGGTGTGAAATACGCGGGCTCAACTTGCGTGCTGCATTTCAAACTGGAATTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6453;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0252),g:Saccharofermentans(0.0076); 

ACGGAAGGCAGCAGCGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGCCGGGAAT

GCAAGTCAGATGTGAAATCCATGGGCTTAACCCCTGAACTGCAGTTGAAACTGTAGATCTTGAGTACTTGAGGGGCA
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ATCAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGAGTGCTAGAAA

GCGACTGACGGTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTTTTGGTGAAGAAGGATAGAGGTAGTAACGGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGTTAACTACGTGCCAGCAGCTGCGGCAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGGCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTG

TCTTGAGTGCAGAAGAGGTGAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTGG

CGAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGGCATGTAA

GTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTGGTTAACTTGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGTC

TTTCGGTTTGTAAACTTCTTTTAAGAGGGAAGAACAGACGACTGTACCTCTAGAATAAGCCACGGCTGACTACGTGCC

TGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCAGGAACTGCATTTGAAACTGTATTGCTGGAGTATTGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAGCA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9321),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAGCACTGTCGGTGGTGAAGAAGGATGTAAGCAGTAACTGTTCGCTATTTGACGGTAATCACACAG

AAAGTACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTGCGGAATTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCAGGGCTCAACCGTGGAACTGCATCGGAAACTGGCA

TGCTTGAGTGCAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAGGAACACCAGTG
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GCGAAGGCGGCCCTCTGGTCGGAAACTGACGCTGAGGTTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9952),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9573),g:Lactobacillus(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6459;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGGAGCGACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCAAGCAGTGACGGTATCTAACTA

GAAAGTCACGTCTAAGTACGTGCCAGCAGCTGCGGTAAAACGTAGATGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGGGGTTTGATAAGTCTGACGTGAAAGGCATTGGCTTAACCAGAGAATTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCTGTGGAATGCTTAGATATATGGAAGAACACCAATG

GCGAAGGCTGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6460;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCACTGTCGTCGGTGAGGAAGGATAGAGGTAGAAACTGGCCGCTATTTGACGGTAATCAAACA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCGAATGTGAAAGCCCCCGGCTCAACCGGGGAACTGCATCGGAAACTGTT

TTGCTTGAGTGCAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCCCTCTGGTCTGCGACTGACGCTGAGGTTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9791),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAGGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTACTACGTAGGTGGCACGCGTTATCCGGATTTTTTGGGCGTAA
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AGCGAGCGCAGGCGGTTTGATAAGTCAGATGTGAAAGCCGTTGGCTTAACCAAAGAAGTGCAACGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATATTGAGTGTACGTGAGGAGGAAGCCACGGCTAACTACGAGCCA

GCAGCCGCTGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGAGTAAAGGGAGCGTAGGCGGTATTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTAGGTACTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6462;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGGTA

TTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6465;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGTTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCATCCGCGTTAATACGTATGTTGCACGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGATCAAAGCAGTATTGCGTTGGAAACTGCGGAAC

GAGAGTAGCGGAGAGGTGGGAGGAAATACAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAAGGCCGATAGA

GAAGGCAGCTCACTGGACGAATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGCAGCAACGCCGCGTGAATGAAGAAGGCT

TTCGGATTGTAAAGCTCTTTTGTTGGGGAAGAAGGGTGGACGGTGTAACTCGCTTTTAATTTACGGTAATCAACCAGA

AAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGACCGGAGTTATTGGGCGTAA
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AGCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

GCTTGAGTGCAGAAGAGGAGAGTGGAACACCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6467;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Syntrophococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGTGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGCACAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAAGGCCA

AGTCAGGTGTGAAAGGCATGGGCTCAACCCATGGACTGCACTTGAAACTGGTCATCTCGAGTATCGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6466;tax=d:Bacteria(0.7564),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0059),g:Butyricimonas(0.0035); 

CCTTTCTTCCTCCTTTCTGCCTCTTTCTCCCTGTTCTCCAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGGTCTAT

GGCCTGTAAACCTCTTTTGCTAGGGAAGAATAAAAGGTACGTGTACCTTATTGCCAGTACCTGAAGAATAAGCATCG

GCTAGTTCCGAGACAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTGTCCGGATTTATTGGGTTTAGAGGGAGCG

CAGGCGGGCTTTTAAGTCAGTTGTGAAATGCGGCGGCTCAACCGTCGGACTGCATTTGAAACTGGAGGTCTTGAGTG

CACACAAGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCGCAGATATCATGAAGAACACCGATGGCGAAGGCAG

GCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6468;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Gammaproteobacteria(0.4812),o:"Enterob

acteriales"(0.2039),f:Enterobacteriaceae(0.0904),g:Escherichia/Shigella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGCTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGAGGCCTTTTGCAGGTACGGCATGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAACGC

GCACGCAGGCGGTTTGTTAAGTCAGATGTTAAATCCCCGGTCTCAACCTGGGAACTGCATCTGATACTGGTAAGCTTG

AGTCTCGTAGAGGTGGGTAGCATTCCTGGTGTAGCGGTGAAATACGTAGACATCTGGAGGAGTACCATTGACGAAG

GCGGCCCCCTGAACGTAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAATCAGGATTAGATTCCCTGGTA 

>OTU6470;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9540),c:Fusobacteriia(0.8614),o:"Fusobacteriales"(0.

6881),f:"Fusobacteriaceae"(0.4914),g:Fusobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCCAAAGCCTGACCCAGCAACGCCGCGTGACGGAAGAAGGC

CTTTGGGTTGTAAACTTCCTTTCAGAGGGAAGGAGGAAGGGACGGTACCCATCGAATAAGCCACGGCCAAATACGTG

CCAGCAGCCGCGGTAATTCGTAGGTGGCGAGCGTTATCCGGATTTACTGGGGGTAAAGGGCGCGTAGGCGGGAATG
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CAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCACGTAAAGCTCTGTTGTTGGAGAAGAACATGAGTGCGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGGGCGAGCAGCCGCGGTAGTACGTAGGGGGCAAGCGATATCCGGAGTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGGCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGTG

CGACTTGAGTGCAGAAGAGGTCAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9573),g:Lactobacillus(0.9686); 

ACGGGAGGAAGAAGAAGGGAATCTTCCACAACGGACGCACTTCTTATGGCTCAACGCCTCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTCGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGCACGCAGGCGGAAAAATAAGTCTAATGTTAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CTTATGGGTTGAAAACTGCGTTTATGCGGGGATAAAGTGGGCTACGCGTGGCCTATTGCCGGTACCGCATGAATAAG

GACCGGCTAGTTCCGTGCCAGGAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGACGGGCAAGCGTGTTGTGAAAGGCAGTCGCTCAACGTATGAACTGCAGTGCGAACTGTCCAGCTT

GAGTGCGGGCGACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACTCCGATTGCGAA

GGCGGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6473;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATGTTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGTAGACGGAACGGCAAGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAG

AGTGTCGGAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6475;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTTG

AGTGCGCGCAGCGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6472;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pepto

coccaceae_1(0.0560),g:Peptococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAATGAAGAAGGC

CTTCGGGTCGTAAAATTCTGTCCGTATTGAAGAGAGGTATTGGTGTGAATAATGCCAGTATAGGACGGTAGATAAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGGGGCAAACGTTGTCCGGAAGCACTGGGCG

GAAAGGGCGCGTAGGCGGCCCGGTAAGTCAGATGTGAAAAGTGAGGGCTTAACCCTTAGAGTGCATCTGATACTGT

CGGGCTTGAGTACAGAAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6479;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Campylobacteraceae(0.0000),g:Campylobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATAAATGGC

GAAGCTTGAAAGAGTCTAAGCTTTATATTATTCCATAACACCTGTGAACTATTTGCCTTCTTGTCATGAGAAGGTACAA

CCTATACAAACATAACTGTAATGAATGTAATCTATTATAACATAATACAACTTTCAACAACGGATCTCTTGGCTCTCGC

ATCGATGAAGAACGCAGC 

>OTU6477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5991),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCTGATTGTAAACTCCTCTCGTTAGGGACGATAATGACGGTACCTAACAAGATAGCACCGGCTAACTACGTTCCA

GCAGCCGCTGTAAAACGTAGGTTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGAGGACCGGCAA

GTTGGAAGTGAAATCTATGGGCTGAACACATAAAGTGCTTGCAAAAATGGTGGACTTGAGTAGTGGAGAGGTAGGT
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GGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGAGCGGGAGGAACACCAGTGGGGAAGGCGGATCTATGGTATGC

AACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCTTGGACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGAGGATCCGAGGCTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTCTTCGGCTCAACCGTAAAATTGCATCTGAAACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6480;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTACGTGCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTGAAAGG

GAGCGCAGGCCGCCGGGCAAGCGTGTAGTGAAAAGCCGTCGCTCAACGTCTGCGCTGCAGCGCGAACTGCCCAGCT

TGAGTGCGCGAGACGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGGCGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6476;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Gammaproteobacteria(0.8472),o:"Enterob

acteriales"(0.5766),f:Enterobacteriaceae(0.3884),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGATAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAA

ACTAGAGTACTGGAGAGGTGGGCGGAACTACAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Anaerotruncus(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGG

CCTTCGGGTTGTAAACCTCTGTCATTCGGGACGAAGAAATGACGGTACCGAAGAAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAA

GCAAGTTGGAAGTGAAATGCATGGGCTTAACCCATGAGCTGCTTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCA
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GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCTCAAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6482;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Solitalea(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAAGAATGC

CCTATGGGTTGTAAACTTCTTTTGCCGCAGAGTAATAAGGGGCGTGCGCGCTCCGATGAGAGTATGCGGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACAGCTAAGTCAGAGGTGAAATATCCCGGCTGAACCGGGAGGCTGCCGTGGATACTGGCGGACTG

GAGTCCAAACGGCGCCGGCGGAATATGTAATGTAGCGGTGAAATGCATAGATATTACATAGAACACCGATCGCGAA

GGCAGCTGGCGAGGATGGCACTGACGCTGAGGCACGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6483;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1679),g:Ruminococcus2(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGAGCGTCAA

GTCAGCTGTGAAATGTCGCGGCTAAACCGTGGAGCTGCAGTTGAAACTGGCGTTCTTGAGTATACATAAGGATGGTG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGTGCAAC

CGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1872),g:Oribacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTTTGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCGTGAGTCTCGTAGAGGGGGGT

AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6486;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAATGAAGTGACTGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAACCGCGTTAATACGTATGGGGCGAGCGTTTTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGG

TAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTTGATACTGCTGGGCTTGAGTGCAGGAGAGGAAA
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GCGGAATTACAGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACTCCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCATGCCGCATGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTTTCTTCAGGGGAGATAATGACGGTACCCGCAAAGGAAGCCATGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAAG

TTAAATGTGAAATACCCGGGCTTAACCTGGGAACTGCTTTTCAAACTGGAAGTCTAGAGTGTGGGAGAGGAGAAGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGAAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6487;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTCAAATCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAG

GTGGAATTCTCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6490;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9892),o:Clostridiales(0.9938),f:Rumin

ococcaceae(0.9387),g:Subdoligranulum(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTTTCGTTAGGGACGAAAATGACGGTACCTAACCAGAAAGCACCGGCCCACTACGTGCCA

GTCGCCGCGGTACAACGTAGGGTGCACGCGTTGTCCGGAATTGCTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTGTCAAAACTGCGTGACTTGAGTAGGGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCTCTGTTTGTAGTGAAGAAAGATAGTGGTAGTAACTGGCCTTTTTTTTACGGTAATTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTCGGTGGCTAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGGA
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CTTGAGTGCAGAAGAGGAGGGTGGAACTCGATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCAGTGGC

GAAGGCAGCTCTCTGGTCTGCAACTGACACTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6489;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATTTTAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCAGGCTAACTACGTGCCA

GGAGCCGCGATATTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGACAA

GTCTGAAGTGAAATGTGGGGGCTCAACACCTGAACTGCTTCGGAAACTGGGTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGCTTACAGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Rumin

ococcaceae(0.9387),g:Gemmiger(0.1735); 

AAGGGAGGAAGAAGGGGGGGAGAGGGGACAAGGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGAAGAAG

GTTTTCGGATTGTAAACTCCTGTTGGTAGGGACGATAATGACGGTACCTAACAAAAAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAAAACGGAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGG

TAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTTAAAACTGCTGGTCTTGAGTAGTGCAGAGGTAG

GTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCCA

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6492;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Marinilabiliaceae(0.0252),g:Alkalitalea(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGTGCTGACCCGATGAGAGTACACAGCGAATAA

GCATCGGCTAACTCCGGTCCAGCAGCCGCGTTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCATTTCATACTGCAGTGCT

GGAGTGCAGATGCGGTTGGTGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGA

AGGCGTCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6493;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAGAGCA

AGTCAGATGTGAAATCCCTGGGCTCAACCCAGGGAGTGCATTGGAAACTGTTTATCTGGAGTGTCGGAGGGGTAGG
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TGGAATTCCTGGCGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGGT

GACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6495;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVb(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCATGGT

AAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6494;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACTTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGTCGCGTGAGCGATGAATGC

CTTCGGGTCGTAAAGCTCTGTCTTTAAGGAAGATAATGACGGTATTTGAGGTGGTTGCTCTGTACAATTCCGTGCCAG

CAGCCGCGGTAATATGCAGGCGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCACAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6497;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGAAGGTAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CCTCGGGTTGTAAACCTCTGTACTATAGGAAGAAAAAAATGACGCTACCACAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATGCGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTTGCT

TAAGTCTGATGTGAAATACTCGAGCTCAACTCGGGAGCTGCATCTGGTACTGGGTAACTAGAGTGCGGGAGAGGAA



6233 

 

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6499;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAACAATAAGCGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGTTAAGTCAGCTGTGAAAGGCCCGGGCTCAACCCTGAAATTGCCGTTGATACTGTCCTGCTTGA

GTGCGGATGATGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAAGG

CATCTTACTGAACCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Hydrogenoanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTGTGGGACGATAATGACGGTACCACAGGAGGAAGCCATGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGATGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATCATA

AGTTGCGTGTGAAATGCAGGGGCTCAACCCCTGAACTGCGCGCAAAACTGTGGTTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6498;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCATGAGGGACGAAGGACGTGACGGTGCCTCATGAATACGCCACGGCTAACTACGGG

CCAGCAGCCGCCGTAATACGTAGGTGGAACGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCCTAGACTGCATTTGAAACTGTATCGCTTGAGTGCTGGAGAGGTAA

ATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6501;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTAATTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCATAGTAAGCCTTTGAAACTTGTAACTTTGAGTGCAAGAGAGGAGAGTG
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GAATTCCTATTGTAGCTGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGCTTGTAAC

TGACACTGAGGCACGAATGCTTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCCCTGTCTTCAGGGACGATAATTACGGTACCTGAGGAGGACGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGACTACGTCGGTGGCAACCGTTGTCCGGATGTACTGGGCGTAAAGGGAGCGTAGGCGGTTTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACGTGGGTGCTACATTTCAAACTGGAAGACAAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGGGATTAGGAAGAACACCAGTGGCGAAGGCGTTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6503;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.0904),g:Alkalibaculum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTTAGTGACGAAGGACGTGACGGTAGCCGGGGAGGAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGGT

GCAAGTCGGGAGTGAAAGTCCTGGTTTCAAGCTGGGAATTGCTTTCGATACTGTTCGGCTTGAGTGCGGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCATAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACG

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6504;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAACCCTGATCCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACTGTACGTGAGGAGGAAGCTACGGCCCTCTACGTGCCA

GCAGCCCCGGTTCTACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCTGGGCTCAACCTGAGTACTGCGTTGCAAACTGATAGGCTAGAGTGCGGGAGAGGAAAACG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGGTTCTCTAGACTGTAA

CTGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6505;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.7068),g:Clostridium_IV(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGATGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTACGGCTAACTAAGTGACA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCA

AGTTGAATGTGAAATCTATGGGCTTAACCCATAAACTGCGTTCAAAACTGCAGTGCTTGAGTTAAGTAGAGGCAGGC
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GGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTAAGCGTTA

ACTGACGCTGATGCTCGAAAGCGTGGTTATCAAACAGGATTAGATACCCTGGTA 

>OTU6507;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Anaerofilum(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGTGGGACAGCA

AGTTCAATGTGAAATCTATGGGCTCAACCCATAAATTGCGTTGGATACTGCAGTTCTTGAGTGGAGTAGAGGCAGGC

GGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTCTA

ACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6350),g:Clostridium_IV(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAGATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAA

GTCAGAAGTGAAACCTGAGGGCTCAACCTTCAGACTGCATTTGAAACTGCTGTTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGAACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6509;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9851),o:"Bacteroidales"(0.9

934),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CTTAGGGGTTGTAAACTCTGTTTATACGGGAATAGAGTGAGGCACGAGTGCCTTTGTGTATGGACCGTATGAATAAG

GAACGGCGAACTCCGTGGCAGAAGCCGCGGTAATACGGAGGATCCGAGGGGTATACGGAGTTATTGGGTTTAAAG

GGAGCGTAGGCGGACGCTTAAGTCATGTGTGAAAGTTCGCGGCTCAACCGTGGAATTGCGCTTGATACTGGGTGTCT

TGAGTACAGTAGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAAGC

TCTATGGGTCGTAAACTTCTTTTATATTAGAATAAATTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

ACGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCCAAACCGAGAAATTGCAGGTGATACTGTCAGTCTAGAG
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TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGAGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTAGAAAGTGTGGGTATCAAACAGGATGAGATCCCCGGA 

>OTU6513;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobacte

riales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobrevibacter(0.0000); 

AACTAACCCTGCAACAACTGCTTAGGGATTTTCTTGGTATCAGGGTTCATCGTGCCAAGAAAAGCGGCATGGTCACTC

TCACCAGTAGTGTTAACAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAA

ACGTGACGATGAGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAA

GACGGAGAGCGCCAACGGCGGCAATCGCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGGAATAAGAC

GACCAAGCTGACCAGCAAGGAAGCCA 

>OTU6511;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacillac

eae_1(0.0000),g:Paenibacillus(0.0000); 

TTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCCACCAGATATTGAAGCAGATCGCAAAAAGAGAGAT

GCGATTGGGGCTGCGAAATGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAACTCTGCTCAAATTTAT

GCGCGCTTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTC

GGATATTTCTGATGAGTCGAAAAATTAGCTTGATAAAGCAGGAATTACTACTGCGTGTTTACGAATTAAATCGAAGTG

GACTGCTGGCGGAAAATGAGAAAATTCGACCTAGCCTTGCGCAGCTCGAGAAGCTCTGACTTTGCGACCTGGCGCCA

TCAACTAACGATTCTGGCAAAAACTGAC 

>OTU6512;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTGTTTTTACACGGGGGTAAAGTCATCCAAGTGTGGATGTTTGCAAGTACCGTAAGAAAAAG

GATCGGCTAATCCCGCGCCAGCAGCCGCGGTAATACGGAAGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTTAGAATTGCAGTTGAAACTGTTGGTCTTG

AGTTCACATGAGGAGGGTGGAATTTGAAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAAG

GCAGCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU6508;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCAATGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGAAGAAGAAGTGACGGCACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGAGGTAATACGTAGGGCGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCAGGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGAAGAGGCTGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAGCTGGTCCGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6517;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriales(

0.0000),f:Bifidobacteriaceae(0.0000),g:Bifidobacterium(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCCAAGCCTTCTGGCCGAGGGCACGTCTGCCTGGGTGTCACAAAT

CGTCGTCCCCCCATCCTCTCGAGGATATGGGACGGAAGCTGATCTCCCGTGTGTTACCGCACGCGGTTGGCCAAAATC

CAAGCTAAGGACGTCAGGAGCGTCTTGACATGCGGTGGTGAATTTAATTCTCGTCATATAGTCAGACGTTCCGGTCCA

AAATCTCTTGATGACCCAAAGTCCTAAACGCGACCCCAGGTCAGGCGGGATCACCCGCTGAGTTTAAGCATATCAATA

AGCGGAGGA 

>OTU6514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCGGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATAGCGTGAGTGAAGAAGGG

TCTCGGCTCGTAAAGCTCCGTTGTTGGAGGAGTACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCAAGGAAATGCATCGAAAACCGGGC

GACTTGGTTGCGGAAGAGAACGGTGAAACTCCATGTTTGGCGGTGAAATGCGTAGATATATGGAAGAACCCCAGTG

GCGAAGGCGGCTGTCTTATCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6516;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAGGTCACGGCTAACTCCGTGCCACCAGCCGCGGTAATACGTGGGTGGCAAGCTTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCAGATGTGAAAGACTGTGGCTTAACAAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACGCAATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6515;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGGGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCGGCATTGGAAACGGTACTTCTGAAGTCGTGGGAAGGAAGC

CGGATTCCCGGGGGTACCGGTGAAAGGCGTAGAAATACGGAGGAACACCATTGCGGAGGCCGCCCTGCTGGACAG

AAACGGACGCTGAGCAGCAAAAGGGTGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6520;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCTGTTGCTCAACGATCGCACTGCAGCGCGAACTGTCCG

GCTTGAGTCAATTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGC

GAAGGCAGCCTGCTAAGCTGCAACTAACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGCTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGGACAATAAGTCAGATGTGAAAGCCCCGGGCTTAACCCGGGAACTGCATCGGAAACTGTTTT

TCTTGAGTATAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6518;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACTCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGCAGGATAGAGGTAGTAACTGGCCTCTATTTGACGGTAATCAACCAG

AAAGTCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTCGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCGGTGGCTTAACGGAGGAACTGCATAGGAAACTGAGTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCACGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

GGAGGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGAGTAGATACCCTGGT

A 

>OTU6521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2524),g:Roseburia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCTAAG

CGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAACT

GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6523;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGAATAAAGTGCGCCACGTGTGGTATTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTAAAATTGCAGTGGATACTGGGATGCTTGA

GTGCGGAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGTAGCGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATCAGATACCCTGGTA 

>OTU6522;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAAATACGTGCCAGCAGCCGCGGTAATCCGTATGGTGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGCAGGCGGAAGGCTAAGTGTGGTGTGAAAGCCCGGGGCTCAACCGCGGTACTGCATTGGAAACTGGT

CATCTAGAGTGACGGAGGGGTAAGTGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6526;tax=d:Bacteria(0.7564),p:Firmicutes(0.1310),c:Negativicutes(0.0224),o:Selenomonadales(0.017

0),f:Veillonellaceae(0.0046),g:Selenomonas(0.0032); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTTGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGAGTAGGTGGTTTAGCA

AGTTGGAAGTGAAATACCCAGGGCTTGACGCGGGTGCTGCTTTCATAACTGCGAGACTTCAGTGTGGAACGTAATAG

GTGAATTCCAAGAGTAGCGGTAGAATGCGGAGATATTAAGAAGAACACCATTGGCGAAGACGACTATTTGGCCCATA

ACTAACACTGTGGCACGAAGGCATGGGGGGCAAACAAGAGTAGATTCCCTGGTA 

>OTU6524;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGA

TTTCGGTTTGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGTGCAA

GCCGGACGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTGTGGCTAGAGTGCAGGAGAGGAAGG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6525;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Marvinbryantia(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGTGAAGGAGCG

TTTCGGCGCGTAAAGCCCTGTCAGCGGGGAAGAAGAAAGACGGTACCCGACCAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCGAGG

TAAGCCTGAAGTGGAAGCCCGCGGCCCAACCGCGGAACTGCTTTGGGAACTGTTTTGCTGGGGTATGGGAGGGGTA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCTGTGGCGAAGGCGGCCTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6527;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGGGCGTCACGTGTGGCGCCACTGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGCGATGCAAGTCTGAAGTGAAAGGCGGGGGCCCAACCCCCGGACTGCTTTGGAAACTGTATGGC

TGGAGTGCAGGAGAGGTAAGAGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGTGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAACCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTT

GAGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6530;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGAATGTCAAGTCAGCGGTAAAATAGAGAGGCTTAACCTCTTCGAGCCGTTGAAACTGGTGTTCTAGA
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GTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGAAAGCGAAG

GCAAGTGCCCGGAGTGCAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6529;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCATGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTATCCTATGAATAAG

GACGGGCTGATTCCGTGCAGGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGCCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGGCTT

GAGTGCGCAGGAAGTAGGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6531;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9970),o:Actinomycetales(

0.9911),f:Actinomycetaceae(0.9868),g:Actinomyces(0.9818); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGGGATGGAGG

CCTTCGGGTTGTGAACCTCTATCGCCGGTGAAGAAGGCGCTCTCCGTTGTGGGGGTGTTGACGGTAGCTGGATAAGA

AGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAA

GAGCTCGTAGGCGGCTGGTCGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCCGG

CTTGAGTGCGGTAGGGGAGGCTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAAGAACACCGGTGG

CGAAGGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6532;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTCAGTATGTATACTGTTTTGTATGTACCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGTAGACGGCTTGGCAAGCCAGATGTGAAAGGCTGGGGCTCAACCCCAGGACTGCATTTGGAACTGTCATGCTAGA

GTGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAA

GCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6533;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTACTTTTATCAAGGAATAAAGTCGGGTATTCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGCTTTTAAGTCAGGTGTGAAAGTCCGGGGCTCAACCGTGGAATTGCAGTTGAAACTGGAGGCCTTGA
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GTGCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGATCGCGAAGG

CAAGTGACCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6534;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTGCGTTTATCAGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATGCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTTGGGGCTTAACCTAGGCAGTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAAG

GCAGCCGGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6535;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9294),g:Prevotella(0.6200); 

ACGGAAGGCAGCTGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGCTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGGTGGGGCTCAACCTGGGCATTGCATCGTGAACTGTGAGACTTG

AGTGCGCAGAAAGTAGGAGTAATTAGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAGAACCGATTGGGAAG

GCGGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGTAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGCTCAATAAGTCTGATGGGAAATCCTTCGGATCAACCGGTGAAGTGCATCACAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCAATGGGTAGCGGTGGAATGCGGAGATATATGGAAGAACACCGGTGG

CGAAGGGGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6538;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGATTAAGGC

CCTATGGGTCGTAAACCTCTTTTGTCAGGGAGCAAGGTCGTCCACGTGTGGGCGTATGGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGACCTTAAGTCAGCGGTAAAATTGCGGTGCTCAACGCCGTAGAGCCGTTGAAACTGGGGTTCTTG
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AGTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6537;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9791),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAATTCTTATGTAAAAGCCTTTGGCTGAACCACAGAGGTGGAGCTGAAACTGTCAG

AGTTGGGTGCAGACTAGGACAGTGGAACTCTCTTTGTAGCGGTGGAATGCATAGATATAGGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGGAGGATGACGGC

CCTATGGGTTGTAAACTCCTTTTTTGGGGGGATAAAGTGTGCTACGCGTGGGGTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTGCTTAAGTTAGCGGTAAAATGTCAAGGCTAAACCTTCGCCAGCTATTAATACTGGTCAGCTTGAG

TACAGACGAGGTAGGCGGAATACGTGAAGTAGCGGTGAAATGCTTAGATATAACTAAGAACTCCGATAGCGAAGGC

AGCGTACCAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6540;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCAGGGAGCAAGAGGCGGGTTGAGACCTGCTGTGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTCGGATAAGTTAGAGGTGAAATCCCGGGGCTTAACTTCGGAATTGCCTCTGATACTGTTCGGCTA

GAGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCCCTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

AGGGAAGGCAGCAGTGAGGAAGAGGGGGGAAGGGGGGAGAGGAGGAAAGAGCAAAGTAGAGTGAAGGATGACT

GCCCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGAGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTTATACTGGATATCTTGA
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GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTCGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGCTACCCTGGTA 

>OTU6544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Anaerotruncus(0.0204); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGACACAGCGACGCCGCGTGTGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTTGGGGACGAAAAAGGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAGGGGAGCGTAGGCGGGATTGC

AAGTTGGATGTGAAAACTGCGGGCTCAACCCGGAGAGTGCATTCAAAACTGTGATTCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCTAGTTTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTAATGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6542;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9802),c:Actinobacteria(0.9462),o:Coriobacteriales(

0.8412),f:Coriobacteriaceae(0.6709),g:Paraeggerthella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGATGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAACATCGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGGTGCCTA

AGCGGGACCTCTAACCTCGGGGCTCAACCCCGAGCCGGGTCCCGAACTGGGCGCCTCGAGTGCGGTAGGGGAGATC

GGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCTATGGCGAAGGCAGATCTCTGGGCCGCC

ACTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6541;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGT

ACAGCGTATCGTAAACCTCTTTTGTCAGGGAACAAAGGCGGGGACTAGTCCCCGGATGAGGGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGG

GCGAGTAGGCGGTTTGGTAAGTCTGATGGTAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAG

AGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTGCCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCAG

GTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTTA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGCAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGCGTGGGGTTTTGTATGTACCTTATGAATAAGG

AACGGCTAACCCCGTTCCAGCAGCCGCGGTACTACGGAGGGTCCGAGCCTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGGTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGGCCTGCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.2864),g:Odoribacter(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGTCGAGAGACTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGTATGGGGAGAATAAGCATTACGTGTAATGCGATGAAAGTACCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCATTATAAGTTAGTCGTAAAATTTTGGGGCTTCACCTCATTGTTCCATTAATACTGTGGAGCTAGAGA

ACAGACGAGGTAGGGGGAATAAGTTAAGTAGCGGTTAAATGCATTGATATACCTTAGAACTCCGATTTCGAAGGCAG

CTTACCAGGCTTAGTCTGACGCTGATTCACGAGAGCATGGGTAGCGAACAGGATTAGATACCCTTGTA 

>OTU6549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Pepto

streptococcaceae(0.5632),g:Clostridium_XI(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGGAAGCTTTTGAAACTGGAGGAGTTGAGTGCAGGAGAGGAGAGT

GGAATTACTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6550;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3204),g:Ruminococcus2(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTTCGTGCCA

GCCGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGGAGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGAGGTGCGTTGGGAACTGTTTATCTGGAGTGACTGAGGGGTAAG
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TGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTAAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.6709),g:Lachnospiracea_incertae_sedis(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTA

TTTCGGGATGTAAAGCTCTATCATCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAAACACGTGCCA

GCAGCCGCGGTAATACGTATGAAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTTTAA

GTCAGATGTGAAAGGCCGGGGCTCAACCCATGAGCTGCATTTGAAACTAGATAGCTAGAGTGCAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGGCCTGCTGGACTGTT

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6551;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTA

TTTCGGTTCGTAAAGCTCTATCAGTAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCAGTGCAA

GTGAGATGTGAAAGACCGGGGCTCAACTCCGGAGCTGCATTTGAAACTGGATAGCTAGAGTACAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACCTGCTGGACTGTT

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6552;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAAAGGGGGAAACCCTGATGCAGCAATGACGCGTGAGTGATGACGGC

CGTCTGGTGGTAAAGCCTTGTATTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTAAGGGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

GTGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGTACGATCACCCGTGGCGAAGGCGCTTCTACGCACTGTC

CCTACACCTCACGCTCCCGAGCGTCGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU6553;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.7068),g:Coprococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGCCAATACCACAGTCTGCTGACGGTACCTGACTAA

GAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGGAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCA

GCTAGAGTGTCGGAGAGGTAAGTGGAGTTCCCAGTGTAGCAGTGAAATGCGTAGATATTGGGAGGAACACCAGTGG
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CGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6555;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9755),o:"Fusobacteriales"(0.

9389),f:"Leptotrichiaceae"(0.5991),g:Leptotrichia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGCAACTCTGATCCAGCAATTCTGTGTGCACGATGACGGTC

TTCGGATTGTAAAGTGCTTTCAGTTGGGAAGAAACGATGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGTCGCGAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGTTTAGCAA

GTCAGAGGTGAAAACTTACGGCTCAACCGTGAGCTTGCCTTTGAAACTGTTAAACTAGAGTGTTGGAGAGGTGGGCG

GAACTACACGAGTAGAGGTGAAATTCGTAGATATGTGTAGGAATGCCGATGATGAAGATAGCTCACTGGACGACAA

CTGACGCTGAAGTGCGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6554;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4224),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAAATAAATGACGCTAGCCTGGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCAGCTGCATGCCGTCGGGAGCGATCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCCTTG

TGGGTCAGGCGTGAAATACATGGGCTTAACTCATGGACTGCGGTTGAAACTATAAGGCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TGTAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6557;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTTGTAAACTTCTTTTGTCGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGCAGGCTGTTTGTTAAGTCAGACGTGAAATACCGCCGCTCAACTGTGGAGTTGCCTTTGGTACTGGCAGGCTTGA

ATGCTGTTGACGTCGGCGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACCCCGATTGCGAAGGC

ATCTCACGAGGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6556;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCGAGCCTGATGCAGCCATGCCGCGTGTATGAAGACGGCC

TTAGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTCATTCCATGCCAGCAGCCGCGGTAATAGGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTGAAGTCAGCGGTGAAATCCCCGGGCTCAACCGGGGAACTGCAGCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTT
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GCGAAGGCGGCCCCCTGTACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6559;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8614),o:Desulfovibr

ionales(0.6881),f:Desulfovibrionaceae(0.3544),g:Desulfovibrio(0.0904); 

ACGGGGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGTC

TTCGGATCGTAAACCTCTGTCAGAAGGGAAGAACAAGCACTGCGCTAATCAACAGTGCCCTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCATGTAGGCTGTATGGCAAGTTGGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCAA

ACTGGAGTGCGAGAGAGGAGAGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAAGAACATCAGTG

GCGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6558;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGTTACTAGCAGGCTTGA

ATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6560;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCTCTGATGCAGCGATGCCGCGTGAAGGATGAAGTC

TTTCGGTATGTAAACTTCTATCAGCAAGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGCTTAGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGATTGCATTTGGAACTGTAATGCTAGATTGTCAGAGAGGCAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGTCGAAG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6561;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCACGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGCAGTGAAAGTCCGGGGCTCAACCGTGGAAGTGCCGCTGATACTGTATGGCTT
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GAGTGCTCCAGAGGAGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGA

AGGCATCTTGCGAGAGGGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9038),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGAAAAA

TAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGG

AATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6562;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6567;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAATTGGGCCACGCGTGTACTTTTGCAGGTACAGCATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATCCCGTCGCTCAACGTCGGCATTGCAGGGCGAACTGCCCAGCTT
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GAGTGCGCGAAAGGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGACTGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6568;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Coprobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGCCTTTGGTCCCGGAGCAATAAGCGCCACGCGTGGCGCGATGAGCGTCCGGGAAGAACAA

GCATCGCCTAACTACGTGCCAGCAGCCGCGGTAATCCGGGGGAAGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCGGCGCTCAACGTGGAACGTGCGTTGGATACTGCCGTCCT

GGAGTGCGGATGCGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCAGAAGGAACACCGGTTGCG

AAGGCGTCTCACGGGACGGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Marinilabiliaceae(0.0099),g:Mangroviflexus(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGAAGGT

CCTATGGATTTTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGATGATGCAGGTACCCGTAGAAGAAG

GAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGTTCAACAGGGAGTTGCATTGAAAACTGTCTGACTAGG

ATGTAAACGGCGAATGCGGAATGCATCATGTAGAGGTGACATGCATAGATATGATTCAGAACACCGATGGCGAAGG

CAGCTAGCGAGGATACGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6566;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGTCTAATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAGGTACTTTCTGCGGGGAGGAAGGGAGTAAAGCTAATACCTTTGCTTATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCATGCGTAAATCGGATTTACTGGGCGTA

AAGCGCACGCAGGCGGTGTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGCGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGATG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6569;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.4311),c:Actinobacteria(0.2321),o:Actinomycetales(

0.1015),f:Streptomycetaceae(0.0355),g:Streptomyces(0.0087); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGCGAGGGAGC

GCCTCGGCGCGTAAAGCCCTTTCGGCGGGGGAGAACGATGACGGTACCCGACGAAGAAGCACCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCGAGCGTTGTCCGGATTTACTGGGCGTGAAGGGGGCGCAGGCGGCGCGC

CAAGCCCGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGGAACTGGCGTGCTGGAGCGCCGGAGGGGC
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AGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGA

CGGATACTGACGCTGAGGCCCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGGTATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGGGTGAAGGAGTA

CCCCGGTACGTAAAGCCCTATCGGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCAGTGCA

AGTCTGGAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGCATAGCTGGAGTGCTGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTTGACAGGGACGAAACAAATGACGGTACCTGTAAAGAAAGCCACGGCTAACTATGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGT

CAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGATTTTCTCGAGTATGGGAGAGGGAA

ATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCA

CGACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6572;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6709),g:Blautia(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATACAGCGACGCCGCGTGACTGAAGAAGTA

CTTCGGTATGTAAAGTTCTGTTCTATGTGAAGAAAAGACAAAGAGATTGACGGTAGCATAGGAATAAGCTCCGGCTA

ACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGA

CGGTGTGGCAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGG

AGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGTCGCCTTA

CTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6573;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.331

9),f:Spirochaetaceae(0.1679),g:Sphaerochaeta(0.0110); 

ACGGGAGGCAGCAGCTAAGAATCTTCCACAATGGACGGAAGTCTGATGGAGCGACGCCGCGTGGACGATGAAGGC

CGTGAGGTTGTAAAGTCCTTTTCGGGAGGTGGAATAACCCGGGGAGGGAATGCCCCGGGGATGACGTGAGTCCCGG

AATAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGGTGTTCGGAATCATTGGGCG

TAAAGGGTGCGCAGGTGGCCCGTCAAGTCTGGCGTTAAAGTGCGGGGCTCAACTCCGTGCTGCGCTGGAAACTGGC

GGGCTTGAGTACAGCAGGGTGCGTCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGGT
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GGCGAAGGCGGACGCCTGGGCATGTACTGACACTGAGGCACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6575;tax=d:Bacteria(1.0000),p:"Thermotogae"(0.8988),c:Thermotogae(0.7497),o:Thermotogales(0.4

652),f:Thermotogaceae(0.2864),g:Kosmotoga(0.0110); 

CAGCAGCCGCGGTAATACGTAGGGGGTGAGCGTTACCCGGAATCACTGGGCGTAAAGGGAGCGTAGGTGGCCTGA

CATGTCGACTGTGAAAACCCGGAGCTCAACTCCGGACTTGCAGTTGAAACTGCCAGGCTTGAGGACGGTAGAGGAA

GACGGAACTGCCAGTGTAGGGGTAAAATCCTTAGATGTTGGCAGGAACGCCGGTGACGAAGGTGGTTTTCTGGGCC

GGTTCTGACACTGATGCTCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCGTGTAGTCC 

>OTU6574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGTGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGCATGTAAAGGTCTGTCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACGGCTGTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGTTGACAAGCGTAGATGGTAGGAGGAACACCAGTAGCGAAGGCGGCTTGCTGGACT

GTAACTGACACTGAGGATCGAAAGCGTGGAGAACAAACAGGATTAGCTACCCTGGTA 

>OTU6577;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

CCTTCAGGCAGCAGTTCTTCCTCTTTTTCCATTTTCTCTAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGCGCC

AAGCGTCGTAAACTTCTTTTGTCGGGGAACAAAGGGCGCCACGTGTGGCGTTGTGAGTGTACCCGAAGAAAAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTCCGGAAAGTCATCGGTAAAAGCCCGGGGCTCAACCCCGGCGAGCCGTTGAAACTGTCGGACTAGAGA

CGGCGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGGCA

GCGTACCGGCGCCGGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6578;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAAGCGTGCGTTCGCGAACGCGCGTCGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGATGCTTAAGTCCGCGGTAAAATTGCGGGGCTCAACCTCGTCGAGCCGTTGAAACTGGGTGCCTT

GAGTGGGCGAGAAGTACGCGGAGTGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU6576;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8331),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGCGAGTGCAGGCGGTTC

AATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGA

GAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.2524),g:Barnesiella(0.0230); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGAAGGGAGGGTGAACCAGCCAAGTCGCGTGAGGGAAGACG

GCCCTACTGTTTGTAAACCTCTTTTGTCAGGGAGCAAGGGGCAGGTCGTGTCCTGTTGTGAGAGTACCGTAAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGATGTTTATCCGGATTTATTGGGTTTAAAG

GGTGCGCAGGCGGAGGCACAAGTCAGCGGTAAAATCGCGGGGCTCAACCCCGCTCCGCCGTTGAAACTGTGTCCCTT

GAGTGCGCGAAGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGA

AGGCAGCCTACCGGCGCGCGACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGGGCGTCACGTGTGGCGCCACTGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGCAGGCGGCGTGTCAAGTCAGCGGTAAAATGTCGGGGCTCAACCCCGGCCGGCCGTTGAAACTGGCGTGCT

CGAGTTGGAGAGAAGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGA

AGGCAGCATACCGGTGCACAACTGGCGCTCAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6581;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9389),f:Rumin

ococcaceae(0.9108),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTGGGGGACGAACAAATGACGGTACCCCAGGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGTGTAGGCGGGAATGCA

AGTCAGATGTGAAAACTATGGGCTCAACCCCTAGCCTGCATTTGAAACTGTATTTCTTGAGTGCTGGAGAGGCAAGC

GGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGACGGCGGATTGCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6582;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAATAGGGGGCTCGTGAGCGCCGTATTGTATGTACCATCGGAAAA

AGGACCGGCTACTTCCGAGCCAGCAGCCGCGGTATTACGGACGGTCCGGGCGTAATCCGGATTCATTGGGTTTAAAG

GGAGCGTAGGCGGGCTTTTAATGCAGCTGTGAAATTCCGCGGCTCAACCGTGGAATTGCAGTTGAAACTGGAGGCCT

GGAGTGCGCACAGGGATGCAGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGA

AGGCAAGTGTCCGGGGTGCAACTGCCGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVb(0.0615); 

ACTTCCTTCCTCCTTTTGGAATATTTCCCCCTGGTGGACACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGTTGT

CGGATCGTAAACTTCTATCAATAGGGACGAAACAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGCGTAGGCGGCCCGTTAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6585;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGTGTAA

GCCAGAAGTGAAAGCCCGAGGCTCAGCCACGGGACTGCTTTTGGAACTACATGGCTTGATTGCAGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

AATGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGTTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAA

GTCTGATGTGAAAACCCGGGGCGCAACCACGGGAGTGCAATGGAAAAGGTGTAGATGGAGTGACGGAGGGGTAAG

TGGAATTACTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGAGAAGGCGGATTAATGGACGGT

AACTGAAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6584;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0560),g:Parasporobacterium(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTCCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTAT

TTCGGCATGTAAAGGTCTATCATCAAGGAAGAAGATGACTGTACTTGACTAATAAGCCCCTGCTAACTACGTGCCAGC

AGCCCCGGTATTACTTAGTGGCCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGACAAGTT

GGTAGCGTAACTCCGAGGCTCAACCTAAGCACTACTACGAAAACTGTTGAACTTGAGTGCAGGAGGGGCAACTGGA

ATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGAGTTGCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6587;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGCACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGGTCAACTTGGGTGCTGCATTTCATACTGGATGTCTAGAGTGCAGTAGAGGATAGTG

GAACTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTTTCTGGACAGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU6588;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGTTCCTCTTGCACAATTTGTTAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTATT

TCGGTATGTAAAGCTCTGTCAGCAGGGAAGATAATGACGGTACCTGACTAAGAGGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGGCAAG

TCAGATGTGAAATACTGGGGCTCAACCCCGGGACTGCATTTGCAACTGTCCGGCTAGAGTGCAGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTGCTAGACTGTAA

CTAACGCTGAGGCTCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU6589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9462),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2607); 

ACGGGGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGTC

CTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAGC

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGA

GTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU6590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGCGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGTCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTAGCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACACCGGGACTGCATTGGGAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTGGAGGTGAAATGCGTGGATATTAGGAGGAACACAAGTGGCGAAGGCGGCTTACTGGACGATG

AATGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTTAGGGACGTTAATGACGGTATCTGAGGCGGAAGCCACGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACGTGAGTGCTGCAGTTCAAACTGGAAGCCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATCCTCTGGACTGTAA

CTGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6592;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTACGGAACGAAAAAGCTCCTTCTAATACAGGGGGCCCATGACGGTACCGTAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGG

AAAGGGAGCGTAGACGGCTTTGCAAGCCAGATGTGAAATACCTGGGCTCAACTTGGGTGCTGCATTTCAAAATGGAA

GTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6595;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGA

TCTATGGTTTGTAAACTTCGTTTATACGGGAATAAAGTGGAGGACGTGTACTTTGTTGTATGTACCCCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGTGGTCTGTTAAGTCTGCGGTGAAATGTGGCGGCTCAACCGTAGAGTTGCCATGCAAACTGGTAGCCTTGA

GTAGGTTTGAGGGAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTTCCCAAGCCACAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU6593;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGATTGATTACGTC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGGTA

AGTGAGATGTGAAATACCCGGGCTGAACTTGGGTGGTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

TGGAATGACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU6594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCGTTTATATGGGGATAAAGTGCAGCATGTATGGTGTATTGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTCGAACTGGCAGTCTTGA

GTACAGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTTACTGGACTGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATTACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCTGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCGCAGCTTGGGTGCTGCATTGCAAACTGGAAGACTAGAGTGCAGGAGAGGAGAA

TGGAATTGCAAGTGTAGCGGTGAAAAGAGTAGAAATTAGGAAGAAAACCAGTGGCGAAGGCGATTATATGGACTGT

AACTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCGGGTA 

>OTU6598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCATCTGGGAAGAAAATGACGGTCCCTTAGTACGAAGCGCCTGCTAACTACGTGCCAG

CAGCCGCGGTCGTACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGTAGGCGGTTTTCTAAGT

CTGATGTGAAAGTCTGCGGCTCAACCGGAGAAGTGCAGCGGAAACTGGATACCTTGAGTGCAAGAGAGGACAGCG

GAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGCTGTCTAGATTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU6597;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACC

TAAGCAGGGGGTGAAAGGCTATGGCTTAACCATAGTTAGCCCCCTGAACTGGGAAACTTGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6599;tax=d:Bacteria(0.8319),p:Firmicutes(0.1310),c:Clostridia(0.0324),o:Clostridiales(0.0231),f:Clostri

diales_Incertae_Sedis_XI(0.0059),g:Helcococcus(0.0035); 

ACGGGAGGCAGCAGCAGGGAGTCTTCGACAATGGGGGAAACCCTGATCGAGCAACACCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGGTAAGGGATAAATGACAGGAGTAGGAAATGATTCCTGTTTGATAGTACCTTACTAG

AAAGCAACGACTAACTTCGTGCCAGCAGTCGCGGTAATACGAAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGAGTGAGCAGGCGGCTTATTAAGTTTGAAGTCAAATCGTTGGGCTCAACCCAAGCTCGCTTCAAAAACTGGTAGGC

TAGAGTATGTGAGAGGTAAGTAGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAATACCAGTGGCG

AAGGCGGCTTACCAGCACAATACTGACGCTCAGTCACGAAAGTATAGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU6600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Strepto

coccaceae(0.2864),g:Streptococcus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTG

TAAAGGGCGTGTAGGCGGAGGAGCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGT

TTCCCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAG

TGGCGAAGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTGTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGAGAAAGCTGATGTGAAAAGCAATGGATAAAGCGTGGAACTGGATATGAAACTGTA

ATTGTTGAGTGCAGAAGAGGGGAGTGGAATTCCATGTGTAGTGGTGGAATGAGTAGATATATGGAAGAAAAAGAG
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AGGCGAAGGCGGATCGCTGGGCTGAAACTGACGCTGAGGGTCGAAAGCATGGGTAGCGAACAGGATTAGTTACCG

TGGTA 

>OTU6601;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8897),o:Lactobacillales(0.6138),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTCTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTTACGCAGTGACGTTACCTAATCAG

AACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAGACGTAGGTGGCCAGCGTTATCCGGATTTAGTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGAGGTTAAATCCTTCGGCTCAACCGGAGGATTGCATCAGAAACTGTGGG

ACTTGACTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGAGTAGATATAGGGCGGAACACCGGTG

GCGAAGGCGGCTCTCTGTTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTGTCAGCAGGAAAGAAAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCAA

GTCAGAAGTGAAAACTATGGGCTTAACCCATAGCCTGCTTTTGAAACTGTATTTCTTGAGTGAAGCAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGGCTACTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGATGTCCGGATTTATTGGGTGTAA

AGCGAGTGCAGTCGGTTCAATAAGTCTGCTGTGAAAGCCATCGGCTCAACCGGTGAATTGCAGTAGAAACTGTTGAA

CTTGAGTGCAGTAGAGGCGAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTTTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGAATTAGATACCCTGGTA 

>OTU6605;tax=d:Bacteria(0.9073),p:Cyanobacteria/Chloroplast(0.3448),c:Chloroplast(0.1740),f:Chloroplas

t(0.0252),g:Bacillariophyta(0.0046); 

GTGTCAGCAGCCGCGGTAAGACAGGGGATGCGAGCGTTATTCGGAATTATTGGGCGTAAAGTGTTTGTAGGTGGAA

TTCTAAGTCTTTTGTAAATTCTCTAAGCTTAACTTAGAAATCGCAAAAGATACTGGTTTTCTAGAGTATGGTAGAGGGA

AAGGGAATTTCCAGTGGAGCGGTGAAATGCGTAGAGATTGGAAGGAACACCAACAGCGAAGGCACTTTACTGGGCC

ATTACTGACACTGAGAGACGAAAGGTGAAGGAGCAAACGGGATTAGATACCCCGGTAGTCTTAGCAGTAAACTATG



6260 

 

GATACTAGATGTTGTAATTTTTTACAGCGTCGAAGTTAACGCGTGAAGTATCCCGCCTGGGAAGTATGCTCGCAAGAG

TGAAACTCAAATGAGTTGACGGGG 

>OTU6606;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACCGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTTGATGTTACGACGACCACCGATTGCGACAC

CCTCCCGCTGCACCACACCTGACGCTGAAGCTCGAAGCCGTAGGTAGCCGATAGGATTAGATACCCTGGTA 

>OTU6607;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9882),o:"Fusobacteriales"(0.

9939),f:"Fusobacteriaceae"(0.9294),g:Fusobacterium(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGATCAACTCCGTATGGCGTTGGAAACTGTCATTGTAGAGTACTGGATGGGTGGG

CGGAGCTACGTGTGTAGTGGTGTAATTCGTAGATATTTGTAGGAGTGCCGATTTGGAAGCCAGCCCTCTGGACAGAT

ACTGGCGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6609;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

ACTATGGGTTGTAAACTGCGTTTATACGGGGATAAAGTGGGCCGCGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGAGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTGTTAAGCGTGTTGTGAAGTGTCGGTGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTTCGCATGATGTAGGCGGAATTCGTCGTGTATCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGTAGCTCGTAAGCGTGGGTATCTAACAGTATTAGATACCCTGGTA 

>OTU6608;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.6730),o:Chromati

ales(0.2359),f:Ectothiorhodospiraceae(0.1098),g:Ectothiorhodospira(0.0204); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGGT

GGCTAAGTCGGATGTGAACTCCCCGGGCTCAACCCGGGAACTGCATCCGATACTGGCCGCCTAGAGTATGGAAGAG

GGAAGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCTTCCTGG

TCCAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG
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ATGAGAACTAGTTGTTGGAAGGGTCTGCCTTTCAGTGACGCAGCTAACGCGTTAAGTTCTCCGCCTGGGGAGTACGG

CCGCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU6611;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGGCGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGGGGATAAAGTGGGGTATGTATGGTGTTTTGCATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTTGTTAAGTGTGTTGTGAAATGTCGGGGCTCAACCGTAGAATTGCAGTGGATACTGGCATCCTTGA

GTACGGTAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCGTACTGGAGCCTGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6610;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Alphaproteobacteria(0.9321),o:Caulobacte

rales(0.5023),f:Hyphomonadaceae(0.3204),g:Hyphomonas(0.0904); 

GTGCCAGCCGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGAC

TTTTAAGTCAGATGTGAAGTCCCGAGGCTCAACCTCGGAACTGCATTTGAAACTGGAAGTCTGGAGTTCAGGAGAGG

TTAGCGGAATACCGAGTGTAGAGGTGAAATTCGTAGATATTCGGTGGAACACCAGTGGCGAAGGCGACTGACTGGA

CAAGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGA

TGATAACTAGCTGTCCGGGTTCTTGGAATTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU6615;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTTATAAGCGTGTTGTGAAATGTAGTGGCTAAACGGGGGCATTGCGTCGCGAACTGGTAGACTTGA
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GTGAGTAGGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAGAGCGTTACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6614;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAGGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGATCAATAAGTCTGATGTGAAAGCCTTGGGCTAAACGGAGGAATTGAATCAGAAACTGTGGA

ATTTGGGTGCAGAAGAGGAGCGTGGAACTCCATGTGTGTCGGTGGATTGTGAAGATATGTGGAAGAAAACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6616;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9762),o:Rhodobact

erales(0.8520),f:Rhodobacteraceae(0.7068),g:Oceanicola(0.1299); 

GTGTCAGCCGCCGCGGTAATACGGAGGGATCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCT

TATTAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCCTCGATACTGGCAGTCTTGAGTTCGAGAGAGG

TGAGTGGAACTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGC

TCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGAGTAGATACCCTGGGAGTCCACACCGTAAACGA

GGAATGCCAGTCGTCGGCAAGCATGCTTGTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU6613;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9979),o:Alterom

onadales(0.9606),f:Alteromonadaceae(0.9387),g:Marinobacterium(0.9705); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTT

CAGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCACCTGATACTGCTGAGCTAGAGTACGGTAGAG

GGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGACTACCTG

GACCGATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGTCAACTAGCCGTTGGGGGACTTGATCCTTTAGTGGCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACG

GCCGCAAGGTTAAAACTCAAAGGAATTGGCGGGG 

>OTU6618;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Deltaproteobacteria(0.6730),o:Desulfovibr

ionales(0.3959),f:Desulfovibrionaceae(0.1291),g:Desulfovibrio(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTTTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAAGAGGGAAGAAGTGTATGCGCTCTAATATAGCGTATATTTGACGGTACCTCTGAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGACCGTTAATCGGAATTACTGGGCGT

AAAGCGCGCGTAGGCGGAAGCCTAAGTCAGGAGTGAAATCCCCGGGCTTAACCTGGGAATAGCTTTTGATACTGGG
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TTTCTTGAGTTCAGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGAGATCTGGAGGAACATCAGT

GGCGAAGGCGGCCACCTGGACTGATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6617;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Deltaproteobacteria(0.2902),o:Desulfovibr

ionales(0.1249),f:Desulfovibrionaceae(0.0457),g:Desulfovibrio(0.0110); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTCCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCA

TTGTAAGTCAGTGGTGAATGCCCTCGGCTCAACCGGGGAATTGCCATTGATACTGCTTTGCTTGAGTCTCGGAGAGGC

AGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTGGGAAGAACACCAGTGGCGTAGGCGGCTCACTGGCC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTAGTCCACGCCGTAAACGAT

GTGTGCTAGCCGTCGGGGTGCATAGCATTTCGGTGGCGCAGCCAACGCGGTAAGCACACCGCCTGGGGAGTACGGC

CGCAAGGTTGAAACTTAAATGAATTGACGGGG 

>OTU6619;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Gammaproteobacteria(0.2321),o:Alterom

onadales(0.0413),f:Alteromonadaceae(0.0099),g:Marinobacterium(0.0046); 

GTGTCAGCCGCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGTGTAGGTGGTTG

AATCAGTTCACTGTGAAAGTTCCGGGCTTAACCTGGAAAGGCCGGTGGATACTGTTTGACTAGAGGACAGGAGAGG

GCAGAGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACACCAGTAGCGAAGGCGTCTGTCTGGC

CTGGCCCTGACACTGAGACACGAAGGAGTGGGTAGCGAACAGGATTAGATACGCTGGTAGTCCACGCAGTAAACGC

TGTCAACTAGCCGTTTGTTTTCATTAATGGAGATGAGTGGCGCCGCTAACGCATTAAGTTGACCGCCTGGGGATTACG

GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 

>OTU6622;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAACCTCTGTCGTTTGTGAAGAAGGATAGGAGCAGTAACTAGTTTCTATTTGACGCTAATCAACCAG

AAGCTCACGCCTAACTACGTGCCAGCAGCCGCGGTAATACGTTGGTGGCATGCGTTGTCCGGATTTATTGGGAGTAA

AGCGAGCGAAGGCGGAATGATAAGGCTGATGTGAAAGCCCACGGCTCAACCGTGGAAATGCATTGGAAACTGTAAT

GCTAGAGTGCAGAAGAGGAAAGTGGAAATCCAAGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGTGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTTTCGTTAGAGAAGAACGTGCGTGAGATCAACTGTTCACGCAGTGACGGTATCTACCGAG

AAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA
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AGCGCGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGG

CTTGAGTGCAGAAGAGGACAGTAGAACTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGG

CGAAGGCGGCCCTCTGGTCTGAAACTGACGCTGAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6620;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATGTATTGGGCTGA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAAACGGAGAATTGCATTAGAAACTGTTGA

ACTTGAGTACAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACGCCGATGG

CGAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6624;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTAGGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATGCCGTGCGAGCAGCCGCGGTAATACGGAAGTTTCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTAGTATAAGCGAGTTGTGAAATGCCGGGGCTCAACCTGGGAATTGCAGCTGAAACTGTTAGGCT

TGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACACCGATGGCG

AAGGCGGCCTGCTGTGGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGATCAGGATTAGATACCCTGGTA 

>OTU6625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAGGATAGCGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGTCTAACTACGTGCCCGCAGCCTCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGACGTGGGCTCAACCGGAGAATTGAATCAGAAACTGGTGA

ACTTGAGTGCAGAAGAGGAGGGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6623;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9812),o:"Enterob

acteriales"(0.9172),f:Enterobacteriaceae(0.9015),g:Escherichia/Shigella(0.4787); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAGGTCTGATCTGAAGTCCCCGGGCTCGACCGTGGAACGGCAGCTGAGACTGGC

AAGGTTGAGTCTCGTAGAGGGGGGTAGAAAGCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU6626;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCTGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGGTTGTGCCGTTGAAACTGAGAGACTGGAGTGCGCTTGAGGTAGGCG

GAATGCGTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6627;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGACACCACGTGTGGTGTTTAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTT

GAGTGCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6628;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTTCTAAGTCGGATGTGAAAGCCTTCGGCTTAACCGGAGCAGTGCATCGGGAACTGGATA

ACTTGAGTGCGAGGGAGGACAGTGGGACTCCAGGTGTAGCGTTGGAATGCGTAGATATATGGAAGAACCCCAGTGG

CGCAGGCGGCTGTCTAGCTTGCAACTGACACTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGG

A 
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>OTU6629;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTGGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGGTGAATGGGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAGCCG

CCAAGGCGGACCCTCGGTCCGTACCCGACGCTGAGGCTATCAACCGTGGGGAGCAACCAGGACTAGATACCCTGGT

A 

>OTU6632;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9856),o:"Fusobacteriales"(0.

9942),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTTTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCATTTGGGACGAAGTAGGTGACGGTACCAACATAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAGTACGTATGTCGCAAGCGTTATCCGGATTGATTGGGCGTAAAGGGCGTCTAGGCGGTTTGGT

AAGTCTGCTGTGAAAATGCGGGGCTCAACACCGGATTGCGTTGGAAACTGTCTAACTAGAGTACTGGAGAGGTGGG

TGGAACTACAAGTGTAGAGGTGAAATGCGTAGATATTTGTAGGAACGCCGATGGGGAAGGCAGCCCACTGGACAGA

TACTGACGCTAAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCGGAATGACTGGGCGTAAAGCGAACGTAGGCGGAAGGAGAAGTCTGATGTGAAAGCCCACGG

CTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGAGTGGAACTACATGTGTAGCGGTG

GAATGCGTAGATATATGGAAGAACACCGGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAG

CATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6630;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGCGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTCGGCGGAAT

GATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGTGCATCGGAAACTGTCATTGTTGAGGGCAGAAGAGG
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AGAGTGGAACGCCATGTGTAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGTGGCGAAGGTGGCTCTCTGGT

CTGCAACTGACGCTGAGGCTCGAAAGCATGGGTGGCGAAGAGGATTAGATACCCTGGTA 

>OTU6633;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Enterob

acteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATGGCAGCGCGAACTGTGA

GACTTGAGTGCGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATT

GCGAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU6634;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGGATCCAACCA

GAAAGGCACGGCTAACTACGTGACAGCAGGCGCGGCAATAAGGAGGAGGCAAGCGGTATCCGGATTTATTGGGCG

TAAAGCGAGCGCAAGCGGTTGCTTAGGTTTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGG

GCGACTTGAGTGCGGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU6635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGGGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTGGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACTGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGGA

AAGCGAGCGCAGGCGGAAAAATAAGGCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCTGAAACTGTTT

GTATTGAGTTCAGAAGGGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTCAATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6637;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

CTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGAGCGTAGATGGCACTGCAA

GTCTGAAGTGAAAGCCCGGGGCTTAACCCCGAGACTGCTTTGGAAACTGTGGAACTAGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCATCAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGAGAGCTAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAA

GTCAGATGTGAAATGTCTGGGCTTAACCCAGAAATTGCATTTGAAACTGTAGTTCTTGAGTGTAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAGCGGTGGCGAAGGCGTCTTACTGGTTTTTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6639;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Coprobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCAAGCAGCGTGGAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAAAAAGACTTTCGCGAAGGGTGTTGCAGGTACCCGAAGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGTTAAGTTTTAGGTAAAATTCTTCGGCTCACCAGTGGTTTGCCTTGAATACTGTTTGACTAGGTT

GTGAACGACGCAGGCGGAATTAATCGTGTAGCGGTGAAATGCATAGATATGACTAAGAACACCGATCGCGAAGGCA

GCTTGCGAGAATACAATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6638;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGGGCAATGAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGTAAGTGAGCGGTGAAAGGCCGGGGCGCAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGATGAAATGCATAGATATCACGCAGAACACCGATTGCGA

AGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAACTCTTTTGTTGAAGAAGAACGTTCGTGAGTGTAACTGTTCACGCATTGACGGTATTCAACCAGA

AAGTCACGGCTAGCTACATGCCACCAGCCGCGGTAATACATAGGTGCCATGCGTTATCCGGATTTATTGGGCGTAAA
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GCGAGCGCAGGCGGTTTTATAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATAAC

TTGAGTGCAAGAGAGGAAGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTAGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCGAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTTTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTCTTTGACGGTAATCAACCAG

AAAGTCACGTCTCACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGGAA

AGCGAGCGCAGGCGGAAAAATAAGCGTAATGTGAAATCCCGCGGCTTAACCGAGGCACTGCATCGGGAACTGTTTG

TCTTGAGTGCACAAGAGGAAGGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7787),g:Blautia(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTTCCA

GAAAACGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGACGGTGTGGCA

AGTCTGATGTGAAAGGCATGGGCCCAACCTGTGGACTGCATTGGAAACGGTCATACTTGAGTGCCGGAGGGGTACG

CGGAATTCCAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6640;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGCG

CCAGCAGCCGTGGTAATACGTAGGCGGCAGGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACCTG

CAAGTCAGATGTGAAATCCCCGGGCTTAACCCGGGAACTGCATTTGAAACTGGTGGCCTTGAGTGGTGCAGAGGTAG

GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGACCTACTGGGCAC

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6645;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_2(0.0252),g:Alkaliphilus(0.0076); 

CCTTCCGGCCTCCTTCTGGCCTCTTTCTCCCTGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGTTTT

CGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAAGCAAGT
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TAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTCTTTCTTGAGTGTTGGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACAATAACTG

ACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6644;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Cruoricaptor(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTCTGGGCTGTAAACTTCTTTAGCCGCAGAGCAATAAGGGCCACGCGTGGTCCGATGCGCGTATGCGTAGAATACGC

ATCTGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCAGTTGATACTGTGAGGCTGG

AATGCGGATGCGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACACCGATGGCGAA

GGCAGCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.6350),g:Roseburia(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

TTTCGGGATGTAAAGCTCTATTAGGGGGGAAGAAGAAATGACGGTACCTGACTAATAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAGGGAT

AAGTCTGATGTGAAAGCCAGGGGCTCAACCCGGGTACTGCATTGGAAACTGTTTATCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6648;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGTATAAAGTGTGCCACGTGTGGCATATTGCAGGTACTCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTTATAAGCGTTGTGTGAAATGTCGGTGCGCAACGTGTGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGTAAGTAGGCGGAATTCGTCGTAGAGCGGTGAAATGCTTAGATATGGCGAAGAGCTCCTATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6649;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lachn

ospiraceae(0.0099),g:Cellulosilyticum(0.0046); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCGATGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTAGTGGGTGTAAAGGGTGCGTAGACGGGAAAGCT

AGTTAGTTGTGAAATCCCTCGGCATAACTGAGGAGCTGCAACTAAAACTGTTTTTCTTGAGTGTTGGAGACGAAAGTG
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GAATACCTGGTGTAGCGGTGAAATGCGTAGGTATTAGGATGAACACCGGTGGCGAAGGGGACTTTCTGGACAATAA

CTGACGTTGGGGCACGAAAGAGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6646;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGTACGAAGAAGGT

CTTCGGATTGTAAAGTACTTTTATTAAGGACGAAGAAGTGACGGTTCTTAATGAATAAGCTTCGGGTAACTACGTGCA

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCGGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAATACCAGTGGCGAAGGCGGCCTGCTGGTCATT

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTT

TTTCGGATTGTAAAGCTCTGCCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GTAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATGTAA

GTGGGATGTGAAAAACCCGGGCTTAACCTGGGAGCTGCATTGCAAACTGGATATCTTGAGTGCAGGAGAGGAAAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6651;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGTGAAAAAGCAACGGCTAACTACGTG

CCATCAGCCGCGGCAATACGTCGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCA

CCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Gemmiger(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGACGGGAAGACA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6654;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGCAGGAAGACGGC

CCTATGGTTTGTAAACTGCTTTTATAAGGGGATAAAGTGGGCCACGTTTGGCTTATTGCAGGTACCGTATTACTAAGG

ACCGGCTAATTCCATGCGAGCAGCCCCGGCGATACGGAAGGTCCGGGGGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGATTAAGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGATGTCCTTGA

GTACACACAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6653;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CAAGCAGACGCGGTAATACGTAGGGGGCGAGCGTTGGCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTGA

TTAAGTTGGATGTGAAATACCAGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTTAGCTAGAGTACAGGAGAGGG

AAGCGGAATTCCTAGTGTGGCGGTGAAATTCGTAGATATTAGGGGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6655;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTCTTCAGGGACGAACAAATGACGGTTCCTGTAAAGAACGCCCCCGCCAACCACGTGCC

AGGCGCCGGGGTTATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGGGGGAAGCCA

AGTCAGATGTGAAAATCATGGGCTCAACTCATGACTGGCATTTGAAACTGGTTTGCTTGAGTGTGGGAGAGGTAAAT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCACA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Eubac

teriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGCGGCAGCAGTGTGGCATCTTTCCCCCTGGGGGAAACACTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTT

TTCTGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTAAGTGCCAG

CAGCCGCGGTAATACGTAGGGTGCAATCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGCAA

GTCAGCTGTGAAATCTATGGGCTTAACCCGTAAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGCG
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GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAGGGCGGCCAACTGGGCTTTTA

TTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6660;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Cytophagaceae(0.0000),g:Adhaeribacter(0.0000); 

ATCCCACTGACCCTCAGCAATCTTCCACTTCTTAGACGAATCACCAGCCCGGAAAACATCCTTCATAGAAATTTCCCGC

GGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTG

AATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAA

CGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGTCGAACGACGTTTGGTCAGTTCCATCAAC

ATCATAGCCAGATGCCCAGAGATTAGAGCGCATGAAAAGTAAAGGACGGTGGTCAGCGTCATAAGAGGTTTGACCTT

CAAATGAAGAAATAACAGCATGGTAACGCTTCAGGAAGTAATCAC 

>OTU6659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGAGAAGAACATGACGGTACCTGACTAAGCAGCCCCGGATAACTACGTACCA

GCAGCCGCGGTAATACGTAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGAAGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTGTAGCTTGAGTGCCGGAGGGGTAAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6658;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGGGCGCCATGCGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCTGTTAAGTCGGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTGGAAACTGGCGAGCTTG

AGTGCGTACGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCGGCCTGCCCGGCCGTGACTGACCCTGATGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6657;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0560),g:Syntrophococcus(0.0110); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCCGACGCAGTGACGCCGCGTGTATGAAGAAGGT

TTTCGGATTGTAAACTCTTGTCGTCAGGGAAGATACAAGACAGTACCTGAGTAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGAAAGCA

AGTTAGTTGTGAAATGCCTCGGCTTAACTGAGGAACTGCTACGAAAACTGTTAAGCTTGAGTGCTGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCT

CTCGGATCGTTAAGCTCCGTTTTTGCTGAAGTAGGATAGGGGTAGTAACTGGCCTTTATTTGACGGTATTCAACCAGA

ACGTCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGGAACTGTTTGT

CTTGAGTGCGGAAGAGGTGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGGC

GAAGGCGGCTCACTGGTCTGCTACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGACGAAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGAAGTAACTGGCCTTGATTGGACGGTAAGCAAAA

AGAAAGGCAAGGATAACGACGTGACAGGAGGCGCGGGAATACGTAGGGGGGAAGCGTGGTCCGGATTTATTGGGC

GTAAAGCGAGCGAAGGCGGAAAAATAAGTCTAACGTGAAAGCCCTCGGCTTAACCTTGGAACTGCATCGGAAACTG

TTTTTCTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAG

TTGCGAAGGCGTCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTG

GTA 

>OTU6663;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Sphingobacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGAAGGT

CCTCTGGATTGTAAACTGCTTTTTCCGGGGAATAATAAGACTTTTACGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGCGGTGAAATGCTTCGGCTCAACAGGAGTTTGCCTTGAAAACTGTGTGACTAGAA

TGCAGACGGGGCAAGCGGAATGAATCGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6664;tax=d:Bacteria(0.9827),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_2(0.0099),g:Alkaliphilus(0.0046); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTAAAGGAAGAAGGT

TTTCGAATTGTAAACTATTGTTGGTAGGGAAGATACTAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCGCCGGTAATCCGTAGGGAGTAAGCGTTATCCGGATTTATTGGGCGTAAAGGGTGCGTAGACGGGAAAGCA

AGTTAGTTGTGAAATCCCTCGGCTTAACTTAGGAATTGCAACTAAAACTGTTTATCTAGAGAGTTGAAGAGGAAAGTG
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GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGACAAAAT

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6665;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_2(0.0149),g:Alkaliphilus(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTATCCAGGGAAGAAAAAGGACAGAACCTGTAGAATAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGTTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCTGTCTTGAGTTCTGGAGAGGAAAGT

GGAATTCCTAGGGGAGCGGTGAAAGGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6666;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGGTGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTACCGAACCA

GAAAGCACCGGCTAACTACGTGCCAGCAGGCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTGGGCTTAACCGAGGAAGTGCATCCGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6667;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTCTCCCGCCTACTGCCTCCACGCCGCGTGGAGGAAGACGGTTTTCGG

ATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTCCCTACGTGCCCGCAGC

AGCGGTACTACGTAGGTGGCCAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACTTTTAAGTGAG

ATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATGGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAAT
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TCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGA

CGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGGGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGCAAACCTCTGTTGACGGAGAAAAAGATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCTTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6670;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.8189),o:Desulfovibr

ionales(0.4652),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAAAATGTACAGTGTTCCAATTAACCCTGTATTGATGGTACTTTCAGAG

GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATTACTGGGCGTA

AAGCGCGCGTAGGTTGTTTAGTAAGTCAGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTGAAACTGCATA

ACTTGGATCCAGGAGAGGACAGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAAGAACATCAGTGG

CGAAGGCGGCTGTCTGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6672;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Parapedobacter(0.0039); 

ATGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGATTAAGG

ATCGGCTAACTCCTTTCCAGCACCCCCGTTATTACGAAGGTTTCGACCTTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTAGATAAGTGTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGATG

TAAACGGAGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCAG

CTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6671;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCGGTTGTGAAAGTTTGCGGCTCAGCCGTAAAATTGCAGTTGATACTGGATATCTTGAA
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TGCAGGTGAGGCAGGCGTAATGCGTATTGTAGCGGTGAAATGCTTAGAATTCACGAAGAACTCGGATTGCGAGGGC

AGCCTGGTAAGCTGCAACTCACATTTAGGCTCGAAAGTGTGAGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6673;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Porphyromonadaceae"(0.5632),g:Parabacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGTATCCTGTTTTGTATCTACCTCATGAATAAGCA

TCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCTTTTAAGTCAGCGGCGAAAGTTTGTGGCTTACCCATAAAATTGCCGTTGAAACTGGATGGCTTGAGT

ATGTTGGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATACCACGAACAACTCCGATCGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6674;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTAGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCTGATTGTAAAGTTCTATTATTAAAGACGAAGAAGTGACGGTACTTCATTAATAAGCTCCGGCTAACTACGTCCCA

GCAGCCGCGGTCATACGTAGGGAGCAACCGCTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCTGCGAACTGCATTTGAAACTGTTTTGCTTGAGTGCAGGAGAGGCAGGTG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6677;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6676;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTTGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAGTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCGTCGGCTTAACCGAGGAAGTGCATCGGAAACCGGG

AGGCTTGAGTGCAGGAGAGGACGGTAGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAG
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TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU6675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTG

GACTGGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6678;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0149),g:Hydrogenoanaerobacterium(0.0066); 

CCTTCCTTCAGCAGTTTTTCCTCTTTTTCCCTTTTCTCCCTCCTTCCCCCTCCATGCCTCGTGAGTGAAGAAGGTCTTCGG

ATTGTACAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTTGGCGTAAAGGGTGTGTAGGCGGGCTCGCAAGTT

GGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCAACT

GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACAATGGTA 

>OTU6680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8331),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGTAGGATAGTGGCAGCAACTGGTCATGATTTGACGGTAATCAACCA

GAAAGTCTCGGCTAATTACGTGCCAGCCGCCGCGGCAATACGTACGTGGCTAGCGCTGTCCGGATTTATTGGGCGTA

AAGCGAGCGGAGGCGGAAAGATAAGTCAGAAGTGAAAGTCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCC

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCGATG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6682;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACTCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGCCGCTCAACGGCTGCACTGCGGCGCGAACTGGTTACCTTGA

GTGCGCATAATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACAGGGGCTCTACTGACGCTAAAGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6679;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGTGATAACACATCGGCCACCTACGTG

CCAGCAGCCGCGGCAATACGTAGGCTGCAATCGTTGTCCGGATTTATTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCAGGGGCTCAACCCCTGAACTGCTGTCAAAACTGTAGGCCTTGAGTGTCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6684;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.6036),c:Spirochaetia(0.3483),o:Spirochaetales(0.148

3),f:Spirochaetaceae(0.0560),g:Treponema(0.0076); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGCCGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGACGGC

CTGAAGGTTGTAAACTCCTTTTATGACTGAGGAATAAGTGAAGTTAGGGACACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCAGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGTTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGGTGGAAACTGCA

GGACTTGAGTCGGTGAGGGGCAGACAGAATTCCAGGTGTAGGGGTGAAATGCGTAACTATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGGAAACAGGATTAGATACCCT

GGTA 

>OTU6685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVb(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGCTAATACGTAGGGGCAAGCGTTATCCGGAATTACTGGGTGTAA

AGGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAA

GCTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG

CGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTCGTCAGTGAAGAGTAGAAGACGGTAGCAGAGGAGTAAGCCACGGCTAACTACGTGC
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CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGGGTAGCCGGGTGGA

TAAGTCAGATGTGAAAGCCACGGTTTCAAGTCGTGAATTGCATTTGATACTACTGTTCTTGAGTATCGGAGAGGCTAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACCAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6683;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.4428),o:Kiloniellale

s(0.1249),f:Kiloniellaceae(0.0457),g:Kiloniella(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGTTACCCTGATCCAGCCATGCTGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTTTTAGATGGGAAGATAATGACGGTACCATCAGAATAAGCACCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGCATGTAGGCGGAAGCAAAA

GTTAGTGGTGAAATCCCTGGGCTCAACCTGGGAACTGCCATTAAAACTGGGCATCTGGAGTATTGGAGAGGATGATA

GAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATAGAACACCGGTGGCGAAGGCGATCATCTGGCCATTTAC

TGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGCAGCGTGAAGGATGACGGC

CCTAGGGTTTTTAAACTCCTTTTATAAAGGAATAAATTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

ACGGCTGACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTTATACTGGATATCTTGAG

TGCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGACTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAGAGG

CAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTAGAGTGCCGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTTTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG
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TGCGTAGGCGGTTTGTTAAGTCAGAGGTGAAAGGCTACTGCTCAACCGTAGTATGCCTTTGAAACTGGCAAACTTGA

GTGCAGTCGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTCGCGAAGG

CGGCTTTCTGGAATGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5273),g:Eisenbergiella(0.3043); 

ACGGAAGGCCGCCTTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACACGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCAGCGGTAATACGTAGGGGGGAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGA

CAAGCCAGATGTGAAAACCCAGGGCTCAACCCTTGGACGGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTA

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTA

AGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGGTGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCA

ACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6693;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Sporobacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTATTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACGACGT

GCGAGCAGCCGCGGTAATAAGGAGGTGGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGC

AGCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATTAACTGCTTTTTAAACTTTTGCCCTTTATTATCGGAGAGGCA
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GGCGCAATTCCTAGTCTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCATTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6691;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTA

AGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6694;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTTGGATTGTAAAGTTCTGTTATTAAGGACGAAGAAGTGACGGTACTTAATGAGTAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGTGGGTGA

AGCGTGTCGTGAAATTCCGTCGCTCGACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAGTACGCGGGACGTTGG

CGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6695;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0149),g:Intestinimonas(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTCCATTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTACCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCCGAGTAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTT

GAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU6696;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGAT

CTTCGGATTGTAAACTTCTGTTGTCAGGGACGAAATAAATGACGGTACCTGTGTAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGAAT

CAAGTCAGATGTGAAAATCATGGGCTCAAGTCATGAATTGCATTTGAAACTGATTAGCTTGAGCGTGGGAGAGGTAA
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ATGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGTGAAGGCGATTTACTGGGCCA

CAACTGACGCTGAGACGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6697;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lachn

ospiraceae(0.0113),g:Blautia(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGTTCACGTGTGGGCCGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCATGCCAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGGATAGCTA

GAGTTACTGAAGTGTAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAA

GGCAGGTTTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6698;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Sphingobacterium(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTGAAAGGATTCGGCTCAACAGGAGTTGGACTTGAAAACTGTCGGACTAG

GATGTAAACGGGGAAGGCGAAAGGAATCATGTAGAGGTGACATGAATAGATATGATTCAGAACACCGATCGCGAAG

GCAGCTGGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAAGCAAAGAAGTGCATCGGAAACTGTGA

GACTTGAGTGGATAAAAGGACAGTGGAACTCCATGTGTAGCGTTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAGTTCGGCTGTCTTATCTGCAACTGACGCTGAGACTCGAAAGCATGGGTAGCGAACAAGATTAGATACCCTGGT

A 

>OTU6700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCAGCGCGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGTGGAAAGCGTTGTCCGGATTTATTGGGCGGA

AAACGAGCGCAGGCGGGTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAAATGGAT
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AACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGCCGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Howardella(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAAGGAAGAAAAAAATGACGGTACTTTTGGAGGAAGCCCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCAGTA

CAAGTCAGGAGTGAAAACTTGGGGCGCAACCCCAAGACGGCTTTTGAAAATGTACAGCTAGAGGGTAGGAAGGGCA

AGCGGAAGTCCTGGGGTAGCGGGGAAATGGGTAGATATCAGGAAGAACACCGGTGGGGAAGGCGGCTTGCGGGA

CTATAACTGACGCTGGGACTCGAAAGGGTGGGGAGCGAACAGGATAGATACCCTGGTA 

>OTU6701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGTAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGTAAAGCAAGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGCTT

AACTGGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6702;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTA

AAGGGAGCGCAGGCGGAGAAGCAAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTT

TCCTTGAGTGAAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.6709),g:Anaerofilum(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTATCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCACCGGCTAACTACGTGCCA
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GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGGTA

AGTTGGATGTTTAATCTACGGGCTCAGCCCGTATCAGCATTCAAAACTATTTTTCTTGAGTAGTGCAGAGGTAGGCGG

AATTCCCGGTGTAGCGGTGGAATGCGTAGATGTCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6705;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGCAGGATGACGGC

CCTAGGGGTTGTAAACTGTTTTTATGCGGGAATAATGTCAGACGCTCGTGTATGCTTGCATGTACGGCATGAATAAGG

AACGGCTAATTCCGTGACGGAAGCCGCGGTAATTCGGAAGGTTCGGGCGGTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGCCGGTGTTCAAGCGTGACGTGAAAAGCGGTGGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTT

GAGTACAGTGGAAGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGGTTGCGAA

GGCAGCTTACTGGAGTTGTACTGACGCTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6706;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAATAGGACGGTACCTGAGTATGAAGCACCTGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGTTGTGTA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCGGGGACTGCATTGGAAACTGTGTAACTTGAGTGTCGAAGAGGTAAG

CGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

CACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6708;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0355),g:Lachnospiracea_incertae_sedis(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTACACAATGGGGGAAACCCTGATGCAGTGACGCCGCGTATAGGAAGAAGGT

CTTTGGATTGTAAACTATTGTCGACAGGGAAGAAAAAAATGACAGTACCTGTGGAGGAAGCCCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGATATG

CAAGTTGGTTGTGAAATCCCTGGGCTCAACTCAGGAACTGCAACCAAAACTGTATACCTTGAGTGCGGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGTGGCTTTCTGGACCG

TAACTGACGTTGAGTCACGAAAGTGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU6707;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCGCGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTCACTGGGCGT
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AAAGGGTGCGTAGGTGGTCCATCAAGTAGGTGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTG

GACTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU6709;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9913),o:Bifidobacteriales(

0.9753),f:Bifidobacteriaceae(0.9759),g:Bifidobacterium(0.9566); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTCTCCAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGCCTCCG

GGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTAACTTTCGAATAAGCACCGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGT

CGCGTCCGGTGTGAAAGTCCATCGCCTAACGGTGGATCTGCGCCGGGTACTGGCGGGCTGGAGTGCGGTAGGGGAG

ACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGCC

GTTACTGACGCTGATGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6713;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTATTGTTATAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTTACGGTATCTAACCAG

AACGTCACGGCTCACTCCGTGCCAGCCGCCGCTGTAATACGTACGTGGCAAGTCTTATCCGGATTTATTGGGCATAAA

GCGAGCGCAGGTGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGAC

TTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCAGGGTGACGGC

CTTCGGGTTGTAAACTGTTGTCGCAAGGGAAGAAACAAATGACGGTACCTTGTGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATAG

CAAGTCAGTCGTGAAATACCGAGGCTCAACTTCGGGGCTGCGATTGAAACTGTTATTCTTGAGTATCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGA

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGACACCCTGGTA 

>OTU6710;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAATAGGCGGGACGTGTCCTGCTGTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG
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TGCGCAGGCGGCGTGCCAAGTCAGCGGTGAAATGCATGGGCTTAACCCATGAGCTGCCGTTGAAACTGTTATTCTTG

AGTGGAGTAGAGGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAA

GGCGGATGACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGACACCCTGGTA 

>OTU6712;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGAAACGCCGCGGGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTAGGTGACGAAGGAATTGACGGTAGCATAGGAGGAAGCCCCGGGTAAGGACGT

GCAAGCAGCGGCGGTAATAGGAAGGGGGCGAGGGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTT

GGTAAGTTGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGA

GAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTC

TGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6714;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACGGCA

AGTCAGATGTGAAATATACGTGCTCAACATGTAGACTGCATTTGAAACTGTCGTTCTTGAGTGAGGTAGAGGTAAGC

GGAATTCCTGGTGTAGTAGCGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACCACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGAAGGAGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCGGAGCTTAACTCCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGGAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTGTTAAGTCTGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTTG
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AGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGGCTCTAACTGACGCTGAGGTTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTCGTTGAAGAAGAACGTGCGGGCGGGAAATTGTTAGCGCAGTGACGGTATTCAACCA

GAAACTCACGGCTAACTACGTACCAGCAACCGCGGTAATGCGTAGATGGCAAGCGTAATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCTGAAACCGGGC

GTCTTGAGTGCAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTACTGGTCTACAACTGACGCTGAGACTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGCGCATAGGCGGGGATGCAA

GTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7497),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGGGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTATCCGGAATTACTGGGTGT

AAAGTGCGCGTAGGCGGGGATGCAAGTACGATGTGAAAGCTATGGGCTAAACGCATAAACTGCATGTGAAACTGTA

GCGCTTGAGAGCTGGAGAGGTAGACGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGT

TGCGAAGGCGGTCGAAAGGACAGTAACTGATGCCGAGGCGCGAGAGCGGGGGGAGCAAACAGGATTAGATACGCT

GGTA 

>OTU6722;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAGCCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCATTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGA
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GCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGA

GTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTCGTCCAGTCGTGGGTGAAACTCCGGTGCTCCACACCGGTGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGACGGAGGAATGAGTGGTGTAGCGGTGAAACGCGTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAATGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6723;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTAACCAAGGAGGAAGCCACGATTAACTACGTGCAA

GAAGCCGAGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAATGCATGGGCTTAACCCATGAGCTGCCTTTGAAACTGTTATTCTTGAGTGTAGTAGATGCAGGC

GTAATTCCGAGTGTAGCTGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGTGCTCTAA

CTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6721;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGCGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTCGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCTTCTTGCGTATCGGTGAGGCAGTCGG

TATTGCTAGTGTAGCGGTGAAATGCGTAGATGTTAGGAGGAACACCAGTGGCGAGTGCGGATTGCTGGACGACAAC

GGACGGTGAGGCGCGAAAGCGTGGGGAGCAGACGGGATTAGATACCCTGGTA 

>OTU6725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGAGGGGATAACGTGGGCCACGCGTGGTGTATTGCAGGTACCTCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTTTTAAGCGTGATGTGAAATGTAGGGGCTCAACGTGTGCATTGCGGCGCGAACTGACAGGCTT
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GAGTTCGCAGGAAGTCGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTGCTGCAGCGGGACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAAACCCTGATGAAGCGACGCCGCGTGAGCGAGGAAGT

ACTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGAGCACGGTACCTGACTAAGAAGCACCGGCTAAATACGAG

CCAGCAGCTGCGGTAATACGAACGGTGCAAGCGTTAACCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTTGTG

TAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGTAACTAGAGTGTCGGAGAGGTA

AGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCTTACTAGACG

GTCACTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6727;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XI(0.0560),g:Sporanaerobacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGGAAT

GCAAGTCAGATGTGGAAACTCAGGGCTCAACCCTGAGCCTGCATTTGAAACTGTAGGTCTGGAGTACTGGAGAGGC

AGACGGAATTCCTAGTGCAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGCCTGATGCAGCAACGTCGCGTGAGCGATGAAGGC

CCTCGGGTTGTTAAGCTCTGTTTTCAAGGAAGATAATGACGGCACTTGTGGAGGATGCCCCGGCTAACTACGTGCCA

GCAGCCGTGGTAATACGCAGGGGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTGTTGGAACTGGGAGACTTGAGTGCGGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACCGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AGGCGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGCCTTTGGCTGAACCAAAGAAGTGCATCGGAGACGGGCA

GACTTGAGTGCAGGAGGGGACAGTGGAACGCGGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAGGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6729;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Rikenellaceae"(0.5991),g:Alistipes(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTGA

GTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6730;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAACCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGGGAAAAAGCAACGGCTAACTACGTG

CCCGCACTCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGATGC

AAGTTGGGAGGGAAATCCCGGGGCTCAACCACGGAACTGCTTTCAAAACTGTATCACTTGAGTAACGGCGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTAGACGA

CAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGCAGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACGTAAGGAGGAAGCCACGGCTAACTACGTTCCA

GAAGCCGCGGCAATACGTAGGTGGCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGAGAGCTGCATTCGAAACTGGCTGTCTAGAGTACAGGAGAGGAGAG
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CGGAATTCCTAGTGTAGCGGTGAAGTGCATAGAGATTAGGAAGAACTCCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6734;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTTAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6733;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTTAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGC

GCAGGCGGTTCTGTAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGCAGGACTTGAGTG

CAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAGGCG

GCTTTCTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAGCAGGATTAGATACCCTGGTA 

>OTU6735;tax=d:Bacteria(0.7941),p:Firmicutes(0.1905),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumin

ococcaceae(0.0059),g:Clostridium_III(0.0035); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGACGCAGTCACGCCGCGTGCAGGAAGACGGT

TTTCGGATTGTAAACTTCCTTATACAGGGAAGAAAAAGTACATTACCTGTAGAATAAACTCCGGCTAACTACGTTCCA

GCAGCCGCGGTACTACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACAA

GTTAGTGGTGAAATCCCTCGGCTAAACTGAGGAAATGCATCTAAAACTATCTGTCTTGAGTGCTGGAGAGGAAAGTG

GAATTACTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGACCACCAGTGGGGAAGGAGAATTTCTGGACAGGAA

CTGAGGTGGAGGAACGAAAGTGTGGGGAGCAACAAGGATTGGATACCCTGGTA 

>OTU6737;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTGTACGGGAATAAAGATGCGGTCGAGACCGCAGTTGCAAGTACCGTATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTTGCTTGTTAAGTCAGAGGTGAAATTCAGGGGCTCAACCACTGAATTGCCGCTGATACTGTTGAGCTAG

AGTGCGGACAGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCCTACCAGACCATGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU6738;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGCAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTGAAATGCTGCGGCTCAACAGGAGTTTGACGTGAAAACGGTCGGACTAGG

ATGTAAACAGCGCAGGCGGAATGAGTCATGTAGCGGTGACATGCATAGATATGATGAAGAACACCGATCGAGAAGG

CAGCTTGCGAGGATACGAGTGACGCTGAAGCAAGAAAGCGCGGGTATCGAACAGGATTAGATAACCTGGTA 

>OTU6736;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

coccaceae_1(0.1291),g:Peptococcus(0.0230); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTGTCCTTATCGAAGAGAGGGTATGGTGTGAATAATACCATATTAGGACGGTAGATAAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTG

TAAAGGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAACCCCGGAACTGCTTTTGAAACTGT

ATCCCTTGAGTGTCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU6739;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTTACAGGTGACGAAGGGAGTGACGGTAACTTGTAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGGCTATT

AAGCGTGTTGTGAAATGTAGATGCTCAACGTCTGCACTGCAGCGCGAACTGCTGTCCTTGAGTGCGGAGGAAGTAGG

CGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCTGACTGTAGCGTT

ACTGACGCTGAAGCTCGAAGGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6742;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloroplas

t(0.0000),g:Chlorophyta(0.0000); 

TGATGGTATTGGCTCTACTTTGTCTAGGAAATAACCGTCAGGCTTGACCCCCTCCCCATTGTCTGTTTTCATGCCTCCAC

ATCTTGGAGGCTTTTTTATGGTTCGTTCTTATTACCCTTCTGAATGTCACGCTGATTATTTTGACTTTGAGCGTATCGAG

GCTCTTAAACCTGCTATTGAGGCTTGTGGCATTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGATGG

ATAACCGCATCAAGCTCTGGGAAGAGATGCTGTCTGTTCGTATGCAGGGCGGTGAGTTCGATAAGGGTGATATGTAT

GTGGACGGCCATAAGGCTGCTT 
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>OTU6740;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.0904),g:Eisenbergiella(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGAGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTCGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGCAGTGAAAGCCCGGCGCTTAGCGCGGGGGCTGCTGTGGAAACTGCGGTGCTGGAGTGCGGGAGAGGTGAA

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTGGGAAGAACACCAGCGGCGAAGGCGGTTCACTGGGCTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6741;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Betaproteobacteria(0.7881),o:Burkholderi

ales(0.4280),f:Sutterellaceae(0.2524),g:Sutterella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGTGAAGAAGGC

CTTCGGATTGTAAAGTACTTTTAGCAGGGAGGAAGAGGAGCTTGCTAATACGATATTCTTCTGACGTTACCGACAGAA

TAAGCACCGGCTAACTATGTGCCAGCAGCCGCGGTAATACTGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAGACTGAATGA

CTAGAGTATATTAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTGGGAAGAACACCAATGGC

GAAGGCAGCCACCTGGAATGAGACTGACGCTGATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1872),g:Pseudobutyrivibrio(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTAGGAGCAA

GCACACGCGGCACTACGTAGGCGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTTCTGGACTGA

CACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6744;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1872),g:Sarcina(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGTATTGTAAACTGCTTTTTTCGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGATATTTAAGTGGGATGTGAAATACCCGAGCTTAACTTGGGAGCTGCATTCCAAACTGGATATCTAGAG

TGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGG

CGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAAAGACCCTGGTA 
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>OTU6745;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9671),c:Actinobacteria(0.9180),o:Actinomycetales(

0.7995),f:Actinomycetaceae(0.3204),g:Actinomyces(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCGCCCCTGAACAAGGCATCATTTTGGTGGTGTTGAGCTTAGGGGGTAAAGAAGCTCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTT

GTAGGTGGCTTGTCGCGTCTGCCGTGAAAGGCTTCAGCTTAACTGGAGTAGTGCGGTGGGTACGGGCTGGCTTGAG

TGTGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG

CGGGTCTCTGGGCCATTACTGACACTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6746;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9913),o:Bifidobacteriales(

0.8629),f:Bifidobacteriaceae(0.7428),g:Bifidobacterium(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGG

TTGGTTGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAG

GGGAGACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCT

GGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6748;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Mucilaginibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGCTGAGAGTGCCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGCGCGTTATCCGGATTCATTGGGTTTAAGG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTGCGGGGCGGCCGTGGATGCTGTAGCGA

TGGAGTGCGGATGCCGCCGGAGGAATGCGGGGTGTAGAGGTGAAATGCTTAGATGTCACTCAGAAGACCGATTGCG

AAGGAATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGGGGGGATAGAACAGGATTAGATACCCTGGGA 

>OTU6747;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9755),o:Actinomycetales(

0.8846),f:Actinomycetaceae(0.6709),g:Actinomyces(0.5239); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCGGCACGTGTGCGTGTGGTGGGGGTGGTGGGTAAAGAAGCG

CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGC

GTGTAGGCGGTTGGTTGCGTCTGGCGTGAAAGCCTCGTGTTTAAGTTGGGGCGTGCTGTGGGTACGGGCGGGCTTG

AGTGCGGGAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAA

GGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU6752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCCCCATTTTCTCCAGCCTTCTGGAGCAATACCGCGTGAGTGAAGAAGGGTT

TCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAGA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGTTA 

>OTU6750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATATAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCCGTAATACGTAGTAAGCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGCAGACGGGATGTTAATTCGGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCG

ACCTTGAGTGCAACAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTG

CGAAGGCAGCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6749;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGGTCCACGTGTGGCTTTTTGTATGTACCATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGGGGTAAGTGAGTTGTGAAAGTTTGCGGCTCAACGGGAGAATTGCAGTTGATACTGGCGTTCTTG

AGTGCAGGTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6751;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7907),c:Actinobacteria(0.5195),o:Bifidobacteriales(

0.2679),f:Bifidobacteriaceae(0.1291),g:Bifidobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGG

AATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGA

GGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTG

GACTGTGACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6297 

 

>OTU6756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCAGTGGCAAGCTTTATCCGGAGCTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGATAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACAGGGC

AACTTGAGTACAGAAGAGGACAGTGGGTCTCCATGTGTAGGGGTGGAATGCGTAGATCTATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACGCTGG

TA 

>OTU6754;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAAGCTCTGTTTTTGGGGACGATAATGACGGTACCCACGGAGGAAGCCACGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGAAGGGGAGGGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCAGCTCGCTGATCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGACACCCTGGTA 

>OTU6753;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACCGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTACCCGACGAATAAGCCACGGCTAACTACGTGCC

ATCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGATGGTTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCAATGGAAACTATGTAACTAGAGTGGAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATC

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6755;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9507),c:Actinobacteria(0.8472),o:Coriobacteriales(

0.5395),f:Coriobacteriaceae(0.3544),g:Olsenella(0.0615); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGCGGGATGACGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACACTGACGGTACCTGCAGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTTGGCAA

GCGAGGTGTAAAAGCCCGGGGCTCAACCCCGGCCCGCACCTCGAACTGCCAGGCTTGAGTCTGGTAGGGGAAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGGCCACGA

CTGACGCTGAGACGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 



6298 

 

>OTU6759;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0076); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCCGAATCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGTCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTACCCGGATTTATTGGGTTTAAAGG

GGGCGCAGGCGGGCGTGTAAGTCAGCGGTGAAAGTTACCGGCGCAACCGTGGCAGTGCCGAGGATACTGGGGGTG

TTGAATGCGGTCGAGGCGGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6757;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Mesonia(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGCAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTTATCGCAGAGCAAAAAGAGCCACGTGTGGTCCTATGTGAGTATGCCTAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGCAGGCGGCTTTGCAAGCCAGCGGTGAAAGGCACGGGCTCAACCCGGAAAGTGCCGCTGAAACTGGGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6758;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGAAACTCTGATCCAGCCATGCAGCGTGCAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAACAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTGCGCAAGCCTGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTGGATACTGTGAGGCTG

GAATGCGGATGCTGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGACCTCCGATTGCGAA

GGCATCTCACAGAGTCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6761;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

AGGGAAGGGAGAAGGGGGGAAGATGGCAAAAGGGGCGAAAGCCGGATGCAGCAACGCCGCGTGAGCGATGAAG

GCCTGCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGGCGGTACTTGAGGAGGAAGCCCTGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATC

AAGTCTGATGTGAAAGCCCGGGGCTCCACCCCGGTACTACCTTGGAAACTGATTAGCTAGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTCAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6299 

 

>OTU6763;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Alteromonadaceae(0.0000),g:Alteromonas(0.0000); 

CCCAAAGCCGCCTCCGGTGGCCTTCCAGGTGATGTGCTTGCTCCCGATCACCATACTGTCGGCATGGGTGATGCTGGT

ATTAAATCTGCCCTTCAAGGCTCTAATGTTCCTAACCCTGATGAGGCCGTCCCTAGTTTTGTTTCTGGTGCTATGGCTA

AAGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATTTGGTTG

GACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAGGATACTCGTGATTATCGTGCGGCTGCATTTCCTGAGCGTAAT

GCTTGGGAGCGTGCTGGGGCTGATGCTTCCGCTGCTGGTATGGGTGACGCCGGATTGGAGAATCT 

>OTU6760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGGAGTGAAAGTCCGGGGCGCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6762;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAAGGAAGAAGAAAGTGACGGTACTTGCAGAAGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGA

GTCAAGTCAGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGAAGTTCTTGAGTGCTGGAGAGGC

TAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6764;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCAACCCCACCCTCCCCGCCTACGAAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCAAGCCTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCCA

GAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAGCTGTCGAACTAGAGTGCAGGAGGGGCAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6767;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 



6300 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGCGGAAGCCACGGCTCACTACGTGACA

GCAGCCGCAGTACTACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCGTGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACTCCAGTTGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGATGACGTC

CTTCGGGTTGTAAACCTCTATCTTCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCTTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGACAGTTAA

GTGAGATGTGAAATACCGGGGCTTAACTTGGGTGTTGCATTGGAAACTGTAAGTCTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6765;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAAAGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAAGGACGAAGGAAGCGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTG

GCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGGCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCTGCTTTT

TTAGGCTGGAGTGAAAGTCCTGCGTTCAAGGTGGTAATTGCTTTTGATACTGGAGAGCTTGATTGCGGAAGAGGTAA

GTGGAATTCCCCGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6769;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTGTCAGGGACGAGGGGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAAACTGTGGGCTTAACCCACAAACTGCATTTGAAACTGATACTCTTGAGAGTGGGAGAGGTAAA

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6768;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0904); 



6301 

 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACTGTACTTAATGAATATGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGCGCAACCTTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAGGAATTGCATTTGAAACTGTTATGCTAGAGTGAAGAAGAGGAAGG

AGGAATTCCCGGTGTAGAGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6771;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACGGATTAGCAAGGTGGCGGGAGAGGAAAG

GGGAATTCCTAGTGTGGGGGGGAATGGCGAAGATATAAGGGGAAACACAAGGGGGAAGGGGGGCTTACGGAACG

GTAATGAAGGTGGAGGCTGAAAGGCGGGGGAGGAAAACAGGTTTAGATACCTGGTA 

>OTU6770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.6709),g:Coprococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCATGAGCGAAGAAGTG

TTTGGGGATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGTGTAA

GTCAAAAGTGAAAGCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTATGCAGCTAGAGTGTCAGAGAGGTAAGA

GGAATTCCCAGTGTAGCGGTGAAATGCGTAAATATTGGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGAAA

ACTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6772;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Oscillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGACGCAGCAGCGCCGCGTGAAGGAAGAAGGA

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTATCTCTAGAATAAGCCACGGCTAACTACGTGA

CCGCAGCCGCGGTAATATATAGGTGGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGACGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTGGAAACTGTGGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6773;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Intestinimonas(0.0056); 



6302 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCGTGT

CAAGTCAGCGGTGAAATACCCACGCTCAACGTGGGGGCTGCCATTGATACTGACGTGCTGGAATTCGGATGCCGTTG

GGGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGGAGGCACCTGGCGAATCCG

AGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGCGTAACTGTTTACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGGTGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTG

ACTTGAGTACAGAAGAGGTCAGTGGAATTCGTTGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCAGTGG

CGAAGGCGGCTCACTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTTGGCAGGGAAGAGGATAAGACGGTACCTGACGAATAAGCCACGGCTAACCACGTGC

CAGCCGCCGCGGTTATATGTAGGTGGATAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6777;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGTC

CCTCTGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTTAGACTTTTTGCATGTACCTTATGCATAAGGA

CCGGCTAATTCCTTGCCAGCAGCCGCGGTAATACGGAATTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGCCGGGCAAGCGTGGTGTGAAATGCAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGCCAAGCTTGAG

TGCGGGAAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATGGCGAAGGC

AGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6776;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2184),g:Anaerobacterium(0.0423); 



6303 

 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACGAGGGACGAAAGAAATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGAGTAGGCGGGATTT

CAAGTCTGATGTGAAAACTATCGGCTTAACTGGTAGACTGCATTGGAAACTGAGATTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTATTCACGCAGTGACGGTATACAACCA

GGAAGTCCCGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGTGCGTA

AAGCGAGCTCGGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GAGTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGGGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGTCTCGAAAGCATCGGTAGCGAACAGGATGAGATACCCTG

GTA 

>OTU6779;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGA

TTTCGGGATGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACTATACCTGACGAATAAGCCACGGCTAAATACGTGA

CAGCAGCCGCGGTAATACGGAGGTGGCAAGTGTTGTCCGGATTTAGTGGGTGTAAAGGGCGTGTAGACGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCTTCTAGAGTATCGGAGAGGTAA

GCGGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6782;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGTAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGACTAAGCCACGGCTAACTACGTGC

CATCAGCCGCGGTACTACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTATGGGCTGAACCAATAAAGTGCATTTGAAACTGCATTTATGGAGTGTCGGAGGGGTAGA

CGGAATGCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACAAGTGGCGAAGGCGGTCTACTGGACGAT

AACTGAAGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6780;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0181); 



6304 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6781;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacillac

eae_1(0.0355),g:Paenibacillus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGAGCATAAGACGGTACCTGAGGAGGAAGCCCCGGCTAACTATGTGC

CAGCCGCCGCGGTAATGCGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGGCCGG

TAAGTCTGGAGTGAAAGTTCTGCCTTCAAGGTGGAGATTGCTTTTGATACTGTCGGGCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCTG

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6783;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTTCGTGTACCTTTCGAATACGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAAGGA

GCGTAGGCGGGCTGTTAAGTCAGAGGTAAAATGTCAGGGACAAACATTGGAATGCCGTTGATACTGGCGGCCTAGA

GTTCAAACAAGGAAGGTGGAATTCGTAGTGTAGAGGTGAAATGCGTAGATATGGAGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTCAGGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGATCTGTCTTTGGGGAAGATAATGACGGTAACCAAGGAGGAAGCCACGGCCAACAACGTGCCA

GCAGCCGAGGTAAAACGAAGGTGGCGAGCGCTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGTGAG

CTGAATTCCTAGCTTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCTCGAATGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6785;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0076); 



6305 

 

ACGGGGGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGTAACGCCGTGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGCACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCAA

GCGGAATTCCTAGTATAGCGGTGAGATGCGTGGATATTAGGAGGAACACCAATGGGAAGGGCGGCTTACTTGACGG

TGGCAGAAGCGGAGGGACGAAAGCATGGAGGGCAAACAGGATTAGATACCCTGGTA 

>OTU6784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCCTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTCTGATGTGAAAAGCCAGGGCTCAGCCGTGGGACTGCATTGGAGACTGTCAAGCTGGAGTGTCGGAGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAAAAGCGTCGAAATTGGGAGGAACACCAGTGGCGAGGGCGGCTTGCTGGACGCT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1679),g:Eisenbergiella(0.0423); 

ACGGAAGGCAGCAATGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGGTACCTGGCGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCTGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGAC

AAGCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Saccharofermentans(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATGTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGAAAGCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6789;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 



6306 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGAT

CAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6790;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCATGTAGCGTGCAGGATGAAGGCT

CTATGGGCCGTAAACTTCTTTTGTATAAGAGTAAAGTGCGGTATGTATACTGTGTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGATTGATAAGTCAGAGGTGAAAGGTCGGGGCTCAACCGTAAAACTGCATCTGATACTGTAGGACTTGA

GTGTAGTTGAGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGAGATCATAAGGAACACCGATTGCGAAGG

CAGCTTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6792;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCATGTAGCGTGAAGGACGAAGGC

TCTACGGGTCGTAAACTTCTTTTATATAAGAACAATGTGCAGTACGTATACTGTTTCGTATGTATTATATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACGGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGATACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGTAATTGACGCTGATGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGATGACGGC

TCTATGGGTCTTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTATTGTATGTATTATATGAATAAGGC

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTGGATACTGTCAGTCTTGAG

TACAGGAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCTTACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6791;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9892),o:"Bacteroidales"(0.9

938),f:"Porphyromonadaceae"(0.9908),g:Butyricimonas(0.9724); 



6307 

 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGGGAGAGCGTGAACCAGCCAAGTCGCGTGAGGGAAGAAT

GGTCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GCGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTG

GAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTTGGAACCCCGATAGCGA

AGGCAGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6795;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGTCGCAGAGCAATAAGGGCCACGTGTGGTCCGTTGCGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGTAAGTGAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCAGCTGATACTGGGAGGCTTG

AATGCGGATGCTGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCTATTGCGAAG

GCATCTTGCAGATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGAAGAAGGC

CTTTGGGTCGTAAAATTCTGTCCTTGGCAATGAAAAAAATGACAGTAGCCTTGGAGGAAGCCCCGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGCAGGTGGTTTTT

TAAGCGTAGGGTATAAGGCAATGGCTCAACCATTGTTCGCCCTACGAACTGAATAACTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCCGT

TACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6797;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGTTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGACGAGAGTACCAGGCGAATA

AGCATCGGCCAACTTCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGAGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCAGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGGTTGCGA

AGGCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6796;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Negativicutes(0.3483),o:Selenomonadales(0.148

3),f:Veillonellaceae(0.0560),g:Selenomonas(0.0134); 



6308 

 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTTAGGGACGAACAACCGCTATGTGAATAATGTAGCGGCCTGACGGTACCTGAGG

AGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTG

TAAAGGGAGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTG

TCGAACTAGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCA

GTGGCGAAGGCGGCTTGCTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU6798;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACATGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGAGGTGAAAGCCCGGGGCCCAACCCCGGGACTGCATTGGAAACGGAGCGGCTGGGGTGCAGGAGAGGTAAG

TGGAATTCCTAGGGTGGCGGGGAAATGCGTAGATATTAGGAGGACCACGAGTGGCGAAGGCGGCTTACTGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6800;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAAGCCTGACCCAGCAACGCCGCGTGACGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGGCGGCATGTGACGAATAAGCCACGTCAAACTATGCGC

TAGCCGCCGCGGAAATACGTAGGTGGAACGTGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCGAGGACGAAGAACGTGACGGTACTCGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCTCGGGGCTCAACCCCGAAACTGCTTTTGAAACTGTATCCCTTGAGTATAGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGAGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6803;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0149),g:Clostridium_XlVa(0.0056); 



6309 

 

AAGGGAGGGAGAAGGGGGGAAGATGGAAAAAGGAGGGAAAGAAGGAGGGAGAGACAGCGGGTGACTGAAGAA

GTATTGCGGGATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACAAAGAAGCCCCGGCTAACGACGA

GCCAGCAGCCGCGGTAATAAGTAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAA

GGCAAGCCAGAAGTGAAAGCCCGTGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGG

GCAAGCGGAATTCCTAGCGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGT

AGCGCAACTGACGCTTAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6802;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGTGGAAACCCTGATGCAGCGACGCCGCGTGACGGAAGAAGGA

TTTAGGTTTGTAAACGTCTATTAGCAAGGAAGATAATGACGGTACCTGTTTAAGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGTCGGCAGTATAAG

TCTAAAGTGAAAGCCCGGGGCTTAACCACGGGACTGCTTTGGAAGCTATGCAGCTGGAGTGTAGGAGAGGCAAGAG

GAATTCCACGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAA

CTGAAGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4563),g:Oscillibacter(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATTTCCTCCCGTCTGCCCCCTCCACGCCGCGTGAAGGAAGAAGGCTT

TCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGCAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCCGCAA

GTCAGATGTGAAATCCACGGGCTTAACCCGTGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTAACCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU6804;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

TCTCCGTGTCGTAAACTCTTTTAGCCGCAGAGCAATACGCTCAACGCGTGGAACGATGCGAGTATGCGTAGAATAAG

CATAGGACATACCAGTGCCAGCAGTAGCGGTAATACGGCGGACGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCCGAGTAAGTCAGCCGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTGGATACTGTTTAGCT

GGAATGATCGCGCCGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATGGCGA

AGGCGTCTCGCGAGAGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6805;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3204),g:Fusicatenibacter(0.0904); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGAATGTAAAGCTCTATCAGCAGGGAAAAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCA

AGTCTGATGTGAAATGCAGAGGCATAACCCGTGGAGTGCATTGGGAACTGTGTAGCTAGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6807;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGGAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCTAGGGGATCAACCGCTAAACTGCATATGAAACTGTAGCGCTTGAGTATCGGAGAGGCAA

GAGGAATTCATAGTGTAGCGGTGAAATGCGGAGAAATTAGGAGGAACACCAGTGGAGAAGGCGGCTTGGTGGACG

ACAAGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAGTAGATAACCTGGTA 

>OTU6806;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGATAAAGCCAAGGCTAACTACGTG

CTAGGAGCCGTGGTAATACGTAGGTGCCAAGCGTTGCCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGG

CAAGTCAGATGTGAAATCCATGGGCTTAACCGAGGAACTGCTATTGAAACTGTTGGTCTGGAGTTCGGTAGAGGTAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGAAGGAACACCAGTGGCGAAGGCGGCCTACTGGACT

GAGACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6808;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAAGAAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGATAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGCTAAGTTAGATGTGAAATCCCCCGGCTTAACCTGGGAACTGCAACTGATACTGCCAA

GCTTGAGTCTCGGAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCTCCCTGGACGAAGACTGACGTTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6809;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0157); 



6311 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGACTGAAGAAGTA

TCTCGGTATGGTAAGGTCCATCAGCAAGGAAGAAAATGACAGTACGTGACCAAGAAGCTCCGTCCAACTACGTGCAA

GCAGCCGCGGTAATATGTAGGGGGCAAGCGTTATCCGGATTTACCGGGGGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTAGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6810;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Pedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGT

CCTATGGGTCGTAAACTTCTTTTGTGGGGGAGCGAAAAGGATCACGAGTGGGACGATGTGTTTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGACAAGTCAGCGGTGAAAGCCCGGGGCTTAACGCCGGAACTGCCTGTGATACTGTCGAGCTG

GAGTACGGATGCGGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAATCCGTCATTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1872),g:Dorea(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATAGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCGGCAGGGACGATAATGACGGTACCTGACTAAAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTGCAA

GCCGGATGTGAAAGCCAGGGGCTCAACCCCGGAATTGCATTTGGAACTGTAGTGCTAGAGTGTTGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAATG

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6812;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTCGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTATCTGCCGAATAAGCCACCGCTCACTACGTGCC

CGCAGCCGCGGTTATACGTAGGTGGCAAGCTTTGTCCGGATTTGCTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCA

AGTCAGATGTGAAATCCACGGGCTTAACGCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGGGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Acetivibrio(0.0204); 
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ACGGGAGGCAGCAGTGGGGAATATTAGTCAATGGGGGAAACCCTGACCTAGCCACGCCGCGTGAAGGATGAAGGT

TTTCGGGTTGTAAACTTCTTTGGCAGGGGACGATAATGACGGTACCCTGACAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTTATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCAGCAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGGAACTGTTGGTCTTGAGTGTCGGAGAGGCAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGATTGCTAGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6813;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0710),g:Ruminococcus(0.0134); 

AAGGAAGGAAGAAGGGGGGGAGAGTGGGCAAGGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAG

GTCTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTGG

TAAGTCAGATGTGAAATACCGGGGCTCAACCCCTGGGCTGCATTTGAAACTGTCAGTCTTGAGTGTCGGAGGTGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTTAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCGGGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAT

TGCAAGTCAGATGTGAAAACTATGGGCTTAACCCATAGACTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGAC

GGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6817;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCCGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

GGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTCA

AGTCAGATGTGAAAACCGAAGCCTAAACCTTCGGCCTGCATTTGAAACTGAAGTTCTTGAGTGCTGCAGAGGCTAAC

GGAATTCCTAGTGTAGCGGTTAAATGCGTATATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACAGCA

ACTGACGCTTAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6819;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Kordia(0.0056); 
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ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATTACAGTATGCGTATAATAAGC

ATCGGCTTACTCCGTTCCCGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAGAGGTGAAAGGCAGGGGCTCAACACGGAAAGTGCGGTTGATACTGGGAGGCTG

GAATGCGGAGGAAGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTCACAAATGCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTGAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACCTGGGGGGTGCATGCGAAACTGGAATACTTGAGTGCGGTAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6822;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Alteromonadaceae(0.0000),g:Marinobacter(0.0000); 

AATAACCCTGACACCAATGCTTAGGGATTTTCTTGGTATCAGGGTTACTCGTGCCACGCAAAGCGGCATGGTCAATAT

ACCCAGTAGTGTTACCAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCGACTGTTCACCATAAA

CGTGACGATGAGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAG

ACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGGCGCCAGCGATAACCGGAGTAGTGGAAATGGTAATAAGACG

ACCAATCTGACCAGCAGGGAAGCAAAGATGGGAAAGGGCATGCGGC 

>OTU6818;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCTGTGAAGATAGTGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGAAGTGAAATACCCAGGCTCAACCTGGGAGCTGCATTTCAAACTGGAAGTCTAGAGTTCAGGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6820;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGCGACGGTACCTGGAGACAAAGCAACGGCTAACTACGTG
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CCAGCAGCGGCGGAAATACGTAGGTCACAAGCGTTGTCCGGATTGACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAACTGCATTTGAAACTGTTCCCCTTGGGTATCGGAGAGGCA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6821;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAAATTCTTTTACTAGGGACGAAGGACGTGACGGTACCTGGAGTAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGGCGGAGGAG

CAAGTCAGATGTGAAATCCAGGGGCTTAACCCCTGAACTGCATTGGATACTGTTCCCCTTGAGTATCGGAAAGGCGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATTGCGAAGGCAGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU6824;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTAGCAGGGACGAAGGACGCGACGGTACCTGGAGAAAACGCGACTGCTAACTACGTG

CCAGCAGCGGCGGTACTACGGAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCGG

CAAGTCAGATGTGAAAGCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCTCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTTTTATCAGGGAAGAAGAAAACGGTACCTGCCGAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGTTATTCGGATTTATTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGGATAGCTTGAGGACAGGAGAGGTAAGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6825;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGTTTGTAAAGCTCTTTTAGCAGGGACGAAAATGACGGTACCTCAAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGCTGCA
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AGTCAGAAGTGAAATCCCAGGGCTCAACCTTGGAGCTGCATTTGAAACTGTAGTTCTAGAGTGATGGAGAGGCAAG

AGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCGTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6827;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Mesonia(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTACGGCC

CTATGGGCTGTAAACTTCTTTTGACGCAGAGCAATAAGGGCCACGCGTGGTCCGTTGAGAGTATGCGTAGAATAAGG

AACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTGAGCGGTGAAAGGTCCGGGCTCAACCCGTGAAGTGCCGTGGGTACTGGGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTCACAAGTCCGCAATTGACGCTAAGGCACGAAAGCGTGGAGATCGAACAGGATTAGATACCCTGGTA 

>OTU6826;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGCAA

GTCAGAAGTGAAATCCATGGGCTTAACTCATGAACTGCTTTTGAAACTGTTAGTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6828;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTGCTTTAGTCGCAGAGTAATAAGTGCCACGTGTGGTCCGATGAGAGTATGGGTAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCTGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTCAGGCTTGA

ATGCCAATGCTGTGGGCGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGACCACCGATTGCGAAGGC

ATCTCACAAATCCGCTATTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6831;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Leucon

ostocaceae(0.0000),g:Weissella(0.0000); 

AAAGACAGAATCTCTTCCAAGCGCTTGATGCGGTTATCCATCTGCTTCTGGCAGCCCAGCATTGGGGATTGAGAACGC

GTAGAACTGCCACACGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCA

GAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCA

ATCCTGACGGTTATTTCCTAGACAAATGAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAAGTGTTCCAAGTATC
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GGCAACAGCTGTATCAATACCATGAAAAATATCAACCACTCCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTT

TGCAGTA 

>OTU6829;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTAATAAGGACGATGACGTGACGGTATTTAATGTATAAGCCCCGGCACACCACGTGCC

CGCAGCCGCGGTAATACGTAGGGCGCAAGTGTTGTCCGGATTTACGGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGAAACTGTATTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6830;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Mesonia(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGAGCCAAGCGGGGTCAGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCGGCGGTGAAAGGCCCGGGCTCAACCCGGAAATTGCATTGGATACTGTGAGGCT

GGAATGTGGGTGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGGTTGCGA

AGGCATCTCACAGAACCGCAATTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6835;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGTCTGAACCAGCCAAGCAGCGTGAAGGAAGACTGC

TCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTCCAGTACGCGTGGCGGTTTGTAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTGGAATTGCAGTTGATACTGTCGGGCTTGA

GAGCAGTAGAGGTAGGCGGAATGCATGGTGTAGCGGTGAAATGCATAGAGATCACAAAGAACTCCGATTGCGAAG

GCAGCTCACCAAACTACGTCTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6834;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCGAAGAGAAGAGGGGAAGAGGGTATATTAGGAGGAAGCCGCGGCAAACTACGTG

CCAGCAGCCGAGGTAATACGTAGGGGGCGAGTGTTGTGCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCTGT

ATAAGTCTGGAGTGAAAGTCCTGTGTTCAAGATTGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGGAGAGGTT
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AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGAC

TGCAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6832;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9736),c:Spirochaetia(0.9462),o:Spirochaetales(0.852

0),f:Spirochaetaceae(0.7068),g:Treponema(0.5720); 

CCTTCCTTCCTCCTCTCCTCCTCTTCCTCCCTTGCGGCCCCTCCGCCGGCGCCACGCCGCGTGGACGATGAAGGCCGGA

CGGTTGTAAAGTCCTTTTATAATTGAGGAATAAGCGGGACAGGGAATGGTTCCGCGGTGACTGTATATTATGAATAA

GCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTAAAG

GGCACGCAGGCGGCTTTGCAAGCTTGGTGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTGAGAACTGCATGGCT

AGAGTTAGTGAGGGGAAACCGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAACCACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAAGACGTGACGCTACCTGGAGAAAAAGCAACTCCTACCTCCGTGC

CAGCAGCCGCGGTACTACGTAGGCTGCAAGCGTTGTCCGGATTTACTGGGGGTAAAGGGCGTGTAGGCGGAGGAGC

AAGTCAGATGTGAAATCCCGGGGCTTAAACCCGGAACTGCATTTGAAACTGTTTCACTTGAGTATCGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6836;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diales_Incertae_Sedis_XIII(0.0904),g:Anaerovorax(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCTTTGAAGGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTACTACGTCGGGGGCCAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCAGCTGAACTGGGCTGCTTGGATGCAGGAGAGGAAAGC

GGAATTCCGAGGGGAGCGGTGAAAAGCGTAGATATTAGGGGAAACACCAGTGGGGAAGGCGGCTTTCTGGACTGT

TAATGACACTGAGGCACGAAAGTGGGGGGAGCAAACAGGATCAGATACCCTGGTA 

>OTU6838;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAGGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGTGCCACGCGTGGCGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCAGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGGGGCTCAACCATGGAATTGCCGTTGAAACTGGCGGGCTTG
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AGTGCGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCGGAACCCCGATCGCGAA

GGCAGCCTGCCAGGCCGTTACTAACACTGATGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0204); 

AGGGGAGGAAGAAGGGGAGAAGAGGGAAAAAGGGGGGAAAAGAGGAGGAAGAGACGAGGAGTGACGGAAGAA

GTATTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACGAAGAAGCCCCGGCGAACTACGTG

CCAGCAGCCGCGGTAAGACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAG

GCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGCGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGG

CAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTCGTA 

>OTU6837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGTGGTAAGGCA

AGCCGGAAGTGAAAGCCCGGGGCTCAACCCCGTGGACTTCTTTTGGAACTGTCGAACTGGAGTGCCGGAGGGGCAA

GCCGAATTCCTAGGGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6840;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diales_Incertae_Sedis_XIII(0.0710),g:Mogibacterium(0.0157); 

AAGGGAGGAAGGAGGGGAGAAGAGGGCACAATGGGGGAAAACCTGATGCAGCAACGCCGCGTGAAGGAAGACG

GCCCTTGGGGTGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCT

AAGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGCCAGTA

ACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACGGGATTCGATACCCTGGTA 

>OTU6843;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGGGAAACACTGATGCAGCGACGCAGCGTGACTGAAGAAGTA

TTTCGGAATGTAAAGGTCTATCAGCAAGGAGGAAAATGACGGTACATGACTAAGAAGCAACGGCGAAATACGTGCA

AGCAGCCGCGGAAAAACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC

AAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCTAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCTGGAGGGGCA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGGCTTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6842;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.1707),c:Alphaproteobacteria(0.0626),o:Rickettsiale

s(0.0413),f:Anaplasmataceae(0.0099),g:Ehrlichia(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCCACGCCGCATGAGTGAAGAAGGC

CTTTGGGTCGTAAAGCTCTTTTCTCAAGGAAGATAATGACGGTACTCGCAGAGGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGAGTGCGAGCGTTATTCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGCTTAGTAA

GTCAAAAGTGAAATCCCAAGGCTCAACCTGGGAATTGCTTTTAATACTGCTAATCTAGAGTGTGAATGAGGTGAGAG

GAATTAGTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAACACCGGTGGCGAAGGCGTCTAACTGGTTCAATTT

TGACGCTGAGGCGCGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6841;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTCTGGGACGAAGAAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACGACGT

GCCAGCAGCGGCAGTAATAAGTGGGGGGCGAGCGTCGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCTTTGGAGACTGTCAGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6844;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAGGGACGACGGC

CCTAGTGGTTGTAAACCTCTTTTGCACGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCCATTTAAGCGTGTTGTGAAAGTCCGCGGCTCAACCGTGGGAGTGCAGCGCGAACTGTTTGGCTTG

AGTTGGCAGAAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTTCCGTAGCCTGACTGACGCTGAAGCTCGGAGGTGCGGGTATCGAACAGGATTAAATACCCTGGTA 

>OTU6845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0230); 

CCGTGAGGCCGCCTTTGGGTCTATTGCTCCATGGGGGCAAACCTGACGCAGCAACGCCGCGTGAACGATGAAGGTCT

TCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCTGCGGTAATACGGAGGGGGCTAGCGTTATCCGGATTTACTGGGCGAAAAGGGTGCGTGGGTGGTTTCTTAAG

TCAGAGGTAAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6846;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9990),c:"Fibrobacteria"(0.9820),o:"Fibrobacterales"

(0.9821),f:"Fibrobacteraceae"(0.9871),g:Fibrobacter(0.9837); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCACGTGTGGGAAGGAGCA

TTTCGGTGTGTAAACCACTGTCATGAGGGAATAAGGCCCGCCTACGGACGGGATTGAATGTACCTTGAGAGGAAGCA

CCGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGA

GCGTAGGCGGAGATTCAAGCGGATTCTCCAATCCCGGGGCCCAACGCAGGCTCTGCAGGCCGAACTGGATCTCTGG

GATAGTTCAGGGGCAGGAGGAATTCCTGGTGTAGCGGTGGAAGGCGTAGAGATCAGGAAGAACACCGATGGCGAA

GACAGCCTGCTGGGGACTTTCTCGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6847;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGG

AGCGTAGGCGGGGAGACAAGTTGACTGTCTAAACTATCGGCTTAACTGAGAGTCGCGTTCAAAACTATCACTCTTGA

GTGCAGTAGAGGTAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACTGTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6848;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACTCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGTTAATACGTAGGTTGCAAGCGTTGTCCGGATTTATTGTGTGTAAAGGGCGTGTAGGCGGAGATGA

AAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTAGGCCTTGGGGATAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAAAACCAGTGGCGAAGGAGGCTTGCTGGAAG

AAAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6849;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

CCTATGGTTTGTAAACTCCTTTTATACGGGAATAAAGTGAGCCACGTGTGTCTTTTTGCATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTTCTTAAGTGGGTTGTGAAAGTTTGTGGCTTAACCATTGAATTGCAATTGATACTGGTGGACTTGAGT
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ATGTTCGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCTAAGCCATAACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6851;tax=d:Bacteria(0.0041),p:"Deferribacteres"(0.0000),c:Deferribacteres(0.0000),o:Deferribacteral

es(0.0000),f:Deferribacteraceae(0.0000),g:Deferribacter(0.0000); 

CTCACTTAAGTGGCTGGCGACCACTCCTCTCTTTAATAACCTGCTTCCGCGCAACCCATCCGCGGCCTTTAGTAGCGGT

CAAGTTAGACCCAACCATGAAACCAACATAAACATTATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGT

CCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGA

ACCGAAGAAGACTCAAAGCGGACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATAGCAGCACCAACAG

AAACAACCGGATTAGCGGCGTTGACAGATGGAGCCAGCTGAATGCAATGAAGAAAACCACCATGACCAGCATGAAC

CGTC 

>OTU6850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:"Cyclobacteriaceae"(0.0113),g:Algoriphagus(0.0056); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTCCCCTTGCTGGCACTCTGCTCCCGCCATGCCGCGTGCAGGAAGACGGTCCTAT

GGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAGCACCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGGTGAAACTGATTTACTAGAATG

TGGGTGATGCCGGAGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCTATTGCGAAGGCAG

CTGGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6855;tax=d:Bacteria(0.0014),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacillac

eae_1(0.0000),g:Paenibacillus(0.0000); 

CGCCTTCTCCCACATCTCTTGACCTTCTGGGTCTGCCAGCTGCTTATGCTAATTTGCATCCTGACCAAGAACGTGATTAC

TTCATGCAGCGTTACCATGATGTTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGT

CATGCGCTCTAATCTCTGGGCATCTGGCTATGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCG

TGTTCAACAGACCTATAAACATTCGGTGCCGCGTTTCTTGGTTCCTGAGCATGGCACTATGTTTACTCTTGCGCTGGTT

CGGTGTCCGCCGACTGCGACGAAAGAGATTCA 

>OTU6852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2184),g:Lactonifactor(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGACGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGTAAGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACTTCGGGATTGCATTGGAAACTGTCTGACTTGAGTACTGGAGAGGTAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6853;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp22(0.0000),g:Gp22(0.0000

); 

ACCTTTCGCATCAACAGGCCACAACCAACCAGAACGTGAAAACGCGTCCTGCGTGTAGCGAACTGCGATGGGCATAC

TGTAACCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAA

CGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGC

ACACAAAAATACTGATAGCAGTCGCCGTGTGAATCATTAGACCTGTGACCCTCAGCAGCAAAAACCGGACGAGCAAG

ATCGCCG 

>OTU6854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTTCTCACGGAAGATAATTATGGTACTTGTCGAGTATTGCCCGGCTAACTACGTTCCAG

CAGGCCCAGTAATACGTAGGGAGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCTAAACCGTAGTAAGGCTTTGAAACTGGGGAACTTGAGTGGAGGAGAGGAGAGTGG

AATTCCTAGTGTAGGGGTGAAATGCGGAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCGCTGGACTGTAAC

GGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATAGATACCCTGGTA 

>OTU6856;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

AAGGGAGGGAGAAGAGGGGAAGAGGGAAAAAGGGGAGAAAGAGGGATGAAGGAACGCAGCGTGAGGGAAGAC

GGTTTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAT

AGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCGGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGC

AAGCTGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

TCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2184),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTGAAGAAGTT

TTTCTGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACCTGACTAAGATGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGGGAATTGGAAACGGTGTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGCTTAATGGACG

GTAACTGACGTTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGA 

>OTU6860;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCCAGGGGTCGTAAACTTCTTTTATAAAAGAATAAAGTGCAGTATGTATACTGTTATGTATGGATGATAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGATATCCGGATTTTATGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCGGCTGTCAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTAGGCGGAACTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Flavobacteriia(0.1740),o:"Flavobacteriales"(

0.0781),f:Flavobacteriaceae(0.0252),g:Capnocytophaga(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGATCCAGCCATGCCGCGTGAAGGAATACGGTC

CTATAGATTTTAAACTTCATTTGTGTGGGAGCAATAAGATCTACGTGTAGACCGTTGTGTTTACCATACGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCTGTGATGTAAGTCAGTCGTGAAATGTGCCGGCTCAACCGTTGAACTGCCGCTGATACTGCATTGCTGGAAT

ACGGATGACGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGCA

TCTGACGAAGCCGCGATTGACGCTGATGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6858;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0230); 

ACGGGAGGCGGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGTGAATAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTCGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTC

TTAAGTCAGGTGTGAAAGGCTACGGCTCAACGGTAGTATGCATTTGAAACTGGGAATCTTGAGTGTAGGAGAGGGA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6859;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9966),c:Actinobacteria(0.9747),o:Actinomycetales(

0.9280),f:Corynebacteriaceae(0.5632),g:Corynebacterium(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAACCTCTTTCGCTAGGGAAGAAGCGCAAGTGACGGTACCTAGATAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGTGGTTT

GTCGCGTCGCTTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGGCGATACGGGCATAACTAGAGTGCTGTAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTATCTGG

GCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6863;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pasteure

llales(0.0000),f:Pasteurellaceae(0.0000),g:Avibacterium(0.0000); 



6324 

 

TTGAAAGGGAAACGATTGAAGCCAGTCGTACCTTCGGGTAATCAGCCTTTCGGGTGCGATTCTGTGGAGTGTGAGGA

GCTTAAACACCTTCATGCTTTGCGTATTCGTACTCTTGGGTGTACTTGCCCGTGTGGTTGGTTAACATCAATTTTGGTG

GTCATAAAATGACTGGAGGAATGTAGCTTCGATCTTGTATTGAAGTGTTATAGCCTTCGGTAGATGCGATGATCGAG

ATTGAGGATTGCAACGGATACCCTTCGGGGCTACCTGTCTGGTCTCTGATCGTTGCTCTGGTGCCGAAAGCTTGCTTA

CGGTTATCAAAGTCGATGGTCAATAGGTTAGAACGGGTTAAATTCGTTAAGGATGCTGACGTA 

>OTU6862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTATCTTTCGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAAATTGGGTGCTGCAATTCAAAATGGTTAACTAAAGTGGCGGAGAGGAGAGG

GGAAATCCTAGTGTAGCGGTGAAAAGCGTTGAGGATAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6866;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Moraxellaceae(0.0000),g:Moraxella(0.0000); 

TTGAAAGGGAAACGATTGAAGCCAGTCGTACCTATGGGTACTCAGCCTTTTGGGTGTGATTTTGTGGAGCGTGAGGA

GTTAAACGCCTTCATGCCTGCATATTCGTGCACTTTGGGTGTACTTGCCCGTATGGTTGGTTAACATCAATTTTGGTGG

TCATAAAATGACTGGAGGAATGTAGCGTCGATCTCGTATTGAAGTGTTATAGCCTTCGGTAGATGTGATGATCGAGA

TTGAGGATTGCAACGGATACCCTTCGGGGCTACCTGTCTGATCTCTGATCGTTGCTTTGGCGCTGAAAGCGTGCTTAT

AGTTATCAAAGTCGATGGTCAATAGGTTAGAATGGGTTAAATTCGTTAAGGATGCTGACGTA 

>OTU6865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCGGGGGGGGGGATGAAGG

TTTTCGGATGGTAAAGCTCTGTCTTGGGGGAGATTAATGACGGTACCCAAGGAGGAAGCAACGGCTAACTACGTGCC

AGCAGCCGCGGTAATAGGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCGGCATTCCAAACTGGTTATCTAGAGTGCAGAAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACTAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTTTCCTCAAGGAAGATAATGACGGTACGTGAGGAGGAAGCCCCGTCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATACGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA
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GTCAGGAGTGAAAGGCTACGGCGTAAGAGTAGTGAGCTCTTGAAACTGGGAAACTTGAGTGAATGAGAGGAAAGT

GGAATGGCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6864;tax=d:Bacteria(0.9450),p:"Acidobacteria"(0.1508),c:Acidobacteria_Gp22(0.0525),g:Gp22(0.0043

); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGCGACGGCC

CTATGGGTCTTAAACTTCTTTTGTCGGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGTACCAGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCTGGCGTTATCCGGAATGATTGGGCGTAAAGGG

CGCGTAGGCGGCCTGGTAAGTCTGGAGTGAAAGTCCTGGGTTTAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTG

AGTGCGGAAGAGGTAAGTGGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAA

GGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGGGAAACCCTGATGCAGCAACGCAGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGAAAATGAAGGTACCCAAGGAGGAATGTATGTCTAACTTCGTGCCA

GCAGCCGTGGTTATACGTAAGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACGTGGGTTCTGCATTGCAAACTGGTTGCCTAGAGTGCAGAAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGACCCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6872;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCGTTTATAAGGGAATAAAGTTCACCACGTGTGTTGTATTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCATCCGCGGTAATACGCAGGAGCCGAGCCTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGGTGTGAAAGTTTGCGGCTCAACTGTAGGATTGCAGTTGATACTGGCGTGCTTGA

GTGCGGAAGAGGCAGGAGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6870;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Mesonia(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGATTAAGGCC

CTATGGGGTGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACTGATGAGAGTATGCGTAGAATAATC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGG

TGCGTAGGCGGCTTAGCAAGTCAGCGGGTAAAGGCCCGGGCTTAACCCGGAAAGGGCCGTTGATACTGTTAGGCTG



6326 

 

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCACAAAGCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTCCAGCCGGGAATGC

CAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTAATCTTCTTGCGTATCGGAGAGTCAATC

GGAATTCCTAGTTTAGCTGTTAAATGCGTAGCTATTAAGCGGAATACCATTGGCGAAGGCTGATTGCTAGACGACAA

CTGACAGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6871;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGCACAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGCA

AGTCTGATGTGAAAGCTAGGGGCTCAACCCAGGAACTGCATTTGGAACTGTGTAGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6874;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

ACAATGTGACTCATCTCTAAACCCGTCCTTGACGAACGTTCCCCGCATCTTCAGCCCCTTCTCCTCCTCCAACGCGTCAG

TTTTTTACAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAAT

TTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTT

TTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCA

AGCATGTTTATAGAAGCGCGCATAAAGTAGAGCAGATTTGGCGGCACAGGTTGCGCCGCAAAAACGTCGGCGACAG

TAACTGTTACCAGGCTCAAGATCATCTCTCTGTTGGCGTTCTG 

>OTU6873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGTC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTTAACAGTAGGAAGGCTTTGAAAATGGGAAACTTGAGTGAAGGGGAGGAGAGT
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GGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAAACAGTTGCGAAGGCGGCTCTCTGGACTGTA

AATGAAACTGAGGCAAGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU6875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Parasporobacterium(0.0615); 

CCTTTATTCCTCATTTGTTACTATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTATTT

CGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACTGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCC

AGAACTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGCGGGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTGGCGAAGGCGGCGTGGTGGACTGTAAC

TGACACTGAGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4224),g:Eisenbergiella(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGACA

AGTTGAATGTCTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGGAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7787),g:Gemmiger(0.0808); 

ACGGGAGGCAGCAGTGGGGGATACTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGAGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTGCGGGACGATAATGACGGTACCGCACAAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGCTGAC

AAGTTGGAAGTGAAATCTGTGAGCTCAACCCACAAATTGCTTTCAAAACTGCCGGTCTTGAGTAGTGCAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGTAGGAACACCAGTGGCAAAGGCGGCTTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACAGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATG
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GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6881;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTTAGTTGTTAAAGTTTGCGGCTCAAACGTAAAATTGCAGTTGATACTGTCAGTCTTGAGG

AAAGTAGAGGTGGGGGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATTTCACGAAAAACTCCGATTGCGCAGGGA

GCTCAACTGACTGCCACCGACACTGATGCTCGAAAGTCGGGGTATCAAAAAGGATTAGATACCCTGGTA 

>OTU6879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCATCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGGGGTAAGGCA

AGACAGAAGTGAAAGCCCGGGGCTCAAAACTGGGGACTGCTATTGGAAATGTCGAGCTAGAGGGCAGGAGGAGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGATTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGAGC

AAGTCAGTTGTGAAAACTATGGGCTTAACCCATAACGTGCAATTGAAACTGCCCGGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6880;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGCGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGCGGTGAAATTTTGGGGCTGAACCATGAAATTGCCGTTGAAACTGGAGGGCTTGA
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GTATGTTTGGGGCGGGCGGAATGTGAGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATCGCGAAG

GCAGCTTCCCAAGCCGTAACCGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6884;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Ruminococcus2(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAACGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATAAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCAGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTCAAAACCCGGGGCTCAACCCCCGGAGTGCATTGGTATCTGTTTATCTTGAGTGCCTGAGGGGTAAGT

GGAATTCCTATTGTAGCGGTGAAATGCGTTGATATTAGGAGGAACACCAGTGGCGAATGCGGCTTACTGGACGGTAA

CTGACGTTTAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6883;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Bacillales_in

certae_sedis(0.0457),g:Calditerricola(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGC

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGAAGATGACGGTACCATAGGAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTGGGGGGCGGGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCATG

ATAAGTCTGGTGTGAAAGTCCTGGTCTCAAGCTGGGAATTGCATTGGATACTGTCGGGCTGGAGTGCAGGAGAGGA

AAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTCTGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGCGGAAGCCCCGGCTAACTACGTGTCA

GCAGCCGCGGTAACACGTCCGGGGCCAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCGACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTAGACTGTAA

CTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Pepto

streptococcaceae(0.5273),g:Clostridium_XI(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGAAGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCAA

GCAGCAGCGGTAATACGTAGGGGGCTAGCGTTATACGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCCTAGTAAGCTTTTGAAACTGGAGGACTTGAGTGCAGGAGGTGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTTTAAC

TGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6887;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGTGGCCTTTTAA

GTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGAAGGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6890;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

GGCAGATTGCGCTACACGGTCCCCTTCAATTTAACCTGACTATTCCACTGCCACAACTGCACGGACTGGAAACACTGG

TCATACTCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATTGGAAGCCTTCA

AGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGA

CGAATCACCAGAACGGAAAACATCCTGCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCAAG

AAAGATCGGTATAAGTCAAAGCACCTTGAGCGTTAAGGTACTGAATCTGTTTAGGCGCAGGAGGCGGAAAACGAAC

AA 

>OTU6888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTCGGGAATAAAATGCGGCACGTGTGCCGCTTTGCATGTACTGTCAGAAAAAGG

ACCGGCTCATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGAGCGTCAAGTCGGGGGTGAAATTTCGCTGCTCAACACCGGAGCTGCCCTTGATACTGTGGCGCTGGA

GTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAG

GCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAATGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6889;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACACAGCAACGCCGCGTGAAGGAAGAAGG

ATTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCTCGGCTAACTACGTGC

AAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGGCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGAAGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTACCCCTTGAGTATCTGATAGGCAGG

CGGACTTCCTATTTTAGCGGTGAAATGCTTAGATATTAGGAGGCACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6893;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovibr

ionales(0.9389),f:Desulfovibrionaceae(0.8864),g:Bilophila(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCCTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCGGCTTGGTAAGTCAGGGGTGGAATCCCGCGGCCCGGCTGGGGAACTGCCTTTGATACTGC

CAGGCTTGAGTGCCGTAGAGGGTGGCGGGATTCCAGGTGTAGGAGTGAGATCCGTAGATATCTGGAGGAACATCGG

TGGCGAAGGCGGCCACCTGGACGGTAACTGACACTGAGGAGCGAAAGCGTGGGTAGCAAACAAGATTAGATACCCT

GGGA 

>OTU6891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

TTTCGGATCGTAAAGCTCTGTCTCTGGGGAAGATATGACGGTACCCAAGGAGAAAGCCACGGCCTACCACCTTCCAG

CAGCCGCCGGAATACGGAGGTGGCAAGCGGTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTCGGTGCTGCCTTCGAAACTGGTTAGCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCGAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6894;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Erysipelotrichia(0.0000),o:Erysipelotrichales(0.00

00),f:Erysipelotrichaceae(0.0000),g:Solobacterium(0.0000); 

TCACCCATGCCTACCGTATTGTTCTCGGTAGCAAGCCCATCACCTTGCCTGCCACCGGCGGCGGCTTTTTTACCGCCTC

CAAACACTTTATACATTGCGCCACCAGCAAGAGCAGAAGCAATACCGCCAGCAATAGCACCAAACATAAATCACCTCA

CTTAAGTGGCTGGAGACAAATAATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCGGCATTTAGTAGCGGTAAA

GTGAGACCAAACCATGAAACCAACATAAACATGATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGACCT

TGACGGTAGAATAACCGCCAGCATGGCGACCATCCAAAGGATAAAC 

>OTU6892;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGATTTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAATAAGCTACGGCTAACTACGTG

CCAGCAGTCGCTGTAAGACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGTAACTGCATTGAAACTGTCTCCCGTGAGTGTGGGCGAGGCAAT

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGTCAACTGGAGGAT

TACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6898;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9711),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAA

AGAGCGCGCAGGTGGTCGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6897;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAAGTGCGTGAGCGCAACTGTTTACGCGGTGACGGTATCTAACCA

GAAAGTCACGTCTAACTACGAGCCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGATTGGCAAGTTGGTAGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGTAT

CTCTTGAGTGCTGGAGAGGTAGACGGAATTCGTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGATG

GCGAAGGCGGTCTACTGTACAGTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.7252),f:Aeroco

ccaceae(0.4224),g:Abiotrophia(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAAAGACATTGATAGTAACTGATCAGTGAGTGACGGTATCTAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTGCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGG

CACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Lachnospiracea_incertae_sedis(0.0712); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGG

ATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACATGACTAAGAAGCCGCGGCTAACTACGTGCC

AGCAGGCGCGGTAATACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGC

AAGTTTGAAGTGAAAGCCCGGGGCTAAACCACGTGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGCAA



6333 

 

GCGCAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGAATGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6899;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGTAGGGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTGGACGATAATTACTTA

GAAAGTACCGGCTAACTACGTGCGAGCAGCGTAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTGTGGAAGTCTGAGGTGAAATCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTAGG

CGGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCGACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGAAAAGTCGGAAGGGAAAGCCCCCGGGTTAACCGGGGAACTGCTTCGGAAACTGTC

CTTCTGGAGGGCAGAAGAGGGGGGGGGAACCCCATGTGTAGCGGTGGAATGCGTAGAAATATGGAAGAACACCAG

TGGCGAAGGCGGCTCTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU6901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.8605); 

ACGGAAGGCAGCAGTAGTTCCTCTTCCACAATGTGCTCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTT

TCGGCTCGGAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGACTTACTGGGCGTAA

AGCGCACGCAGGCGGCTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGCGCGCAACTTTTCACGCAGTTACGGTATCTAACCAG

AAAGTCACGGCTCACTACGTGCCCGCCGCTGCTGTAATACGTCGGTGGCAAGCTTTATCCGGATTTATTGGGCGTAAA
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GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGGCCTGGGATTAACCAAAGAAGTGCAGCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGGCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACTTGCCA

GCAGCCGCGGTAATACGTAGGGGCCAAGCGTTATCCGGATTTCCTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAA

GTCTGAAGTGAAAGCCCGGTGCTCAACCGCGGGACTGCGTTGGAAACTGGGGAGCTAGAGTGTGGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6904;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAACATTGCGCAATGGGCGCAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGGTGTAAAGTACTTTCAGTGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCGCATTGACGTTACCCGCAGA

AGAAGCACAGGCTAACGCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGCGTGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTTCGATGTGAAATCCCCGTGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATTCCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9936),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.6200); 

AAGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GACAGTCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATATGAGAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGAT

AACTTGAGTTCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATCCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6906;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA
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GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGGTGCCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCATGCAGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGCAGTGCATCGGAAACTGTCGG

ACTTGAGAGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGGGGAATGCGTAGATATATGGAGTAACAGCAGTG

GCTAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6909;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobacte

riales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanothermobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGATGCCT

CAAACAATTCCACCCGCGAATACGTACCAAACACACAACAACGCGCAAGGCCAGCGGGGGCACGCAAGTTCTCCCAC

TACCAAGTGCGTTGTCGAGAGCGGGGGTGGGCGTCTTGATGCCTTGTGCATCCGGTCGCAAACCCGTGTCTCCCGAC

AAAAACTAACCCCGGCGTTTTACGCGCCAAGGAAAACGAAGCTGTTAGGTGAGGCAAACGGGGGACGTGTACCGCG

GGCGCCTTCACGATGACATGTTATGTAAAATGACTCTCGGCAACGGATATCTCGGCTCTTGCATCGATGAAGAACGCA

GC 

>OTU6908;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9348),c:Actinobacteria(0.8048),o:Actinomycetales(

0.5395),f:Microbacteriaceae(0.2524),g:Zimmermannella(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCAGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGGCAGCAGTAACTGGCTGTCGTTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATCGGGCGT

AAAGAGCTCGTAGGCGGTTTGTCGCGTCTGCTGTGAAATCCCAAGGCTCAACCTTGGACTTGCAGTGGGTACGGGCA

GGCTTGAGTGCGGTAGGGGAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGAT

GGCGAAAGCAGATCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6907;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8048),o:"Enterob

acteriales"(0.3319),f:Enterobacteriaceae(0.1679),g:Edwardsiella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCATCGGGGAAGAACGGCGTAAATATAATATCTCTACTCTTTGACGGTACCCGCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTATTCGGAATTACTGGGCGTAAA

GCGCGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCCGGGCTTAACCGTGGAGCGGCATTGGATACTGGTAAG

CTTGAGTGCCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAGTGCGTAGAGATATGGAGGAACACCGGTGG

CGAAGGCGGCTTCCTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU6910;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Dorea(0.0808); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGC

AAGTCTGAAGTGAAAGGCATGGGCTCAACCTGTGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGTAA

GTGGGATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6911;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2524),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGAGAAAGGCAGGGGCTCAACTCCTGGACTTCATTGGAAACTTGTATGCTCGATTGCCGGTGGTGTAAGCG

GAATTCCTTGTGTAGCTGTGAAATGCTTAGATATTAGAAGGAACACCATTGGCGAAGGCGGATTACTGGACTGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.0808); 

ATGGCAGGCAGCAGTAGGGAATCTTCCACACTGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTCGTGAAGAAGGACGGCAGCAGTAACTGGCTGTCGTTTGACGGTAATCAACCAG

AACGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGGCTGATGTGAAAGCATTTGGCGTAACCGGAGAAGTGCATCGGAAACTGGAG

AACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATGTATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6912;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCATCCATTCCGCGTGTATGAAGAAGGCC

TTCGGTTTGTAAAGTACTTTCAGCTGGGAGGAAGGTCGTAAAGTTAATACCTGTGCTCATTTACGTTACACGCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAATCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAAACGGGGAACTGCATCTGAGAATGGCAA

GCTTAAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTTACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU6913;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTCTTATAAGCGTGACGTGAAATGCAGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGAGGCCTTG

AGTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCAGTGGCGAA

GGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6915;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTAGGGGCTTTGAACCGCCTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGACTGTACCATGGGAATAA

GCATCGGCTAACTCCGTTCCAGCCGCCGCGGTAATACGGTGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATGGCGAA

GGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU6917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGTTCTGTCCTCAAGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGCCAA

GTCTGATGTGAAAGGCAGAGGCTCAACCCCTGCACTGCATTGGCAACTGGCAGGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTTCTGGACTGTTA

CTGACACTGGGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6916;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Defluv

iitaleaceae(0.0904),g:Defluviitalea(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGATGACGGT

CTTCGGATCGTAAACCTCTATCATCAGGGAAGAAACCATGACGGTACCTGACTACGAACCCCCGCTTACCTCCGTGCC

AGCAGCCCCGGTAATACGAAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCGTGTTA

AGTCAGATGTGAAAACTCAGGGCTCAACCGAGAGACTGCATCTGAAACTGAGTTGCTAGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6918;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTTTAATTGGGGAAGATAGTGACGGTACCTACAGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGATTTTTAAG

TGAGATGTGAAATACTAGGGCTTAACCGGGGTGCTGCATTGCAAACTGGAAGACTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGTCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAATCAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGG

CAAGTCTGAAGTGAAAGGCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTCAGGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACC

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6921;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9776),o:Desulfovibr

ionales(0.9685),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTAAGAAGGGCAGAAACTAGGGTGCTCTCATCATCATCCTACTGCCGGTACCTTCACAG

GAAGCACCGGCTAACTCCGTGCCCGCAGCCTCGGTAATACGGCGGGGGCAAGCGTTAATCGGAATCACTGGGCGTA

ACGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACG

ACTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATAGCTGGAGGAACATCAGGG

GAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6923;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGTTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCGCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTTTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGATGCATTTCAAACTGGAAGTCTAGAGTGCAGAAGAGAAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGAAGAAATTAGGAAAAACACCGGAGGCGAGGGCGTTTCCCTGAACTGAA

ATGGTCGCTGAGGCTCGAAAGCGGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6922;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

AAGGGAGGAAGAAGGGGGGAAGAGGGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGT

CCTTCGGGGCGTAAAGCGCTGTCCTCAAGGAAGATAAGGACGGTAGTTGAGGAGGAAGCCCCGGCTAACTACGGGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGCTAGCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGTAGGAGAGGCACT

GTGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGCGGAACACCAGTAGCGCATGCGTCTTTCTCGCCTGTAC

CTGACACTGAGGCACGACCGCGTGGGGAGCAAACAGGCTTAGCTACCCTGGTA 

>OTU6920;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTACTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCCCG

GTAAGTCTGGAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTT

AGTGGAATTCCCAATGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGTAAATGATGGTACGTGTGGAGGAAGCCACGGACCACTACGTGCCA

GAAGCCGCGGTAATACGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTAA

GTGTGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTGCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGTAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6925;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pepto

streptococcaceae(0.0457),g:Clostridium_XI(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTTGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTCGCGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATTCGGATTCATTGGGTGTAAAGGGTGCGTAGGTGGCTTGTTAA

GTCAGCCGTGAAAGCCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGAGATCGTACGGGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCAATCGCGAAGGCATCCTGCCAGGCCGTG

ACTGACACTGAGGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU6928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCGGATGCAGCAACGCCGCGTGAGCGATGAAGGA

CTTCGGGTCGTAAAGCTCTGGCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGAGAGCGGTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTACGCTCTTGTAACTGTGAAACTTGACTGCATGAGAGTAAAGTGG

AGTTCCTCGTGTAGCGGTAAAATGCGTCGATATTAGGAGACACACCAGTAACGAAGGCGGCTTTCTGGACTGTCACT

CACACTGAGTCACGAAAGCATGGGGAGCAACCAGGATTAGATACCCTGGTA 

>OTU6927;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAAGTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGTCGGGGAGCAAAATGTGCCACGCGTGGTATAATGCGAGTATGCGTTGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGTAAGTCAGTCGTGAAAGGCCCGGGCTCAACCTGGGAATTGCAGTGCAAACTGTGAGGCTTG

AGTGCGGAGGCAGTGGGAGGAATGAGTCGTGTAGCGGTGAAATGCATAGATATGACTCAGAACACCGATTGCGAA

GGCATCTCACTGATGCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU6926;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.3204),g:Cellulosilyticum(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGGTGAAGGT

CTTCGGATTGTAAACTTCTATCAGCAGGGAAGAAAAAATGACGGTACCTGACTAAGAAGCTCTGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGC

AAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGATTTTCTTGAGTGTGGGAGAGGTAAAT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTAGGCTCGTAAAGCTATGTTGTTGGAGAAGAGTGTGCGTGAGAATAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCACGGTAATACGTAGATAGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCGTATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGTCTCGGAAACCGGGC

TACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCTAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU6931;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTT

GAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGA

AGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6930;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGCGAAAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGT

CTCCGGATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAG

GCTAAGTTGGATGTGAAATACCCGGGCCTAACTTGGGGGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGG

AGGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGA

CTGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6929;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Intestinimonas(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGAGAAAGCCTGATCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGACAAAAGGACGGCACCTGCAGAAGAAGCCACCGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAGTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCTG

CAAGTCAGATGTGAAAATTACGGGCTCAACCCGGGAACTGCGTCTGAAACTGTGGTTCTAGAGGGTGGGAGAGGTA

GGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACC

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8614),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTAGTGGCAGCAACTGTCCATTATTTTACGGTAATCAACCAG

AAAGTCACGTCTAACTACTTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGAGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCAGTTGGATTAACGAAAGAAGTGCATCGGAAACAGTCA

GAAAAGAGTGCAGAAGAGGAAAGAGGAAAACCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGAGGCTGAATGGAATGCAAATGACGCTGAGGCACGAAAGCAGGGGTAGCGAAAAGGATTAGATACCAT

GGTA 
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>OTU6934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCAGCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTA

AGTGTGATGTGAAATACTCGGGCTTAACCCCCGTGCTGCATTTCAAACTGGAAGTCTTGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCCTCTCTGGACTGTA

ACTGACGCAGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAAAACTTGATGCAGCAAAGCCGCGTGAGTGATGACGG

CCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATTATGACGGTAACTGAGGAGGAAGCCACGGCTCACTACGTGCC

AGCAGCCGCGGGAATACGGAGGTGGCGAGCGTTGTCCGGATGTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTT

ACGTGAGATGTGAAATACTTGGGCTTAACCTGAGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCATGAGAGGAGA

AGGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6937;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTTGATACTGCTGGGCTTG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACTGTAGCGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6935;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAATCCCGATGCAGCCACGCCGCGTGAATGATGACTGCC

TTCGGGTTGTTAAGCTCTGTCTTTAGGGACGTTAATGACGGTACCCGTGGTGGAATCCACGGCCAACTACGTGCAAGC

AGCCGCGGCTCTATGCAGGTGGCCAGCGTTGTACGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACTCGGGCTTAACCGGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGTGGGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGCTTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6939;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

ATGAAACCCACCTACACCTTATTGCCCGGCGTCCGGGGAAGTCCGTCCATAGTCACACCGTCCTTGACGGTATAATCA

CCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAA

AGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCG

GCGTTGACAGATGTATCCATCGGAAGGAAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATAT

AACGATGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCGGGAGTAACAGAAGTGAGAACCAGCT

GAG 

>OTU6938;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Erysipelotrichia(0.8189),o:Erysipelotrichales(0.57

66),f:Erysipelotrichaceae(0.3884),g:Turicibacter(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAACGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTG

AACTTGAGTGCAGAAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGATTCTCTGGGCCAAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCAGCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCAGGCTCAACCTTAGTGTTGCTTTTAAAACTGCTAATCTAGAGAGCAGGAGAGGATAAAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGCTTATCTGGACTGTAAC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCACTGTCCTCGAGGAAGATAATGACGGTACTTGCGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCTGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTTACCCGGAGTAAGCACTTGAAACGGGGAGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAAGAACACCAGTAGCGAAGGCGGCAACCTGGACTATGAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6942;tax=d:Bacteria(1.0000),p:"Lentisphaerae"(0.9736),c:Oligosphaeria(0.9462),o:Oligosphaerales(0.

8520),f:Oligosphaeraceae(0.7068),g:Oligosphaera(0.5720); 

ACGGGAGGCAGCAGTCGAGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCGATGCCGCGTGAGGGACGAAAGT

CTTCGGATTGTAAACCTCTGTCATCGGGGACGAACCAAATGACGGTACCCGAAAAGGAAGCCACGGCTAACCACGTG

CCAGCAGCCGCGGTAACACGTGGGTGGCGAGCGTTATTCGGATTCACTGGGCGTAAAGGGTCCGCAGGGGGTCTGC

CACGCCCGCCGTGAAAGCCCGGGGCTCAACCCCGGGACTGCGGCGGGTACGGGCGGGCTGGAGTGTGTGATGGGC

AGACGGAATTCCAGGTGTAGCGGTGGAATGCGTGGATATCTGGAAGAACACCGATGGCGAAGGCGGTCTGCTGGCA

CATCACTGACCCTCAGGGACGAGAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6944;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

CCTTTCTTCCTCCTTTCGGAATATTGGTCACTGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCT

ATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTTGAGT

GCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCCA

GCTTACTGTAGCGCCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6943;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacillac

eae_1(0.0252),g:Paenibacillus(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGGAGTGAAAGTCCTGCTTTGAAGGTGGGAATTGCTTGGGAAACTGGATGGCTTGAGTGCAGGAGAGGTAAG

CGGAATGCCCGGTGTAGCGGTGAAATGCGTAGAGATTGTGAGGAAGACCCGTGGCGAAGGCGGCTCACCGGACTG

TACCTGCCGCTCACGCGCCAGAGTGTCGGGAGGAAGCAGGATTAGATACCCTGGTA 

>OTU6947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTGTCAGGGAAGAGTGGAAGACGGTACCTGGCGAATAAGCCACGTCTAACTACGTGC

CCGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTT

AAGTGGGATGTGAAATACCCGGGCTTAACCGGGGTGTTGCATTCGAAACTGGGAGTCTAGAGTGCAGGAGGGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGCGGCGAAGGCGACTTTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6946;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Deltaproteobacteria(0.9805),o:Desulfovibr

ionales(0.9775),f:Desulfovibrionaceae(0.9387),g:Desulfovibrio(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGACCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATGCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGGGTTAATCGGAATCACTGGGCGT

AACGCGCACGTAGGCTGTTATGTAATTCCGGGGTGAAAGCCCACGGCTCAGCCGTGGAACTGCCCTTGATACTGCAC

GACGCGAGTCCGTGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6945;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGCAACCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAAGGCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTGAATACTGTTGCCGTGG

GAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGGGAAGCCAGCTTACTGTAGCG

CCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6948;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGGGACGAAGAAAGTGACGGTACCTAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCTGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6952;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGGAGTA

TTTCGGTAAGTAAAGCTCTATCAGCAAGGAAGGAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGTGCAA

GTCTGATGTGAAAACCCAAGGCTGAACCATGGGACTGCATTGGAAACTGTATAACTGGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6949;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTTTGTCTTCAGGGACGAATTTTGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGCTGTAAA

GTCAGATGTGAAACTCCGGGGCTCAACTCCGGAACTGCATTTGAAACTTACGGTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4224),g:Oscillibacter(0.0808); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCC

TTCGGGTTGTAAACTTCTTTGACAGGGGAAGAGCAGAAGACGGTACCCTGAAAACAAGCCGCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCA

AGTCAGATGTGAAATCTGGAGGCTCAACCTCCAAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGTAACC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGGTCGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGATAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCAGTGCGAACTGGGAGACTTGAGTGCGGAGGAGGTAGG

TGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAATACCGATGGCGAAGGCGGTTTGCTGGAGCGT

AACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6953;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCAGGGACGTGTCCCTGTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCCCTTAAGCGTGTTGTGAAATTCTGCGGCTCAACCGTAGACGTGCAGCGCGAACTGGGGGGCTTG

AGTGCACGCGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCGGGGGTGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU6954;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9604),o:Burkholderi

ales(0.8629),f:Comamonadaceae(0.6709),g:Polaromonas(0.4351); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATATAAGACAGATGTGAACTCCCCGGGCTCAACCTGGGAATTGCATCTGTGACTGTATAGCTAGAGTACGGTAGAGG

GGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGA

CCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT

GTCAACTGGTTGTTGGGTGCATTAGTACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCG

CAAGGTTGAAACTCAAATGAATTGACGGGG 

>OTU6955;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.4311),c:Actinobacteria(0.2321),o:Actinomycetales(

0.1015),f:Intrasporangiaceae(0.0355),g:Tetrasphaera(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCGCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAGTG

CAAGTCAGGCGTGAAATATACGGGCTCAACCCGTAAACTGCGCTTGAAACTGTGCTTCTTGAGTGTGGGAGAGGTAA

ACGGAATTCCTGGTGTAGTGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6956;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),g:Natra

naerovirga(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGACGGT

TCTCGGATTGTAAACTTCTTTTCTTAGTGAAGAAGCAAGCGACGGTAGCTAAGGCATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGAATTACTGGGTGTCAAGGGAGCGCAGGCGGGACTGC

AAGTCGGATGTGAAATACAGCAGCTTAACTGCGGAGGTGCATCCAAAACTGTAATTCTTGAGGGAAGTAGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6957;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Deltaproteobacteria(0.6346),o:Desulfovibr

ionales(0.3639),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTATCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGGGCGCGTAGGCGGCCCGTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGG

GCTGGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCGATG

GCGAAGGCAGCTTGCTGGGGACTTATCGACGCTCATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU6958;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XIII(0.0457),g:Mogibacterium(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAATAGGCGGGACGTGTCCTGCTGTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGCGTAAAGA

GTGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTAGCCCCCTGAACTGGGCTACTTG

AGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6962;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),g:Natra

naerovirga(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTAGGGGAAGAAAAAAGACGGTACCATAGGAGGAAGCCACTGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTGTGTGGCAAGCGTTATCCAGATTTACTGGGGGTAAAGGGTGCGTAGGCGGGACGTTA

AGTCAGATGTGAAAGATTAGGGCTCAACCCGGAAACTGCATTTGAAACTGGAGTTCTTGAGTGTCGGAGAGGTAAG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTATTATCAGGGACGAAGAAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCATGG

CAAGTCAGAAGTGAAAGCTCGGGGCTCAACTCCGGAATTGCTTTTGAAACTGTCAAGCTAGAGTGTCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ACTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGATGGTACCCCAGGAGGAAGCCACGGCTAACTACGTGCTA

GCAGCCGCGGTAATACGTCGGTGGCGAGCGTCGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGCTGTGAAATACCCGGGCTTAAGGTGGGAACTGCATTCCAAACTGGGGAGCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTATCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGTACTGCATTGGAAACTAGAAGACTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGATAGTAATTGTTCACTCCTTGACGGTATCCAACCAG

AAAGTCCCGGCTAACTACGTTCCAGCCCCCGCGGTAATTCGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTGCGGCTGAACCGAAGAAGGTCATTGGAAACCGGGGG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6964;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Pseudobacteroides(0.0204); 

ACGGGAGGCAGCAGTAGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACTCCGCGTGAGGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTTGTGTACGAAGAATGACGGTACCCACGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATTCAA

GTCAGATGTGAAATACCGGGGCTTAACCCGGGGGCTGCATTTGAAACTGAAGTTCTGGAGGGCGGGAGAGGAAAG

CGGAATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCAA

GTCAGGCGTGAAAACTATGGGCTTAACCCATAGCCTGCGTTTGAAACGGCGTAGCTTGGGTGAAGTGGAGGCAGAT

GGAATTCCCGGTGTGGCGGTGAAATGCGTAGGAATCGGGAGGAACACCAGTGGCGAGGGCGGTCTGCTGGGCTTT

AACGGACGCGGGGGCACGAAAGGGTGGGGAGCAAACGGGATTAGATACCTGGTA 
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>OTU6965;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTGATAGGGACGATAATGACGGTACCTATCGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGCAGCCGGGCTGACAA

GTCAGATGTGAAATCCCGAGGCTTAACCTCGGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTCATCG

GAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6967;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCATGAAGGACGATAATGACGGTACTTCATGAGGAAGCTCCGGCTAACTATGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCAGATGTGAAACCTCAGGGCTCAACCCTGAGCCTGCATTTGAAACTGTAGTTCTGGAGTACTGGAGAGGCAGACGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6969;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAACACAATGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGAAGGCAGA

GCAAGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCAGTGGAAACTGTTCGGCTGGAGTGCAGAAGAGGA

GAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTGGCGAAGGCGGCTCTCTGGTC

TGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU6968;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGCGAAAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTC

TTAAGCGTGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTGGAATACGGATGCCGT

GGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU6970;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Deltaproteobacteria(0.9791),o:Desulfovibr

ionales(0.9730),f:Desulfovibrionaceae(0.9387),g:Desulfovibrio(0.9085); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACTTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTTACGGTACCTTCAAAG

GAAGCACAGGCCAACTTCGTGCCAGGAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGTGTGAAAGCCCAGGGCTCAACCGTGGAACTGCGCTTGATACTGCACG

ACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6972;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8614),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGA

TTTCGGCACGTAAAGCTCTGTTGTTGGAGAAGAACGAGCGCGGTAGTAACTGTTGAAGCGCTGGCGGTATCCAACCA

AGAAGCCACGGCTAACTACATGCCAGCAGCCGCAGTAGTACTTAGGGGGCAAGCGTGATCCGGATTTACTGGGCGT

AAAGCGAGCGTAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTCAACTGCAGAAGTGCATTGGAAACTGGGT

GACTTGAGTGTCGAAGAGGAAAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4914),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCGGGT

AAGTCAGATGTGAAAGCCACGGTTTTAAGGCGTGAACTGCATTTGAAACTATTGTGCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU6974;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGATTGTAAAGTTCTTTTATTAGGGAAGAAAAAGACGGTACCTGACTAAGATGCCCCGGCTAACAACACGCCA

GAAGCCCCGGTATAACGAAGGGGGCGAGCGCTATCCGGAGTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAA

GTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATTACTTGAGTGCAAGAGAGGACAGT
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GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGCACACCAGTGGCGAAGGCGGCTTTCTAGCTTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTATGAGGGAAGAACAGAAGACGGTACCACTATAATAAGCCACGGCTAACCACGTGC

CAGAATCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAAGCCATGGGCTTAACCGATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6975;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU6978;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACCACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAACTGCAGTTGATACTGGGTGCCTTGAGTGCAGTATAGGCAG

GCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6977;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Sphingobacterium(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTACAAAAATTAATACAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCATACCAGCAACCGCGGTAATACGAAGAATTCGAGCATTATACGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGAT
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GTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACTCCGATCGCGAAGGCA

GCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU6976;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGCAAAGTACTTTCAGTGGGGGGGAAAGGAGTAACGTTAATACCTTTGCTCATTTACGTTACCGGCAGA

AGAAGACCCGGCTAACTCCGTCCCCCCAGCCGCGGCAATACGGAGGGTGCATACGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAAGCCCCGGGCTCAACATGGGAAATGCATCTGATACTGGCA

GGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6981;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGG

CGGCAAGACAAGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTATAGCTAGAGTGCAG

GAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTT

ACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6979;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGACTGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGC

AAGTCCGATGTGAAATTCCGGGGCTCAACTCCGGACCTGCATTGGAAACTGTTTAGCTAGAGTATCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6980;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCTTGGTAA

GCGTGTTGTGAAATGTCGTTGCTCAACAACGTCACTGCAGCGCGAACTGCCGGGCTTGAGTGTGCGGAAAGCGGGC

GGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAAGGCATCTCACGAATCCGCAA

TTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU6982;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCATGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GAGTAGGCGGGCTGACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGTAGATCTTGA

GTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6985;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

AAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCAAGGACGTCAATAGTCAC

ACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAG

TCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACC

AACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAAGGAAGAAAACCACCATTACCAGCAT

TAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGT 

>OTU6984;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCACCCGTGGTAAGCCTTTGAAACTGGGAAGCTGGAATACAGGTGAGGAGAGTG

GAATGCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCAGCTCTCTGAACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU6987;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.725

2),f:Spirochaetaceae(0.5273),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCACAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGTAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATTGTGACGTTAGGTATTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGATTTGCAAGATTGGTGTGAAATGCATAGGCTTAACCTATGAACTGCACTGAGAACTACAAG

ACTTGAGTTACTGAGATGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU6983;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCTTAAAGCTCTTTTTTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGTACGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCGGATGTGAAAGACCACGGCTCAACCGTAGAACTGCATCGGAAACTGTCAT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU6986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CCTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGCGCGAGCAATATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATA

CAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGAGTGTCGGTGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU6988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCCCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCCTGGAACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU6990;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.762

3),f:Spirochaetaceae(0.5632),g:Treponema(0.3043); 

ACGGGAGGCAGCAGTTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGATGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATAGCAGGGCATGGCGACATGCTGCCGGTAGGTATTGA

ATAAGCAACGGCTAATTACGTGCCAGCCGCCGCGGTAACACGTAGGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGGGAAAAGCATAGGCTCAACCTATGAACTGCATTGAGAACTACGA

GTCTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG
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GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU6989;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1291),g:Sarcina(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGAC

AAGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTGTAGCTAGAGTGCAGGAGAGGAGA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6992;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Sporolactoba

cillaceae(0.0000),g:Sporolactobacillaceae_incertae_sedis(0.0000); 

TACGGGGGCCAAATTGCTGACAAAGTGCGATTTGTTAATGCCGGATGCGGCGTGAACGCCTTATCCGGCCTACAAAA

GCATGAAAATTCAATATATTGCAGGAGCTGCGTAGGCCTGATAAGCGTAGCGCATCAGGCAGTTTGGCGTTTGTCAT

CAGAGCCAACCACGTCCGCAGACGTGGTTGCTATTCAGATAACGTCGATTTCAGCGACTGACGGGTAAATCCAGCTG

GGGCGGAAAGGCATACTGTCGATATCGTCGAGCGACGAAACACCAGAAAGCACCAGAATCGTCTCCAGACCTGCCT

GGAAGCCGGCCAGAATATCGGTACGCAGGTTATCGCCGACAATCACCGTTTCTTCCGAATGCGCCTGCATTTTGTTTA

ATGCTGCGCG 

>OTU6991;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Alphaproteobacteria(0.9827),o:Caulobacte

rales(0.9606),f:Caulobacteraceae(0.9387),g:Phenylobacterium(0.7162); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGA

TAGTTTAGTCAGAGGTGAAAGCCCAGGGCTCAACCTTGGAATTGCCTTTGATACTGGCTATCTTGAGTTCGGGAGAG

GTGAGTGGAATGCCGAGTCTAGAGGTGAAATTCGTAGATATTCGGCGGAACACCAGTGGCGAAGGCGACTCACTGG

CCCGATACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG

ATGAGTGCTAGTTGTCGGCATGCATGCATGTCGGTGACGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU6993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGGCCGATGGGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAAGCGGGC

AACTTGAGTGAGGAAGAGGACAGTGGAACTCCATGTGGAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGT
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GGCGAGGGCGGGTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU6994;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCGCAACCCTGGGAATGGGTTGGAAACGGGATGGCTAGAGTGCGGGAGAGGTAAG

TGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGGAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6995;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:Flavobacteriia(0.0425),o:"Flavobacteriales"(

0.0291),f:Flavobacteriaceae(0.0073),g:Kordia(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGGA

ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAGATGCATAGATATTCGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU6996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGTACGTAGGTGGTTTCCTAAGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACT

TGAGTGCTGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6997;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAGGCTTGAGTATGTTTGAGGCAGGC
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GGAATGCGTGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU6998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGAGGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGC

AAGTCAGAAGTGAAATCCATGGGCTTAACTCATGAACTGCTTTTGAAACTGTTAGTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7000;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGTGAAGAAGGCT

TTCGGCTCGTAGAGCTCCGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCATGCAGTGACGGTATCTAACCAG

AAAGTCACGGTTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCATGCGTTATCCGGATTTAGTGGGTGTAA

AGGGAGCGTAGACGGCGATGCAAGTGTGGAGTGAAAGGCCAGGGCTCAACCCGGGGACTGCTTTGGGAACTGTAT

GGCTGGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTG

GCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU6999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGAGCTGCATTCCAAACTGGGAATCTAGAGTTCAGGAGGGGAGAGT

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGGCCAAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGTCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTTTGTTCTTAAGGAAGATAATGACGGCACGTGAGGAGGATGCCCCGGCTAAGTACGTGCCA

GCAGCCGCGGCAATACGCAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGGAACTTGAGTGCAGGAGAGGAGGGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCAGCTCTCTAGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7004;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTCTTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTTGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTTAAAGTTTGCTGGTTAAACGGAAAAATGCATTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

AGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCGGCAACGCCGCGTGAGCGATGAAGGCC

TTCGGGTCGTAAAGCTCTGACCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTATCTAAG

CGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTTAC

TGATGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7003;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Rikenellaceae"(0.5273),g:Alistipes(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGAGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGA

GTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACAGTAATTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7006;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGCAGGCGGCGTGCCAAGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATTGGAAACTGGCAT

GCTGGAGTACTGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG
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GCGAAGGCGGCTTGCTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7005;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATGCAGGGGCTCAACCCCTGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7008;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCATTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATATGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTTAAAGTTTTGGGCCCAACCTTAAAATTGGAGTTGGTAATTGGTGGCTTGA

GGTCAGGATAGGCAGGCGGAATTCGTGGTGTAGCGGTTAAATGCTTAGATATCACGAAGAAATCCTATTGCGAAGG

CAGCTTGCTGGAGGTTAACTGACGCTGAAGCTCGAAAGTGTTGGGATCAAACAGGATTAGATTCCCTGGTT 

>OTU7007;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Eubac

teriaceae(0.0149),g:Eubacterium(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGACGATAATGACGGTACCTGAGGAGGAAGCCTCGGCTAATTACGTGCCA

GCAGCCGCGGTAACACGTAGGTTGCGAGCGTTGTTCGGATTTATTGGGCGTAAAGGGCATGTAGGCGGTCTTGCAA

GCTTGGTGTGAAATGCATAGGCTCAACCTAGGAACTGCATTGAGAACTAGAAGACTTGAGTGAATGAGGTGGGACT

GGAATTCCAGGTGTAGGGGTGAAATGTGCAGATATCTGGAAGAACACCAGTGGCGAAGGCAAGTTTCAAGAAGATA

ACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7010;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCTTCAATAACAAAAATAACAATAGCCGAGGAAAAAACCACGGCTAACTACATACCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGCAA

GTTGATTGTCTAAACTATGGGCTCAACCCATAGTCGCGATCAAAACTACTTTTCTTGAGTGCAGGAGAGGTAAGCGGA
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ATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACT

GACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTTC

AAGTCAGAAGTGAAATCTCCGGGCTTAACCCGGAAACTGCTTTTGAAACTGAATCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7013;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGCGGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATGAGGATAAAGTGCAGTACGTGTGCTGTATTGTATGTATAGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTTAAGTCAGTTGTGAAATGTTGGGGCTCAACCGTAGAATTGCAGTGGATACTGTCAGTCTTGA

GTACAGAAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7011;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCGTAACCCATGAACTGGATTTGAAACTGTAGAGCTTGAGTGTCGGAGGGGGAA

TCGGAATTCCTAGTGGAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGGTGGACG

ATAACTGACGGTGAGGCGCGAAAGGGTGGGGAGCAAAAAGGATTAGATACCCCTGGTA 

>OTU7014;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Fastidiosipila(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTACTGGGCGTAAAGAGTGCGTAGGTGGTTACCT

AAGCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7012;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_1(0.0457),g:Desulfitibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGATCAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGATT

AAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTACTACTGGTTGACTTGAGTGTGGGAGAGAATGG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCAT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GCGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTACTCTTCTT

GAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGACTATTTGGCCCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7015;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.7114),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGG

GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTACGTAGGTGGTTACCCAA

GCACGAGGTATAAGGCAATGGCTTAACCATTGTTCGCCTTGTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7019;tax=d:Bacteria(1.0000),p:"Deinococcus-

Thermus"(0.9995),c:Deinococci(0.9993),o:Deinococcales(0.9989),f:Deinococcaceae(0.9992),g:Deinococcus(

0.9915); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGAATCACTGGGCGTAAAGGGCGTGTAGGCGGG

ATGATCAGTCTGGTTTTAAAGACTGCGGCTCAACCGCAGGGATGGACTGGATACTGTCATTCTTGACCTCTGGAGAG

AGAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCAATGGCGAAGGCAGGTTCTTGG

ACAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACG

ATGTACGTTGGCTAATCGCAGGATGCTGTGATTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGAAGTACGGCC

GCAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU7021;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Negativicutes(0.1159),o:Selenomonadales(0.054

7),f:Veillonellaceae(0.0149),g:Selenomonas(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGGGGAAGAAGG

GTTTCGGCTCGTAAACCCCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCACTGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGAGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGATGGGCTGGAATGCAGGAGAGG

AACGCGGAATTACAGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGACGACTTTCTGGA

CTATAACTAACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7020;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.3448),c:Synergistia(0.1740),o:Synergistales(0.0781),f

:Synergistaceae(0.0252),g:Dethiosulfovibrio(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGCCGAAAGCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATGGGTTTGGAGACGGTACAGCTGGAGTGGGGAAGAGG

TGAGGGGAATTCCCAGGGTAGCGGTGAAAGGCGTAGAGATAGAGAGGAACACCAGTGGCGAAGGCGACTTACTGG

GCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7018;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTTATGAGAGAAAAATAAATGATGGTATCTCATGAGTAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACATAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAACGTAGGCGGTTCTGCA

AGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTGTTGCTGGAGTGCAGGAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGC

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7022;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGTTGCACGTATAGTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACGGTAGAGGTAGGCGGAATTCGTGGCGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCGCTGGACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAATAGGATTAGATACCCTGGTA 

>OTU7023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGAAGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCAAACCA

GAAAGTCAAGGCTAACTACGTGCAAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAACCCTTCGGCTTAACCGAAGAAGTGCATCGCAAACCGGGCT

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACTCCAGTTG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGGTACCCTGGT

A 

>OTU7025;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCGT

TTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTGAGTGCGCCGGAGGT

AGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCCAGCTTACTGTAGC

GCCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7024;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_2(0.0560),g:Alkaliphilus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTATGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCA

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7026;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9747),o:Lactobacillales(0.8520),f:Aeroco

ccaceae(0.5991),g:Globicatella(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAGAGTCTGACGGAGCAACGCCGCGTGTGTGAAGAAGGT

CTTCGGATCGTAAAGCACTGTTGTTAGAGAAGAGGAAGTAGAAGAGGGAATGCTTTTACCTAGACGGTATCTAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGTGGTGCCTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGG

CACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7027;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAACAGTAGAAGGGGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTATTCT

AAGTCAGATGTGAAAGCCTTCGGCTTAACCGGTGAAGTGCATCGGAAACTGGAATTCTTGAGTGCAGGAGAGGACA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTAGCTTG

CAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7028;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Deltaproteobacteria(0.9784),o:Desulfovibr

ionales(0.9707),f:Desulfovibrionaceae(0.9387),g:Desulfovibrio(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGGCGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTACCTTCAAA

GGAAGCACAGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTTATGTCAGTCACGGGTGAAAGCCCCCGGCTCAACCGTGGAACTGCCCTTGATACTTCAC

GACTCGAATCCGGTAGAGGGTGGCTGAATTCCAGGTGTAGGAGTTAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7029;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTA
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AAGGGAGCGTAGACGGCTGTGTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGC

GGCCAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTAAGCGGGAACAGCAGAAGAGGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATTGC

AAGTCTGAAGTGAAAGCCCGCAGCTCAAATGCGGGACTGCTTTGGAAACTGTGAGACTAGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7032;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5273),g:Sarcina(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACGGGGCGTAAAGGGAGCGTAGGCGGATATT

TAAGTGGGATGTGAAATACCCGAGCGTAACTTGGGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7030;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGGAGGCAGCAGTGGGGAATCTTTCCCCCTGTTTTCCACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCT

TCGGATTGTAAAGCTCTTTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTC

AGAGGTGAAAGGCTACGGCTCAACTGTAGTAGGCTTTTAAAACTGGAAAATTTGAGGGCAGGGGAGGAGGGTGAA

ATTCTTGTTGAAGGGGTGGAATGCGTCGTTATAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGA

CACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1291),g:Roseburia(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAATATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTTCCAG

CAGCCGCGTTAATACGTATGGTGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCAAGC
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CAGATGTGAAAGGTGGGGGCTCAAACAACAAGGTGCATGTGGAAATGTCAAGATAGAGTATAGGAGAGGTAAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGAAGATAGTAGGAGGAAAAGAAGTGGAGAAGGCGGCTTAATGGACGATA

AATGACGTTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7035;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2864),g:Anaerosporobacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTCTCAGCAGGGTAGATAATGACAGTACCTTACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGATAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTTCGGTAAG

TCAGAAGTGAAAACCCATGGCGCAACCTTGGGACTGCTTTTGAAACGATCGGACTAGAGTGCAGGAGAGTTAAGTG

GAATTACTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACACTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6709),g:Ruminococcus(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCTGATTGTAAACTCATCTCTTAAAGGACGAATAGATGACGGTACTTTAGGAGGAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGCAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGC

AAGTCAAATGTGAAAACTATGGGCTTAAACCATAGACTGCATTTGAAACTGTAGTCCTTAGGTGAAGTAGAGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCGGTGGCGAACGCGGCTTACTGGGCTTTT

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Erysipelotrichia(0.8472),o:Erysipelotrichales(0.65

09),f:Erysipelotrichaceae(0.4563),g:Clostridium_XVIII(0.0904); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAAGGAAGAAGGA

ATTCGTTCTGTAAACTTCTCTCATAGAGGAAGAACGGTATGTTCAGGGAATGGGACATAAGTGACGGTACTCTATAA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGGGAGCAGGCGGCACTAAGGGTCTGTGGTGAAAGCCCGAAGCTTAACTTCGGCGAGCCATGGAAACCGTA

GAGCTAGAGTGTGTGAGAGGATCGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGACGATCTGGCGCACAACTGACGTTCAGTCCCGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTG

GTA 

>OTU7037;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAAACAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAATAAGATTACGTGTAATCTGTTGCATGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA



6368 

 

GCGTAGGCCGGAGGGTAAGCGTGTTGTGAAAGGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGC

CAGCTTACTGTAGCGCCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7038;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Epilithonimonas(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGTTCACGTGTGGACTGATGAGAGTATGCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGGGTAAGTCAGCGGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTGATACTGCCTGTCTTG

AATGCGGATGCCGTAGGAGGAATGTGTAGTGTAGCGGTAAAATGCATAGATATTACTCAGATCACCCATTGCGAAGG

GATCTCAACAATCCGTTATTGCCGCTGAGGCTCGAAAGCGAGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCT

TAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7042;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAAGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTTTATCAGCAGGGAAGAAAAAGCGCGCAAGCGCCCTTGACAGTACCTGACTAAGAAGCCCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGC

GTAGACGGCCAGGTAAGTCAGGTGTGAAAGCTCTGGGCTCAACTCCGGGACCGCACTTGAAAATATCTGGCTAGAGT

GTCGGAGAGGTAAGTGGCATTCCTAGTGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACACCAGTGGCGAAGGCG

CTTTACTGGACGATACCTGACGTTGAGTCGTGAAAGCTTCTGGAGCAAACAGTATTAGATACCTTGTTA 

>OTU7040;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0252),g:Pedobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTCTGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGGATCATGTGTGGTCCGATGAGCTTACATCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGACAAGTCAGAGGTGAAAGCCCGGGGCTTAACGCCGGAACTGCCATGGATACTGTTGAGCTGG
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AATACGGATGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAAG

GCAGCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGTC

TTTCGGTTCGTAAACCTCTGTCCTCGGGGAAGATAATGACGGTACTTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATGTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTGCAAACTGGATATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7043;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Mucilaginibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGTCGCGTGAAGGAATAAGGCC

CTACGGGTTGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGCGGTCCTATGAGAGTAGCATACGAATAAACA

TCGGCTAACTCCGTTCCAGGAGCCGCGGTAATACGGAGGATGCAAGCCGTATCCGGATTTATTGGGGTTAAAGGGTG

CGTAGGCGGCTTGGTAAGGCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTTGATACTGCTGTGCTTGAA

TGCAGATGACGTAGGTGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGC

ATCTCACGGATCCGCAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.4563),g:Coprococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGTATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAACGATGAAGGA

TTTCGGTATGTAAAGTGCTAGCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTGTGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGCAA

GTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTCAGGCTAGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7046;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Porphyromonas(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAACCCTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TATGGGCGTTAAACTTCTTTTGTGTGAGAGCAATAAGGACCTCGTTAGGTCCGATGAGAGTATCACCCGAATAAGCAT

CGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCTAGCGTTATCCGGATTTAGTGGGTTTAAAGGGTGC

GTAGGCGGCCTGTTAAGTCAGAGGTGAAATATCGTGGCTCAACGAGGAGACTGCAGTGGATACTGGTGGGCTTGAA
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TGCGGATGCCGTTGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATGGCGAAGGC

AGCTGACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTGAGATGTGAAATACTCGGGCTCAACCTGAGAGTTGCATTTAAAACTGCAAGTCTAGAGTGCAGGAGAGGAGAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCCTCTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Dysgonomonas(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGCAGGTACCCGGCGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTGAGAAGTGAAATCTCACGGCTCAACCGGTGAAGTGCCGATAAAACTGGGAGTCT

TGAGTGCGGACGAGGCGGGCGGAATGTGTCGTGTAGCGGTGAAATGCGTAGATATGACACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7049;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGT

TCTATGGATTGTAAACTTCTTTTGCCTGAGGGTAAAACGCGGTACGTGTACCGCCTTGTAAGTATCATGTGAATAAGC

ATCGGCTAACTCCGTGCCAGCATCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGTCGGGATGTTAAGTAAGCGGTGAAAGTTTGCGGCTAAACCGGGTCAGTGCAGATGATAATGGGGGCCTTG

AATGCGGGCGAGGCGGGCGGAAGGTGGCGTGTAGCGGTGAAATGCATAGATATGCAACAGAACACCGATAGCGAA

GGCAGATGGCCGGGCCTGCATTGAAGCTGAGGCACGAAAGCGTGGGGATCGAACAGGACTAGATAAACTGGTA 

>OTU7048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGTGTGAAAGGCTAGGGCTCAACCGTAGGAAGCTCTTGAAACTGGGAAACTTGAGTGGAGGAGAGGAGAGT
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GGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGGTGGGAGCAAACAGGATTTGGTACCCTGGTA 

>OTU7050;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTTTT

AAGTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA

AGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACT

GCAACTGACGCTGAGGCGCGAAAGCGTTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7053;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9762),o:Burkholderi

ales(0.9063),f:Alcaligenaceae(0.8864),g:Kerstersia(0.4787); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

CGGAAAGAAAGGTGTGAAATCCCAGGGCTTAACCTTGGAACTGCACTTTTAACTACCGAGCTAGAGTATGTCAGAGG

GGGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAGCCCCCTGG

GATAATACTGACGCTCATGCACGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTAGCTGTTGGGGCCTTCGGGCCTTAGTAGCGCAGCTATCGCGTGAAGTTGACCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU7051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGAAGCTCA

AGCGGATTGTACAATACCGGGGCCCAACCCCGGACCTGCAGTCCGAACTGGGAATCTAGAGTGCAGGAGGGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7052;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGTCACGTGTGATGCGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGAGGGAAGTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGCTTTCTTGA
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GTGCGGCAGAGGCAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTAGCGAAG

GCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7054;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGG

TCTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTAGCA

AGTCAGACGTGAAATGCAGAGGCTTAACTTCTGAACTGCGTTTGAAACTGTTAGGCTTGAGTGAAGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7055;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.7881),o:Burkholderi

ales(0.5023),f:Comamonadaceae(0.2864),g:Limnohabitans(0.0615); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATATAAGTCAGATGTTAAATCCTCGGGCTCAACCTGGGAACTGCATTTGAGACTGTATAGCTAGAGTACGGTAGAGG

GGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATTCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGA

CCTGTACTGACGCTCATGCACGAAAGGGTGGGGAGCAGACAGGGTTAGATACGCTGATAGTCCACGCCCTAAGCGA

TGTCAACTGGTTGTTGGGTGTTAACTGACTCAGTAACGAAGCTAACGCGTGAAATTGGCCGCCTGGGGAGTACAGCC

GCGAGGTTGAAACGCAAAAGAATTGACGGGG 

>OTU7056;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TCTCGGGATGTAAACTTCTATCAGCAGGGAGGAATTATGACGTTACCTTACTAATAAGCCCCGGCTAACTAAGTACCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCTGCAA

GCCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTCGGTCTTGAGTGCTGGAGGGGAGATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCCGTTA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCAACGGCTAACTAAGTACCA

GCAACCGCCGTAATACGTAGTGGGCGCACGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGACACCCTGGTA 

>OTU7057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.9063),f:Strepto

coccaceae(0.7068),g:Streptococcus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGACGGT

TTTCGGGTCGGTAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGACAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGGTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTAATAAGTCTGAGGTTAAAGGCAGGGGCTTAACCATTGTGCGCTTTGGAAACTGTTG

AGCTTGAGTGCAGAAGGGGAGGGTGGAATTCCATGAGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGAT

GGCGAAAGCGGCTTTCTGGGCTGTGACTGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7059;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0710),g:Butyricicoccus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATAGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAGGGACGAAGAAGTGACGGTAGCTGATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGCAGGTGGCCTGCT

AAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAACTGCTTTGGGTACTGGGAGGCTAGAGTGCAGGAGAGGAAA

GCGGAATTACCGGGGTAGCGGGGAAAGGCGTAGAGATCGGTAGGAACACGAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGGCGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7060;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGGATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCAAAGAGGCCACGCGTGGCAAGATGAGCGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCCTTTGATACTGTCGTGCTGG

AGTGCGACAGAGGAATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAG

GCAGCGTTCCATGTCGTAACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7062;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Saccharofermentans(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCGTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGG

CAAGTCAGATGTGAAATCCATGGTCTAATCCCATGTACTGCATTTGAAACTGTCGTTCTTGATTATCTGAGAGGCAAG
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CGGAATTCCTAGTGTTGCGGTGAAACGCGTAAATATTAGGAGGAACACCAGTGGCCAAGGCGGCTTGCTGGACGAC

AACTAACGCTGAGGCGCGAAGGCGTGGTGGGCAAACATGATTAGAAACCCTGGTA 

>OTU7061;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVb(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCCGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCAGGCTAACTACGTG

CCAGCAGCAGCGGTGATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGGTGGATGTGAAATACCCGGGCGTAACGTGGGGGGGGCATCCAATACTGGTGGACTAGAGTACAGGAGAGG

AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTGGATTGTAGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGA

CTGAAACTGACGCGGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7063;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2607); 

AAGGGAGGAAGAAGGGGGGAAGGGGGAAGAAGGGGGGAACCCCTGATGCAGCAACGCCGCGTGAGTGATGAAG

GTTTTCGGTTCGTAAAGCTCTGTCTGTGGGGAAGATAATGACCGTACCCAGGGTGGAAGCCACGGCTAACTTCGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACCGGGCGGAAAGGGAGCGTAGGCGGATGAT

TAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTACTGCATTCGAAACTGGATATCTTGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

ATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCGCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTGCGTAGGTGGTTATCTAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACT

ACTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTG

CGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7064;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Olivibacter(0.0046); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTT
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GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGAGGCGA

AGGCGGCTCACTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7065;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9719),o:Desulfovibr

ionales(0.8846),f:Desulfovibrionaceae(0.7428),g:Bilophila(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTATCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCGGCTTGGTACGTCAGGGTTGAAACCCCACGGCCCACCTTGGGAACGGCCTTTGTTACGGCC

AGGCTTGAGTACCGGAGAGGGTGGCGGAATGCCAGTGGTAGAGTGAAATCCGTAGATGTCTGGAGGAACATCGGT

GGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7067;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTTCATTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCTGTCGTGAAAGTTTGCCGCTCAACCGTAGAATTGCATTGGGAACTGGTCTGCTTGA

GTGAGGAAGAGGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGGCGGGTGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.2524),g:Coprococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAACGATGAAGGA

TCTCGGTATGTAAAGTTCTACCAGCAGGGAAGATAATGACGGTACCTGACGAAGAAGCACCGGACAAATACGTGCCA

GCAGCCGCGGTAATACGCATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGGGGCATGGCAA

GTCTGAAGTGAAATGCGGGGGCTCAACCTCTGAACTGCTGTGGAAACTGTCAGGCTAGAGTGCGGGAGAGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCGGTTGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Erysipelotrichia(0.9604),o:Erysipelotrichales(0.86

29),f:Erysipelotrichaceae(0.7428),g:Turicibacter(0.6200); 

AAGGGAGGAAGAAGGAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTCGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTACGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTAGAAGGGCATTGGAAACTGGG
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CGACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCAGCGACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTATCAGTAGGGACGAAAATGACGGTATCTAAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGATGGAGAGTCA

AGTGTGATGTGAAATCCCCGGGCTTAACCTGGGTGGTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAAAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7072;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9802),c:Fusobacteriia(0.9711),o:"Fusobacteriales"(0.

8737),f:"Fusobacteriaceae"(0.5273),g:Cetobacterium(0.0712); 

CAGCCGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGAATTATTGGGCATAAAGGGCATCTAGGCGGCTAATTA

AGTCTGATGTTAAAATGCGGGGCTCAACCCCGTATTGCGTTGGAAACTGGTTGGCTAGAGTACTGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGGGAAGCCAGCTCACTGGACAGAT

ACTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGTGTAGTCC 

>OTU7071;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGCGTATC

AAGTCTGATGTGAAAGGCAGGGGCCCAACTCCTGGACTGCATTGGAAACTGGTATGCTCGAGTGCTGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTG

TTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7075;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGAACGTGTCCGCAGGTGAGAGTACCCGGAGAACAA

GCATCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAACGG

GTGCGTAGGCCGGCTGTCAAGTCAGCGGGAAAAATGCGGGGATCAAACCCGTAAAGCTGTTGAAACTGGCGGTCGT

GAGTAGCGGCGAGGCATGCGGAAGGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTACGATTGCGA

AGGCAGCATGACAGCCGCCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7073;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1485),g:Caloramator(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACCTCTGTCCTCAGGGACGAAGATCTGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCGCGTT

AAGCCAGATGTGAAATACCCGGGCTCAACCCGGGGGGTGCATCTGATACTGGCGTGCTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7074;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Sphingobacterium(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTTGAGAGTACCTGTCGAATAA

GCATCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCTGGTGTGAAAGTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGGCGCGCT

GGAGTGCGGATGCGGCAGGAGGAATGAGTGGTGTAGCGGTGAAGTGCTTAGATATCACGAAGAACTCCTATTGCGA

AGGCATCTTGCGAATCCGTAACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTGCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGGACTCTAGAGTGCAGGAGGGGAGAGT

TGAATTCCTATTGTAGCGGTGACATTCGTAGAGATTAGGAAGAACACCATTGGCGAAGGCGACTCTCTGTACTGTAAC

TGACGCTGATGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7078;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_3(0.0457),g:Caloranaerobacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTAGGCAATGGGCGAAAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTTCG

GTAAGCGAAAGGTGAAAGGCATCGGCTCAACCAGTGTCAGCCTTTCGAACTGTCGGACTTGAGTGCAGGAGGGGAA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU7076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Strepto

coccaceae(0.2184),g:Streptococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCGGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTAATAA

GTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTTCGCTTTGGAAACTGTTAAACTTGAGTGCAGAAGGGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGGGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7079;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGAGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGTAA

GTCAGATGTGAAATCTATGGGCTTAACCCATAACCTGCATTTGAAACTGCAGTTCTTGAGAGTCGGAGAGGTAAATG

GAATTCCCGGTGTAGCGGTGAAATGCTTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACGACAA

CTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7080;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTTGAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGATTCCACGGCTAACTACGTGCCA

GCAGCCGTGGTAATATGCAGGTGGCAAGCGTTGTCCGGATGTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAA

GTGGGATGTGAAATGCCCGGACTTAACCTGGGTGCTGCATTGCAAACTGGATATCTAGAGTGCGGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAATGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7081;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGGTTTACTGGGTGTAAAGGGAGCGTAGACGGTATTGCAA

GTCTGAAGTGAAAGCCCGCAGCTCAACTGCGGGACTGCTTTGGAAACTGTGAGACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCAAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8331),o:Lactobacillales(0.6138),f:Enteroc

occaceae(0.3884),g:Enterococcus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAACTGTTCATCCCTTGACGGTATCTAACCAG

AAAGCCACGACTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGATAT

CTAGAGTGCAGGAGAGGAAAGGAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGC

GAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7083;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTAGACGGTTATGCAAGT

CTGAAGTGAAATGCGGGGGCTCAACCACTGAACTGCTTTGGAAACTGTAAAACTGGAGTGCAGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTCACTGGACTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7084;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8331),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTATAA

AGGGTGCGCAGGCGGACTCGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGCGAG

ACTGGAGTGCGACAGAGGAAGGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATT

GCGAAGGCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU7085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

AAGGGAGGAAGAAGGAAGGGAGAGGGGGGAAGGGGGTGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAG

GCCCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAAT

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAA

GGGAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATC

TAGAGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGC

GAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7088;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Strepto

coccaceae(0.1679),g:Streptococcus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAGGTTCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGTCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGTG

TAAAGGGTGCGTAGGCGGGATATAAAGTCAGATGTGAAATACCGCGGCTTAACTGCGGGGCTGCATTTGAAACTTAT

GTTCTTGAGTGAAGTAGAGGCAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7087;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGATTGATGACGGT

CCTCGGATTGTAAAGCTCTGTCTTTGTGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCTGTAATCCGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGTGATGTGAAATACCCGGGCTGAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGGGCAGGAGGGGAGAGT

GGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATGAGGAGGAACGACAGTAGCGAGGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7086;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGAATGTAAACTTCTGTCTTTGGGGACGAAAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGACTTACTGGGCGTAAAGGGAGCGTAGGCGGTGTCTTAA

GTGCGATGTGAAATACCCGGGCTTAACCTGGGGGTTGCATTCCAAACTGGGAATCTAGAGTACAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7090;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9887),o:"Fusobacteriales"(0.

9938),f:"Fusobacteriaceae"(0.9904),g:Fusobacterium(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTTTGCTCCAGCAATCCTGTGTGCACGATGAAGTTT

TTCGGTATGTAAAGTGCTTTCAGTTGGGACGAGGTAGGTGACGGTACCAACAGAAGAAGCGCGGGTTAAATACGTG

CAAGCAGCCGCGGTAATACGAAGGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGGGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTAAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7089;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGATGCCGCATGAGTGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTAAAGGACGATAATGACGGTACCCTCGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGAGGGCTAGCGTTGTTCGGAATTATTGGGTGTAAAGGGAGTGTAGGCGGGATAGTAA

GTTAAATGTGAAATCTATGGGCTTAACCCATAGACTGCATTTAAAACTGCTGTTCTAGAGAGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCCAGCTGGGCTAATA

CTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7091;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGCGCCACGTGTGGCATATTGCAGGTACCCCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGATGTGAAATGTAGGGGCTCAACGGGGGAATTGCGGCGCGAACTGGGAGTCTT

GAGTGAGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTACAGTGGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7093;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTAGGTGTTGTAAACTGCTTTTATGCGGGAATAAAGTAGGCCACGCGTGGCCTTTTGCAGGTCCCGCATGAATCAG

GCCCGGCTAGTTCCATGCCAGGGGCCGGGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAGAGG

GAGCGCAGGCCGCCGGGCAAGCGTGATGTGAAAGGCAGGCGCTCAACGTCTGGACTGCAGTGCGAACTGCCCAGCT

TGAGTGCGCGCAGCGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7092;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Capnocytophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTCTGGATCGTAAACTTCTTTATACGCAGAGCAATAAGAGTTTCGTGAGTTCCGATGCGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATGTGCAAGTCAGAGGTGAAATTCCCGCGCTCAACGAGGGAGTTGCCGTGGAAACTGTATGACTAG

AATGCTAGAGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCGATGGCGAA

GGCAGCTTACGAGGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU7094;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACTAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGCGTGGCCTTTTGCAGGTACCGTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGTCGCCGGGCAAGTGTGTTGTGAAATTCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGGCGAATGCGTAACTGACATTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7095;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTAGATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAATCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCTGCGGTAATACGGAAGGTCAGGGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGATTAAGCGGGTAGTAAAAGTCCGGCTCTCAACGGCGGACGGGCGGCGCGAACTGGTCCACTTG

AGTACGCGGAACGTTGGCGGAGTTCGTGGTGTAGCGGTGAAATGATTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCAGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7098;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Porphyromonadaceae"(0.4914),g:Parabacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGGATAAAGTGCAGGACGTGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCCCACCCATAAAATGGCCGTTGAAACTGGAGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAAGGCAAAGATATCACGCAGACCTCCAATGGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7097;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGCGGATCGTGTGCCTTTTTGTATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTATTAAGCGTGTTGTGAAATGTAGACGCTCAACCGCGGAACTGCGTCGCGAACTGGGTGCCTTGA

GTACGCACAAAGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGAGACCGTTACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7096;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTCGGGGATGCGTCCCGCATTGCATGTACTTTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTGGTTGGTTAAGTGAGTTGTGAAAGTCTGTCGCTCAACGGTAGAATTGCAGCTGGAACTGGTCATCTTGA

GTGCAGTGGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7099;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diales_Incertae_Sedis_XIII(0.0710),g:Anaerovorax(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAGCGAAGAAGGT

CTTCGGATAGTAAAGCTCTGTCCTTGGGGAAGATAATGAAGGTACACGGGGAGGAAGACTCGGCTAACTACGGGCC

AGCAGCAGCGGTAATACGGAGGGGGCAAGCGTTATCCGGAATTATTGGGAGTAAAGAGTGCGTAGGTGGTTACCTA

AGCAGGGGGTGAAAGGCAATGGCTCAACCCTTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCTGGAGAGGCTAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGTCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7102;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACTGC

CCTCTGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGCGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCATCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGGTAAGTCAGATGTGAAAGTTTGGGGCTCAACCGGAAAATTGCAGTTGATACTGGCCGGCTTG

AGTGCGGCAGAGGCAGGCAGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACACCGATGGCGAA

GGCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7101;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGACCTACGTGTGGCTTATTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGATTAAGCGTGATGTGAAATGTCGGGGCTCAACCGGGGCAGTGCGTCGCGAACTGGCAGTCTTG

AGTGCGTAGGAAGTGTACGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCGCACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7100;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAAGATGGGAGTAAAGCTAATACCATTACTCATTGATGACACCCTCAGA

AGAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGGTGCAAGCGGTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGATTGGTAAGTTAGAAGTGAAATCCCAGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTGTCATAGAGGGGAGTAGAATTCCAGGTGTAGAGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGTGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTCCTTTTATGCGGGGATAAAGTGTGCCACGTGTGGCCTTTTGCAGGTCCCGCATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTGGCTCAACGTCGGTACTGCAGCGCGAACTGCACAGCTTG

AGTGCGCGCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7104;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.5174),c:Fusobacteriia(0.2902),o:"Fusobacteriales"(0.

1249),f:"Fusobacteriaceae"(0.0457),g:Fusobacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTACCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCT

GTAACTGACACTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7106;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGGTCTCGAGAGATCCTATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAACCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAAGCCCGCGGCTCAACGCGGGAGTTGCAGTTGATACTGGAAATCTG

GAATGCAGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7105;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGCC

CTACGGGTTGTAAACCTCTTTTGTTTGGGAGTAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTGATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGTGGGTTAAGCGTGTCGTGAAATGCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGA

GTACGCGAGACGTTGGCAGAATTTGTGGTGTAGCGGTGAAATGCTTAGATTTCATGAAGAACTCCGATTGCGAAGGC

AGATGAAGGTAGCGCAACTGACGCTGAGGCTTGAAAGTGCGGGTAGCGAGCAGGATTAGATACCCTGGTA 

>OTU7107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTGTTAAGCGTGCTGTGAAAGGTTGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGCAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATTGCGAA

GGCAGCTTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4563),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGGAAACTTCTATCAGCAGGGAAGAAAATGACGGGACCTGACTAAGAAGCCCGGGCTAACTACGTGACA

GCAGCCGCGGTAACACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTGTGATGTGAAAGGTAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCTTGAGTACCGGCGGTGTAAGC

GGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGTTG

ACTGACGTTGAGGCTCGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7110;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGCGGGATGTGTACTGCTTTGCATGTACCGTTTGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGCCAGTCGTGAAAGTCCGCGGCTCAACCGTGGACGTGCAGTGGGAACTGGGTCACTTG

AGTACGGGGGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGGCGGTAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7108;tax=d:Bacteria(0.8696),p:Firmicutes(0.1508),c:Negativicutes(0.0425),o:Selenomonadales(0.029

1),f:Veillonellaceae(0.0073),g:Anaerovibrio(0.0039); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGGGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGATTCCTTTCGA

GGAAGCCACGGCTAACTCAGTGCCAGCAGCCGCGGTAACACGGGGGATGCGAGCGTTATCCGGATTTATGGGGTTT

AAAGGGTGCGTAGGCGGAAGTGCAAGTTAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTA

CATCTGGAGTGCACTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTGCTCAGAACACCGGTT

GCGAAGGCGGCTCACGGAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTG

GTA 

>OTU7111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTAGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTAGGAGAAA

GAAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACGCA

AGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTGCCGCTTGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7112;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGAAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTGGAAATTGCAGTTGATACTGGCCTGCTTGA

GTGCGGGAGAGGCGAGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATGTCACGAAGAACTCCGGTGGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGACGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7114;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGGTGTGTAATACCCAGAGCTTAACCCGGGACATGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGT

AAGTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGAGACTTACTGGAC

GATAACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 
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>OTU7116;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0.

9940),f:"Fusobacteriaceae"(0.9387),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGAGGTC

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGCTACCAACAGAAGACGCGCCGGCTACATACGTG

CCAGCAGCCGCGGTAGTACGTGTGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTTGGC

GGAATTACAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAATGCCGATGGGGAAGGCAGCACACTGGACAGAT

ACTGACGCTAAAGCGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU7113;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9975),o:Rhizobiales

(0.9866),f:Methylobacteriaceae(0.9573),g:Methylobacterium(0.9743); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGC

CATTCAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATTGCCTTCGATACTGTTTGGCTTGAGTATGGTAGAG

GTTGGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCGGTGGCGAAGGCGGCCAACTGG

ACCATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAATGCTAGCTGTTGGGGTGCTTGCACCTCAGTAGCGCAGCTAACGCTTTAAGCATTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU7115;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACTTCTGTCCTATGGGACGAAGGAAGTGACGGTACTATAGGATGAAGCACCGGTTAATTACGT

GCCAGCAGCCACGGTAATACGAAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCAGGAGTGAAAGTCCTGCTCTTAAGGTGGGAATTGCATTGGATACTGTCGGGCTTGAGTGCAGGAGGGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7118;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7787),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGTGACGTGTGGTTCATTGCAGGTACCGTACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGACAGGCTTG

AGTGCGCAGAAAGTAGGCTGAATTCGTCGTGTAGCGGTGAAATGCTTAGAAATGACGAAGAACTCCGATTGCGAAG

GCAGCTTACGGTAGCGTGACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 



6388 

 

>OTU7117;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

AACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCTTGTAGTGAAATTCCGTGGCTCAACGGCGGACGTGCGGTGAGAACTGCTCAACTAG

AGTACGCGGGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTCATGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTCCCGCTTGAATAAG

GACCGCCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGACCGGGCGTTATCCGGATTTAGTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGATGTGAAATGCCGGCGCTCAACGTGGGCGCTGCAGCGCGAACTGCACGGCT

AGAGTGCGGGAAAGGAGGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGGGGAAGAACTCCGGTGGCG

AAGGCGGCTGACGGGTGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7120;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1098),g:Coprococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTT

TTTCGGAATGTAAAGCCCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACGAGCA

AGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTGAGTTCACATAAGGATGGTG

GAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTGCTGGAGCGTAAC

TGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7122;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0204); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGGAAGGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACG

GCCCTACGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTAACGCGTGAATA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCATGCGCCCAGCGTCTGCCCTGCAGCGCGCACTGCCCAGC

TTGAGTGCGCGCAACGTTGACGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7124;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Alteromonadaceae(0.0000),g:Marinobacter(0.0000); 

GACACAAATGCTTAGGGATTTTATTGGTATCAGGGTTAATCGTGCCACGAACAGCGGCCTGGTCAATATAACCAGTC

GTGTTAACCGTCGGGCGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGA

TGAGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGA

GCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTGGAAATGGTAAGAAGACGACCAATCG

GACGAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGC 

>OTU7121;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Oscillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAGGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATAACGGTACCTAAAAAACAGGCCCCGGCTAACTACGTG

CCAGCGGCCGCGGTAATACGTGGGTGGCAAGCGTTGTCCGGATTTACGGGGGGGAAAGGGCGTGTAGCCGGGTCG

GCAAGTCAGATGTGAAATCCACGGGCTTAACCCGTGAACTGCATTTGAAACTGTTGAGCTTGAGTGTCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7125;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACAGGGATAAAGTAGGGAACGTGTTCCCTTTTGCAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGAGGTCAAGCGTGACGTGAAATGTAGGGGCTCAACCTTTGAATTGCGTCGCGAACTGGCTTTCTTGA

GTGAGTACGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGACGAGTCCTTAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7123;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTTCGTGCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGGGTAAGCGTGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGAAGTCTTGA

GTGCACGCAGAGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7126;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Flammeovirgaceae(0.0000),g:Rapidithrix(0.0000); 
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TTCAGCGTTTGCTGAATGCAATGCGCCAGGCTCATGCTGATGGCTGGTTTATCGTTTTTGACACTCTCACGTTGGCTGA

CGACCGCTTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATTTTCGTGATATTGGTCGTATGGTTCTTGCT

GCCGAGGGTCGCAAGGCTAATGATTCACACGCCGACTGCTATCAGTATTTTTGTGTGCCTGAGTATGGTACAGCTAAT

GGCCGTCTTCATTCCATGCGGGGCACTGTATGCGGACACTTCCTACAGGTAGCGTTGACCCTAAGTTTGGTCGTCGGG

GACGTAATCGCCGCCAGTTAAAGAGCGTGCAAAATACGGGGCCTTATGGT 

>OTU7127;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGCGCAGGACGACTGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCTGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGATTTTAAGCGTGCTGTGAAATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGGAGTCCTTGA

GTGAGTACGAGGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCATACCAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7128;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Mucilaginibacter(0.0000); 

TGCCATCCAAAACAGGGTCGCCAGCAATATCGGTATAAGTCACAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTCG

TCGCAGTAGGCGGACAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAG

AATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCATTTCCATCAACATCATAGCCAG

ATGCCCAGAGATTAGAGCGAATGACAAGTAAAGGACGGGGGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGA

AATAACATCATGGTAACGCGGCATGAAGGAAGCACGTTC 

>OTU7130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACG

ACTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7132;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAAGCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACAGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTATTCTTGTACCTTATGAAGAAGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGATAATACTGAAGGACCGGTCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTCTGCACTGCAGCGCGAACTGGTCTTCTTGA

GTACGCACAGCGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTTTCAGGGACGTGTAGTAGACGGTACCTGACGAGTAAGCCACGGCTTACTACGTGCC

AGCAGCCGCGGTAATACCAAGGTCGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTAAACTGCATTTGAAACTGCTCTTCTTGAGTATCGGAGAGGCAAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAGGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Porphyromonadaceae"(0.4224),g:Butyricimonas(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGGTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGTCGCCCTGG

AGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAA

GGCATCTGACGAATCCGCTATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7134;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTTCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGGTTGGGGCTCAACCGTAAAAGTGCAGTTGATACTGGCCTGCT

TGAGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTTGCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7133;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACAAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCATTTATGTAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGATAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGATCCGAGAGTTATCCGGATTTATTGGGTTTAAAGGGAG
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CGTAGGTGGACTGGTAAGTCAGTTGTGAAACTTTGCGGCTCAACCGTTAAATTGCAGTTGATACTGTCAGTCTTGAGT

CCAGTAGAGGTGGGCTGAATTTGTGGTGTAGCGGCGAAATGCTTAGATCTCACGAAGAACTCCTATTGCGAAAGCAT

CTCACTGTACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7138;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

CGGCATTCCTGCTGAACCGAAGGAAGCCAAGATGGGCAAGGTCCTGCGGCATACGCTCGGCGCCAGTTTGAATATTA

GACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCG

CCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGAC

ATTACATCACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTAAGTAAGAACGTCAGTGTTTCCTGCGCG

GACACGCAAGGTAAACGCGAACAATTCAGCGGCTTTAACCGGAC 

>OTU7136;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCTTTAT

AAGTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGTGGGAGAGAATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATTTTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7137;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGGTACGTGTGGCTTAATGCAGGTACCGTTTGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTTAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGCAGACT

GGAGTGCTCAGGAAGTAGTCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTTCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7135;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Mucilaginibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTTCGTGCTAGCAGCCGCGGTAATACGGGGGATGGGAGCGTTATCCGGATTCATTGGGTGTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAAGTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCG

CTGGAGTGCAGGTGCCGCCGGAGGAATCATTAGTGTAGCGGTGAAATGCGTAGATATCACGCGGAACACCGGTTGC
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GAAGGCATCTGGCGGGTCCGTAACCGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGT

A 

>OTU7140;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:"Porphyromonadaceae"(0.9852),g:Odoribacter(0.9799); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGACGAAAGTCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAAGAATAAGTTCTACGTGTAGAATGATGCCTGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTATTAAGTTAGTGGTTAAATATTTGAGCTAAACTCAATTGTGCCATTAATACTGGTAAACTGGAGT

ACAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCATAGATATAACTTAGAACTCCGATAGCGAAGGCA

GCTTACCAGACTGTAACTGACGCTGATGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7139;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATGGGTAAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTGTGGGGATAAAGTGAGGGACGTGTGCAGCATTGCAGGTACCATTTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTAATTGGGTTTAAAGGG

AGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACCGCGGACCTGCGTCGCGAACTGTTGCACTTG

AGTACGCGGGACGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCTCTACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7142;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Ruminococcus2(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGTCTAACAACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCCTAGACGGCGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACGCCGTGACTGCATTGGAAACTGTTTTGCTTGAGTGACGAAGAGGTAAGC

GGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAAGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTATCCGCAGGGAAGCAGAAATGACGTTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CATCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGCGGGCGGCATGAT

AAGTCTGATGTGAAAACCCAAGGCTCAACCATGGGACTGCATTGGAAACTGTCGTGATGGAGTGGCGGAGAGGTAA
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GAGGAATACCTAGTGTAGAGGTGAAATGCGTAGAAATTAGGAGGAACACCAGTGGCGAAGGAGGCTTACTGGACG

ATGAATGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU7143;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACCGCTTTTACACGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGACAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAACCTTGGCAGTGCAGCGCGAACTGGTAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCTTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

TTTACGGGTTGTAAATTCCTTTTTCAAGGGAATAAAGGGCGCCATGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGAAGCCGCGGTAATATGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTAGCGAGCTTGA

GTACGTACGAGGCAGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7146;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_2(0.0355),g:Alkaliphilus(0.0087); 

AAGGAAGGCAGAAGGAGGGAAGAGGGGGAAAGGGAGGAAAGGATGACGAAGGGACGCCGCGTGCAGGAAGAA

GGTTTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAATAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAA

ACAAGTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTATTTTTCTTGAGTGCTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAG

TAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7147;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTTGGGGATAAACTTCAGGACGTGTGCCGCATTGCAGGTACCGTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGGGGTTAAGCGTGTCGTGAAATTTAGGCGCTCAACCGCGGAATTGCGTCGCGAACTGGCGCCCTTG
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AGTACGTACGACGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGTTCGCGGTTGCCCAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7145;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.2586),c:Fusobacteriia(0.1159),o:"Fusobacteriales"(0.

0547),f:"Fusobacteriaceae"(0.0149),g:Fusobacterium(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCG

CGTCTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAAATCCGTAGTGCGTTGGAAACTGTCAAACTAGA

GTACTGGAGAGGTGAGCGGAACTACAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACGCCGATGGCGAAG

GCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7151;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGATGTGAAGTGCAAGCGCTCAACATCTGCACTGCAGCGCGAGCTGCCCAGCTT

GGGGGCGCAGAACGTTGGCGGAATTCGCCGTGTAGAGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGAGCGGGTATCGAACATGATTAGATACCCTGGTA 

>OTU7148;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGA

TTTCGGGATGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATATCATTGCTCACTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATTACTGGGCGT

AAAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAACCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

GGCTTGAGTCTCGTAGAGGGGAGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAAACTGACGCTCAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7150;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0457),g:Blautia(0.0076); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGAATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGAGAGGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATC
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TTGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Eisenbergiella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGA

CTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGAGCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACATGCA

AGTGTGGTGTGAAAGACGCGGGCTCAACCCCGGGGCTGCATTGCAAACTGTGTATCTTGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAGCACCAGTGGCGAAGGCGACTTACTGGACGGC

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7154;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.7068),g:Coprococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGTGAAGAAAATGACGGTACCTCACTAAGAAGCACCTGCTAAATACGTGCCAG

CAGCCGCGGTAATACTTCTTGTGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGT

CTGAAGTGAAAGCCCGGGGCTAAACCCAGGGACTGCTTTGGAAAATATACAGCTAGAGTGTCGGAGAGGTAAGTGG

AATTCCAAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGAC

TGACGATGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAGCCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGCGTGCTACGTGTGGCATACTGAAGGTACCCTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTTTATAAGCGAGATGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGAAAACTGTTGAGCTTG

AGTGCAGAGGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCACAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

ATGGGAGGCAGCAGTGAGAAATATTGGCCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGGTTGTGAAATGTCGGGGTTCAACTGGGGCATGGCAGCGCGACCGGTGAGACTG
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GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGTGGAAATGTTTAGTTATGACGAAGAACTCCGATTGCGAA

GGAAGCCTGCGGTAGCGCAACTGACGCGGAAGCTCGAAAGCGCGGGTACCGAACGGATTAGATACCCTGGTA 

>OTU7152;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9776),o:Aeromon

adales(0.8955),f:Succinivibrionaceae(0.8505),g:Anaerobiospirillum(0.6200); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAGGAAGGC

CTTCGGGTTGTAAAGCCCTTTCAGTGGAGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTAC

CATCAGCCGCGGTAATACGGAGGGTGCAAGCATTAATCGGAATAACTGGGCGTAAAGGGCATGTGGGCGGATAGGT

AAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGGCATTCGAAACTGTCGTTCTAGAGTATTGCAGAGGGAG

ATGGAATGTCAGGTGTAGCGGTGGAATGCGTAGATATCTGACAGAACACCAGAGGCGAAGGCGGCCTCCTGGGCAA

ATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7156;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGAAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACCGTGATCCTCG

AGTTCTCCCTACGTAGGCGTAATTCGTTGTGTAGCGGTGAAATGCTTACATATAACGCAGAACTCCTATTGCGAAGCC

AGCCTGCTGTAGCACAACTTACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7157;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTACTGTCATTGGAGAAGAAGGTGCGTGAGAGAAACCGTTTACGCAGTGACGGTATCCACCGA

GAAAGTAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGGCTTGAGTGCAGTAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7158;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTCCTTTTTCGCGGGGATAAAGAGGGGGACTTGTCCCTCGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTATGGTAAGCGTGTAGTGAAATGCAGTGGCTCAACCATGGAACTGCGGTGCGAACTGTCGTACTT
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GAGTACGGTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAA

GGCAGCCTACTGTACCGCTACTGACGCTTAGGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7159;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGACGGAAGACGTA

TTTCGGTATGTAAACTTCTATCAGCGAGGAAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGTA

AGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGGACTGCTTTGGAAACTGTCTGACTTGAGTACAGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Blautia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACTCTGATCCAGTAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTTGTAAACTTCTTTCACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGAGATG

CAAGTTAGATGTGAAATCTCAGGGCTTAACCCAGGAACCGCATTTAAAACTGTAGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7164;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Sphingobacterium(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTCAGACGCAGAGCAATAAGGGTCTCGTGAGCTCCGATGAGAGTATGCGTAGAATAAG

CCTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATGCGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGGGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCTTTGATACTGTACATCTTG
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AATGCGCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGGTTGCGAAG

GCAACTCACGGAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGCGGAAGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA

GTTAGATGTGAAATACCAAGGCTCAACCTTGGAGCTGCATTTCAAACTGGTAGTCTAGAGAGCAGGAGAGGATAGTG

GAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGATTGTATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7163;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAG

GCAAGTTGGATGTGAAAACTGTGGGCTCAACCGACAGACTGCATTCAAAACTGTTTTTCTTGAGTACTGGAGAGGCA

GATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7165;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9934),f:Lactoba

cillaceae(0.9871),g:Lactobacillus(0.9724); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTAAAGAAGAACATATCTGAGAGTAACTGTTCAGGTATTGACGGTATTTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTTTTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAAGAAGTGCATCGGAAACTGGGAA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7166;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1291),g:Parasporobacterium(0.0181); 

ACGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCAGCGACGCCGCGTGACTGAAGAAGTATT

TCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTAATGGGTGTAAAGGGCGTGTAGCCGAGCCTTTAAGT

CAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGAGGGTCTTGAGTATCGAAGAGGTAATCGGA
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ATTCCTAGTGAAGCGGTGAAATGCGTTGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACAACT

GACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7167;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGAGAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCTGACAA

GTCAGATGTGAAATCCCGAGGCTTAACCTCGGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU7168;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGGATCTTCCACAATGGAGGCAAGTCTGATGGAGCAACGCCGCGTGAGGGAGGAAGTG

TTTCGGATCGTAAAGCTCTGTTGTCGGTGAAGAAGGATAGAGGTAGTAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGGGCCAGCAGCCTCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGACGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAAATGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGCGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7169;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Papillibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTATCAGCAGGGAAGAAGGACGTGACGGTACGTGGAGAAAAAGCAACGACGAACTACG

GGCCAGCAGCGGGCGTACTACGGAGGTTGCAAGCGGTGTCCGGATTTACTGGGTGTAAGGGGCGTGTAGGCGGAG

AGGCAAGTTGGGAGTGAAAGCCCGGGGCTCAACCCCGGAACTGCTTTGAAAACTGTATCCCTGGAGTATCGGAGAG

GCAAGCGGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGG

ACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7170;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGATGAAGTCACGGTACTTAATGAATAAGCTCCCTCTCACTACGTGCCA

ACCGCCGCGGTTATACGTAGGGCTCAAGCGTTTTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAGGTAGAGGCAAGAG
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GAATTCCCAGTGTAGCGGTGAAATGCGTAAAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTATAA

CTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAACAAGCGGCACGTGTGCCGCTCTGCATGTACCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTCCTCAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAACTGGCATTTGATACTGGGGGCTTTAG

GTGCGGCAGAGGCAGGCGAATGTCGTGTGGAAGGGGGAAAAGGATTAGATATCACGAAGAACTCCGATGGGGAG

GGCGGTTTGCTGGACCGTACCGAACGTTGATGCTCAAAGGTGCGGGTATCAAACAGGTTTGGAACCCTGGTA 

>OTU7173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAAAGTCTGAACCAGCCAAGTCGCGTGCGGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATGTGGGAGTAATGTGAGGCACGTGTACCTTGTTGCAAGTACCATATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGATTATTAAGCCAGAGGTGAAAGGTTGATGCTCAACCACTCAGCTGCCGCTGGAGCTGGTAGTCTTGA

GTGAAAACGAGGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGACGCAGAACCCCGATTGCGAAGG

CAGCCTACCAGGACTCGACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CCTCTGGTTGTAAAGCTCTGTCTTCAGGGGCATTAATGACGGTACCTGAGGAGGTATCCACGGCTAACTACGTTCCAG

CAGCCCCGGTTATGCGTAGGTGGCGGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGTTGTGAAATACCCAGGCGCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7174;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Alphaproteobacteria(0.5195),o:Rhodospiril

lales(0.1483),f:Rhodospirillaceae(0.0560),g:Fodinicurvata(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGATGTGAAGATGATGACGGTAGCATCTAAAGAAGCCCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGACGGGGGCAAGCGTTGTTCGGACTTACTGGGCGTAAAGGGTGTGTAGGCGGTTATGTAA

GATAGCGGTGAAATGCCGGGGCTTAACCTCGGAACTGCCGTTAGAACTATGTAGCTAGAGTGATGCAGAGGATATT
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GGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGAGTATCTGGGCATTA

ACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7177;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

CCTTCCTTCCTCCTTTTGGCCTCTGTCCCCCTGGGCGCCCGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTC

GGGTCGTAAAGCTCTGTCCTAAAGGAAGATAATGACGGTACTTGAGGAGGAAGTCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCTAGCGTTATACGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTC

AGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTAAAACTGGGAAACTTGAGTGCGGGAGAGGAGAGTGGA

ATTCCTTGTGTAGCGGTGAAATTCGTAAATATTAGGATGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAACTG

ACCCTGAGGCACGAAGACGTGGAGAGCAAACAGGATTAGATACCCTTGTA 

>OTU7175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCTGATTGTAAACCTCTGTTATCGGGGAAGAACAAATGACTGTAACCGAGTAGGAAGCCAGGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAATCTATGGGCTCAACCCATACACTGCAGTTGAAACTGGTATTCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCCGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGTTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7178;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0110); 

ACGGAAGGCAGCAGTGGGAAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCTGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCGTTCAGAACTGTGACCCTTGAGTATCGGAGAGGCG



6403 

 

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGTAGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7179;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCCCGTACCGAAGAAGTTAT

TTCGTTTGTTAAAGGTCTATAATCAAGGAAGAAAATGCCGTTACTTGACAAGGAAGCCCCGGCTAACTACTTGCAAGC

GGCCGCGGTAATACGTGGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9943),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.7643); 

CCTTTCGGCCTCCTTCTGGCCTCTTCCCCCCTGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTT

AGGATCGTAAAACTCTGTTGTTGGAGAAGAACAGGGACTAGAGTAACTGTTAGTCCTTTGACGGTATCCAACCAGAA

AGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTAGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATTAGAAACTGGGAAAC

TTGAGTGCAGAAGAGGACAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGTATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7181;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAATGCCGCGTGAACGACGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTAAGTGCC

AGCAGCTGAGGTAATACGTAGGGAGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGAAACTGTTGGGCTTGAGTGAAGTGGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCGGTTGCGAAGGCGGCCAGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7182;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGTAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAATGTTAA

GTGAGATGTGAAATACCCGGGCTAAACTTGGGTGCTGCATTTGAAACTGGCAGTCTAGAGTGCAGGAGAGGCGAAT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTA

AAGGGAGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTTCAGGGCTCAACCCCGTGATGGGATTGAAACTACTTTT

CTTGAGTGCAGGAGAGGAAAGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7185;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGAAGGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

TTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGT

CGAACTAGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA

GTGGCGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU7186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACGTGTGGAGGAAGCCCCGGTTAACTATGTGCTA

GCAGCCGCGGAAATACGTAGGGGGCTTGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAATAAGCCTTTGTAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTTAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7184;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

streptococcaceae(0.0149),g:Acetoanaerobium(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTATGGATTGTAAAGCTCTTTGATTAGGGACGAATAAATGACGGTACCTAAAGAACAAGCCCCGGCTAACTATGTGC

CAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTGGT



6405 

 

AAGTTAGAAGTGTAATACCCAGGGCTTAACTCGGGTGCTGCTTCTAATACTGCCGGACTTGAGTGTAGGAGAGGACA

ATGGAATTCCCAGTGTAGCGGTGGAATGCATAGATATTGGGAGGAACACCAGAGGCGAAAGCGATTGTCTGGACTA

CAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7190;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

TCCTGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCCGATAGTAATCCACGCTCTTTTACAATGTCAACCATA

GAATCTCTACCCTGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCT

CCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGC

GCAAGGATAGGTCGAATGTGCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGGAAGTCC

TGCTGGAGCAAGATAAGGTGGCGACTCA 

>OTU7188;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAATAAGGCTACGTGTCGTTTCTTGCAAGTATCGGACGAAACAGC

ATCGGCTAACTCCGTGCCCGCAGCAGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTTTTGGGTTTAAAGGGA

GCGTAGACGGGTCCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGGGGACCTAGA

GTGCGGCAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATGGCGAAG

GCAGCTTGCTGGACCGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7189;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCAAAGTAGCGTGCAGGATGACGGC

CCTATGGGTGGTAAACTGCTTCGATGGGGGGATAAAGTTCGGGACGTGTCCTGATTTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATGTATTGGGTTTAAAGG

GAGTGTAGGCTGTCTGGTAAGCGTGTTGTGAAATCTAGGCGCTCAACGTGTGAATTGCATTGCGAACTTGCGGACTA

GAGTGCGCAGGAAGTATGCGGAATTTGTAGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACTGTAGCGTTACTGACGCTGAAGTGCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7187;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTTATACCTTTGCTCATTGACGTTACCCTCAGAA

CAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGCTGGTGGAAGCGTTAATCGGAATTACTGGGCGTAA

AGGGCACGCAGGCGGTTTGTTAAGGCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGGAA

GCTTGAGTCTCGTAGAGGGAAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGTGG
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CGAAGGCGGCCCACTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7192;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Thermales(0.0000),f:Thermaceae(0.0000),g:Thermus(0.0000); 

CCTGAACTTAATCCCCTGTTCCCCATCAACGTGACGCTGAGGGACATCAAACGTAACAATGTCTACAGTAGAGTCCAT

AGCAAGGCCACGCCGCAATGGAGAAAGACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAAC

CGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATA

CGCTCGGCGCAAGTTTGAATATTAGACATAATTTAGCCGCAAGTAAGGGGCCGAAGCACCTGCAAGTAAAATGGTTG

ACCACCTACATACCAAAGAAGAGCGCCGTTACGCTTGCCGTTAGGACCGAGCAACGGCTGCGGACGACCAG 

>OTU7191;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Acetivibrio(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGATGTGCCGGTACCTGGAGTATAAGCAACGGCTAACTACGTG

CCCGCAGCCGCGGCAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAAGTGCGTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7195;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGAAAATGACGGTACTTGAGGAGCAATCCCCGGACAACTACGTGCCA

GTAGCCGCGGTAATACGTCGGGGGCTAGCCTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCGGCTCTCTAGACTGTAACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7193;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9918),o:Clostridiales(0.9935),f:Clostri

diaceae_1(0.8505),g:Clostridium_sensu_stricto(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGACGGC

CTTCGGGTTTTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGTGGAGGATGCTACGTCTATCTACGTGCCAG

CAGGCGCAGTTCTACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATTGCGAAGGCGATTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4914),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGTA

CTTTGGTATGTAAACTTCTATAAGCAGGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCCTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTGGCAA

GTCTGAGGTGAAAGGCAGGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7196;tax=d:Bacteria(0.9450),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_1(0.0073),g:Oxobacter(0.0039); 

ACGGGAGGCAGCAGTCAGGAATATTGCGCAATGGACGGGACTCTGACGCAGTGACGCAGCGTATAGGAAGAAGGT

TTTCGGATTTTAAACTATTTTAGACAGGGAAGTAAAATGACTGTACCTATAGAATATGCTCCGGCTTAATACGTACCA

GCCGCCGCAGTCCTACGTAGGAAGCACGCGTAATCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGGAAAGCAA

GTGAGTTGTGAAAGCCCGCGGCTTAACTGAGGAACTGCAACTCAAACTAGTTTCCTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCCTTCTGGACTGTA

ACTGACGTTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7198;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CCTCGGGTTGTAAAACTCTGTCTTCAGGGACGATATTGACGGTGTGCGAGGAGGAAGCAACGGCTAACTACGTTCCA

GCAGGCGCGGTAATACGTCGGTGGCGGGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGACAA

TGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTAGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7197;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9711),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.2171); 

CCTTTATTCCTCCTTTGTTCCTATTTCCCCCTTGTCGCCCGCCCGCTGCCGCCATGCCGCGTGTATGAAGAAGGCCTTCG

GGTTGTAAAGTACTTTTAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTAACGCTACCTGCAGAAGAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCACGCAGGCGGGTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGGACTGCATCTGATACTGGCAAGCCT

GAGTCTCGTAGAGGTAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTGGCGAA

GGCGGCCCCCTGGACGAAGACTGACGCTCGGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3544),g:Dorea(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCACGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTAAAGCCAGAGTGGCAGAGAGGCAAAG

GGAATGACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGCGGAATACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTTACGTTGAGTCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7199;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATAGGGGACGAATGATGACGGTACCCTATGAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGCTTGCA

AGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACAAGTCTTGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGAT

AACTGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTTCCTGGAGAAAAACCAACGGCTAACTACGTG

CCAGCAGACGCGGTAATACGTAGGATGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATT

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTATCCCTTGAGTGTCGGAGAGGCGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.7787),g:Clostridium_XlVa(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACTCGGGTACTGCTTTGCAAACTGTTTTGCTAGAGTGTAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7203;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2184),g:Saccharofermentans(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCTGATTGTAAAGCTCTATGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTATTGGACA

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCGGTA 

>OTU7204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9812),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGATAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCCCGTCTAACTTCTTGCCAGCACCCTCTGTAATTCTTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

GGAGTGCAGGCGGTTCAATAAGTCTGATGGGAAAGCCTTCGGCTCAACCGGAGAATGGCATCAGAAACTGTTGAAC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGAGAACAGGATTAGATACCCTGGTA 

>OTU7205;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfohalobiaceae(0.0000),g:Desulfonatronovibrio(0.0000); 

CAGTAGGCGGACAACGAACAAGCGCCCGAGTAAACATAGTGCCATGCTCAGGAACAAAGCAACGCGGCACAGAATG

TTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGC

CCAGCGATTATAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAA

CATCATGGTAACGCTGCATGAAGTAATCGCGTACTTGGTCAGTAGGCAAAGTAGCATAAGCAGCTTGCAGACCCAGA

GGATCAATAGATGTGGTAGATGTCGGCATTTGGCGAGAAAGCACAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGT

TTTTGAGATGGCAGCAACGGAAACCATAACGGGCATCATCTTGAGTAAGCTCATTAGGGTA 

>OTU7206;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGATGTAAAGCTCTGTCTTCAGGGACGAAAAAGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACACGGGCTTAACTTGGGAACTGCATTTCAAACTGTAAGTCTAGAGTGCTGGAGAGGAAGA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCACTGGACTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7209;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTGAGTGGTGAAAGTGTGCGGCGCAACCGGAAAAGTGCAGGTGATACGGGAGAGCTG

GAGTGCAGGTGAGGCAGGCGGAATTCGTGGGGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCGGATTGCGA

AGGCAGCCTGCTAAGCTGCAACGGACATTGAGGCTCGAAAGTGGGGGTATCAAACAGGAGTAGATACCCTGGTA 

>OTU7207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGTTAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTGAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7211;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGTTAAGTCTGATGTTAAATGCTTCTGCTTAACAGGAGTTTGCCGTTGAAACTGGCTGACTAGGA

TGCAGTCGGCGCAGGCGGAATGGGTGATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7212;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diales_Incertae_Sedis_XIII(0.3204),g:Mogibacterium(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTGCAAAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGCTGAAGGC

CTTCTGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACTTAAGGAGAAAGCCTCGGCTAACTACGAG

CCAGCAGCCGCGGTAATACTTAGGGTGAAAGAGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCT

AAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAATC

GGAATTCCTAGTGTAGCGATGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGAGAGCAAACAGGATTAGATACCATGGTA 
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>OTU7208;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGAGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGGCGGTACCTGGAGTAAAAGCCACGGCTAACTACGTG

CCAGCCGCCGCGGTAATACGGAGGTTGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGTAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCACCTTGAGTATGGGAGAGGCAA

GCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7210;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGAGTAGGCGGCACG

GCAAGTAAGATGTGAAAGCCCGGGGCTTAACTCCGGGATTGCATTTTAAACTGCTGAGTTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7213;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGGA

TTTCGGTATGTAAAGGTCTATCAGTACGGAAGAAAATGACGGTACTTGACTCATAAGCCCCGGCTCACTACGTGCCAG

CAGCGGCGGTTCTACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGAACTGCGTTTGGAACTGTCGAACTAGAGTGCAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7214;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Parasporobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGAACTGCTTTTGGAACTGTCGAACTGAGGTGCAGGAAGGGCAG

GCGAATTTCCTGGTGTGGCGGTGAAATGCGTAGCAATTAGGAGAAACACCAGTGGCGAGGGCGGCTTGCTGGACTG

TAACTAACACTGAGGCTCGAAGGCGTGGGAAGCAAACAGGATTGGATACCCTGGT 
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>OTU7215;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0710),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATAGGGGACGAAGTATGACGGTACCCTATGAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGCA

AGTCGGATGTGAAAGCCCGGGGCTCAACCGCGGGACGGTATTTGGGGAGGTAATGCGAGAGTGGCGGAGAGGCGA

GTGGAATTCCGAGTGGAGCGGTGAAATGCGTAGAGAGTAGGAGGAAAACCAGTGGCGAAGGCGGCGTGCTGGGC

GATGATTGACGTTGAGGCGCGAAAGCGTGGGGAGCAGACAGGATCAGATACCCGGGTA 

>OTU7216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAATCTGAGTGCTTGATTTCAAACCGGAAGGCTTGAGTGCAGGAGAGGAGGAG

GGAAATCCTAGTGTTGCGGTGAAATGCGTAAAGAATAGGGAAAACACCAGGGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7218;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGATCTATAATCAGGGACGAATTTTGACGGTACCTGAAGAACAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACTGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGTACTGGTTA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGAATGCGAAGGCAGCTCACTGGACTGCAA

CTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTAGTA 

>OTU7217;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.0904),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTATAGGGGACGAAGTATGACGGTACCCTATGAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTGGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGCA

AGTCGGATGTGAAAACTATGGGCTCAACTCATAGCTTGCATTCGAAACTGTAGTTCTTGAGGGTCGGAGAGGTAACT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCTGATCTTAAAGCTCTTTTTTTGGTGAAGCAGGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAGC

ATGTCCCGGCTAACTACGTGCCAGCAGCCTCGGTCATACGTCGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAGAAACAAGTCTAAGGTGAAAGCCCGCGGCTTAACCGAGGAATTGCATCGGAAACTGTTGTT

CTTGAGTGCAGAAGAGGAGAGAGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCGCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGAGAACAGGATTAGATACCCTGGT

A 

>OTU7220;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Bacillaceae_

1(0.0355),g:Bacillus(0.0087); 

ACGGAAGGAAGAAGGGGGTCCTCTTGGGCAATTGGCGAACGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCCGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

ATAAGTCTGGAGTGAAAGTCCTGCGTGCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATGACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTCCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7223;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6346),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTTCTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

GGGGCGTGCAGCCGGGTCTGCAGGTGATATGTGAAATCCATGGACTCAACCCATGACCTGCATTTGAAACGGTAGAT

GGGGAGGGTCGGGGGGGCAATCGGAATCCTGAGTGGGGGGGTGAAATGCGTAGATATAAGAAGGAAAACCAGGG

GCGAAGGCGGATTGCTGGCCGCTAACGGACGGGGAGGCGCGAAAGTGTGGGAAGCAAAAAGGATTAGATACCCTG

GTA 

>OTU7221;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTTAGATGTGAAATACTAGGGCTTAACCTTGGTGTTGCTTTTAAAACTGCAAGTCTAGAGTGTAGAAGAGGATAAGG
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GAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAGCACCAGTGGCGAAGGCGCTTATCTGGTTTATATC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7222;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGT

GCCTTGAGTGCAGTATAGGCAGGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTG

GCGAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7224;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATACGGGAATAACAGGCGGCACGTGTGCCGCTCTGCATGTACCGTATGAATAAGC

ATCGGCTAACTCCGTTCCAGCAGCCGCGGTCATACGGAGGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGGCGTCTAAGTCAGAGGTGAAAGTTAAAGGCTCAACCGGGGGAGTGAAGATGATACTGGGGGCCTT

GAATGCGGGAGAGGCCGACGGAATGTGGAGTGTAGCGGTGAAATGCATAGATATGCGAAAGAACACCGATAGCGA

AGGCAGCTGGCTGGGCCTGAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7226;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0099),g:Saccharofermentans(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGACGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATAACCAGTGCTTAACTCGTGTGCTGCATCTGAAACTACGATTTTTGGGTGTCGTAGAGGTA

AGTTGAATTCCTAGTGTAGCGGTGGAATGCTTAGTTATTATGAGGAACATCATTTGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGTCACGAAAGCGGGGGGAGCAAACAGGATTAGTACCCTTGTA 

>OTU7227;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diales_Incertae_Sedis_XII(0.1098),g:Acidaminobacter(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGTAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGATTTG

TAAGTTGGATGTGAAATACACGGGCTTAACGTGGGCGCTGCAGCGCATACTGCAGTACTTGAGTGCAGGAGAGGAA



6415 

 

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7228;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Streptosporangiaceae(0.0000),g:Nonomuraea(0.0000); 

CCTCCCGTCAACATTCAAACGGCCTGTCTCATCATGGAAGGCGCTGACTTTCCGGACACCATTATTCATGGCGTCGCG

CGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCA

GAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCG

CCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGGAAAGGCGCTCGTCTTTGGTAGGTAGGTGGTCAA

CAATGTGAGTGGCAGGGGCGTCGGCACCTTACGTGAGG 

>OTU7230;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 

ACCCATAAGGCCACGTATTTTGCCAGCTATTTAACTGGCGGCGCTTGCGTACCCGACGCCCCCAATTAGGGTCCACGC

TCCCTGTCGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGCCGGCCATTAGCTGTACCATACTCAGGCACA

CAAACATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACAATATCAC

GAAAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGGCAGCCAACGTGAGAGTGGCAAAA

ACGATAAACCAACCAGCAGCATGAGCCTGGCGCATTGCAGTCATCAAACGCTGAATAGCAAAGCCT 

>OTU7225;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACGATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTTG

CAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7229;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTTGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTACCACCGGAGGAAGCTCCGGCTAACTACGT

GCTAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGCCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGAAAGGCTAGAGTGCAGGAGAGG

AGAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTCGGAGAAGAATGTGCGTGAGTGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCTAGCAGCCGCGGTACTACGTTGGTGGGAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCGGGCGGCTGCTTAGGTCTGATGTGAAAGCCATCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTAAAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATACCCAGGCTCAACCTTGGGGCTGCATTTAAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGACTAAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7233;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAATGTTAATACCTTTGCTCACTGACGTTACCCGCCGA

AGAACCACCGGCTAACTCCGTGCCAGCACCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGGTAAGTCAGACGTGAAATCCTCGGGCTTAACGTGGGAACTGCATCTGAAACTGGCT

GGCTGGAGTCTCGTAGAGGTGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCTCCTGGACGAAGACTGACGTTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7235;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Pedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGATGATGCAGGTACCGGAAGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGGGTGTGGGTAAATGCTTCGCCTCAACAGGAGATTGCCTTGAAAACTGTCTGACTAGG
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ATGAAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATTGCGAAGG

CAGCTTACGAGGATACCATTGACGCTGAATCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTTGCGGGACTTAATTGATAAACTCCGGCCAACTAACGTCC

AACCGCCGCGGGTAAACGTAGGGAGCAAGGCGTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCATGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGGAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7236;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVb(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCGCCGAAGACGAAGGTGGTGATGGTAGTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCGGGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTTAGATGAGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGGAGTCTAGAGTACAGGAGAGGAG

AGCGGAATTCCTAGGGTAGCGGTGAAATGCATAGATATTAGGAAGAACATCAGTGGCGAAGGCGACTTTCTGGACT

GTCACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7237;tax=d:Bacteria(0.9827),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diales_Incertae_Sedis_XI(0.0086),g:Sedimentibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCTGATTTTAAACCTTTGTCCTTGGTGGCGTAAAAAGTGACAGTAGCCATTGATGAAGCCAAGGCTAACTACGTGG

CAGCAGCCGCGGTAATACGTAAGTGGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGAACGC

AAGTTGGATGTGAAATGTCGGGGCTTAACCTCGGAACTGCACCGAAAACTGTGATTCTTGAGTACAGTCGACGTAAG

CGGAATTCCTCGTGTAGCGGTGAAATGCGTGGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCCGT

AACTGACGCTTAGGCACGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTATGC

AAGTTGAATGTGAAATCTATGGGCTCAACCGATAGGCTGCGTTCAAAACTGTGTATCTTGAGCGAAGTAGAGGTAGG
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CGGAATTCCTGGTGTAGCGGTGAAATGCGGAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCTTT

TACTGATGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3884),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAACGAAGAAGTA

TCTCGGTATGTAAAGTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAACGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGTAA

GTCAGATGGGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTCGAGCTAGAGTACAGGAGAGGAAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7240;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCCGTCTTCAGGGACGATAATGACGGTACTTGAGGAGGAAGCCACAGATAACTACGTGCCA

GCAGCCGCGGAAATACGTAGGTGGCGAGAGTTGTCCGGATTTACTGGGCGTAAAGTGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGACTAGAGTGCAGGAGAGGAGAAT

AGAATACCTAGTGTAGCGGTGAAATGCGTAGAAATTAGGAAGAACACCAGTGGCAAAGGAGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7242;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.539

5),f:Spirochaetaceae(0.3544),g:Treponema(0.0712); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGTCGGGTTGTAAAGTTCTTTTGGAACTGAAGAATAAGTATTGCAGGGCATGGCAATATGGTGCCGGTCGGTTTTGA

ATAAGCAACGTCTAATTACGTGCCAGCAGCCGCTGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTAGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACGGAGGGGGAAGAGGAATTCCAGGTGTAGAGGTGAAATTCGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGTGAGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7243;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGCAGCGTGCAGGAAGAAGGT

CCTATGGGTTGTAAACTTCTTTTGTCGGGGAACAATGAGGAGCTCGTGTAATGCTTTGAATGTATCCGACGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCGAGTAAGTGAGACGTGAAAAGCCGCCGCTCAACCGGGGTAGTGCGTCTCATACTGGTGTACTTG
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AGTGCGGACGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAG

GCAGCTCACGAGGCCGTAACTGACGCTGAGGCACGGAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.5632),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGGGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGGCCA

AGTCAGAAGTGAAAGCCCGGGGCCCAACCCCGGAGCTGCTTTTGAAACTGTTTAGCTGGAGTGCAGGAGAGGCAGG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGTCGAAGGCGGCCTGCTGGACTGA

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7244;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTCATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGGCATTGAAACTGGGAAGCTTAAGTGCAGGAGAGGAGAGT

GGAAATCCTTATGTAGGGGTGAAATGCGTTAATGATAGGAGAAAACCCAGTTGCGAAGGGGGCTCTCTGGAATGGA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7247;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCATAAGTGACGATGGAAGTGACGGTAGCTTAGGAGGCAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCAGGAATGACTGGGCATAAAGGGCGTATAGGCGGCTGA

TTAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGGGGGAATTGCTTTGAAGACTGGTCGGCTTGAGTGCGGAAGAGGC

AAGTGGAATTCCCAGTGTAGCGGTGAAATTCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGAGTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7246;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCATCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTAATTGACGTTACCCGCAGA

AGAAGCCCCAGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCATGCGTTAATCGGATGTACTGGGCGT

GAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGGCTCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGTGAGGAATACCGGTG
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GCGAAGGCGGCCCCCTGTACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAATAGTCACTGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCACCCGCGAAAATACATAGGGAGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGCA

AGTCAGATGAGAAATCGGTGGGCTTAACCCACGAACTGCAGTGGAAACTGGTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7250;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGGTTTGGATACTGCGGGGCTTGAGTGGAGGAGAGG

AAAGCGGAAGTACCGGTGGAGCGGGGAAATGCGGAGAGATCGGTAGGAAAACCAGGGGCGAAGGCGGCTTTCTG

GACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7249;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGAATG

ATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAG

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACG

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAA

GTACGAGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGGGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7253;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Porphyromonas(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGGGGGCAATAAGGGTCTCGAGAGATCCGATGAGGGTATCCGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCGGTAAGTCAGTCGTGAAAAGCCGCCGCTCAACGGGTGTAGTGCGTTTGATACTGTTGGACTTG

AATGCGGATGAAGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTTACGGATCCGCAACTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7252;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGACTGAAGAAGGC

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGATAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGTAA

GTCAGATGTGAAAACTATGGGCTCAACCTAGAGACTGCATTTAAAACTGTACTTCTTGAGCGATGGAGAGGAAGGCG

GAATTCCCTGTGTAGCGGTGAAGTGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGTCAATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7254;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6346),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAGGAACGTGCGTAAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTGTGTAGGCGGTTTGGCAAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTT

AGACTTGAGTGCAGGAGAGGTTAATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGACGGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7255;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Ruminococcus(0.0110); 

ACGGGAGGCAGCAGTGGGGAGTATTGCTCAATGGGCGAAACCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCCGAAGACGAAGGAGGTGACGGTAATCTGTGAGGACGCCCCGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTACT

TAAGTTAGATGTGAAATGCGCGGGCTTAACTTGGGGAGTGCATCTAATACTGGTAAACTAGAGTACAGGAAAGGAA
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AGCGGAATTCCTGGTGTAGCGGTGAAATGCATAGAGATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACG

GACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7256;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGCTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGACTGGTAAGTCAGTGGTGAAAGTTAGCGGCTCAACCATTGAATTGCAGTTGAAACTGGTTGGCTTGA

GTACGGACGGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7258;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legionell

ales(0.0000),f:Coxiellaceae(0.0000),g:Coxiella(0.0000); 

TTCATGGATGACTTGGCCCAATGCTCCAATGTGCTCCCCCCACTTGATCTTCATAACACTATAGACCACCGCCCCGACG

GGGACGAAAAATTGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACGCCCTCTT

AAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAAGATTGCTGGAGGCCTC

CACTATGAAATCGCGTAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTCATGCTGATGGTTGGTT

TATCGTTTTTGACACTCTCACGTTGGCTGACGACCGATTAGAGGCGTTGTATGATAATCCCAATGCGTTGCGTGACTAT

TTTCGGGAGATGGGTCG 

>OTU7257;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGGGACGAAGAAGTGACGGTACCCAAGGAGGAATCTCCGTCTCACTACGTGCC

AGCACCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTAGGTA

AGTCAGATGTGAAATACCCGGGCTTAACCCGGGGGCTGCATCTGATACTGTCAGACTTGAGTGAAGGAGAGGAAAG

CGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGGCTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7259;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0113),g:Saccharofermentans(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCAGACCCAGCAACGCCGCGTGAGGGACGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAGGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTTCGTG

CCAGCAGCCGCGGTAATCAGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATACCCGGGCTTAACTTTGGGAGTGCATCTAATACGGTTAAACTAGAGTACTGGAGAGGAAA
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GAGGAATTCCTAGTGTAGCGGTGAAAGTCAGAGATATTATGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGGCTG

ACTCTGACGCTGAGACTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGCA 

>OTU7260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

TTTCGGGTTGTAAAGTTCTTTTATTAAGGACGATAATGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGAACGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTGGAAACTGTATTGCTAGAGTGAAGTAGAGGCAAG

TGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7261;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTACTCTGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGCGCTGAAGGTGGGGGGTGCATCTAATACTGGTTAACTAGAGTACAGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACC

GACACGGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7262;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Papillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCTGGTTTTAAACTTCTTTTACCCGGGACGAAGTACGTGACGGTACCTGTAGAAAAAGCAACGGCGAACAACGTGC

CACCAGCCGCGGTGAGACGTAGGCTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTGC

AAGTCAGCTGTGAAATCCCGGGGCTTAACCCCGGAAGTGCCGTTGAAACTGTTTGCCTTGAGTATCGGAGATGCAGG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGTTGCGAAGGCGGCTTGCAAGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Anaerobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCCACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTTTGGGACGAAACAAGACGGTACCAAAGGAGGAATCCACGGCTAACTACGTGCA

AGCAGCGGCGGTAATACGTCGGTGGCAGGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGTAATTA

AGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTCAAACTGAATATCTTGAGTGCAGGAGAGGAAAG
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CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7265;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0710),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGAGCG

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTCGCCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7263;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 

GCTGGCTGCTGAACGCCCTCTTACGGATATTCGCGATGAGTATAATTCCCCCAAAACGAAAGGTATTAAGGATGAGT

GTTCAAGATTGCTGGACGCCTCCACTATGAAATCGCGTAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAATGCGAC

AGGCTCATGCTGATGGTTGGTTTATCGTTTTTGACACTCTCACGTTGGCTGACGACCGATTAGAGGCGTTTTATGATA

ATCCCAATGCTTTGCGTGACTAGTTTCGTGATAGTGGTCGTATGGTTCTTGCGGCCGAGGGTCGCAAGGCTAATGATT

CACACGCCGACTGCTATCAGTAGTTGTGTGTGCCTGAGTATGGTACAGCGAATGGCCGTCTGCAGGTCCAGGC 

>OTU7264;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTCCGGCTCGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTCCCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTACGCCGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GTTAAGTCTGGAGTGAAAGTCCTGGTTTCAAGGTTGGAATTGCTTTTGATACTGATGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGAGGTGAAATGCGTAGAGATCAGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7268;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Listeriaceae(

0.0000),g:Listeria(0.0000); 

TTTTCTTTCCTCTCCCCCTTCTCTCCCCTCCCCTCCTCTTTCCCGTCTTTCCCGAACTTTTTCCAAGTATCGGCACCAGCTT

TATCAATACCATGCAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGC

CAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCA

TTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGGAAGCATGTGGCGCATAATCGCGGAAA

CCTGCTGTTGCTTGGAAAGAGTGGTGGTGTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCGGTTGAGAAGCA

AGCATCTCAGTTGGTGCATAGACCGGGTCGTT 
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>OTU7267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Parapedobacter(0.0087); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGAGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTGAGCGGTGAAAGCTCGGGGCTTAACCTGTGCAGTGCCGCGGAAACTGGGGTCCT

TGAATGCGGTCGAGGGCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTGTCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAGTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGGCGGAGGGGAAAGCCTTCGGCTTAAACGAAGAAGTTGAACGGAAACTGGGT

GACTTGAGTGGAGAAGAGGACAGTGAGACTCCATGTGTAGGGGGTGAATGGGTAGATATATGGAAGAACAACAGG

GGCGAAGGCGGCTGTCTGGGCTGCAAATGACGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCTG

GTA 

>OTU7270;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCCGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGAGTTATGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGTTAAGCCAGGTGTGAAAGCTTGGGGCTCAACCGGAGAACTGCAGTGGATACTGGGCTGCTTG

AGTGCGGGAGAGGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7272;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0904); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAATTCTTTTGAAACTGAAGAATAAGTATTGCTGGGAATGGCGATATGGTGACGGTAGGTTTTGC

ATAAGCCACGGCTAATTACGTGCCAGGCGCCGCGGTAACACGTCCGATGCGAGCGCTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCCTGGCGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACTTAGATGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTCTCAAGCAGATAACTGACGCTGATGTGCGAAGGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7271;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.0904); 

CGGGAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCCGTCAGCAGGGAAGAAAATGACGGTACATGACCAAGAAGCCCCGGCTAACTACGTGCCCG

CAGGCGCGGGAATACGTAGGGGGCAAGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGGCAA

GTCTGAAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTCTGGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTC

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7266;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGG

GCTTCGGCTTGTAAACCTCTGTCTTATGGGACGAAAAGAGTGACGGTACCACAGGGGTAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGCCATACGTGCGGGGCGAGTGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCATTGGATACTGTCGGACTTGAGTGCAGGAGAGG

AGAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAATGGCGAAGGCGGCTTTCGGG

ACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7274;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Xanthom

onadales(0.0000),f:Xanthomonadaceae(0.0000),g:Lysobacter(0.0000); 

TCTTTTCTTTCTTTTTTTTTCTCTTTCTTTCTTTCTTTCTTCTTCTCTTTCTGGTGTCGCCATGTCTAAATTGTTTGGAGGCG

GTCAAAAAGCCGCCTCAGGTGGCATTCAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCT

GGTATTAAATCTGCCATTCAAGGCTCTAATGTTCCTAACCCTGATGAGGCCGTCCCTAGTTTTGTTTCTGGTGCTTTGG

CTAAAGCTGGTAAAGGATTTCTTGAAGGTACGTTTCAGTCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATTTGTT

TGGACTTGGTGGCAAGTCTGCCGCTGAGAAAGGAAAGGATACTCGTG 

>OTU7275;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGAATAAAGTGTGCCACGTGTACAGTATTGGAGATACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGCCGTGCAAGGGTGTTGTGAAATTCAGGCGCTTAACCTGTGCACTGCAGCTGGAACTGTCAAGCTTGA

GTACGGGAAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7273;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 



6427 

 

ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCGTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCATCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTAATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGATTGTTAAGTCAGGTGTGAAAGACCGCAGCTCAACCGTGGAACTGCATTGGATACTAGCAGGCTTG

AATACTGTTGCCGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAAGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7276;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGAGACATAGGGAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAGTGCGTAGAGGGCGAGTGTTGTCCGGAGTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTGGATGTGAAATACCCGTGCTTAACTTGGGGGCTGCATCCCATACTGCAGGACTTGAGTGAAGGAGAGGAA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGCGGCGAAGGCGGCTCTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGTTCCTTAATGAATAATCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTTAGGGAGCAATCCTTGTCCGGATTTCCTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCAGGAACTGAAGTTGAAACTGAGTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCGGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7278;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Flavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGGAAACTTCTTTTCATAGGGACGAAGCAAGTGGCGGTACCTAAGGAATAAGCGACGGCTAACTACGAG

GCAGCAGCCGCGGTAATACGGAGGTGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCTTGAACTGCATTTGATACTGTAGATCTTGAGTTTCGTAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0615); 



6428 

 

AAGGAAGGGAGAAGGAGGGAAGAGTGGACAAGGGGGGAAACCCTGATGCAGCGACGCAGCGTAAAGGAAGAAG

GTCTTCGGATTGTAAACTTTTGTCGACAGGGAAGAAGAAAATGACAGTACCTGGGGAGGAAGCCCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGGGGCAAGCGTTATCCGTATTTACTGGGTGTAAAGGGAGCGTAGACGGA

TGGACAAGTCTGATGTGAAAGGCTGGGGCTCACCCCCGGGACTGCATTGGACACTGCCCGTCTTGAGTGCCGGAGA

GGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTG

GACTGTAACTGGCGTTGATGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7283;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Acetanaerobacterium(0.0326); 

CCTTCCTTCCTCCTTCTTTTCTCTTTCCCCCTTTTCTCCCCCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGTCCTCT

GGATTGTAAAACTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGCAGGCAAG

TCAGGCGTGAAATATATCGTCTCAACCGGTATCTGCGCGTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGCCAACTGGGCTTTTACT

GACGCTGAGTCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7282;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Fastidiosipila(0.0181); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAACTTCTGTTCCAAGGGACGAAGGACGTGACGGTAGCTGAGGAGGAAGCACCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGAGTG

GTAAGTTGGATGTGAAATACCCGGGCTTAACTCCGGAGCTGCTTTCAATACTGTAGCACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

GCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7281;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGCCCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGATAATGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACAGTTAAACTTGAGTGCAGAAGAGGAGAGT

GGAAAGCCATGAGTAGCGGTGGAATGCGTAGATATATGGCAGAACACCGGTGGCGAAGGCAGCTTTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 



6429 

 

ACGGGAGGCAGCAGTGGGGAATAGTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACAGAATGAAGGTACCTGAAGAACAAGGAGCGGATAACGAAGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGA

TTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGACAGGAG

AGTGGAATTCCTAGTGTAGCTGTGAAATTCGTAGAGATTAGGAAGAACCCCAGTGGCGAAGGCGACTCTCTTGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCATACAGGATTAGATACCCTGGTA 

>OTU7284;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:Flavobacteriia(0.0525),o:"Flavobacteriales"(

0.0352),f:Flavobacteriaceae(0.0086),g:Kordia(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGCAAGTCAGCGGTGAAAGGTCCGGGCTCAACCCGGAGAGGGCCGTGGATCCGGTGAGGCTG

AAATGCGGATGCTGTGGGAGGAATGGGTGGTGTGGCGGTGAAATGCATAGATATCACTAAGAACACCGATGGCGA

GGGCACCTCACAAAGCCCTAATTGACGTTGAGGCACAAAAGGGTGGGGACGGACCAGGATTAGATACCCTGGT 

>OTU7285;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:"Porphyromonadaceae"(0.0059),g:Coprobacter(0.0035); 

ACGGAAGGCAGCAGTGAGGAATATTGGCCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGTAATATGGGCGTCGCGTACGTCCGTTCAGAGTACCAGGGGAATAA

GCACCGGCTAATTCCTTCCAACCAGCCCCGGTATACCGGGGGATCGGAGCGTTATCCGGTTTCTTTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTGAGGTGTGAAATGCAGGGGCTCAACGTCGGGGCTGCCGTGGGTACTGCCGCGCTG

GAGTGCGGATAACGCCGGAGGGATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAA

GGCAGCTCGCAGATGCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7286;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCATCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATTGCAAG

CCAGATGTGAAAGCTCGGGGCTCAACCTGGGAACTGCATTTGGAACTGTAAGGCGAGAGTGAAGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 



6430 

 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCCCGGGGTTGCAGTGGAAACTGAATTTCTTGAGGGCAGGAGAGGAAAGC

GGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATACGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCTGGTTAAGTTAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCTTTTGATACTGGCATGCTTGA

GTGTGGAAGAGGCTGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CGTCTTGCTGGAGCGTAACTGACGCTGATGCGCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7289;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCAGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATGTCTATGGATGCTGTAGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTATAGCGGTGAAATGCGGAGAGATCGGTAGGAACAACAGTGGCGAAGGCGGCTTGCTGG

ACTGTAACTGACGCTGAGACGCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCAGGTA 

>OTU7291;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTTCCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACGACGTG

CCAGCAGCCGCGGTAAGACGGAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGTTG

CAAGTGGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCCAAACTGTAACTCTTGAGTGTCGGAGAGGAAA

GGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7290;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.2321),o:Rhizobiales

(0.0781),f:Rhodobiaceae(0.0252),g:Tepidamorphus(0.0076); 



6431 

 

ACGGGAGGCAGCAGTGGGGAACATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTTATAGAGGAAGATAATGACGGTACTCTCAGAGGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCTAGCGTTATTCGGAATTATTGGGTGTAAAGGGCGCGTAGGCGGATTAGTAA

GTCAAAAGTGAAATGCCAAGGCTCAACCTTGGAGTTGCATTTAAAACTGCTGTTCTTGAGATTGAAAGAGGATAGAG

GAATTCCTGGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTAGCTGGGTCATAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7292;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCAGGGATAAAGTGGGCCACGCGTGGCCTTTTGCCGGTAACGCTTGAATAAG

GACCGGCTAATTCCGTGCCCGCCGCCGCGGTAATACGGGAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTCGTGAAATGCAGATGCTCAACGTCTGCACTGCGGCGCGAACTGCTCGGCTT

GAGTGCGTTCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGAGGGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7293;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCCGTTCTCAAGGAAGATAATGACGGTACTTGTGGAGGATGCCCCGGCTAATTCCGTTCCTG

CAGCCGCGGTAATATGCAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAAGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCAGCCTGCTGGGCTCTAACTG

ACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7294;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACTTCATGATTAAGCCAAGGCTAACTACGAGC

CAGCAGCAGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTAATGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAGCTGCATTTGAAACTGTATCTCTTGAGTGCTTGCGAGGTAAG

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7295;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Anaerotruncus(0.0519); 



6432 

 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGGCTTTGGGGACGAAACAAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTGA

TTAAGTCAAGTGTTAAACCTATCGGCTCAACCGATAGTTGCGCTTGAAACTGGTCATCTTGAGTGGAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7296;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGAGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACGAAGTTCCAGCAGCCGCGGTAATACTTAGGGGGCAAACGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTACATCGGAAACCGGG

AGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7297;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGTTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGTGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCACCTTGGGTGCTGCATTCCAATCTGGTTATCTAGAGTTCTGGAGAGGGGAGTG

GAATTCCTAGTGTGGCGGTTACATGCGTAGACATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTACC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATTCCCTGGTA 

>OTU7298;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0457),g:Faecalibacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGAGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCGGTCTTTGGGGAAGATAAGGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGAC

AAGTTGGAAGTGAAACCCACGGGCTCGACCCATGAACTGCTTTCAAAACTGTTTTTCTTGAGTGGTGTAGAGCTAGGC

GGAATTCCCGGTGTATCGGTGGAATGCGTTGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCCCTA

ACTGCCGCTGGTTCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTG 

>OTU7299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.5720); 



6433 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTATGTGCCAGCAGCCGCGTTAATACGTATGTGGCAAGCGTTATCCGGGTTTATTGGGCGTA

AAGCGAGCGCAGGCGGATGCTTAAGGTAGATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7301;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTTCAGGAGAGGATAGTG

GAACTACTAGTGTAGCGGAGAAATGCGTAGAGAATAGGGAGAACACCAGTTGCGGAGGCGACTCTCTAGACTGTAA

CTGACGCTGGGACTCGAAGGCGTGAGAGGCAAACAGGATTAGATACCCTGGTA 

>OTU7302;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAAGCAGCCACGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATAATGATTTGCATGTATTATATGAATAAGGA

TCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAATCTTGCGGCTCAACCGTAAAATTGCAGTGGATACTGTCAGTCTAGA

GTACAGGATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCGGGGGGCAATAGGGGCGTCGCGCACGGCCGTTGAGATTACCCGGGGAATA

AGCATGGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTCGTCAAGCCAGGGGTGAAATGCACGGGCTCAACTGCGGAGCTGCCGTTGATACTGGCGCGC

TGGAGTGCGGATGACGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

AAGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7303;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Eubac

teriaceae(0.6350),g:Eubacterium(0.4787); 



6434 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTCGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATCAAACTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGTCGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1679),g:Blautia(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCA

AGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7305;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Subdoligranulum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAGGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGC

AAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTGTGGGAGAGAATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGACTATTTGGCCCAT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGCGATCAACTGTTCACGCAGTGCCGGTATCTAACCAG

AAAGTCACGGCTAACTACGTACCAGCAGCCGAAGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGGTCAAGCCTGTGGCTTAACCAAAAAAGTGCATCTGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7307;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 



6435 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAACCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGCCGGGGAGCAAGCCGGGTCTGCGGACCCGCGTTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGATTGTTAAGCCAGTGGTCAAAACGGGAGGCTCAACCTTCTGTCGCCATTGAAACTGGCAGTCTAG

AGTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTGACGAATCCGCTATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7308;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCGGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCAGCACGTGTGCTGTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGATTATTAAGCGTGACGTGAAATGTAGCGGCTCAAAGGCGGGAGTGCGTTGCGAACTGGTAGTCTT

GAGTGAGTTCGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTACAAGGCCTTTACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7309;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGCAGCGTGAGGGATGACGGT

CCTCTGGGTGGTAAACCTCTTCTGCTGGGGAGCAAAGAGCGCCACGTGCGGTGGGTGGCGTGTACCTTTACAATAAG

CATGGGCTAGTTCTGTGACGGCGGCCGCGGTAATTCGGAAGATGTGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATCACGCGAGTTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCAAACTGTTATTCTTG

AGTATGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATGGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCGGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7312;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTAGGGGTCGTAAACCTCGTTTATATAAGAATAAAGTACAGTATGTATAATGTTTTGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTTAGATGTGAAAGTTTGCGGCTCAACCGTTAAATTGCAGTTGATACTGGCGGTCTTGA

GTACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGGAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7310;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 



6436 

 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTCACTGGACTGCAAC

TGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7313;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.5579),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGCGTGTAGGCGGCCGATTAAGTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGGTT

GGCTTGAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTT

GCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7311;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9762),o:Desulfovibr

ionales(0.9497),f:Desulfovibrionaceae(0.9201),g:Bilophila(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCGCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCGTGACGGTACCCCCA

AAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATCACTGGGC

GTAAAGCGCACGTAGGCGGATTGGTAAGTCAGTGGTGAAAGTCCGCAGCCCAACTGTGGAACTGCCTTTGATACTGT

CAGGCTTGAGTACCGGAGAGGTTGGCGGAATTCCAGGTGCAGGAGTGAAATGCGTAGATATCTGGAGGAACACCG

GCGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGATGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCC

TGGTA 

>OTU7315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTTAACTTGGGTTCTGCATTTCAAACTGGTTTACAAGAGTTGAGGAGAGGAGAATT

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAAGAAGGACCACAGTGGCGAAGGCGACTTTCTGGACTGTAA

CTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACAAGATTAGATACCCTGGTA 



6437 

 

>OTU7314;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XIII(0.0457),g:Anaerovorax(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTGATTAGGGACGAAAAAATGACTGTACCTTAAGATCAAGCCCCGGCTAACTACGTTCC

AGCAGCCGCGGTAATACGTAGGGGGCCAACGTTTTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCA

AGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCATTCAAAACTACGAGACTTGAGTGTGGGAGAGAAAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTAATTGGCCGA

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7316;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGTAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGATTTTTAAGTCAGCGGTAAAATCGCGAGGCTCAACCTTGTGCCGCCGTTGAAACTGGAGATCTTGAGT

GGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGC

AGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7320;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotrich

ales(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

TCTTAATCATTTTATTAAATATATTATTTTTCTCCAGCCACTTAATTGATTTTATTTATGTTTTGTGCTATTGCTGGCGGT

ATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCTCCGGTGGCATTCAA

GGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAAT

GTTCCTAACCCTGATGAGGCCGTCCCTAGTTTTGTGTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGT

ACGTTGCAGGCTGGCACTTCTGCCGTTTC 

>OTU7317;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAACCTCTGTCCTCAAGGAAGAAAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTATCGTAA

GTCAGAGGTGAAAGTTCGCGGCTCAACCGTAAGATTGCAGTTGGTACTGGCCTGCTAGAGTGTGGTAGAGGCAGGT

GGAATTTGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCGGCTTGCTGGACCGTAA

CTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0076); 



6438 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGACTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTAAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTT

GAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7318;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.6350),g:Clostridium_XlVa(0.4351); 

ACTTTATTCATCATTTTTTAATATTTCACAATTTTTTTAAACCCTTATTCAGCAACTCCTCTTGAGTGATGAATGTTTTCG

GATCTTAAATCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAAGAAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCAAGTCTG

AAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTTAGACTTGAGTGCAGGAGAGGTAAGTGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGA

CGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGC

GCAGGCTGCTTGTTAAGTCAGATGTGAAAGCCATTGGCTTAACCAAAGAACTGCATTGGAAACTGGTAGACTTGAGT

GCGGAAGAGGACGGTGGAACGCCATGTGTAGCGGCGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGC

GGCTGGCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7322;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGAGACTGTCGCGCTGG

AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7323;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1485),g:Butyricimonas(0.0326); 



6439 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGG

CGCGTAGACGGCCGAGTAAGTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTGCCTGTAATACTGCTTGGCTTG

AGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7324;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGA

GCGTAGGCGGTTAATTAAGTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGA

GTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAG

GCGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0086),g:Mangroviflexus(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTCGCGTGCAGGAATAAGGCC

CTATGGGTCGCAGACTTCTTTTGCATGAAAATAAATAGTGGGACGAGTCCCACCCTGTAGGTATCATTCGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGCAGGCGGGTCTGTAAGCCCGTGGGGAAAGCCTGGGGCTCAACGCCAGAAGTGCCGCGGGAACTGCAGGTCTTG

AGTCGTGACGAGGGCGGCGGAATGCGAAGTGTAGCGGTGAAATGCTTAGATAGTTCGCAGAACGCCGAGTGCGAA

GGCAGCCGTCCAGGGACGCACTGACGGTGAGGCACGAAGGCATGGGGAGGGAACAGGATTAGATACCCTGGTA 

>OTU7327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGAAGTAACGGTAACTGATGAATAAACCACCGCTAACTACGTG

CCAGCCACCGCGGTAATACGTAGGTGGCGCGCCTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCTATGAACTGCATTTGAAACTGGATTGCTTGAGTGTCGGAGAGGTAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7329;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 



6440 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGGGGAAGCAGCGGCGAACTACGTGAC

AGAAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGTGGTGAAAGGTATGGGCTTATCCCATAGACTGCCATTGAAACTGTTTTCCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGAGTGTTGCGGTGTAATGCGTAGATATTCGGAGGAACACCCGTGGCGATGGCGACCTGCTGGGCTTTA

ACTTACGCTGAGGCTCGAAAGTGTGGGGAGCAAACATGATTAGATACCCTGGTA 

>OTU7326;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Intestinimonas(0.0066); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCTAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCTCGGTAATACATAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTAT

AAGTCCGGAGTGAAAGTCCTGCTGTTAAGGTGGGAATTGCTTTGGATACTGCTTGGCTTGAGTGACGGCGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGCTCGGTAGGAACACCAGTGGTGAAGGCGGCTTTCTGGACTG

CAACTGCCGCTGAGCCGCGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTA 

>OTU7328;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGGGATAAAGTGCAGTATGTATACTGTTTTGTAGGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCGGATTTGAAAGGTTGCGGCTCAACGGTAAAACTGCAGTTGATACTGGCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAGGGC

AGTTCGCTGGACTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTTACGGTAATTACTTAG

AACGTCACGGCTCACTCCGTGCCAGCAGCCGCGGTCATACGTAGGTGCCAAGCGTTGTCCGGTTTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCCATAAGTCTGATGTGAAAGCCGGCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTGGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7330;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0560),g:Alloprevotella(0.0134); 



6441 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCAAGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTT

GAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGTGA

AGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACTCTGGTA 

>OTU7332;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTAGGGGTTGTAAACTGCGTTTATACGGGGGTAAAGTGAGCCACGTGTGGCTTATTGCATGTACCGGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGGAAGACGGAAGGCCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGGATTGCAGCGCGAACTGGCAGACT

TGAGTGCACGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGTGCAAATGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCATCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATTAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATACGGAT

CGGCTAACTCCGTGCCAGCATCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGTGTTTAAAGGGAAC

GTAGATGGATGTTTAAGTCAGTTGAAAAAGTTTGCGGCTTAACCGTAAAATTGCAGTTGATACTTGATATCTTGAGTG

CAGTTGAGGCAGGCTGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAATGCAAG

TGCCTGGAGTGCTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7336;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Porphyromonadaceae"(0.4914),g:Butyricimonas(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGATGGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGTTCTTGA

GTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGG

CGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 



6442 

 

ATGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGCGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGATAA

GTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGAGAGTAGTTGCGGTAGGCG

GAATGTATGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7333;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGGGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCC

TTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTAAGGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGGAT

TAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGTCGGCTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGCGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGCGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGTAATACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGTC

CTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGACTAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGTTAAGTGTGAGGTTAAATGCTTGTGCTCAACAGGAGTTTGCCTTGAAAACTGTCAGACTAGGA

TGTCAACGGCGCAGGCGGAATGAATCATGTAGCGGTAATATGCATAGATATGAATCAAAACACCGATCGCGAAGGC

AGCTTACGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAAGATTAGATACCCTGGTA 

>OTU7340;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGTGAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCGAATACTGTGGAGCTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 



6443 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCTGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTCCTTGA

GTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7337;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGGAATTTTGGGCAATGGACGCAACCCTGACCCAGCAACGCCGCGTGAATGATGAAGGTC

TTCGGATTGTAAAGCTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCGGA

TCAAGTCGAGTGTGAAATTCCGGGGCTGAACGCGGGAACTACAGTGGAAACTGGCGGGCTTGAGTGCAGAAGAGG

TAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCGGAGGCGAAAGCGGCTTACTGG

GCTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7343;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTAGTGCGGGACTAAAGTGTGTGACGTTTCCCATATTGCAGGTACCGCCAGAAAAACG

ACCGGCTAATTCCGTGCCAGCAGCCGCGTTAATACGGAAGGGCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGGGTAAGCGAGTGGTGAAACGCAGGTGCTCAACGTTTGAACTGCCGTGGAAACTGCTGAGCTTG

AGTGCGCGCAATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAGCGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCATGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAGA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0204); 



6444 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGATGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCATGGGCTTAACCCATAGACTGCATGTGAAACTATTCCCCTAGAGTATCAGAAAGGCAA

GCAGAATTCCTAGTGTAGCGATGAAATGCGTAGATATTAAGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7344;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Gemmiger(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAACGTTCTCTAATCATCATCCTACTGACGGCACCTTCCAAG

GAAGCACCGGCTAACTCCGTGCCAGCACCCGCGGCAATACGGATGGTGCAAGCGTGGTCCGGAATTACTGGGTGTA

AAGGGAGTGCAGGCGGAGCGGCAAGTTGGAAGTGAAAGCTAGGGGCTCAACCCAGAAACTGCTTTCGAAACTGCT

GGGCTTGAGTAGTGGAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAG

TGGCGAAGGCGACCTACTGGGCACTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7345;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGAGTTGTAAACTTCTTTTATAGGGGAATAAAGTGTGCCACGTATGGCGTATTGTAGGTACCCTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCTGAGCGTTATCCGGATTTATTGGGTTAAAAGGGA

GCGTAGGCGGACTTGTAAGTCAGTTGTGAAATGTTGTGGCTCAACCTGAGAATTGCAGCGCGTACTGTCAGTCTTGA

GTGCAGAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGGAGTGCAACTGACACTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAAGATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCGGGGGGGAAGATAAGGACGGGACCAAAGGAGGAAGACAGGGCGAACTACGGGC

CAGCAGCCGCGGTAAAACGTAGGAGGGGAGCGTTATCCGGATTTACTGGGAGTAAAGGGAGCGTAGGCGGATGAT

TAAGTGGGATGTGAAATACCCTGGCTCAACTTGGGTGCTTCATTCCAAACTGGTTCTCTAGCGTGCCGGCGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGCTTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7346;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_3(0.0355),g:Caloranaerobacter(0.0087); 



6445 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGC

CAAGCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCGAGTGCGTGCGAGGAAG

GCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCG

CTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9827),o:Clostridiales(0.9843),f:Lachn

ospiraceae(0.9387),g:Clostridium_XlVa(0.5720); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCTCGCAAGAGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

CAGACGGCTAAGCAAGTCTGAAGTGAAACCCCACGGCTCAACCGTGGGCTTGCTTTGGAAACTGTTTGGCTAGAGTA

CTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCG

GCTTACTGGACAGCAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7349;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCTACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GCCCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGATGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCATCGCGAACTGCGAGACTCG

AGTGTGCAGGAAGTAGGTGGAATTCGTCGTGTAGCGGTGAAATGCGTAGAGATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Faecalibacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCAACA

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTG

TAAAGGGAGCGCAGGCGGAAGGACAAGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGT

TTTTCTTGAGTGGTGTAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAG

TGGCGAAGGCGGCCTACTGGGCACTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7351;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0560),g:Anaerorhabdus(0.0134); 



6446 

 

ACGGGAGGCAGCAGTAAGGAATTTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAACTCTGTTGTAAAGGAAGAATGTCATATATAGGAAATGATATATGAGTGACGGTACTTTACTAG

AAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGTGCGCAGGCGGTCTGTTAAGGTTGGTGTGAAAGCGTGGGGCTCAACCCCATACAGCATCGAATACTGGCAGA

CTAGAGTGCAGAAGAGGGTAATGGAACTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGCGGC

GAAGGCGGTTACCTGGTCTGTAACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU7354;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGCGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGCAAGTCAAGTCGGCGGTCAAACTGCGGGGCTCAACCCCGTACCGCCGTCGAAACTGGCGTGCT

TGAGTGGAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGA

AGGCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7355;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2184),g:Ruminococcus2(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGAGGGTACCTGACCAAGAAGCCCCGGCTAATTACGTGCCA

GCAGCGGCGGGAATGCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCAGGAGTGCAGTGGAAACTGGTTGTCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7352;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGTGACGAATTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGTAAATGACGGCACCTGACTAAGAATCCCCGTCTAACTACGTGCCAG

CCGCCGCGGTACTACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGACTTTTAAG

TGAGATGTGAAATACACGGGCTCAACTGGGGAGCTGCATTCGAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7353;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0230); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATGT

AAGCGTAGGGTATAAGGCGACAGCCCAACGGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTGGAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7356;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTATCCGTAGAA

GAAGCACAGGCTAACTCCGTCCCAGCAGCCGCGGTAATACGGAGGGTGCATGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGTGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTTCATCTGAGAATGGCAA

GCTTGAGTCGCGTAGGGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTTGGGATCTAGAGAAATACCGGTG

GGGAAGGCGGCCCCCTGGACGCAGACTGACGCTCAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7357;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1291),g:Anaerostipes(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGTGTTATCCGGAATTACTGGATGTAAAGGGAGCGCAGGCGGAAGGACA

AGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTTCTTGAGTGGTGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7359;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGTGCAATGGGGGAAACCCTGACACAGCAATGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTGTCAAGGACGATAATGACGGTACTTGACGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGCAAG

TCAGACGTGAAATCTGTGGGCTCAACTCGCGAATTGCGATTGAAACTGTTAGTCTTGAGTGGAGTAGAGGTAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCGTTAAC

TGACGTTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7358;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCA

AGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGG

AGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7361;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Faecalibacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCGGAAGGACAAGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTTCTT

GAGTGGTGTAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGA

AGGCGCCTTTCTGGACTGTGTCTGACGCTGAGATGCGAAAGCCAGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7360;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

TAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAA

TCGGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCAAAGGCGGATTGCTGGACAG

CAACTGACGGTGGGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGTA 

>OTU7363;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGGATAAAGTGAGCTACGTGTAGTTTATTGCAGCTACCATACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTGTCAAGCGTGCTGTGAAATGCTGGGGCTCAACCTTAGGATTGCAGCGCGAACTGTCAGACTTGA

GTGGGCACAACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCGGGAGCTCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7362;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAATGC

CTTCGGGTCGGAAAGCTCTGTCCGCAAGGGAGATAATGACGGTACGTGAGGAGGAAGCCCCGTCTAACTACGTGAC

AGCAGCCGCGGTAATACGTAAGCGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGATGTGAAAACCCGGTGCTCAACCCCGGGAATGCAGTTGAAACTATGCGGCTAGAGTGTAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7364;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTGATGTAAG

TCAGTGGTGAAATGTGCCGGCTTAACCGGTAAACTGCCGTTGATACTGCATTGCTGGAATACGGTTGCCGTGGGAGG

AATGTGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGGGCGATT

GACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7365;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACCTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCTTTATAA

GTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGGAGAGGTTATCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7366;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.4224),g:Odoribacter(0.1735); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTCCTTCCGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGCCCTAT

GGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCGGTTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGTACA

GACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCAGCT

TACCAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7369;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Megasphaera(0.0000); 
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CCTCTATCCCCTTATTATTTTCAATTGTAATAATACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCAT

GCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAA

ATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAG

GGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTGCACGTAATTTGTGACGCACGTTTTCTTCTG

AGTC 

>OTU7367;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGAATGTAAAGCTCTATCCGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGCA

AGTCTGATGTGAAAACCCGGGGCTTAACCGGTGTACTGCTTTTGAAACTGTTTTTCTGGAGTGACGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7368;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGGAGATTAA

GCGCAGGGTTTAAGGCAATGGCTTAACCACTGTATGCCCCGTGAACTGATCTTCTTGAGTGCAGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGTACGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7371;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pepto

streptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCAGCGTGAGGGAAGAATGC

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGGGACGGTAGCCAAGGAGGATGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTCGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAGCTTGAGGGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGGGGTGAAATGCGTAGATATTAGGGGGAAAACCAGTAGGGAAGGCGGGTTTCTGGACTG

TAACTGACAGTGAGGCACGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU7370;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGACTGAACCAGCCAAGTAGCGTGAAGGATGACTGTT

CTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGTATGCGTCCTGTTTTGTATGTACCTCATGAATAAGCAT
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CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGTGGCCGTTTAAGTCAGCGGTGAAAGTTTGCGGCTCAACCAGAGATGTGCCGGGGAAACTGGCGTGCTTGAG

TAGGTATGGCGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGGC

AGCTGGCGAAGCCACAACTGACACTAAAGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7373;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1707),c:Flavobacteriia(0.0324),o:"Flavobacteriales"(

0.0231),f:Flavobacteriaceae(0.0059),g:Galbibacter(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGAGACCCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGAAAACTTCTTTAGACGCAAAGCAATAAGGGCCACGTGTGGTTCGATGAGCGTATGCGTAGAATAAG

CATCGGCCCACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGGAAGTGGCGTTGATACTTTGATGCTTG

AATGCGGATGCAGTGGGAGGAAAGAGTGGTGTAGCGGTGAAATGCATAGGAAACACTCAGAACACCGAGTGCGAA

GGGCTCTCACAAGTACGCAATTGACGCTGGGGCACGAAAGCGTGGGGAACGAACAAGATTAAGTACCCTGGTA 

>OTU7372;tax=d:Bacteria(0.5302),p:"Actinobacteria"(0.0319),c:Actinobacteria(0.0102),o:Actinomycetales(

0.0074),f:Corynebacteriaceae(0.0022),g:Corynebacterium(0.0021); 

ACGGAAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGACTGAACTCCAGTCACGTAGTTAGCTC

GTAGGCCGTCTTCGCCCTGAAATAAGAAACGAAAAAATGACTGTACCTAAAGAACAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGTGGTAAAGGGTGCGTAGGTGGTTTAGCA

AGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTTCTGCTTTTAAAACTACTAGACGTGAGTGTGGGAGAGAATAG

TGGAATTCCTAGGGTAGCGGTGGAATGCGTATTTTTTTTTTTAATGATACGTCGACCACCGGGATCTACACTCTTTCCC

TACCCGACGCTCTTCCGAGCTACGGAAGGCAGCAGGATTAGATACCCTGGTA 

>OTU7374;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0355),g:Blautia(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACTCCGATGCAGCGACGTCGCGTGACTGAAGACGTA

TCTCGGTGTTTTAAGGTCTATCAGCAAGGAAGAAAATGACGGTACGTGACTAAGAAGCCACGGCTCACTACGTGCAA

GCCCCCGCGGTTATATGTCAGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCGTGAAGTGAAAGGCAGGGGCTCAACCGCGAGAAGTGCTTTGGGAACTGTCGGACTTGAGTGAAGTAGGGGCGA

GCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTACTGGGCTG

TAACTGACGCTAAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7375;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAACTGTCCCACGTGTGGCATATTGCAGGTACCCTACGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGTCTGATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTCGGCACTGCCGCGCGAACTGTGAGACTTGA

GTGCACATGAGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGAGATGACAAAGAACTCCGATTGCGAAGG

CAGCTTACTGTAGCACAACTGACGTTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGACGGC

CCTATGGGTCGTAAACGGCTTTGGTCCCGGAGCAATAAGAGGCACGCGTGGGTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCGTGCGTGAAATTTCCACGCCCCACGTGGAACGTGCGTTTGCTACTGGCGTCCTT

GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAAGCCGGAATTGACGCCGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATTCCCTGGTA 

>OTU7376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Kordia(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAGGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGTTGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGTTTCGATCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGGCACGGGCTCAACCCGGAAAGTGCAGTTGATAATGGGAGGCT

GGAAGGCGGAAGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCG

AAGGCAGCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7379;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Spirochaetaceae(0.0000),g:Borrelia(0.0000); 

GTCTGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCTTTCCGGACCCGCCTTCTGGTGATTTGCAAGACCGCG

TACTTCTTCGCCCCCATGATTATGACCAGTGTTTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAA

TGTGACCGTTTATCGCAATCTGCCGACCACTCGCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTTAT

AACGCCGAAGCGGTAAAAATGTTAAGTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCTGA

GGAGTTTAATCATGTTTCAGACTTGTATTTCTCGCCATAATTCAAACG 

>OTU7378;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTCACCAAGGACGAAGTACGTGATGGTACTTGCAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAAATCACGGGCTTAACCCCGGAACTGCGTTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAA



6453 

 

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7380;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobacte

riales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanosphaera(0.0000); 

AGACCCCTCATGTCAATCGATGTGGTAGAAGTCGTCATTTGGCGAGACAGCTCAGTCTCCGGCGGAAGCGGAGCAGT

CCAAATGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGT

ACGGTCAGGCATCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATTTT

ATTGGTATCAGGGTTAATCGTGCCAAGAAAAGCGGCATGGTCAATATAACCAGTAGGGGTAACAGTCGGGAGAGGA

GGGGCATTAACACCATCCGTCAGGAACGTA 

>OTU7381;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9180),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGGCTGATGGAGCAACGCCGCGGGAGTGAAGAAGGG

TTTCGGATAGTAAAGCACTGGTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCATTACATGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGAGGAAAGCGATGTCCGGAATTATTGGGCGT

AAAGCCAGCGCAGGCGGAAAAATAAGTCTCATGGTAAAGCCCTCTGCTTAACCGAAGACCTGCATCTAAAACTGCTTT

TCTTGCGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATTCGTAGATATATGGAAGCACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTTGATACCCTGGTA 

>OTU7385;tax=d:Bacteria(0.0014),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Flammeovirgaceae(0.0000),g:Aureibacter(0.0000); 

CCTTCCCCTCCTCCCTCTTCCCCTTCTTCCCCGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGC

AAGCTGCAATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTAAATCTCT

TTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCA

CAGAATGTTTATAGGTCTGTTGAACACCGCCAGAAAACTGGCGTAACGACGTTTGGTCAGTTCCAACAACATCATAGC

CAGATGCCCAGGGATTAGAGCGAATTACAAGTACAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAA

GAAATAACATCATGGTAACGCTGCATGAAGTAATCACGTTCGTGGTCAGTATGCAAATTAGCATAAGCAGCTT 

>OTU7383;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

CCTTCCTTCCTCCTTTCGGCCTCTTTTTCCCTGGGCGCGCGCCTGAACCAGCCAAGTAGCGTGCAGGAAGAATGTCCTA

TGGATTGTAAACTGCTTTTATACGGGAATAAAGTTCTCCACGTGTGGAGTTTTGCATGTACCGTATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGC

AGGTGGGCGTGTAAGTCAGTTGTGAAAGTTCGTGGCCCAACCACGGAATTGCAGTTGAAACTGCATGCCTTGAGTGC

GGTAGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGGCAGC

TTACTGGACCGTAACTGACCCTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU7382;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTAGCA

AGTTTGAAGTGAAAACCCGGGGCTCAACCTCGGAAGTGCATTGAAAACTGTTTATCTAGAGTGCCAGAGGGGTTAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGTCGATA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7384;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATAGTGGACAATGGGGGAAACCCTGATCCAGCCACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCGCCAAGGAAGAAAATGACGGTACTTTACTAAGAAGCCCCGGCTAACTACGTTCCAT

CAGCCGCGGCAATCCGCATGCCGCCAGCCTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGCAAG

TCTGAAGTGAAAGCCCCGGGCTCAACACGGGAACTGCGTTGGAAACTGTTTAGCTAGAGTGCAGGAGAGGGAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGAAGAAAGGCCCGCAAGGGAGATGACGGTACCTGACTAAGAAGTCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

CAGACGGCAGTGCAAGTCTGAAGTGGAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTTCTGCTAGAGT

ACTGGAAGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGC

GGCTTGCCGGACAGCAACTGACGTTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCATGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGT

GCGTAGGTGGTTTCTTAAGTCAGCTGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGTCTTGAG

TATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCTGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU7388;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9798),o:Desulfovibr

ionales(0.9753),f:Desulfovibrionaceae(0.9294),g:Desulfovibrio(0.9686); 

AAGGAAGGAAGAAGAGGGGAAGAGGGGGGAAGGGGAGAAAGAAGGAAGGAGAGACGAAGAGTGAGGGATGAA

GGTCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTACCTTCA

AAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAAGCACTGGGC

GTAAAGCGCACGTAGGCTGTTATGTAAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGC

ACGACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAG

TGGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7387;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_2(0.0252),g:Alkaliphilus(0.0076); 

CCTTCCTTCCTCCTTCTTTCCTCTTTCTCCCTTTCTTCCCATCTGCCTCCTTGACGCCGCGTGCAGGAAGAAGGGTTTCGG

ATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCAGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGAGAAGCAAGTTAG

TTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTACTTCCCTCGAGTGCTGGAGAGGAAAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAACTGAC

GTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCTGATTGTAAAATTCTTTTATTAAGGACTAAGAAGTTACTTTACTTAATGAATAAGCTCCGTCTAACTACGTGCCAT

CAGCCGCGGTATTCCGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAAG

TCAGAGGTGAAATCCGTGGGATTAACACACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCGG

AATTACCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAAC

TGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7393;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTGGGGGAGTAACGGGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAA

GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGCGCCAAGTCAGCGGTGAAAGTTCGGGGCTCAACCCGGTGTAGCCGTTGAAACTGGCGTGCTC

GGGTGCGTGAAAGGGAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCTTTCCAGCGCGCTAATGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 



6456 

 

>OTU7391;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCATCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GGCAGATGTGAAAGCGCGGGGCTCAACCAAGGGAGTGCATTTGAAACTGCGGGGCTGGAGTGGAGGAGAGGAAG

GAGGAAATCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ATGACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7394;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

ATATGAGAAGAGCCCTACCGCTGATTCTGCGTTTGCTGATGACCTAAGTCACCCTCAGCCCTAACCTTGCGAGTCATTT

CTTTGCTTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCT

GCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCA

TCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAAGCTCGTTTTGAGT

CTCATTTTGCATCTCGGCAATCTCTTTCTGATTGGCCAGTTGCAGTGTAGTAAGCTCTGGTTGATTCTCAAATCCGGC 

>OTU7392;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Saccharofermentans(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGATGACGGT

CTTCGGATTGTAAACTTCTTTGATTGGGGAAGAACAAAATGACCTACCCAAAGAACAAGTCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGACAAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGCCTTGCA

AGTCAGAAGTGAAATTCTCGGGCTCAACCCGGGCGCTGCTTCTGAAACTGTAGGGCTTGAGTGCTGGAGGGGATAG

CGGAATTCCTAGTGGAGCGGTAAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTATCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7395;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Epsilonproteobacteria(0.7881),o:Campylob

acterales(0.5023),f:Helicobacteraceae(0.3204),g:Helicobacter(0.0904); 

ACGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAAAGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAA

GTCAGATGCGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCCTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7399;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 
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GTCCGGGGCAGGACGTCCATAGTCACCCAGTCCTTGCCGGTATAATACCCACCATCATGGCGCCCATCCAAAGGATA

AACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGG

GTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGC

AATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAAGATAACGTTGACGATGGAGCTGGAGGTGTC

TGTAAAACAGGTGCCGAAGAAGCGGGAGGAACAGAAGTGAGAACCAGCTGAGCAGAAAAAAAGGTTGAAGGATG

GCGAGAAATAAAAGTCGGAAACATG 

>OTU7397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0519); 

ATGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGAAACGCCGCGCGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTATTATCAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACCACGTGCC

AGCAGCCGCGGTAATACGCAGGGAGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCAAGAACTGCATTTGAAACTGTTTTGCTTTAGTGAAATAGAGGCAGG

CGGAATTCCCTGTATAGCGGTGAGATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCCGCCTGCTGGGCTTT

AGCTGGCGCTGAGCCACAAAAGCGTGGGTAGCAAACATGATTAGATACCCTGGTA 

>OTU7396;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Natranaerobiales(0.1483),f:N

atranaerobiaceae(0.0560),g:Dethiobacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGGTTGTAAACCTCTGTCCTTGGTGAAAAGAAAGGATGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCCAATT

AAGTCTGAAGTGAAATCCCTGGTTTCAAGTCAGGGTCTGCTTTGGAAACTGGTTGGCTTGAGTGCAGGAGAGGTTAT

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGGTAACTGGACTG

TAACTGACGCTAAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAA

AGGGTGCGTAGACGGGAATATAAGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGGAAGC

CTTGAGTGCACGCAGGGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGGAGAACTCCGAAAGC

GAAGGCAAGTGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGAGTGAGTGAAGAAGGG

TTTCGGCTCGAAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGTGTAACTGTTTACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTAAACCGAATAAGTACCTCGGCAACCGTGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGCTATATTGAAGAACACCCGTGA

CGAAGGCGGCTGTCGTGTCTGCAACTGACGCTGTGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

G 

>OTU7403;tax=d:Bacteria(0.0024),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f:

Chlamydiaceae(0.0000),g:Chlamydia(0.0000); 

AGGTGAAGTAAAAGGTTCATACTTAAACATCACTGCAGCAACAATGGAAGAAGTGTACAAGCGTGCTGAGTACGCTA

AAGCTGCTGGTTCTATCGTTGTAATGATCGATTTAGTTATGGGTTACACAGCAATTCAAAGTTCAGCTATCTGGGCTCG

TGAAAACGATATGCTTTTACATTTACACCGTGCCGGTAACTCAACTTACGCGCGTCAAAAAAATCATGGTATTAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCTGGTACTGTTGTAGGTAAATTAGAAGG 

>OTU7404;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Lactonifactor(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGCTTAAGAAGCCCCGGCTACCTACGTGCCA

GCAGCCGCCGTAATACGACGGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCTGAAGTGAAAGCCCCGGGCTCAACCTGGGTACTGCATTGGAAACTGTATTGCTGGAGTACTGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7402;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACG

AGTCTTGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7400;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 
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ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGTCGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCATGTCAAGTCAGCGGTGAAAGGCCCCGGCTCAACCCCGAAAGTGCCGTTGATACTGTGAGGCTGG

AGTGCGTATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACAAAGCCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7405;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legionell

ales(0.0000),f:Legionellaceae(0.0000),g:Legionella(0.0000); 

AATAACCCTGCCACCAATGCTTAGGGATTTTCTTGGTATCAGGGTTAATCGTGCCACGACACGCGGCATGGTCAATAT

AACCAGTAGTGTTAACAGTCTGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAA

CGTGACGATGAGGGACATAAAAAGTAAAAATGTCTGCAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAG

ACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGGTGAAATGGTAATAAGACGA

CCAATCTGACCAGCAAGGAAGCAAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTGTGAATATTAGACA

TAATTTATCCTCAAGTAA 

>OTU7406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCTTCG

CAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAATGCGGATGCTGTG

GGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGT

GTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATGCCCTGGTA 

>OTU7408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTACTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTACTTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACTTG

AGTGGGGAAGAAGTAGGCGGAATTCGGAGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCAGTGGCGAA

GGCGGCCTGCTGTGGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7407;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 



6460 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGGGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTGGCGGGGGGAGAAAACGCGCCACGCGTGGCGTCTTGCAGGTACCCCGCGAATAAG

GGCCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGAGGACCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGACCTTAAGTCAGGTCTGCCCTCCGGCGGCCCCCCCGTCGGCCTGCCTTTTCTACTGGGGTCCTTC

AGTTCGGACGATCCCGGCGGAATTCCTCGTGTAGCGGTGACCTGCATAGCTCTCGCGAAGAACCCCGATTGCGTCGG

CCGCCTGCCAGGCCGCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7410;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCCACGGGTTGTAAACTTCTTTTTCCGGGGAATAACCGCCGCTACGTGTAGCGGTCTGCATGTACCCGGTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAATGGTAAGTCAGCCGGTAAATAGCGGGGCTCAACCCCGTAGTGCGGTTGAAACTGCCGTTCTTGA

GTGCACGAGAGGTAGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGTGTGTTACTGACGCTGATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7411;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTTGGGAAAAAAGTGCGGAACGTGTCCGGCTTTCCATGTCCCATTTGAATAAGA

ACCGGCTAATTCCGTGCCAGCAGCCGCGTTAATCCGGAAGGTCCGGCCTTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGGGCGGCGCGAACTGGTCCACTTG

AGTACGCAGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7409;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Betaproteobacteria(0.8048),o:Burkholderi

ales(0.4652),f:Sutterellaceae(0.2864),g:Sutterella(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGTTCTTTTATTAAGGACGAAGAAATGACGGTACCCGACTAAGAAGCCCCGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCTGTA

AGTTAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCATTTATGACTGCAGAACTCGAGATTGTCAGAGGATAGT

GGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAGTGGCGAAGGCAGCCCTCTGGGACATA

ACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7412;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 



6461 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGGACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGATTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTATTAAGTGTGTTGTGAAATGTCGTGGCTCAACCTGTGCATTGCAGCGCATACTGTGCGACTTGA

GTGCGCGGAAAGCGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTATAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTTGTA 

>OTU7414;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.9866),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGAGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTTGTTGGAGAAGAACGTGCGTGCGAGTAACTGCTCACGCAGTGACGGTATCCACCCA

GATAGTCACCGCTAACTACGTGCCCGCAGCCGCGGTAAACACGTGGTGTCCAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAATGCTGGGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGGATAAGAGGAAGGTGGAACTCCATGTGTAGCGGTGGAATGTGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTAGTCTGTAACTGACGCTGAGGCATGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7413;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7415;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTTGA

GTATACATAAGGATGGTGGAGTTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCATCTGGGGTATTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 



6462 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACAGTAATCAACCAG

CAAGTCACGGCTAACTACGTGCCATCAGCCGCGGTAATATGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCGAAAGTGAAAGCCCTAGGCTTAAACGAAGAACTGCATCGAAAACTGTTCT

TATTGAGTGCAGAAGAGGAGAGTGGAAGACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTACAGCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

AAGGGAGGGAGAAGGAGGGAAGAGGAGAAAAAGGGAGAAAGGATGATGCAGCAACGCCGCGTGAGCGATGAAG

GCCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGGAGTGAAAGGCTACGGCTCCACCGTAGTAAGCTCTTGACACTGGGAAACTTGAGTTCAGGAGAGGAAAGT

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACCCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7420;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteria

_genera_incertae_sedis(0.0000); 

GGTATTGTCTGTGAGCGCTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGCCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGCG

GGATGGGGTGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGGTGGAGATCGAGGACGAGATCTATGCCGAGGAATCGGAGGTCGAGAACGGGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGTTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGTCTGCG 

>OTU7416;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGTAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGTGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGG

CGGCCTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9933),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9666),g:Lactobacillus(0.9686); 



6463 

 

ACTTTCGGCATCAGTCTGGAATCTTCCACACTGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTT

TCGGATCGTAAAGCTCTGTGGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATGAACAAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7421;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCAAGCAACGCCGCGTGAAGGAAGAAGG

ACTTCGGGTTGTAAACTTCTATTAAGCGGGACGAAGGACGTGACGGTACCTCTTGAATAAGACACGGCTAACTACGT

GCAAGCAGCCGCGGTAATACGAAGGTGGAGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAA

TGCAAGTCAGAAGTGAAATCTAGGTGCTTAACCCCTAAACTGCATTTTAAACTGTATTTCTTGAGTGTCGGAGAGGTT

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGTCAACTTGACG

ATCACTGACGCTGAGGCGCGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTA 

>OTU7422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGAAGGGATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGTAAAGACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCATCGGAAACTGGGC

AACTTGAGTGCAGAAGAGGAAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGCAGAACACCAGTG

GCGAAGGCGGCTGTCCGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7423;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTACCAGCAGCCGCGGTAATACGGAGGATCCGAGCGCTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGAAGGCAAGTCAGATGTGAAATATATGGGCTTAACCCATAAACTGCATTTGAAAATGTGTTTCTTGA

GTGATGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4563),g:Oscillibacter(0.0423); 



6464 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCCCGGATAACTACGTGC

CAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGGCAGATGTGAAATCCACGGGCTCAACTCGTGACCTGCATTTGAAAATACTCTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGGAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7425;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGTTTGTAAAGCTCTGTCTGCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCTGGTGTGAAAGCCCAGGGCTCAACACTGGAACTGCATTGGAAACTGTAAGGCTAGAGTGCTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7426;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9892),o:Actinomycetales(

0.9938),f:Corynebacteriaceae(0.7068),g:Corynebacterium(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCGGATGCAGCGAGGCGGCGGGGGGGATGACGG

CCTTCGGGTGGTAAACTCCTTTCACCATCGACGAAGGTTTCCGGACGGTAGATGGGGAAGAAGCACCGGCTAACTAG

GGGCCAGCACCCGGGGCAATACGTGGGGGGGGAGCGTGGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGT

TTGTCGCGTCGTCTGTGAAATTCCGGGGCTTCACTCCGGGCGTGCAGGCGATACGGGCATAACTTGAGTACTGTAGG

GGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCT

GGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7427;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGCGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGTTGGTGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATACTTGGGCTCAACCCGTGAGATGCATTTGAAACTGTAG

GTCTGGAGTGTCGGAGGGGAAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTG

GCGAAGGCGGATTGCTGGACGGTAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0519); 



6465 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGTGATGAAGGT

TTTCTGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7429;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTCTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGTCGTGAAATGTCGGGGCTCAACCTGAGAATTGCAGTTGAAACTGGGTGGCTTG

AGTGCAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCCGGGGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7430;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAGTGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTTAGATGTGAAATCTATGGGCTTAACCCATAAATTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT

GGAATTCCTTGTGTAGCTGTGAAACGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGACCTCCTGGACAGCA

ACCGCCGCTCAGGCGCGAACGCGTGGGGACCAAACAGGATTAGATACCCTGGTA 

>OTU7432;tax=d:Bacteria(0.0041),p:"Verrucomicrobia"(0.0000),c:Opitutae(0.0000),o:Opitutales(0.0000),f:

Opitutaceae(0.0000),g:Opitutus(0.0000); 

GGGATCGTTTGCGAGCGTGGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGT

TGGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTTCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTCCTTGAGGATCTCCAACTCAATGCGGTGGCTGAACAATTACGT

GAGGAGATTGCTGGTAGCAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU7431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2607); 



6466 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCTCAATGGTCGCAAGCCTGATCGAGCAACATCGCGTGAGTGAAGAAGGGT

CTCGGCTCGTAAAGCTCCTTTTTTAGAGAAGAACGTTCCTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGA

AAGTCACGGCTCACTACGTGCCCGCAGCCGCGACAATACGTAGGTGGCAAGTGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTGTGGCTTAACCAAAAAAGTGCATCGGATGCTGGATAA

CTTGAGTGCAGGAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7433;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAAATGGCCTATACTTGACGGTAATAAACCA

GAAAGTCACGGCTAATTACGTGCCAGCAGCCGCGGTCATAAGTTGGTGGCAAGAGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCTGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCCGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7435;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGATCAAGTCAGCGGTCAAACTTCGGGGCTCAACCCCGTTTTGCCGTTGAAACTGATCGGCTGGA

GTCTGTTCGAGGGACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diales_Incertae_Sedis_XIII(0.1679),g:Anaerovorax(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAACTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCACGGCTCACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCACTGGCCTAACCAATGTCAGCCGCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAGCGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7437;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0252),g:Alloprevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGTTTGTAAACTGCTTTTAGTTGGGAATAAAACGCGGTACTTGTACCGCGTATTGTATGTACTATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCTTCCGCGGTAATACGGGGTATGCTAGCTTTATCCGGATTTATTGGGTATAAAGG

GTGCGTAGGCGGAAGTGCAAGTCAGAGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCAGTTGAAACTGTACATCT

GGAATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGA

AGGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7436;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTGCTTTAGACGCGGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCCGAGTAAGTGAGAGGTGAAAGATAGGGGCTCAACCCTTGACGTGCCGCGGATACTGTTCGGCT

TGAATGATCACGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGA

AGGCAGCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7439;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Lachn

ospiraceae(0.8146),g:Blautia(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGCAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGACGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGGGGCCTGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACGGGTGGACTGCATTGCAAACTGTCATACTTGAGTGCCTGAGGGGTAAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7438;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Bacillales(0.9606),f:Planococcac

eae(0.7787),g:Paenisporosarcina(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAACTCTGTTGTGAGGGAAGAACAAGTGCGAGAGTAACTGCTCGTACCTTGACGGTACCTCATTAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA

AAGCGCGCGCAGGCGGTCCTTTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGGGTCATTGGAAACTGGGG

GACTTGAGTGCAGAAGAGGAAAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU7440;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAAAGTGCGTGATAGTAACTGGCCTTGCAGTGACGGTAACAATCAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGAGGTGAAAGACTTTGGCTCAACCAAGGAAGGGCAGAGGAAACTGGCT

TGCTTGAGTGTGGAGGAGGAGAGAGGAACGCCTGGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCGGA

GGCGAAGGCGGCTGTCTAGGCTATAACTGACACTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTG

GTA 

>OTU7442;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGTAGGTACCGTATGAAAAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGTTCGCGGCTCAACCTTAGCATTGCAGTGCGAACTGGGTGACTTG

AGTACGGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7441;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9877),o:Coriobacteriales(

0.9940),f:Coriobacteriaceae(0.9898),g:Slackia(0.9915); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGTC

ATTCGTGACGTAAACCGCTTTCAGCGAGGAAGAACCATGACGGTACTCGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATCATTGGGCGTAAAGCGCGCGCAGGCGGGCTTTCA

AGCGGCGGCGTCGAAGCCGGGGGCTCAACCCCCGGAAGCGCCCCGAACTGGAAGCCTCGGATGCGGCAGGGGGAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAAGAACACCGACGGCGAAGGCAGCCTCCTGGGCC

GGCATCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7444;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Thermales(0.0000),f:Thermaceae(0.0000),g:Thermus(0.0000); 

GTCCGCCGCCGTTGCGAGGTACTCCCGGCAAGCGTCAAGGCGCTCGTCTTTTGTATGTCGGTGGTCCACAATTTTCCT

TGCAGGGGCTTCGGCCCCTTACTTTAGGATAAATTATGTCTAATATTCAAACTGGCTCCGAGCGTATGCCGCATGACC

TTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTATTACCATTTCAACTACTCCGGTTATCGCTGGCGACTCC

TTCGAGATGGACGCCGTTGGCGCTCTCCGTCGTTCTCCATTGCGTCGTGGCCGGGCGATTGACTCTACTGTAGACATT

TTTACTGTTTATGTCCCTCAGCGTCACGTTTATGGTGAACAGTGGATTAAGTGCATGAAGGATGGTGTTAATGCCACT

CCTC 
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>OTU7443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Anaerostipes(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTCTGGCAA

GTCAGAAGTGAAAACGCAGGGCTTAACCCTGCGACGGCTTTTGAAACTGTAAGACCAGAGGGCAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGCTTGCGGGACTGT

TACGGACACTGAGGCACGAAAGCGTGGGGAGAAAACAGGATTAGATACCTGGTA 

>OTU7445;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9480),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGAAGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGAAGTAAGGGGCCTGTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACGACGGGCAAGCAGCCGCGGGAATACGTAGGTGGCAAGAGTGGTCCGGAGTTATTGGGCG

TAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAATCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7447;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9851),o:Actinomycetales(

0.9889),f:Corynebacteriaceae(0.9294),g:Corynebacterium(0.9686); 

ACGGGGGCGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGCCT

TCGGGTTGTAAACTCCTTTCGCTAGGGACGAAGATGTATTTTGACGGTACCTGGAGAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAGTTACTGGGCGTAAAGAGCTCGTAGGTGGTTT

GTCACGTCGTCTGTGAAATCCCGGGGCTTAACTTCGGGCGTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGG

AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGG

CAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7446;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.9015),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGAAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGACGCGGTAATACGGAAGGTCGGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GAGCGTAAGCCGTCTTATAAGCGTGTTGTGAAATGGCGGGGCTCAATCTTGGCATGGCAGCGCGAACTGTGAGACTT

GAGTGTGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTTAAATGCTTAGATATGACGAAGATCTCCGATCGCGAA

GGCAGCCTGCTGTAGCGCAACTTACTCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7449;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACTGCGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAAAAGTGCCACGTGTGGCATATTGAGGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGACGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGGTTTATAAGCGTGTGGTGAAATGCCGTGGCCCAACCTCGGAATTGCAGCGGGAACTGGGAGACTT

GAATGCGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTACTGTAGCGCAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7451;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCGTAAGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGGGATTAAGCGTGACGTGAAAGCCCGCGGCTCAACCGTGGAAGTGCGGCGCGAACTGGTTTCCTTG

AGTGTATTCGACGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGGCGAGGCTATAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7448;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCCGTTGTTGGTGAAGAAGGATCGTGGCAGCAACCGGCCATTATTTGACGGTAATCAACCA

GAACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGCCTGAAGTGAAAGCCACCGGCTTAACAGGGGAACTGCGTCGGGAACTGTC

CTTCTTGAGTGCAGAAGAGGCGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7452;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Porphyromonadaceae"(0.6350),g:Parabacteroides(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCAGGATGTATCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTGGAG

TATGTTGGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAAGGCATAGATATCACGCAGAACTCCGATCGCGAAGGC

AGCTTGCCAAGCCATAACGGACACTGAAGCACGAAAGTGGGGGTATCAAACAGGATTAGATACCCGGTA 
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>OTU7450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGCGCAATAAGGTCCACGCGTGGACCGATGAGGGTCTGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCCGAGTAAGTCAGAGGTGAAAGACCCGGGCTTAACCCGGGAAGTGCCGTTGATACTGGTTGGCTAG

AATGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATTAGGCAGAACACCGATTGCGAAG

GCATCTCGCGAGAGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7454;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAGCTGCTTTTATACAGGGATAAAGTGGGGCACGTGTGGCTTTTTGTAGGTACTGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCTGATGTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCTGGAACTGTGTAACTT

GAGTGCGGTGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGACCGCTACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7455;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATATCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTTTTGCAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTGGTAAGCGAGTTGTGAAAGTTCGGGGCTCAACCGTGACATTGCAGCTCGAACTGGCAGACTTGA

GTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACACTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7453;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGCGGTACGTGTACCGCGTATTTTATGTACCATCATAAAAA

GGACCGCCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAATGTCCAGGCGTTATCCGGATTTATTGGATTTAAAGG

GAGCGTAGGCGGATTTTTAAGTCAGTTGTGAAAGGTTGAGGCTAAACCGTAAAATTGCAGTTGAAACTGGAAGTCTG

GAGTGCACGCAGAGGTGGCGGAATGCATGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGATCGCGA

AGGCAAGTGACTGGAGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU7456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTATTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACTAAGGTGGCAAACGGTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGATCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGTGGAATTGCATCAAAAACTGTTGAT

CTTGAGTTCGAAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7460;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTTAAGAAGTA

TTTCGGTATGTAAAGCGCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCTGCTAACTACGTGCCA

GCATCCGCTGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAA

GTCTGAAGTGAAATCCCGGGGCTCAACCCCGGTGCTGCTTTGGAAACTGTACTGCTAGAGTGCTGGAGAGGTCAGTG

GCATTCCTAGTGTCGCGGTGAAATGCGTAGATATTAGGAGGAACAACAGTCGCGAAGGCGGCTATATGGACTGTAA

CTGACACTGAGGCACGAACGCATGGGTAGCGAACGGGATTAGATACGCTGGTA 

>OTU7457;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGTTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTTCAGGTACCCTATGATTCCGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGTCTTATAAGCGTGTGGGGAAATGTCGAGGGTCAACCTGGGGATTGCAGCGCGAACTGTGAGACTTG

AGTGCGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATGGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGA

CCTATGGATTTTAAACTTCTTTTGCCGGAGAGCAATAAAGGTCTCGTGAGAACCGATGAGAGTATCCGACGAATAAG

CATCGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCGGTAAGTCAGTCGTGAAAAGCGCGCGCTCAACGGGGGTCGTGCGTTTGAAACTGTTGGGCTT

GAGTGCGGGTGCGGTAGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAGTCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGATGGTTAGAGGTATTAACGGGCCTTTATTTGCCGGTAATCAACCAGA

AAGTCCCGTCTAACTACGTGCCATAACCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTAGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTC

TTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGA

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTCCCAAGTGTGGCATATTGCAGGTACCCAAGGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGCAAATACGGAAGATCCGGGAGTTATACGGATTTATTGGGTTTGAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGCGACTTG

AGTGCTCAGAAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGAATGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGTACAGGATTAGATACCCTGGTA 

>OTU7464;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTTGGGTACGGGTGCCCGTTTGCATGTACTTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGCTTTTTAAGTGAGTTGTGAAATTTTGAGGCTCAACCTCAGAACTGCAGTGGAAACTGGAGATCTTGA

GTGCAGATGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGG

CAGCTTGCTGGGGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU7463;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGAAGAAGGA

CTTTGGGATGTAAACCTCTATTAGTAGGGAAGATAATGACGGTACCTGCAGAAGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATTCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGTGTAGCA

AGTTAAAAGTGAAAGCCAAAGGCTCAACCTTGGAACTGCTTTGAAAACTGTTAAACTAGAGAGCGAAAGAGGTAAG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGTTGAA

ATCTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAGGAAGTA

TTTCGGTATGTAAAGCTCGATCAGCAGGGAAGAAGAAATGAGGGTACCTGACTAAGAAGACCCGGCTAACTAAGTG

CCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAGAGGGAGCGTAGGCGGCATG

GCAAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGTACTGCATTGGATACTGTCGATCTGGAGTGTCGGAGAGGTA

AGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGATGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATGACTGACGCTGAGTCTCGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGGTA 

>OTU7466;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGAGCCACGTGTGGCTTATTGTATGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGATGTGAAATGGCGGGGCTCAACCGGGGAATTGCAGCGCGAACTGGTATACTT

GAGTGCGCAGGACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGGCGAGGGCATAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7469;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

GGTATTGTTTGTGAGCGTTGCGGTGTCGAAGTCATCGAAAGCCGCGTGCGTCGTCACCGCATGGGTTTCATCAAGCT

GGCTGCGCCGGTGTCCCATGTTTGGTACCTGAAAGGCATCCCCAGCTATGTGGCGATCCTGCTGGACATGCCGCTGC

GGGATGTGGAGCAGATTGTCTACTTCAACTGTTATGTAGTGCTGGATCCAGGCGATCACAAGACCCTGAAGTACAAG

CAGCTGCTTACTGAGGACGAGTGGCTGGAGATCGAAGATGAGATCTATGCTGAGGACTCTGAAATTGAGACCGAGC

CTGAGGGAGGCATCGGCGCTGAAGCGCTCAAGAGTTTGCTTGAGGATCTTGAGCTCAATGAGATCGCTGAACAGCTT

CGTGAGGAGATCAGTGGCAGCAAAGGCCAGAAGCGCGCCAAGCTGATCAAGCGTCTGCG 
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>OTU7468;tax=d:Bacteria(0.9450),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Clostri

diaceae_2(0.0073),g:Alkaliphilus(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCCCGTGTGACGCATTGCATGTACCTTATGAAAAAGC

ATCGGCTAACCCCGTGCCATCACCCGCGGTAATATGGAGGATGCGAGCCTTATCCGGATTTATTGGGCGTAAAGGGT

GCGTAGACGGTAAGTCAAGTGAGGTGTGAAAGCCCACGGCTTAACTGAGGAACTGCAACTAAAACTGATTTTCTTGA

GTACTGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGACTTTCTGGACAGAAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7467;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Deltaproteobacteria(0.9719),o:Desulfovibr

ionales(0.8629),f:Desulfovibrionaceae(0.6350),g:Bilophila(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGACCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGAGTGAATAATGCGAGGGCTTGGCGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCCGCAGCCGCGGGAATACGGAGGGTGCAAGCGGTAATCGGAATGACTGGGC

GTAAAGCGCACGTAGGCGGCTTGGTAAGTAAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCGTTTGAAACTG

CCAGGCTTGAGTACCGGAGGGAGTGGCGAAATTCCAGGTGTAGGAGTGAAAGCCGTAGATATATGGAGGAACACC

GGTGGCGAAGGCGGCCACCTGGACGGTAATGGACGCGGGGGTGCGAAGGCGGGGGTAGCAAACAGGATTAGATA

CCTGGGT 

>OTU7471;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9201),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGACTTCAAGTTGGAGGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACCGTAGTTCTTG

AGTGGAGTAGAGGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7470;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.6036),c:Subdivision5(0.3483),g:Subdivision5_gen

era_incertae_sedis(0.0134); 

ACGGGAGGCAGCAGTCGAGGATCATTTGCAATGGGCGAAAGCCCGACAATGCGACGCTGCGTGGAGGATGAAGGC

CCTCGGGTCGTAAACTCCTGTCATGGGGGAACAGGCGAAGGCGGCGAACACCCGCCGGAGTTGAGTGTACCCCAAG

AGGAAGCGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCGCAAGCGTTGTTCGGATTTACTGGGCG

TAAAGGGCGCGTAGGCGGCGCGGCGTGTCGGATGTGAAATCCCCGGGCTCAACCCGGGAAGTGCGTCCGAGACTGC

CGTGCTCGAGTCCGGAAGGGGGAATCGGAATGCAGGGTGTAGCGGTGAAATGCGTTGATATCCTGCAGAACACCGG
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AGGCGAAGGCGGATTCCTTGTACGGCACTGACGCTGAGGCGCGAAAGTCGGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9812),o:Clostridiales(0.9798),f:Rumin

ococcaceae(0.9759),g:Clostridium_IV(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

GGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1679),g:Parasporobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAAGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGTTTTTGGAGCGGCCGAACTAGAGTGCAGGAGGGGCA

GCCGAAATTCCTAGGGTAGCGGGGAAATGGGTAGATATAAGGAGGACCACCAGGGGCGAAGGCGGCTTGCTGGAC

TGTAACTGAAACTGAGGCCCGAAAGCTTGGGGAGAAACCAGGATAGATACCCTGGTA 

>OTU7473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGGTGC

AAGTCAGATGTGAAATCTATGGGCTCAACTCATAAACTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGTAGAC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGTCTACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATGAGATCCCTGGTA 

>OTU7476;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGCGGTACGTGTACCGCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATGCGGAAGGTCAAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGAGGATTTTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTT

GAGTACGTACGGGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU7475;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVb(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGG

TTTCGGCTCGTAAACTTCTATCAATAGGGAAGAAAGAAATGACGGTACCTAAATAAGAAGCCCCTGCTAACTACGTGC

CAGCCGCCGCGGTACTACGTAGGGGGCAAGCGTTATTCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGAGAGG

CAAGTCTGATGTGAAAATCCGGGGCTTAACCCCGGGAGTGCATTGGATACGGTCTATCTGGAGTGGGGTAGAGGCA

AGCGGAATTCCGAGTGTAGAGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGTT

ATAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU7477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTGGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAC

AACGTCACGGCTAACTCCGTGCCCGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTGT

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5239); 

ACTTTATTCCTCAGTAGTTAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTT

CGGATCGTAAAGCTCTGTTGGTGGTGAAGATGGATAGAGGTAGTAACTGGCCTGTATTTGACGGTAATCAACCAGAA

AGCCACGGCTAACTACGTGCCAGCACCCGCGGTAGTACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGTCGGAAAAATAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGAGGAATTGCATCGGAAACTGTTTTTC

TTGAGAGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGAAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7478;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumin

ococcaceae(0.9015),g:Clostridium_IV(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAACAAATGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATTGC

AAGTCAGATGTGAAAACTCTGGGCTCAACCCAGAGCCTGCGTTTGAAACTGTAGTTCTGGAGTGCTGGAGAGGCAAT

CGGAATTCCGCGTGTAGCGGTGAAATGCGTAGATATGCGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCCGGTA 
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>OTU7479;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGA

CTTCGGAATGTAAAGCTCTTTTATTAAGGACGAAGAAATGACGGTACCTAATGAATAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTATGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGTAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAGGTACTGCATTTGAAACTGTCTTGCTTGAGTGTAGTAGAGGCAGGC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACGTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7480;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Roseburia(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGGAAAGCTCTATCTGCAGGGAAGAAAATGACGGTACCTGACTAAGATGCCCCGTCTAACTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTCTGCAAG

TCTGATGTGAAAGCCCGGGGCTCAACCCGAGGACTGGATTGGAACCTGTCGACTTGAGTGTAGGAGAGGCAATCGG

AATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAAC

TGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7482;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pepto

streptococcaceae(0.0000),g:Clostridium_XI(0.0000); 

AGGGTCGGCATCAAAAGCAATCTCCGCACCACCAGCCACAACCTGATTCGCGGCGTTGACAGCTGTATCCATCTGAAT

GCAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGT

CTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGG

CGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAAACTACCGCGCTTAGCTTGGACAACCCCTCAGC

GGCAAAAATTAAAATTTTGACCGCTTCGGCGTGATAACCTCACACTCAATCTTTTAGCACGA 

>OTU7484;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

GCGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGCCGCGTGCAGGATGACGGC

CTTATGGGTGGTAAGCTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATCGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTATTATAAGCGTGATGTGAAAGGTCTGGGCTCAACCGGGGCATTGCATCGGGAACTGTGAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTAGTA 

>OTU7483;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGCCGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGTAGGATCTTGGTAGTAACTGGCCCTTATTTGACGGTAATAAACCAGA

AAGTCACGGCTAACTACATGCCAGCAGCCGAGGTAATACGTAGGTGGCAAGTGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAGCTGCCTCTGAAACTGTTTTTC

TTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGCAGAACACCAGTGGC

GAAGGCGGCTCTCTGATCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7486;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Pediococcus(0.0000); 

ACCAGGCCACCCCCAACCAGACCGTGCAAAAGCGTCCTGCGTGTAGCGAACTGCGATGGGCCTACTGTAACCATAAG

GCCACGTATTTTGCACGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTAG

GAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAAAAATAC

TGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCATAGGCAGCAAGAACCATACGACCAATATAACGAAAATA

GTCAAGCAAAGCATGGGGATTATCATAAAACGCCTCTAAGCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAA

ACCAACCATCAG 

>OTU7487;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

ACCGGTCCTGCGGCATACGCTCGGCGCCAGTTTGAATATTCGCCATAATTTCTCCTCACGTACGGGGCCGAAGCCCCT

GCAATTACAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCG

GACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTGCACGTAATTTTTGACGCACG

TTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAGGTAAACGCGAACAATTCAGCGGCTTTA

ACCGGACGCTCGACGCCAGTAATAATGTTTTCCGTAAAGTCAGCGCCTTCCATGATGAGACAGGCCGTTGGAATGTG

GACGGGATGAA 

>OTU7489;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfofaba(0.0000); 

TTCTGGGTCTGCAAGCTGCTTCTGCTCATTTGCATACTGACCCAGAACGTGCTTACTTCCTGCAGCGTTACCATGATGT

TATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAATCTCTGGGCAT

CTGGCTATGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACCTATAAACATT

CTGTGCCGCGTTTCTTTGTTCCTGAGCATGGAACTATGTTTACTCGGGCGCTTGTTCGTTTTCCGCCGACGGCGACTAA

AGAGAGTCAGTACCTTA 

>OTU7485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Flavonifractor(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATAGGGCAATGGGCGCAAGCCTAACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG
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CAAGTCAGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGTAACACCAGTGGCGAAGTCGATCTGCTGGACTGC

AACTGACGCTGACGCGCGAAAGCGTGGAGAGCAACCAGGATTAGATACCCTGGTA 

>OTU7488;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Thermoactin

omycetaceae_1(0.0000),g:Laceyella(0.0000); 

GCCAAACATTTCGGGTCGGCATCAACCGCAATATCCGCACCACCAGACACACCCTGCTTCGCGGCGTTGACAGATGTC

TCCATCTGAATGCACTGCAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTA

GCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGT

TTGAATTATGGCGAGAAATAAAAGGCTGAAACAGGATTAAACTACTAAGCAGAAAACCTACCGCGCTTCGCTTGGTC

AACCCCTCAGCGGCAAAAATTAAAATTTGTACCGCTT 

>OTU7491;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTCTGGGTTGTAAACTGCTTCTGTAAGGGAATAAAGTGAGTTACCTGAGACTTTTTGCCTGTACCTTTTGAATAAGGA

CCGGCCAGTACCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTAACCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGATGTGAAAGGTGGGGGCTCAACGTCTGCACTGCAGTGCGAACTGGATACCTTG

AGTACGGGAAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCGGTTGCGAAG

GCAGCTTACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7490;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGATGGGAGTCTGAACCAGCCATGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGACAAAGTGTGCTACGTGTGGCATATTTCAGGTTCCCTATGAATAAGG

ACTGGCTAATTCCGTGCCCGCCGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCTGTTAAGTCAGCGGTGAAATGCCGCGGCTCAACCGTGGACATGCAATTGATACTGGCGGCCTGG

AGTGCGGATGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7493;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7068),g:Clostridium_XlVa(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAGGCTCTATCAGCAGGGAAGAAAAGGACGGGACCTGACTAAGAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTAATGGGTGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAAACCCGGGGCTCAACCCTTGAACTGCTTTGGAAACTGTTTTGCTAGATTGTCGGAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTTCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7492;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Anaerotruncus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCGCG

CCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAA

GGCGGAATGCGTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7495;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCGACGCGTCGCCTATTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGA

GTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTACCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Sphingobacterium(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCATGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGTTAAGTTAGAGGTAAAATGGTTCGGCTAAACAGGAGCTTGCCATGAAAACTGGCTAGCTAGA

GTGTAGACGAGGCAGGCGGAATAAATCAAGTAGCGGTGAAATGCATAGATATGATTCAGAACACCGATAGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7499;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9995),c:Sphingobacteriia(0.9798),o:"Sphingobacteri

ales"(0.9753),f:Sphingobacteriaceae(0.9759),g:Sphingobacterium(0.9781); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGCAGGATGACTGCC

CTATGGGTTGTAAACTGCTTTTGTCCAGGAATAACCACCACTACGTGTAGTGGCTTGAATGTACTGGAAGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCTCATTAAGTCAGGGGTGAAAGACGGCAGCTCAACTGTCGCAGTGCCTTTGATACTGATGAGCTTGAA
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TGTGGTTGAAGATGGCGGAATGAGACAAGTAGCGGTGAAATGCATAGATATGTCTCAGAACTCCGATTGCGAAGGC

AGCTGTCTAAGTCATTATTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7497;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCGATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGATGTGAAATGCAGGGGCTCAACCTGTGCATTGCAGTGGGAACTGTGAGACTTG

AGTGCGGAGGAAGTAGTCGGAATTCGGCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGACTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAAACTGTGGAATGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGA

GGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAACAGTGGCGAAGGCGAATTACTGGACGATA

AATGAAGCTGAGGCAAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAGGTCTGATGGGGCAACGCCGCGTGAGTGAAGAAGGG

TTTGGGCTCGGAAAGCTCTGGAGGTAGTGAAGAGAGATAGAGGTAGGAACTGGCCTTTATTTGACGGTAATTAATTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGGGGTAAGACGTAGGGGGCAAGCGTAGTCCGGATTTATTGGGCGT

AAAGCGAGTTCAGGCGGTTCAATACGTCTGATGTGAAAGCCTTCGGCTCAACCGGTGAATTGCATCACAAACTGTTG

ATCTTGAGTGCAGTAGAAGAGAGTTGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTTGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7501;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Opitutae(0.0000),o:Puniceicoccales(0.00

00),f:Puniceicoccaceae(0.0000),g:Coraliomargarita(0.0000); 

TGCTGCCATCTCAACAACATTTGGACTGCTCCGCTTCCTCCTGCGACTGAGCTTTCTCGCCCCATGACGACTTCTCCCAC

ATCTATTGACATTCTGGGTCTGCAAGCTGCTTATGCTAATTTGCATACTGACCAAGAACGTGATTACTTCATGCAGCGT

TACCATGATGTTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAA
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TCTCTGGGCATCTGGCTATGATGTGGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTATGGTCGTGTTCAACAGAC

CTATAAACATTCTGTGCCGCGTGTCTGGGGTCCTG 

>OTU7500;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGGGAGAAATATTGGTCAAAGGGCGGAAGCCTGAACCAGCCATGCCGAGTGCGGGAAGGAGG

CCCTATGGGATGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAAT

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGCGTGAAATTCCGGTGCTCAACGCCGGGGCTGCCCTTGATACTGTCGCGC

TGGATTGCGGATGCCGCCTGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATTTCACTCAGAACACCGATTGCGG

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGCAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7502;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.0710),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCATGTAGCGTGCAGGATGACGGC

TCTCCGGTTTTTAAACTGTTTCTACTTGGGCATAAAAAAGGCGACGCGCCGCCTATTGTATGTACCATCAGAAAAAGG

ACCGGCCAATTCTGTGCCAGCAGCCGCGGTTACACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGATTAAGTCAGTGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGATTTTCTTGAGT

GTACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGGTCGCGAAGGCA

GGTGTCCGGGGTACTACTGACGCTGAGGCGCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7505;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

1(0.0000),g:Anaerobacillus(0.0000); 

ACCAGCCGTAGTAATTCCGGCTTTCTCAAGATCATTTTTCGACTCATCAGACATATCCGCACGTGTTAACTTCTGCGTC

ATGGAAGCGATCAACCTCTTCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTC

GTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTT

CAATATCTGGTTGAACGGCGTCGCGGCGTAACCCAGCTTGGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTCAT

TGTGAGCATTTTCATCCCGAAGTTGCGGCTCATGCGGATTCTGAACAGCTTCTGGGGAAGTAGCG 

>OTU7503;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Butyricicoccus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGAGTAGGCGGGTCG

GCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCTTGAGTGATGGAGAGGCA

GGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 



6484 

 

>OTU7504;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3204),g:Parasporobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGCAGTGAAATCCCGGGGCTCAACCGCGAGGACGGATTTTGGAACTGTCAAACTAGAGTGCAGGAGGGGCAA

GGGCAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATTAGGAGGAACCCCAGTGGCAAAGGCGGCTTCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7507;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfobacter(0.0000); 

AGTATCCTTTCCTTTATCGGCGGCCGACTTGCCACCAAGTCCACCCACCTCCAGCACCTTATCAGAAACGGCAGACGT

GCCAGCCTGCAACGTACCTTCAAGAAGTCCTTTACCAGCTTTAGCCATAGCACCAGAAACAAAACTAGGGACGGCCTC

ATCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATACCAGCATCACCCATGCCTACAGTATTGTTATCGGT

AGCAAGCACATCACCTTGAATGCCACCGGAGGCGGCTTGTTGACAGCATCCAAACAATTTAGACAGGGCGCCACCAG

CAAGAGCAGAAGCAAGACCGCCAGCAAGAGCACCAAACA 

>OTU7506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Eubac

teriaceae(0.8864),g:Eubacterium(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCAGCGTGCGGGAGACGGTT

TTCGGGTTGTAAACTCCTGTTCTATGTGGGGAAAAATGACGGTAGCCATGGCGCAAGCGACGGCTATCTACGTGCAA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGCA

AGTCAGCTGTGAAATCTATGGGCTCAACCCATAACCTGCAGCTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTTGCGAAGGCGGCCAACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7508;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

TCCCGCTGCATGAAGTACTCACGTTCTTGGTCCGTATGCACATTAGCATAAGCAGCTTGCAGACCCATAATGTCAATC

GCTGTTGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATG

GCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCACG

GCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATTTTATGGGTATAAGGGTTAA

TCGTGCCAAGAAAAGCGGAATGGTCAAGATAACCAGGAGTGTTAACAGTCGGGAGAGGAGTGGCATGAACACCATC

CTTCATGAAATAAATCCACTGGTCACCATAAA 

>OTU7510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0230); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACCTGGGCGTCGTATTGCAAGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATGCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGTCTGGTAAGTCAACTGTGAAAACGCGGGGCTCAACCCCGGGCCTGCAGTTGATACTGTCGGACT

GGAGTGCACGCAAGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGA

AGGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7511;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCGATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGCCGGTACCTTCACAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCCGGAGATTAAGCGAGATGTGAAATGTAGATGCTCAACGTCTGCGCTGCAGCGGGAACTGGGTG

CCTTGAGTACGCACAAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGGTTGC

GAAGGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7509;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Parapedobacter(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAAAGGCTGAAGCAGCCATGCCGCGTGAAGGACAGTGCA

CTATGGGCGTTAAACTTCTTTTGTCAGGGAGCAAGAAGGGCGTCGTGAAATCCGAAGAGAGTACCTGACGAAGAAG

CAGCGGCTAACTCAGTGCCAACAGCCCCGGCAATACGGGGAATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCTGTTAAGTCTGCGGTGAAAGGCCGGCGCTCAACGCCGGAGCTGCCGTTGATACTGGCGGGCTT

GAGTTCGGGTGACGTTGGGGGAATGTGTAGTGTAGCGGTGAAATGCGTAGATATCACACGGAACACCGGTTGCGAA

GGCGCCTGACGAGTCCGACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5991),g:Blautia(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGAGTAAGAAGCCTCGGCTAACTACGTGACA

GCAGCCGTGGCAACACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTAGATACTGTGAGTCTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTAGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7515;tax=d:Bacteria(0.0024),p:"Elusimicrobia"(0.0000),c:Endomicrobia(0.0000),g:Candidatus_Endomi

crobium(0.0000); 
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TCATAGCAATTTCACGCGGCGGCAAGTTGCCCTACACAACCGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTT

TGGCGTTTAGGTACTGACTCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGC

TCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTG

GTCAGTTCCATCAACATCATAGGCAGATGCCCAGTGACTAGGGCGCATGACAAGTAAAGGACGGTTGTCAGCGGCAA

AAGAGGTTTTACCTCCAAATGAAGAAATAAAATCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTA 

>OTU7513;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGCAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCGGAGGTGAAAGGGTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGGATAGCTTG

AGTGCAGTTGAGGCAGGAGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCGAAGCGGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7514;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAAAGCCGCGTGAAGGAAGACGGC

TCTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGATGTGACGGTACTTCGAGAAAAAGCGACGCCTAAGTACAAG

CCAGCAGCCACGGCAATACGTAGGCGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTATGGGCTCAACCCATAGCGTGCATTTGAAACTGGAGTTCTTGAGTGAGGGAGAGGCAG

GCGGAATTCGGTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCGATTGCGAAGGCAGATTGCTAGACGG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Capnocytophaga(0.0046); 

ACTTAATTCATCATTTATTAATATTTTACAATTTATTTAAATCTTTTCCATCCATTCCTCTTTAAGTAATACGGTCCTATGG

ATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACGAATAAGCATCGGCT

AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAG

GCTGTGATGTAAGTCAGTGGTGAAATGTACCGGCTTAACCGGTAAACTGCCGTTGATACTGCATTGCTGGAATACGG

TTGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGCATCTCA

CGAAGCCGCGATTGACGCTGATGCACGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7518;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.2524),g:Butyricimonas(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCGTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG
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CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTGG

AGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7517;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTAGGGATTGTAAACTGCGTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTG

AGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7519;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGACTGGTA

AGTCAGTTGTGAAAGTTTGCGGCTTAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Butyricimonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAACCTGATCCAGCCATGCCGCGTGAAGGAATACGGTC

CTATGGATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGCTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCAGGGCTAAACCTGGGCCAGCGATTAATACTGGTCAGATTGAGT

ACAGACGAGGTAGGCGGAATAAGTTGAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAGGCA

GCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU7522;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGTGTCGTAAACTTCTTTTATATAATAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC
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GTAGGTGGACTGGTAAGTCGGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCACTTGCTACTGTCAGTCTTGAGTA

CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAGGGCAG

CTCACTGGACTGCAAATAACACTGATGCTCGAAAGTGTGGGTATCAAACAGGCTTTGATACCCTGGTC 

>OTU7520;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGG

CAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.5632),g:Blautia(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCCTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATCGACAA

GTCTGATGTGAAAGGCTGGGGCTCAACCCCGGAACTGCATTGGAAACTGTCCATCTTGAGTGTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7524;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGACGGGTCCTTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGGACCTTGAGTGCGGAAGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCTCACTGGACTGCAA

CTGACACTGAGGCTCGAAAGTGTGGATATCAAACAGGATTAGATACCCTGGTA 

>OTU7525;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGCGTTCCTCTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGGGGCTCTGCAGCGCGAACTGGAGGCCTTG
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GATGCTGGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7527;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Deltaproteobacteria(0.1159),o:Desulfovibr

ionales(0.0547),f:Desulfovibrionaceae(0.0149),g:Bilophila(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCACAA

AGGAAGCACCGGCTAAATACGTGCCAGCAGCAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTT

TAAAGGGCGTGTAGGCGGCAGTATAAGTTCGGAGTGTAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTA

CAGCTTGAGTGCGTGAGTGGTAAGTGGAATTCCCCTTGTAGCGGTGAACTGCTTAGAGATTTGGAGGAACACCAGTG

TCGAAGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACCGGATTAGATACCCTGG

TA 

>OTU7526;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGTCGTGACGGTACCTCTTGAATAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTCCATTTGAAACTGTATTTCTTGAGGGTCGGAGAGGTTGAC

GGAATTCCTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGAAACACAGGGGGCGAGGGCGGTAACCTGGACGAT

AACTGACGCTGAGGCGCAAAGGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7528;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTCTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTTGGAAGTGAAATCTACGGGCTCAACTCGTAAACTGCTTTCAAAACTGCATCTCTTGAGTAGTGCAGAGGTAG

GCGGAATGCGCTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCG

CTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7529;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAATCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAACGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTCGGGTGCTGAAATCCAAACTGGTTAACTGGAGGGCAGGAGAGGAGAGT
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GGAATTCCGAGTGTGGCGGTGAAAGGGGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGGGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7530;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTTTTAGCAGGGAAGAAAATGACGGTACCTGACTAAGGAGCCCCGGCTAACTACGTGCCA

GCAGCCCCGGTAATACGTAGGGGGCAGGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGAGTGCTTTGGAAACTGGTTTGATAGAGTGTCGGAGAGGTACG

TGGAAGTACTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTAATAGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7533;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTTGGGGAGTAATAAGATTTTTGCGAAGGCTGATGCAGGTATGCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTCGATAAGTGGGGGGTTAAATGCTTCTGCGCAACAGGGATTTGCCGTGAAAACTGGCTGACTAGG

ATGTAAACGGCGCAGGCGGAATGAGTCATGTAGCGGTGAAATGCATAGATATGATACAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7531;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVb(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTACCGC

AAGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAA

GCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGGCAGCGTTCCATGTCG

TAACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7532;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTGTTTTTGCTGGGGAGCAATAAGGGTCACGCGCTGACCCGATGCGAGTACACAGCGAATAAG

CATCGCCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGCGTAGGCGGGGATGCAAGTCAGATGTGAAAACTAAGGGCTTAACCCATAGACTGCATTTGAAACTGAGTTGCTTG
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AGTGTAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGTCTACTGGACGGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7534;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9719),o:Actinomycetales(

0.8629),f:Thermomonosporaceae(0.4563),g:Actinoallomurus(0.2171); 

GTGCCAGCAGCCGCGGTAACACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTC

CGCCGCGTCCGCTGTGAAAATCCAGGGCTTAACCCTGGACTTGCAGTGGATACGGGCGAACTAGAGGTAGGTAGGG

GAGAATGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTCTCTG

GGCCTTACCTGACACTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCCGGTAGTCC 

>OTU7537;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0326); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCTCCCTTTTTTCCCCCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGCCTTCG

GGTTGTAAACTTTTTTGATCGGGGACGAAAGAAATGACGGTACCCGAAAAACAAGTCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCAGCAAGT

CAGATGTGAAATCCCGGGGCTTAACTCCGGAACTGCAACTGAAACTGTAGATCTTGAGTACTGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCATAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7535;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_3(0.0355),g:Caloranaerobacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGCCCCAGCAACGCCGCGTGAGGGAAGAAGG

GCTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGCGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATCGGTAGAAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAGGCGTGGGGGGCAAAAGGGATTAATACCCTGGTA 

>OTU7536;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.428

0),f:Spirochaetaceae(0.2524),g:Treponema(0.0230); 

ACGGCCGGCCTCCTCTCAGCCTCTTCCTCCCTGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGCCG

GAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATGAC

TAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAGACTGCAGG

ACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATTTGTAGATATCTGGAAGAATACCGATGG

CGAAGGCAGGCTGCCAGCAGATGATTGACGCTTAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU7538;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_3(0.0710),g:Caloranaerobacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAGTGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGAGTGCAGGAGAGGTT

ATCGGAATTCCCGGTGTAGTGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTCATCAACGTGTGGACGTTTGTAGGTACCGTATGAAAAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGCCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACGGTCAAGTGAGTTGTGAAATGTTGCCGCTCAACCGTTGAATTGCATTTGAAACTGTTTGTCTTGA

GTTCATACAATGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCAACAGGGGCGCGACTGACGCTAAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU7540;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),g:Natra

naerovirga(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAAGGACGAAGAT

TTTCGGATTGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCAA

GTTTGGTGTCAAAGACCGCAGCTTAATTGCGGGCAGGCGCTGAAAACTGTGTAGCTGGAGTATATGAGAGGGAACC

GGAATTCCTAGTGTAGGGGTGAAATCTGTAGATATTAGGAAGAACACCAATGGCGAAGGCAGGTTTCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7541;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCGCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGTGGTTTCTTAA

GTAAGAGGTGAAAGGCTACGGCTCAACCGTGAAATGCCTTTAAAACTGGTAAACTTGAGTGCAGGAGAGGAGAGAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCACCTACGTGTAGGTGTTTGTATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGGGGAACTGCATCGGAAACTGTTGGACTGG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7542;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGATGAAGAAGGC

CTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCTGGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTTGCAAGCGTTGTCCGGAGTTACTGGGTGTAAAGGGAGCGTAGGCGGATTTTCAA

GTGGGCAGTGAAATCTATGGGCTCAACTCATGAGTTGCTTTTCAAACTGGCAGTCTTGAGTGCAGGAGAGGTAGGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGACCTACTGGACAGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diales_Incertae_Sedis_XIII(0.1872),g:Mogibacterium(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTGTACAATGGGCGAAAGACTGATGCAGCAACGCCGCGTGAGGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCTGGCTAACTACGTG

CCAGCAGGCGCGGTAATGCGTAGGGGGCAAGTGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAATCGTGCTGCTCAACTGCCTCTCGCCTTGCCAACTGGACTACTTGTGTGCAGTAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGTGTAGAGATTAGGAGGAACACCAGCGGCGAAGTCGGCTTTCTGGACTGTA

ACTGACTCTTACGCACGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCTACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGACTTCTAAGTCAGAGGTGAAAGTTCCGGGCTCAACCGGGGCAGTGCGGATGAAACTGGGGGTCT

TGAATGCGGTAGAGGCCGGCGGAATGTGTCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU7545;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGCGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAAAGAATACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

ATCAGCCGCGGTAATACGTAGGTCGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGAACGTAGACGGCTGTGTA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTCGAAACTAGGCAGCTAGAGTATCGGAGAGGTAAG

TGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGA

CCTACGGGTTGTAAACTGCATTTAGGCGGGGGTAAAGTGGCGGACGCGTTCCGCCATTGCAAGTACCGCCAGAAAA

AGGACCGGCTAATTCAGTGCCAGCAGCAGCGGTAATACGAAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGGGGGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGATTGCC

TTGAGTGCGCGCAGGGTCGTTGGAATTCCTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGGTCGCGA

AGGCAGATGCCCGGACCGCAACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7549;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGTTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGGTTTATTGGGTTTAA

AGGGAGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGACTCAACCGTAAAATTGCAGTTGATACTGTCAGT

CTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGC

GTAGGCAGCCTGCCAGGCCGCGACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Hespellia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGAAGTC

CTTCGGTTTGTAAACTTCTATCTTCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTTGCAAG

TCAGAAGTGAAATACCCGGGCTTAACCTCGGGACTGCATTTGAAACTGGTAGACTAGAGTGTCGGAGAGGTGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTTACTGGACGGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7551;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0086),g:Parapedobacter(0.0043); 

ACGGAAGGCAGCAGTAAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGAAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGACAGCAGCCGAGGTACTACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGTTTCGCAAGTCAGAGGTGAAAGGCCCGGGCTCAACCCGGGAAGGGCCGTTGATACTGTGAGGCTG

GAATGCGGATGATGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7552;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriales(

0.0000),f:Bifidobacteriaceae(0.0000),g:Metascardovia(0.0000); 

TTGAAAGGGAAACGATTGAAGCCAGTCGTACCGACGGGAAATCAACTTCTCGAGTGCCTATCATGGGTGACGTTGAG

CTTAACGGCCTTCGATGCTTGTGTTTGTTGGTGCTTTTTGGGTGTACTTTTCCGTATGGTAGGTCAGCATCGATTTTAAT

CGTCATAAAATGATCGGGGGAATGTAGCTTCGGTCTCGTATCGGAGTGTTATAGACCTTGGTAGATGTGACGATTGG

GATCGAGGATTGCAACGAATACCCTCTGGGCTATCCGTCTGTCCTCTGAAAGTCGCTCGGGTGTCGAAAGCTTGCTTA

TGGCTATTCGAGTCGGCGGTCAACAGGTTAGAACGTGATTATATTCGTTAAGGATGCTGACGTA 

>OTU7554;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGAGAATAAAGTGCAGTACGTATACCGTTTTGTATGTATTATACGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGAATAGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGCACTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTCGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCTTACTGGACTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7553;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACGTTCGCGAAGGTTGATGCAGGTACCTGAAGAATAAG

GATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCGGCGGGTAAAGGCCCGGGCTTAACCCGGGTGGTGCCGTGGATACTGGGGAGCT

GGAATGCAGGTGAGGAGGGAGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCG

AAGGCATCTCTCAGGTCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGATGGTACCTGGAGAAAAAGCCACGGCTAACTACGTA

CCAGCAGCCGCGGTAATACGTAGGTGGCAATTGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGCTG

CAAGTCAGATGTGAAATCTCAGGGCTCAACCCTGAACCTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCGAGGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7556;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Eubac

teriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAAAACTGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGCAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGTGGAGCA

AGTCAGCTGTGAAATCTATGGGCTTAACCCCTAAACTGCCTCGGAAACTGTTTTGCTTGAGTGCAGAAGCGGTGAGC

GGAATTTCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7558;tax=d:Bacteria(0.9827),p:"Synergistetes"(0.1905),c:Synergistia(0.0726),o:Synergistales(0.0473),f

:Synergistaceae(0.0113),g:Dethiosulfovibrio(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATGGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCG

ATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGG

GAAGCGGAATTCCTATTGTTTCGGTGAAATCGGCAGATACCAGGAGCTACACTCGTGCCGAACGCGGCTCTCTTCCGT

TCTACTGAAGCCGGCAGTCGCCAGCCTACAGCGAAAACAGGAATTGGTACCCCGGTA 

>OTU7559;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Pediococcus(0.0000); 

GGCATTCCTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGCGAAACTTCGACCTATCCTTTC

GCAGCTCGAGAATCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCACAAACTGACGCGTTGGCTGAGG

AGAAGTGGCTTAATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAGATT

CTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCGGATGCTGTGCAACCACGAATAGGTAAGAAATCAT

GAGTCAAGTTACAGAACAATCCGTACGTGTCCAGACCGCGGTGGCCTCTATTAAGCTAATGAAGGCTTCTGCCGTTAG

GGATGGAACCGAAGATGATTTCGATGTTCTGAC 

>OTU7557;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTCAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCGATAAACTGAAGTTGAAACTGTTATTCTAGCGTGGGGTGGAGGCAAG

CGGAATGCCGGGTGTAGCGTTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCAGCTTGCTGGGGTCT

AACTGACGCTGAGGATCGAAAGTGTGGGAAGCAAACAGGATTAGATACCGTGGTA 

>OTU7550;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.4045),o:Syntrophob

acterales(0.1719),f:Syntrophaceae(0.0710),g:Desulfomonile(0.0157); 

GTGCCAGCAGCCGCGGTAAGACGGAGGGTGCAAGCGTTGTTCGGATTGACTGGGCGTAAAGGGCGTGTAGGCGGT

TGGTTAAGTCGGATGTGAAAGCCTGGGGCTCAGCCCCAGAAGTGCATCCGATACTGGCCAGCTAGAGCGCGATAGA

GGAGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAGGCGGCCCTCT

GGATCGTTGCTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTAGTCC 

>OTU7560;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Prolixibacteraceae(0.0149),g:Tangfeifania(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGCCGGAAGGCTGATCCAGCCATGCCGCGTGCGGGACGACGGC

CCTATGGGTTGTAAACCGCTTTTGCGAGGGAGCAATAAGAGCCACGTGTGACTCGATGAGAGTACCTCGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGCAGGCGGCTTGTTAAGCGGGAGGTGAAATGCCGGCGCTCAACGTCGGAAGTGCCTCCCGAACTGGTGAGCTA

GAATGACTCTGACGTGGGAGGAATTTGTAGTGTAGCGGTGAAATGCTTAGAGATTACACAGAACACCGATTGCGAA

GGCATCTCACGAAGGGTTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7561;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGCACCATAGGAGGAAGCCCCGGCCAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTCGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCAC

GCTAAGTCTGGAGTGAAAGTCCTGCCGTCAAGGTGGGAATTGCTTTTGATACTGGAAGGCTTGAGTGCAGAAGAGG

TAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CGATAACTGACGCTGGGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7562;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAGAGATGACGGAACTTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAG
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CAAGTCCGATGTGAAAGCCCGCGGCTCAACCGCGGGACTGCATTGGAAACTGCCCGGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGTCGCGTGAGGGAATAAGGC

CCTACGGGTTGTAAACCTCTTTTGTCGGGGGATAACGTGCGCCACGCGTGGCTCCGTGTAGGTACCCTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGGCGCTTAAGTGGGCGGTGAAATGTCGCGGCTCAACCGGGTAAGTGCCGCGGGAACTGGGGGCCTT

GAGTGAGGTCGAGGCAGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGACAAAGAACACCGATAGCGA

AGGCAGCTGACCGGGCCTGCATTGACGCTAAAGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Flavobacteriia(0.1740),o:"Flavobacteriales"(

0.0781),f:Flavobacteriaceae(0.0149),g:Tenacibaculum(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGCAGGAAGACGGC

CCTATGGATTGTAAACTGCTTTAGCATGGGAGTAATAAGGTGTACGTGTACACCGTTGAGAGTACCATATGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGAGGTGAAAAGTCGGTGCTAAACCTTGAGGGTGCCTTGGAAACTGACTTACTAG

AATGTGGATGATGTCGGCGGAATGTGTGAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGAAG

GCAGCTGGCAAAGGCACGATTGACGCTAAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGCCTTATTGTATATACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTGGGGGCTCAACCGGCGAATTGCAGCGCGAACTGGCATACTTGA

GTGAGCAGGAAGAAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCCGTAGCGTAACTGACGCTAATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7567;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCCGAACCAGCCAAGTCGCGTGCAGGATGACGGT

TCTATGGGTTGTAAACTTCTTTTGTCCGAGGGTGAAAAAGGCTACGTGTAGCTTCTTGCAAGTATCGCACGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTTTGTTAAGTTTGTGGTGAAAGCGTGCGGCTCAACCGTACCAAGCCATGAAAACTGGTGAACTTGAG
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TGCAAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGC

AGCTTCCGGGTCTGTAACTGACACTGAGGCGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7566;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9805),o:Pasteure

llales(0.9606),f:Pasteurellaceae(0.9387),g:Actinobacillus(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTAATCGGAATGACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACGTGGGAATTGCATTTCATACTGGGT

CGCTAGAGTATTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCTTGGGAAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7569;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCAGCGTGAAGGACTAATGCC

CTATGGGCTGTAAACTTCTTTAGACGCGGAGCAATAAATGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGCAAGTCAGCGGTGAAAGGTCCGGGCTCAACCGGGAAAGTGCAGTTGATACTGTGAGGCTTG

AGTGCGGAAGCTGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7568;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 

TTTAACCTGACTATTCCACTGCACCCCCTGAACGGACTGGAAATACTGGTACTAATCATGGTGGCGAATAAGTACGCG

TTCTTGCTAATCACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACG

AAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCA

TAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAAGATCGGTATAAGTCAAAGCACCTTGA

TCGTTAAGGTACTGAAGCTCTTTAGTCGCAGTAGGCGGAAAACGAA 

>OTU7570;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

GGTTATTTCCTCGACAACTTAGAGCCAATACCCTCAGCTTTACTGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAG

CTTTATCAATACCCTGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAG

CGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAG

TCATTTCTTTGATTTGGTCAGTGGTAAAAGACTGAACAGCCGTGTGAGCGTGAGTAAGCATGTGGCGCATAAGCTCG

GAAACCTGCGGGTGCGTGGAAAGATGGGTGTGTTCCATAAGAGACGCAACGCGAGCAGT 
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>OTU7571;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

1(0.0000),g:Bacillus(0.0000); 

ACTGACCAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGTTGGGTTACGACGCGCCGCCGTTCAACCAGATCTT

GCAGCAGAACGCAACCAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCTGCGCAACCT

GTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTT

CCATGACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTCGAAAAAGTATCTTGATAAAGCAGGAATTACTACTG

CTTGTTTAAGAAGTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTAGCCTTGCGCAGCTCGAGAA

GCGCTTACTG 

>OTU7573;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Schleiferiaceae(0.0000),g:Schleiferia(0.0000); 

TCCCTTTCTCCCTTTTTTTTCTTCTTTCCCCCCGCCGCCTCCTGTGGCCTTCCAGGTGATGTGCTTGCTACCGATCCCACT

ACTGTAGGCATGTGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAATGTTCCTAACCCTGATGAGGCCGTCCCTA

GTTTTGTTTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCTGGCACTTCTGCCGTTT

CTGATAAGTTGCTTGATGTGGTTGGACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAGGATACGCGTGATGATCTT

GCTGCTGCATTTCCTGAGCTGAAGGCTTGGGAGCGGGCTGGTGCTGATGCTTCCTCTGCTGGTATGGTTGACGACGG

ATTGGAGAAGCAAAAAGAGCTTACTAAAATGCA 

>OTU7574;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

AGTGGTCGGCAGATTGCGATACACGGTCACATTAAATTTACCCCGACTCTTCCACTGCCCCCACTGAACGGACTGGCA

ACACTGGTCATAATCCTGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGGA

AGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAAC

TTCTTAGACGAATCACCAGAACGGAAAACAGCCTTCATAGAAATTGCACGCGGCGGCAAGTGGCCATACAAAACAGG

GTCGCCAGCAAGAGCGGGATAAGGCAAAGCACCGTTAGCGTGAAGGTACGGAAGCTCTTTA 

>OTU7572;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Olivibacter(0.0110); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCCGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTGAGTGGTGAAAGTTACGGCGTCCACCGGGATCTACACGCTGACCCTGGGCGACT

CGAATGCGGGAGAGGGTGGCGGAATGTCGGGTGTAGCGGTGAAATCCGTAGATATGTGACAGAACACCAGTGGCG

AAGGCGGCTACCTGGGCCGGTATTGACGCTGAGGTACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7575;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9747),o:Campylob

acterales(0.8846),f:Campylobacteraceae(0.6709),g:Campylobacter(0.4787); 
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ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCCGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTATCAGGAAAGAATAATGACGGTACCTGATGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAATCCTATGGCTTAACCATAGAACTGCTTAGGAAACTGATAGTCTAGAGTAGGGGAGAGGTAGATG

GAACTAGTGGTGTAGGGGTAAAATCCGTAGATATCACTAAGAATACTTATTGCGAAAGCGATCTACTGGAACTTAAC

TGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7576;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCTACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTGGGGGACGAAGTAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGATCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGACGGCCGAG

TAAGTTATAGGTGAAAGCCCATCGGTCAAGGATGGAATTGGCTGTAATACGGCTTGGCTTGAGTGCAGGAGAGGGA

AGCGGAAGTCCGAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTTCTGGACT

GTAACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGGTA 

>OTU7577;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACTT

TAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGCTCCTGCATCCAATACTTGAGAACTAGAGTGCAGGAGAGGGAC

GCTGAATTCCTAGTGTAGCGGTGAAATGCTTATATATTATGAAGACCACCAGTGGCGAATGCGGCTTTCTGGACTGTA

ACTTACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7578;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumin

ococcaceae(0.8864),g:Gemmiger(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTACTTTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACTTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACTGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCTATAAATTGCATTTAAAACGGGTGGACTTGAGTAGGGGAGAGGTAGG

TGGAATTCCCGGTGTAGAGATGGAATGAGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACATACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7580;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 
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CGAAGACGCCTCAAAGCGAACCACACCGGCATAAACTTTAGTGTCGGCCTCCAAAGCACTATCAGCACCAACAGACA

CACCCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGTCA

AACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAA

GTGAGAACCAGCTTATCAGAAAAAAGGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACAGGATTAAACTCCTAAG

CAGAAAACCTACCGCGCTTCGCTTGGGCAACCCCTCAGCGGCAAAAATTAAAAGTGTTACC 

>OTU7579;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9871),o:Lactobacillales(0.9889),f:Aeroco

ccaceae(0.9871),g:Aerococcus(0.9837); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAACTCTGTTATAAGAGAAGAACATCCGCTAAGTAACTATTAGCGGCTTGACGGTATCTTATCAGA

AAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAGCGCAGGCGGTTTCTTAAGTCTGATGTGAAAGCCTACGGCTCAACCGTGGAGGTGCATTGGAAACTGAGAAA

CTTGAGTTCAGAAGAGGAAAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGGC

GAAAGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7581;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0560),g:Anaerosporobacter(0.0134); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCCACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAACCTCTTTTATTAAGGACGAAGAGTTGACGGTACTTAATGAATAATCTCCGGCTTACTACTTACCA

GCAGCCGCCTTAATACCTAGGGGGGCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTTGAAACTGTATGGCTAGAGTGCAGGAGAGGTAGGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7583;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Olivibacter(0.0056); 

CCTTTCTTCCTCCTTCCTTTCTCTTTTTCCCTTTTCTTTCGCCTGCCCCCTCCATGCCGCGTGAGGGAATGAGGCCCTACG

GGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGTAGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGC

AGGCGGGCGTCTATGTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCTTGAATG

CGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCTATAGCGAAGGCAG

CTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7584;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGCGTCGGACGTGATCGGCGTTGCAGGTACCGTCATAAGAAG
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GACCGGCTAATTCCGTGCCCGCAGCCGCGGTAATACGGAAGGGCCGGGCGGTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGTGGACTGTTAAGGGAGCTGTGAAATGTGGGTGCTCAACCTCTGACCTGCAGCTCAAACTGGCAGTCTT

GAGTGCGTTCAATGATGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAG

GCAGCCCTCCGGGCCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7582;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Betaproteobacteria(0.7114),o:Burkholderi

ales(0.4280),f:Sutterellaceae(0.2184),g:Sutterella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATGCAGCCATACCGCGTGCATGATGAAGGTC

TTCGGATTGTAAACTTCTTTTGTCAGGGACGAACGTGCGTGTGCTAATATCACAGTCTGGTGACGGTACCTGACGAGT

AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAATCGGAATTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGTGTAAGACAGATGTGAAAGCCCCGGGCTTAACCTGAGAAGTGCATCGGAGACCGCAG

GACTAGAGTTCAGCAGAGGAGAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCAGTG

GCGAAGGCAGCCGCCTGGGATGCGACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Porphyromonadaceae"(0.6350),g:Parabacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATTTTCTCGCGCCTGCCCCCTCCAAGTCGCGTGAAGGATGAAGGTTC

TATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCAGGACGTGTCCTGTTTTGTATGTACCTCATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGAGT

ATGTTTGGGGCAGGCGGAATGTGTGTTGTAGCGGTGAAATGCATAGATATCACTCAGAACTCCGATCGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7588;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.0904),g:Ruminococcus2(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAACAATCCTCGGCCAACAACGTACCA

GCAGCTGCCGTATAACGAAGTGCGCACGCGCTAGCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATATCAA

GTCTGATGTGAAAGGCAGGGGCTGAACTGATGAACTGCATTGGAAGCTGGTATGCTCGAGTGCAGAAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7587;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTGTAGGGGGGTAAAGTGTGCCACGTGTGGCAGATTGCAGGTACCCTATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGTGTGTTGTGAAATGTCGGGGCTCAACTCGGGAATTGCCGCGAAAACTGTGAGACTTG

AGTGCGCCGGCAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGCAGGACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGTTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGC

AAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.6350),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGGATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCTGAGCA

AGTCAGAAGTGAAATCCCAAGGCTCAACCCCGGAACTGCTTTTGAAACTGCTAAGCTTGATATCAGAAGAGGAAAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAC

AATGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATTACGGTACCCGAGGCGGAATCCACGGCTCACTACTTGCCAG

CCGCCGCGGTAATACGTCGGCGGCGACCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTGAACGGGGGTGCTGAATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGGTTCGTGAGACTGTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCCGGTGATTAAGCTTGTCGTGAAATGTCGTGGCTCAACTTATGCACTGCAGCGCAAACTGGTCTTCTTGAG

TACGGACGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7591;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATAGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACCACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATGCCCAGAGTTTAACTTAGGGACTGCATCTAATACTGGTTGTCTTAGAGTACAAGAGAGG

GAAGCGCAATACATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7592;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTTTTTTCAGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTAT

AAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGATGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7593;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGCCCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTTTCGCAAGAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACTCCGGAACTGCAACTGAAACTGTAGATCTTGAGTACTGGAGAGGAAA

GTGGAATGCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7597;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9992),c:Acidobacteria_Gp3(0.9840),g:Gp3(0.5239); 

GTGCCAGCCGCCGCGGTAATACGTAGGCAGCAAGCGTTGTTCGGAGTTACTGGGCGTAAAGGGTGTGTAGGCGGTT

CTTTAAGTTTGGTGTGAAATCTCCCGGCTCAACCGGGAGGGTGCGCCGAATACTGAGGGACTAGAGTGTGGGAGAG

GAAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGTGTAGACGGCTTTCTGG

ACCATAACTGACGCTGAGACACGAAAGCGTGGGTAGCAAACAGGATTAGAAACCCGGGTAGTCC 



6506 

 

>OTU7595;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Pseudoflavonifractor(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCATTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGTGTAGGCGGGACTGCAAGTCAGGTGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTG

AGTGCTGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAATCCACGGGCTCAAGCGGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAATCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCGGGCGGTTGCTTAAGTCTGGTGTGAAAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

GCTTGAGTGCAGAAGCGGACGGTGGAACTCGAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCGGCTGTCGAGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7599;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XI(0.0710),g:Sporanaerobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGCCGGGAGG

GCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCA
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ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTGCAA

GTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU7601;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTGGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGTCTAAGTCCGTGCCGGCAGCCGCGGTAATACGGAAGGTCCGTGCCTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGGGAAAGGTCGGGGCTTAACCTGGGAATTGCATCGCGAACTGTGAGACTTG

AGTGCGCGGGAAGTCAGCGGAAGTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAAGGTGCGTGAGAGAAACTGTTAACGAAGTGCCGGAATTCAACAA

GAAGGTACCGCCTACCTACGTGCCAGCAGCGGCGGTAATACGTAGGTGGCAGGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATA

ACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Pepto

streptococcaceae(0.6350),g:Clostridium_XI(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTTGGAAACTTGAGCGGAGGAGAGGAAAGTG
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GAATTCCTAGTGGAACGGGGAAATGCGTAGAGAATAGGAGGAACACCAGTAGCGAAGGCGGGTTGCCGGACTGTA

ACTGACACTGAGGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7603;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

TCTACGGATGGTAAACCTCTTTTGGCGGGGAGTAACGTGCGGGACGCGTCCCGGAGTGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGAAGCGATCGTTATCCGGAGTTCTTGGGTGTAAAGG

GTGCGGAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGGGCTC

GAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7605;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Betaproteobacteria(0.4812),o:Neisseriales(

0.1483),f:Neisseriaceae(0.0560),g:Aquaspirillum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGTTTGTAAACCGCTGTTGTCAGGGACGAAAATTCGTATTTGAACAAAGTACGATGCTGACGGTAACTGAAGA

ATAACCACGGGATAACTACGTGCCAGCAGCCGCGCTAATACGTAGGGGGCAAGAGGTAATCGGAATTACAGGGCGT

AAAGCGTGCGCAGGCGGGTGGATAAGACAGAGGTGAAAGCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGTC

TGACTGGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGAT

GGCGAAGGCAGCCCCCTGGGGCAAAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clostri

diaceae_1(0.9015),g:Clostridium_sensu_stricto(0.7162); 

AGGGAAGGGAGAAGGGGGGAAGAGGGAAAAAGGGGGGAAAAAAGGAGGGAGGAACGAAGGGTGAGTGATGAC

GGCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTT

TAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AATTGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCTGTGGCGAAGGCGATTCTCTGTACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7606;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Alphaproteobacteria(0.2321),o:Rickettsiale

s(0.1015),f:Anaplasmataceae(0.0355),g:Ehrlichia(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTTTCTGTGGGGACGATAATGACGGTACTCACAGAGGAAGTCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAATCCCAAGGCTCAACCTGGGAAGTGCTTTTAAAACTGGTGAGCTAGAGAATGAAAGAGGAAAGA



6509 

 

GGAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGTTTAAA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACAGTACCCTTGGAGGAAGCACAGGCTAACTACGTGCCA

GCAGTCGCGGTCATAAGTAGGGGGCTAGAGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTGTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGACTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7611;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Porphyromonas(0.0000); 

AACAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGCCCCTCGGCAGCACGACCCATACGACCAATATCAC

GCAAATAGTCACGCCTAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAA

ACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTC

ATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCTTTCTTATTGGGGTAATTATACTCGGCGCGAATAT

CCTGAAGGGGGAGTTCAGCAGCCAGCTTGCGGCAAAACGGCGTAACCGTCTTCTCGTTCTCTAAAAACCATATTTCGG

CCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATATCAAGT 

>OTU7610;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Solitalea(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGAACCAGCCATGTCGCGTGCAGGATGAAGGA

TCTATGGTATGTAAACTGCTTTTATTCGGGAGTAAAGTGCGGAACGAGTTGACTTTTGTATGTACCGAACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAGCATTAAGTCAGCGGTGAAAGTTTGCAGCTCAACTGGAGAATTGCCGTTGAAACTGCTTCACTTGA

GTACGAACGAGGCAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACACCGATTGCGAAGG

CAGCTTGCTAGGACGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Butyricicoccus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGATGAAGGT

CTTCGGATTGTAAAAATCTTTAATCAGGGACGAAAAACGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAATC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTGTA

ACTGACACTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7613;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Alicyclobacill

aceae(0.0000),g:Alicyclobacillus(0.0000); 

CCCAGAGCTTCGAGCGCCTGACACGTAAAGGACGGTTGTCAGCGTCATAAGCGGTTTTACCTCCAAATGAAGAAATA

ACTTCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATA

ATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGT

TTTTGAGATGGCAGCAACGGAAACCAGAACGAGAATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCA

GGCATCCACGGCGCTGTAAAAGAGGTGTTATAGATAGTCAAATAACCCGGAAACAAATG 

>OTU7614;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTTCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGGGCTTAACCCGGGTGGTTCATCTGAAACTTGAGTTCCTGAGTGTCGGGGAGGC

CATCGGAATTCCGTGGGTAGCGGGGAAATGCGTTAATATACGGAGGAACACCAGTGGCCAAGGCGGATTGCTGGAC

GATAACTGACGCCGAGGCGCCAAAGCCTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7612;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCAGGAACTGCATTTGAAACTGTCAGGCTAGAGTACAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7616;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTCGATTAA

GTTAGAAGTGAAACACCCGGGCGTAACTTGGGGAGTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7615;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Alphaproteobacteria(0.6346),o:Rhodospiril

lales(0.2359),f:Rhodospirillaceae(0.0904),g:Insolitispirillum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTCGCACGGGACGATGATGACGGTACCGTGATAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGTGTAGGCGGTTTGTTAA

GATAGCGGTGAAATGCCGGGGCTCAACCTCGGAATTGCCGTTATGACTAATAGGCTAGAATGATAGAGAGGATAGC

GGAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGCTATCTGGCTATAT

ATTGACGCTGAGGCTCGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7619;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

AGCCTCCAAGATTTGGAGGCATGCCCACATACAATTGGGAGGGTGTCCCTCCTGACGGTTATTTCCTAGACAAATTAG

AGCCAATACCATCAGCTTTATCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAAT

ATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCAT

ACCGCTGATTCTGCGTGTGCTGATGAACTAAGTCAACCTCAGCACTAACCTGGCGAGTCATTTCGGTGATTTGGTCAG

TGGGAAAGTACTGAACAGCCGTTTGAGCGGGAGTAAG 

>OTU7617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTGTGCCGGGGGATAACGGGCGCCACGCGGGGCGCAGTGAAGGTAACCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCTGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGTTGATACTGGGGGTCTT

TACTGCGGTCGAGGCCGGCGGAATGTGGCTTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGCCTTCATTGACGCTGAGGCACGAAAGCGTGGGGATCGACCAGGATTAGATACCCTGGTA 

>OTU7618;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTGCAGGGACGATAATGACGGTACCTGAGGAGGACGCCACGTCTAACTACGTTCCA

GCCGCCGCGGTACTACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAGGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7620;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATTTATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTGACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGTTCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGGAGTGAAAGTTTGAGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGAAGTAGAGGCAGGAGGAATTCGTGGTGTAGAGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGAGAAGGC

AGACTGATAAGCTGCAACTGAAATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7621;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Algoriphagus(0.0000); 

GGCATTGTTTGTGAGCGCTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGAATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTGGAAATTGAAGACGAGATTTATGAGGAAGATACAGAAATAGAAAATGACCCC

GTGTTTGGAATGGGTGCGGGGGCGCTAAAGCAGTTGTTTGAGGATCCCCAACTAAATGCTGTTGCTGAACATTTACG

GGGGGAGATTGCTGGTAGTAGGGGGAAGAAACGCCCCAAGCTGACCAGGCGCCTA 

>OTU7622;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACTAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTAGGAGTGAGATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTAAGTGTCCGGGAGGTAG

ATGGAGTTCCTTGTGTGGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGATCTACTGGACGA

TAACTGACGCTCAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4914),g:Lachnospiracea_incertae_sedis(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTC

TTTCTGTATGTAAAGCTCTTTCAGCAGGGAAGTAAATGACGGTACCTGACTAAGATTCCCCGGCTAACTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAAATGGATGACTAGAGTGTCGGAGAGGCAAGTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCAGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1679),g:Butyricicoccus(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGTCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTTAGGGACGAACAACCGCTATGTGAATAATGTAGCGGCCTGACGGTACCTGAGG

AGGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTG

TAAAGGGCGTGTAGGCGGGCCGGCAAGGTGGACGTTAAATCTGGGGGCTTAAACCCCATACCGCTGTCAAAACTGC

CGGTCTTGAGTGATGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAG

TGGCGAAGGCGGCCTGCTAGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7624;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGGGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAG

AGCAAGTCAGATGTGAAAATTGTGGGCTCAACTCACAACCTGCATTTGAAACTGTTTTTCTTGAGAGTGGGAGAGGT

AAATGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGAC

CACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7626;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pepto

streptococcaceae(0.0710),g:Clostridium_XI(0.0157); 

ACGGGAGGCAGCAGGGGGAGATATTGCGCAATGGGCGAAAGCGTGAAGCAGCGAAGCCGAGTGAGCGATGAAGG

CCTTCGGGTGGTAAAGGTCTGTCATAAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCATAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGTAAGGCTACGGCTCAACCGTAGTAAGCCTTTTAAACTGGGAAACTTGAGTGCATGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTAGGATGAACACCAGTTGCCAACGCGGCTCTCCGCACTTTCCC

TGCACCTCACTCACGCAAGCGTCGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU7627;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGAAGAAATA

CTTCGGAATGTAAAGTTCTGTCATCGAGGACGAAAGATAGTATCAGGAAATGGGTATTATTTGACAGTACCTGATGA

GAAAGCGCCGGCAAACTATGTGCCAGCAGCTGCGGCAATACGTAGGTGGCGAGCGGTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGACTTTTAAGTCAGATGTGAAATCCCGCGGCTCAACTGGGGTGCTGCATTTCAAACTGGAA

GTCTTGAGTGCAGGAGAGGTGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU7628;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTCAGGTACGTGTACCTGTTTGTATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGT

GCGTAGGCGGCTTGGTAAGTCAGATGTGAAATGTAGAGGCTCAACCTCTGAACTGCATTTGAAACTATTGAGCTTGA

GTGATGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCATTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7629;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATGCGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGAGTAGGCGGGATT

GCAAGTCCGTTGGTAAATCTATCGGATTAACCGGTAGCTGCGGAGGAAACTGTAGTGCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACCAGTGGCGAAGGCGGCTCTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7630;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATTAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACAGGCGCCACGTGTGGCGCCGTTAAGGTACCCGGAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGCGTCTAAGTGAGAGGTGAAAGGTCGAGGCTCAACCGGGGAAGTGCCGATGATACTGGGGGCCT

TGAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATAGCGA

AGGCAGCTGGCAGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7632;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGACTGAAGAAGTA

TTTCGGTATGGAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCTCAACCGCGAGATCGGCGTTTGGAACGGTCGAACTAGGGTGAAGGGAGGGCGA

GCGGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGAACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGAAGCAAACGGGATTAGATACCCTGGTA 



6515 

 

>OTU7634;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGTACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGT

AAAGAGTGCGTAGGTGGCTTTGCAAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAA

GGCTTGAGTACAGGAGGGGAAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.0904),g:Peptostreptococcaceae_incertae_sedis(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGTCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAAGGAAGATAATGACGGTACTTGAGGCGTAAGCCCCGGCTTACTACGTGCCA

GCAGCCCCGGTAACATGCCGGGGGCCGCCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGGGGTAAGGCA

AGTCTGAAGTGAAATGCCAGGGCTCAACCCTGGAACTGCTTTGGGAACTGTCCTTCTAGAGTGAAGGAGACGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7633;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAGAAGGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGTGAGCGTTATCCGGAATTATTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGTTCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTTATCGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACTTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTAGGATGTGAAAGCCTGGGGCTTAACCGAAGAAGTGCATCGGAAACTGGAC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG
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GCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7637;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCCGTGCCGGTTTCCAACCAG

CAAGTCCCGTCTAACTACGTGCCCGAACCCGCGGTAATACTACTGTGGCAAACGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGTGCAA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGGCCCGGCTAACTACGTGCCAGCAGCCGAGGTAGTACGTTGGGGGCGTGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACTGGG

GGACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7639;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCAGATGGAGCAACACCGCGTGCGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTTTTGGAGAAGAACATGCGTGAGCGTAACTGTTCACGCAGTTACCGTATCCAACCAG

AAAGTCACGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGGCTGCGGCTTAACCGAAGAAGTGAATCGGGAACTGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.5273),g:Clostridium_IV(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGGGGAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCGGTGACGATAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGTA
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AGTTGAATGTTTAAACTATGGGCTCAACCCATAACAGCGTTCAAAACTGCAGTTCTTGAGTGAAGTAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACTCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTATTATTAAGGACGAAGATGTGACGGCACTTAATGAATAAGCCCCGGCAAACTACGTGCC

AGCAGCCGCGGTAATATGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGGACCGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7642;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0710),g:Blautia(0.0076); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTAAGGGGAAAAATGATGCGATGTCGAATAGGCATGGCAAGTGATGGTACCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGTG

TAAAGGGAGCGTAGACGGGACAGCAAGTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGT

TGACCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7640;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVb(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TCTCGGATTGTTAACCTCTGTCGCAGAAGACGAAGCAAGTGACGGTATTCTGTGAGGACACCTCGGCTAACTACGTG

CCAGCAGCCGCTGTAATACGGCGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGACGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCGATACTGTTGGACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACATCGATGGCGAAGGCGGCTTTCTGGAC

TGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2864),g:Papillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAACGCCACGGATAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAGCTG
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CAAGTCAGATGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTTGAAACTGTAGGCCTGGAGTATCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7644;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTTTACAGGGACGAAATAAATGATGGTACCTGTATAGAACACCACGGCTAACTACGTGC

CAGCCGCCGCGGTAATACGTAGGTGGCCAGCGTCATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGAATC

AAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCACTTGAAACTGAATTTCTTGAGTGTGGGAGAGGTAAA

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCAC

AACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCGCCGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTTCAA

GTCTGATGTGAAAGGCAGGGGCTTAAATCCTGGAATGGATTGGAAAATGGGATGCTTGGGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGGAGGGGTGAAAAGCGGTAAAATTAGGAGGAACACCAGTGGCGAAGGCGGATTAATGGACGG

GAACCGACGTTGAGGCTGGAAAGCGTGGGGAGCAAACCGGATTAGGTACCCTGGGA 

>OTU7646;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACCGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCCTCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGTATGCGAGCGTTATCCGGATTTATTGGGTTTAATGG

GTGCGCAGGCGGGCGTCTAAGTCAGCGGGGAAAGTTCCCGGCTCAACCGGGGCAGGGCCGATGATACTGGAGGAC

TTGAATGCGGGCGAGGCGGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGC

GAAGGCAGCTGGCCGGGCCTGCAGTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGT

A 

>OTU7645;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Eubac

teriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGGCGGCAGCAGTGTGGCATCTTTCCCCCTGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCC

TTCGGGTTGTAAACTTCTTTCACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAAGA
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CAAGTTGGTTGTGAAATCCCTCGGCTTAACTGAGCAACTGCAACCAAAACTATCACTCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAG

AAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9573),g:Lactobacillus(0.8605); 

ACGGAAAGCAGCAGTAGGGAATCTTCCACAATGGAAGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTGTCCGAAATTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAATACTAATGTGAAAGCCTTCGGCGCAACCGGAGAATTGCATCAGAAACTGTTGAC

CTTGAGTGCAGAAGAGGAGAGTGAAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTGGC

GAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2184),g:Acetivibrio(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGAAGAACAAGGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTAGGTA

AGTCAGATGTGAAATACCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCTTATCTCGAGTATCGGAGAGGAAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATACTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.3204),g:Parasporobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATAGGGGAAACCCCGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCGGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAATTGCATTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7651;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_2(0.0560),g:Alkaliphilus(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGTATTGTAAACCGCTTTCAGCGGGGACGATCGTGACTGTACCCGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATTTAA

GTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGGATTTCTTGAGTGCTGGAGAGGAAAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7652;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAAGAAGTGAGGGTACCATAGGAGGAAGCCCCGGCGAACTACG

TGCCAGCAGACGCGGTAAGACGTAGGGGGCGAGAGTTGTCCGGAATGAATGGGCGTAAAGGGCGCGTAGGCGGCC

TGATAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGCGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGTATGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTCACTGACGCTCAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7653;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGAAGGCAGCAGTGGAGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGAAGTGAAAGCCCCGGGCTCAACCTGGGTACTGCTTTGGAAACTGTAATGCTGGAGTGCTGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9947),o:Lactobacillales(0.9821),f:Lactoba

cillaceae(0.9759),g:Lactobacillus(0.9724); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTGCCGGCTAACTACGTGCCAGCAGCCGCGGTAGAACGACTGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCAGATGTGAAAACTATCGGCTTAACCGAGGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGCGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7655;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVb(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCAGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGAAGGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGAGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCA

TGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGTATGGCTCGAATGCAGGAGAGGA
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AAGCTGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Defluv

iitaleaceae(0.2524),g:Defluviitalea(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTATCAGCAAGGAAGAAAAAGGACAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGCGATACA

AGTCAGTCGTGAAAGGTGCGGGCTCAACCCGCAAATTGCGATTGAAACTGTATTGCTAGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7654;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGG

TTGCGGGTCGTAAAGCTCTATCCTTGTCCAAGAGAGCAGATTAGAGTAACTGATAGTCTGGTGACGGTAGACAAGAA

GGAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGCGCGCGTAGGCGGTCGCTTAAGTCGGATGTGAAATGTAAGGGCTTAACCGATAACGTGCATCGGAAACTGGG

CGACTTGAGTGCAGAAGAGGCCAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7659;tax=d:Archaea(0.0041),p:"Nanoarchaeota"(0.0000),g:"Nanoarchaeum"(0.0000); 

GGGATTGTCTGTGAGCGTTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAATCT

GGCGGCCCCGGTGTCCCACGTCTGGTACCTGCAGGGCATCCCCAGCTACGTGGCGCTCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGCTCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGGGGGTGGAGATCGAAGGCGAGAGCGAGGCCGAGGAAGCCGAAATCGAGAACGA

GCCCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAG

CTGCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGGCTACG 

>OTU7658;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCATCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAATGATCCCGCCGCGGGA
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GGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGGCAGCCTGCCAGGCCGTG

ACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1485),g:Blautia(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGTCGCGTGAAGGAAGAAGTA

TTTCGGTACGTAAACTTCTATCAGCGAGGAAGAAAGTGACAGTACTCGAGTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACGCCA

AGTCTGATGTGAAAGGCCGAGGCTTAACCTTGGGAAGGCAATGGAAACTGGCGAGCTGGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

CAACTGACGTTGAGGCTCGAAGGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7661;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.428

0),f:Spirochaetaceae(0.2524),g:Treponema(0.0204); 

ACGGAAGGCAGCAGCTACGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGACGGTTGTAAAGTCCTTTTATGGCGGAGGAATAAGCGGGGGAGTGGAAAGCCCGCGCGGTGACTGTAGGCCAT

GAATAAGCCCCGGCTACTTACGTGCCAGCATCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGCG

TAAAGGGCATGTAGGCGGTCTGGCAAGTCAAGCGTGAAAGCCAGAGGCTCAACCCCTGAACTGCGCTTAGAACTGG

CGGACTAGAGACGGTGAGGGGGTGGCGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCG

ATGGCGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU7662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9943),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9852),g:Lactobacillus(0.9743); 

ACGGAGGCCGCAGCTAAGAATCTTCCGCAATGGGGGAAACCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGT

TTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGATC

TTGAGTGCAGAAGAGGAGAGTGGAACTCTATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7663;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Marinilabiliaceae(0.0252),g:Alkalitalea(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGACTACGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGCGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGAGTGCAAGTGTGCGGTGAAATGCCGGGGCTCAACGCGGGAGGTGCAGCGGGAACTGTATATCT
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GGAATGAGTACGACGCGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGA

AGGCAGTCCACGAGGCGTTGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7664;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.613

8),f:Spirochaetaceae(0.4224),g:Treponema(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTAAGTATGAGGAATAAGCAGTGTGAGAGAAACGCATTGTGGTGACTGTAGTACTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGAGAAATGCCGGAGCTGAACGCCGGAATTGCGTTGAGAACTGCA

TAAGTAGAGGAACTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAAGACCAAG

GGCGAAGGCAGGTTACCAGGAGAGGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7666;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

2(0.0000),g:Lentibacillus(0.0000); 

ACCCAAATGCTTAGGGATTTTCTTGGTATCAGGGTTCATCGTGCCAAGAAACGCGGCATGGTCAATATAACCAGTCGT

GTTAACCGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATG

AGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGC

GCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGGAGTTGAAATGGTAATAAGACGACCAAGCTGA

CCAGCAAGGAAGCCAAGAGGGGAAAGGGCAGGCGGCATG 

>OTU7665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2524),g:Ruminococcus2(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTC

CTTCGGTATGTAAAGCTCTATCTGCAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGTCGGACTGGCAA

GTGTGATGTGAAATGCTGGGGCTTAACCCGGGGGCTGCATTGGAAACTGCCTGTCTTGAGTGCCGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACGGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCC

CTATGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATCATACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGCGGCTTGGTAAGTCAGAAGTGAAATTCCAGTGCTCAACATTGGAAGTGCCGTTGATACTGCTGGGCTTGAA
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TGCGGATGAGGTGGGAGGAATGTGTGGTGTAGAGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAGG

CATCTAACGAATCCGAAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7668;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTATCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAACACGCGGCACGTGTCCCCCTCTGCATGTACCGTATGAATAAGC

ATCGGCTAATTCCTTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGGTCCTTAAGCCTGTGGTGAAAGGTGGAGGCTCAACCGTGAAATTGCAGTTGAGACTGGGGGCCTTG

AGTGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGACGGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGAAGTCAGCAGTGGGGAATATTTCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGCGATGAAGGCC

TTCGGGTCGTAAAGCTCTTTCCTCAAGGAAGATAATTACGGTCCTTGAGGAGGAATCCCCGGCTAACTACGTTCCAGC

AGCCGCGTTACTACTTAGGTGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAAGTC

AGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACTGGAGGAGTTGAGTGCAGGAGAGGAGAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTAACTG

ACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.6709),g:Pseudoflavonifractor(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCGGACCCAGCAACGCCGCTTAAAGGAAGAAGGC

TTTCGGGTTTTAAACTTCTTTTATCAGGTACAACAATAATGACGGTACCTGATGAATAATCCACGGCTAACTACGTGCC

ACCACCCTCGTTAATACGTAGTTGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAACTATGGGCTCAACCCATAGCTTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGCAATCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7669;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTGTG

CAAGTCAGAAGTGAAATCCATGGGCTCAACCCATGAACGGCATTGGAAACGGTATATCTGGGGTGTCGGAGAGGCA
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AGCGGAATTCCTGGTGTAGCGGGAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATAACGGACGCGGAGGCGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGT 

>OTU7672;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0252),g:Clostridium_XI(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGAGGAAACTCTGAACCAGCAACGCCGCGTGCATGATGAAGGC

CTTCGGATTGTAAAGTTCTTTTCTAAGGGAAGAAGAAAGTTACGGTACCTTAGGAATAAGCCTCGGCTAACTACGTGC

CACCAGCCGCGGTATTACGGAGGAGGCGAGCGTTATCCGGATTGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGGC

AAGTTAGTAGCGTAACCCCGGGGCTCAACCTCGGAACTACAACTAAAACTGTTGAACTTGAGTGCGGGAAGCGCAGC

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTAGCGAAGGCGGCTCTCTGGACGGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0157); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGCCCTA

CGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGT

AGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGAGTAC

GTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGGCAG

CCTGCCAGGCCGTGACTGACACTGATGTACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Hespellia(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATTAGCAGGGAAGATAGTGACGGTACCTGTTTAAGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATGGCAAG

TCAGATGTGAAAGCTATGGGCTCAACCCATAGACTGCATTTGAAACTGTCGTTCTTGAGTGCCGTAGAGGTAAGCGG

AATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCGTTTAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7676;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0904),g:Parasporobacterium(0.0134); 

ACGGGAGGCAGCAGTGGGTAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTGAAGAAGTAT

TTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTTCTGCAAGT

CAGCGGTGAAAGCCCGGGGCTCAACCCCGGAAATGCCGATGATACTGGGGGCCTTGAATGCGGTCGAGGCCGGCG
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GAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAAGGCAGCTGGCCGGGCCTGCA

TTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7673;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1098),g:Anaerovorax(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAGGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGTGTGAAAGGCATTGGCTTAACCAATGTTAGCCACCTGAACTGGGCTACTTGAGTGCAGGAAAGGAAAGCG

GAATTCCTAGTGTGACGGTGAAAAGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTTGACTGTTAC

TGACCCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7677;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTGCGGTAA

GTCAGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCCTTTGATACTGTCGTGCTGGAGTGCGGATGCCGTTGGA

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7679;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6346),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0181); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGTCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTTCTAACTGGCCTTTATTTGACGGTACTTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGCAGGCGGGCTTTTAAGTCAGATGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGATACTGGAAGC

CTTGAGTGCACAAAGGGATGGAGGAATTCATGGTGTAGCGGTGAAATGCGCAGAGATCATGAAGAACCCCGATGGC

GAAGGCAGGACTCCGGGGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Ruminococcus2(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTT

TCTCGGAATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGAGGCC

AGTCTGATGTGAAAACCCCGGGCTCAACCCCGGGGATGCATTGGAAACTGTTTATCTAGAGTGCCGGAGAGGGTAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGCTATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAA

AGGGTGCGTAGACGGGAAATTAAGTTAGTTGTAAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGATTTT

CTTGAGTGCAGGAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7681;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.428

0),f:Spirochaetaceae(0.2524),g:Treponema(0.0230); 

ACGGGAGGCAGCAGCTAGGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGTAAGGTTGTAAAATTCTTTTAAGTATGAGGAATAAGCAGTGTGAGAGAAACGCATTCTGGTGACTGGAGTACTTG

AATCAGCAACGGCCATTCACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTGGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCCGGAGCTTAACTCCGGAATTGCGTTGAGAACTGGA

TAACTAGAGTCAGTGAGAGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAAGAACACCGAT

GGCGAAGGCAGGTTACCAGCACATGACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7682;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

TCCTGATCGCAGTCGGCGTGTGACTCATTAGCCTTGCGACCCTCGGCCGCACGAACCATCCGCCCCATATCACGACCC

TAGTCACGCAAAGCCTTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGAT

AAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGT

GGAGGCCTCCAGCAATCTTGAACACTCATCCGTAATACCTTTCTTGTGGGGGTAATTATACTCATCGCGAAGATACTTA

AGAGGGCGTTAAGCAGCCAGCTTGCGGCAAAACGGCGTAACCGTCTTCGCGTTCTCGAAAAACCATT 

>OTU7683;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGTTTTTAAACTGCTTTTAGTTGGTAATAAAAAAGGTGACGTTTCATCTATTGTATGTACCATCAGACAAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACTGAGGGTCCGTGCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTGGCTCAACATATGCCGTGCAGCGCGAACTGTGCTCCTTGA
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GTGAGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGC

CAGCGTACTGTAGCGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Rikenellaceae"(0.0099),g:Rikenella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGTATAATAAGACTTTTGCGAGGGTTGATGCAGGGACCAGAAGAATAAG

GATCGGCTAACCCCGTGTCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTGGAGGTGAAATGCTTCTGCTAAACCGGAGTTTGCCTTGTAAACTGTCTGACTAGG

ATGTCAACGGCGCAGGCGGAATGAGTCATGTATCGGTGACATGCATAGATATGAATCAGAACACCGATCGCGAAGG

CAGCTTCCGAGGATTCGATTTACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAAGTACCCTGGTA 

>OTU7685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1679),g:Lactonifactor(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAATAGCTGGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7684;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.1707),c:Synergistia(0.0626),o:Synergistales(0.0413),f

:Synergistaceae(0.0099),g:Dethiosulfovibrio(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCGGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTA

ATTAAGTTAGATGTGAAATACCCGGGCTTAACTGGGGGGGGGAATCTAATACTGGTAAACTAGAGTACAGGAGAGA

AAGGCGGAATTCCTAGGGTGGCGGTGAAAGGCAGAGATATTAGGAGGACAACCGGTGGCGAGGGCGGTTTCTTGG

ACGGACACGGACGCTGAGGTTCGAAAGCGTGGGGACAAAACAGGATTAGAGACCCTGGT 

>OTU7687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTTAGGGACGATAATGACGGTACCTGAGGAGTATGCCACGGCTCACATCGTGCAA

GCAGCCGTGGTAATACGTAGGTGGCGACCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCGGGAGAGGAGAAT
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GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCGGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACCTCTTTTCTTAGGGACGAAGCAAGTGACGGTACACAAGGCATAAGCCACGGCTAACTAAGTG

CCAGCAGCCGCGGTAATACGTACGAGGCAAGCGTGATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTT

TAAGGTAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACCGGAAGTCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGATTGTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7691;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Natrialbales(0.0000

),f:Natrialbaceae(0.0000),g:Natronorubrum(0.0000); 

TTTCCAGCCCGCTTTGGCCTCTATTCCGCTCCTTCCGGCTTCTGCCGTTTTGGATTTACCCGCAGATGATTTCGATTTTCT

GTCGCGTAACACAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCGCTGCGTTGAGGCTTGCGTTTATGGTACGCT

GGACTTTGTAGGATACCCTCGCTTTCCTGCTCCTGTTGAGTTTATTGCTGCCGTCATTGCTTATTATGTTCATCCCGTCA

ACATTCAAACGGCCTGTCTCATCAGGGAAGGAGCTGAATGGACGGAAAACATTATTAATGGCGTCGAGCGTCCGGTT

AAAGCCGCTGAATGGTTAGCGGTTAACGTGCGGGGACGCGCAGGAAACACTGACG 

>OTU7689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGTTTAATATTTCACAATTTTCTTAATCCTTATTCATCTACTCCTCGTGATGGAAGACGGTTTTC

GGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCAAG

TCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGCGG

AATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAAC

TGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7690;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1098),g:Ruminococcus2(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAGGGCATAATGAGGGCCACGTGTGGCCCGTTGCATGTACTTCATGAATAAG

GACCGGCTAATTCCATTCCGGCAGCCGCGAGAGTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCGAGGCAAGTCTGATGTGAAAACCCGGGGCTCAACCTCGTGACTGCATTGGAAACTGTTGTGCTTG

AGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7693;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTGTCCGGATTTACTGGGTGTAAA

GGGTGCGTAGGCGGCTTTGCAAGTCAGCGGGGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAG

GCTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTG

CGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU7695;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTATTTTCAGGGACGATAATGACGGTACCGGGGGAGTAAGCTACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTTTTTAAG

TTAGAGGTGAAATACCGGGGCTCAACTCAGGAACTGCATTTCAGACTGGAAGGCTAGAATGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7692;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9605),c:Actinobacteria(0.7881),o:Solirubrobacteral

es(0.5023),f:Solirubrobacteraceae(0.2864),g:Solirubrobacter(0.0808); 

TACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGCGCGAAAGCGTGACGCAGCAACGCCGCGTGGGGGAAGACGG

CCTTCGGGTTGTAAACCCCTTTCAGGAGGGACGAAGCCCGGGCGGTTAATAGCCGACTCGGGTGACGGTACCTCCAG

AAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATCATTGGGCG

TAAAGAGCGTGTAGGCGGTCCGGTAAGTCGGCTGTGAAAGTCCAGGGCTCAACCCTGGGATGCCGGTCGATACTGC

CGGACTAGAGTTCGGAAGAGGCGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCT

ATGGCGAAGGCAGCTCGCTGGGACGTTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTAGTCC 

>OTU7694;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0043); 

CCTTTCTTCCTCCTTTCTTCCTCTTTCTCCCTTTTCTCCCGCCTGCACCCTCCATGCCGCGTGAAGGAATAAGGCCTTATG

GGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGCCCGATGAGAGTACTCGTTGAATAAGCACCGG

GTAATTCCGCGCCAGCAGCCGCGTTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTA

GGCGGTTTGTCAAGTCAGATGTGAAAGACCGCAGCTTAACGGTAGAGTTGCCTGGGATACTGGAAGGCTTGAATGCT
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GTTGCCGTGGGGGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCGTCT

CACGAAGCAGACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7696;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTTGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGTCGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTGAAGTCAGAGGTGAAAGTCTTGGGCTTAACGAAAGAAGTGCAGCGGATAACGGGG

GACTTGAGTGCAGAAGAGGACAGTGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGAGAACAGGATTAGATACCCTGG

TA 

>OTU7697;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9840),o:"Vibrion

ales"(0.9707),f:Vibrionaceae(0.9573),g:Photobacterium(0.7162); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGCGGTC

TGTTAAGCAAGATGTGAAAGCCCGCGGCTCAACCTCGGAACAGCATTTTGAGCTGGCAGGCTAGAGTCTTGTAGAGG

GGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGGTGGCGAAGGCGGCCCCCTGG

ACAAAGACTGACGCTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGTCTACTTGAAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTTAAATGAATTGGCGGGG 

>OTU7698;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCCGGGACGAAGGAAGTGACGGTACTTGGAGAAAAAGCAACGGCTAACTACGAG

CCAGCAGCCGCTCTAAGACGTAGGCTGCAAGCGTTGTGCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGAGCTCAACCCCGGAACTGCTTTTGAAACTGTATCGCTTGAGTGTCGGAGAGGCAA

GAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.9606),f:Carnob

acteriaceae(0.9015),g:Marinilactibacillus(0.4351); 

GTGTCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTATTGGGCGTAGAGCGAGCGCAGGCGGTC

TTTTAAGTCTGATGTGAATGCCTACGGCTCAACCGTGGAGGGTCATTGGAAACTGGAAGACTTGAATGCAGAAGAGG

AAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGT

CTGTAATTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACGGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA
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TGAGTGCTAAGTGTTGGAGGGTTTCCGCCCTTCAGTGCTGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGG

CCGCAAGGCTGAAACTTAAATGAATTGACGGGG 

>OTU7702;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Eubac

teriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGGATAACTACGTGACA

GCAGCCGCAATAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTTGTAA

GTATGATGCGAAATCCCGGGGCTGAACCCCGGGACTGCATTGGAAACTATAGGACTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2524),g:Tepidibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGGTTTTCTGACGGTAGATGGAGAACAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTC

TTAAGTCAGAGGTGACAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAGCTTAAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCGACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTAGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGATCTGGTGGGAAAGCCTTCGGCTTAACCGAAGAAGTGCAACGGAAACCGGG

CGACTTGAGTGCAGAAAGGGACAGTGGGACTCCATGGGTAGGGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGGGAAGGCGGATGTCTGGTATGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU7703;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGAAGAAGGGGGGAATATTGGGCAATTGGCGAAAGCCTGACCCAGCAACGCCGCGTTATTTAATAATTTT

TTCGGATTGTAAACCTCTGTCCTAATGGACGAAGTAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGACTGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTA

TAAGTCCGGAGTGAAAGTCCTGCTTGGAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTA
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AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGAAGCTGAGGCGCGAAAGCGTGGGGAGAGAAAAGGATTAGATAAACTGGTA 

>OTU7706;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGCGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTCGAGAAAAACGTGCGTGAGAGTAACTGTCCACGCAGTGACGGTATCCAACCA

GAAAGTCACAGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCAGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GGCTTGAGTGCAGGAGGGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGTGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTTCAGTTTAAACTTTATCTCTTGAATTCTGGAGAGGTAGAT

GGAATTCCTTGTTTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTTGCGAAGGCGGTCTACTTGACCGCAG

CTGACGCCTAGGCTCGAAAGCGTGGGGAGCAAACTGGATTAGATACCCTGGTA 

>OTU7705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTTAAACTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTAAGTACC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGATATCCGGAATTACTGGGTGTAAAGGGAGCGAAGGCGGGAGAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCAGAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAGG

CGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAATGGCGAAGGCAGCTTGCTGGGCTGT

AACTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7707;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Pseudoflavonifractor(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGGGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAG
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ACGGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGAAGCAGCAACACAGCGTGAGTGAAGAAGGG

TTTAGGCTCGTTAAGCTTTGTTGTTAGAGAAGTACGTTCGTGAGAGTAACTGTTCACGCAGCGACGGTATTAAACAAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGAGGTAAAACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGTAGAAGTGCAGCTGAAACCGTGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Rumin

ococcaceae(0.9873),g:Clostridium_IV(0.9781); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTAGGGACGAAAATGACGGTAGCTAAGGAGAAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTGGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGAGGCA

AGTCGGGCGTGAAATCTATGGGCTTAACCCATAAACTGCGATTGAAACTGTCTTGCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACTTTA

ACTGACGCTGAAGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.5632),g:Porphyromonas(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGAGACTCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTAAGATTTGTAAACTTCTTTAGTAGGAGAGTAAGGATGGGTACGTGTACCTATTAGAAAGTATCCTAAGAATAAGT

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGTTGCGTAGTAAGTCAGTGGTGAAACCCCGGGGCTCAACTTCGGGCTTGCCGTTGAAACTGCTGTGCTAGA

GTACAGATGATGTGGGCGGAACGCGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACTCCGATTGCGAAGG

CAGCTCACAAAAGTGTCACTGACACTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCTAGCGTTATCCGGATTTACTCGGCGTAAAGGGCGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCGGGAGAGGAGAGT



6535 

 

GGCAGTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACTAAA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7712;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGATGACGGCT

TTCTGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGCGAGTAACTGTTCACGCAGTGACGGTACCAATCCAG

AACGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTACGAGGCAAGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAACTCTGTTGTTGGAGAAGAAAGTGCGTGAGAGTAACTGTTCACGTAGTGACGGTATCCAACCA

GAAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAAAACGTACGAGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGACGTGAAAGCCTGCGGCTTAACCGAAAAAGTGCATCGGAAACCGGGC

GTCTTGAGTGCAGAAGAGGACGGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCAGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7713;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGAAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGCGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCTGACGGGAAAACCTTCGGCTTAACCGAAAGAATGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7715;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGATAGATAGAGGTAGTAACTGGCCTGTATTTGATGGTAATTTCTTAG
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AAAGTCACGTCTTACTACGTGCCATCCGCCGCGTTAATACTTATGGGCCTAGCGTTATCCGGGTTTACTGGGTGTAAA

GGGAGCGCAGGCGGTCGGGCAAGTCAGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTTGAAACTGGCAG

ACTGGAGTGCAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7719;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumin

ococcaceae(0.0000),g:Clostridium_IV(0.0000); 

ACCGAGCGTGGCTTACTCTCTGAGTCCGATGCTGTTCAACCACTAATCGGTCAGAACTCATGCGTCAAGTTACTGACC

ACTCCGTCCGTTTCCAGACCGCTTTGGCCTCTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGA

TTTCGATTTTCTGACGAGTAACAAAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCGCTGCGTTGAGGCTTGCGTT

TATGGTACGCTGGACTTTGTAGGATACCCTCGCTGTCCTGCTCCTGTTGAGTTTAGTGCTGCCGTCATTGCTGATTATG

TGCATCCCGTCAACATTCAAACGGCCTGTCTCAGCATGGAAGGCGCGGAAGTTACGGAAACCATTATTAATGGCGGC

GAGCGTC 

>OTU7716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCGCTGTCTTCGGGGAAGAAAGAAGACGGTATGCGAGGAGGAAGCCACGGCTAACTACGAG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCAGTG

CAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGACGAAGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTTGCGAAGGCAGCTTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7718;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCATGTCGCGTGAGGGATGAAGGTT

CTATGGATCGTAAACCTCTTTTATAAGAGGATAAAGGCTGTGACGTGTAACGGCCTGTAAGTATCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTGGTAAGTCAGTCGTGAAAGACTGGTGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTTGAGGTAGGCGGAATGCTTGGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACTCCGATTGCGAAGGC

AGCTAACTGGACTACAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7721;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lachn

ospiraceae(0.0000),g:Clostridium_XlVa(0.0000); 

TCCATACGTTACCAAAAAGTCCGCTATGGACCTTGCTGCTCACGGTCTAGGCGCTAAAGAATGGACCAACTCACTAAC

AACCAAGCTGTCGCTCCTTCCCAAGAAGCTGTTCAGAATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTCACAAT
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GACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAA

GCAGAACGCAAAAAGAGAGATGAGATGGAGGCTGGGAAAAGTGACTGTAGCCGACGTTTTGGCGGCGCAACCTGT

GACGACAAATCGGCTCAAAGTTATGCGCGCTTCGAGAAAAATGATTGGCGTATCCAACCGGCAGAGTTTTAGCGCTT

CCATGA 

>OTU7717;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAACCCTGATCCAGCCACGCCGCATGAGTGATGAAGGT

CTTTGGATCGTAAAGCTCTTTTTGTGAGGACGATAATGACGGTACTCGAAGAAGAAGTCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGAGATGTGAAATACCCAGGCTCAACCTTGGTACTGCATTTAAAACTGGAAATCTAGAGATTAGAAGAGGAGAAAG

GAATTCCTAGTGTAGCGGTGAAATTCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGTCTAAAAC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGGAGA

CGGAATTCCTGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGAC

ACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9762),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGCAAAGCTCTGTTGGTAGTGAAGAAAGATAGGTGTAGTAACTCGCCTTTCTTTGACGTTAATTACTTAG

AAAGTCTCGTCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGTGAGTGCAGGCGGTTCAATAAGTCTGTTGTGAAAGCTATCTGCTCAACCGGAGAATTGCAGCAGAAACTGGTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7723;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9755),o:Aeromon

adales(0.8629),f:Succinivibrionaceae(0.7428),g:Succinivibrio(0.3915); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCCGATGCAGCCATGCCGCGTGTGTGAAGAAGGTC

TTCTGGTTTTAAAGCACTTTCAAAGGGGAGGAAAAGATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCC

AGCAGCCGCGTTAATACGGCGGCTGCAAGCGTTAATCGGATTAACTGGGCGTAAAGGGCATGCAGGCGGTTCTACA
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AGTAGGATGTGAAATACCCGGGCTCAACCTGGGGACTGCAGACTAAACTGTAGAGCTAGAGTACTGGAGGGGGAGA

CGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAAA

TACTGACGCTCACATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7725;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Serratia(0.0000); 

GTTTTCCGTACCTTCAGCGCCTTCCCTGATGCGACAGGCCGTTCGAATGTTGACGGGATGACCATAATAAGCAATGAC

GGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCA

ACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGT

TAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGAGGTCTGGAAACGGATGGATTGTTAAGTA

ACGGGACTCATGATTTCTTACCTAGTAGTGGG 

>OTU7724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCCACGCCGCGTGAAGGATGAAGTC

TTTCTGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTAGGAGAGGCAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAAGAAA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGGAGGAAGAAGGC

CCTACGGGTCGTAAACTTCTTTTGCCCGGGAGTAATAAGGGGGGTGCGCCCCGCGATGAGAGTACCGGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTACCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGACGCGTAAGTCGGCGGTGAAATGTCCCGGCTCAACCGGGGAGCTGCCGTTGATACTGCGCGACT

AGGGTGCGAGCGGCGCCGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATACCACACAGAACACCGATCGCG

AAGGCAGCTGGCGAGGACGTTACTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGAGCAAGACTGACCCAGCAACGCCGCGTGAAGGAAAAAGGC

TTTCGGGTTGTAAACTTCTTTTATTAAGGACGAAGCAAATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGC

CAGAAGCTGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACGGTACTTCTTGAGTACTGGAGAGGCAGG
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CTGAATTCCGTGTGTAGCGGTGAAATGCGTATATATACGGACGAACACCAGTGGCGAAGGCGGCCTGCTTTACAGCG

ACTGACGCTGATTCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7727;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5195),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Pediococcus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGTGAAGAACGTTCGAGGTAGTAACTGTCCTTTCTTTGACGGTACTTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAA

GGGAGCGTAGGCGGGGAGGTAAGTCAGATGTGAAAGCTATGGGCTTAACCGAAGAAGTGCATTGGAAACTGGATG

TTTTGAGTGTAGGAGAGGTAGGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGG

CGAAGGCGGTCGACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACAGTAGTAAACCTTTGAAACTGGGAAACTTAAGTGCAGGAGGGGAGAGTT

GAATTCCTAGTGTAACGGTGAAATGCGTCGGGTTTAGGAAGAACACCAGTGGCGAGGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATGCCCTGGTA 

>OTU7729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGAACGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCACAGAAGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTGATTAA

GTGTGATGTGAAATACACGGGCTCAACCGGTGCGCTGCATTTCAAACTGGTTACCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTACAGCTCTGTCTTCAGGGACGATAATGACGGCACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTGGGGTGCTGCATTTCAAACTGGAAGTCGAGAGTGCAGGAGAGGAGAAG
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TGGATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGCTTCTCAGGACTGTAA

CTGACGCTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7731;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1679),g:Coprococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATTATTAA

GTCAGTGGTGAAATACCCGTGCTCAACATGGGCCGTGCCATTGATACTGGTAGTCTAGAGTTCCGTTGCCGTGGGAG

GAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGTGAAGACATCTCACGAAGCGGCGAC

TGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU7734;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGATTAAGGA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGGGGCTGAACCGGAGAGTTGCAGTTGATACTGGCAGTCTTGA

GTACAGTAGAGGTGGAGGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7733;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGCA

AGCTTGAGTCTGGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAAACCCGT

GGGGAAGGCGGCCCCCTTGACCGAAACTGACGCTCAGGTGGGAAAGCGGGGGGAGCAAACCGGATTAGATACCCT

GGTA 

>OTU7735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATGATAAAGTGGGAAGTGAAAACCCGGGGCTCAACTGGGGTGTTGCTTTCCAAACTGTTT
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ATCTAGAGTACAGGAGGGGAGAGGGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGACTCACTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.4224),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACACCACATAAAAAAAAAAACC

CTCAAATTGTAAACTTCTTTTATCAGGGACGAAACAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGGGCC

AGCAGGCGCGGTAATAGGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCCTGCA

AGTCAGGTGTGAAATTCCAGGGCTCAACCCTGGAACTGCACTTGAAACTGTGGGTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5991),g:Blautia(0.3043); 

CCTTTCTTCCTCCTTTTTTTCTCTTTCCCCCTGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTC

GGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAG

ACGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTAATGGGTGTAAAGGGAGCGTAGACGGACTGGCAAGTCT

GATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGGAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGCTGAA

TTCCTCGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAATGCGGCTTACTGTACGGTAACTGA

CGTTTAGGCTCGAAAGCGTGGTGAGCACACAGGATTAGATACCCTTGTA 

>OTU7737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGAAGGT

TTTAGGAGCGTAAAGCTCTGTCTATGGGGAAGATAATGACGGTGCGCAAGGAGGAAGCTACGGCTGACTAGGTGCA

AGCAGCCGCGGCAACACGTAGGTGGCCAGTGTAATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7740;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGAGGTATGTATAATGGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAG

CGCAGGCGGGTTGATAAGTCTGATGTGAAATCTTGTTGCTTAACATAAGAAGTGCGTCGCAAACTGTCAGCCTTGAG



6542 

 

TGAATAAGATGATAGTGGAATTCAATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAATTGCGAAGGC

GGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAACTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAGTCCACGGCTAGCAACGTTCCA

GCAGCCGCGGCAATACGCAGGTGGCAGGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTATGGCTCACCCGTAGTATGCCTTGGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGGAGCAACACCGGGTGAGTGAAGAGGGG

TTTCGGCTCGTACAGCTCTGTTGTTAGAGAAGAACGTGCGTGTGAGCAACTGTTCACGCAGTGACGGTATCTAACTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATCCGCAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTATAGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTAAGTGCAGAGGAGGACAGTGGAACTCCATGTGTAGCGGTAGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGGGGCTCGAGAGCATGGGTAACGAACAGGATTAGATACCCTGGTA 

>OTU7742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4914),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTTTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTTACGAATAAGCCACGGCTAACTACGTGC

CAGCGGCAGCTGTAATACGTAGGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCGTAACCTGCATTTGAAACTGTACTTCGTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCTTAGATATACGGAGGAACGTCAGTGGCGGAGGCGTCCTGCTGGACAGC

AACTGACGATGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCACGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAAATGACGACGCCGTGACGGGAACCAACC

AGAAAGTAACGGCTAACTACGTGCCAGCTGCCGCGGGAACACGCAGGAGGCAAGTTTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCGTCGGAAACCGTG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGCAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTGTCTGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7744;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.1299); 

CCTTCCTTCCTCCTTCTTTCCTCTTCCCCCCTTTTCTCCCGCCTGCTGGGTCCACACCGCGTGAGTGAAGAAGGGTTTCA

GCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGACAG

TCACGGCTCCCTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCTGCTTAACCGAAGAAGTGCATAGGAAAACGGGCAACTT

GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

ATGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7746;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Strepto

coccaceae(0.3204),g:Streptococcus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGG

GCAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7745;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9798),o:Lactobacillales(0.9730),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTTAGAGAAGAACGTGCGTGCAAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

CAGGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGGTTGATAAGTCTGATGTGAAATGCTTTGGCTTAACCAAGGAAGTGCGTCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7748;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Staphylococc

aceae(0.0000),g:Salinicoccus(0.0000); 

GCCTCGCACGGTTAGTGCTGAGGTTGCCTTAGTTCATCATCACACGCCGAATCAGCGGTATGGCTCTTCTCATATTGG

CGCTACTGCAAACGCTATTTCTAATGTCGTCACTGATGCTGCTTCTGGTGTGGTTGATATTTTTCATGGTATTGATAAA

GCTGTTGCCGATACTTGGAACAATTTCTGGAAAGACGGTAAAGCTGATGGTATTGGCTCTAATTTGTCTAGGAAATAA
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CCGTCAGGATTGACACCCTCCCAATTGTATGTTTTCATGCCTCCAAATCTTGGAGGCTTTTTTAGGGTTCGTTCTTAGG

ACCCTTCTGAATGTCACGCTGATGATGTTGACTTTGAGCGGATCGAGGCTCGTAAACCTGCTAGTGAGGCTTGT 

>OTU7747;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGGCTGATGTTAAAGCCCTTTGCCTAAACAAAGAAGTGCATCGGAAACTGGCA

GACTTGAGTGCAGAAGGGGACAGGGGAACTCCAAGTGTTGCCGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCCGG

TA 

>OTU7750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

AGGGAAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGAGGAAGAAGGAAGAAGGAAAGGAGGGTGAAGGATGAA

GGCTCGATGGGTCGTAAACTGCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAACATTGCAGTTGATACTGTCCTTCTTG

AGTACAGTATAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAT

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAATGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGGCGGTACCTGAGGAGGAATCTACGGCTAATTACTTGCCA

GCAGCCGCGGTTATACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGCGATGTGAAAGACCCGGGCTTAACTTAGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGGAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7752;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.9168),c:Planctomycetia(0.7881),o:Planctomycetal

es(0.5023),f:Planctomycetaceae(0.3204),g:Pirellula(0.0181); 

GTGCCAGCAGCCGCGGTAAGACGAGCTCCCCAAACGTTATTCGGTATAACTGGGCTTAAAGAGTTCGTAGGCGGCGA

AGTAGGTGAGGTGTGAAAGCCCGCGGCTCAACCGAGGAACTGCGCTTCAAACCGCTTTGCTAGAGGGAGATGGGGG

TAAGCGGAACAGATGGTGGAGCGGTGAAATGCATTGAGATCATCTGGAACACCGGTGGCGAAAGCGGCTTACTGGG

TCTTTTCTGACGCTGAGGAACGAAAGCGAGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGAT
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GAGGACTAGTCTGAGGGACTCTCACAGTTTCTCGGACGTAGCGAAAGTGTTAAGTGCTCCGCCTGGGGAGTATGGTC

GCAAGGCTGAAACTCAAAGGAATTGGCGGGG 

>OTU7751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAACAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGACGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTACGCCTTTGAAACTGGGACACTTGAGTGCAGGAGAGGAGAGG

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACGAGTTGCGAAGGAGGCTCTCTGGACTGTA

ACTGGCACGGAGGCACGAAAGCGTGGGGAGCAAACAGGATGAGATACCCGTA 

>OTU7755;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGGGAAAAAGCAACGGCTAACTACGTG

CCAGAAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTAACCCCAGAATTGCATTGTAAACTGTAGCCCTTGACTATCTGAGAGGAAA

GCGGAATTCCTAGTGAAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CGACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGAATAGATACCCTGGTA 

>OTU7754;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diales_Incertae_Sedis_XIII(0.3204),g:Anaerovorax(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGCGGTTTTTTAA

GCGCGGGGTGAAAGGCAATGGCTTAACCATTGTTAGCCCTGAGAACTGGGAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7753;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGCATGCA

AGTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTGTATGTCTTGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7756;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.0

000),f:Thermoanaerobacteraceae(0.0000),g:Gelria(0.0000); 

CCGCCTTCTGGCCGTCAACATCCATCTCACCCTTATCGAACTCAACGCCCTGCATACGCCAAGACAGAATCTCTTCCAA

GAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCCT

CAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGA

ACCATAAAAAAGCCTCCAAGAGTTGGAGGCAGGAAAACATACAATGGGGAGGGTGTCAATCCTGACGGTTATGTCC

GAGACAAATTAGAGACAATACCATCAGCTTTAAAGTCTTGCCAGAAATTGTGCCAAGTAGCGGCAACAGCTTTATCAA

GACCATGAA 

>OTU7757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Ruminococcus2(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

CTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACCAAGAAGCCCCGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGGTGTGCTTGAGTGCCGGAGAGGTAGG

CGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCAGCTTACTAGGCGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7758;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTCGGCCACGTATAGCTGTTTGCAGGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGTTTAAGTGAGTTGTGAAAGGCCGCGGCTCAACCGTGGCACTGCAGCGGGAACTGGATATCTTG

AGTTCAGGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGGGTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7760;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGATCTACGTGTGGATTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGGTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCATTTGGTACTGGCAGTCTTGA
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GTACATAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCCACTGGACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3884),g:Parasporobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGAATATTGCACAATGGGGGAAACCCTGATGCCGCGACGCCGCGTGACTGAAGAAGTATT

TCGGCATGTCAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTGCAAGT

CAGATGTGAAATCTAGGGGCTCAACCCCTAAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAACT

GACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7762;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.7727),c:Opitutae(0.4812),o:Puniceicoccales(0.07

81),f:Puniceicoccaceae(0.0252),g:Pelagicoccus(0.0076); 

GTGCCAGCAGCCGCGGTAATACAGAGACTGCAAGCGTTACTCGGATTCACTGGGCGTAAAGGGAGCGCAGGCGGAC

TCGTGTGTCGGACGTGAAATACCGGGGCTTAACCCCGGTGCTGCGTTCGAAACTACGAGTCTAGAGACTTGAGGGGT

AAGCGGAATTCTTGGTGGAGCAGTGAAATGCGTAGATATCAAGAGGAACACCAACGGCGAAGGCAGCTTACTGGAC

AAGATCTGACGCTCAGGCTCGAAAGCGTGGGGAGCAAAAGGGATTAGATACCCCTGTAGTCCACGCTGTAAACGGT

GCGCATTAGGTCTTGGAGCTTTCGAACGCTCCAGGGCTCAAGCTAACGCATTAAATGCGCCGCCTGAGGACTACGGC

CGCAAGGCTAAAACTCAAATGAATTGGCGGGG 

>OTU7764;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5632),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAATCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCTGCTAACTACGTGCCA

GCAGCTGCGGTAATACGTAGGGGTCAAGCGTTATCCGGATTTACTGGGTGTAAGGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCATGGGCTCAACCCGTGGACTGCATTGGAAACTGTGTAGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAATACCCTGGTA 

>OTU7761;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Ruminococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTGAAGGGCGCGTAGGCGGGAAT

GCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAG
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ACGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7765;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAAGGAAGAATGC

CTTCTGGGTTTAAAACTCTTTCAACAAAGGAATAAAGACGGGTATTAATACCCGTTCGCATGTACTTTATGAACAAGA

AAAGGACAACTCCGCGCCAGCAGCGGCGCTAATACGGAGGATCCGATCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAATCTTCGGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

ATCTCACAGGTCCACAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7763;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGGGAAGACGG

TTTTCGGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGACGGGAAAT

TAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGGTTTTCTTGAGTGCGGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7767;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Ethanoligenens(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCTTCGGTGACGAAAATGACGGTAGCCGAGGAGGAAGCCACAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGAATTACGGGGTGTAAAGGGAGCGTAGACGGCATGGCA

AGTCTGAAGTGAAAGCCCGCGGCTCAACTTCGGAACTGCATCCAGAACTGTGGTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGGTATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTA

ACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7768;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTCCTTTTATACGGGAATAAAGTCAGGCACGTGTGCCTGTTTGTATGTACCGTATGAATAAGG

ACCGGCTAAGTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGGTTAAGTCTGATGTGAAAGTTAGGGGCTCAACCGGAGAAGTGCAGTGGAAACTGGCATTCTTG
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AGTGCAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACTGGACTATAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Anaerobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTAAGTGTGGAAGAAATTGACGGTACACACAGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTACAAG

TCAGATGTGAAATACCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGATGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGCAGGTAGACGGTC

CTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGCGATCAAGTCAGCGGTAAAATTGTGTGGCTTAACCATACCGAGCCGTTGAAACTGGTTGTCTTGAG

TGCGAGTGAGGTAGGCGGAATGTGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7770;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.4311),c:Flavobacteriia(0.0324),o:"Flavobacteriales"(

0.0231),f:Flavobacteriaceae(0.0059),g:Flavobacterium(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGATGTGAAAGGCTGGGGCTCAACCGGGGTAAGGCATGGAATACTGCTGACCTG

GAGTTAAAGAGGGCAGACGGAATTACCTAGTGGGGGGGGAAAAGGATTGGTAATCAGGAGAACAACGGGCGCGG

AGGCCGGTTTGGAGGACAGCAATGAACGTTGAGGCTGGAAGGGGTGGGAAGGAAAAAGGATGGATACCCTGGTA 

>OTU7771;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGT

CGAACTAGAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA
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GTGGCGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU7772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7787),g:Roseburia(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAATGAGGGCATGTGACTAAGAAGCAGCGGCAAAATAAGTG

AGAGCAGCCGCGGTAATACGTATGGTGCACGCGATATCCGGATTTACTGGGTGAAAAGGGAGCGCAGGCGGTGCG

GCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGTACTAGAGTGTCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9462),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTCGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGACCGGCAAGTTGGAAGTGAAAACTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGC

CTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7773;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCGGGACGTGTCCCTTTTTGCAGCTACCGCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGTTTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCGTTTAAGTCCGATGTGAAATGTTGGGGCTCAACCATAAAATTGCAGTTGAAACTGGAAGGCTTGA

GTATGTTAGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCGTAGATATCAGGCAGAACACCGATCGCGAAG

GCGGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7776;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTACGAGAGTAAAGTGGTCCACGCATAGCCTTTTGCATGTATCTTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTGTGTTGTGAAAGGTTGGGGCTCAACCTCTACATTGCAGCGGGAACTGGATTCCTTGAG
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TGCGCACGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTACTAGGATGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTTTTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCCCCGGCTAACTACGGGCC

AGCCGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCACAGCA

AGTCAGATGTGAAATCCGTGAGCTTAACCCACGAGCTGCATTCAAAACTGTTGTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7777;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5632),g:Coprococcus(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGTGGGGAAGATAATGACGGTACCTGAATAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGCTTAGTAA

GTTTGAAGTGAAATCCCAAGGCTCAACCCCGGAACTGCTTTGAAAACTATGCAGCTAGAGTTTGAAAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACGATAT

CTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGAGTGAGAGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTAAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCAAACTAAGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGTTCTTTAAACTGGGAAACTTTATTGCATGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTTGATATTAGTAGGAACACCCGTAGCGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCTTGGGGAGCAAACTGGATTAGATATCCTGGTA 

>OTU7779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGTTATCCAACCAG

AACGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGTTGGCCAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTCGGGTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGG

GGCTTGAGTGCAGAAGAGGAAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG
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GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGGTATGCATCCCTGTTTGCATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTGAGTTGTGAAAGGTTGCGGCTCAACCGTGGAATTGCAGTTGGTACTGGATGTCTTGA

GTGCAGGGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTGCTGCTACTGACGTTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7780;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumin

ococcaceae(0.9294),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCTGATTGTAAACTCCTGTCTTTAGGGACGATAATGACGGTACCTAACAAGAAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGTAGGGTGCCAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAA

GTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCGTTGCAAACTGATGGGCTTGAGTAGAGGAGAGGTAGGG

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7785;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTCAAAGCCCAGGGCCCAACACTAGGACTGCTTTGGAAACTGTATGGGTAGAGTGGTGGAGGGGTGAGG

GGAGTTCCGGGTGTGGCGGTGTAATGCAGAGATATTAGGAGGAAAACCAGATGCAGGGGCGGCACTAGGGGCTGG

AGGTGACAATGGGGCACAAAAGGGTGGGGAGGGAACAGGTGTAGAAGCCCTGGTA 

>OTU7784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAATG

CAAGTCTGAAGTGTAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTATAACTGGAGTGCAGGAGAGGTA
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTGGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7783;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9840),o:Pseudom

onadales(0.9798),f:Moraxellaceae(0.9868),g:Alkanindiges(0.9705); 

GTGTCAGCAGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTT

TGTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTCGATACTGGCAAGCTAGAGTATGGGAGAGG

AAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGCGAAGGCAGCCTTCTGGC

CTAATACTGACGCTGAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGAT

GTCAACTAGCCGTTGGGGGATTTGATACTTTAGTGGCGCAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGGTC

GCAAGACTAAAACTCAAATGAATTGGCGGGG 

>OTU7786;tax=d:Bacteria(0.1356),p:"Proteobacteria"(0.0264),c:Gammaproteobacteria(0.0087),g:Candidat

us_Carsonella(0.0015); 

GTGCCAGCAGCCGCGGTGATACGAGGAGACCTAGTGTTAATCGGAATAATTGGGCGTAAAATGTATGTAGACTGTTA

TTGTCTGTTAAAAACGAAAACCTAAAAGTTCTTTAGGCTACTTTTAATTACAAATTTCTTGAGTAAAAAAAAGGATTAT

AGAATTTCGAAAGAAGAAATAAAATTCGTAGATTTTCGAAGGAATGCCAAAAGCGAAAGCAATAATCTTGTTTTATAC

TGACGTTGATATACGAAAGCATAGGTAGCAAAGAGGATTAGATACCCTCGTAGTCTATCGCTATAAACTATGAATACT

CGTTTGTGGAGATTTGCTTCAGAAGCTTAGCTAACGCGTTAAGTATTCTGCCTGAGGAGTACGTCGGCAACGTTAAAA

CTCAAATGAATTGGCGGGG 

>OTU7782;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

coccaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGTCT

GTTAAGTCGGATGTGAACTGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7787;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Lachnospiracea_incertae_sedis(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGCGTGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCTGCATGGAAGATATTGACGGTACCTGCCTAAGAAGCTCCGGCAACATACGTGTCAG

CAGCCGCGGTATTACGTACGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAAG

TCAGATGTGGAAGACCGGGGCTCAACCCCGGGGCTGCATTTGGAGCTGCGTTGCTGGAGTGCAGGAGGGGCAGGC
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GGAATTGACTGTGTAGCGGTGAAATGCGTAGAGATAGAGAGGGAAACCAGTGGCGAAGGCGGCCTGCTGAGCTTTT

ACTGACGCTGAAGCTCGAAAGTGTGGGGAGCAAACAGGATTTAGTACCCTGGTA 

>OTU7788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6709),g:Coprococcus(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGACGACGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGAGGCA

AGTCAGAAGTGAAAACCCAGGGCTCAACTCTGGGATTGCTTTTGAAACTGCTTTGCTTGATTTCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGAC

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTACGGATACCGGTTTGCATGTACTGTATGAATAAGG

AACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGCTCGTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCTTTGAATTGCATTTGGTACTGGTTATCTTGAGT

TCACTTTAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTGAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diales_Incertae_Sedis_XIII(0.2524),g:Mogibacterium(0.0712); 

ATGGGAGGCAGCAGTAGGGAATCTTGAACAATGGGCGAAAGACTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCAGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGAAGCCGAGGTAATACGTAGGGGGCAAGCGTTATCCGAAATTATTGGGCGTAAAGAGTGCGTAGGTTGTTATCT

AAGCGTAAGGTTTAAGCGTGCAGCTGAACTTCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAACGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTTCGAAGGCGGCTCTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7791;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCACGTACGCGTACGTTTTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGGGTTTAAGCGTGCCGTGAAATGTCCCGGCTCAACCGGGGAGTTGCGTCGCGAACTGGTTCCCTTGG
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GTGCGTGCGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7793;tax=d:Bacteria(0.0058),p:"Chloroflexi"(0.0000),c:Chloroflexia(0.0000),o:"Chloroflexales"(0.0000

),f:Oscillochloridaceae(0.0000),g:Oscillochloris(0.0000); 

CTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCCAGTCTGCCGCTGCTAAAGGACAGGATCCTCGTGATTATCTTG

CTGCTGCATTTCCTGCGCTTAATGCTTGGGAGCGTGCTGGTGCTGATGCTTCCTCTGCTGGTATGGTTGACGCCGGAT

TTGTGAATCAAAAAGAGCTTACTAAAATGCAACTGGACAATCAGCACGAGATTGCCGAGATGCAAAATGAGACTCAA

AAAGAGATTGCTGGCATTCAGTCGGCGACTCCACGCTAGGATACGAAAGAGCAGGTATAGGAACAAAATGAGATGC

TTGCTTATCAACAGAAGGAGTCCACTGCGCGCGTTGCGTCCATTATGGAAAACTTCAAGCTGTCCAAGCAACAGCAG

GTTACCGAGAGTATGCGGCAAATGCTTAC 

>OTU7796;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XVII(0.0000),g:Sulfobacillus(0.0000); 

ATCGCACGGCCCCGACGCAATGGCGCCAGACGGAGAGCGCCAACGGCGTCCCTCTCGACGGCGTCGCCAGCGATAA

CCGGAGTAGTTGAACTGGTAATAAGACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCAT

ACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTG

ACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAG

CGCCAGAACGTTTTTTACCTTTAGACATTACATCAGGCCTTCTGCACGGAATTGGTGACGCACGG 

>OTU7794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.4914),g:Eubacterium(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTGTACAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTACAGCTAGAGTGTCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7795;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCCGCCAAGTAGCGTGAAGGATGAAGGCTC

TATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTTG

TAGGCGGTTTGTCACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCGGGTCTGCAGTGGGTACGGGCTAACTAGAGTG

AAGTAGGGGAGACTGGAGTTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCG

GGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU7792;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

streptococcaceae(0.0457),g:Clostridium_XI(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCAGGTCGTAAAGCTTTGTCCTCAAGGAAGATAATGACGGTACGTGAGGAGGAAGCTCTGGCTAACAACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATTCAA

GTCAGTTGTGAAATCTCAGGGCTTAACCGTAAAACTGCATTTGATACTGATAGCCTTGAGTATCGGAGAGGCAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCCTGCTGGACGGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7797;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Erysipelotrichia(0.0000),o:Erysipelotrichales(0.00

00),f:Erysipelotrichaceae(0.0000),g:Clostridium_XVIII(0.0000); 

CGCGTCCGTTTTTGACAGGATCGTTAGTTGATGGCGCAAGGTCGCAACGTACGAGCTTCTCGAGCTGCGCAAGGATC

GGTCGAATTTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAA

GATAATTTTTCGACTCATCAGAAATATCCGAGAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGG

ATACGCCAATCATTTTTATCGAAGCGCGCATACATTGGAGCAGATTGGTCGTCACAGGGTGCGCCGCCAAAACGGCG

GCTACAGTAACTTTGCCCAGCCTCAATCTGAGCTCTCTTTTTGCGTGCTGCTTCAATAG 

>OTU7798;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGATGAAGAAGTGACGGTACTTAATGAATAAGCTCTGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTGACCCACGAACTGCATGTGAATCGGTTTTGCTTGAGTGAAGCAGAGTCAGG

CGGAATTCCATGTGTAGCGGGGAAATGCGTAGAGATAGGGGGGAACACCAGGGGCGAAGGCGGCCTGCTGGGCTT

AAGCTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGAATTAGATACCCTGGTA 

>OTU7800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGCA

AGTTGGGAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGTCAGTCTTGAGTGGTGTAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.2864),g:Gemmiger(0.0423); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGCTA

AGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGCGGGCTGGAGTGCAGGAGGGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7802;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAAGGTCATCGGAGACCGGG

CAACTTGAAGGCAGAAGAGGACAGTGGAGGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GTCGAAGGCGGCTGTCTGGTCTGCAACTGACGCAGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7801;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9321),o:Burkholderi

ales(0.8412),f:Comamonadaceae(0.5991),g:Roseateles(0.4351); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTC

TTGCAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGTGACTGCAAGGCTGGAGTACGGTAGAG

AGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG

ACCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTGGTTGTTGGGAAGGTTCCTTCTCAGTAACGTAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU7804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGCAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGAAGTGAAATACCCAGGCTCAACTTCGGTACTGCATTTCAAACTGTAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7805;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 



6558 

 

ATGGTGGTTTTCTTCATTGCATTCTGCTGGATCCATCTGTCAACGCCGCTACTCAGGTTGTTTCTGTTGGTGCTGCTCTT

GCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCCGACTACCCTCCCGACTGC

CTATGATGTTTATCCTTTGGATGGTCGCCATGATGGTGGTTATTATACCGTCAAGGACTGTGTGACTATTGACGTCCTT

CCCCGTACGCCGGGCAATAATGTTGATGTTGGTTTCATGGTTGGGGCTAACTTGACAGCTACTAAAGGCCGCGGATT

GGTTGCGCTGAATCAGGGTAGGAAAGAGAGTAGTTGTCTC 

>OTU7803;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAATCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAA

GGGCGAGTAGGCGGATTGGCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGAT

CTTGAGTGATGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGC

GAAGGCGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7807;tax=d:Bacteria(1.0000),p:"Lentisphaerae"(0.8988),c:"Lentisphaeria"(0.7497),o:Victivallales(0.39

59),f:"Victivallaceae"(0.2184),g:Victivallis(0.0615); 

ACGGAAGGCAGCAGTCGAGAATCTTCCGCAATGCGCGAAAGCGTGACGGAGCAATGCCGCGTGTCGGATGAAGGC

CTTCGGGTTGTAAACGACTGTCACTCGGGACGAAAAAAATGACGGTACCGAGGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTATTGGGCGTAAAGGGTCTGTAGGAGGTTCG

TTAAATTTGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCTTGAAGACTGATGGACTAGAGTGTTGAAGAGGTA

AGCGGAATACCAGGTGTAGCGGTGGAATGCGTAGATATCTGGTAGAACACCAAAAGCGAAGGCAGCTTACTGGGCA

ATAACTGACTCTGAGAGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7809;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Negativicutes(0.7881),o:Selenomonadales(0.502

3),f:Veillonellaceae(0.3204),g:Mitsuokella(0.0519); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGG

AGCGCAGGCGGGAGATCAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACTGGTCTTCTTG

AGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7808;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCA

AGACTGATGTGAAAGGCGGGGGCTCAACCCTTGGACTGCATTGGAAACTGTTCGTCTTGAGTGCCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGGGAGC

AACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7806;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCACCGGCTACCCCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTAATCCGGATTAATTGGGTTTAAA

GGGTGCGTAGGCGGTGCGCCAAGTCGGGGGTGAAAGTCCGGTGCTCAACCCCGAGGCTGCCGTTGATACTGTCGCG

CTGGAGTGCGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7812;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAATCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAAGAAGTGTAATGTGAAAGCCCACAGCTTAACCGGTAAACTGCATCGGAAACTGTTTTTC

TTGAGTGCAGAAGCGGAGAGTGGAACTCCATGTGTAGCGGTAGAATGCGTAGATATATAGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGATCTGCACCTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAAGATTAGATACCCTGGTA 

>OTU7810;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.2184),g:Eubacterium(0.0615); 

ACTTTATTCCTCATTTGTTACTATTGCACAATGGGCGAAATCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTT

CGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACTGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCA

GAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAAATTGAGTGCAGGAGAGGAGAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGTGAGAAGGAGGAGCTCTGGACTGTAAATG

ACACTGAGGAACGAAAGAGTGGGGAGCAAACAGGATTAGATAACATGGTA 

>OTU7811;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0252),g:Faecalibacterium(0.0076); 
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ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATCCAGCCACGCCGCATGAGTGAAGAAGGC

TTTCGGGTTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACTTAACGAAAAAGTCCTGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGAGTGCTAGCGTTATTCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGTAAG

TTGGAAGTGAAATCTATAGGCTCAACCCTGGAATTGCTTTTAAAACTGCTAATCTAGAGAAGTGCAGAGGTAGGAGG

AATTCCCGGGGTAGCGGTGGAATGCGTAAATATCGGGAGGAACACCAGTGGCGAAGGCGACCAACTGGGTACAATC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7814;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.1291),g:Coprococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTACCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGCCCCGTAA

GCGTGTTGTGAAAAGCCGTGGCTCAACCATGGTCGTGCAGCGCGAACTACGGGGCTTGAGTGTGCGGAAAGTGGGC

GGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGTAGCGCAA

CTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCAGCGTGCGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGTGGAGGTAGCCACGGCTAACTCCGTGCCA

GCAGGCGCGGTAATGCGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTGCAAACTGGCAGTCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Subdoligranulum(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGC

AAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAGCACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU7817;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Anaerobacterium(0.0181); 
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ACGGGAGGCAGCAGTGGGGGATATTACACAATGGGGGAAACCCTGATCGAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTCACGAGGGAAGATAATGACGGTACCTCGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGTAA

GTCAGATGTGAAATACGGAGGCTTAACCTGAGAGCTGCATTTTAAACTGGAATTCTTGAGTGATGGAGAGGTAAACG

GAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7818;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.4914),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCATGACCAAGCAACGCCGCGTGACGGAAGAAGGC

TTCCGGGTTGTAAATTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTACTAAGTAGGTGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAGACTGTGCTTCTTGCGTACAGGAGAGGCAGG

CGGAATTCCGTGGGTAGCGGTAAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7819;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTGCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTCCTTGCCA

GCAGCCGCGGCAATCCGTATGCGACCAGCGGTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTTTTAA

GTGAGATGTGAAATCCTAGGGCTTAACCTGGGTGCTGCATTGGAAACTGGGAGACTAGAGTGCAGGAGAGGAAAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7820;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGATGGACGTGATGGTAGCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCCGCGGCGGTAATACGTAGGCTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGTAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAGCTGCATTTGAAACTGTTACCCTAGAGTGTCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7821;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

CCTACGGATTGTAAACCTCTTTTGTCTGGGAGCAAAGGTGCTATTTATAGCAAGATGAGCGTACCCGAAGAAAAAGC

ATCCGCTAACTCCGTTCCAGCAACCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACAGGTCAAGTAGTGGGGAAAAATTCGGGGTCCAACCTCGAACTGCAGTTGAAACTGGGAGACTTG

AGTGCGACAGAGGGAAGCGGAATGCGAGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAA

GGCAGCTTTCTATGCTGTAACTGACGCTGATGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCCACGCCGCGTGAACGATGAAGGTC

CTCGGGTTGTAAAGTCTTTTTATTAAGGACGAATAAGTGACGGTACTTAATGAATAAGCTCCGGTTAATTACGTGCAA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGAGAAGTAGAGGCTGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGGGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGCGGTCGAGACAGCAATTGCATGTACCTTATGAATACGC

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCTTGTTAAGTCAGCGGTGAAATTCACTGGCTCAACCATTGAAGTGCCGTTGAAACTGGCGAGCTTGA

GTACGTAAGGGGCAGGCGGAATGCCTGGTATAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATCGCGAAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7823;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Porphyromonadaceae"(0.6709),g:Parabacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCATCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTCTTTTAA

GTCAGCGGCGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGAGTATGTTTGAGGTAGGCG

GAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCTTGCCAAGCCATAAC

TGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7816;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.0904),g:Eubacterium(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCGGATGTGAAAATCACAGGCTTAACCTGTGACCTGCATTCGAAACTGTGGTTCTTGAGGGTCGGAGAGGTAA

CTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7825;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCCTTTACTAGGGACGTAGGACGTGACGGTACCTGGAGAAAATGCAACGGCTAACTACGTG

CAAGCAGCCGTGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCAAGGGGCTCAACCGCGGAACTGCTTTCAAAACTGGATCCCTTGAGTATCTTAGAGGCGA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCAGCTTGCTAGACGA

CTACTGACGCTAAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7827;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAAGGATGAAGTA

TTTCTGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTTAGATGCCCTGGACAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGTACTGCATTGGGAACTATGCGGCTTGAGTGTCGGAGAGGTAAGTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATTGCGAAGGCGGCTTACTGGACTATGAC

TGACGTTAAAGCTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7826;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Alphaproteobacteria(0.9762),o:Rhodospiril

lales(0.9172),f:Acetobacteraceae(0.7787),g:Roseomonas(0.2607); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGC

TTAGTCAGTCAGGCGTGAAATTCCTGGGCTTAACCTGGGGTCTGCGTTTGAGACGGCTAGGCTAGAGGGTAGGAGA

GGGTCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGACCTG

GCCTATTACTGACGCTGAGGCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGTGCGCTGGATGTTGGGGCCCATAGGGTCTCAGTGTCGTAGCTAACGCGGTAAGCGCACCGCCTGGGGAGTAC

GGCCGCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU7829;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Marinilabiliaceae(0.0457),g:Mangroviflexus(0.0110); 



6564 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCAAGTCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTTATAGGGGGATAATAAGACCTTTGCGAAGGTTGATGCAGGTACCGTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCAGATAAGTTTGAGGTAAAATGCTTCTGCTCAACAGGGGTTTGCCTTGAAAACTGTCTGACTAGG

ATGTAAACGGCGCAGGCGGAATTAATCATGTAGCGGTGACATGCATAGATATGATTAAGAACACCGATTGCGAAGG

CAGCTTGCGAGGATACTATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7828;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTAGGGATGTATCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGTGTGGTGAAATGCCGCGGCTCAACCGCGGACTTGCAGCGCGAACTGTTTTTCTTGA

GTACGCAGTAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7831;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTGGGGACGTGTCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGCAAAGCAAGTCTGAAGTGAAAGCCCCGGGCTCAACCCGGGAACTGCTTTGGAAACTGTTTAGCTAG

AGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAA

GGCGCTTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGATGAAGGTT

TTCGGATCGTAAATCTCCGTTGTTGGTGAAGTAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAAGA

AAGTCACGTCTAACTACGTGCCAGCAGGCGCGGTAATAGGTAGGTGGCAAGCGCGGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGCCTAACGTGAAAGGCCGCCGCTCAACCGAGGAACTGCATCGGAAACTGTCGT

TCTTGAGTGAGGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7830;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostri

diaceae_2(0.0099),g:Alkaliphilus(0.0046); 
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ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGTAGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGATAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTACTACGTCGGGAGCAAGCGTTATTCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGACAACA

AGTTAGTTGTGAAATCACTCGGCTTAACTGAGGAACTGCAACTAGAACTATTGTTCTTGAGTGTTGGAGATGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACAATAA

CTGACGTTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGTAGGGAAGAAAATGACGGTACTCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGTGCA

AGTTAGAAGTGAAATCCCGGGGCTCAACCCCGGAGCTGCTTTTAAAACTGTACTGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCGGCAATGCCCGGTAAGTGATAACGGC

CTCCGGGTTGTAAACCCTTGTCTCCAGGGCCGTAAATGACGGTCCCTGGGGAGGAAGCCACGGCAAATTACGTGCCA

GCAGCGGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7836;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCCGCCAAGTCGCGTGCGGGAAGACGGT

CCTACGGATTTTAAACCTCTTTTGCCGGGGAACAACGGGCATCACGTGTGGTTCTGTGAGTGTACCCGGAGAAAAAG

CATCGGCTAACTCCTTGCCAGCAGCCGCGGTAATCCGGCGGATGCGAGCGTTATCCGGATTTATTGGGGTTAAAGGG

TGCGCGGGCGGCGCGTCAAGCCGGCGGTAAAATGGGGGGGCTCAACGCCGTAGAGCCGTGGGAACTGGCGAGCG

GGAGTGGAGAAGAAGGATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCG

AAGGAAGCATACTATCCTCCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Flavonifractor(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGAAAGTGACGATCCAAAAGGAATACGCCACGGCTCACTACGTG

CCCGCCGCCGCGGAAATACGTAGGTGGAGCGCGATATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGATTG

CAAGTCAGATGTGAAAACTATGGGCTCAACCTATAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAG

ACGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGA

TTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAGAAATGACGCTACCTGTCTAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCCCGGTAATTCGTTGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAAGGCA

AGTCTGAAGTGAAAGGCCGGGGCTCAACCGCGGGACTGCATTGGAAACTGTGTAGCTGGAGTACAGAAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGTGCGTAGGCGGCTTGGTAAGTCAGATGTGAAATGTATGGGCTCAACCCATGAACTGCATTTGAAACTATTGAG

CTTGAGTGAAGTAGAGGTAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGCGGC

GAAGGCGGATTACTGGACGACAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7842;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Rikenellaceae"(0.0113),g:Alistipes(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGAGTGGTCCGATGACAGTATCATACGAATAAGC

ATCGCCTAACTCCGTGGCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGATTAGTAAGTCAGAAGTGAAATTCCAGTGCTCAACATTGGACGTGCCGTTGATACTGCTGAGCTAGA

AAGCGGATGCGGTGAGAGGAATGTGTGGCGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCGTCTAACGAGTTCGAAATTGACGCTGAGGCACGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7841;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_2(0.0710),g:Alkaliphilus(0.0157); 
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ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTACAGGAAGAAGGT

CTTCGGATCGTAAACCCCTGTCCTCAGGGAAGAGGAGAAGACGGTACCTAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGACAA

CAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTACCTTTCTTGAGTGCTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACGG

TAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7839;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6346),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACGAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGCGTAGGCGGACTGTCAAGTCAGTCGTGAAATACCAGGGCTTAACCCCGGGGCTGCGATTGAAACTGACAG

CCTTGAGTATCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7840;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Pseudobutyrivibrio(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACACCGCGTGAGCGAAGAAGGA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAGGAAAGTGACGGTACCTGACTAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATAGGCA

AGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGGAGTGCATTGGAAACTGTATATCTGGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7843;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9961),o:Actinomycetales(

0.9866),f:Geodermatophilaceae(0.9201),g:Blastococcus(0.7643); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT

TGTTGCGTCGGCTGTGAAAACCTGAGGCTCAACCTCAGGCCTGCAGTCGATACGAGCAGACTAGAGTGTTGCAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG

GGCAACAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GTTGGGCGCTAGGTGTGGGGCTCATTCCACGAGTTCCGTACCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA

CGGCCGCAAGGCTAAAACTCAAATGAATTGGCGGGG 

>OTU7846;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0076); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAACAACGGGCATCACGTGTGGTGCTGTGAGTGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGTCAAGCCGGCGGTAAAATTGCGGGGCTCAACCGTGTAGAGCCGTCGGAAACGGGGAGTCT

GAGTGACGAAGAAGTCTGGGGAATTCGAGGGGGTGCGGTGAAATGCCTTGATTTCGACCAGAACTCCGAATTCGAA

GGCAGCATAGTATCCTCCAAATGACCCTGAGGCACGAAAGCGTGGGTATCGAAACGGATTAGGTACCCTGGTA 

>OTU7845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGAAATGACGGTCCCTTATGAATAATCTCCGGCTAACTACGTGC

CAGCCGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGAAGGT

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGACTGCATTTGAAACTGTTTTTCTTGAGTACGGGAGAGGCAGG

AGGAATTCCGAGTGTAGAGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7844;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0157); 

AAGGGAGGCAGCAGTGGGGGATGGTGCAAAATGGGCGCAAGCATGATGCAGCGACGCCGCGTGTGGGAAGACGG

CCCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGC

AAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCACAACTGCATTTCGTGATGGAAGTAGAGGTTGGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGAATGCGGCCAACTGGGCTTTTAC

TGACGCTCAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGATTTTTTGTATGTATCTTATGAATAAGG

ACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATAAGGAAGGTCCGGGCGCTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCGTTTAAGCGTGTTGTAAAATGTAGACGCTCAACGGCAGCACTGCGACGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTGGATATGACGAAGAGCTCCGATTGCGAAGG

CAACCTACTGTAACGCTGCTGACGCTGAAGCTCAAAAGCGTGAGTATCGAACAGGATTAGATACCCTGGTG 

>OTU7847;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 



6569 

 

ACGGGAGGCAGTAGTGGGGGATATTGCGCAAGGGGGGCAACCCGGACGCAGCAAAGCCGCGTGAACGATGAAGG

TCTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCAGCGGAAATACGTAGGGAGAAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCTCGACCTGCATTTGAAACTGTTTTGCTTGAATGAGGTTGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCATAGAGATAGGGCAGAACACCAATTGCGAAGGCGTCCTGCTGAGCTTTT

ACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7849;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.465

2),f:Spirochaetaceae(0.2864),g:Treponema(0.0326); 

ACGGGAGGCAGCAGCTAGGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGGTGATGAAGGT

CGGAAGATTGTAAAATCCTTTTATGACTGAGGAATAAGTACGTTGAGAGAAACGGCGTATGTTGACTGTAGGTCAGG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCGTGTAGGCGGTATTGCAAGTCTGTTGGGAAAGGCGGGGGCTCAACCCCTGGACTGCGTTGGGAACTGAA

TGACTAGAGTCGGTGAGGGGGAGTCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATAGGGAAGAAAACCAAT

GGCGAAGGCAGGTTGCCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTTTTTTATAAAGAAATAAAGTAGGGTATGCATACACGTATGCATGGATATTTTGAATACGG

ATCGGCTAACACCGTGCAAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATAGCTGG

AGTGCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7851;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7428),g:Gemmiger(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCGTCAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACCGGCAA

GTTGGAAGTGAAATCTATGGGCTCAACCCGGGGAGTGCTTTCGAAACTGGTGGGCTAGAGTAGTGGAGAGGTAAGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGACAGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7852;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9846),o:Sphingomo

nadales(0.9775),f:Sphingomonadaceae(0.9759),g:Sandarakinorhabdus(0.9724); 



6570 

 

GTGTCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCC

ATTCAAGTCAGAGGTGAAAGCCCAGGGCTCAACCCTGGAACTGCCTTTGAAACTAGATGGCTGGAACACGGGAGAG

GTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGG

ACCGTTGTTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCATAAACG

ATGATAACTAGCTGTTGGGGCTCTTTGAGCTCCAGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGAGTACGGC

CGCAAGGTTAAAACTCAAATGAATTGGCGGGG 

>OTU7854;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.576

6),f:Spirochaetaceae(0.3884),g:Treponema(0.0712); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAACCCTTTTAAGTATGAGGAATAAGCAGTGAGAGAGAAACGCATTGTGGTGACTGTAGTACTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTGGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCCAGCTTAGTGTGAAATGCCGGGGCTTCACTCCCGTATTGCGTTGGGAACTGCC

TAACTAGAGTCACTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7853;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9805),o:Rhodobact

erales(0.9172),f:Rhodobacteraceae(0.9015),g:Rhodobacter(0.3915); 

GTGTCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGAC

CGGAAAATCAGAGGTGAAATCCCAGAGCTCAACTTTGGAACTGCCTTTGAAACTCCTGGTCTTGAGGTCGAGAGAGG

TGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGAGGCGAAGGCGGCTCACTGGC

TCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAATGCCAGACGTCGGCAAGCATGCTTGTCGGTGTCACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGCC

GCAAGGTTAAAACTCAAAGGAATTGACGGGG 

>OTU7855;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Oscillibacter(0.0087); 

ACGGAAGCCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAAAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGTATCTTAGGAGGAAGCCCCGGCTCACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTATGCGGCATAGC

AAGTCAGATGTGAAATCCGTGTGCTTAACCCACGAACTGCATTTTAAACTGTTTTGCGTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGTAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGTCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7856;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9861),o:Actinomycetales(

0.9911),f:Intrasporangiaceae(0.9108),g:Tetrasphaera(0.6681); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCGAAAGTGACGGTACCTACAGAAGAGGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGTTT

GTCGCGTCTGCTGTGAAAATCCGGGGCTCAACCCCGGACCTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGG

AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGG

CCACTACTGACGCTGAGAAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGTT

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACTTGC

CAGCAGCCGCGTTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGC

AAGTCTGAAGTGAAAGGCCGGGGCAAAACAACGGGAATGCTTGGGAAACTGTGTAGCTGGAGTACAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATAAGATACCCTGGTA 

>OTU7858;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4224),g:Subdoligranulum(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGCGTAAGACTGTACCTGTTGAATAAGCCACGGCTAACTACGTGCC

CGCAGCCGCGGTTATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGTCCGGCA

AGTTGGAAGTGAAATCTATGGGCTAAACCCATAAATTGCATTTAAAACTGCTGGGCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGAGGCCCACGTGTGGGCTGTTGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGTTTTTAAGCGTGTTGTGAAATGTGTGGGCTCAACCTATGCACTGCAGCGCGAACTGGAGACCTTG

AGTGCGCGGGAAGCCGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGACCTCCGATTGCGAAG

GCAGCTGGCTGTAGCGTTACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGCTTTGTATGTATTTTATTAATAAGGAT

CGGCTAACTTCGTTCCAGCCGCCGCGGTAATACGGAGGATACGAGCCGTATCCGGATTTATTTGGTTTAAAGGGAGC

GTAGGTCGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCGTTTGATACTGTTAGTCTTGAGTA

CATTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7860;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0134); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGACGCGGTAATACGTAGGGAGCAAGCGCTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGACAACA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATTGTTCTTGAGTGTTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTATTGTTAGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAAGAAGGCGGATGTGAGAGCGCGGGGGGTAACGGAGGAGGTGCGTGGGGAAGGGGT

GGGCGTGAGTGCAGAAGAGGAGAGGGGAGCGGGAGGTGTAGCGGTGGAATGCGGAGATGTAGGGAAGAGCGCC

GGTGGGGAGGGGGGCTGGCGGGGCGGCAGCGGACGCGGAGGCTCGGAAGCATGGGTAGCGAACAGGATTAGATA

CCCTGGTA 

>OTU7863;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1291),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTTACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTTAAT

TAAGTCAGGTGTGAAAGTTTTCGGCTCAACCGGAAAAGTGCACTTGAAACTGGATAACTTGAGTATCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7864;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 



6573 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGCATAATAAGACTTTTGCGAAGGTTGATGCAGGTACACGAAGAATCAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAGGGGT

GAGTAGGCGGTTAGATAAGTATGAGTGTAAATGTGTCTGCTAAACAGGGGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGAGGGGGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7865;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Epsilonproteobacteria(0.1740),o:Campylob

acterales(0.0781),f:Campylobacteraceae(0.0252),g:Campylobacter(0.0076); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTTCCGCCTGCCCCCTCCATGCCGCGTGGAGGATGACACGTTTCGG

AGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCAGCAGCC

GCGGTAATACGGAGGGTGCAAGCGTTACTCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCAAGTCAG

ATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGATGGAATTC

CTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTAACTGACG

CTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7866;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATTGCA

AGTCAGATGTGAAAGCCCGGGGCTCAACTACGGAATTGCATTTGAAACTGTACTGCTTGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTATAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7868;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Olivibacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGGGGAACCCTGAACCAGCCATGCCGCGTGAGGGAATAAGGC

CCTATGGGTCGTAAACCTCTTTTGCCGGGGGATAAAGACAGCTACGTGTAGTTGTTTGAAGGTACCCGGAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGCGATTAAGTCAGCGGTGAAAGGCGACGGCTCAACCGGAGCAGTGCCGTTGATACTGGTTGTCTT

GAATGCGGTCAAGGCCGGCGGAATGTGACGTGTAGCGGTGAAATGCATAGATATGTCACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGCCTGCATTGACGCTCAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7867;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pepto

coccaceae_1(0.1679),g:Peptococcus(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGC

TTTCGGGTCGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGTCAAGAA

GGAAGTCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGAGCGTAGGCGGTCTGTTAAGTCGGATTTGAAATGTTAGGGCTCAACCCTTAACGTGCATCTGAAACTGGCT

GACTTGAGTGCGAGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGAAAGAACACCAGTG

GCGAAGGCGCCTTGCTAGGCCGTAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7870;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Deltaproteobacteria(0.7114),o:Desulfovibr

ionales(0.4280),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGT

CTTCGGATCGTAAACCTCTTTCAGAAGGGAAGAATAAGCACTGCGCTAATCAACATTGCCCTTACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCCTGCCCGCAGCCGCTGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCATGTAGGCTGTATGGAAAGTTGGAGGTGAAAGCCCACGGCTAAACCGAGGAACTGCGTTGAAAACTACCAA

ACTGGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTGG

CGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7869;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGATGGAAGGCCCGGTTATCTACGT

GCCGGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGAAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTGTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTCTCTGG

ACTGTATCTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7872;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

GGCGTGCTTACTCCAACTTACCAAGCTGGGTTCCGACGCGCCGCCGTTCAACCAGATATTGTAGCAGAACGCAAACC

GAGAGATGCGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTC

AAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTGCATGACGCAGAAGTTA

ACACTTTCGGATATTTCTGATGAGTCGAAAAATTATCGTGATAAAGCAGGAAGGACTACTGCTTGTTTACGAATTAAA

GCGAAGTGGACTGCTGGCGGAAAAGGAGAAAATTCGACCTATCCGTGCGC 
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>OTU7871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTCCACTACGTGTAGTGGTTTGTATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGATTTTAAGCGTGTTGTGAAATGCGGCGGCTCAACCGTCGATGTGCAGCGCGAACTGGAGTCCTTGA

GTGAGTACGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTTCCAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Dorea(0.2607); 

CCTTTCTTCCTCCTTTGGGCCTCTTTCCCCATGGCGGCCCCTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTTC

GGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGCACCTGACTAAGAAGACCCGGCTAACTACGTGTCAGCAG

CAGCGGTAATACGTAGGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGCCA

GATGTGAAAGCCCGGGGCTCAACCCCGGGACCGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACTG

ACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7873;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Butyricimonas(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGGGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGG

TGTGTAGGCGGGACCGCAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTG

AGAGTGGGAGAGGTAGATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.7068),g:Oscillibacter(0.0808); 

ACGGGACGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTAGGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTTCTTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAACTTTTGTCTTTAGTGAAAAGAGAGGATGGTAGCTAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGATAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGACTTTA

AGTCAGATGTGAAAGGCGGGGGCTTAACCCCCGAACTGCATTTGAAACTGGAGTTCTTGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATCCAGCCATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACTCGAGGAAGAAGTCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACTAGTAA

GTGAGATGTGAAATACCCGGGCTCAACCTTGGAGTTGCATTTCAAACTGCAAGTCTAGAGATCAGAAGAGGATAATG

GAATTCCTAGTGTAGAGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGATTGTATC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2184),g:Ruminococcus2(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGAGAAAGACTGATGCAGCGACGCCGCGTGAGCGAAGAAGA

ATCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGAAGGGACCTGACTAAGAAGCACCAGCTAACTAAGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAACCCGGGGCTCACCCCCGGGAGTGCATTGTAAACTGTTTATCTGGAGTGCCGGAGGAGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGTAGGTACACCAGTGGCGAAGTCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU7880;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGAAGGGGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTGCGTAGGTGGTTACCTAAGCAGGAGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGC

TACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 



6577 

 

>OTU7881;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Rikenellaceae"(0.9108),g:Alistipes(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGCCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

CCTATGAGCTGTAAACTGCTTTTGTAAGGGAGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGTTGTTAAGTTAGTTGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTTTCCTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCGGACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGAGGCAGCCGTGGGGAATATTGCCCAATGGGCGCAAGCCTGATGCCGCCACGCCGCGTGCGCGATGAATGCCT

TCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTTCCCGC

AGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTAAAGT

CAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGACTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGAAGGAAGGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGGACTGCAAG

TCAGATGTGAAAATTACGGGCTCAACCCGTGAACTGCATTTGAAACTGTAGTTCTTGAGAGCCGGAGGGGTAAATGG

AATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACGGCAAC

TGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7883;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

CCGGGAGGCAGCAGTGATGCCTCTTTTTCCATTTCCTTCAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCT

ATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTAGGGATGTATCCCTTTTTGCAGGTACCGCATGAATAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTGAGTT

CGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU7884;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCGGAAGCGTAGTAAGCCTTTGAAGCTGAGAAACTTGAGTGCAGGAGAGGAGAGT

GGGGTTCCTGGTGTGACGGTGAAATGCGAAGATATTAGGAGGAACACCTGTTGCGAAGGCGGCACTATGGACTGTA

ACTGACACTTAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCTTGGTG 

>OTU7885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGGGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGCCGGTATCCACCCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAGAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGAC

AACTTGAGCGCAGAAGAGGACAGTGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7887;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTGCCGGCTAACTACGTGCCAGAGGCCGCGGTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTTTAATAAGTCTGATGTGAAAGCCCTCGGCTCAACCGGAGAATTGCAACAGAAACTGTTG

AGCTTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTTGGTATATGGGAGAACACCAGG

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGGTACCCTG

GTA 

>OTU7888;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4563),g:Lactonifactor(0.2171); 

CCTTTCTTCCTCCTTCTTTCCTCTTTCCCCCTTTTTTCCACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCG

GTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCAGCAGC

CGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCTGGCAAGTCTG

ATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAGACTAGAGTGTCGGAGAGGTAAGTGGAAT
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TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAACTGA

CGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7886;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGACTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTAGGTACCTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTGGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGATACTGGCGTTCTTGA

GTGCGGTTGAGGTGTGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTCGCGAGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7890;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU7891;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Rikenellaceae"(0.0073),g:Rikenella(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGTCGGAAGACTGATCCAGCCATGCCGCGTGCAGGAAGAAGGTC

CTCTGGATTGTAACCTGTTTTTTTCGGGGATAAATCAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGGA

TCCGCTCATCCTGCGCCAGCAGCCGCGGTTATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCGGCTCACCAGGGGTTTGCCTTGAAAACTGTCTGACTAGGATG

TAAACGGGGCAGGCGGAATGCATCATGTAGCGGTGACATGCATAGATATGAGGCAGAACACCGATGGCGAAGGCA

GCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7889;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0560),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGTGCAATGGGCGAAACTCTAACCCAGCAACGTCCCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTCCTTTTACCAGGGACGAAGGACGTGACGGTACCCGGAGAAAAAGCAACGGCTAACTACGTG

CCACCAGCCGCGGTAATACGTAGGATGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCGCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCAA
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GCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTGCTGCACGA

TCACTGACGCTCGGGCGCGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU7892;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Pepto

coccaceae_2(0.0099),g:Desulfotomaculum(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATCGGGCAATGGGCGAAAGCCTGACCCAGCAACGTCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCTCCGGCAAACTACGT

GCCAGCAGCCGCGGCAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTGTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCTTAGAGATCGGTAGGAACGCCAGTGACGAAGGCGGCTTTCTAGA

CTGTAGCTGACGCTAAGGCGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCAGCGTGAGTGATGACGGC

CTTAGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCAA

GAAGCCGCGGTAATAGGTAGGTGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGAGGAGGCGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCATTGGCGAAGGCGATTCTCTGTACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7894;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Hydrogenoanaerobacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TGTCGGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAAGACGGAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCATAGGCGGGGAGA

CAAGTTGAATGTCTAAACTATCGCTCTAACTGATAGTCGCGTTCCAAACTATCACTCTTGAGTGCAGTAGAGGTCGGC

GGACTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACCAGTGGCGAAGGCGGCCTACTGGGCTATA

ACTGACGCTGAGGCTCGAACGCGTGGGTAGCAAACAGCATTAGATACCCTGGTA 

>OTU7895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCAGCAGGGAAGAAGGAAGTGACGGTACCTGCAGAAGCAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTATC

TTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGGAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAA
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGTGACGCCGCGTGACTGAAGAAGTA

CTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACGACGAGGACTGCTTTTAGAACTGTCGAACTAGAGCGCAAGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCTTGCTGGGCTG

TAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7898;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Hespellia(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTTTCAGTAGGGAAGAAAATGACGGTACCTGTCTAAGATGCCCCGGCTAACTACGTGCGC

GCGGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAGGGGAGCGTAGACGGCGGTGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGAGCTGCATTTGAAACTGTATGGCTTGAGTGCAGGAGAGGTAAG

TGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diales_Incertae_Sedis_XIII(0.1679),g:Mogibacterium(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGACTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7899;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTCCATAATGGGCTCAAGCCTGATCCAGCAACGCCGCGTGTGGGAAGACGGTT

TTCTGTTTGTAAATCTCCGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGC
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GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGAGCTCTA

AATGCCGCTGAGGCTCGAAAGAGTGGAGAGAGAACAGGATTAGATACCCTGGTA 

>OTU7901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAAATGTGAAATCCACGGGCTTAAATCGTGAACGGGATTTGAAACGGTTGATCTTGAGGATCGGAGAGGCAA

TCGGAATTCCTAGGAGAGCGGTGAAATGGGTAGATATTAGGAGGAACACGAGGGGCGAAGGCGGATTGCGGGACG

AAAAAGGACGTGGAGGCGCGAAAGCGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.5991),g:Subdoligranulum(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCCGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTGCGGGACGAATGATGACGGTACCGCACAAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATGA

CAAGTTGGAAGTGAAAGGTATGGGCGCAACCCAGGAACTGCTTTCAAAACTGTCGGTCTGGAGTGGGGGAGAGGCA

GGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGC

ACAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7900;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0252),g:Eisenbergiella(0.0066); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCCATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCCAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGGGGCGGGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATA

AGACCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTACGGAAGAGGTGAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACGCCGGTGGCGAAGGCAGCTTACTGGGCGG

TAACTGACGCTGAAGCGCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7903;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCCTTCTTAA

TCAGAGGTTTAGCCTTCAGTGGCCGTATACCTTTCTGATTTTACCCATGGTTTTGCGCACTATTTGTTTCCTCGGCGGG

CTTGCCCGCCGATTGGACACCCTACAACCCTTGTAATTGCAATCAGCGTCAGTAACAAGTAATTATTACAACTTTCAAC

AACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 
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>OTU7905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGCATCCAACCA

GCAAGTCACGTCTAACTACGTGCCAGCAGCCGCTTCAATACGTAGGGGGCAAGAGTTATTCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTAAAGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGAAAACCGGGA

AACTTGAGTGCGAAAGAGGATAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTACAACTGACGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7904;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Pseudoflavonifractor(0.0181); 

ACTTTATTCAGCAGTGGTTAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGTC

TTCGGGTTGTAAACCTTTTTTATCAGGGACGAATGAGGTGACGGTACCTCTCGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGATAGGCA

AGTCAGGTGTGAAAATTACGGGCTCAACCCGTAAACTGCGACTGAAACTGTCTACCTTGAGAGTCGGAGGGGCAAAC

GGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCGGTGGCGAAGGCGGCGTACTGGACGAC

AACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTACCTGTTCACGCAGTGCAGGTATCCAACCA

GAAAGTACGGGCTAACTACGAGCCAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTATCCGGTTTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGCAATCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTTCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7906;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCTGTGACGGTATACAACCAG

AAAGTCACGGCTATATACGTGCCACCAGCCGCGGTCATACGTAGGTGGCATGCGGTATCCGGATTTATTGGGTGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCTTTCGGCTCAACCGAAGAAGTGCAGCGGAAACCGGGCG

GCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7908;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.6709),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCTCTGATGCAGCGACGCCGCGTGGGCGACGAAGT

ATTTCGGTACGTAAAGCTCTATCAGCAGGGAAGAAGAAATAACGGTACCTGACTAAGAAGCACCGTCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGC

TAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGATACTGCATTGAAGACTGGTCATCTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGAATGGCGGTGAGATGCGTAGATATTAGGGGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGATA 

>OTU7909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ATGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCTGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAAAAGACGTTAACTGACCAAGAAGCCCCGGCGAACTACGTGCCA

GGAGCCGCTGGAATACAGAGGGGCTAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCAGTGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGATGTAAGT

GGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU7910;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.0904); 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAAGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTTGGTGCTTGATTTCCAACCGGAAGTCTAAAGTTCAAGGAAGGAGGATTG

AATTTCTTGTGTTGCGGTTAAAAGCGTTAAGATTAGGAAGGACCCCCGTGGCCGAGGCGATTCTTTGGACTGTAACCT

ACCCTAGGGCCCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7911;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCACGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTTTTTTCAGGGACGATAATGACGGTACCCGCGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTA

AGTTAGATGTGAAATCCCCGGGCTCAACTTGGGTACTGCATTTAAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTTTATCTGGACTGTA

TCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7913;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.7547),c:Spirochaetia(0.4428),o:Spirochaetales(0.203

9),f:Spirochaetaceae(0.0904),g:Treponema(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGG

GTTTCGGATTGTAAACCTCCGTCGCAGAAGACGTAGGAAGTGACGGTATTCTGTGAGGAAGCCCAGGCTAATTACGT

GCCAGAAGTCGTGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGTGTAAAGGGCATGTAGGCGGTTTT

GCAAGCTTGGTGTGAAATGCATATTCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGA

ACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGCGAAGGCAGGTTTCGAGCAG

ATAACTGACGCTAAGGTGCGAAGGTGCGGGGAGCGAACAGGATTAGATACCCTTGTA 

>OTU7915;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTTGTTGGAGAAGAATGTGCGTGAGAGAAAATGTTCACGCAGTGACGGTATCCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATTCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGCTGCTTAGGACAGATGTGAAAGCCCTCGGCTTAACCGAGGAAGTGCATCTGAAACCGGGA

GGCTTGAGTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7912;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0149),g:Cellulosibacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCCCCCCCCCCCCC

CCCCCCCCCCCCCGCCACCCGCCCCGCCCCACCCCCGTCCGGACTGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGT

TAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAA

AGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7914;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGCA

TCAAGTCAGATGTGAAAGTCATGGGCTCAACTCATGACGTGCATTTGAAACTGATGCTCTTGAGGATGGAAGAGATA
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AACAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAATACCGGTGGCGAAGGCGGTTTACTGGGCC

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7916;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9943),o:Actinomycetales(

0.9730),f:Microbacteriaceae(0.7068),g:Leucobacter(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAAAAGCGCCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTT

GTCGCGTCTGCTGTGAAAACCCGGGGCGCAACCCCGGGCCTGCAGTGGGTACGGGCAGGCTTGAGTGCGGTAGGG

GAGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGAAGATCTCTGG

GCCGCAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATCGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGTCTCGTAAAGCTCCGTTTTTGGGGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAAAACCAGTG

GCGAAGGCTGCTGTCTGGTCTGGAACTGACGCTGAGGCTCGAAAGCATGGGTAGAGAACAGGATTAGATACCCTGG

TA 

>OTU7918;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGGGTATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCGATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCAGGCTAACTACATGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGCAAGCCCAGGGCTCAACCCTGTGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGCGGTAAGT

GTACTTCCTAGTGTAGCGCTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7920;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomi

crobiales(0.0000),f:Methanoregulaceae(0.0000),g:Methanoregula(0.0000); 

GGGATCGTCTGCGAGCGTTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCCCATGTCTGGTATCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGCTACGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAA

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAG
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CCCGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCACTCTGGATGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGTCTACG 

>OTU7919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGAGTGAGCGTAACTGTGCACGCAGTGACGGTATCCAACCA

GAAAGCCACGGCTAACTACGTGCCCGCAGCCGCGGCGATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGGTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGTGC

GACTTGAGTACAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTG

GCGAAGGCGGCTGGCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7921;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTTCCCCCTGGTCGCCAGCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCGAGCGTAGGCGGAATGTTAAG

TGGGATGTGAAAGCCCACGGCTCAACCTTGGAGCTGCATCGCAAACTGTCAATCTAGAGTGCAGGAGAGGAGAGTG

GAACTCCATGTGTAGCGGTGGAATGCGTAGATATTTGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAAC

TGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7923;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGAATAACGTCAGCCACGCGTGACTGAATGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GCGTGTAGGCGGGATTTCAAGTCAGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGAAGTTCTT

GAGTGCTGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAA

GACGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7922;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGA
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GTGTCGGAGAGGTCATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGG

CGGATGACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7924;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8087),c:Fusobacteriia(0.5579),o:"Fusobacteriales"(0.

2999),f:"Fusobacteriaceae"(0.1485),g:Fusobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTGG

TAAGCGTGTTGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGTCGGACTTGAGTGCGCGCAACGCA

GGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGATGGCAGCTGACGGGTGC

GTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7925;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8267),c:Fusobacteriia(0.5963),o:"Fusobacteriales"(0.

3319),f:"Fusobacteriaceae"(0.1679),g:Fusobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7926;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7547),c:Actinobacteria(0.4428),o:Coriobacteriales(

0.2039),f:Coriobacteriaceae(0.0904),g:Collinsella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGCCGTGCA

AGTCCATCTTAAAAGCGTGGGGCTTAACCCCATGAGGGGATGGAAACTGCATGGCTGGAGTGTCGGAGGGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7928;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9943),o:"Fusobacteriales"(0.

9933),f:"Fusobacteriaceae"(0.9948),g:Fusobacterium(0.5720); 

AAGGAAGGAAGAAGGGGGGAAAAGGGGAAAAGGGAAGAACAGTCTGATCCGGCAATTCTGTGTGCACGATGAAG

TTTTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACG

TGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTG

GTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGG
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GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGATGCCAGCCCACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7927;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTGGCAGGGAAGAAGCAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCATAGCCTGCACTTGAAACTGTACTCCTTGAGTGCTGGAGAGGCAA

GCGGAATTCCGCTTGTAGCGGTGAAATGCTTAGATATCCCGAAGAGCTCCAGTTGCGAAGGCAGCCTGCTGGGCCTC

TACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7929;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTTATGTGGAAGCCTTCGGCTCCAACGGAGAAATGCATCAGAAACTGTTGGA

ACTGAGTGGAAGAGAGGGGAGTGGAACTCCAAGTGTAGCGGTTGAATTCCGTGATAAAATGAAGAAACCCCGGTGC

CGAGGCGGCTCTCTTGTCCGCCACCTGCGCTTGGGCTTGAAAACATGGGTTGCGAACAGGATTAGATACCCTGGTA 

>OTU7931;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGGTTTGTACGTATTATTTGAATAAGGC

TCGGCTGACTCCGTGCCAGCAGCAGCGGTAATACGGAGGAACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGGAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Eubac

teriaceae(0.5991),g:Eubacterium(0.4351); 

CCTTTCTTCATCATTGTTTCCTCTTTCTCCCTTTTTTCCACCCTGACGCAGCAACGCCGCGTGATTGAACAAGGCCTTCG

GGTTGTAAAGATCTTTAATCAGGGACGAATTTTGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCTGGTAAGTTG

GGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCAGGCGGAA
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TTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAACTG

ACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTCGTAACTAGCATTTCTTTGCCGGTTATTACTTAG

CAAGTGCCGGATAACTACGTGCCAAAAGCCGCGGTAGTACGTCGGTGGCCAACGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU7932;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9861),o:Campylob

acterales(0.9063),f:Campylobacteraceae(0.8864),g:Campylobacter(0.8124); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGACGCGTGGAGGATGACACC

TTTCGGAGCTTAAACTTCTTTTCTTAGGGAAGAATTCTGACGGTACCTTAGGTATAAGTACCGGCTACCTCCGTGCCAG

CAGCCGCGTTACTACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAG

TCTCTTGTGAAATCTAATGGCTTAACCATTGAACTGCTTGGGGAACTGGTTGTCTAGAGTGAGGGAGAGGCAGATGG

AATTGGTGGTGTAGGGGTAAAATGCGTAGATATCACGAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAACT

GACGCTAAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTG

ACTTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7934;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Enterob

acteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGGATTACTGGGTGT
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AAAGGGAGCGCAGGCGGATTGGCAAGTTGGGAGTGAAATCTAGGGGCTCAACCCATAAATTGCTTTCAAAACTGTC

AGTCTTGAGTGGTGTAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7937;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.650

9),f:Spirochaetaceae(0.4563),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAGGAATATTTCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGA

CGGAAGGTTGTAAAGCTCTTTTGGAACTGAAGAATATGTATTGCAGGGAATGGCGATATGGGGACGGGAGGTCTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCGGCGGTAACACGTATGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTGCAA

GACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTTCAAGCAAATAACTGACGCTGAGGTGCGAAGGTGCGGGAAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7935;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGTGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAG

ATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7939;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.0

000),f:Halobacteriaceae(0.0000),g:Salarchaeum(0.0000); 

CCTAATGTCACTAGATGTGGTCGAAGTCGTCATTTGGCGAGACAGCTCAGTCTCAGGAGGACGCGGAGCAGTCCAAA

TGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGT

CAGGCATCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATTTTATTGG

TATCAGGGTTAATCGTGCCAAGAAAAGCGGCATGGTCAATAGAACCAGGAGTGTGAACAGGCGGGAGAGGAGTGG

CATTAACACCAGCCTTC 

>OTU7938;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0113),g:Alkalitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACTGCTTTTGTCCGGGGGCAATAAGGGCGTCGCGCACCTTCGATGAGAGTCCCAGGGGAATAA

GCATCGGCTATCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG
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GTGCGTAGGCTGTTCGTCAAGTCAGGGGTGAAATGCCGGTGCTCAACGGCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGAGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCATCTGGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7941;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGCTTAAGTGTGATGTGAAAGTTTGGTGCTCAACATCAAAACTGCGTCGGAGACTGGGTGTCTTGA

GTGAAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGTTTGCTGGAGTGTTACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7942;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGTCAGTCTT

GAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCATACTGGGTC

GCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7944;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Porphyromonadaceae"(0.9573),g:Paludibacter(0.9743); 

GTGCCAGCCGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGAC

CTTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCCATTGAAACTGAAGGTCTTGAGTGTAAATGAGG

TAGGCGGAATGTGTTGTGTAGCGGTGAAATGCTTAGATATAACACAGAACACCAATTGCGAAGGCAGCTTACTGGGA

TACAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCAGTAAACGAT
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GAATACTAACTGTATGCGATATACTGTATGTGGTAAAGCGAAAGCGTTAAGTATTCCACCTGGGGAGTACGTTCGCA

AGAATGAAACTCAAATGAATTGACGGGG 

>OTU7943;tax=d:Bacteria(1.0000),p:Nitrospirae(0.9900),c:"Nitrospira"(0.9733),o:"Nitrospirales"(0.9063),f:

"Nitrospiraceae"(0.8864),g:Nitrospira(0.8124); 

TACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGCGAACGCCTGACGCAGCGACGCCGCGTGGGGGATGAAGG

TCTTCGGATTGTAAACCCCTTTCGGGAGGGAAGATGGTCCTAGACAACTAGGACGGACGGTACCTCCAGAAGCAGCC

ACGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTTCGGATTTACTGGGCGTACAGGGA

GCGTAGGCGGTTTGGTAAGCCCATCGGGAAATCTCCAGGCTCAACCTGGAACGGTCGGGGGGGACTGCCTGGCTAG

AGGACGGGAGAGGAGCGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAAGGCCGGTGGCGA

AGGCGGCGCTCTGGAACGTTCCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGT

CC 

>OTU7947;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGTTTAAGTCGGCGGTAAAAGTTGGCGGCCAAACGTTAAAATTGCAGTTGATACTGGGTGCCTTG

AGGGGAGTATAGGCAGGGGGAATCCGTGGTGTAGGGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGAGGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAGAGTGGGGGTATCAAACAGGATTAGATCCCTGGTA 

>OTU7945;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAGAAGGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACG

GTTTTCGGATTGTAAACTTCTTTGCTTAGTGAAGAAGAAAGTGACGGTAGCTAAGGAATAAGCATCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGTGTAGGCGGACGC

TTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTTAGTACAGTAGAGGCAG

GCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCCCGAAGAACTCCGATTGCGAAGGCAGCTTGCTGTACTGT

AACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGCTTAGATACCCTGGTA 

>OTU7946;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGCAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAACAAAGACAGTACCTACTGAGCAAGCCGCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACACAGGGGGCAAGCGTCATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAAAAC

AAGTTAGTTGTGAAATCCCTCGGCTTAACTAAGGAACTGCAACTAAAACTATTATTCTTGAGTGCAGAAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACCGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7948;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Bacteroidaceae(0.0073),g:Bacteroides(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAGCCAGCCATGCCGCGTGAAGGTCAGTGCC

CTATGGGCGTTAAACTTCTTTTGTCAGGGAGCAATAAGGGTTTCGTGAAATCCGATGAGAGTACCTGACGAATAAGC

ATCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

CCGTAGGCGGTCTGTTAAGTCAGCTGTGAAAAATCGGCGCTCAACGCTGGGGCTGCCGTTGATAGTGGCGTACTTGA

ATTCTGATGCGGTGGGGGGAGTGTGTGGTGTAGCGGTGAAATACAAAGTTATCACACAGAACAACGATTGCGAAGG

CACCTGACAAATCCGACATTGACGCTTATGCACGAAAGTGTGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU7950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTTAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGTCCCGGTTAACTACGTGCCA

GCATCCGCGGTAATACGGCGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGGAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTTGAACTGCTTTTGATACTGTATGGCTAGAGTGCTGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGCAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7949;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0134); 

AGGGGAGGAAGAAGGGGGGAAGAGGGGGGAAAGGGCGAAAGCCTGACCAAGCAACGCCGCGTGAAGGAAGAAG

GCTTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACGGGGTGGAAAGGGCGTGTAGCCGGGTC

GGCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTTCAACTGTTGATCTTGAGTTTCGGAGAGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGTCG

ACAACTGACGCTGAGGCACGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU7952;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCTGGTTTTAAAACTCTGTCTTCATGGACGATAATGACTGTACCTGAGGAGTAATCCACGGCTAACTACGTTCCGGC

AGCCGCGATTATACGTAGGTGGCGGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCGGGGCTCAACTTTGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACT

GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU7954;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.841

2),f:Spirochaetaceae(0.6709),g:Treponema(0.3043); 

ACGGAAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCAACGGCTAATTACGTGC

CAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTTTGCA

AGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAACT

GGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGCGAAGGCAAGTTTCAAGCAGATA

ACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7951;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTTGAGGGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTCGTCAAGTAGGGAGTGAAATGCCGGTGCTCAACATCGGGGTTGCCCTTGATACTGTCGGGCT

GGAGTGCGGATGCAGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGGACACCGATTGCG

AAGGCAGCTGGCGGATGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7953;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.2586),c:Spirochaetia(0.1159),o:Spirochaetales(0.054

7),f:Spirochaetaceae(0.0149),g:Treponema(0.0066); 

ACGGAAGGCAGCAGTGGGGAAGATTGCACGATGGGAGCAAGCCTGATGAAGCGACGACGCGTGCGGGATGGAGG

CCTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAAT

TACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCG

GTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGG

TGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATGGCGAAGGCAAGTACCAA

GTTGATCTCTGCCGCTCAGGTGCGAAGTTGCGGGGAGCACACAGGATTAGATACCCTGGTA 

>OTU7955;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGGGCAACTCTGATCCAGCCATGCCGCGTGAAGGAAGAAGGC

TCTATGGGATGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCTCGCAAGTCAGCAGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG
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GAATGCGGATGAGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCCGGTA 

>OTU7956;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTTCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCATCCAG

ACCGTCTCGGCTAACTCCGTGCCAGCAGGCGCTGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGGA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU7958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGA

CCTATGGGTTGTAAACTCTTTTTACAAGGGAAAAATTGCGGGTACGCGTACCCGTTTGCACGTACCTTATGAATAAGG

ATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCGGTGAAAGTTTGGGGCTCAACCTTAACATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATGGGCAGGCAGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTATAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTAGTA 

>OTU7957;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCTGGGAATAACGTGCAGGACGCGTCCCGTATTGTGAGTATCCTAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGGCAAGTCGGGTGTGAAAGTCCGGTGCTCAACCGCGAGGCTGCAGTTGATACTGTCACGCTTG

AGTGCGGAAGACGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Lachn

ospiraceae(0.9881),g:Howardella(0.9856); 

ACTTTCGTCCTCCTTTTTGACTCTTTCACCCTGGAGGCAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTC

GGTATGTAAAGCTCTATCAGTAGGGAAGATAATGACGGTACCTACAGAAGGAGCCCCGGCTAAATACGTGCCAGCA

GCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCAGTACAAGTC

AGGAGTGAAAACTTGGGGCTCAACCCCAAGACTGCTTTTGAAACTGTACAGCTAGAGTGTAGGAAGGGCAAGCGGA
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ATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACTATAACT

GACGCTGAGACTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU7960;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCATGCATCCCCCTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGCAGTTAAGCGTGAAGTGAAATGCGGCGGCTCAACCGTATGAAGTGCGTCGCGAACTGGGAGTCTT

GAGTGAGTACGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCGACGAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU7962;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Microbacteriaceae(0.0000),g:Microbacterium(0.0000); 

CCGTAACTTCAGCGCCTTCCATGCTGCGACAGGCCGTTTGCATGTTGCCGGGATGACCCTACTAAGCAATGACGGCCG

CAATAACCTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCA

GCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATC

CAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGAC

TCAGGATTTCTTACCTATTAGGGGTGGAACAGC 

>OTU7961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAATGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGTCAGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATGATTAA

GTGGGATGTGAAATACTCGGGCTTAACTGGGGTGCTGCAGTCCATACTGGTTATCTAGAGTGCAGGTGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAAAAAATGACGGTACCTGACTACGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGAATATCCGTAGGGGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTATGGAGTGAAAGCCCAGGGCTCAACCCTTGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTTGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7964;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAATGGCGTCGCGCACGTCCGATGAGAGTGCCATGCGAATAA

GCATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGCGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATGCCGGTGCTCAACACGGGGGATGCAATTGATACTGGAGCGCT

GGAGTGCGGAGGAGGCAGGAGGAATGAGTGGTGTAGAGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7965;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTTTTGGAGAAGAACGTTCGGGAGTGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGGCTGATGTGAAAGCCTGCGGCTCAACCGAAGAAGTGCGTCGGAAACCGGGC

GACTTGAGTGAAGAAGAGGACAGTGGAAATCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7966;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.650

9),f:Spirochaetaceae(0.4563),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTGCGAAATGGACGAAAGTCTGACGGAGCGACACCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTACTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCATCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGTCATGTAGGCGGTTTTGCAAGCTAGGTGTGAAATGCATAGGCTCAACCTATGAACTGCAGTGAGAACTGTAAG

ACTTGAGTTACTGAGGTGTATCTTGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGC

GAATGCAAGTTTCAATCAGATAACTGACGCTGATGTGCGAAGGTGCGGAGAGCAAACAGGATTAGATACCCTTGTA 

>OTU7968;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCCCAACCGTGGCACTGCAGCGCGAACTGGAAGACTT

GAGTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU7967;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Erysipelotrichia(0.9719),o:Erysipelotrichales(0.88

46),f:Erysipelotrichaceae(0.8146),g:Turicibacter(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGCAAGCCTGATCGAGCAACGCCGCGTGAATGATGAAGGG

TTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCCCTGGTAGTAAATGGCCAGACTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGTGGAGGGGCATTGGAAACGGGT

CGACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTGCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7971;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

TCTTGCTGGCGCCCCTGTTTTGTATGGCAACTTGCCGCCGCGTGAAATTTCTATGAAGGCTGTTTTCCTTTCTGGTGTTT

CGTCTCAGAAGTTTATGATTGCTGAGGGTCAGTGGTATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTT

GAAGGCTTCCCATTCATTCAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGATTATGACC

AGTGTTTCCAGTCCGTTCAGTTGGTGCAGTGGAATAGTCAGGTTAAATTTAAGGAGACCGTTTATCGAAGTCTGCCGA

CCACTCGCGATTCAAGCATGACTTCGAGATAAAAGATTGAGTGTGAGGTTAGAACGCCGAAGC 

>OTU7969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

CTTCTGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCCAACTACGTGCCAGCAGCTGCGGCAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGGCTGCGGCTTAACCGGAGAAGTGCAGCGGAAACCGGG

CGACTTGAGTGCGGAAGAGGACGGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU7972;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCACCCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCAGGGCTCAACGTGGGAACTGCATCTGATACTGGCG

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTG
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GCGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU7970;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCGCGCAGGCGGTTGGATAAGTCAGATGTGAAAGCCCCGGGCTCAAGCTGGGAACTGCATCTGAGACTGGC

TAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGCGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAGACCGGT

GGCGAAGGCGGCTCACTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU7973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGCGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGAGCTGCAAGTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTAG

ATCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7974;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Rikenellaceae"(0.9108),g:Alistipes(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGACCCAGCAATGCCGCGTGAAGGAAGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGAAAACGCTCTTACGTGTAAAAGCATGAAAGTCTCGTTCGAATAAGGC

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTG

CGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAAGATCGGAACTGCCTCTAATACTGTTGAACTAGAG

AGTAGGTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGC

AGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7975;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAAACTCTGTCCTCTGGGACGAAGGAAGTGACGGTACCATAGGAGGACGCCCCGGCTAACTACGT

GCCAGCAGCCGCCCTAATACGTAGGGGGCGAGCGTTGTCCGGACTGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG
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CTAAGTCTGGTGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCTTTGGATACTGTAGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACAGGAATAAAGTCCGGTATGCATACCGGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTGGGTACTGGATATCTTGAG

TGCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCGAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7976;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAACAACGCAGCGTGAACGATGAAGGT

CTTCGGATTGTTAAGTTCTTTTATTAAGGGCGTAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTAAGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGAGGTGAAATCCGTGGGCTTAACCCTCGAACTGCATTTGAAACTGTTTGTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTTGCGAAGGCGGCCTGCTGGACTTT

AACTGACGCCGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7979;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5991),g:Lachnospiracea_incertae_sedis(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCGGAGATTGCATTTGGAACTGTCCGGCTAGAGTGTCGGAGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCGGTTGCGAAGGCGGCTTTCTGGACGGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7980;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Sporobacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGACCCAGCAACGCCGCGTGAAGGATGACGGC

CTTCGGGTTGTTAACTTCCTTTAAGAGGGACGTAGAACGTGACGGTTGCTCCTGAATGAGCCACGCCTAACTACGTGC

CAGCAGTCGCGGCAATGCGTAGGTGGCGATCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGACGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC
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GGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCAGTCAGCTGGACGATA

ACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1485),g:Howardella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGTAGGGAAGATGATGACGGTACCTACAGAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCCGATTAA

GTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTTA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTGGATACCCTGGTA 

>OTU7981;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGTATCAA

GTCAGTCGTGAAATACCGAGGCTCAAATTCGGGGCTGCGATTGAAACTGACATTCTTGAGTGTCCGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAGGGATAAAGTGCAGTATGTATAGTGTTTTGTATGTATCCTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGCAAGTCAGATGTGAAAGGCTTCGGCTCAACCGTTGGATTGCAGTGGATACTGTCAGTCTTGAG

TGCCGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCGCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU7982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTGGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTAAGTGCCA

GAAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCCACTTGTGTGCTGCATTCCAAACTGGTTATCTAGAATGCCAGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGTATGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAAC

TAACGTTGGGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTCTGTACCATCAGAAAACGG

CCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCTGGGCGTGATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAATTGTGAAATACCGCGGCTCAACCGTCGGACTGCAGTTGAAACTGTAAATCTAGA

GTTCACAAAGGGATAGCGGAATTCATGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACTCCGGTCGCGAAGG

CAGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU7985;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6346),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGT

AAGGGGAGCGCAGGCGGCAGTATAAGTCCGAAGTGAAAGCCCGGCTTTAAAGGTGGGAATTGCTTTGAAGACTGTA

AGGCTAGAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAG

TGGCGAAGGCGACTTACTGGGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU7987;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Gammaproteobacteria(0.4428),o:"Enterob

acteriales"(0.2039),f:Enterobacteriaceae(0.0904),g:Escherichia/Shigella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAGAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGA

TATCTTGAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATT

GCGAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU7986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA
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AAGGGAGCGTAGACGGCGATGCGAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTCA

GGCTAGAGTGTCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

TA 

>OTU7988;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGAAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGCGGGGAGAAAGGGAGTAAAGTCAATACCTTTGCTCATTGACGTTACCAGCAGA

AGACGCACAGTCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGGTGCTAGCGCTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTGGTTAAGGCAGATGTGAAATCTCCGGGCTCAACCGGGGAACTGCATCTGGAACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTG

GCGAAGGCGGCCGCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7990;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Lachn

ospiraceae(0.9201),g:Clostridium_XlVa(0.9566); 

CCTTCCGGCCTCCTTTTGGCCTCTTTTCCCCTGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTATTT

CGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCAAGTC

TGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTCGGACTTGAGTGCAGGAGAGGTAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7991;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTGTTGTCGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAGTGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU7989;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTA

GAGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTA

TTCTTGAGTGGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGATCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU7992;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGAAGGAGGC

CCTATGGGCTGTAAACCGCTTTTGCATGGGGGCAATAATGTCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAA

GCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTAATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCAGGGGCTCAACCGCTGGGCTGCCATTGATACTGGAGCGCT

GGAGTGCGGATGCCGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAAGCCGTGACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU7993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAGTGATGAAGGT

CTTTGGGTCGTAAAGCTCTGTCTGTGAGGAAGATAATGACGGTACCCACGGAAGAAGTCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTA

AGTTGAATGTGAAATACCAGGGCTGAACTTGGGAGTTGCTTTTAAAACTGGTTATCTAGAGAGTGGGAGAGGATAG

AGGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTAGTTTGA

ATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7994;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Erysipelotrichia(0.9038),o:Erysipelotrichales(0.79

95),f:Erysipelotrichaceae(0.5991),g:Erysipelotrichaceae_incertae_sedis(0.4351); 

ACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGAAACCCTGAACGAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTAAGTGAAGAACGGCTCATAGAGGAAATGCTATGGGAGTGGCGGTAGCTTACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGATATCCGGAATCATTGGGCGT

AAAGGGTGCGTAGGTGGCGTACTAAGTCTGTAGTAAAAGGCAATGGCTCAACCATTGTAAGCTATGGAAACTGGTAT

GCTGGAGTGCAGAAGAGGGCGATGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGTCGTCTGGTCTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGG

TA 



6606 

 

>OTU7995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4563),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGTGATGAAGTC

CTTCGGGATGTAAACTTCTGTCAGCAGGGAAGAAAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGTAA

GCCAGATGTGAAATACCGGGGCTTAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU7996;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0149),g:Arenibacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTGTACGGGAGCAATAATTTCTACGGGATAGGGAGATGAGAGTACCGTACGAATCA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAGGGAGGACGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GGGCGTAGGCTGTAATTTAAGTCAGTGGTGAAAGGTTCGGGCTTAACCGGTGAATTGCAGTTGATACTGGATTGCGG

GAATACAGGAGAGGTGTGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAA

GGCAGCACACTAGGCCGGAACTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU7997;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAACGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACGGAGGGTGCAAGAGCGAATCGGAATTACTGGGCTTA

AAGCGCACGCAGGCGGTTTGATAAGTGAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTCGTACTGGCAA

GCTTGAGTCTCGTAGAGGGAGGTAGAATTCGAGGTGTAGCGGTGAAATGCTTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGTACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU7998;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTTTTTTTAGGGAAGATAATGACGGTACCCAAGGAAGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTTAAATGTGAAATACCCAGGCTTAACTTTGGTGCTGCGTTTCAAACTGGAAGTCTAGAGAGTGGAAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACCGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU7999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACCTCTATCTGCAGGGAAGAAAATTACGGTACCTGACTAAGAATCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCAGAACTGCATTGGAAACTAGGCGGCTAGAGTGTCGGAGAGGTGAGTG

GAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9719),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCGTGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGGGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGGTGCGGTAAAACGTAGGGGGGAAGCGCTATCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGCAGAAGTGCCTCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGTCAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCTACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8001;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCGACGTCGCGTGAAGGATGAAGGC

TCTATGGGTCTTAAACTTCTTTTATATAAAAATAAAGTGCAGTATGTATACTGTTTTGTATGTCTTATATGAATCAGGAT

CGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGCTGCGGCTCAACCGTTAGATTGCAGTTGAAACTGTCAGGCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8003;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Planococcac

eae(0.0000),g:Ureibacillus(0.0000); 

GCCGGTTCATGCTGGTACTGGTGGTTTTCTTCCTTGCATTCAGTTGGCTACATCTGTCCCCGCCGCTAATCAGGTTGTT

TCTGTTGGTGCTGCTATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCC

GACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATGATGGTGGTTATTATACCGTCAAGGACTGT

GTGACTATTGACGTCCTTCCCCGTACGCCGGGCAATAATGTTTATGTTGGTTTCATGGGTTGGTCTAACTTTACCGCTA

CTAAATGCCGCGGATTGGGTGCGCGGAATCAGGTTATTAAAGAGAGTATTTGTCTCCAGCCACGTAAGTGAGGTGAG

TTATGTGTGGGGCTATTG 
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>OTU8002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTAGGCTCGTAAAGCTCCGTTGTTGGAGAAGAACGTTCGAGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACAGCTCACTACGTCCCCGCCGCCACGGTAATACGTACGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8005;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCTGGTTGTAAAGTTCTTTCAGCGGGGGGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGAAGTTACCCGCAGAA

GAAGCACCGGCCAACGCCGTGCCAGCAGCCGAGGTAATACGGAGGGTGCAAGCGCGAATCGGAATTACTGGGCGT

AAAGCGAGCGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGTGAACTGCATCGTATACTGGCA

AGCTTGAGTCTCTTAGAGGTTGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAACAAACAGGATTAGATACCCTG

GTA 

>OTU8007;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAATGTTTGCGGTTCAACGTTAAAATTGCATTTGATACTGTTAGGCTGGAGT

ACAGGAGAGGGGGGCGGAATTCTTGTTGTAGCGGTGAAATGCTTAGATATAACTAAGAACTCCGGTTGCGAAGGCG

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8004;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGATTGTCAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8008;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTATAACGGAGTAATAGCGGGTACGCGTACACGTTTGCATGTACCTGTTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCTGTCTTGA

GTGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8006;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCATGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTGCGGGGAAGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTATTA

AGTTAAATGTGAAATCCCAGGGCTCAACCTGGGTGTTGCATTTCAAACTGCAAGTCTAGAGAGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTGTAT

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8010;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAGCTCTGTCTTTGGGGAAGATCATGCCGGTACCCAAGGGGTAAGCCACTGCTAACTACGTGCCA

GCAGCCGCCGTATTACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAAGACCCGGGCTCAGCTTGGGTGCTGCATTGCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG
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TGGAATTCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCT

ACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8011;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Ruminococcus(0.0076); 

ATGGGAGGCAGCAGTAGGGAACATTGCGCAATGGGGGCAACCCTGACGCAGCAACTCCACGTGTGGGATGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGTAGTTGAATGTACCTCGAGAGGAAGCCC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAG

TGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAAGCTAGAGT

ATCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCGTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9941),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTATTCACGCAGTGACGGTATCCAACCA

GAACGTCACGGCTAACTGCGTGCCAGCAGCCGCGGTCGTACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGCCTGATGTGAAAGCCTGCGGCTAAACCGAAGAAGTGCATCGGAAACCGG

GCGACTTGAGTGCAGTAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCA

GTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCC

TGGTA 

>OTU8012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCCGCGGAAGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGAAGTGAAATCCCCGGGCTTAACCTTGGAACTGCATTTCAAACTGGTAATCTAGAGTGCGGGAGAGGAGAAA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGCTTATCTGGTCTATA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8013;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTGGTGAAAGTTTGCGGATAAACCGTAAAATTGCAGTTGATACTGAAAGTCTTGAG
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TAGAGTAGAGGTGGGCGGAGTTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCGCACTGGACTGGAACTGACACTAATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8015;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4351); 

ACTTTAGTCAGCAGTGGTTAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGCCC

TCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTGGCTCATGGACGTTACCCGCAGAA

GAAGCACCGGCAAACTCCGTGCCAGTAGCCGGGGTAATACGGGGGGTGCAGGGGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCACCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8017;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCATTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCGTTATCCGGTTTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCGCAACCGGGTCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAAGAAGTAGGCGGAATTCTTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGGA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAGGCTCGGAAGCGTGGGTATCGAAAAGGATTAGATACCCTGGTA 

>OTU8016;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAGCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGT

AAAGGGCGCGTAGGCGGCCTGTTAAGTTTGAAGTGAAAGTCCTGCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCG

GGCTTGAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8018;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9941),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTGCGGATCGGAAAGCGCTGTTGTGTGAGAAGAACGTGCGAGAGAGTAACTGTTCACGAAGTGACGGTATCCAAGC

AGAAAGTCACGGCTAACTACGAGCCAGCAGCCGCGGTAATATGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCG
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TAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACAGAAGAAGTGCGTCGGAAACCGG

GCGACTTGAGTGCAGAAGAGGACAGTGGAACTGCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTTACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGCATTAGATACCCTG

GTA 

>OTU8019;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Deltaproteobacteria(0.8331),o:Desulfovibr

ionales(0.5395),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAACGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGCACTGCGCTAATCAACAGTGCCCTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCAGAATTACTGGGCGT

AAAGCGCATGTAGGCTGTATGGCAAGTTGGACGTGAAAGCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCA

AACTGGAGTGCGAGGGAGGATAGCGGAATGCCAGGTGTAGGATTGAAATCCGTAGATATCGGGAAGAACATCAGT

GGCGAAGGCGGCTAGCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8022;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Eubac

teriaceae(0.0000),g:Eubacterium(0.0000); 

CGATTCTGTCAAAACCTGACTCGTTGGATGAGGAGACGTGGCTTAATCTGCTTGGCCCGTTCGTCAAGGACTGGTTTA

GATATGCGTCACCTTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGA

TGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCC

TCTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATTGAACCGAAGAGGATTTCGATTTTCTGACGAGTAACAAAGTTT

GGATTGCTACTGACCGCTCTCGTGCTCGGCGCGGCGTTGAGGCTTGCGGTGAGGGGACGCTGGACTTGGTAGGATA 

>OTU8021;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGCTCGTAAAGCTCTGTTGGTAGGGAAGAAAGATAGAGGTAGTTACTGACCTTTATTTGACGGTAATTACTTCG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACTCAGTTGGCGAGCGGTGTCCGGATTTATTGGGGGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGAATTGCATCAGAAACTGTCGA

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCGGCAACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8020;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Deltaproteobacteria(0.7881),o:Desulfovibr

ionales(0.5023),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGCATTGTTCTAATTAGCAGTGCCGTGACGGTACCTTCAAAG
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AAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAATGTAGGCGGTACTGTAAGTTTGAGGTGAAAGCCCACGGCTCAACCGTAGAAGTGCCTTGGAAACTGGCG

GACTTGAGTGCGAGAGAGGACAGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATATGGAAGAACATCAGTG

GCGAAGGCGGCTATCTGGTTTGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1679),g:Pseudobutyrivibrio(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATCTACTGGGTGTAAAGGGAGCGTAGGCGGCAAGA

TAAGTCTGAAGTGAAAGCCCGGGGCTCAACCGCGGGATTGCTTTGGAAACTGTAGTGCTAGAGTGTCGGAGGGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGAAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8025;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGAGGCA

AGTCCGAAGTGAAAGCTCGGGGCTCAACCTCGGAACTGCGTTGGAAACTGTTAGTCTAGAGTGCAGGAGAGGTAAG

TGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8026;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATAGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGGAAAGCTCTGTTGTTGGAGAAGAACGTTGGTGAGCGTAACTGTTCACGCAGGTACGGTATCCAAACG

GAAAGGCACGTCCAACTACGTGCCAGCAGCCGCGGTAGTACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGGAAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGGAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCAGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9462),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.1299); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TCTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGGGAGAGTAACTGTGCACGCAGTGACGGTATCCAACAA

GAACGTCACAGCTAACTACGGGCCAGCAGGCGCTGTAATACGTAGGAGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCCTCGGAAACCGGGC

GACTTGAGAGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTGTCCGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8027;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAATTCCGGTATGGATACACGTTTGCATGTATTTTATGAATAAGGA

ACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGTTGGATGGTTAAGTCAGTTGTGAAAGTCTGAGGCTCAACCGTAAAATTGCAGTTGATACTGTAAATCTAGAGT

GCAGTAGAGGCTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTGAGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8028;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCAGATGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATATATTGGACGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCATCGGGTCAACCGGAGAAATGCATCAGAAACTGTTGG

ACTTGCGTTCAGAAGATGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTAAGCACACCGGTGG

CGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGACCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAGGAAGGTGGCAAGCGTTGTCGGGATTTATTGGGCGT

AAAGCGAGCGAAGGCGGAATGATAAGTCTTATGTGAGAGCCCACGGCGCAACCGTGGAACTGCATCGGAAACTGTC

ATTCTTGACTGCAAAAGATGAGAGTGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU8031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1485),g:Roseburia(0.0204); 

ACGGGAGGCAGAAGGGGGGGATCTTTCCCAATTCTTTCCCCCCTGCTGCCGCGACGCCTCGTGAGTTAAGAAGTATT

TCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCTGCTAAATACGTGCCAGC

AGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCAAGC

CAGATGTGAAAGGTGGAGGATCAACCCCCAGGCTGCATTTGGAACTGTCAAGCTAGAGTAGCGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGATAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8029;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGG

ATTTCGGGTTGTAAAGCTCTTTTAGCGGGGAAGAAAATGACGGTACTTACCGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGATGC

AAGTCTAGAGTGAAAGCCCAGGGCTCAACCCTGGGATTGCTTTTGAAACTGTATAGCTAGAGTGCGAGAGAGGAAA

GTGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8032;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAGGAAGAGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAG

GCAAGTCTGAAGTGAAAGGCGGGGGCTCAACCCCCGGACTGCGTTGGAAACTGTGATTCTGGAGTGCAGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGAATCGTAAAGCTCAGTCGTTGGTGAAGACGGATGGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAATTACTTGCCAGCAGCCGCGGTAATACGTAGTTGGCAACCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCTGGAGTGAAAGCCGCCGGCTGAACCGGGGAACTGCGTCGGAAGCTGTC

CTTCTTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU8035;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTCGTAAACTTCGTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATATACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAAGCAAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGGGGGGCTTG

AGTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVb(0.4351); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGG

TTTCGGCTCGTAAACTTCTATTAATAGGGAAGAAAGTAATGACGGTACCCAATTAAGAAGCTCCGGCTAACTACGCAC

CAGCAGCCGCGGAAATACGTAGGGGGCACGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

TAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGAATTGCATTTGGAACTAGCTAGCTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTAGACT

GCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGTAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGCAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGAAGCA

AGTCAGATGTGAAAGTTACGGGCTCAACTCGTGAACGGCGTCTGAAACTGTTTTTCTTGAGGGTCGGAGAGGCAGGC

GGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACCGTA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8037;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTGAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTGAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGT

AAAGGGTGTGTAGGCGGGACTGAAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTG

GTTCTTGAGAGTGGGAGAGGTAGATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU8038;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCT

TGAGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCCGTTGGTAGTGAATAAAGATAGAGTTAGTATCTGGCCTTTATTTGACGGCAATTATTTAGA

AAGTCACGGCTAATTCCGTGCCACCAGCCACTGTAGTACGTACGTGGCAAGCATTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAACGAAGTCTAAGGTGAAAGGCCTCGGCTCAACCGAGGAACTGCATCGGAAACTGGTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCCCTCGGGTCCGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8040;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGCCCGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCCGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTCGTCAAGGCAGGGGTGAAATGCCGGGGCTCAACGCCGGGGCTGCCGTGGGGACTGGCGGG

CTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU8041;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTAGGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGTGA

GCGCAGGCGGTTTCGTAAGTCTGAAGTTAAAGGCAGTGGCTCAACCATTGTTCGCTTTGGAAACTGTATAGCTTGAGT

ATCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGC

GGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8044;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8267),c:Actinobacteria(0.5963),o:Actinomycetales(

0.3319),f:Actinomycetaceae(0.1679),g:Actinomyces(0.0423); 

ACGGAAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTG

TGTAGGCGGGACTGCAAGTCAGATGTGAAGATTACGGGATCACCCCGTAACCTGCCATTGAAACTGGCGGGCTCGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATACGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8042;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVb(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

CTTCGGGTCGTAAAGTTCTGTCCATAGGGAAGAAATAAATGACGGTACCTTTGGAGGAAGCCCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCGAT

TAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8045;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGGGACGTGTCCCATATTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCAGTCGTTTAAGCGTGTCGTGAAATGCCGGGGCTCAACCGTGGCACTGCAGCTCGAACTGGATGACTTG

AGTTCGGGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCGGCTTACCGGAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9719),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGATGAAGGTT

TTCGCCTCGTAAAGCTCTGTTGTTGGAGAAGAAGGATCGTGAGAGTAACTGTCCACGCTGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCGTAAGTCTGACGTGAAAGCCTGCGGCTTAACCGAAGAGGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGTAGGTGGAACTCCGAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU8047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCACGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAATGGAATAAAGTCGGGTATGCATACCCGTTTGCCTGTACTTTATGAATAAGGA

TCGGCTGACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGGGTTATCCGGATTGATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCGGGTGTGAAAGTTTGGGTCTTAACCGTGAAATTGCAGTTGATACTGGATAGCTTGA

GTGCAGGAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8048;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTCTGGTTTGTAAACTTCTTTTGTCCGAGGGTAAAAAAGGCTACGTGTAGCTTCTTGCAAGTATCGGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATCCGGAGTATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGGGGTTTTTTAAGTGTGTGGTGAAAGCGTGGGGCTTAACCGTGCCACGCCATGAAAACTGGCGAACTTGA

GTGCAAACGAGGTAGGCGGAATGTGATGTGTAGCGGGGAAATGCTGAGATAAGTCACAGAACCCCGATTGCGAAG

GCAGCTTACCAGCATGCAACTGACACTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGGTTCCCTGGTA 

>OTU8046;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Bacilli(0.1159),o:Lactobacillales(0.0547),f:Lactoba

cillaceae(0.0149),g:Lactobacillus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACACCGCGTGTGTGAAGAAGGG

CTTCGGGTCGTAAAGCACTGTCAGTGGGGAGGAAGGTGGTAAAGTTAATCTGTTTGCGCATTGACGGTATCCAACGA

GAAAGCAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAACCGGAATTATTGGGCGT

AAAGCGAACGCAGGCGGTTGGTTAGGTCTGATGTGAAATCCTCGGGCTTAACCGGAGAAGTGCATCTGATACTGGG

CAGCTTGAGTGCCGAAGAGGGCGGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGT

GGCGACGGCGGCTCCCTGGTCGGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8049;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAATACCGCGTGGGTGAAGAAGGG

CTTCGGCTCGTAAAACCCCTTTGTTAGAGAAGAACGTGGGTGAGCGCAACTGTTCACGCAGTGACGGTATCGAATCA

GAAAGTCCCGGCTAACTACGAGCCAGCAGCCTCGGTAATACGTAGGTGGCGTGCGCCATCCGGATTTACTGGGCGTA

AAGGGTGCGTAGGCGGATGATTAAGTGGGGTGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTT

ATCTGGAGTGCAGAAGAGGAGGGAGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT
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GGCGAAGGCGACTCGCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGGGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCGATGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGAT

AACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACTAGTG

GCGAAGGCGGCTGTCTGGCTTGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8050;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0181); 

ACGGGGGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCCGACGTGAAAATCCGGGGCTCAACCCTGGAACTGCGTTGGAAACTGTGAGGCTTGAGTGCCGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGTGTAA

CTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8052;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1291),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGCAGACGGCATGGCAAGCCAGATGTGAAAGGTGGGGGCTCAACCCCAGGACTGCATTGAAAACTGTAGATCTT

GAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8054;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacillac

eae_1(0.0560),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGAGAAGAAGG

GTTTCGGCTTGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCACGCAGTCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAGCGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTACTGCGTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGG
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AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGCTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCAGGGACGAACATGACGGTACCTCAGTAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGCATGGGGCGAGCGCTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGCTGTAA

GTCAGGTGTGAAATATATGGGCTCAACCCATAGACTGCACTTGAAACTGAGGCTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGTCTGCTGGGCTTTT

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATCAGATACCCTGGTA 

>OTU8055;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTTATTTAATACTGTCC

TACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCTGAAGAAAAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGCGCGCCAAGTCAGCGCGCAAAGTTCCGGGCTCAACCCAGAGTCGCCGTTGAAACTGGCGTGCTCGAG

TGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8057;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Chryseobacterium(0.0000); 

GGTATCGTCTGTGAGCGCTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCTCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGGGATCACAAGGATCTGAAGTACAAG

CAGCTCCTCACTGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGC

CTGTGGTGGGCATCGGCGCCGAGGCTCTCAAGCAGCTGCTCGAAGATCTCACCCTGAATGAAGTGGCAGAGCAGCT

GCGCGAGGAGATCGCCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGACCAAGCGGCTACG 

>OTU8056;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAAGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGCGATT

TAAGTGAAATGTGAAAGCCCGAGGCTCAACTTCGGAATGTCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTAA
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GCGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGAAGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAGCAATGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCGTTATTTGACGGTAATTACTTA

GAAAGTAACGGCTAACTACGTGCAAGCAGCAGCGGTAATACGTAGGTGGCAAACGGTGTCCGGATTTATGGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAACCTTCGGCTCAACCGGAGAATTGCATCCGAAACTATTG

ACCTTGAGTGCTGAAGAGGATATTGGAACTCCATGTGTAGCGGTGGAATTCGTAGATATATGGATGAACACCCGTGG

CGAATGCGGCTCTCTGGTCTGCAACTGACGTTGAGGCACGAAAGCATGGGTATCGAACAGGATTATATACCCTGGTA 

>OTU8059;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1679),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTAATTGGGGACGAAGGAAGTGACGGTACCCAAAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGACGGATTA

GCAAGTCTGATGTGAAAGGCGGGGGCTCAACCCCCGGACTGCATTGGAAACTGCCAGTCTTGAGTGCCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCTGCGTAA

GTCTGATGTGAAAACCCGGGGCCCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8062;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9474),c:Actinobacteria(0.8331),o:Acidimicrobiales(

0.3959),f:"Acidimicrobineae"_incertae_sedis(0.2184),g:Aciditerrimonas(0.0615); 

TACGGAAGGCAGCAGTAGGGAATCTTGCGCAATGAGGGAAACCTTGACGCAGCGACGCCGCGTGCGGGATGAAGG

CCTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAAATTGACGGTACCTGCAGAAGAAGCCCCGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTCGGTA

AGTCGGATGTGAAACCTCCAGGCTCAACCTGGAGACGCCATCTGATACTGCCGTGGCTTGAGTCCGGTAGAGGAGCA
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GGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAGCGGCGAAGGCGCTGCTCTGGGCCG

GTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 

>OTU8061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Eubac

teriaceae(0.9015),g:Eubacterium(0.8605); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAACAAGGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACG

GGTTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAACATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGA

GCAAGTCAGCTGTGAAATCCATGGGCTTAACCCATGAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACA

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8064;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAATGAAGACGGT

CTTCGGATTGTAAAGTTCTGTTCTTAGTGAAGATAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGGATTCAA

GTTGGATGTGAAATGTCAAGGCGTAACCATGGAACTGCATCCAAAACTGAATTTCTTGAGTGGAGTAGAGGCAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8063;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAAACTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGTGGTAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTGGAAACTGTTATTCTTGAGTGGAGTAGTGGCAA

GCGGAATTCCGTGTGTATCTTTGAAATGCGTAGATATTCGGAGGAACACCATTGGCTAAGGCGGCTTGCTGGGCTCT

AACTTACGCTGAGGCTCGAAAGTGTGGTGAGCAAACAGTATTAGATTCCCTGTTA 

>OTU8065;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGTGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTGGGGGGATGCATTTCAAACTGGAAGGGTAGAGGGCAGGAGAGGAGAA
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GGGAATTCCTAGGTTAGCGGTGAAAAGCGTAGAGATTAGGAAGAATAACCGTGGCGAAGGGGATTCTATGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8066;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.0710),g:Anaerotruncus(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAACGCCTGATGAAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGAGGTGAAAGGTATGGGCTCAGGCCATAGACTGCCATTGAAACTGTTTTCCTTTAGTGAAGTAGAGGCAGG

CGGAATTGCGAGTGGAGCGGTGGAATACATATATATACGGAGGAACACCAGTGGGGAAGGCGGCCTGCTGTGCATT

AACTGACGCTGAGGCTAGAAAGTGTGGGGAGCAAACAGGATAAGATACCCTGGTA 

>OTU8067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGGTTGTGAAGATAGTTAGAGGTACTCACTAGCCTTTATTTGACGGTAATTACTTAGA

AAGTCACGGCTAACGACGTGCCCGCAGGCGAGCTAATACGAAGGTGGGAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGAAGGCGGTTCAATAAGTCTGACGTGAAAGCCTTCGGCTCAACCGGAAGATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAATCTCTGTCTTCAAGGAAGATAATGACGGTACTTGAGGAGGAATCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGTAGTGAAAGGCTACGGCTCAACCGGAGTAAGCTCTTGAAACTGGGAGACTTGGATGCAGGAGAGGAAAGTG

GAATTACTAGTGTAGCGGTGACATGCGTAGATATGAGGCAGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTGA

TTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1485),g:Anaerotruncus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCA

AGTCTGATGTGAAAGCCCGGGGCTAAACCCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTAATCCAGCACCGCCGCGTGGGTGTTGAGGGTT

TTCGGATCTTAAGGCCCGGTCTTTGGGGAGGATAAGGACGGTACCCGGGGGGGAAGCCCCGGCTACCTCCGTGCCA

GAAGCCGCGGTAATAGGTAGGGGGCAGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCGGCCCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGCCGGTCTCCAACCC

GACAGTCACGGTTAACTCCGTGCCCGCAGCCGCGGTAATACGTCGGTGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAGCACCAG

TTGCGAAGGCGGCTGGCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU8070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Defluv

iitaleaceae(0.4563),g:Defluviitalea(0.0904); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCA

TGGCAAGTCAGATGTGAAATCCCCGGGCTTAACTCGGGGGGTGCATTTGAAACTGCTTTACTAGAGTGCAGGAGAG

GAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAGTGCTAGGTGTCGGGGCCGACAGGTCTCGGTGCTGAAGTTAACGCATTAAGCACTCCACCTGGGGAGTACGAT

CGCAAGATTGAAACTCAAATGAATTGACGGGG 

>OTU8074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pepto

streptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAAAT

GACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCC

GGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAG

CCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTA
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GGAGGAACACCAGTTGCGAGGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACA

GGATTAGATACCCTGGTA 

>OTU8073;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.0904),g:Sarcina(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGAGCGTAGATGGATGTTT

AAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8076;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

CCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAA

GGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAA

GGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTTAATTGCAGGGGCTTCGGCCCCTTACTTGA

GGATAAATTATGTCTAATATTCAAAGTAGCGCCGGGCGTATACCGAAGGAGATTCCCCATCC 

>OTU8075;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTTCAA

GTGTGATGTGAAATACCAGGGCTCAACTTTGGTGCTGCATTTCAAACTGGATGGCTAGAGTGCTGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAGGGCGGCTTACTGGGCATTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8078;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Pedobacter(0.0000); 

TGTGAATCATCGAATCTTTGAACACACATTGCGCCCTCTGGTATTCCAGAGGGCATGCCTGTTTGAGCGTCATTTCTCT

CTCAAACCTTCGGGTTTGGTATTGAGTGATACTCTTAGTCGAACTAGGCGTTTGCTTGAAATGTATTGGCATGAGTGG

TACTGGATAGTGCTATATGACTTTCAATGTATTAGGTTTATCCAACTCGTTGAATAGTTTAATGGTATATTTCTCGGTAT

TCTAGGCTCGGCCTTACAATATAACAAACAAGTTTGACCTCAGATCAGGTAGGACTACCCGCTGAACTTAAGCATATC

AATAAGCGGAGGA 

>OTU8077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3043); 
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ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCAACGTCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGGATTTCGAACTGGAAGTCTAGAGTGCAGGGGAGGAGAAG

GGAATTCCTAGGGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGAGTCTCTGGACTGTA

ACTTACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8081;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACTTTCTTCCTCAGTTCTTCCTCTTTTTCCCTTTCCTCTCTCCTTCACCCTCCAAGTAGCTTGAAGGATGAAGGCTCTATG

GTTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGATCGGCT

AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGG

TGGACTGGTAAGTAAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTA

GAGGTGGGCGGAATTAGTGGTGTAGCGGTGAGATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCAC

TGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8080;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Mucilaginibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGCCGTCGCGCACGTCCGATGAGAGTACGAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGACGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGTGTCGGCTGTGCGTCAAGTCAGGGATGAAATTCCGGGGCTCAACTCCGGAGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGTATGCGGCCGAAGGAATGAGTTGTGTAGCAGTGAAATGCTTAGATATAACTCAGAACACCGATTGCGA

CGGCATCTGGCGAATCCGTAACTGACACTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8079;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0560),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGACTG

GTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCA

GGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8082;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0113),g:Lachnospiracea_incertae_sedis(0.0056); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCTGATTGTAAAGCTCTTTAAGTAGGGACGAAGAAAGTGACTGTACCTACAGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCTGGAATAACTGGGCGTAAAGGGTGCGTAAGTGGTTTGGC

AAGTTGGTAGCGTAATTCCGAAGCTCAACCTCGGAACTACTACCAAAACTGTTAGACTAGAGTGCAGGAGGGGTAAA

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGATTTACTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8084;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8808),c:Actinobacteria(0.7114),o:Coriobacteriales(

0.4280),f:Coriobacteriaceae(0.2524),g:Collinsella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGATGGAGG

CCCTCGGGTCGTAAACCGCTTTCGGCAGGGACGATTGTGACGGTACCTGCATAAGAAGCCCCGGCTAAATACGTGCC

AGCAGCCGCGGTAACACGTATGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGGCCGTCA

AGCGGGGTGGCCAATCCGGGGGCTCAACCCGCGGCACCACCCCGAACTGGCGGCCTTGAGTGTGGTAGGGGAGCG

TGGAACTCCCGGTGTAGCGGTGGACTGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCGCTCTGGGCCA

CCACTGACGCTGAGGCGCGAGAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8083;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATCATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAAAAGCGTGGCGTGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8086;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1291),g:Ruminococcus2(0.0204); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGATGCAGCGGCGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGTGACTGCATTGGAAACTGTTTTGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAGTGCGTAGATATCAAGACTATCACCAGTGGCGAAGGCGTCTTACTGGACGGAA

ACTCACGTCGAGGCACGACAGCGGGGTGAGCAAACAGTATTAAAAACCCGGGGA 

>OTU8085;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.1485),g:Porphyromonas(0.0157); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCCTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGGCGTCTAAGTCGGGGGTGAAAGGTCGCGGCTCAACGGGGTAGGTGCGGTGGAAACTGGGGGCCTT

GAATGGGGGCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATCGGGAGGAACTCCGATTGCGA

AGGCGGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8087;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGTAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGTAATAATAAGACTTTTGCGTGATTTGATGCAGCTACCGGCACATTGTGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGTGGCTTCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTAGATAAGTTGGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCGGACTAGGATG

TAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCAG

CTTGCGAGGATACGAGTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8090;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCAAGTCGCGTGCGGGAAGGAGGT

CCTCCGGGTTGTAAACTGCTTTTGTCGGGGAGTAATGAGACGTTTGTGTACGTCAGTGCGGGTACCCGGAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTGATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGTGGGTAAGTCAGAGGTTAAATGCGTCTGCTCAACAGCAGTTTGCCTTTCAAACTGTCTGGCTAGA

GTGCGAGCGAGGAAGGCGGAATGCGCCATGTAGCGGTGAAATGCATAGATATCGTGCAGAACACCGATCGCGAAG

GCAGCTGGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8088;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Enteroc

occaceae(0.1485),g:Enterococcus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTT

AAAGGGTGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTAAGTGCCGATGATACTGGG

GGCCTTGAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGAT

TGCGAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGG

TA 

>OTU8089;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0113),g:Intestinimonas(0.0046); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGGACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCACTGGGTGTAAAGG

GAGCGTAGACGGCGATGCAAGCCTGATGTGAAAACCCGCAGCTCAACTGCGGGCCTGCATTGGGAACTGTATAGCT

GGAGTACTGGAGGGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCG

AAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8093;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCGTTTATGAGGGAATAAAGATGTGGTCGTGACCTCAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTCAGTGGCTAAACCATGGAACTGACGTGGACACTGGTTGGCGTG

GGTACGTAGGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAA

GGAGGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTAGGGAAGATAATGACGGTACCCAAGGAGGAAGCCATGTCTAATTACGTGCCA

GCAGCGGCGGTAATACGTAGGTGGCCAGCGTTATCCGGATGTATCGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGTTGTGAAAGACCCGGGCTCAACTTGGATGCTGCAGTCCAAACTGGTTATCTTGAGTGCAGGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8092;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9441),c:Actinobacteria(0.6730),o:Solirubrobacteral

es(0.3959),f:Solirubrobacteraceae(0.1872),g:Solirubrobacter(0.0519); 

TACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGCGCGAAAGCGTGACGCAGCAACGCCGCGTGGGGGAAGACGG

CCTTCGGGTTGTAAACCCCTTTCAGAAGGGACGAAGGTTCGCCGGTGAATAGCCGTGCGGATTGACGGTACCTCCAC

AAGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATCAGTGGGCG

TAAAGCGCGCGTAGGTGGCCTCGTAAGTCCGCTGTTAAAGTCCAAGGCTCAACCTTGGAAAGCCGGTGGATACTGTG

AGGCTAGAGTACGGAAGAGGCGAGTGGAATTCCTGGTGTAGCGGTGGATTGCGCAGATATCAGGAGGAACACCAA

TAGCGAAGGCAGCTCGCTGGGACGTTACTGACACTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTAGTCC 

>OTU8097;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCAGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGATACCCAGGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTTTAAAGGGAGCGTAGATGGATGTTTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGACATCTTGAGTGCAGTTGAAGCAGTAG

GAATTAGTAGTGCAGCGGTGACATGCTTAGCTATCACGACGACCTCAGATTGCGACGGCGGCCTGCTAAGCTGCTAC

TGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAAGTACCCTGGTG 

>OTU8096;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCAAAGGAAGCGGTCAGAGTTCCGGGCTCAACCCGGAGTCACCGCTGAAACTGGCGTGCTCG

TGTGCGTGCGAGGAAGGCGGATTGCTTTGTGTAGCGGTGAAATGAATGGATATGACGCAGAACTCCGATTTCGAGA

GCAGAATTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9940),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4787); 

AAGGGAGGCAGCAGTAGGGAAACTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGAAGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCAAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTTAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCTGGCA

ACTTGATTTCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGACGAACACCAGTGGC

TAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGTTAGCGAACAGGCTTAGATACCCTCGTA 

>OTU8095;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGAGAAGCAAGTCCGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTT

TTCCTTGAGTGAAGTAGAGGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU8098;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5720); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGTGTGGGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8100;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9943),o:Campylob

acterales(0.9821),f:Campylobacteraceae(0.9871),g:Campylobacter(0.9837); 

AAGGAAGGAAGAAGGAGGGAAGAGGGAGAAAGGGGGGAACCCCTGACGCAGCTACGCCGCGTGGAGGATGACAC

TTTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTGCCTAAGGAATAAGCACCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCA

AGTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGAT

GGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTCAA

CTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8099;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGAAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTATAGGAAGAAGGTC

TTTGGATTGTAAACTATTGTCGACAGGGAAGAAACGAATGACAGTACCTGTGGAGGAAGCCCCGGCAAACTACGTGC

CAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAAATT

AAGTTGGTAGTGAAATCCCCAGGCTTAACTTGGGAATTGCTACCAAGACTGGTTTTCTTGAGTACTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGA

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8101;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9711),o:"Vibrion

ales"(0.7623),f:Vibrionaceae(0.5632),g:Catenococcus(0.0904); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTT

TGTTAAGTCAGATGTGAAAGCCCGGGGCTCAACCTCGGAATAGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGG

GGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCTCCTGG

ACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAATGCTAGTTGTCGGGAGTCGAATCTCGGTGCCGCAGTTAACGCAATAAGCATTCCACCTGGGGAGTACGGTCG

CAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU8102;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGGTGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGAGTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGAGAAGTCTGATGTGAAATCCTTTGGCTTAAGCAAAGCGGTGCATCGGAAACTGGA

AGACTTGAGTGCAGAAGAGGACAATGGAACTCCTTGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8104;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Rikenellaceae"(0.0252),g:Alistipes(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGTCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATGAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCCGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTGGACTA

GAGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAA

GGCAGCTTACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Cruoricaptor(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTTGTCAGGGAGTAATATGATCCACGTGTGCATTGTTGAGTGTACGCGTAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTGATTGGGTTTAAAGGG

TGCGCAGGCGGCGGGGTAAGTGAGAGGTGAAAGGTCGGGGCTCAACCCGGGAAGTGCGTTGGGTACTGGTTGTCT

GGAGTGAGGACGACGCGGGAGGAATTAGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCG

AAGGCAGCCTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0615); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACT

TCTTGAGTGATGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU8107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTAGGGTTTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATAGGCCAACTCCGTGCCAGCAGCCGCGGTAATTCGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGCCGGTAAGTCAGACGTTAAAAGCCCCCGCTCAACGGGGGACGTGCGTTTGAGACTGTGAGACTGG

AGTGAGTATGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAAG

GCATCTCACGAATCCTCAATTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8106;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Eubac

teriaceae(0.0149),g:Alkalibaculum(0.0066); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTTCTAAGGGACGAAACAAATGACGGTACCTTAGAAGAAAGCCCCGGCAAACTACGTG

CCAGCAGCCGCGGTGATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGTCCTT

TAAGTTAAATGTGAAATCCTGAGGCTTAACCTCAGAACTGCATTTAATACTGGGGGGCTTGAGTGTGGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCATAGATATTAGGAGGAACATCAGAGGCGAAGGCGACTTACTGGAACA

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8111;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobacte

riales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanothermobacter(0.0000); 

AGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCACGGC

GCTTTAAAATAGTTGTTAAAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTA

CGGTCAGGCATCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACACTGAAACAAATGCTTAGGGATTTTA

TTGGTATCAGGGTTAATCGTGCCAAGAAAAGCGGCATGGTCAATATAACCAGTAGTGTTAACAGTCGGGAGAGGAG

TGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAGGGACATAAAAA 

>OTU8108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGATATCTAGCCA

GAAAGTCACGGCTAACTACATGCCAGCAGCTGCGGTGATACGTAGGTGGGAAACGTTATCCGGATGTATTGGGCGT

AAAGCGAGGGCAGGCGGTTTGATAAGTCTGTTGTGAAAGCCTTTGGCTTAACCAAAGAATTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU8109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAATCGGATGTGAAAGCCTTTTGCTTAACCAAAGGAGTGCATCGGAAACTGTCAG

AATTGAATGCAAGAGAGGGAAGTGGAACTCCATGTGTAACGGTGGAATTCGTAAGTATATGGAAGGACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8110;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0904),g:Lachnospiracea_incertae_sedis(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACAGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGTGCGTAGGTGGCAGTGCAAGTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGC

TAGAGTACAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGATGACTGACGTTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGTGCGTGCGAGCAACTGTTCACGCATTGACGGTATCTATCCGG

ACAGTCTCAGCCCACTCCGTGCCAGCAGCTGCGGTGATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGCCCTTGGCTTAACCAGAGAAGTGCAGCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTGG

CGAAGGCGGCTGGCTGTACTGCAACTGACACTGAGGCTCGAAAGCACGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGCAGGATAGAGGTAGTAACTGGCCTTTATTTTACGGTACTCAACCAG

AAAGTCACAGCTAACTACTTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCATCGGATTAACCGAGGAACTGCAACGGAAACTGTTGA

ACCTGAGTGCAGAAGAGGAGAGTGGAATTCCAGGGGAAGCGTTGGAATGCGTAGAAATATGGAAGAACACCAGTG
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GCGAAGGCGGCTCTCTGGTCGGCAAATGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATAAACTGG

TA 

>OTU8112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3204),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCCGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATAGCAA

GTCTGATGTGAAAGGCTGGGGCTCAACCCCAGGACTGCATTGGAAACTGTTAAGCTAGAGTGTCGGAGAGGTAAGT

GGGATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8115;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_2(0.0252),g:Alkaliphilus(0.0076); 

ACGGAAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTATAGGAAGAAGGTT

TTCGGATTGTAAACTATTGTCGTTAGGGAAGAACAAAGACAGTACCTACGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGACAACAA

GTTAGTTGTGAAATCCCACGGCTTAACTGTGGAACTGCAACTAAAACTATTGTTCTTGAGTGTCGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACGATAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8116;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTACGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGG

GCGCGTAGGCGGCCTGGTAAGTCTGGAGTGCAGGAGAGGAGAAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAG

AGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGC

AAACAGGATTAGATACCCTGGTA 

>OTU8117;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCACCCACGTGTGGGTGTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCTTTTAAGCGTGACGTGAAATGCAGACGCCCAACGTCTGAACTGCGTCGCGAACTGGAGGGCTT
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GAGTGGGTACGACGCCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGATCCCCGATTGCGAA

GGCAGCCGGCGAGTCCTCAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8118;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGGAC

AGCAAGTCAGGCGTGAAAACTATGGGCTCAACTCATAGCCTGCGTTTGAAACTGTTGTTCTTGAGAGTCGGAGAGGT

AAACGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGAC

GACAACTGACGCTGATACACGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCCTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCCCGGCAAGTCAGCGGTGAAAGTCCCGGGCTCAACCTGGGTGCTGCAGTTGAAACTGGTAGGCTG

GAGTGCAGGGGAGGAGGATGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGA

AGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8120;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0230); 

ATGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTTGTAAGGGAAGAAGCAAGTGACGGTACCTTACGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAGG

GCAAGTCGGATGTGAAAATTATGGGCTCAACTCATAACCTGCATTCGAAACTGTCTTTCTTGAGAGTCGGAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACG

ACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8121;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAACATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTAGGTAA

GATAGTGGTGAAATGCCAGAGCTTAACTTTGGAATTGCCATTATAACTATTTGACTAGAATGATGTAGAGGATAGCG
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GAATACCCAGTGTAGCAGTGAGATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8123;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCACCCGCGGTTCCACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCGGGGACTGGGTTGGGAACTGGTTTGCTAGAGGGTGAGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Intestinimonas(0.0712); 

CCTTTCGGCAGCATTGGGGACTATTGGGACCTGGTCGCCAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTTT

TCGGATTGTAAACTTCTTTTGTCGGGGAAGATAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAGT

CAGATGTGAAAACTGGAGGCTCAACCTCCAGCCTGCATTTGAAACTGTAGTTCTTGAGTGATGGAGAGGCAGGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCCTGCTGGACATTAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8125;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.762

3),f:Spirochaetaceae(0.5632),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGATTTGAGGGAAATGCACAGGCTCAACCTATGAACTGCATTGAGAACTAGAA

GACGTGAGTTACTGAGGTGGAAATGGAATTCCAGGTGTAGGGGTGGAATCTGCAGATATCGGGAAGACCACCAATG

GCGAAGGCAAGTTGCAAGCAGATAACTGACGCGGAGGTGAGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8124;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.7727),c:Spirochaetia(0.4812),o:Spirochaetales(0.235

9),f:Spirochaetaceae(0.1098),g:Treponema(0.0157); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTGGCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGT
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CTTGAGTGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAATCCGGCGGCTCAACCGTCGGACGGCAGTTGATACTGGTGGTCTTGAGTGCGCGCAGGGGC

GTTGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8129;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Prevotellaceae"(0.9015),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGTCCTATTGGTCAATGGACGAGAGTCTGAACCATCCAATTAGCGTGCAGGATGACGGCC

CTATGTGTTGTAAACTGCATTTATAAGGGAATAAATTTAGTCTCGTGAGACTTTTTTCATTTACCTTATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAACCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGAGT

ACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8127;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9827),o:Rhizobiales

(0.9730),f:Methylobacteriaceae(0.9387),g:Methylobacterium(0.9686); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGC

TGATTTAGTCGAGGGTGAATGCCCGTGGCTCAACCACGGAATGGCCTTCGATACTGATTGGCTTGAGATCGGAAGAG

GACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGG

TCCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACG

ATGAATGCTAGCCGTAGGGGTGCATGCACCTCTGTGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU8128;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9805),o:Aeromon

adales(0.9389),f:Succinivibrionaceae(0.9201),g:Succinivibrio(0.7643); 

CCTTCCTTCCTCCTTCTTGACTATTGCACCCTGGCGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCCTTC

GGGTTGTAAAGCACTTTCGGAGGGGAGGAACAAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTTATCAGG

TAGGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTCTAAACTGATAGACTAGAGTATTGCAGGGGGAGACG
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GAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGGCAAATA

CTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8130;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Gracili

bacteraceae(0.0710),g:Lutispora(0.0134); 

ACGGGGCAGCATTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGTCT

TCGGATTGTAAACTCCTGTTCTTAGCGAAGAAACAAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTGAA

AAGTCGGATGTGAAATCCCCGTGCTTAACATGGGAGCTGCATTCGAAACTTTCGGACTTGAGTGTCGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAC

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8131;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.8520),f:Strepto

coccaceae(0.5273),g:Streptococcus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCAGTTTCATAAGTCTGAAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGA

AACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8133;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Chitinophagaceae(0.0113),g:Lacibacter(0.0056); 

GTGTCAGCAGCCGCGGTAAGACGAAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGAGCGTAGGTGGAC

TTATAAGTCAGTGGTGAAATCTTTGTGCTTAACCCAAAAATTGCCATTGATACTGTAGGTCTTGAGTACAGTTGCTGTG

GGCGGAATATGACATGTAGTGGTGAAATACATAGAGATGTCATAGAACACCGATTGCGAAGGCAGCTCACAAAGCT

GTAACTGACACTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTAGTCCGCACTGTAAACGATGA

TTACTCGCTGCTAGGGGGCAAACTTTAGTGGCTTAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGCCGGCAAC

GGTGAAACTCAAATGAATTGGCGGGG 

>OTU8132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lachn

ospiraceae(0.9201),g:Roseburia(0.7162); 

ACGGAAGGCAGCAGGGGCGAAGAGGGCACAAGAGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGT

ATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTCGGC

AAGTCTGATGTGAAAGCCCGAGGCTCAACCCCGGTACTGCATTGGAAACTGTCGAACTAGAGTGTCGGAGGGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8134;tax=d:Bacteria(0.6056),p:Firmicutes(0.0517),c:Clostridia(0.0117),o:Clostridiales(0.0085),f:Incert

ae_Sedis_XI(0.0025),g:Clostridium_XII(0.0024); 

ACGGGAGGCAGCAGAGGATTATATACCCTGGTAAGATCGGCAGAGCACACGTCTGAACTCCAGTCACCTCCCGATCT

CGTATGCCGTCTTCTGCTTGAAAAAAAACAAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAAG

TTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCCTTTACAACTACTAGACTTGAGTGTGGGAGAGAATAGTG

GAATTCCTAGTGTAGCGGTGGAATGTGTTTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACA

CGACGCTCTTCCGATCTACGGGAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU8136;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTATTTGGGAATAAAGTTAGGGACGTGTCCCTTTTTGCAGGTACCGCATGAAGAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGTTGAAGCGGGTTGTGAAATGCAGCGGCTGAACCGTGGCACTGCAGCGCGAACTGGATAACTTG

AGTGCGCGGAACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTACGGGAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8135;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Papillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGCAACAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACATAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGGAAAGGGCGTGTAGGCGGGGCTG

CAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGCACTGCTTTTGCAGCTGTGGCTATGGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

GAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAAATGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAACGCAGGCGGTTGGTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCTGAAACCGGG

AAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAATACCGGT
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GGCGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8138;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCGTTTATACAGGGATAAAGTCGGGGACGTGTCCCCGTTTGTAGGTACTGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGATTATTAAGCGTGAAGTGAAATGTAGCCGGTCAACGGCTGAACTGGGGCGCGAACTGGTAGTCGT

GATTGAGTTCGATGTTGGCGGAATTCGTGGTGTAGCGGTGCAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCGACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8140;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9861),o:Rhodobact

erales(0.9843),f:Rhodobacteraceae(0.9873),g:Paracoccus(0.8605); 

ATTAGATACCTTGTAGTCCACGCCGTAAACGATGAATGCCAGTCGTCGGGTTGCATGCAATTCGGTGACACACCTAAC

GGATTAAGCATTCCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGG

TGGAGCATGTGGTTTAATTCGAAGCAACGCGCAGAACCTTACCAACCCTTGACATCCTAGGACATCCCCAGAGATGG

GGCTTTCACTTCGGTGACCTAGTGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 

>OTU8139;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGGTGGGTACGCGTACCCGTTTGTATGTACCTTATGAATAAGG

ATCGGCTATCTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGCTGTTCAAGCGAGTTGTGAAATGCTGGTGCTGAACGATCGAACTGCAGCGGGAACTGTCCGTCTTGA

GTAAAGTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTTACTGTAGTTGTACTGACGCTGATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8142;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA

AGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCGCAGTCGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATGTGACGGTAATTACTTA

GAAAGTCACGGCTAACTACGTGCCAGCAGAAGCGGTAATACGTAGGTGGAAAGCGATGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTGCAATCAGTCTGATGTGCAAGCCTTCGGCTCAACCGTAGAATTGCATCAGAAACTGTTG

AACTTGAGTGCAGAAGCGGAGATTGGACCGCCATGTGTGGCGGTGGAATGCGTAGCTATATGGACGACCACCGGTG

GCGCAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGCAAGCATGGGTAGCGAACATGATTAGATACCCTGTT

A 

>OTU8143;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGGAAATGACGATACCTGAATAAGAAGCACCGGCTAACTACGAGCAA

GCAGCCGCGGTAATACGTAGGGGGCAGGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGAAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCTTTTGATACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8144;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCGTTTGAAACTGTAGTTCTGGAGTACTGGAGAGACAG

ACGGAATTCCTAGTGTAGCGATGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGATCTACTGGACAG

CAACTGACGCTGAGGCACGAAGGCGTGAAGAGCAAACAGGATTGGATACCCTGGTA 

>OTU8145;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTGATGAAGCAACGCCGCGTGATTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCGGAGGAGGAAGCAACGGCTAACAACGTGCC

AGAAGCCGCGGAAAAAGGTAGTGGGGGGGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCATGGC

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8147;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCAGTGAATTGCCGTTGAAACTGGCGAGCT

TGAGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8146;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0252),g:Clostridium_IV(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGCCGGGTCGGCAAGTCCGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGCTCTTG

AGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAG

GCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8148;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lachn

ospiraceae(0.0099),g:Clostridium_XlVb(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAA

GGGAGCGTAGGCGGTCGATTAAGTTATATGTGGAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGAC

TTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3544),g:Pseudobutyrivibrio(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACAA

GTTGGAAGTGAAAACCATGGGCTCAACCCATGAATTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGTGGTAGATGG

AATTCCCGGCGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGATCTACTGGACGACAAC

TGACGCTGATACACGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 
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>OTU8150;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGCAG

GCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGA

TTTCGGTTTGTAAACTTCTATTAGTAGGGAAGAAAATGACGGTAACTGACTGAGAAGCCCCTGCCAACTTCGTGCCAG

CAACCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGAACTGCATTGGAAACTAGGCGGCTTGAGTGTAGAAGAGGTAAGTG

GAATTCCATGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGA

GTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAG

GCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8153;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTAATTGGGGACGAAGGAAGTGACGGTACCCAAAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGCGCA

ACAAGTTAGGAGTGAAATCCCGAGGCTTAACCTCGGAACTGCTCTTAAAACTGTTGTGCTTGAGTGATGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

GATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6646 

 

>OTU8154;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAGCGCATGGACTGCAATTGAAACTGGAGATCTTGAGTGTCAGAGGGGCGA

TCGGAATTCCTGGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGGGGGGAGCAGACAGGATTAGATGCCCTGGTA 

>OTU8158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.6350),g:Pseudobutyrivibrio(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGGAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAATAAGCGGCGGCGAAATACGTG

CCAGCAGCCGCGGTAATACGAATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTTA

TAAGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGCACTGCATTGGGAACTGTAGAACTAGAGTGTCGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGG

GTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8155;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGATGGC

TTTCGGGTTGTAAACTTCTTTTAACAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCCCTGCTAACTACGTTCC

AGCAGCCGCGTTAATACGTAGTTGGCGTGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCCAAGGGCTCAACCATTGAACTGCATTTGAAACTGTATTTCGTGAGTGTCGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8157;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0560),g:Sarcina(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTGTAAAG

TAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAA

AGGGTGAGTAGGCGGGCTGACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAG

TCTTGAGTGTCGGAGGGGTAATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGG

CGAAGGCGGATTACTGGACGACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU8156;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACTTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

CCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGGGTAAAGGGCGTGTAGGCGGTCT

GGTAAGTCTGGAGTGAAAGCCCTGGTTTCAAGGTAGGAATTGTTTTTGATACTGTGGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGTAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8159;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lachn

ospiraceae(0.0355),g:Lachnospiracea_incertae_sedis(0.0066); 

ACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACC

CAACAATCTCGTATGCCGTCTTCTGCTTGAAAAAAAAAAGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAGCA

GCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGAATGGTAAGTC

AGATGTGAAAACTATGGGCCCAACCCATAGCCTGCATTTGAAACTGCCGATCTAGAGTGCAAGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGTTTTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCC

GATCTACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU8161;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0113),g:Clostridium_XlVa(0.0046); 

ACGGAAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACC

CAACAATCTCGTATGCCGTCTTCTGCTTGAAAAAAAAAAATACCTGACCAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGACAAGTC

TGAAGTGAAAGGCTGGGGCCCAACCCCGGTACTGCTTTGGAAACTGCCTGGATAGAGTGCGGGAGGTGTAAGCGGA

ATTCCTAGTGTAGCGGTTTTTTTTTTTAATGATACGGCGACCACCGAGATCTAAACTCTTTCCCTACACGACGCTCTTCC

GATCTACGGAAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU8162;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Chitinophagaceae(0.0113),g:Terrimonas(0.0056); 

GTGTCAGCCGCCGCGGTAAGACGAAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGAGCGTAGGTGGAC

TGATAAGTCAGTGGTGAAATCTTCGAGCTTAACTCGGAAATTGCCATTGATACTGTTGGTCTTGAGTACAGTTGCTGT

GGGCGGAATATGACATGTAGTGGTGAAATACATAGAGATGTCATAGAACACCGATTGCGAAGGCAGCTCACAAAGC

TGTAACTGACACTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATG

ATTACTCGCTGCTAGAGGGCAACTTTTAGTGGCTTAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGCCGGCAA

CGGTGAAACTCAAAGGAATTGGCGGGG 
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>OTU8160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTCGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCGTGGAAACTGGGAAACTTGAGTGAAGGAGAGGAGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGGT

ATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8163;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0355),g:Ruminococcus2(0.0066); 

ACGGAAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGACTCCAGTCACCCAACAAACTCGT

ATGCCTTCTTCAGCTTGAAAAAAGTTGACGAAGGAAGTGACGGTAGGCTATAAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCAGATCA

AGTCTGATGTGAAATCCCTGGGCTCAACCCCGGAACTGCATTGGAAACTGGTCAGCTGGAGTGCCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCC

TACCCGACGCTCTTCCGATCTACGGAAGGCAGCAGGATTAGATACCCTGGTA 

>OTU8164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1098),g:Blautia(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAGGGATGAAGGA

CTTCGGGATGTAAACTTCTATCATCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGTAA

GTGTGATGTGAAATACTCGGGCTCAACCCGAGAACTGCATTGGAAACTGTAGATCTAGAGTACCGGAGAGGAAAAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8165;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7428),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGGGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCGAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGAGTTTAAAGGCATGGGCTCAACCTGTGGACTGCGTTTGAAACTGTCATACGTTAGTGCCGGATGGGTAAGCG

GAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGTCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGGGGGGAGCTAACAGGATTAGATACCCTGGTA 
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>OTU8166;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8267),c:Mollicutes(0.5963),o:Anaeroplasmatales(0.33

19),f:Anaeroplasmataceae(0.1679),g:Anaeroplasma(0.0423); 

ACGGGAGGCAGCAGCCCGAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCAAC

AATGTCGTATGCCGTCTTCTGCTTGAAAAAAAAAAAACAAATTGACGGTACAAGATGAATAAGCTCCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGCAGATGGCAC

ATTAAGTTTCTTGTAAAAATGCTAGGCTCAACTTAGTAGGTCAAGAGATACTGATGAGCTAGAGTACAAAAGAGGCA

AGTGGAATTCCATGTTTAGCGTTAAAATTCTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACAC

GACGCTCTTCCGATCTACGGGAGGCAGCAGCCCGAGGATTAGATACCCTGGTA 

>OTU8167;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0134); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGTGAAGAACAAAATGACGGTAACTAAGGAGGAAGCTCCGGCTAACTACGTG

CCAGCGGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCAGTTATG

TAAGTCAGGCGTGTAATGCAGAGGCTTAACCTCTGAACTGCGTTTGAAACTGCGTAACTTGAGTGGAGTAGAGGCAG

ATGGAATTTCCAGTGTGGCGGTGAAATGCGTAGATATTGGAAGGAACACCAGTGGCGAAGGCGATCTGCTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8168;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGTTCACGTGTGGACTGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGGTAAGTCAGCGGTGAAATGTCCCGGCTTAACCGGGGAACTGCCACTGATACTGCCTGTCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1679),g:Ethanoligenens(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTAGTGAAGAATAGAATGACGGTAGCTAAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATCCAAAACTGGGGTTCTTGAGTGGAGTAGAGGTAA

ACGGAATTCCGAGTGTAGAGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGGTGGGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8170;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Alphaproteobacteria(0.9726),o:Sphingomo

nadales(0.5395),f:Sphingomonadaceae(0.3544),g:Sphingomonas(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGC

TTTAGGGTTGTAAAGCTCTTTTACCCGGGACGATAATGACAGTACCGGGAGAATAAGCTACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTGTGTAA

GTTAGAGATGAAAGCCTGGAGCGCAACACCAGCAATGCCTATAAGACTGCATCGCTTGAATCCAGGGGAGGTGAGT

GGAATTCCGAGTGTAGAGGTGAAATTCGTAGATGTTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTAGT

ATTGACGCTGAGGAGCGAAAGCGTAGGGAGCAAACTGGATTAGATACCCTGGTA 

>OTU8171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0626),o:"Flavobacteriales"(

0.0413),f:Flavobacteriaceae(0.0099),g:Flavobacterium(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CTTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGCGTCAAGTGGGAGATGAAATACCGGGGCTCAACACGGGGGCTGCACTTGATACTGTCGCGC

TGGAGTGCAGATGAGGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACACCGGTGGC

GAAGGCGTCTGGCGGGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8172;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9462),o:Actinomycetales(

0.6881),f:Actinomycetaceae(0.3204),g:Arcanobacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGACGGAAGTCTGATGCAGCAACGCCGCGTGGGGGATGACGGC

TTTCGGGTTGTAAACTCCTTTTATCACTGAAGAAGCGAGAGTGACGGTAGGTGGTGAATAAGCATCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTTG

TTGCGTCTGCTGTGAAAGTCCGGGGCTTAACTTCGGGATTGCAGTGGGTACGGGCAGGCTGGAGTGCGGTAGGGGT

AGCTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTTACTGGGC

CGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8173;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTAAGTAGACAGGGACGATAATGACGGTACCTGTAAAGTAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGTCTGCAA

GTCAGGTGTGAAGTCCCGGGGCTTAACTCCGGAGCTGCACTTGAAACTGTGGATCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8174;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2864),g:Alloprevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGTACGCGTTCCGCCTTTGCAAGTACTGCTAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCGATTAAGTCAGCTGTGAAAGCCGGCGGCTCAACCGTAGGCGTGCAGTTGATACTGGGGGTCT

TGAGTGCAGGCAGGGGAGTCGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGA

AGGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTAGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTT

CTTCGTAATGTAAAGCTCTATCAGCAGGGACGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGATGGTCAGGCAA

GTCAGGAGTGAAATACCGGGGCTCAACCCCGGGGCTGCTCTTGAAACTGCAGGACTGGAGTGCAGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8177;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Porphyromonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTACTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAACGCTACGGCCC

TACGGGTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGTACCAGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTGTTAAGTCAGCGGTGAAATGTCCGCGCTCAACGAGGAAAGTGCCGTTGATACTGGTGGGCTTGA

ATGCGGATGACGTTGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCCGTTGCGAAGG

CAGCTCACTAATCCGCTACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8179;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Rikenellaceae"(0.0457),g:Alistipes(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGAAGGAATACGGC

CCTATGAGTCGTAAACTTCTTTTGTAGCAGAGCAATCACTATTACGTGTAAGCGGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGGGTAAGTCAGAGGTGAAATATCGGGGCTTAACCGCGGAACTGCCATTGATACTGTCTGTCTAGA

GTGTAGATGCGGTAGGAGGAATGTATAGTGTAGCGGTGAAATGCTTAGAGATTACACAGAACACCGATTGCGAAGG

CATCTTACGAAACCGTTTTTGACGTTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGAGACCCTGGTA 
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>OTU8176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAATTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGCTTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTTAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCCTTTGAAACTGTTTTGCTTGAGTGAAGTGGAGGGCGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTTGAGATACGGAGGAACCCCAGTTGCGAAGGCGGCCTGCCTGGCTTTAA

CTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCCGGTA 

>OTU8178;tax=d:Bacteria(0.9073),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0073),g:Intestinimonas(0.0039); 

ACGGGAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCAACAATCTCG

TATGCCGTCTTCTGCTTGAAATAAAAAACGAAGGAAGTGACGGTACCTCATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATGTACTGGGTGTAAAGGGCGTGTAGGCGGGAAAGCA

AGTCAGATGTGAAAACCATGGGCTCAAACTGTGGCCTGCATGGTAAACAGTTGTTCCTGAGGGATGGAGAGGCAGT

CGGAATTCCGTGTGTAGCGGTGAAATGCGTATTTTTTTTTATAATGATACGGCGACCACCGAGATCTACACTCTTTCCC

TACACGACGCTCTTCCGATCTACGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU8182;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

TTAACACTACTGGTTATATTGACCATGCCGCTTTTCTTGGCACGATTAACCCTGATACCAATAAAATCCCTAAGCATTTG

TTTCAGGGTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACCCTAATG

AGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGGACTGCTCCGCTTCCTCCTGA

GACTGAGCTTTCTCGCCAAATGACGACTTCTACCCCCTCTATTGACATCATGGGCCTGCCAGCTCCCTATGCTAACTTG

CATACTCACCAAGACCTTGATTACTGCATCCCGCGTT 

>OTU8181;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9038),o:Solirubrobacteral

es(0.6881),f:Conexibacteraceae(0.3544),g:Conexibacter(0.1299); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGAGCGTGTAGGCGGCC

CGATTAGTCCGCTGTGAAAGTCCAGGGCTCAACCCTGGAATGCCGGTGGATACTGTCGGGCTCGAGTCCGGAAGAG

GCGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCAACGGCGAAGGCAGCTCGCTGG

GACGGTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGGTACTAGGTGTGGGGGGTGTCGACTCCCCCCGTGCCGAAGCTAACGCATTAAGTACCCCGCCTGGGGAGTAC

GGCCGCAAGACTAAAACTCAAATGAATTGACGGGG 

>OTU8180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Clostridium_III(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTTTGTCTTATGGGACGAACGATGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGCAGATA

AGTCAGATGTGAAATACCGAGGCTCAACCTCGGGGCTGCATTTGAAACTATCAGTCTTGAGTGCAGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8183;tax=d:Archaea(0.4171),p:Pacearchaeota(0.1707),g:Pacearchaeota_Incertae_Sedis_AR13(0.0046

); 

GTGCCAGCCGTCGCGGTAATCCCGGCAGTTCAAGTCGCATCCACTATTATTGGGTCTAAAACATCCGTAGCTTGCTAT

TTAAGTCTCTTGTGAAATCCTACGTCTCAAGCGTGGGGCTTGCGGGAGATACTGAATAGCTAGAGACCGGTAGATGT

AAGGAGTACGCTGGAGGTAATGGTTAAATGTGTTAATCTTCAGCGGACTAACAATGAGCGAAGGCACCTTACAAGGA

CGGATCTGACAGTGAGGGATGAAGGCCAGGGGCGCAAAACGGATTAGATACCCGTGTAGTCCTGGCAGTAAACACT

GCTCACTAAACATCGGGCCCTCTTCGGGAGGATTCGGTGCTGAAGCGAAGGTGAAGAGTGAGCTACCTGGGAAGTA

TAGTCGCAAGATCGAAACTTAAAGGAATTGACGGGG 

>OTU8184;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Coprococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGTA

TTTCGGTACGTAAACTCCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGTGCA

AGTCAGCAGTGAAAACCCGGGGCCCAACCCCGGGCATGCTGTTGAAACTGCATTGCTTGATTCCGGGAGGGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACCGG

CAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8185;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGAATAAAGTGAGCGACGTGTCGTTTTTTGTAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGAGTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTTTTAAGCGTGTTGTGAAATACTGTCGCTCAACGACAGAGGTGCAGCGCGAACTGGAGGACTTGA

GTGCGCGGAATGTAGGCGGAATTCGTCGTGTAGCGGTGAAACGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTACAGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 
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ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTAACTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTTCGTTGGCGCGCCTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTATAAG

TGAGATGTGAAATACTCGGGCTTAACCTGTGTGCTGCATTACAAACTGGAGGTCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2184),g:Fusicatenibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGTA

TTTCGGTATGTAAAGCTCTTTTAGTAGGGAAGAAAATGACGGTACCTGACTAAGTAGGCACGGCCAACTACGTTCCA

GCAGCCGTGGTTATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCTGGCAA

GTCTGATGTGAAATCCCGGGGCTCAACCCTGGAACTGCATTGGAAACTGTCAGACTAGAGTGCCGGAGAGGTAGGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8189;tax=d:Bacteria(0.9450),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumin

ococcaceae(0.0073),g:Fastidiosipila(0.0039); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTC

CTCGGATTGTAAACTTCTGTATTAGAGGAAGAAGATAGTGACGGTACTCTAATAGAAAGCTACGGCAAACTACGTGC

CAGCAGCCGCGGTAAGACGTAGGTAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGTGCGTAGGCGGTTATTT

AAGTCCGATGTGAAAGCCCGTGGCTCAACCACGGAATTGCATCGGATACTGGGTGACTAGAGTGCGGAAGAGGTTG

ACGGAATTACTAGTGTAGCGGTAGAATGCGTAGATATTAGTAAGAAGACCGGTGGCGAAGGCGGTCAACTGGGACG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8187;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTTCTGCCTCAACGCCGCGTGAGCGATGAAGGCC

TTCGGGTCGTAAAGCTCTGACCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAATGTAAG

TCAGATGTGAAGTCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGTTTGTCTTGAGTATCGGAGAGGCGATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAAC

TGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8190;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0519); 
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ACGGAAGGCAGCAGTCGTGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCGAGTAACCTA

CCGAGGTCGTATGCCGTCTTCTGTTGGGAAAAAAAATGTGCCACGTGTGGCATATTGCAGTTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGATCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAATTTTTTTTTTATTGATACGGCGACCACCGAGATCGAC

ACTCTTTCCCTACACGACGCTCTTCCGATCTACGGAAGGCAGCAGTCGTGCAGGATTAGATACCCTGGTA 

>OTU8191;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0252),g:Robinsoniella(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGATGAAGGT

TTTCTGATTGTAAACTATTCTCATTAGGGAAGATAAAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAACAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAGATTAA

GTTAGTTGTGAAAGCCCTCGGCCTAACTGAGGAATTGCAACTAAAACTGGTTTTCTTGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAACTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8193;tax=d:Bacteria(0.0041),p:"Thermotogae"(0.0000),c:Thermotogae(0.0000),o:Thermotogales(0.0

000),f:Thermotogaceae(0.0000),g:Geotoga(0.0000); 

AGAACTTTAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCC

AGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAA

CAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAA

TATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAG

GGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTGACGTCTAAGAAACCATTATTATCATGACATTAACCTATAAAA

ATAGGCGTATCAC 

>OTU8192;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9938),o:Actinomycetales(

0.9933),f:Corynebacteriaceae(0.9201),g:Corynebacterium(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACTCCTATCGACAGGGACGAAGCTTTTTGTGACGGTACCTGTATGAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTACGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTT

GTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGTCTAACTTGAGTGCTGTAGGGGA

GACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGTAGGTCTCTGGGC

AGTTACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8194;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:Sphingobacteriia(0.9038),o:"Sphingobacteri

ales"(0.7995),f:Chitinophagaceae(0.4914),g:Hydrotalea(0.0519); 
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GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGCGGGC

TAGTAAGTCAGTGGTGAAATCCCCGAGCTTAACTTGGGAACTGCCGTTGATACTATTAGTCTTGAATATCGTGGAGGT

AAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTTGCTACACG

ATTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGCAGTCCACGCCCTAAACGATGA

TTACTCGACATCAGCGATACACTGTTGGTGTCTAAGCTAACGCATTAAGTAATCCACCTGGGAAGTACGATCTCAAGA

TTGAAACTCAAAGGAATTGACGGGG 

>OTU8197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGTGTCCCTTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATACGGGTTTATTGGGTTTAAAGGG

AGCGTAGGCCGTGTTTTAAGCGAGTTGTGAAATGCCGGGGCTCAACCGTGGCACTGCAGCGCGAACTGGAGTACTG

GAGTGCGCAGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8195;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGGATATCGCACAATGGAGGAAACTCTGTTGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCTCTGTACTTAGTGAAGAACAAAATGACGGTAACTAAGGAGGAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGTTATG

TAAGTCAGGCGTGTAATGCAGAGGCTTAAACTCTGAACTGCGTTTGAAACTGCGTAACTTGAGTGGAGGAGAGGCA

GATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCCGTGGCGAAGGCGATCTGCTTGGCG

CTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU8196;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Papillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

ACTTCGGGTTGTAAACTTCTTTTAACAGGGAAGAAGAAGTGGCGGTACCTGTTGAATTAGCCACGTCTAACGACGTG

CCAGCAGCCGCGTCAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAGTG

CAAGTCAGGTGTGTAATCTACAGGCTCAACCTGTAAACTGCATTGGAAACTGTGTATCTTGAGTGTCGGAGAGGTAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8198;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0560),g:Butyricicoccus(0.0134); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATCGAAGAAGGT

CTTCGGATTGTAAAGATCTTTTATCAGGGACGAAGAAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGCAAA

CAAGTCAGATGTGAAATCTATGTGCTCAACGCATAGACTGCGTCTGAAACTGTATGTCTTGAGTGTCGGAGGGGTAG

ATGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAC

CAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGTCCTGTCTTTGAGGACGATAATGACGGTACCCAACAAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTCGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATCCCTGGGCTTAACCTGGGTGCTGCATTCCAAACTGGTAGTCTAGAGTGGAGGAGGGGTGAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8200;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAAAAAGGCTACGTGTAGCTTCTTGCAAGTATCGTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGCTATCCGGATTTACTGGGCGTAAAGGG

TGCGTAGGTGGTTTCTTAAGTCAGGATGGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGA

GTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAG

GCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9861),o:Lactobacillales(0.9934),f:Strepto

coccaceae(0.9852),g:Streptococcus(0.9799); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGTCAAGAACGGGTGTGAGAGTGGAAAGTTCACACTGTGACGGTAGCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGTCGCGGTAATACGTAGGTCCCGAGCGTTGTCAGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTGATAAGGCTGAAGTTAAAGGCTGTGGCCCAACCATAGTTCGCTTTGGAAACTGTCA

AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8205;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 
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GCTGGCACTTCTGCCGTTTCTGATACGTTGCTTGATTTGATTGGACTTGGTGGCCAGTCTGCCGCTGATAAAGGACAG

GATACTCGTGATTATCTTGCTGCTGCATTTCCTGAGCTTAATGCTTGGGAGCGTGCTGGTGCTGATGCTTCCTCTGCTG

GTATGGTTGACGCCGGATTTGAGAATCAAAAAGAGCTTACTAAAATGCAACTGGACAATCAGAAAGAGATTGCCGAG

ATGCAAAATGAGACTCAAAAAGAGATTGCTGGCATGCAGTCGGCGACTGAACGCCAGAATACGAAAGACCAGGGAT

ATGCACAAAAGGAGATGCTTGCGTATCAACAGAAGGAGTCGACTGCTC 

>OTU8203;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTCAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCGACATCTGCACTGCAGCGCGAACTGTTCTCCTTGA

GTGCGCAGGAAGGTGGCGGAATTCGTCGTGTAGAGGTAAAGTGCTTAGATATAACGAAGAGCACCGATTAGGAAGC

CAGCTTTCTGTATCGCCACTGACACTGATGCTCGAGAGTGCGGGTATCGAACAGGATTAGAAACCCTGGTA 

>OTU8202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGGAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCAACAGGGACGATAATGACGGTACCTGAGAAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCTGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACTTTAA

GTCAGGTGTGAAAACTATGGGCTCAACCCATAGACTGCACTTGAAACTGAGGTTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU8204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTTCAAAATGGAAGACTAGAGTGCAGGGGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGAATGTA

AATGACGCTGAAGCTCGAAAGCGTGGGGAACCAACAGGATTAGATACCCTGGTA 

>OTU8206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGATGTGTTCCGCCTTTGCAACTACCGCCAGAAAAA
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GGACCGGCTCATTCCTTGCCAGCAGCCGCGGTAATACGGAAGTTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GCGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTT

GAGTGCGGGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAAAAAGATAGAGGTAGTAACTGGCCTTTCTTTGACGGTAATTACTTAG

ACAGTCACGTCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGTTGGCAAGCGTTGTCCGGATTTATTTGGCGTAAA

GCGAGTGCAGGCGGGTCAATAAGGCTCATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGGTGAG

CTTGAGTGCAGAAGAGGAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGTGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTCAGATGTGAAATCCATGGGCTTAACTCCTGAACTGCATTTGAAACTGTACCTCTTGAGTGTCGGAGAGGCAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8209;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGTGT

TTCGGCATGTAAAGCTCTATCAGCAGTGAAGAAGGACACAGGTAGTAACTGGCCGTTACTTGACGGTAATCACCCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTAGGTGGCAAGCTTTGTCCGGATTTACTGGGCGTAA

AGCGAGCGCAGACGGAACAATAAGTCTAATGTGAAAGCCCTGGGCTTAACCGAGGGACTGCATCGGATACTGTAGA

TCTTGAGTGCAGGAGGGGCAAGTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGTG

GCGAAGGCGGCTCGCTGGACGGCAACTGACGTTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8212;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.0

000),f:Halobacteriaceae(0.0000),g:Salarchaeum(0.0000); 
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ATGCCACTCCTCTCCCGACTGTTAACACTACTGGTTATATTGCCCATGCCGCTTTTCTTGGCCCGATTAACCCTGCTACC

AATAATATCCCTCAGCATTTGTTTCAGGTTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTTGATGCCTGACCG

TACCGAGGCTAACCCTAATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGG

ACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCAAAATGACGACTTCGACCACATCTATTGACATGATGGGTCTGC

AAGCTGCTTATGCGAATTTGCATACTGACCAAGAACGTGATGACGTCATGCAGCGTTACCATGATGTTAGTTCTTCAT

GTGGAGGTAAA 

>OTU8210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGACCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAG

CCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGACGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTACGTCAAGTCGGCGGTGAAAAGTCGGGGCTAAACCTGGGGGGTGCAGCTGAAACTGTGAGTCTG

GAATGCAGGTGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTTACAGAACCGCAATTGACGTTGAGGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCGGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8213;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.1905),c:Spirochaetia(0.0726),o:Spirochaetales(0.047

3),f:Spirochaetaceae(0.0113),g:Treponema(0.0056); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGACGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGCTTTTTAAGTTAGAAGTGGAAGTCCTGCTTTTAAGGTGGGAATTGCTTTTAATACTGGAA

GGCTTGAGTGCAGAAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8214;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Eubac

teriaceae(0.0113),g:Garciella(0.0056); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGTCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACGCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGACGGTTGAT

CAAGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGT

AACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATCGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGGAGAACCCCGTTGTCGGTGAAGCAGGATAGAGGTAGCACATGGCCTATATTTGTCGGAAATCAATCAG

AAAGTCACGACTACCTACGTGCCAGCAGCCTCGGTCATACGTAGCTGGCAATCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCGCGGCTTAACCGAGGAGCTGCATTGGAAACTGTTTTTC

TTGAGTGCAGAAGAGGAGAGAGGAATGCGATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8218;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGACGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAATTGCTTTTATGGGGGAATAAAGCCAGGCACGAGCTCCTGTTTGCACGTACCACAGGAACAAG

GACCGGCCAATTCCGTTCCAGCAGTCGCGGTAATACGGAAGGTCCGGGGGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGGTGCTCAACATCTGAACTGCAGCGCGAACTGTTCTCCTTG

AGTACGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGGGAAG

CCAGCTTACTGTAGCGCCACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

CTTCGGGGTGTAAACTTCTTTTATCAGGGACGAAAGAAGAGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGGAGCAGCGGTAAGACGTAGGTGGCAATAGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACAG

CAACTGACGGTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAGGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATTTTTAA

GTGGGATGTGAAATACCCGGGCACAACCTGGGAGCTGCATTTCAAACGGGAAGTCTAGAGTATAGGAGGGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAGCGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTTTCCTCAAGGAAGATAATGACGGTACGTGAGTCGGAAGCCCCGGCTAACTACGTTCCG

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCTTAGGTGGTTTCTTCAG

TCAGAGGTGAAAGGCTACGGCTCAACCGTAGGTAGCCTCTGAAACTGGGAAACTTGAGTGAAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTATCTGGACCGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAGCATGAGTGCCGAATTTCAGACTGGAAGTCTAGAGTGGAGGAGAGGAGAAG

GGAATTACTAGTGTAGAGGTGAAATGCGTAGAGAGTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGATGCTCAAGAGCATGGGTAGCGCACAGGATTAGATACCCTGGTA 

>OTU8222;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTACCAGGGAAGAAGAAATTGACGGTACCTGGTGACAAAGCCACGGCTAACTACGTG

CCAGCACCCGCGGTCATCCGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGAAGA

CAGGTCAGATGTGAAATACCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGTGTGTCTTGAGTAGCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8221;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGCAACCCTGATGCCGCAACTCCGCGTGAGTGATTACGGCCT

TCGGGTTGTCAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCGCGGCTCACTACGTGCCAGC

AGCCGCGGTAATACGGAGGTGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCGGGCTCGACTTGGGTGCTGCATCTCAAACTGGAAGTCTAGAGTGCAGGCGAGGAGAATGG

AATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8224;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Chitinophagaceae(0.0000),g:Sediminibacterium(0.0000); 

ATAAGAATCAGCATCTCCAGTCCTTGCAGGAACTTTATGCCGACTTTAGCAAAAAAAGAGAATGAGTTGATCGATAGT

TGTGATTACTCCTGCGAAACATCATCCCACGCGTCCGGAGAAAGCTGGCGGCCGATATCCGGATAACGCAACGGATC

AAACACCGGGCGCACGCCGAGTTTACGCTGGCGTAGATAATCACTGGCAATGGTATGAACCACAGGCGAGAGCAGT

AAAATGGCGGTCAAATTGGTAATAGCCATGCAGGCCATTATGATATCGGCCAGTTGCCACATCAGCGGAAGACTTAG

CAAGGTGCCGCCGATGACCGTTGCGAAGTTGCAGATCCGCAAACACCAGATCGCTTTAGGGTTGTGCAGGCGTAAAA

AGAAGAGATTGTTTTCGGCGTA 

>OTU8223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9711),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGCCTAACTACGTGCCAGCAGACGCGGTAATACGTTGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGAAAAATAAGTCGAATGTGAAAGCCCGGGGCTCAACCCAGGAACTGCATCGGAAACTGTTTT

GCTTGAGTGCAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGG

CGAAGGCGGCTCACTGGTCTGCAACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8226;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGGATCTTCCACAAAGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGCAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGTTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTCGACCGTAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATATAGAAGAACACCAGTGG

CGAAGGCAGCTCTCTGGTCTGCAACTGACGCTAAGACTCGAAAGCATGGGTGGCGAACAGGATTAGATACCCTGGTA 

>OTU8225;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0076); 



6664 

 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGCAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTTAGCGGTGAAATTTCCCGGCTCAACCGGGGAAGTGCCGATAATACTGGGGACCT

TGAATGCGGTAGAGGCCGGCGGAATGTGGAGTGTAGCGGTGAAATTCATAGATATGAGACGGAACACCGGTAGCG

AAGGCAGCTGTCCGGGCCTGCATTGGCGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8228;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTAAGTCAA

GTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGCATAACTTGGATCCGGGAGAGGACAGC

GGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTGGCGAAGGCGGCTATCTGGACCGGT

ATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8229;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9866),o:Clostridiales(0.9941),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCAGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGACGCCACGTCTAACTACGTGCCG

GCACCCGCGGTACTACGTAAGTGGCGAGCGTAGTCCGGATTTTCTGGGCGTAAAGGGAGCGTAGGGGGACTTTTAA

GTGTGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGCGAGGAGGAT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8230;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Negativicutes(0.2902),o:Selenomonadales(0.124

9),f:Veillonellaceae(0.0457),g:Selenomonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTAATT

TAAGTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8227;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9762),o:Desulfovibr

ionales(0.9497),f:Desulfovibrionaceae(0.8864),g:Desulfovibrio(0.7162); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTAACTTCAAAG

AAAGCACAGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGCGTGAAAGCCCACGGCTCAACCGTGGAACTGCCGTTGATACTGCACG

ACTCGATTGCGGGAGAGGGTTGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGTTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGT

A 

>OTU8233;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.841

2),f:Spirochaetaceae(0.6709),g:Treponema(0.3479); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTTGTGTGAAAAGCATAGGCTCAAACTAAGAAATGCATTGAGAAATACAAG

ACTTTAGTTACTGGGGTTGAAATGGAATTCCAGGGTGAGGGGTGAAATCTGCAGATATCTGGAAGAACAACAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACACCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGC

AAGTCTGAAGTGAAAGCCCCGGGCTCAACCCGGGAACTGCTTTGGAAACTGTTTAGCTAGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7068),g:Clostridium_XlVa(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTACACAATGGGCAAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCCACCCTGGGACTGCTTTGGATACTGTTTTGCTAGAGTGTCGGAGAGGTAAGT

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAACAAACATGATTAGCTACCCTGGTA 
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>OTU8232;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTAGGGTTGTAAACTTTTGTTGTAGAGGACGAAGATAGTGACGGTACTCTACGAGGAAGCCCCGGCTAACTATGTG

CCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGCTGT

GTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGAC

TGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8235;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Porphyromonadaceae"(0.0059),g:Coprobacter(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTCCCAGGCGAATA

AGCACCGGCAAACTCCGGGCCAGCACCCGCGGTAATACGGGGGTTGCGAGCGTTACCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGTGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCCTGAAACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTAAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU8236;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGACTGTAAACCTTAGTCAACAGGGAAGAGGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAG

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTTCTTGAGAGTCGGAGAGGTA

AGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCTGTGGCGAAGGCGACTTACTGGACG

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8237;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCGGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGTATCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCATTTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACAGTTGCCGTTGATACTGGTAGTCTTGAG

TGTAAACGAGGTAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGG

CGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6667 

 

>OTU8240;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

TCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAACGCTACATCGTCAACGTTATATTTTGATG

GTTTGTCGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGT

TGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGG

TTCCGACTACCCTCCCGACTGCCTATGATGTGGATCCGTTGGATGGTCGCCATGAGGGGGGTTATTATACCGTCATGG

ACTGTGTGACTATTGACGGCCTTCCCCGTACGCCGGGCAGTAATGGGTATGTTGGTTTCATGGGTTGGT 

>OTU8238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAATTTAA

GTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGACTTACTGGGCCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGTACGTAAACCTCTGTCATTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCTGATCAA

GTGGGATGTGAAATGCCCGGGCTTAACTGGGGTGCTGCATTCCAAACTGGTTAGCTAGAGTGCAGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8242;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_2(0.0149),g:Alkaliphilus(0.0066); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTCTAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCTGCAGGGCAGAAAAAAGACTGTCCCTGCAAAGATAGCTCCGGCTAACTACTTGCCA

GCAGCCGCGTTAATCCGAAGGGAGCAAGCTTTTTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGTAAATTAAG

TTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTGGTTTTCTTGAGTGCAGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACT

GACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8241;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Anaerotruncus(0.0230); 
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ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGGACG

TAAAGTCAGATGTGAAATGCGGAGGCTTAACCTCCGAACTGCATTTGAAACTTACGTTCTTGAGTGGAGTAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8243;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGCGGAAGGCAGGGATCACTACGAGCC

AGCAGCCGCGGTCATACGTAAGTGGCGAGGGTTGTCCGGACTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTTTTA

AGTGAGATGTGAAATACTCGGGCTTAACCTTGGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8244;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGACGGT

TTTCGGATTGTAAACTTCTGTTCGGGATGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTGACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGCAGCA

AGTCAGTCGTGAAATGCCGGGGCTTAACTCCGGAGCTGCGATTGAAACTGTTGTTCCTGAGTGTCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9389),f:Strepto

coccaceae(0.8146),g:Streptococcus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGATTGGTAAATCAATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACTTGCCAGCAGCCGCGGTAATACGTAGGTCCCGGGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTATCATAAGTCTGTAGGTAGAGGAAGTGGCCTAAGCATTGTACGCTTTGGAAACTGTGA

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGTTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8246;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_3(0.0355),g:Caloranaerobacter(0.0087); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGTGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGATAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGTAGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGG

CACCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8247;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTTTTGCATGTATCGAATGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCCGGTTATTAAGTGAGCGGTGAAAGGGAGTGGCTCAACCATACAATTGCCGTGGAAACTGGTGGTCTTGA

GTGTGAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTTACCAGAATACGACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8248;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Strepto

coccaceae(0.0560),g:Streptococcus(0.0134); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGATAGGGAAGAAAAAAGACAGTACCTATCAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTCATA

AGTCTGAAGTTAAAGGCAGTGGCTTAACCACTGTACGCTTTGGAAACTGTGAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8249;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTAGACGCAGAGTAAAGAGGGTCACGTGAGATATGTTGAGGGTACGCGATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGAAGTGTAAGCCTGCGGTGAAATCCCCGCGCTCAACCCGGGAGTTGCCGCTGGAACTGTACGTCTTG

AGTGCGCACGCCGTGGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACTCCGATTGCGAAG

GCAGCTCACGAAGGCGCAATTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 



6670 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGAAAGCTCTGGAAACTGGGAAACTTGAGGGAAGGAGAGGAAAGT

GGAATTCCTAGTGAAGCGGGGAAATGCGTAGATATTAGGAGGAACACAAGGAGAGAAGGCGGATTTCGGGAATGT

AACTGAAACTGAGGAAAGAAAGCGGGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU8252;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTTTGTCTTTGGGGAAGAATAGATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTAC

CAGCGGCCGCGGCAATACGTAGGTCGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACAG

CAAGTTGGATGTGAAATACCGAGGCTTAACCACGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8251;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pepto

streptococcaceae(0.0904),g:Acetoanaerobium(0.0157); 

ACGGAAGGCAGCAGTGGNGAATATTGCACAANGGGCGAAAGCCTGATGCAGCAACGCCGAGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCATTTAA

GTTAGGAGTGAAAGTACTGCTTTCAAGGTGGGAATTGCTTTTAATACTGGATGGCTTGAGTGCGGAAGAGGTAAGTG

GAATTCCCAGTGTAGCAGTGAAATGCGGAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCGGGTA 

>OTU8250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAGGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCAA

GTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGCTGGAGGGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTATCTGGACAGCAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8254;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Sphingobacterium(0.0056); 



6671 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGTAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGTCAAGTCAGCGGTAAAACTGCGGGGCTTAACCTAGTATTGCCGTTGAAACTGGCTGACTAGC

GTGGCGTCGAGGTGTGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGAGTCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8255;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.6200); 

CCTTTCTTCCTCCTTCTTTCCTCTTCCCCCCTTGCCGCCCGTCCGCTGGCGCCACGCCGCGTGAGTGAAGAAGGTTTTCG

GATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAG

TCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGGGGCGAGCGTGGTCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGAGAAATAAGTCTAATGTGAAAGCCCTGGGCTTAACCTAGGAACTGCATCGGAAACTGCTTGTCTT

GAGTGCAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8257;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCCACGCCGCGTGTGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTGTCGGTAGTGAAGAAAGATGGAGATAGTAACTGGCCTTTCTTTGACGGTACTCACCCAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGGGGGGAAAGGCCACGGCTCAACCGGAGTAAGCTCTTGAAACTGGGAA

ACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATAG

CGAAGGCAGCTTTCTGGACTGTAACTGACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8256;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAGAAGCTTGACCCAGCGACGCCGCGTAAGGGAAGAAG

GTCTTCGGATTGTAAACCTTTGTCAACAGGGAAGAGAAAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAC

TGCAAGTCAGATGTGAAAACTATGGGCTTAACTCATAAAGTGCATTTGAAACTGTGGTTCTTGAGAGCGGAAGAGGT

GAATAGAATTCCCGGTGTAGCGGTGAACTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 



6672 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAAGATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8258;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Anaerotruncus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAGAGC

AAGTTAGTTGTGAAATCCCTCAGCTCAACTGAGGAACTGCAACTAAAACTACTATTCTTGAGTGCTGGAGAGGAAGG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8261;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCTGTATGTAAAACTCTATCAGCAGGAAAGAAAATTACTTTACCTGACTAAGAAGCCTCGTCTCACTACGTTCCAGC

CGCCGCGGTTATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGCAAGT

CTGAAGTGAAAGCCAGGGGCTTAACACCGGGACTGCTTTGGAAACTGTAGGACTAGAGTGCAGGAGAGGTAAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGGCGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8260;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0457),g:Hespellia(0.0110); 

ACGGAAGGCAGCAGTTGGGAATATTGGACAATGGAGGAAACTCTGATCCAGTGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTATTTTATCAGGGAAGAGAAAGGACAGTACCTGAGGAAGAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGACGGTAGTGCA

AGTCAGATGTGAAATGCTAGGGCTTAACCTTAGAACTGCATCTGAAACTGCAATACTAGAGTGCAGAAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGACGAAGGCGACTTACTGGGCTGTA

ACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8263;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactoba

cillaceae(0.1485),g:Lactobacillus(0.0326); 



6673 

 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGGAACCCCGACGCAGCGACGCCGCGTGCGGGACGGAGG

CCTTCGGGTTGTAAACCGCTTTCAGCAGGGAAGAGACAAGACTGTACCTGCTGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAAAACGTAGGGGGCGAGCGTAATCCGGATTAATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTT

AGGTCTGATGTGAAAGCCGTGGGCTTAACCGACGGAGTGCATCGGAAACCGGACAACTAGAGTACAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCGG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8264;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Betaproteobacteria(0.7497),o:Burkholderi

ales(0.4652),f:Sutterellaceae(0.2184),g:Parasutterella(0.0615); 

CCTTTATTCCTCATTTGTTACTTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGCGGGAAGAAGGCCTT

CGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGGTGCTTGTGAATAATGAGCGCTGCTGACGGTACCTGAAGAATA

AGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGTGCGCAGGCGGTTGGGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGTGACTGCTCGAC

TGGAGTATGTCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGGCG

AAGGCAGCACCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8262;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Coprococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAATTAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCTGTCTGGTA

AGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGAATTGCAGCGCGAACTACCGGACTTGAGTGCGCAGGAAGTAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8265;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.1905),c:Mollicutes(0.0726),o:Acholeplasmatales(0.04

73),f:Acholeplasmataceae(0.0113),g:Acholeplasma(0.0056); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGAAGAAATTC

TTCGGAATGTAAAGTTCTGTTATTGAGGACGAAAGATAGTATCAGGAAATGGGTATTATTTGACGGTACTTGATGAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTACTGGGTGAA

AAGGGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATC

TCTTGAGTGTCGGAGAGGTAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGG

CGAAGGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8266;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.2321),o:Lactobacillales(0.1015),f:Lactoba

cillaceae(0.0355),g:Lactobacillus(0.0087); 



6674 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAACGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAAGTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTGGCAAGCGTTGTCCGGAATCACTGGGTGTAA

CGGGAGAGTAGGCGGGGCTGCAATTCTTCTGTTAAACCTATCGGCTCAACCGATGGCTGCGGCAGAAACTGTAGTTC

TTGAGTGAAGTAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGTCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8267;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostri

diaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGACTGAACCAGCCAAGTAGCGTGAGGAACGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGA

GCGTAGGCGGATTCTTAAGTGGGACGTGAAATGCCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGA

GTGCATGAGGTGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GGGAATCTACGGTCTTTAACTAAAGCTCAGGCTCGAAAGCGTGGGAAGGAAGCAGGATTAGATACCCTGGTA 

>OTU8268;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTGGGTAGGCGGGCTGACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCC

AGTCTTGAGTGTCGGAGGGGTAATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTCGGTGAAGATGGATAGAGGTAGTAACTGGCCATCATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAGTAAGTCTAATGTGAAATCCCTCGGCTTAACCGGGGTACTGCATCGGAAGCTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8272;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Sulfolobales(0.00

00),f:Sulfolobaceae(0.0000),g:Sulfurisphaera(0.0000); 



6675 

 

ATAAGCCGCTTGCAGACCCATCATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGCAAGCTCAGTCTCAGGCG

GACGCGGCGCAGTCCACATGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTA

GGGTTAGCCTCGGTACGCTCAGGCATCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAA

TGCTTAGGGATTTTATTGGTATCAGGGTTAATCGTGCCAAGAAAAGCGGCATGGTCAATATAACCAGTAGTGTTAACA

GGCGGGAGAGGAGGGGCATTAACACCAGCCTTCAG 

>OTU8271;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGA

TCTATGGTTTGTAAACTTCTTTAGTGTGGGAACAAAGCGTGGTTGCGACCGCAGATGAGTGTACCACAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTATGGTAAGTCAGTGGTGAAATGTCTCCGCTCAACGGTGAAAGTGCCATTGATACTGTCGTACTTGA

ATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAAG

GCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8270;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGGACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTGAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTAGCATACGAATAAG

CAGCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTGGGTAAGTCAGAGGTGAAATTCCAGTTCTCAACATTGGCCGTGCCGTTGATACTGCTGCGCTTG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGTAATGCATAGACATCACACAGAACACCTATTTCGAGTT

CATCTCACGAATCCGCAATTGATGCTTAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8274;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGGAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

GTTCGGATCGTAAAGCACTGTTGTTGGTAAAGAAGGATAGAGGTAGTAACTGGCCTATATTTGACGGTAATCAAACA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGGGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTTATGTGAAAGCCTTCTGCTCAACCGGCGGTTTGCCTCAGAAACTGTTG

AACTTGATTGCAGACGAGGAGAGTTGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGCAGGCGGCTCTCTGTTCTGCCACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 



6676 

 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAAGGGGGAAAAGAGGAGGGAGAAAAGGAGGGTGAGGGATGAC

GGCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGAAGGTACCTGAGGAGGAAGCCACGGCGAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTT

TTAAGTGAGATGTGAAATACTCGGGCTTAACCTGGCTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCTTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU8273;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Epsilonproteobacteria(0.9834),o:Campylob

acterales(0.8737),f:Helicobacteraceae(0.5991),g:Helicobacter(0.3043); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACGGT

TTTCGGATTGTAAACTCCCTTTGTGAGAGAAGATAATGACGGTATCTCACGAATAATCACCGGCCAACATCGTGCCAG

CAGCCGTGGTAATACGGAGGGTGCAAGCGTTATTCGGAATCACTGGGCGTAAAGAGTGCGCAGGCGGATTAATAAG

TCAGATGTGAAATCCTATGGCTTAACCGTTGAACTGCATTTCAAACTATTAGTCTAGAGTGTGGGAGATGTTGGTGGA

ATTCTTGGTGTAGAGGTAAAATCCGTAGATATCAAGAGGAATACTCATTGCGAAGGCAGCCTACTAGAACATTACTG

ACGCTCATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8276;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGAGTAGGCGGATTGGCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAGCTGTTGATCTTG

AGTGATGGAGAGGCAGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATGCCACAGAACACCGATAGCGAAG

GCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCCTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTCTCTTAG

GTCAGGAGTGAAAGGCTACGGCTTAACCGGAGTAAGCTATTGAAAACTGTAGACGTGAGTGCAGGAGAGGAAAGG

GGAAATTCTAGGGTAGCGGGGGAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGTGGCTTTCTTGACTGTA

ACTTACACTGAGGAACGAAAGCGTTGGGAGCAAACAGGATTAGATACCCCTGGTA 

>OTU8277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATTTTCTCCCGCCTGCTGCCTCGACGCCGCGTGAAAGAAGAAGTATT

TCGGTATGTAAAGCTCTATCCGCAGGGAAGAAAAATGACGGTACCTGACTACGAAGCTCCGGCTCCATACGTGCCCG

CAGCAGCGGTACTACGTATGGAGACAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACCCGGGCTTGACGTGGGTGCAGCATGGGAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9180),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATAGAGCAACACGGCGTGAGTGAAGAAGGG

TGTCAGCTCGTAAAGCTCTTTTGTTAGTGAAGAACGTGCGTGAGGGCAACTGTTCACTCATTGACGTTATCTCACCAG

AAAGTTACTGCTAACTACTTGTCAGCAGCCGCGGGGATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTGA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGTCGTAAACAAAGAAGAGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGATAGTGGAACTACAAGTGTAGCGGTTGCATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAAATGACGCTGAGGTTCGAACGAATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8282;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACTGT

CCTACGGATTGTAAACTTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCAGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGGTAAGTTAGTTGTGAAAGTTTGCGGCTCAACCGTGAGATTGCAGTTGTTACTGTCAGTCTTGT

GTACAGTAGAGGTGGGCGTAGTTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGAGTGCGAAGT

CTGCTCACTGGACTGCAACTGACACTAATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATAGCCTGGTA 

>OTU8281;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATCAAGAGGGAAGAGCAGAAGACGGTCTCTCTAGAATAAGCCACGGCTCAATATGTGC

CAGCAGCCGCTGTAATACGTAGGTGGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGGCCTTGAGTGGCGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8280;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGTTTAAAGGGAGCGTAGGCGGATTGTT

AAGTCAGTTGTGAAAGTTTGCGGCTGAACCGTAAAATTGCAGTTGATACTGGCAGTCTTGAGTGCAGTAGAGGTGGG

CGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAGTGTA

ACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8283;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9887),o:Clostridiales(0.9938),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTCTCTTCAGGGACGATAATGACGGTACCTGAGGATGAAGCCACGGCTAACTACGTTCCAG

AAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGGTCAAATTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAAGAGAGGTGAATG

GAATGCCTAGTGTAGCGGTGAGATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8285;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8448),c:Fusobacteriia(0.6346),o:"Fusobacteriales"(0.

3639),f:"Fusobacteriaceae"(0.1872),g:Fusobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCT

ACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGTGCGTAGTTGGTTTAACAAGTTGGTAGTGAAATTCCGGGGCTTAACGTCGGCGCTACTGCCAAGACTGTTGA

ACTTGAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8286;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGTGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

TAAGCACCGGCTAACTCCGTGCCATCAGCCGCGGTAATACGTCGGGTGCCAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAAGCCCCGGGCTGAACCGGGGAAATGCATCTGGTACTGGCAA

GCTTGAGTCTAGTAGAGGGGGGTAGAAGTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8284;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0149),g:Oscillibacter(0.0056); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGAAGATTGTAAAATCCTTTTAAGTATGATGAATAACCTGAGCAGGAAATGGGACAGGGATGACCGTAATACTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGTCGGTAAGTCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCCGCATTGGGAACTGGC

AAGCTAGAGTATCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU8288;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAAAGGGATGCAGCAAGGCCGGGTGAGTGATGACGG

CCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGGAATACGGAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACGCTTCTTGAGTATCGGAGACGCAATC

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGTAACACCAGTATCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGTCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8290;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGCA

AGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTGAAGTAGAGGTTGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

AACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9707),f:Enteroc

occaceae(0.9108),g:Enterococcus(0.8605); 

CCTTTCTTCCTCCTTCTGGAATCTTCGGCACTGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTT

CGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACCAGA

AAGCCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGA

CTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8291;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0560),g:Acetanaerobacterium(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAATGGC

AAGTCTGATGTGAAAGGCCGGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAA

GTGGAATGCCTAGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGC

TACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8292;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGTTGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGTGGACGATAATGACGGTCCCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAATGGAGCGTAGGCGGACTTTTAA

GTTAGATGTGAAATACCCGGGCTCAACTTGAGTGCTGCATTTCAAACAGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATACCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGAGGTTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGAGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8294;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Porphyromonadaceae"(0.6709),g:Butyricimonas(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTATGGCCTGTAAACCTATTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGCCAAGTCGGCGGTAAAAGACTGGAGCTAAACTGGAGCAGGCAGTTGAAACGGGAGACCTGG

AGACGAGACGAGGGAGGCGGAAGAAGTGAGGAAGGGGTGAAATGGTTGGATTTAACTGGGACCCCCGATAGCGA

AGGCAGCTTCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU8293;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGGAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTGATGT

AAGTCTGGAGTGAAAGGCGGGGGCCCAACCCCCGGACTGCTCTGGAAACTATGTGACTGGAGTGCAGGAGAGGTG

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACT

GTAACTGACGTTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGTTCTGTCTTTGGGGAAGATAATGACGGTACCCAAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCCGGAATACGTAGGTGGCAAGCGGTATCCGGATTTACTGGGCGGAAAGGGAGCGTAGGCGGACGATTA

AGTGGGATGTGAAATCCCCGGGCTCAACTTGTGTGCTGCATTTCAAACTGAAAGTCTTGAGTGCAGGAGAGGAGAG

GGGAACTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8295;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Negativicutes(0.3483),o:Selenomonadales(0.148

3),f:Veillonellaceae(0.0560),g:Anaerovibrio(0.0134); 

ACTGGAGGCAGCAGTTAGGAATCTTTTTCCCTTTCTTCCACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTTTT

CGGATTGTAAACTTCTGTTCTATGGGAAGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATAACTGGGCGGAAAGGGAGCGTAGGTGGTAATTTA

AGTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8296;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGC

CAAACAAGCCAGAGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTTGGAACTGTATGGCTTGAGTGCAGGAGAG

GAGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACATCGATGGCGAAGGCAGCTCTCTGG

CCTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGATACTAGGTGTAGGGGGTTCGATTCCCTCTGTGCCGGAGTTAACGCAATAAGTATCCCGCCTGGGGAGTACGG

TCGCAAGATTGAAACTCAAATGAATTGACGGGG 
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>OTU8297;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9827),o:Rhizobiales

(0.9606),f:Rhizobiaceae(0.6709),g:Rhizobium(0.5239); 

GTGTCAGCCGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGAT

ATTTAAGTCAGGGGTGAAATCCCGCAGCTCAACTGCGGAACTGCCTTTGATACTGGGTATCTTGAGTATGGAAGAGG

TAAGTGGAATTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAGGAACACCAGTGGCGAAGGCGGCTTACTGGT

CCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAATGTTAGCCGTTGGCAAGCTTGCTTGTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU8299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAAGACCAAGGCTCAACTTTGGAACTGCAATTCATACTGGATAGCTAGAGTGCAGGAGGGGTATGT

GGAACTCCTAGTGCAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGACATACTGGACTGTA

ACTGACACTGAGACTCGAAAGCTTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8301;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGTAAAGCAAGTCAGAAGTGAAAGCCCGCGGCTGAACTGCGGGACTGCTTTGGAAACTGTTTAACTG

GAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAACGTCTGATGCAGCAATGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTTAAGCCCCGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCCAGCTACGTGCCA

CCAGCCGCGGCAATACGCCGGGGGCCACCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCCGTGGTGAAAGGCTACGGCTCAACCGTAATAAGCCTTTGGAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTGCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTTGCGAAGGCAGCTCTCTGGGCTGTAAC

TGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTTGCTTGTTAAGTCAGCGGTGAAAGTCAGCGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8303;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.2902),o:Rhodobact

erales(0.1249),f:Rhodobacteraceae(0.0457),g:Nesiotobacter(0.0110); 

GTGCCAGCCGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGGGCGCGTAGGCGGTT

TGTTAAGTCAAATGTGAAATACACTGGCTCAACCAGTGGGCTGCGTTTGAAACTGGCAAACTTGAGTACAGGAGAGG

AGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACATCGATGGCGAAGGCAGCTCTCTGGC

CTGAAACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGAAGCTAGTTGTCAGGCAGCATGCTGTTTGGTGACGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU8302;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGTAGGCGGGAGTGCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATT

TCTTGAGTGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8307;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.762

3),f:Spirochaetaceae(0.5632),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTCTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTACCACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCATAGGCTTAACCGATGAACGGCATTGAGAACTACAA

GAGTTGAGTCACTGAGGCGGAACTGGAATTCCAGATGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG
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GGGGAGGCAAGTGTCAAGCAGATAACTGACGGTGAGGTGCGAAGGTGCGGGGAGCAAACAGAATTAGATGCCCTG

GTA 

>OTU8305;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8897),o:Lactobacillales(0.7252),f:Enteroc

occaceae(0.4224),g:Enterococcus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGT

AAAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGG

ATCTTGAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8308;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Solitalea(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCTGAACCAGCCATGCCGCGTGCAGGAATAAGGC

CCTATGGGTCGTAAACTGCTTTTGTACGGGAGCAATAAGTGTTACGAGTAACACGATGAGAGTACCGTACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCAGAGGTGAAATACCCGGGCTTAACCTGGGAACTGCCTTTGATACTGTCGCGCTGG

AATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8306;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diales_Incertae_Sedis_XII(0.0149),g:Acidaminobacter(0.0066); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGAATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGTATTAACTTGGGGGGTGCATTCAATACTGTTGGACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCTGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTTGACGA

TTACTGACGTTGAGTCTCGAATGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8312;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

AGGTGAAACTAAAGGTTCTTACTTAAACATTACTGCTGGTACAATGGAAGAAGTGTACAAACGTGCTGAGTACGCTA

AAGCTGTTGGTTCTGTAATTGTTATGATCGATTTAGTAATGGGTTATACAGCAATTCAAAGTGCAGCTATTTGGTCTCG

TGACAATGACATGTTATTACATTTACACCGTGCTGGTAACTCTACATATGCACGTCAAAAAAATCATGGTATTAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCAGGTGTAGATCATATTCACGCTGGTACAGTAGTAGGTAAATTAGAAGG 
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>OTU8309;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0423); 

AAGGGAGGAAGAAGGGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTAGTGCGGGAATAAAGTCAGGGACGTGTCCCTGATTGCAGGTACCGCAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTTTATTAAGCGTGTTGTGAAAAACCCGTGCTCAACATGGGTCGTGCAGCGCGAACTGTTTTTCTTGG

GTACGCAGTAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCCAGGCCGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCATGGTA 

>OTU8310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGTAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTGGAT

CTTGAGTGCTGGAGGGGCAATCGGAATTACCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGC

GAAGGCGGCCTGCTGGACATTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8314;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAATGTTGGCTACGTGTAGCCATTTGCAGGTACCGCATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGTGCTTAAGCGAGATGTGAAATGTTGGCGCTCAACCGTTGAACTGCGGCGGATACTGGGTGTCTTG

AGTGAAGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCCGCAAGGCCTTTACTGACGCTAATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8311;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pepto

coccaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCCTCGAGGACGAAGGAAGTGACGGTACTTGAGGAGGAAGTCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGGATTGCTTTGGAGACTGGTTGGCTTGGAGGCGGAAGAGGT

AAGTGGAATTACCAGTGTAGCGGTGAAATGCGTAGAGGTTGGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8313;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATGCGGGGATAAAGTGAGGGATGCATCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATGCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCGGCGGGTCAACCGTGGCACTGCAGGGCGAACTGGTTTCCTT

GAGTGCGCTGAAGGTGAGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGTATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGTACAGGATTAGATACCCTGGTA 

>OTU8316;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4914),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTTAAGTATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCATGGAATAAGATGACGGTACCTGACTAAGACGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTCCTGGGTGTAAAGGGATCGTAGACGGCTTTGCAAGC

CAGATGTGAAAGCCCGGGGCTAAACCACGGGAGTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGATGGACGATGAC

TGAAGTTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU8315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.6350),g:Ruminococcus(0.4351); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGTTCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8317;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Sphingomo

nadales(0.0000),f:Erythrobacteraceae(0.0000),g:Altererythrobacter(0.0000); 

CAGGCACACAAAAATACTGATAGCCGTCGGCGTGTGCATCCTTCGCCTTGCGACCCTCGGCAGCAAGAACCATACGA

CCCATATCACGAACATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGA

GTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTA

CGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCGTTCTGTTTGGGGTAATTATACGCAG

CGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGATTGCGGCAAAACTGCGTAACCGGCTTCTCGTTCTCTAAAAACC

ATTGTGCGTCC 
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>OTU8318;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Yaniella(0.0000); 

AGGCACCCAACAATCCTGATAGCCGTCGGCGTGTGACTCATTAGCCTTGCGCCCCTCGGCAGCAAGCACCATACGCCC

ACTATCGCGAAACTAGTCCCGCAAAGCCTTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGT

GTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACG

CGATTTCATAGTGGAGGCCGCCAGCAATCTTGAACACTCATCCTGAAGACATGTCTTTGTGGGGTAATTAGACTCATC

GCGAATATCCTTAAGAGGGCGTGCAGCAGCCAGCTGGCGGCAAAACTGCGTAACCGGCTTCGCGTGCTCTAAA 

>OTU8319;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGAACCAGCAAAGCAGCGTGAAGGAAGAAGG

CCTTAGGGGTGTTAACTTCTTTTAACAGGGACAAAGGACGAGACGGTACCTGGAGAAAAAGCAAAGGCTAACTACG

AGCCAGCAGCAGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGA

GGCAAATCAGGAGTGAAATCCCGGCGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGACGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8321;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.2902),o:Rhodospiril

lales(0.0547),f:Rhodospirillaceae(0.0149),g:Insolitispirillum(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGACGGGAAGATAATGACGGTACCGTCTAAAGTAGCACCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCCATTCAA

GATAGCGGTGAAATCCCGGAGCTCAACGTCGGAATTGCCATGATAACTGAGTGGCTAGAGTGACAGAGAGGATATT

GGAACACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGAGGCGAAGGCGAGTATCTGGCTGTAA

ACTGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8320;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.3448),c:Actinobacteria(0.1740),o:Coriobacteriales(

0.0781),f:Coriobacteriaceae(0.0252),g:Slackia(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGAAGGAGG

CCCTCGGGCCGTAAACCGCTTTCAGCGGGGACGATCGTGACTGTACCCGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTCATTGGGTTTAAAGGGAGCGTAGGCCGCTTGGTA

AGCGTGTTGTGGAATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGCCTGGCTTGAGTGTGCGGTAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTC

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8322;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9762),o:Desulfovibr

ionales(0.9497),f:Desulfovibrionaceae(0.8864),g:Desulfovibrio(0.7162); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGGAAGGCAAGGGTGAAATCCCACGGCTCAACCGTGGAACTTGCCTTGATACTGCACG

ACTTGGATCTGGGAGGGGGGGGCGGAATTCCAGGTGTAGGGGGTAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCAACTGGTCCGGTATTGACGGTGGGGTGCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTG

GTA 

>OTU8323;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCTGATTATTAA

GCGTGACGTGAAATGCCGCGGCTCAACCGTGGAAGTGCGTCGCGAACTGGTCGGCTTGAGTGTGCACGAGGAAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAGCTCCGATTGCGAAGGCAGCCTTCCAGGGCATTA

CTGACGCTAAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAACGAAGAAGGT

TTTCGGAATGTAAAGTTCTATTATTAAGGAAGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGATAAATACGTGC

CAGCAGCCGGGGTAACACGTAGGGAGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGAGGGAGGGCAATAAGGGGGACGTGTGGTCTGATGAGGGTATGCGAAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTAATTGGGTTTAAAG

GGTGCGTAGGCGGCTTCGCAAGTCTGCCGTGAAAGGCCCCGGCTCAACCCCGGCAGTGCCGTTGGTACTGTGAGGCT

TGAATGCGGATGCTGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACCCCGATTGCGAA

GGCAGCTTGCTAGAGTTTTACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8326;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Epsilonproteobacteria(0.9784),o:Campylob

acterales(0.9497),f:Helicobacteraceae(0.9108),g:Helicobacter(0.7162); 
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ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGAGGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTTGAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTGAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGTTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCAGCTGAAACTGTTATTCTAGAGTACGGGAGAGGTAGGTG

GAATTCGTGGTGTAGCGGTAAAATGCGTAGAGATCAAGAGGAACACTCATTGCGAAGGCGACTTGCTGGAACATAA

CTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCTTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGTGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAATATAAGTCTATTTTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGCAAACTGTTCTT

CTTGATTGCAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8328;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

CCTTTATTCCTCCTTTTTTACTATTTGGCAATGTGCGAAATCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGGTTTC

GGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTTACGTTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGATAA

TTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGATGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGAGAAGGCGGCGTTATGGACTGA

AAATGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU8329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGGCCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACTGTATCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCTGTAATACGTAGGTGGCACGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGAGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGGGAACTGCATTTGAAACTGGTCGTCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8330;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 
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ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGCAAGCCTGATCCAGCGACGCCGCGTGAACGAAGAAGTA

TCTCGGGATGGAAAGCTCTATCAGCAGGGGAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTTACA

GCAGCCGCGGTACTACGTAGGTAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCGTCTTGAGTATCGTAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8332;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTAGGGGTCGTAAACTGCTTTTATAGGGGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATCATTTGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTAGTAAGTGAGATGTGAAAATTTGCGGCTCAACCGTAGAATTGCATTGGATACTGTTAGTCTTGA

GTGCAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.8146),g:Lachnospiracea_incertae_sedis(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATACAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTCAGATGTGAAAGCCCGGGGCTCAACCCCGAGACTGCATTTGGAACTGTCAGGCTAGAGTGTCGGAGAGGAAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8333;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

CTCAAATGCAACTGGACAATCCGACAGAGATTGCCGAGATGCCAAATGAGACTCAACAAGAGATTGCTGGCATTCCG

TCGGCGACTTCACGCCAGAATACGAAAGACCAGGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTC

TACTGCTCGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAAT

GCTTACTCAAGCTCAAACGGCTGGTCAGTAGTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTGAGTGCTG

AGGTGGACGTAGGTCATCAGCAAACGCAGAATCAGC 

>OTU8334;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACTTTATTCATCATTAATGAATATTCTTCAATTAACTAAAGTGTGAACCAGCGAAGTAGCGTGAAGGATGAAGGTCGT

AAGGAGTGTAAACTTCTTTTATAAGGGAATAAACCCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGCATC
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GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGACGGGTCGTTAAGTCAGCTGTGAAAGGTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCGTCCTTGAGT

GCGGTTGATGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCCATTGCGAACGCAG

CACTATAAGCCGTAACTGCCCTTCATGCTCGAAAGCGTCGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8335;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGGCTGATGGAGCAACGCCGCGGGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTGGGTGAAGAAGGAGAGAGGTAGGAACTGGCGTGGATGGGACGGTAATGAACC

AGAAAGGCACGGCGAACGAAGTGGCAGCAGACGCGGGAATACGGAGGTGGCAAGCGTTGTCCGGATTTATTGGGC

GTAAAGCGAGCGCAGGCGGAAAAATACGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCACCGGACACTG

TTTTTCTTGCGTGCCGACGAGGAGAGTGGAACTCCATGTGTAGCTGTGGAATGCGTAGATATATGGACGAACACCAG

TGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU8336;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAACCTTCTTTTTACGGGGCGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATATGC

ATCGGCTAACTCCGTTCCAGCAGCCGCGGTCATACGGAGGATTCGATCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGGTTGTTAAGTCAGAGGTGAAATACCGCAGCTCAACTGTGGAACTGCATTTGATACTGGAAGGCTTGA

ATGCTGTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAAGCAGGAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8337;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAGGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGGGAAACCGGTACTTGACGAATAAGCCACGCTTAACTACGTGCA

AGCAGCCGCGGTATTACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGTCGGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCGTTTGAAACTGTAGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8340;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Alterom

onadales(0.0000),f:Alteromonadaceae(0.0000),g:Agarivorans(0.0000); 

CACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCC

TTATGGCCGTCAACATACATATCACCATTATCGAACTCAACGCCCTGCATACGAAAAGACAGAATCTCTTCCAAGAGCT
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TGATGCGGTTATCCATCTGCTTATGAAAGAGATTCTGTCTTTTCGTATGCAGATGGATAACCGCATCAAGCTCTTGGAA

GAGATTCTGTCTTTTCGTATGCAGGGCGAATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAA

GCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCA

AAATAATCAGCGTGACATT 

>OTU8339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAACCCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGATGCTGCGAGCGTTATCCGGATTTATTGGGTTTAGAGGGA

GCGCAGACGGGTCGTTAAGTCAGCTGTGAAAGGGTGGGGCTGAACCTTAAAATTGCAGTTGATACTGGCGTGCGTG

AGTGCGGTGGAGGTGTGCGGAATGCGGGGTGTAGGGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCACACTAAGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTATGATGAAGTAT

TTCGGTATGTAAACTACTATCGGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTTCGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGTTAGGACAG

TCTGGTGTGAAAGCCCAGGGCTTAACCCTGGGACTGCTTTGGAAACGGTATGGCTAGAGTGCTGGAGAGGTTAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATGGCGCAATGAGGGCAACCCGGACGCAGCAACGCCGCGTGAACGTTGAAGGT

TTTCGGATTGTATAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGTCTAACTACGTTCCA

GCTGCAGCAGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGTTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACTAACTGAATTTGAAACTGTTTGGCATGAGTGAAGTAGAGGCAGGAG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAGCACCAGTGGCGAATGCGGACTGCTTGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGAA 

>OTU8338;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Intestinimonas(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCAG
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AGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGC

AGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGG

CACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6709),g:Ruminococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAATTATGGGCTCAACTCATAACCTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTTA

CTGACGCTGAGACTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8345;tax=d:Bacteria(0.0024),p:"Thermodesulfobacteria"(0.0000),c:Thermodesulfobacteria(0.0000),o:

Thermodesulfobacteriales(0.0000),f:Thermodesulfobacteriaceae(0.0000),g:Caldimicrobium(0.0000); 

TGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATACCAGTCTGAAACATGC

TTAAACTCCTAAGCAGCACACCTACCGCGCTTCGCTTGGTCAACCCCTCAGCGGCAAAAATTAAAATTTTTACCGCTTC

GGCGTTATAACCTCACACTCAATCTTTTATCACGAAGTCATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACG

GTCACATTAAATTTAACCTGACTATGCCACTGCAACAACTGAACGGACTGGAAACACTGGGAAGAATCATGGTGGCG

AATAAGTACGAGTTCTTGCAAAGCAACAGAGGGCGGTTCCTGAATGAATGGGAAGCCTTC 

>OTU8348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGTAATATTGCACAATGGGCGAAAGCCTAATGCAGCAACGCCGCGTGAGCGTTGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTTAATATTAGGGTGACCACCAGGATCGAAGGCGGCTCTCTGCACTGTAAT

TGTCACAGATGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGCAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAAATTTGGGTGTGGATTTTAAACTGGTAAGCTAGAGTGGCAGGGAGGATAAA
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GGAATTCCCCGTGGAGCGGTGAAATTCGTAAAGATTAGGAAGAACACCCGTGGCGAAGGCGATTCTCTGGACCGTA

ACTGAAGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Pseudoflavonifractor(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACCTCTTTTTTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCCGCCGCGGTAATACGTAGGTGGCACGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTGGTCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAGCTGCATTTGAAACTGGTCTTCTTGAGTGTAGGAGAGGCGATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8344;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Ruminococcus(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGATCCGGCTAACTACGTGCC

AGCGGCCGCGGTAATACGTAGGGCGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCCTTTAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8349;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Parapedobacter(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTTGAGAGTACCGGGCGAATA

AGCATCGGCTATCTCCGTCCCACCAGCCCGGGTAATCCGGGGGTTGCGGCCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGCGTCAAGTCGGGGGTGAAATTCCGGGGCTCAACCCCGGGGCTGCCCTTGATACTGTCGGGC

TGGAGTGCGGATGAGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGTTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8350;tax=d:Bacteria(0.9827),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lachn

ospiraceae(0.0086),g:Lachnoanaerobaculum(0.0043); 

ACGGGAGGCAGCAGAGGATTAGATACCCTGGTAAGAGCGGAAGAGCACACGTCTGAACTCCAGTCAGTGTTCGATC

TCGTATGCCGTCTTCTGCTTGAACAAAAAAAAAAGGCCCGAAAGGGAGATGACGGTACCTGACTAAGAACCCCCGTC

TAACTACGTGCCAGCAGCCGCGGTAATACGCAGTGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCA

GACGGCAGATCAAGTCCGATGGGAAATCCCGGGGCTCAACCCCGGAACTGCATTGGAAACGGGTCAGCTGGAGTGT
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CGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATTCGTTTTTTTTTTTAATGATACGGCGACCACCGAGATCTA

CACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU8351;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCATAGCAA

GTCAGAAGTGAAAACCAGGGGCTCAACACCTGGACTGCTTTTGATACTGTCGGGCTAGAGTGCTGGAGAGGTAAGA

GGAATGACTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTACTAAACAGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATATCCTGGTA 

>OTU8352;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Mucilaginibacter(0.0039); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATCGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTAAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTG

GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTCCGCA

GGCATCTACCCTATCCCCAATTGCCGCGGACGCCCGAACGACCGGGGACCGCACAGGATTAGATACCCTGGTA 

>OTU8353;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGATTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGAAGTTTAAGTGAGTTGTGAAATTTTGCGGCTCAACCTTAAAACTGCAGTTGATACTGGTTACCTTGAG

TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGGGCTGCAACTGACGTTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8354;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9747),o:Erysipelotrichales(0.92

80),f:Erysipelotrichaceae(0.9108),g:Turicibacter(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGACGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGCTATCCGGCATTATTTGGCGT

AAAGGGGGCGCAGGTGGTTGATTAAGTTCGATGTGAATGACCGCGGCTTAACCGGGGAGGGTCATTGGAAACTGG

GCAACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCA
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GTGGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCTTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU8355;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.4311),c:Subdivision5(0.2321),g:Subdivision5_gen

era_incertae_sedis(0.0087); 

ACGGGAGGCAGCAGTCGAGGATCATTCGCAATGGACGGAAGTCTGACGATGCGACGCTGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTCATGAGGGAAAAGGCAATCGCCGTGAATATCGGCGTGCGTTGATGGTACCTCAAGA

GGAAGCCACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTGGCAAGCGTTGTTCGGATTTACTGGGCGT

AAAGGGCGCGTAGGCGGTCAGGTGTGTCGGATGTGAAAGCTCTGGGCTTAACCCAGAAAGTGCGTTCGAAACTGCT

TGGCTAGAGTACGGAAGGGGGATGCGGAATGCAGGGTGTAGCGGTGAAATGCGTTGATATCCTGCAGAACACCGG

TGGCGAAGGCGGCATCCTGGGACGTTACTGACGCTGAGGCGCGAAAGCAGGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU8356;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGCAAGCGATGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAAG

TTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGCAGAAGAGGACAGTG

GAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8357;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Bacillaceae_

1(0.0252),g:Bacillus(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGATCGTAAACTTCTATCCTTGGTGAAAAAGAAGATGGTATCCAAAAAGGAAGCCCCGGCTAAGTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTGTCCGGAATGATCGGGCGTAAAGGGCGCGTAGGCGGCCTGTTA

AGTTTGAAGGGAAAGTCCTTCTTTTAAGGAGGGGATTGCTTTGAAAACTGGCGGGCTTGAGTGCAGGAGAGGTAAG

CGGAATGCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8358;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAATTACGTGCCA

GCAGCGGCGGTAAAACGTAGGTGGCGAGCGTTGTCCGGATTTACCGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGCGATGTGAAATACCCGGGCTCAACTTTGGTGCTGCATTTCAAACTGGAAGTCTTGAGTGCAGGAGAGGAAAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTACGAAGAACTCCCGTGGCGAAGGCGGTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8359;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGCGATTTAA

GTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTT

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8361;tax=d:Bacteria(0.6433),p:Firmicutes(0.1112),c:Clostridia(0.0324),o:Clostridiales(0.0231),f:Lachn

ospiraceae(0.0033),g:Clostridium_XlVa(0.0028); 

ACGGAAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGAACGGAAGAGCACACGTCTGAACTCCAGTCACT

GTTCGATCTCGTATGCCATCTTCAGCTTGAAAAAAAACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCAGATTTACTGGGTGTAAGGGGAGCGTAGGCGGGAAGACAAGTC

AGAAGTGAAATCCATCGGCTTAACCGGTGAACTGCTTTTGAATCTGTGTGTCTTGAGTGAAGGAGAGGCAGGCGGAA

TTCCCGGTGTAGCTGTTTTTTGTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCG

ATCTACGGAAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU8360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.6350),g:Ruminococcus(0.3915); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAACGAAGAAGGT

TTTCGGATTGTAAAGTTCTTTTATCAAGGACGAAGAGCTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCTGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGCA

AGTCAGATGTGAAATCCGTGGGCTCAACCCGCGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTAGTA 

>OTU8362;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0560),g:Dorea(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGCAGGATGAAGTA

TCTCGGTATGTAAACTTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTACGGCTAACTACGTGCCA

GCCGCCGTGGTAATACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGCTCGTCTTGAGTAACGGAGAGGCGATCG
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GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAATGGCGAAGGCAGATTGCTAGGCGACAA

CTGACGGTAAAGCGCGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCACTGTTGTTGGAGAAGAACGTGGGAGAGAGAAAATGTTCACGCAGTGACGGTATCCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTCCGGCTTAACCGAAGAACTGCATCTGATACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8364;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGACGGT

TTTCGGATTGTAAACCTTTGTCATTCGTGAAGAAGAATGTGACGGTAGCAAAGGCGGAAGCCACGGCTAACTACGTG

CCAGCAACCGCGGTAATACGTAGGTGGCACGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGCT

CAAGTTGGATGTGAAATACCGGAGCTTAACTGCGGAGCTGCATTCAAAACTGTGTTTCTTGAGTGAAGTAGAGGGAG

GCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCTT

TTACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8365;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATAAGCAGGGAAGAGATTGACGGTATCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCTGTTTGACAA

GTCAGTGGTGAAAGCCCGGGGCTTAACTCCGGAACTGCCGTTGAGACTGTTGAGCTGGAATACGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTGGCGAAGGCGGCTTACTGGACTGTCA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATGGTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAGCTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTTAGGTGTGAAAGTTTGGGGCTCAAACGTAAAATTGCAGTTGATACTGGGAGTCTTGAG
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TACAGGAGGGGTTGGCGGAATTCCGGGTGTAGCGGTGAAATGCTTAGATATCCCGAAGAACTCCGAATGCGAAGGC

AACTCACTGGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTTGATACCCTGGTA 

>OTU8367;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTTATTTCGTGCCA

GCACCCGCGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTTTTAA

GTGAGAAGTGAAATACCCGGGCTCAACTTGGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACACTAAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8370;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Acholeplasmatales(0.00

00),f:Acholeplasmataceae(0.0000),g:Acholeplasma(0.0000); 

TCCTCGGTCGTCAGCCACCGTGAGCGTGTCAACAACGATAAACCAACCATCCGCATGAGCCTGTCGCATTTCATTCAT

CAAACGCTGAATAGCAACGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCT

TTCTTTTTGGGGTAATTATACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCTTGCGGCAAAACTGCGTA

ACCGTCTTCTCGTTCTCTAAAAACCATTTTGCGTCCCCTGCGGGGCGGTGGTCTATAGTGGTATTAATATCAAGTTGGG

GGAGCACAGTGTAGCATTGTGCCAATGCATCC 

>OTU8366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3884),g:Clostridium_III(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGACGGC

CTTCGGGTTGTAAACTTCTTTGACAGGGAACGAAGACAGTGACGGTACCCTGAAAACAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTCTG

CAAGTCAGATGTGAAATACCGAAGCTCAACTTCGGAGCTGCATCTGAAACTGTGGATCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8371;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTAGGGATTGTAAACCTCTTTTGTCGGTGAACTAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGATCAAGTCAGCGGGCAAACTTCGGGGCTCAACCCCGTTTTGCCGTTGAAACTGATCGGCTGGA

GTCTGTTAGAGGGACGAGGAATGCGAGGTGTAGAGGTGAAATGCATAGATATCACGCAGAACTCCGATGGCGAAG

GCAGCGACCCGGGGCGGAACTGACGCTGAGGCACGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU8369;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGGAGG

CCTTCGGGTTGTAAACCTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCAGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGATTT

TTAAGTGAGATGTGAAATACTCGGGCTTCACCTGAGTGCTGCATTTCATACTGGAGGTCTAGAGTGCAGTAGAGTAG

AAGGGAATTCCTAGTGTTGCGGTGAAATGCGTAGAGATTAAGACGAACACCAGTGGCTAAGGCGCTTCTCTGGACTG

TACCTGACGCTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU8372;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1098),g:Eisenbergiella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCCGGAGATTAA

GCGTGTTGTGAAATGTAGGTGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGAGTACGCACAAAGTGGGCG

GAATTTGTGGTATAGCGGTGAAATGCTTAGATATCACGAGGAACCCCAATTGCGAAGGCAGCTCGCTGTAGCGTAAC

TGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8374;tax=d:Bacteria(0.8319),p:"Proteobacteria"(0.1508),c:Alphaproteobacteria(0.0324),o:Rickettsiale

s(0.0231),f:Rickettsiaceae(0.0059),g:Orientia(0.0035); 

GTGCCAGCAGCCGCGGTAATACGAAGGATGCTAGCGTTACTCGGAATTACTGGGCGTAAAGAATATGTAGGCTGATT

ATTAAGTTGATAGTGAAATCCCCGAGCCTAACTCGGGAACTGCTCTCAAAACTGATAGTCTAGAATATGGTAGAGAG

TAAGGGAATTCTTGGTGTAGGGGTAAAATCCGTAGATATCAGGAGGAAGACCGGAAGCGAAAGCGCTTACTTGGGC

CATTATTGACGCTGAGATATGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG

AGTGCTAATTCTAGGGACTTGTTCTCTGGGGTAAAGCTAACGCGTTAAGCACTCCGCCTGGGTAGTACGATCGCAAG

ATTAAAACTCAAATGAATTGGCGGGG 

>OTU8373;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGCGCGGGACGGAGGC

CCTATGGGCTGTGAACCTCTTTTGCCTGGGGGCAATATGGGCGTCGCCCACGTTCGATGAGATCACCAGGCGAATAA

GCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGACCTTGATACTGTCGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU8375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGCAGTACTTTACGGTACCTCATGAATAAGCCACGGCTTACTACTTGCC

AGCAGCCGCGTCAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGGC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCAGTATACTGAGCAGTA

ACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGAGGGAAGGCGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAACGGCCGGAACGTGTTCCGGTGTGCGCGTACCCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGTTCAAGTCAGCGGTCAAACTTCGGAGCTCAACTCCGTACCGCCGTTGAAACTGGCAGGCTGGA

GTGCGTGCGATGGTGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGG

CAGCTGCCAAGCACGCTACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8376;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.4428),o:Chromati

ales(0.1249),f:Ectothiorhodospiraceae(0.0457),g:Ectothiorhodosinus(0.0110); 

GTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGTAGACGGTT

GTCTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAATGGCATTCGAGACTGAACAGCTAGGGTGCGGAAGAG

GGAAGCGGAATTTCCGGTGTAGCGGTGAAATACGTAGATATCGGAAGGAACATCAGTGGCGAAGGCGGCTTCCTGG

TCCAGCACCGACGTTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCTTAAACGA

TGAGGACTAGACGTTGGAAGGGTTAGCCTTTCAGTGTCGCAGCTAACGCGATAAGTCCTCCGCCTGGGGAGTACGGC

CGCAAGGTTGAAACCCAAAGGAATTGGCGGGG 

>OTU8378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGGGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGGAGTAAGCCTTTGAAACTGGGAAGCTTGAGTGCAGGAGAGGAGAGA

GGAATTCCTAGTGGAGGGGTGAAATGCGGAGGAATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACCTAGGCATGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTACAA

GTCAGGAGTGAAAGCCCGTGGCTTAACCACGGAACTGCTTTTGAAGCTGTGCAGCTAGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTA

ACAGACGTTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

TCTCGGTATGTAAACTTCGATCATCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGATGTGAAAATCCGGGGCGCAACCCCTGCACTGCATTGGACACTGTACGGCTCGAGTGTCGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCCTCTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8381;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Flavobacteriia(0.9928),o:"Flavobacteriales"(

0.9934),f:Flavobacteriaceae(0.9936),g:Flavobacterium(0.6200); 

GTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAACCATTGGGTTTAAAGGGTCCGTAGGCGGCT

TAATAAGTCAGTGGTGAAAGCCCTACGCTTAACGTAGGAACGGCCATTGATACTGTTAGGCTTGAATTATTAGGAAG

TAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTA

ATGGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT

GGATACTAGCTGTTGGGCGCAAGTTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAA

GAATGAAACTCAAAGGAACTGGCGGGG 

>OTU8384;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovibr

ionales(0.0000),f:Desulfohalobiaceae(0.0000),g:Desulfonatronovibrio(0.0000); 

GGTCGGCATCAAAAGCACTATCAGCCCCAACAGAAACAACCTGCTTAGCGGCGTTGCCCGATGTATCCATCTGAATGC

AATGAAGCAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCT

GTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCG

AGAAATAAAAGTCTGAAACATGATTAAACTCCGAAGCAGAAAACCGACCGCGCTTCGCTTGGTCAACACCTCAGCGG

CAGAAATTAAAATGTTTACCGCTTCGGCGTTA 

>OTU8383;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTACAAAGGAATAACGTCGGGCATGCATACCCGTTTGCATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCG

TGTAGCCGGGTCGGCAAGTCAGATGTGAAAGCCGCGGGCCTAACTCGTGAGCTGCATTTGAAACTGTGGAGCTTGA

GTGTCGGAGGGGCAATCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGATGACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.7881),o:Erysipelotrichales(0.50

23),f:Erysipelotrichaceae(0.3204),g:Turicibacter(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGGATAGCAAGTCAGCTGCGAAAACTATGGGCGCAACCCATGAACTGCATTTGAAACTGTG

GATCTTGAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8382;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACCGTCCAACCGTAGTAAGGCGTTGACACTGGGAAACTTGAGTGCAGGAGAGGAGA

GAGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGTACCCCATTTGCGAAGGCGGCTCTCACGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTACGTACCCTGGTA 

>OTU8386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

coccaceae_1(0.2864),g:Peptococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGTTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCCGAGGACGGTAGACAAGAA

GGAAGCCGCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCGGTTAAGTCAGATGTGAAATGTAAGGGCTCAACCCTTAAAGTGCATCTGAAACTGGC

AGGCTTGAGTGAGGGAGAGGCAGGTGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAG

TGGCGAAGGCGGCTTGCTGGGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU8389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTTCGCCACGAGTGGCGTTTTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGATGTTAAGCGTGACGTGAAATCCGGGGGCCCAACCTTCGGCGTGCGTCGCGGACTGGCGTCCTT

GAGTGCACTGAAAGCGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCTCGCTGCGGTGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8388;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGACGAAGAGGTGACGGTACTTAATGAATAAGCTCCGGTTAACTACGTGCG

AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCATAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTGTTGCTTGAGTGAAGGAGGGGCAAGC

GGAATTCCCTGTGTAGCGGGGAAAAGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACCTGCTGGACTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8387;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1485),g:Blautia(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATAACAA

GTCTGATGTGAAAGGCTGGGGCTTAACCCCGGGACTGCATTGGGAACTGTTAAGCTTGAGTGACGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACGGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8390;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0149),g:Oxobacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAGGGAGTGACGGGAATCCGGGAGGAAAGCCCGGGCAAACACGG

GGCCGCAGCCGCGGGAAAAAGGAGGGGGCGGGCGGTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTT

AATTAAGTTGGATGTGAAATTCCCGGGCTTAACTTGGGAGCTGCATTCAAAACTGGTTAACTAGAGTTCAGGAGAGG

GAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCGGTGGCGAAGGCGGCTTTCTGGA

CTGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8391;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTGGAGAAGAACGTGAGTGAGAGTAACTGGTCACGCAGTGACGGTATCTAATTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGCAGGCGGTACGGCAAGTCTGATGTGAAAGCCCTGGGCTCAACCCCGGTACTGCATTGGAAACTGTCG

AACTAGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGT

CTTCGGTACGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGTGATGTGAAATACCTGGGCTCAACCTGGGGGCTGCATTTGAAACTGGTAGGCTAGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8394;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Flavobacteriia(0.0726),o:"Flavobacteriales"(

0.0473),f:Flavobacteriaceae(0.0113),g:Myroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTTCGAAGGTTGATGCAGGTACCCGACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGAGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGAT

GTAAACGGAGCAGGCGGAAGGAATCATGGAGCGGTGACATGCAGAGATATGATGCAGAAAAACGAGCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGGAGCGAACAGGATTAAGATACCCTGGTA 

>OTU8392;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1485),g:Lachnospiracea_incertae_sedis(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTCAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCACCGGCCAAATACGAGCCA

GCCGACGCGGTAATACGTATGGTGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCAAGGCAA

GCCAGAAGTGAGAACCCGGGGCTAAACCGCGGGATTGCTTTTGGAACTGTCATGCTGGAGTGCAGGAGGGGTGAGC

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGAGGCGAAGGCGGCTCACTGGACTGTA

ACTGACACTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATGCCCAGGTA 
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>OTU8395;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAATAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGCATAGAAA

GTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGAAACTGTCTTACTCGAGTGTAGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCGTGCTGGGCTATA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pepto

coccaceae_1(0.3884),g:Peptococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCCGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTGCAAGATAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAAACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGAAGCCGCGGCAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCTGTTAAGTCTGATGTGAAAAGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCA

GACTTGAGTGCGGACGAGGCCAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAAGAGGAACACCAGTG

GCGAAGGCGACTTGCTTGGCCGTAACTGACGCTGGGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTTTTATGTGGGACGATAGTGACGGTACCACATGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCCAGCAAG

TCAGGAGTGAAATCTATGGGCTTAACCCATAAATGGCATTTGAAACTGTTGTTCTTGAGTAACGGAGAGGCAAGCGG

AATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCTGGTCGTAAAGCTCTGTCCTCAAGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATTCCCGGGCTCAACCTGAGTATTGCATTTCAAACTGGATGTCTAGAGTGCAGAGAAGGAGGATG

GAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCGGTGGCGAAGGCGATCCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 
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>OTU8399;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCCGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGAATAAAGTCGGGTACGTGTCTCTGTTTGCATGTACTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTGTAAGTCTGTTGTGAAAGCTTGGGGCTCAACCGTAGAATTGCAGTTGAAACTGTATAGCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8402;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGTCTTTGAACCGCTTTTTCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCTGGGGAATAA

GCATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAATTCCGGGGCTCAACGCCGGGGCTGCCCTTGATACTGTCGAGCTG

GAGTGCGGATGGCGCCGGAGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATAACTAAGAACACCGATTGCGAA

GGCATCTGGCGAATCAGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACCATGAGCGAACGCCTGATGCAGCGACGCCGCGTGAGCGAAGATGTA

TCTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCAGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGGGCAAACCCGGTAGTGGATTTGAAACTGTTTATCGGGAGAGACGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTCAAAGGCGTAGATACTAGGAGGTACACCAGTAGCGAAGGCGGATTACCTGACGC

TAACTGACGTTGAGCCTCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU8400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTTTGTTCTTGGTGAAGAAAAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAATC

AAGTTGGATGTGAAATGTCGGGGCTTAAACCCGGAACTTCAATCAAAACCGATAATTCTGAGTTGAGTAGAGGGTAG

CGGAATTCCCGGGGGTGCGGGGAAATGGGTAGGTTTTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGACACCCTGGTA 
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>OTU8401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTT

TCTCGGATTGTAAAGTCCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGGCGGCA

AGTCTGAAGTGAAAACTCTGGGCTCAACCCAGAGAGTGCATTGGAAACTGTTTATCTGGAGTGCTGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8404;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTATGGGCTGTGAACCGCTTTTTCCTGGGAGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGACTAA

GCATCGGCAACCTCCGTGCCAGCGGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTGTGTTGTGAAATTCCGGGGCTCAACACCGGGGCTGCCCTGGATACTGTCGCGCT

GGAGTGCGGATGACGCTGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8405;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTCAAGAGGGAAGAGCAGAAGGCGGTACCTCTAGAATAACCCACGGCTAACTCCGCGC

CAGCAGCCGCGGTAATACGTACGGTGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCAGGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8406;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1291),g:Roseburia(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTC

TTTCTGGATTTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCATAAGCACCGTCTAAATTCGTGCCAG

CAGCCCCGGTAACACGTCGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCAAGACAAG

TCAGTTGTGAAAGGCCGGGGCTCAACCTGGGTACTGCAGTGGAAACTGTGGAACTAGAGTGTGGGAGGAGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8408;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGGTTGTAAACTTCTGTTTTCGGTGACGAACAAATGGCGGTAACCGAGTAGGAAGCCACGGCTAACTACGGTC

CCGCAACCGCGGGAATCCGTAGGTGGCAAGCGGTATCCGGAATTACCGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATGCTTGAGTGGCGTAGAGGCGA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCG

ATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8409;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGTCTGATGCAGCAACGTCGCGTGAGCGACGAAGGC

CTTCGGGTCGTAAAGCCCTGTTCTCAAGGAAGATAATGACGGTACTTGTGGAGGAAGCCCCGGCCAACTACGTGCCA

GCAGCCGCGGCAATACGCAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGAAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTAGAATGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8407;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Pseudoflavonifractor(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAGCAGAAGACGGTACTTATTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCGTGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGAAGGAGAGGCAGTC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGTTA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAAAGCCGCGTGAGGGATGAAGGT

CTTCGGATCCTAAAGCTCTTTCTTTAGGGACGTTAATGACGGTACCTGAGGAGGAATCCACGGCTAACTACGTGCCAG

CACCCGCGGCAATACGCAAGTGGCGAGGTTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGAGATGAAATACCCAGGCTCAACCTGGGGGCTGCAGTTCAAACTGGAAGTCTAGAGTGTGGGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGCAGAACCCCAGTGGCGAAGGCGACTCTCTGAGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8412;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGCGCCACGTGTGACTTTTTGTATGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGGATTAAGCGTGACGTGAAATGTAGATGCTCAACGGCTGAGCTGCAGCGCGAACTGGTTTTCTTG

AGTGAGTACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGACGGGAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8411;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1485),g:Cellulosilyticum(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACACCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTATCAGCAGGGAAGAATAAAAACTTTAGTTTTTTAATGACGGTACCTGACTAAGAAGCTC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTG

CGTAGGCGGCTGCGTAAGTCAGACGTGTAATGCAGAGGCTTAACCTCTGAACTGCGTTGGAAAATGTGTAGATTGAG

TGGAGTAGAGGCGGATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACACCAGTGGCGAGGG

CGATCTGCTGGGCTCTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGTCGCGTGAACGATGAAGGT

CTTCGGATTGTTAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATTTGCTCCGGCTAGCTACGTGCC

AGCAGCCGCTGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAGCTGCATTTGAAACTGGTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCGATGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8416;tax=d:Bacteria(0.9450),p:"Spirochaetes"(0.3448),c:Spirochaetia(0.1740),o:Spirochaetales(0.078

1),f:Spirochaetaceae(0.0252),g:Spirochaeta(0.0046); 

GTGTCAGCCGCCGCGGTGATACGTAAGGAGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTT

TAATAAGTCTGTAATCAAAGACTCGGGCTCAACTCGAGGTCGGTTATGGAAACTGTTAAACTAGAATCTTTCAGGGG

AAGCTAGAATTTCTGGTGTAGGGGTGGAATCTGTTGATATCAGAAAGAATACCAAAGGCGAAGGCAGGCTTCTAGG

AAATGATTGACGCTGAGGCACGAAAGTGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACACCGTAAACGA

TGTACACTAGGTGTTGGTTCACATTAGAATCAGTACTCAAGCTAACGCGATAAGTGTACCGCCTGAGGAGTATGCCG

GCAACGGTGAAACTCAAATGAATTGGCGGGG 
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>OTU8415;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAACGACGGTACCTGAAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACTGCGAGACAA

GTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGCCTGGCTGGAGTGCGGGAGAGGTGAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCTCACTGGACCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8414;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGG

CTTCGGCTCGTAAAGTTCTTTCGTCAGGGACGAAAAAAGTGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGGGTGAAATACCTAGGGCTTACTTCAGGAGCTGCTCTCATAACTGTTAGACTTGAGTGCAGGAGAGGT

AAATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGAC

TGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGGA 

>OTU8418;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

ACTGACGACTTCTACCACATCTATTGCCATTATGGGTCTTCAAGCTGCTTATGCTAATTTGCCTACTGACCAAGACCGT

GATTACTTCATGCCGCGTTACCATGATGTTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTT

CCTTGTCATGCGCTCTAATCTCTGGGCATCTGGCTATGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCT

GGTCGTGTTCAACAGACCTATAAACATTCTGTGCCGCGTTTCTTTGTTCCTGAGCATGGCACTATGTTTACGCGTGCGC

TTGTTCGTTGTCCGCCGACTGCGACTAAAGAGATTCAGTACCTTAACGCGAAAGGTGCTTTGACTTATACAGATATGG

CTGGCGACCCTGGTTTGTATGGCAACGTGCCGCCGCGGGAAATTTC 

>OTU8419;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.26

79),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCGACGCCGCATGCGGGACAGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTACACCTGCAGAAGAAGCCCCGTCTCACTACGTGCC

AGCAGCCGCGGTAATGCGTAGGTCGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCGCGCAGGTGGTTGATTA

AGTCAGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTAGACTAGAGTGTAGAAGAGGGTAG

TGGAATTCCGTGTGTAGAGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTAT

AACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8417;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATAACTTTGCTCATTGACGTTACCCGAAGA

AGAAGCACAGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTGAAGTCAGATGAGAAATCCCCGGGCTCAACTTGGTAACTGCAACTGATACTGGCA

ATCTTGAAGCGCGTAGAGGAGGGTAAAATTCCAGGTGTAGCTGTGAAATGCGTAGAGATCTAGAGGAATACCGGTG

GCGAAGGCGGCCCCCTTGACGAAGACTGACGCTCAGGTGCTAAAGCGTGGGGAGCAAACAGGATTAGATACCCGG

GTA 

>OTU8421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTCTTTTA

AGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGGCAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8420;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGAAGTGACGGTACCTGGAGAAACAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCATGAGTGAAATACCGGGGCTCAACCCCGGAACTGCTTTTTAAACTGTATCCCTTGAGTGTCGGTGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAAGAACACCAGTGGCGAAGGCGGCTTGCTGTACGA

TAACTGACGCTTAGGCGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8423;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

ACAAGATTGAGTGTGAGGTTATACCGCCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGCC

GCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGAT

AAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATA

TTTTGATAGTTTGACGTTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATGAAGAGGGATACATCTGTCAACGCCGCT

AATCAGGTTGTTTCTGTTGGTGCGGATATTGCTTGTGATGCCGACCCTAAATTGTTTGCCGGTTTGGTTCGCTTTGAGT

CTTCTGCGGTTCCGACTACCCTCCC 
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>OTU8424;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGCGTCCATCTCGACGGAGTCGCCCGCGATAACCGGCGTAGTTGAAATGGTCATAAGACGACCAATCTGACCAGCCC

GGAAGCCAAGATGGGACAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTA

AGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTA

CCTCGCAACGGCTGCGGACGACCAGGGCGAGCGACAGAACGTTTTTTACCTTTAGACATTACAGCACTCCTTCTGCAC

GTAATTTTTGACGCACGGTTTCTGCGGCGTCAGGAAGAACGTCAGTGTTGCCTGCGCGGAC 

>OTU8422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.9389),f:Enteroc

occaceae(0.8505),g:Enterococcus(0.7162); 

CCTTTCTTCCTCCTTCTTTCCTCTTCTTCCCTTTCCGCCCGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGTTTTCG

GATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACCAGAAA

GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGCAAAGC

GAGCGCAGGCGGTCTTTTAAGTCTGACGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACT

TGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8425;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGACTGATGAAGCAATGCCGAGTGAAGGAAGAAGGA

CTTAGGGTGGTAAAGTACTTTAAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTAATTGACGTAACACGCAGA

AGAAGCACCGGCAAACTCCGTGCCAGCAGCCGCGGTAATAGGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCACCCTGGGAACTGCATCTGATACTGGCA

AGCTTGTGTCTCGTAGAGGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGCGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8426;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0710),g:Cellulosibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTTGGATTGTAAACTTTTGTCCTATGGGAAGAAGGAAGTGACGGTACCATGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGATAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGCCGA

TCAAGTTAGATGTGAAATACCCGGGCTTAACCTGGGAACTGCATTTAAAACTGGTTGGCTAGGAGTGCAGGAGAGG

GAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8427;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Ruminococcus(0.0204); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATAAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTAATTA

AGTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.5273),g:Oscillibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTAAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAAATACGTGC

CCGCCGCCGCGGTTATACGTAGGTGGCAAGCGTTGTCCAGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGTTTCAACGTGTGAACTGCTTTTGAAACTACTCTTCTTGAGTATCGGAGAGGTAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8429;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Porphyromonas(0.0000); 

GGCATCGTCTGTGAGCGCTGTGGTGTGGAAGTTACAGAGAGCAGGGTGCGTCGCCACCGCATGGGCCTCATCAAGC

TCGCTGCTCCTGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGCG

GGACGTTGAGCAGATTGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGACCACAAAGACCTGAAGTACAAGC

AGCTCCTCACTGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGCC

TGTTGTGGGTATCGGTGCCGAGGCTCTCAAGCAGCCTCTCGAAGATCTCACCCTTGATGAGGTGGCCGAGCAGCTGC

GCGAGGAGATCGCCGGCAGCAAAGGGCAGAAGCGGGCGAAGCTGATCAAGCGTCTGCG 

>OTU8431;tax=d:Archaea(0.0041),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteales(

0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

CCTGCTATTGCGGCTTGTGGCATTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACCGCA

TCAAGCTCTTGTACGAGATTCTGTCTTTTCGTATGCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCC

ATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACA

ATGTGCTCCCCCAACTGGAGATTAATAACACTATAGACCACCGCCCCGAAGGGGACGAAAAATGGTTGTTAGAGAAC

GAGAAGACGGGTACGCAGTGGTGCCGCAAGCGGGCGGCTGAACGCCCGCTTAAG 

>OTU8432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0423); 

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

GAGGGGGGTGGGGGGGGGAAGGAGTGGGGGGGGGGAGGATAAGGAGGGTAGGCAGGGAGGAAGGTCCGGCTA
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ACTACGTGCGAGGAGCCGCGGTAATACGGAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAG

GCGGGAGTGCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTGAAGTA

GAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAAC

TGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8430;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1485),g:Papillibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGGAAACTTCTTTTACCAGGGACGAAGGACGTGGCGGGAGCTGGAGAAAAAGCAACGGCTAACTACGA

GCCAGCAGCCGAGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATCTGAAACTGTGTATCTTGAGTGTCGGCGGGGCC

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8434;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9769),o:Desulfovibr

ionales(0.9389),f:Desulfovibrionaceae(0.8146),g:Bilophila(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGTCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTTCGTCAGGGGGGAAGAAACCCCCCCGTGTGAATCATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGGTGCAAGCGGGAATCGGAATCACTGGGC

GTAAAGCGCACGTAGGCGGATTGGTAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGAGACTG

CCAGGCTGGAGTACCGGAGAGGGTGGCGGAATTCGAGGTGTAGGGGTGAAATCCGTAGATACCTGGAGGAACACC

GGTGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU8433;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGCTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCAGTGGCAATACGTAGGCTGCAATCGTTGGACGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTCAAAACTGTATCCCTTGAGTAGCGGAGAGGCAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCGGTGGCGAAGGCGGCCTACGGGGCT

TTAACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8435;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCGGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGATACTTAATGAATAAGCTCCGGCTAACTACGTGCC
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AGCAGCCGCGGTACTACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCCTAAACCACGAATTGCCTTTTAAAACGTTTTGCCTGAGAGAAGTAGAGGGAGTC

GGAAATCCCTGTGTTGCGGTGAAATGCGTTGAGTTAGGGAGGAAAACCAGTGGCGAAGGCGGCCTGAGCGGCTTTA

ACTGACGCTGAGGGACGAAAGCGTGGGTAGCAAACCGGATTTGATACCCTGGTA 

>OTU8437;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Eubac

teriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGAATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACTCGGGGCTCAACCCCTGGACTGCATTTGAAACTATACGGCTTGAGTGTCGTAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGTTTA

CTGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGCAA

GTGTGATGTGAAATACCGGGGCTCAACTTCGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGTAGAGGGGAGT

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACAAAA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8438;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Bacteroidaceae(0.0086),g:Bacteroides(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGG

CCCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGGCCGTGGAGGGTACCAGGCGAAT

AGGCATCGGCTAACTCCGTGCCACCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTTAGGTGCTCAACACCGGGGTTGCACTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACCCCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGTGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8440;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillales_In

certae_Sedis_XI(0.0000),g:Gemella(0.0000); 

GGCGCATCACGCTACCACTGACCCTCAGCAATCTTACACTTCTCAGACGAATCACCAGCCCGGAACACATCCTTCATAG

AAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCG

TTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGG
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AACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGGTTGGTCAG

GTCCATCAACATCATAGCAAGAGGCCCAGAGATTAGAGCGCAGGACAAGTAAAGGAAGGTTGTCAGCGTAATAAGA

GGTGTGATCGCCAAAGGAAGAAAGAACATAATGGGAACGCTGCAGGAAGTAAT 

>OTU8439;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Erysipelotrichia(0.9038),o:Erysipelotrichales(0.79

95),f:Erysipelotrichaceae(0.5991),g:Turicibacter(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCATGAATGATGAAGGC

CTTCGGATTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGAAAATGGCTTGATTGTGACGGTACCTTCTGAA

AAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTAGTGGGCGTA

AAGCGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGGGGAGGATCATTGGAAACTGGTT

GACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCCTCCTGGACTGTAACTGACACTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU8441;tax=d:Bacteria(0.0041),p:"Armatimonadetes"(0.0000),c:Armatimonadia(0.0000),o:Armatimona

dales(0.0000),f:Armatimonadaceae(0.0000),g:Armatimonas/Armatimonadetes_gp1(0.0000); 

CTTTAACCGGACGCTCGCCGCCATTCATAATGTTTTCCGTCAACTCAGCGCCTTCCCTGCTGAGACAGGCCGTTTGCAT

GTTGACGGGATTACCATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACA

AAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTT

ACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCATGAAGGAGCTGAATAGAGGCCAAA

GCGGTCTGGAAACGTACGGATTGGTCAGTAACTTGACTCATGAGTGCTTACCTAGTAGTGGGTGAACAGCATC 

>OTU8442;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.4914),g:Intestinimonas(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGGCGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATTTGC

AAGTCAGGAGTGAAATCCCGGGGCTCAACCCTGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTAGTAGCGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diales_Incertae_Sedis_XIII(0.2524),g:Mogibacterium(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTTCCTCAGTAGAAAGCCCCGGTTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCT

AAGCTTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCGTGGGAACTGGACTACTTGAATACAGGGAGGGAAAGC
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GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCAGCTTTCTGGAATGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8444;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTCACCAGGGACGATGAAAGTGATGGTACCTGGAGAAAAAGCCACGGCCAACTACGTG

CCAGAAGCCGTGGTAATACGTAGGTGGCAAGTGTTGTCCGGATTTACTGGGAGTAAAGGGCGTGTAGGCGGAGGAT

GAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTGAACTGCATTTGAAACTGACCCTCTAGAGTGTCGGAGAGGCGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8445;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9861),o:"Enterob

acteriales"(0.9730),f:Enterobacteriaceae(0.9666),g:Pantoea(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGCGATGGGGTTAATAACCTTATCGATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTCTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGGCA

GGCTTGAGTCTTGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTG

GCGAAGGCGGCCCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8449;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGATGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTAAAATTGCTTTTAATACTGTCAGTCTTGAGTA

CGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAAATATCACGAAGAACTCCGGTTGCGAAGGCGG

CTCTCTGGTCTGAAACTGACACTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGGAAACCTCTTTTATGAGGGACGAAGGACGTGACGGTAACTCATGAATAAGCCACGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATGAT

TAAGTGAGATGTGAAATACCCGGGCTCAAATTGACTTCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGACA
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ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8448;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTACACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGATATAAA

GTCAGATGTGAAATACCGCGGCTTAACTGCGGGGCTGCATTTGAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACCGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4563),g:Dorea(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCATCAAGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

TCAGATGTGAAAGCTCGGGGCTCAACTCAGAGACTGCATTTGAAACTGTAATGCTAGAGTGAAGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8450;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTGGGATTGTAAAGTTCTTTTATTAAAGGCGAGGAAGTGACGGTACTTAATGAATAAGATCCGGCTAACTAAGTGCC

AGCAGCAGCAATAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGCGCA

AGTCAGATGTGCAATCCGTGGGCTTAACCCACGAGTGGCCTTTGAAACTGTTTGGCTTGAGGTAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8452;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTGTGGGTTTCGTCCCATATTTCATGTACCGCAAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAAGATAAGCGTGTAGTGAAAAGTCGGGGCGCAACCTCGGCAGTGCAGCGCGAACTGTATTTCTTG
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AGTACGAAGTAGGTAGGAGGAATTCGTTGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATGGCGAAG

GCAGCCTGCCGTAGCGCGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Subdoligranulum(0.0519); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTGTCTTTGGGGACGAAAAAGGACGGTACCCAAGGAGGAAGCTCCAGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGG

CAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAG

GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACACTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8455;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTAGCGTGAAGGATGAAGGT

TCTATGGGTCGTAAACACTTTTTATATAAGAATAAAGTGCAGTATGCATACTGTTATGTCTGTATTACATGAATAAGGA

TCGGCTAACACCGTGCAAGCAGCCGCGGTAATACGGAGGAACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACGGTCAGTCTTGA

GTGCAGTAGAGGTGTGCGGAATTCGTAGTGTAGAGGTGAAATGCGTAGATATCGCGAAGAACTCCGATTGCGAAGG

CGGCTCACTGGACTGCAACTGACACTGATGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCACAACCCATGAACTGTATTTGAAACTGTAGATCGGGAGTGGCGGAGGGGCAA

TCGGAATTCCTAGGGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAGCAGACGGTGAGGCGCGAAAGTGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8456;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGAAGGT

CCTATGGATCGTAAACTTCTTTTATAAGGGAATAAAACGCGCCACGTGAGGCGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTGAGCTGTGAAAGTGTGGGGCTCAACGGTAGGAGTGCAGTGCAAACTGGGGTTCTTG
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AGTGCGGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTGACTAGGCTGTAACTGACGTTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8457;tax=d:Bacteria(0.0024),p:"Armatimonadetes"(0.0000),c:Armatimonadia(0.0000),o:Armatimona

dales(0.0000),f:Armatimonadaceae(0.0000),g:Armatimonas/Armatimonadetes_gp1(0.0000); 

GGCATACGCTCGGCGCCCGTTTGAATATTAGACATAATTTATCCTCACGTACGGGGCCGAAGCCCCTGCAATTAACAT

TGTTGACCACCTACCTACCAAAAACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCACCGGCTGCGGACGACCAGGG

CGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTGCACGTAATTTTTGACGCACGGTTTCTTCTGCG

TCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAGGTAAACGCGAACAAGTCAGCGGCTGTAACCGGACGCTC

GACGCCATTAATAATGTTTTCCGTAAAGTCAGCGCCTTCCAGGATGAGACAGGCCGTTTGAATGTTGACGGGATG 

>OTU8451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTAGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACTTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGTCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTAGGTGCTTAACCCCTAAATTGCGTTTGAAACTGTATTTCTTGAGTGTCGTAGATGTTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGTCAACTAGACGAT

AACTGACGCTGAAGCGCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8460;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVa(0.0076); 

ACGGAAGGCAGCAGGATTAGATATCCCGGTAAGATCGGAACAGCACACGTCTGAACTCCAGTCACAATGAAAGTTTG

TCTGCCTTCTTCGGCCTGTCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGTGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGT

CTGTAGTGAAAGCCGAGGTCTCAACCCTGGGACGGCTGTGGAAACTGTATGGCGAGAGTGCTGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGTTGAACATACGTCGACCACCGGGATCTCCACTCTTTCCCTA

CACGTCGCGCTTCCGATCTACGGAAGGCAGCAGGATTAGATACCCTGGTA 

>OTU8458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9733),o:Erysipelotrichales(0.90

63),f:Erysipelotrichaceae(0.8864),g:Turicibacter(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCCGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGCGTGTGATGGCACCTTATGA

GAAAGCCACGGCTAACGACGTGCCAGCAGCCTCTGTAATATGTAGGTGGCGAACGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGTAGATTAAGTCTGATGTGAAAGGCCAGGGCTTAACCGTTGAGTGTCATTGGAAACTGGTC

AACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCGGT
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GGCGAAGGCGGCTTCCTGGTCTGTTACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8459;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9462),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGAAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACAACGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGCAGAACCCCAGTTG

CGCACTCGTCCCCTTGGTCTCCAACTTACGCTGAGCCTCGAACGCATGGTTATCCAACAGGATTAGATACCCTGGTA 

>OTU8461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCCGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTTGCAA

GTCTGATGTGAAAGGCCGGGGCTCAACCCCGGGGCTGCATCTGAAACTGTGTTGCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTG

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8462;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGAAGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGGAAACTTCTATCAGCAGGGAAGAAAAGGACGGTACGTGACTAAGAAGCCACGGATAACTACGTGAC

GGCAGCCGCGGCAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGATGTGAAAGTTCGGGGCTCAACCCTGGAACTGCATTTGAAACTGTGCGGCTAGAGTGTCGTAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGAGAGCAGGCGGGAAGGCAAGTCAGCTGTTAAAACTATGGGCTTAACCCATAGACTGCAGGTGAAACTGTGT

TTCTTGAGTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTG
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GCGAAGGGACTAACTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGAAGTGAAAACCCGGGGCTCAACCCCGGAAGTGCTTTTAAAACTGCTTATCTAGAGTGCCGGAGAGGTAAGT

GGAATTCCTAGTATAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGCAGGCGGCGAAGCAAGCCAGAGGTGAAAACCCGGGGCTCAACCCCGAGGATTGCCTTTGGAACTG

TTTTGCTCGAGTGCTGGAGGGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA

GTGGCGAAGGCGGCCTGCTGGGCTTTTACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU8467;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Dorea(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGAAGCCGCGTGAAGGATGAAGTA

TTTCGGTATGGAAACTTCTATCAGAAGGGAAGAAAATGACGGTACGTGACGAAGAAGCCAGGGCTAACTACGTGCA

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCTGAACTGCATTTGGAACTGTAATGCTTGATTGTCGGCGAGGCCAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTGCTTGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4914),g:Anaerotruncus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGT

CTTCGGATTGTAAACCACTGTCTTAGGGGACGATAATGACGGTACCCTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGGCCA

AGTTGAATGTTAAATCTACCGGCTTAACTGGTAGCTGCGTTCAAAACTGGTCTTCTTGAGTGAAGTAGAGGTAGGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTTAC

TGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9604),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5632),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAAGGAATCTTCCACAATGGACGGAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGGAGAAAGATAGAGGTAGTGACTGGCCTTTATTTGACGGGAATTACTTG

GAACGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTGATCCGGATGTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGGTTAGGTCTGATGTGAAAGCTCTCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGGC

GACTTGAGTGCAGACGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.5273),g:Gemmiger(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGTTAGGGACGAAAATGACGGTACCTGACAAGAAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACGGGC

AAGTTGGAAGTGAAATGTATGGGCTCAACCCATGAATTGCAGTCGAAACTGGTGGTCTTGAGTGGTGGAGGGGTAG

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCA

ACAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1098),g:Parasporobacterium(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGATTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACACAGAGCAATAAGGTCCACGCGTGGACTGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGCAGGCGGCAGGGCAAGTCAGATGCGAAAGCCCGGGGCTCAACCCCGGTATTGCATTTGAAACTGTCTAGCTA

GAGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGTAACTGAAACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8471;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Gammaproteobacteria(0.9038),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGAGGGGAGGAAGGGGGTAGAGTTAGTACCTTTGATCATGGAACTGACACGTAGA

AGAAGCACAGGCCAACTCCGGGCCAGCAGCCGCGGTAATAAGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGCAGTTAGGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGGAACCGGC
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AAGCTTTAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTTGAGATCAGGAAGAATCCCGGT

TGCGAAGGCGGCCCCCTGGACGAAGACTTACGCTCAGGTGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.8146),g:Clostridium_IV(0.5239); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGAGACAAAAATGATGGTATCCGTGTAGAAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAAG

TGAGAAGTGAAAATTACGGGCTCAACTCGGATCCTGCTTTTGAAACTGAAATTCTAGAGTGAAGTAGAGGCAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGTAGACGGCTTTGC

AAGTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTGAGGCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGTAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGATTAGAAGACGGTACCTGACGAATACGCCACGTCTATCCATGTCCG

AGCAGCCGCGGTAATACGTAGGGGGCACGCTTTGTCCGGATTTACTGGGTGTAAGGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTGCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8476;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGAGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGTGGCA

AGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTTAAACTGTCATTCTTGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCAGCTTACTAGACTTGAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8477;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAAGGGATAAAGTCGCGTATGCATAGGCGTTTGCAGGTACTGTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGACGGATGTTTAAGTGTGTGGTGAAAGTTAGCGGCTCAACAGCTACACTGCAGCGCGAACTGGATATCTTG

AGTGCAGTTGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCGACTAAAGTGTAACTGACATTAAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8475;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8480;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGGGAATAAAGGACGCCACGTGTGGCGTTTTGCATGTACCTTATGAATAAGC

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCGATTAAGTCAGCGGGGAAAGTCAATGGCTCAACCATTGAATTGCCGTTGAAACTGGTTGGCTTGA

GTACATACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGCCCTGGTA 

>OTU8479;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGTGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGACGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGTAAATTACGGTACCTGACTCAGAAGCCCCGGCACACTACGTGCCA

GCAGCCGCGGAAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGCTTTGCAA

GTCTGACGTGAAAATCCGGGGCTCAACCCCGTAACGGCGTTGGAACTGGGTGGCTGGAGTGTCGGAGAGGCAGGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACGATT

ACTGACGTTGAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCTGTTAAGTCAGCGGTGAAAGACCGGCGCTCAACGCCGGGGCTGCCGTTGATACTGGCGGACTT

GAATTCGGATGCCGTTGGGGGAATGTGTGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8482;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAAATGTGAAATCCCCAGGCTCAACCTGGGGGCTGCTTTTAAAACTGGAAGTCTAGAGAGCAGGAGAGGAGAGT

GGAATTCCTAATGTAGCGGTGAAAGTCGTAAATATTAGGAAGAACACCAGTGGCGATGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8483;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCAGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTAAACCAACGAACTGCATTTGAGGCTGTCCGGATTGAGTGAAGTAGAGGCAG

AGGGAAATCCCTATGTAGCGGTGAAATGCATAGAGATAGGGAAGAACACCAGTGACGAAGGCCGCCTGCTGGACTT

TAACTAGCGCTGAGGCACGAAAGCGTCAGTAGAAAACAAGATTAGATACCCTGGTA 

>OTU8481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTATTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTT

GCTTGAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTG
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GCGAAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8484;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGCGATGACGGT

CTTAGGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTACGGGACGCGTCCAGTATTGTATGTACCTTATGAATACGG

AGCGGCCAACTCCATGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTAACCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAATGTGAGGCTTAAACATAGAATTGCCGTTGAAACTGGGAGGCTTGA

GTGTGGTTGAGGAAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACACCGGTTGCGAAG

GCAGCCTGCTAAGCCATGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Eisenbergiella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGAGTGCGTAGGTGGCTTTTTA

AGCGCGGGGTCTAAGGCTATGGCCTAACCATAGACCGCCCTGCGAACTGGAGAGCTTGAGTACAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTAGATCTTGAGTGTCGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8487;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGCC

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTACCCGGTTGCAAGTATCGTACGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCCGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGGTACTGGACATCTTG
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AGTGCGCTTGACGTCGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAGGAACCCCGATTGCGAAG

GCATCTCACGAAGCGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Rumin

ococcaceae(0.9294),g:Gemmiger(0.2171); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCAACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTGAGAAGTGAAATCTATGGGCTCAACCCATAAAATGCATTCAAAACTGCTGGCCTTGAGTGGTGGAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGTAGGAACACCAGTGGCGAAGGCGACCTACTGGACAGCA

ACTGACGCTGAGGCTTGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8489;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGTCACGTGTGGCTTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTAGGTTAAGCGGGTTGTGAAATGTCGACGCTCAACGTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTACGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8490;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTGGTAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGA

GTGCGCGCAACGTTGGCGGAATGCGCCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8491;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9992),c:Chloroplast(0.9840),f:Chloroplas

t(0.9879),g:Streptophyta(0.9856); 

GTGTCAGCAGCCGCGGTAAGACAGAGGATGCAAGCGTTATCCGGAATGATTGGGCGTAAAGTGTCTGTAGGTGGCT

TTTCAAGTCCGCCGTCAAATCCCAGGGCTCAACCCTGGACAGGCGGTGGAAACTACCAAGCTGGAGTACGGTAGGG

GCAGAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGAGATCGGAAAGAACACCAACGGCGAAAGCACTCTGCTG

GGCCGACACTGACACTGAGAGACGAAAGCTAGGGGAGCAAATGGGATTAGATACCCAAGTAGTCCTAGCAGTAAAC
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GATGGATACTAGGCGCTGTGCGTATCGACCCGTGCAGGGCTGTAGCTAACGCGTTAAGTATCCCGCCTGGGGAGTAC

GGTCGAAAGAATGAAACTCAAAGGAATTGACGGGG 

>OTU8493;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATAAAAGAATAAAGTGGAGTATGTATACTGGTTTGTATGTAATATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTGTTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCTGTCTTGAG

TACAGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTCGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAAACTGTAACTGACATTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8492;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCCGAGGAGGAAGGCACGGCTAATAACGTGCCA

GCAGCCGCGGTTATGCGTAAGTGGCGGGCGTAGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTTGGTACTGCATTTCAAACTGTCAGTCTAGAGTGCAGTAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8494;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:Pasteure

llales(0.9685),f:Pasteurellaceae(0.9480),g:Actinobacillus(0.4787); 

CCTTCCGGCCTCCTTTTGGCCTCTTTCCCCCTGGGGGAAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGCCTT

CGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATTGACGTTAGTCACAGGAGA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAA

GGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTCGC

TAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGC

GAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8495;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2524),g:Fusicatenibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGATAATGACGGTACCTGACTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGTGCAA

GTCGGGTGTGAAAGACCCGGGCTCAACCCGGGGACTGCATTGGAGACTGGATGGCTAGAGTGCAGGAGAGGTGAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8496;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1098),g:Oscillibacter(0.0134); 

ACGGGAAGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAGGTCTAGAGTGCGGGAGAGGAGG

ATGGAATTCCTGGTGGAGCGGTGAGATGCGTAGAGATTAGGAAGAACGCCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGGGGCTCGGAGGCGTGGGGAGCGAACAGGATTAGATAGCCTGGTA 

>OTU8497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTTAACTTCCTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAATTACGTGC

CAGCAGCTGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACGGGGTTTAAAGGGAGTGTAGCCGGGTCTGA

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGACCTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAGT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCGGATTGCTAGACGAC

AACTGACGGTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8498;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTTGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGGCGGCTTGGCAAGTCTGATGTGAAAGGCTGGGGCTCAACCCCAGGACTGCATTGGAAACTGTTAA

GCTGGAGTGTCGGAGAGGCAAGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.6350),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGGCTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGTGTAA

GTCTGAAGTGAAAGACCGGGGCTCAACCTCAGTGCTGCGTTTCAAACTAGGAATCTAGAGTGCCGGAGAGGTGAGT
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGTTCACTGGACTGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Eubac

teriaceae(0.5632),g:Eubacterium(0.3915); 

CCGGAATTCAGCCTTGGTTCCTATTGCCCCATTGGGGCCACCCTGCTGCCGCGACGCCGCGTGAAGGATGAAGTATTT

CGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTC

TGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATGGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8501;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Epsilonproteobacteria(0.8614),o:Campylob

acterales(0.5395),f:Helicobacteraceae(0.3204),g:Helicobacter(0.0808); 

ACGGGAGGCAGCAGTAGGGAATATTGCACGATGGGCGAAACCCTGAACCAGCCATGCCGCGTGGAGGAAGAAGGC

CTTAGGATTGTAAACTCCTTTTATAAGAGAAGATAATGACGGTACTTTCAGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCTAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGAGTAATAAG

TCAAATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTAAAACTGCTACTCTAGAGTATGAGAGAGGTAGGTGGA

ATTCTTGGTGTAGAGGTAAAATTCGTAGATATCAAGAGGAACACTCATTGCGAAGGCGACCTACTGGTACATTACTG

ACGCTCATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8502;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_4(0.1485),g:Geosporobacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCATCAAGGAAGATAATGACGGTACCTTGTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTTTTTAA

GTTGGATGTGAAATACCCAGGCTTAACTTGGGGGGTGCATTCAAAACTGGAGTGCTAGAGTTCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCACGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8503;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAGGGACGATAATGGCGGCGCTAGCGGAGGAAGCCCCGGCTACCTACGTCCCG

GCAGCCGCGGCAATACGTAGGGGGCTAGCGTTATCCGGAGTTACTGGGCGGAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCGCAACCGGAGTAAGCCTTTGAAACGGGGAAACTGGAGTGCAGGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8506;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACGGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAGATATAACGAAGACCCCGGGTTCCGAAGGC

AGCTCCCTCGCCTCGAACTGACACTGATCCTCGAGAGTCGGGGTATCAACCAGATTTGGAACCCTTGGT 

>OTU8504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGGATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATTCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCTCGCCAAGTGAGCTGTGAAATGCCCGGGCTCAACCGGGTGTGGCCGTTGCAACGGGCGGGCTCG

GGGTGAGGAGGGGAAGGCGGAAAGCGTTGTTGAGCGGTGAAATGCATAGGATATCAGCAGAACTCCGATTTCGAA

GGCAGGTTTCCAGGGCGCTACTGACGGTGAGGCCCGAAAGCGTGGGGTTCGAACAGGATTAGATACCCTGGTA 

>OTU8505;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTT

TTTCGGATTGTAAAGCTCTATTTTCAGGGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACCAAGGGCTCAACCCATAGACTGCAGTGGAAACTGTAATGCTTGAGTGGAGTAGAGGCA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

ATAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8508;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGTTCCGATGAGAGTACGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCGGCAGTGAAATCCCCGGGCTCAACGCGGGAGTTGCCGTTGAAACTGTACATCTG
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GAGTGCACTGGCCGTGGGAGGAAGGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCAGCTCACGGAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8507;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGTTTGTAAAGATCTTTAATCAGGGACGAATTTCGACGGTACCTGAAGAATATGCCTCGCCTAACTACGTGCCA

GCAGCAGCGGTAATCAGCAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCTGGTA

AGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTGGAAACTGCTGGTCTGGAGTGATGGAGAGGCAAG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumin

ococcaceae(0.8864),g:Subdoligranulum(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

ATTTCGGATTGTAAACTCCTGTCGGTAGGGAAGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACCAGC

AAGTTTGAAGTGAAATCTATGGGCTCAACCCGTAAATTGCTTTCAAAACTGTTTGCCTTGAGTAGTGGAGAGGTAAGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGTTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGAGTGGGAGCAATAAGGTTCACGCGTGGACCGATGAGAGTACCATTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTGGTCAAGTCAGATGTGAAATCTCGGGGCTCAACTCCGGAACTGCCTTTGAAACTGGCCGGCTTG

AGTACTGTAGACGTGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAAG

GCAGCTCACGGAGCAGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAAACCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGTCTAACTACGTGACA

GCCGCCGCGGTAATATGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATTGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCTTTGGAAACTGAATGGCTAGAGTGCTGGAAAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8511;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6709),g:Coprococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGAGCGAAGAAGTA

TTTCGGGATGGAAAGCTCCATCAGCAGGGAAGAAAATGAAGGAACCTGACTAAGAAGCAAGGGATAAATACGTGCC

AGCAGGCGCGGGAAGACGTATGGTGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTATGAAGTGAAAGCCCGGGGCTACACCTCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATTCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8515;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCTGTAGTGAAAGTTTGGTGTTCAACCTTGAAATTGCAGTTGATACTGTCGGTCTTGAGT

GCAGTAGAGGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8516;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0149),g:Saccharofermentans(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGGAAGTCTGACCCAGCGACGTCGCGTGCGGGAAGAAGGT

CTTCGGATTGTAAACCTTAAACAACAGGGACGCAATAAATGACGCTACCTGTTAGGAAGCCACTGCTAACTACGTGCC

AGCAGCCGCGGTACTACGTAGGTGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGATAGGCA

AGTCAGGCGTGGAAATTACGGGCTCAACCCGTAAATTGCGGTTGAAACTGGGTGACTTGAGTGTAGGAGAGGTAAA

TGGAATTCGCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACGAT

AACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5991),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAGAATCACGGTACCTGACTAAGAAGCACCGGCTGAATACGTGCC

GGCAGCCTCGGTAATACGCATGGTGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCA

AGTCTGATGTGAAATCCTGGGGCTCAACCCCGGTACTGCATTGGGAACTGTAGGACTTGAGTGTCGGAGAGGTAAGT



6736 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8513;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),g:Natra

naerovirga(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGCGAG

GCAAGTCAGATGTGAAATACCATGGCTTAACTGTGGGGGTGCATTTGAAACTGTTTTGCTAGAGTGCTGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8518;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Sporobacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACACTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

ATTTCGGGTTGTAAAGTTCTTTCACCAGGGACGAAGAAAGTGAAGGTACGTGGAGAAAAAGCGACGGAGAACTACG

GGCCAGAAGCAGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAG

ATTAAAGTCAGAGGTGAAATCTCAGGGCTTAACCCTGAAACTGCATCTGAAACTGCATCCCTTGAGTATCGGAGAGG

CAGGCGGAATTCCTATTGTAGCTGTCAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGAC

GACAACTGACTCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU8517;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTCCTTGGTGAAGAGGAAGAGACGGTAGCCGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTGATG

CAAGTCAGAAGTGAAAACCCGGGGCTCAACCCCGTGGATTGCTTTTGAGACTGTGTTGCTGGAGTACAGGAGGGGC

AGGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGA

CTGTAACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8519;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0087); 

ACGGCCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGTCC

TACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTAAGTACCTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTTGTCAAGTCAGAGGTCAAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAGCGTG
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GCGTCGAGGTGTGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTACGAAGGCAG

CACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8520;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGGAGGAAGAAGGT

CCTATGGGTTGTAAACACCGTTTGTCCGAGAGTAATAAGGTCCTTGCGAGGACCGATGAGAGTATCGGGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGTTAAGTCAGCGGTGACATCTCCCGGCTCAACCGGGGAACTGCCGTTGATACTGGCTTGCTGG

AGTACGAAAGGCGCCGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATCGCGAAG

GCAGCTGGCGAGGCCGGTACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGATCTGTGGGAAGAAGAAAGTGACGGTACCACAGGAGCAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGAGAGA

CAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTTTCTTGAGTGCACATGAGGGTGG

TGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCCAGCTTACTGTAGCGCC

ACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8522;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGTCCGGGGGCAATCAGGGCGTCGTGTACGCGCGAGAAAGGATCCTACGGATAA

GGATCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGGTTCAAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTTGATAAGTTGGGAGTGAAATGTTAGGGCTTAACTCTGAAGCTGCCTCTAATACTGTTGAGCTA

GAGAGTAGATGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCAGCTGGCGAAACTGTATCTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8523;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATACGGGAATAAAACGCTCCACGTGTGGCGCCTTGTATGTACCTTATGAATAGGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTTGTTAAGTCAGGTGTGAAATGTTGGGGCTCAACCGCAAAATTGCAGTTGATACTGGCGTGCTAGA
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GTGCAGATGCGGTAGGCGGAATGTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGCGAAG

GCAGCTTACCAGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8525;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAATCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCAGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACCTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTATAGAGTGCAGGAGATGAGAGT

GGAATACCTAGTGTGGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTTGCGCTGAGGCTCGAGGGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8524;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGACGGT

CTTAGGATTGTAAACTTCCTTTATGAGGGACGTAGGACGTGACGGTACCTCCTGATTGAGGGACGGCTAAGTATGAG

CCAGCAGCCGCGGTGATCCGTCGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAGCTGCATTTGGAACTGTATCTCTTGAGTGATGAAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTGGCTGGTCTTT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGATTGTTAAGCTCCTTTTTTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCTGGCTAACTACGTGCC

AGCAGCTGCGGTCATACGTAGGGCGCAAGTGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATTCGTGGGCTTAACCCACGAAGTGCATTTGGAACTGTTGTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCGATGGCGAAGGCGGCCTGCTGAGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8527;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.7787),g:Roseburia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAGAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAAGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCA

AGTCTGATGTGAAATCTCGGGGCTCAACACCGGTACTGCATTGGAAACTGTCGTACTAGAGTGTCGGAGGAGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACGATT

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8528;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Parapedobacter(0.0039); 

ACGGGATGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACAGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGAGAGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGGTACTGTCGCGAT

GGTGTGCGGATGCCGCAGGAGGAATGAGTGGTGTAGCGGTGAAATACTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8529;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGAAATGGGCGAAAGCCTTACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTGGGGGAAGAAGTAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGTG

TCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGACGGCCGA

GTAAGTTATAGGTGAAAGCCCATCTTTCAAGGATTGAATTGCCTGTAATACTGCTTGGCTTGAGTGCGGGAGATGGA

AGCGGAGTTCCTAGTGTAGCGGTTAAATGCGTAGGTATTAGGTGGATCACCAGTGACGAAGGCGGCTTTCTAGACTG

TAACTGACGTTGAGCCGCGAAAGCGTGGGGAGCAAACAGGTTTAGATACCCTGGTA 

>OTU8530;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAACAGTAGAAGAGGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTGGGCGGGATTTT

AAGTCAGAAGTGAAAATTACGGGCTCAACTCGTAACCTGCTTTTGAAACTGAAATTCTTGAGTGAAGTAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTTGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Rumin

ococcaceae(0.9294),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCAGATTGTAAACTCCTGTCATTAGGGACGATAATGACGGTACCTAACAAGAAAGCCCCGGCTAACTACGTTCCA

ACAGCCGCGGGAAAACGGAGGGTTCCAGCCTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTAGGGGCTCAACCCATAAATTGCTTTGAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT
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GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAGC

AACTGACGTTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8532;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTTT

TAAGTTAGAAGTGGAAGTCCTGGGTTTAAGGTGGGAATGGCTTTTAAAACGGGAAGGCTTGAGGGAAGAAGAGGT

AAGGGGAATTCCCAGGGTAGGGGTGAAATGGGTAGAGATTGGGAAGAACACAAGTGGGGAAGGCGACTTACTGG

GCTGTAACTGACGCGGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCGGTA 

>OTU8534;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumin

ococcaceae(0.0113),g:Ruminococcus(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAG

GGTGCGCAGGCGGGACTGCAAGTTGGATGTGAAATACCGGAGCTTAACTCCGGAGCTGCATCCAAAACTGTGGTTCT

TGAGTGGAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGA

AGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGGGAAGAACATGCGTGTGAGTAACTGTTCACGCAGGGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTCGGTCAGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATTGGATACCGGGA

GACTTGAGTGCAGAAGAGGGCAGTGGAGCTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8533;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0457),g:Caloramator(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGACGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTGT

TAAGTTGGAGGTGAAATCCCCGGGCTTAACGGGGGGTCGGCGCCCAATACTGGGGGGCTAGAGTGCAGGAGAGGG
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AGGCGGAATTCCTGGTGTAGGGGTGAAATGTGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAG

TGTAACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8535;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATCGTAAAGCTCTTTCTTCGGGGACGATAATGACGGTACCTACAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGATGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGAAAAGTGAAATACCCAGGCTCAACCTTGGAGTTGCATTTAAAACTGGTAGTCTAGAGTGTAGGAGAGGAGAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGTTCGTAT

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8537;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGATGAAGGA

CTTCGGGATGTAAAGGTCTATCATCGAGGAAGAAAATGACGGTACTTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCTTAAAGGGAGCGCAGGCGGGCTGTTA

AGTCAGCTGTGAAATACCGCGGCTTAACCGTGGACCTGCAGTTGATACTGGAAGTCTTGAGTGCAGTTGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCCTGCTAATCCGTTA

CTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8540;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTGCGGGACGTGTACCTGTTTGTATGTACCACATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCTGTTGTGAAAGTCTGTTGCTCAACCGCTGCATTGCAGTGGGTACTGTCAGTCTTGA

GTGCAGAAGAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGC

CAGCTTACTGTAGCGCAACTGACACTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGGTTACGAGTCGAATAA

GCATCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCTTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGACGTGAAATTCCGGTGCTCAACACCGGGGGTGCCCTTGATACTGGAGCGCTG
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GAGTGAGGATGACGCCGAAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCGGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACGTGACGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTCTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGAGGGC

AAGTCAGATGTGAAACCCACGGGCTTAACGCGGGAACTGCATTTGAAACTACTCTGCTTGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8542;tax=d:Bacteria(0.0014),p:"Chloroflexi"(0.0000),c:Chloroflexia(0.0000),o:"Chloroflexales"(0.0000

),f:Oscillochloridaceae(0.0000),g:Oscillochloris(0.0000); 

AATGGAGAAAGACGGAGAGCGCCAACGGCGTCCATCTCGACGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATG

GTAATAAGACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTT

GAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAA

GACGACCTTCTGAATGTCACGCTGATTATTTTGGCTTTGAGCGTATCGAGGCTCTTAAACCTGCTATTGAGGCTTGTG

GCATTTCTACGCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACCGCATCAAGCTCTTGGAAGAGAT

TCTGTCTTTTCGTATGCAGGGCGTTGAGTTCGATAATGGTGATATGTAT 

>OTU8544;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Pseudonocardiaceae(0.0000),g:Thermocrispum(0.0000); 

GGGATCGTTTGCGAGCGTTGTGGTGTGGAAGTCACCGAGAGCAGGGTGCGTCGTCACCGCATGGGCTTTATCAAGCT

CGCTGCTCCTGTGTCCCACGTCTGGTACCTCAAAGGCATTCCCAGCTATGTGGCCATCCTGCTGGATATGCCGCTGCG

GGATGTTGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGATCACAAGGACCTGAAGTACAAGC

AGCTCCTCACGGAAGATGAGTGGCTGGAAATCAAAGATGAGATCTACGCCGAAGATTCAGAGATTGAAAACGAGCC

TGTTGTTGGCATCGGCGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACCCTTAATGAAGTGGCAGAGCAGCTGC

GCGAGGAGATCGCCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGATCAAGCGCCTACG 

>OTU8541;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGC

CTTCGGATTGTAAAGTTCTTTTTTTAAGGACGAAGAAGTGACGGTATTTAATGAATAAGCTCCGGTTAACTACGTGCC

AGCAGCTGCGGTCATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCCCGAACTGCGTTTGGAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC
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GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCGGTTGCGAAGGCGGCCTGCTAGGCTTTT

ACTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Marinilabiliaceae(0.0099),g:Mangroviflexus(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACCGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CTTATGGATTTTAAACTGCTTTTTTCGGGGAATAATACGACTTTTGCGAAGGTTGATGCAGTTACCCGACGAATAAGG

ATCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGATTCGATCGATATCCTGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGTTAAAATGCTTCTGCTAAACAGGGAATTGCATTGAAAACTGTCTGACTAGAG

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATAAGTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCGAGTCGGGGGTGAAATTTCGGTGCTCAAGCCCTGGGCTGCCGTTGATACTGTCGCG

CTGGAGTGCGGATGCCGCCGGGTGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCTTAACTGACGCTTAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8545;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.7727),c:Cyanobacteria(0.3483),f:Family_I

(0.0560),g:GpI(0.0134); 

GAGGAATAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCAAGCGTTATCCGGAATCATTG

GGCGTAAAGCGCCTGTAGGTTGTTTAATAAGTCTGCTGTTAAAGACTAGGGCTTAACCCTAGAAAAGCAATGGAAAC

TACTAGACTAGAGTATGGCAGGGGTAGAGGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAAGAACAC

CGGTGGCGAAAGCGCTCTACTGGACCATTACTGACACTCAGAGGCGAAAGCTAGGGTAGCAAAAGGGATTAGATAC

CCCTGTAGTCCTAGCCGTAAACGATGGATACTACATGTTGTGTTTATTTCACAGTATGGTAGCTAACGCGTTAAGTATC

CCGCCTGGGGAGTACGCTCGCAAGGGTGAAACTCAAAGGAATTGACGG 

>OTU8543;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAAACTCTGTCATTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGTTTTT

TAATTTGGATGTGAAATACCCGGGCTTAACTTGGGTGGTGCATTCAAAACTGTAGATCTAGAGTACTGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGTGAACACCGGTGGCGAAGGCGGCTTTCTGTACTG

AAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8548;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Opitutae(0.0000),o:Opitutales(0.0000),f:

Opitutaceae(0.0000),g:Alterococcus(0.0000); 

GGGATTGTTTGTGAGCGTTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCGAGCTATGTGGCGATCCTGTTGGATATGCCGCTGC

GGGATGTTGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTCGATCCCGGCGACCACAAAGACCTCAAGTACAAG

CAGTTGCTGACTGAGGACGAATGGCTGGAAATTGAGGACGAGATCTACGCCGAGGAGTCGGAGATCGAGAACGAG

CCTGTGGTGGGCATCGGTGCCGAGGCTCTCAAGCAGCTGCTCGAGGACCTCACCCTGAATGAAGTTGCCGAGCAACT

CCGCGAAGAGATCAACGGCAGCAAAGGTCAGAAGCGGGCGAAGCTGACCAAGCGGCTGCG 

>OTU8549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCAGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGTGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCA

AGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACGTCTTGAGTGAGTGAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAAGAACACCAGTTGCGAAGGCAGCCTACTAGACATTTA

CTGACGCTAAAGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8551;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Alicyclobacill

aceae(0.0000),g:Alicyclobacillus(0.0000); 

GGAATTGTCTGCGAGCGCTGTGGCGTTGAGGTCACCGAAAGCCGGGTGCGCCGTCACCGCATTGGCTTCATCAAGCT

CGCTGCGCCGGTGTCCCACGTCTGGTATCTCAAGGGCATTCCCAGCTATGTGGCCATCCTGCTCGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTTGATCCAGGCGACCACAAGGCCCTGAAGTACAAGC

AGCTCCTCACCGAAGATGAGTGGCTGGAGATCGAAGACGAGATCTACGCGGAAGATTCAGAAATTGAGACCGAGCC

TGAGGTGGGCATCGGTGCAGAAGCGCTGAAGGCTCTGCTGGAAGATCTCGAGCTCACTGAAATTGCTGAGCAGCTC

CGCGAAGGCATCAGCGGCAGCAAGGGTCAAAAACGGGCCAAGCTGATCAAGCGTCTGCG 

>OTU8550;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGTGCGCCACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGGCGTCTAAGCGGGCGGTGAAAGGTAGAGGCTCAACGGGGGCAGTGCAGCTGGAACTGGGGGC

CTTGAGTGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATGGC
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GAAGGCAGCTGGCCGGGGCTGAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGT

A 

>OTU8552;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0252),g:Ruminococcus(0.0076); 

ACGGAAGGCAGCAGTGGGGAATCTTTTTCCCTTTTCTCCCGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTT

TCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGGAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAATT

AAGTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTG

ACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8554;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Streptomycetaceae(0.0000),g:Streptomyces(0.0000); 

GGTATCGTTTGTGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGCT

GGCTGCACCGGTCTCCCACGTCTGGTATCTGAAGGGCATCCCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGCG

GGACGTTGAGCAGATTGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGACCACAAAGACCTGAAGTACAAGC

AGCTCCTCACTGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGCC

CGTTGTTGGTATCGGTGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACTCTTGATGAGGTGGCCGAGCAGCTGC

GCGAGGAGATCGCCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGACCAAGCGTCTACG 

>OTU8553;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCACGCCGCGTGAAGGAAGACTGC

CCTCTGGTTTGTAACCTCTTTTTATAAGGGAATAAAGTGCACTACGTGCGGTGTATTGTATGTACCTTATGATTACGGA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGTTCTGAGTGTCATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTGGATACTGGCGTGATTGAG

TGCGGGAGAGGAAGGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGGTTGCGAAGG

CAGCTTGCGGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8555;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGTTTTGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCTTGTTGTGAAATGTCGGGGCTCCACCGGGGCATTGCAGCTCAAACTGGCAGACTTGA
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GTGCGCAGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCTTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8556;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9719),o:Actinomycetales(

0.8629),f:Microbacteriaceae(0.4563),g:Chryseoglobus(0.0904); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT

TGTCGCGTCTGCTGTGAAAACCTGAGGCTCAACCTCAGACCTGCAGTGGGTACGGGCAAGATAGAGTGTGGTAGGG

GAGATGGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCACATCTCTGG

GCCGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

GTGGGTGCTAGTTGTGGGTCACATTCCACGTGATCCGTGACGAAGTTAACACATTAAGCACCCCGCCTGGGGAGTAC

GGTCGCAAGACTAAAACTCAAAGGAATTGACGGGG 

>OTU8559;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8614),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.3884),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATGGGCAATGGGCGGAAGCCTGGCCCCGCCACCCCGCGTTGAGGGAGGAGGTC

TTCGGGTTTTAAACCTCCTTTATGAGGGACGAAAGACGTGACGGTACCTCATGAATTAGCCACGGCTAACTAACTTCC

AGCAACCGCGGTAATACGTAGGGTGCAAACGTTATCCGGATTTACTGGGTGTAAAGCGAGCGCAGGCGGTTGCTTA

GGTCTGATGCGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAG

TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGGACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTGCAAGGAAGATAATGACGGTACTTGAGGAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTA

AGTGAGAAGTGAAATCCCAGGGCTTAACCTTGGAACTGCATTTAAAACTGTAAGTCTAGAGTGCGGGAGAGGATAG

AGGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8558;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Gammaproteobacteria(0.5195),o:Aeromon

adales(0.2679),f:Succinivibrionaceae(0.1291),g:Succinivibrio(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGCAGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTCAT

CAAGTAGGATGTGAAATCCCCGGGCTCAACCTGGGAACAGCTTACGAAACTGGTGGGCTAGAGTGTTGCAGGGGGG
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GGCGGAATTCCAGTTGTAGCGGTGGAATGCTTAGATATCTGGAATAACACCAAAGGCGAAGGCAGTCTCCTGCGCAC

ATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8560;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Prevotellaceae"(0.9294),g:Prevotella(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACAGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATTTTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCATTCCAGCCGCCGCGCTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGGAGACTT

GAGTGCGCAGGAAGTAGGCAGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAATTCCGATTGCGAA

GGCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGTCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAACCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGTATAAAGTCGAGTATGCATACCCTTTTGTACGTACTTTTTGAATCAGGCT

CGGCTAATTCCGTGCCAGCAGCTGCGGTAATTCGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTTAGTGGTGAAAGTTTGCAGCTAAACCGAAACATTGCCGTTGATACTGGATATCTTGAGTG

CAGTTGAGGCGGGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTAGGCTGGAACTGACATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8561;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVb(0.3915); 

ACGGGAGGCAGCAGTGGGGAAGATTGCACGATGGGGGAAAACCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATCGGAAACTTCTATCAATAGGGACGAAACAAATGACGGTACCTAAATAAGAAGCCACGGCTAACTACGTG

CCAGCAGCAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGT

CAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGTGGAGTGCATTTGGAACTGGCAAGCTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTTGTCT

GAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8565;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9733),o:Desulfovibr

ionales(0.9063),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCCGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCCGATCTTAAACCTCTGTCAGAAGCGAAGAAACTAGGGTGCTCTAATCATCATCCTACTTACGGTACCTTCAAAG

GACGCACCGGCTAACTCCGTACCAGCCGCCGCGATAATACGGAGGGTGCATGCGTTAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTATGTAAGTCAGTGGTGAAAGCCCAGGGCTCAACCGTGGAACTGCCCTTGATACTGCACGA
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CTCGAATCTGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACATCAGTGGC

GAAGGCGGCCACCTGGACCAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8564;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4224),g:Saccharofermentans(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATACGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCCGAAACTGCGTTGGAAACTGTATAGCTTGAGTGTTGGAGAGGTGTA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8562;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0252),g:Anaerobacterium(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGTGGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGGTAGGGAAGATAAAAAGACAGTACATAAGGAGGAAGCTCCGGCTAACTATGTGC

CAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATTCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGATAAC

AAGTTAATTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTACCTTTCTTGAGTGCTGGAGAGGATAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8566;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Marinilabiliaceae(0.0149),g:Mangroviflexus(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCAGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATGAGTCTTTTGCGAAGCTTAATGCAGGTACCCGATGAATAAGG

ATCGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGGAAGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGGTAAAGGCGTCTGCTCAACAGGAGTTTGCCTTGAGAACTGTCTGACTAGGA

TGTAAACGGAGTAGGCGGAATTAATCATGTAGCGGTGAAATGCATAGATATGATGAAGAACACCGATTGCGAAGGC

AGCCTGCGATGGTACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8568;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9990),c:Spirochaetia(0.9834),o:Spirochaetales(0.986

6),f:Spirochaetaceae(0.9876),g:Treponema(0.9781); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCCGACGGAGCAACGCCGCGTGGACGATGAAGAC

CGGAAGGTTGTAAAGTCCTTTTATAATTGAGGAATAAGCGGGACAGGGGATGGTTCCGCGGTGACTGTAGATTATGA

ATACGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTACGGGGCGAGCGTGATTCGGAATGATTGGGCGT

AAAGGGCACGCAGGCGGCTTTGCAAGCTTGGTGTGAAATCTCATGGCGCAACCCTGAAACCGCAGTGAGAACTGCA

TGGCTAGAGTTAGTGAGGGGAAACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAAT
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GGCGAAGGCAGGTTTCCAGCACATAACTGACGCTCAGGTGCGAAGGTTCGGGGATCAAACCGGATTAGATACCCTG

GTA 

>OTU8567;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCTGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGCGTAA

GTCAGATGTGAAAACCCGGGGCTCAACCCCGAGACTGCATTGGATACTGTGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAATGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8569;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACTTCTTTCAGCAGGGACGACAAAAGGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGC

CAGCAGGCGGGGTAATAAGTAGGTGGCAAGCGTTTTCCGGAATTACTGGGGGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGAGTCTTGAGAGTGGGAGAGGTTG

AGGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8572;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGGGAGTGAAGAAGGG

TTTCGGCTCTTAAAGCCCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATACAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGGGCATGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACCGGGCG

TCTTGAGTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8570;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGATGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCTCCGAA

GAAGCACCGTCTAACTCCGTGCCATCAGCCGCGTTAATACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGGCAAATGTGAAATCCCCGGGCTCAACCTGGGAAGTGCATCTGATACTGGCAA
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GCTTGAGTCTCGTAGAGGAGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCACCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8573;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAGAGTTAATACCTTTGCGCATTGACGTTACCCGCAGA

AGAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGACGTGAAATCCACGCGCTCAACCTGTGAACTGCATCTGAGACTGGCA

AGCTTGAGTGTCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTT

GCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4224),g:Ruminococcus2(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTGTCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTCGGCAA

GTCTGGAGTGAAAACCCGGGGCTCAACGCTGGAATTGCTGTGGAAACTGTGGAGCTTGAGTACGGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3884),g:Clostridium_IV(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAAATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGGAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8575;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1872),g:Parasporobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTTCTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA
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GCCAGAAGTGAAAGCAAGGGGCTCAACCCCGAGGACTGCTCTTGGAATTGCCGAACTAGAGTGCAGGAGGAGCAA

GCGGAATACCGATTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAATTGACACTTAGGTTCGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU8576;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGCAGGACGACGGC

CCTCTGGGTTTTAAACTGCTTTTATGCGGGGATAAAGTGCGCCACGCGTGGCCCTTTGCAGGTATCGCATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGCAGGTCTGGGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GTGTAGGCGGAGCTGCAAGTCAGATGTGAAATCTAGGGGCTCAACCCCGGAACTGCATTTGAAACTGTAGCGCTTGA

GTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCCGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTCACTACGTGACA

GCAGCCCCGGTAATACGCAAGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGCGCTCAACGTGGGTGCTGCAGTGCAAACTGGAAGACTAGAGTGCGGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8578;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVa(0.0087); 

CCGGGATTCAGCCTTGGTTCCTATTGCCCAATTTTTTCCCCCCTGCTTCCTCGACGCCGCGTGACTGAAGAAGTATGTC

GGTAGTTAAATGTCTATAAGAAAGAAAGAAAATGACGGTACTTGACTCAGAAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCCA

GAAGTGAAAGCCCGGGGCTCAACCCCGAGGACAGCTTTTGGAACTTTCGAACTAGAGTGCAGGAGGGGAAAGCTGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATTATGAACATCCGTGGAGCAGCCGGATCGACGCACTGTCCCTGC

CCCTCACTCTTCCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTCTGGTAAGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGAATTGCAGCGCGAACTACCGGACTTG
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AGTGCGCAGGAAGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:Cytophagia(0.1159),o:Cytophagales(0.0547)

,f:Cytophagaceae(0.0149),g:Emticicia(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCTGT

TAAGTCAGCGGTGAAATGTCCTCGCTCAACGAGGAAAGTGCCGTTGATACTGGTGGGCTTGAATGCGGATGCCGTG

GGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGG

GCAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8582;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9784),o:Aeromon

adales(0.9280),f:Succinivibrionaceae(0.9108),g:Succinivibrio(0.7162); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGAGGAAACTCTGATGCAGCAATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCATGGGGGAGGAAAAAAGTGACGGTACCCTCAGAAGAAGCACCGGCTAACTCCGT

GCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTC

ATCAAGTAGGGTGTGGAATCCCCGGGCTCAACCCGGGAACAGCATACTAAACTGGCTGACTAGAGTATTGCAGGGG

GAGACGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCAGTCTCCTGGG

CAAATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8581;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.1707),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:"Porphyromonadaceae"(0.0059),g:Barnesiella(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCAATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGAAATAAGGGCCACGCGAGGTCCGATGAGAGTATGAGTAGAATAAG

CATCGGCTAACACCGTGCAAGCAGCAGCGGTAATACGGGGGATGCGAGCGTAATCCGGATTCATTGGGTTTAACGG

GTGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCTTTGATACTGTGAGTCTT

GAATGCGGATGCTGTGGGAGGAATGCGTTGTGTAGCGGTGAAACGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAGCAGGATTAGATACCCTGGTA 

>OTU8583;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAACTTTAGTAATCAGGGAAGAAGAAAGGGACGGTACCTGCATAGTAAGCCACGGCTAACTACGTA

CCAGCAGCCGCGTTAATACGTAGGTGGCGACCGTGATCCGGAATTACTGGGTGTAAAGTGTGTGTAGGCGGGATTTC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAAACTGCATTTGAAACTGAGATTCTTGAGAGTAGGAGAGGTAAA
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TGGAATTCCAGGTGTAGCGGTAGAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGAAGGAAGACTGC

CCTCTGGGTTGTAACTTTCTTTTCTAAAGAAATAAAGTCGGGCATGGATACCCGTTTGAATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGAGT

GCAGGTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8584;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTCCCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGGGGATGAGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCA

AGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTGGATACTGTCGCGCTGGAGTGCTGATGCGGCCAG

AGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATCACGCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU8586;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGGGGGATGAAGGT

CCTACGGATTGTAAACTACTTTTATGAGGGAATAACCGCTCCCACGTGTGGGAGCTTGCAGGTACCTCATGAATAGG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGCATTAAGCGTGCTGTGAAATGCCGCGGCTCAACCGTGGCCGTGCAGCGCGAACTGGTGTCCTT

GAGTGCGCTGAAGGTACGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGGCGATACTGTGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8589;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.0000)

,f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGAATCGTTTGTGAGCGCTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGAG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGTTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATGGAAAATGAACGC
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GTCGTGGGAATTGGGGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAAGGCTGTGGCTGAACAATTAC

GTGAGGAGATGGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGATCAAGCGCCTACG 

>OTU8588;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Chryseobacterium(0.0000); 

GTTTACTCTTGCGCTTGTTCGTTTTCCGCCTACTGCGACTAACGCGATTCAGTACCTTCACGCTAACGGTGCTTTGACTT

CTACCGATATTGCTGGCGACCCTGTTTTGTATGGCAACTTTCCGCCGCGTGAAATTTCTATGAAGGATGTTTTCCGTTC

TGGTGATTCGTCTAAGAAGTTTAAGATTGCTGAGGGTCAGTGGTATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTAT

CACCTTCTTGAAGGCTTACCATTCAGTAAGGAACCGCCTGCTGGTGATTTGCAAGAACGCGTACGTATTCGCCACCAT

GATTAGGACCAGTGTTTCCAGTCCGTGCAGTTGTTGCAGTGGAATAGGCAGGTGAAATTTAATGTGACCGTGTAGCG 

>OTU8587;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACCTCTTTTACCAGGGACGAAGGACGTGACGTTACCTGGAGAAAAAGCAAAGGCTAACTACGT

GGCAGCAGTCGCGGTAATACGTAGGCTGCAAGCGTAGTCCGGATTTACGGGGTGTAAAGGGCGTGTAGGCGGAGG

AGCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCTGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGCGAAGGCGGCTTGCTAGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8591;tax=d:Bacteria(0.8696),p:Firmicutes(0.4311),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Lachn

ospiraceae(0.0073),g:Clostridium_XlVa(0.0035); 

ACGGAAGGCAGCAGCCCGTCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACAGT

ATTAGCTCGTATGCCGTCTTCAGCTGGAAAAAAAAAAAAGGTAACTGACTAAGAAGCCCCGACTAAATAAGTGCCAG

CAGACGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGACAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGACGAACACCAGCGGGAACGGCGCCCTGCCCGACCGC

AACGGACATCCAGGCTAGGGAGGGCGGCGACCAGACAGGATTAGATACCCTGGTA 

>OTU8590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Porphyromonadaceae"(0.7787),g:Parabacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTGTTAAGTGAGCGGTGAAAGGTTGTGGCTCAACCAGAGAGGTGCGGTGGAAACTGGGAGTCTT

GAGTAGGTATGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCCTAGATATCGCGCAGAACCCCGATTGCGAA

GGCAGCCTGCCAAGCCATGACTGACGCTGACGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU8594;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

AGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGCAGGTGCTAATCCGGCGAAACATACGCAGGCGCATAACGA

TCCCACTGCCCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCG

GCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGA

ATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACAGAGTGCCATGCGCAGGAACAAAGAAAC

GCGGCACAGAATGTTTATAGGTCTGTGGAACACGACCAGAAAACTGGCCTAACGACGGTG 

>OTU8593;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9201),g:Prevotella(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCACTGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTACACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GCCCGGCTAATTCCGTGACAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTCTGGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTG

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTGAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8592;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCAAGCGTTATCCGGATTCATTGGGCGT

AAAGCGCGCGTAGGCGGCTTGCTAAGCGGGACTTCTAATCCGAGGGCTCAACCCCCGGCCGGGTTCCGAACTGGTA

GGCTCGAGTGCGGTAGGGGCAAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGATATATCGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAAGCAGCAACGCAGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGCATCTGAGGAGGATGCCACGGCTAACTATGTTCCAG

CAGCCGCGGTAATATGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGTTGTGAAATGCCCAGGCCCAACTTGGGTACTGCATTTCTAACTGGAAGTCTAGAGTGCGGGAGACGTGAATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAATAACACCAGTGGCAAAGGCAGTTGTCTGGACTGCAACT

GACGCTGAGGCTCGAAAGCGTGGGGAACGAACAGGATTAGATACCCTGGTA 
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>OTU8598;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAAGGATAAGAGTCAATGGGAAAAAGGGAAGAGCAGCCAAGTAAAGTGCAGGCAGAAGG

CCATATGGGATGTAGACTGCTTTTGGAAGGAAATAAAGTGCTCCACGTGTGGAGTTTTGTAGGTACCATACGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTGGATTAAGTGTGTTGTGAAAGGTAGGCGCTCAACGTCTGACTTGCAGCGCATACTGGTCCACTT

GAGTTCGCACAACGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGTTTATATTTTGCTGATACCCCCGCTTCCGAAGT

CTGCTCTCTTTCCCTCCACGACCCTCTTCCCTCGTAAGTGCGGCTGTCGCCCAGGATTAGATACCCTGGTA 

>OTU8595;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGAAGAAGACGGTAACTGCCGAATACGCCACGGCTAACTACGTGA

CCACCGCCGCGGTAATACGTAGGTGGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGGCGGC

AAGTCAGATGTGAAATCCCCGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGGAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAGATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8597;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1291),g:Tannerella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGGTAAAGTGCTGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGATTAAGTGAGCGGTGAAATGGAGGGGCTCAACCATTCAGTTGCCGTGGATACTGGTAGTCTTG

AGTGTGAGCGAGGTAGGCGGAATTTGATGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAACCCCGATTGCGAAG

GCAGCTTACCAGGATACGACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8599;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGCAGGTTGATTCAGGTACACGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAATGGGT

GCGTAGGGGGTTAGTTAAGTGTGAGGTTAAATGCTTCTGCTCAACTGGGGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTGAACGACGAAGGAGGAATGAATCATGTAGCGGTGACATTCGTAGATATGATTCAGAACACCGATGGCGAAGGC

AGCTTGCTAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU8600;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCAAGCCGCGTGCAGGAAGGCGGC

CCTACGGATTGTAAACTGCTTTTTCCGGGGAGTAACAAGCCCCATGCGAAGCGCGATGCGGGTACCCGGAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGTGCGACAAGTCTGAGGTTAAATGCTTCTGCTCAACAGGAGGTTGCCGTGGAAACTGTGTGACTAGG

ATGTAAGCGGCGCAGGCGGAATGAGTCGTGTAGCGGTGACATGCATAGATATGACGCAGAACACCGATCGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8601;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGTGGGCGTGTAAGTCAGTTGTGAAAGTTCGTGGCTCAACCACGGAATTGCAGTTGAAACTGCATGCCTTG

AGTGCGGTAGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTTTTGTTGGAGAAGAACGTGCGTGAGTGTAACTGTTTACGCAGTGACGGTACCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGCGAGCGCAGGCGGTTGGTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACCGGGC

AGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAGGCGGCTGCCTGGTCTGCGACTGACGCTGAGGTTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.7787),g:Intestinimonas(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTTGGGTGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAAACTGAAGCAGCGACGCCGCGTGAGAGAAGAGGA

ACTTCGGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGAAGC

AAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCTTCCTGGACGCT

AACTGACATTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8605;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:"Porphyromonadaceae"(0.0059),g:Dysgonomonas(0.0032); 

ACGGGAGGCAGCAGTGAGGAGGATTAGACAATCGAGTGAGATCGGATCAAGCCATGCCTCGTGAAGAAATACTGGC

CTATGGAGTTTAAACTTCTTTTGTATGGGAACAATAAGGTCTAAGTGTAGACCGATGAGATTACCATACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGACTTGAAAACTGTCTGACTAGGATG

TAAACGGCGCAGGCTGAATGAATCATGTAGCGGTGACATGCATATATATGATTCACAACACCGATCGCGAACGAAGC

TTGCGCCGTTACGATTGATGCTGCAATATACAAGAGTGGGTATCGCATAGGATTAGATACCCTGGTA 

>OTU8606;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

CCTTTCTTCCTCCTTCTTTCCTCTTTTCCCCTTGGCGCCAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTTC

GGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGACTAACTACGTACCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAAG

TTGGATGTGAAATGCCCGGGCTTACCTTGGGGGCTGCATCCAATACTGTGGGACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATGGGGCAATGGGAGCAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCATGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGGCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGGGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAAGAGGAACACCTGTGGCGAATGCGGATTGCTGTACGAC

AACTGACGGTGAGGCGCGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU8609;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Oceanos

pirillales(0.0000),f:Halomonadaceae(0.0000),g:Halomonas(0.0000); 

CCCACCTGCAGCGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTCGAAAAATTATCT

TGATAACGCAGGACTTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGA

CCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCG

TTGGATGAGGAGAAGTGGCTTAATATGCGTGGCACGTTCGTCAAGGACGGGTTTAGATATGAGTCACATGTGGTTCA

TGGTAGAGATGCGCTTGTGGACAGTTTAAAAGAGCGGGGATT 

>OTU8608;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Porphyromonadaceae"(0.9573),g:Butyricimonas(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTTAGGGAAGAATAAGGATGACGAGTCACTTGATGCCAGTACCTGATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGAGGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACCGTAGCGAGCCGTGGAAACTGGCGCCCTGG

AGTCGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACATAGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8610;tax=d:Bacteria(0.9450),p:"Proteobacteria"(0.1508),c:Alphaproteobacteria(0.0525),o:Rhodospiril

lales(0.0352),f:Acetobacteraceae(0.0086),g:Gluconacetobacter(0.0039); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGACGGT

CTTCGGATTGTAAAACTCTTTGAATAGGGACGAACACAATGACGGTACCGGAAGAATAAGCCTCGGCCATCTACGTG

CCAGCACCCGTGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCG

CAAGTTAGTGGTGAAACCCCTGGGCTTAACATGTGAACTGCCATGGATACTGTCAGCCTGGAGTATGGGAGAGGATA

ACGGAATATCCAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCGATGGCGAAGGCGGTTATCTAGCCGA

TTACTGACGCTGAGGCGCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCTGGGAATAATGAGACTTTTGCGTAGGTGGATGCAGGTACTCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGTTAAGTTGAAGGTTAATGGATCCTGCTAACCACTAGTTTGCCTTGAGAACTGTTTGACTAGGAT

GTAAACGGCGCAGGCGGAATGCATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCA

GCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8613;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 
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ACGGAGGCAGGAGGGAGGCATCTTGGTCCATGTTCGTCCTCCTTCCCCATCCATTCCGCTTGCGGGAAGGAGGCCCT

ATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTTCCCTTGATACTGTCGCGCTGGA

ATGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGG

CATCTGGCGAATCCGTAACTGACGCTTAGTCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8611;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCAGATGAGAGTACCAGGGGAATA

AGCAGCGGCGAACTCCGTGCCAGCAGCCGCGGTATTAGGGGGGATGGGAGGGTTATCCGGATTGATTGGGTTTAAA

GGGTGCGTAGGCGGTGCGTCAAGTCAGGGGTGAAAGTCCGGGGCTCAACTTCGGGACTGCCGTGGATACTGTCGCG

CTGGAGTGCAGATGAGGCCGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGC

GAAGGCAGCTGGCGGGTCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGT

A 

>OTU8616;tax=d:Bacteria(1.0000),p:"Deinococcus-

Thermus"(0.9441),c:Deinococci(0.8189),o:Thermales(0.5766),f:Thermaceae(0.3884),g:Rhabdothermus(0.0

230); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCTAGCGTTACCCGGATTCACTGGGCGTAAAGGGCGTGTAGGCGGTG

GCCCACGTCGGGTGTTAAAGCCCGCGGCTCAACCGCGGAAACGCACCCGATACGGGGCCACTAGACGGCGGGAGA

GGGGAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAGGAACGCCCATGGCGAAGGCAGCTCCCT

GGACCGCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCCGGTAGTCC 

>OTU8614;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATCTTGCCCAATTTGGTCCACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGCC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGTGTAAG

TGAGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTTCAAACTAGAAGTCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3884),g:Blautia(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTCCCGGCTAACTGCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGTTGATTAA

GTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGCCCGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8617;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGATGGCATGGCAA

GTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAACTGTCTGGCTAGAGTGCAGGAGGGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8619;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCGGATGGGTAAGTCAGCGGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTGATACTGCCTG

TCTTGAATGCGGATGCCGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTG

CGAAGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGT

A 

>OTU8618;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumin

ococcaceae(0.6350),g:Ruminococcus(0.3043); 

CCGGGAGGCAGCAGTGGTTTCTCTTGCGCAATTTGGTCACCCCTTCCGCCTCAACGCCGCGTGAACGATGAAGGTCTT

CGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGAGCAAGT

CAGATGTGAAATCCGTGGGCTTAACCCACGAACTGTATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCGGA

ATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8620;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.9769),c:Opitutae(0.9604),o:Opitutales(0.7623),f:

Opitutaceae(0.5632),g:Opitutus(0.1735); 
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GTGCCAGCCGCGGTAATACAGAGACTGCAAGCGTTATTCGGATTCACTGGGCGTAAAGGGTGCGCAGGCGGCCAAG

TGTGTGAGGCGTGAAAGCCCGAGGCTCAACCTCGGAATTGCACCTCAAACTACATGGCTAGAGCATTGGAGAGGGT

AGCAGAATTCATGGTGTAGCAGTGAAATGCGTAGATATCATGAGGAATACCAGAGGCGAAGGCGGCTACCTGGACA

ATTGCTGACGCTCAGGCACGAAAGCGTGGGGAGCAAAAGGGATTAGATACCCCTGTAGTCCACGCCCTAAACGGTG

CATACTAGGTCTTGGCGGATTCGACCCCACCAGGGCCCAAGCTAACGCGATAAGTATGCCGCCTGAGGACTACGGCC

GCAAGGCTAAAACTCAAATGAATTGGCGGGG 

>OTU8623;tax=d:Bacteria(0.7564),p:"Bacteroidetes"(0.1707),c:Sphingobacteriia(0.0324),o:"Sphingobacteri

ales"(0.0231),f:Sphingobacteriaceae(0.0059),g:Solitalea(0.0032); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACTGCTTATGCCTGGGGGCAACCAGGGCGTCGTGTACGCCCGTGGAGAGTACCGGCCGAATA

GGAACGGGTTACTCCGTTCCCACAGGCCGGGGTATTACGGGGGTAGGGAGCGTAATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAAAGCCGGTGCTCAACTCCGAGGCTGCCCTTGATACTGGCGCG

CTGGAGTGCGGATGCCGCCAGAGGAATGTGTTGTGTAGCGGTGAAATGCTCAGATATCACACAGAACGCCGATTGC

GAAGACAGCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8622;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGA

TTTCGGAACGTAAAGCTCTATCATTAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCTGAGTAA

GTCGGGTGTGAAATCCCAGGGCTCAACCCTGGGACTGCATTGCAAACTGTATGGCTAGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8621;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGCCGGATGTGAAAGTCCCGTGCTCAACACCGGAGCTGCCCTTGATACTGTCACGCT

AGAGTGCGAAAGGCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGATGGCG

AAGGCATCTAGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8624;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.613

8),f:Spirochaetaceae(0.4224),g:Treponema(0.0904); 
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ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CTTCAGGTTGTAAAGTTCTGTTGAAACTGAAGAATAAGTATTGCAGTGAATGGCGATGTAGTGACGGTATGTTTTCAG

TAAGCCACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGAGTGTAGGCGGTTTTTCAAGCTTGGTGTGAAATGCATAGGCTCAACCTAAGAACTACATTGGGAACCACAAGA

CTTGAGTTACTGAGGTGGAAGTGGAAGTCCAGGTGTAGGGGTGAAATCTGTAGATATATGGAAGAACACCAATGGC

GAAGGCAAGTGTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

ATTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGATG

CAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTTGGACTGCTTTTGAAACTGTAGGGCTTGAGTGCTGGAGAGGTAA

GTGGAATTCCTCGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8627;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Porphyromonadaceae"(0.9666),g:Butyricimonas(0.9724); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATTCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGCTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGAAGCAAGACGTTGAAACTGGCGGCCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGAGATCACAGGGAACGCCGATAGCGAA

GGCAGATTCCCAGGCGCGTTCTGAAGCTGATGCGCGAGAGCGTGGGTAGAGAACAGGATTAGATACCCTGGTA 

>OTU8626;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCAGGGCTCAACCCCGGGACTGCTTTTGAAACTGCTCAGCTAGAGTTCAGAAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTTCTGGACTGTAAC

TGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8629;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomi

crobiales(0.0000),f:Methanomicrobiaceae(0.0000),g:Methanoculleus(0.0000); 
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TGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGT

CGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATAAGCTGGT

TCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATA

GTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCAGGGCATTCAGATGGATACATCTGTCAACGCCGATAATCAGG

GGGGTGCGGGTGGTGCGGATATTGCTTTTGATGCC 

>OTU8631;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.4224),g:Alloprevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGTGACGTGTCATCTATTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTGA

GTTCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8630;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGAAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGACGCGGTACTACGTAGGGGGCGAGCGGTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGA

TTAAGTTAGATGTGAAACCCCCGGTCTTAACTTGGGTACTGCATCTAATACTGGTTGACTGATAGTACAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAACACCTGTGGCGAAGGCTTCTTTCTGGACT

GACACTGACGCTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU8633;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAATGAAGACTACC

CTATGGGTTGTAAACTTCTTTTATAAGGGCATAAAGTGCACCACGCGTGGTGTTTTGTCTGTATCTTATGAATAAGGA

ACGGCTAACTCCGTGTCAGCAGCCGCGGTAATACGGAGGTACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGTAAAATTGTAGTTGAAACTGAATATCTTGAGT

GCAGTTGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGACGTCACGATGAACTCCGATTTCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Porphyromonadaceae"(0.5273),g:Butyricimonas(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGT

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGTTTACGAGTCATTCGTTGCCAGTACTTGACGTATTAGCA
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TCGGCTAACTCCGTTCCAGCAGCCGCGGTTATACGGGGGTTGCTCGCGTTATCCGGATTTATTGGGTTTAAAGGGCGC

GTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGGGGCTAAACTGTAGAAAGCAGTTGAAAATGGGGAGCTGGAG

AAGAGAAGAGGGAGGGGGAAAAAGTGAGGGAGGGGTGAAATGCATAGATATCAATAGGAACCCCGAAAGGGAAG

GCAGGAAAAAAGGCTCGAGATGAAGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATAACCTTGTA 

>OTU8628;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Negativicutes(0.6346),o:Selenomonadales(0.363

9),f:Veillonellaceae(0.1872),g:Mitsuokella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGGTCGTAAAGCTCTGTTGTCGGGGACGAATGTACGAACTATCAACAACGGTTCGTAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCG

TAAAGGGTGCGTAGGCGGTTGATTAAGTTGGATGTGAAATACCCGGGTTTAACTTGGGGGGTGCATTCAAGACTGGT

CAACTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCTTTCTGGACTGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8632;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:Flavobacteriia(0.1159),o:"Flavobacteriales"(

0.0547),f:Flavobacteriaceae(0.0113),g:Cruoricaptor(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGAAGGCGGATTGGCAAGTTGGGAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAATACTGTCAGTCTTGA

GTGGTGTAGAGGTAGGCGGGATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGGCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8635;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGTTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCAGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGTGTCAAGTCGGGGGTGAAATACCCGTGCTAAACCCGGGGGCTGCCGTTGATACTGTCTCGCT

GGAGTGCGGATGCCGCCGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCAGCTGGCGAAGACGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8637;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGTGAAAACCTGATCCAGCCATGCCGCGTGAAGGATTACGGTC

CTATGGATTTTAAACTTCTTTTGTATGGGAGCAAAAAGGTGTACGTGTAGACGGATGCGATTACCATACGAATACGCA
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TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGATGTAAGTCAGTGGTGAAATCTACCGGCTTAACCGTGAGAGTGCCGTTGATACTGGATCTCTTGAAT

ACCGTTGCCGTGGGAGGAATGTGTCGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCA

GCTGACTAATCAGTAACTGACGCTGAGGCACGAAAGTGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGCGTGTAGGCGGCCGATTAAGTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGGTTGGC

TTGAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8636;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGACGGCTGGGCAAGTCTGAAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTCTGGCTGG

AGTGCAGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8640;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAATGC

CCTCTGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGATATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAAGTCCGCGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTTGAGT

GCAGTTGAGGGAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCAGGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8642;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Porphyromonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGATGGAAATCTGATCCAGCCATGCCGCGTGAAGGAATACGGTT

CTATGGATTGTAAACTTCTTTTGTATGGGAGCAATCAGGTGTACGTGTAGACCGATGAGAGTACCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCTGTGATGTAAGTCAGTGGTGAAATGTTAGTGCTTAACCGTGAAACTGCCGTTGATACTGCAGTGCTAGA

ATGCAGTTGCCGTGGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CATCTCACGAAGCCGCGATTGACGTTGATGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8639;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Lachn

ospiraceae(0.0457),g:Clostridium_XlVb(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACTCCGCAACGCCGGGTGAGAGAAGAAGGT

TTTCGGATTGTAAAACTGTGTCGAAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGGCGCGGTAATACGTAGGGGGCGAGCGGTGTCCGGAATTACTGGGCGGAAAGGGAGCGTAGGCGGTCTG

AGAAGTTGGATGTGAAATACCCGGGCTTAACCTGGGGGGTGCATTCAATACTGTTGGACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGTAGGAACACCGGTGGCGAAGGCGGCTCTCTGGAC

GGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0066); 

CCTTTCTTCCTCCTTTCGGCCTCTTTTCCCCTGGCGGCCCCTCTGATCCAGCCATGCCGCATGAAGGACTAAGGCCCTAT

GGGCTGTAAACTTCTTTAGACTCAGAGCAATAAGTGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGT

AGGCGGCTTCGCAAGTCAGCGGTGAAAGGCTGGGGCTTAACCGGGAACGTGCCGTTGATACTGTGAGGCTGGAATG

CGGAAGCTGTGTGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCTATTGCGAAGGCAT

CACACCATTGCGAAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGAAGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGAGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTGTGTTGTGAAAGCCATCGGCTTAACCGAAGAAGTGCATCGGGAACCGGGG

GACTTGAGTGCAGAAAAGGACGGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGTCGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8644;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9726),o:Desulfovibr

ionales(0.8955),f:Desulfovibrionaceae(0.6709),g:Desulfovibrio(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTTTCAGAAGGGAGGAAAGTGCGTTGTTCTAATCAGCCATGTATTGACGGTACCTTCAAAG

TAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA
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AAGCGCACGTAGGCTGTTGTGTAAGTCAGGTGTGAAATCCCACGGCTCAACCTTGGAACTGCACTCGATACTGCATG

ACTTGAATACGGGAGAGGGTGGTGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8645;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Pepto

streptococcaceae(0.0099),g:Tepidibacter(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAA

GTTAGAGGTGAAATACCGGTGCGTAAAAGCGGAAGGGCCTATAATAGTGTTGAACAAGAAAGTAGTTGCGGTAGGG

GGAATGTATGGTGGAGCGGTGAAATGCTGAGAGATCATACAGAACACCGATTGGAAAGGGAGCTTACAAAACTAGA

TCTGACGTTGGGGAACGAAAGCGGGGGGAGCAAAAAGGATTAGATACCCGGGTA 

>OTU8646;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTGAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAAGTACGTGCCA

GAAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTCGTGCATTTCAAACTGGAAGTCTAGAGTGCAGAAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTTGTCTGTAA

CTTACGCTGTGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGCTACCCTGGTA 

>OTU8648;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGAAGGCAGCAGTGGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGAA

AAGGGAGCGTAGACGGCAGAGCAAGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATTGGAAACTGTTC

GGCTGGAGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGTTTAGATACCCTG

GTA 

>OTU8647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA



6769 

 

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACCAC

AACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.8146),g:Clostridium_sensu_stricto(0.6200); 

ACGGAAGGAAGAAGGGGGGAATCTTGCCCAATTTGGTCACCCCTTCTTCCTCCACGCCTCGTGAGTGATGACGGCCT

TCGGTTTGTACAGCTCTGTCTTCAGGGACGATAATGACGGTACCTTAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGATGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU8650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTTAACCTCTTTTAAGCGGGAAGTGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGATGTGAAAACTATGGGCTCAACCGATAAACTGCAGTTGAAACTGCTATTCTTGAGTGAAGTAGAGGCTAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCCATCAA

GTCGGTGGTTAAAGGCTACGGCGCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8651;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Deltaproteobacteria(0.9776),o:Desulfovibr

ionales(0.9685),f:Desulfovibrionaceae(0.9108),g:Bilophila(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGTGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAG

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG
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TAAAGCGCACGTAGGCGGCTTGGGAAGTGAGGGGTGAAATCCCAAAGGCCAACTGTGGAACTGCCTTTGATAATGG

CAGGGTTGAGGACCGGAGAGGGTGGCGGAAATCCAGGTGTAGGAGTGAAAACCGTAGATATCTGGGGGAAAACCG

GTGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC

CTGGTA 

>OTU8656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Coprococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTTGCAA

GTTGAATGTTTAAACTATCGGCTCAACTGGTAGTCGCGTTCAAAACTGCAGGACTTGAGTGAAGTAGAGGCAGGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAAC

TGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8653;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTACAAGGAAGATAATGACGGTACGTGAAGAGGAAGCTCCGGCTAACTTCGTGCCA

GCAGCGGCGGTAATACGCAGGCGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGGAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGCTCGTCTTGAGTGTGGGCGATGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8654;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCCTGT

TAAGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCGGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8655;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.4914),g:Eubacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTAATCAGGGACGAATTTTGACGGTATCTGAAGAATAAGCTCCGGCTAACTACGTGTCA

CCAGCCGCGGTATTACGCAGGGAGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGAGAGCA
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AGTTGGGAGTGAAATGCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGTTCTTCTTGAGTGCTGGAGAGGCAGGC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGATGTACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8659;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

1(0.0000),g:Bacillus(0.0000); 

CAAGAAGGGAAAAAGTACCTCCCCCCCCCGATTTCTCTCCTTCCCAAGAAGCTGTTCAGAATCAGAATGAGCCGCAAC

TTCGGGAGGAAAATGCTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGC

GACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCC

GACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCC

AACCTGCAGATTTTTATCGCTTCCATGACGCAGAA 

>OTU8658;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTGTACCGTATTGCAGGTACTCTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGATAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGA

GTGCAGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACCGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8657;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9719),o:Rubrobacterales(

0.8846),f:Rubrobacteraceae(0.8146),g:Rubrobacter(0.7162); 

TACGGGAGGCAGCAGCCAGGAATCTTGGGCAATGGGCGAAAGCCTGACCCAGCAACACCGTGTGGGCGATGAAGG

CCTTCGGGTCGTAAAGCCCTGTTGATAGGGACGAAGGGCGAAGGGTTAATAGCCCCTAGCTCGACGGTACCTTTCGA

GGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGAGCGTGTAGGCGGTTCGGTAAGTCTGCCGTGAACACCTGAGGCTCAACCTCGGGCGTGCGGTGGGTACTGCC

GGGCTAGAGGACGGTAGAGGCGAGTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAG

TAGCGAAGGCGGCTCGCTGGGCCGTTCCTGACGCTGAGACGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCT

GGTAGTCC 

>OTU8660;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0149),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTA

AGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCGGCAACCAATACGGGGGGACGGGAGGGCAGGGAGGGGAA
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GCGGAATTCCTAGGTTAGCGGGGAAAGGCGGAAATATTAGGGGGAAACACAGGGGCGAAGGCGGCTTTCTGGAAT

GTAACTGACGCTGGGGCAAGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU8663;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGCAATAAGGGCGTCGCTCACTTCCGATGAGTCTACCCGGGGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTGAGTTGGGAAAGGTTGCGGGTCAACCGTGAAATTGCAGTTGATACTGGATAGCTTG

AGTGCAGTAGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACTAAACTGTAACTGACGTTAATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8664;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGCGTGAAGGATGAAGGT

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAATGAGCAGCACGTATAATGCTTTGTATGTATTATATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGGAGAATTGCAGTTGATACTGTCAGACTTGAG

TGCAGTAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGAACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8661;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_2(0.1098),g:Alkaliphilus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCGAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTC

TTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCTGCGGTAATACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTAA

GTGAGATGTGAAATACTCGGGCTCAACTTGGGTGGTGCATTTGAAACTGGCAGTCTAGAGTGCAGGAGAGGGGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACATCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8666;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Pseudoflavonifractor(0.0204); 

ACGGGAGGCAGCAGTGGGGAAGAGGGGGGAAGGGGCGAAAGAGGGACAAAGCAAGGCCGGGTGGAGGACGAA

GGCTTTCGGGGTGTAAACTTCTTCTCTTAGGGACGAAGCAAGTGACGGTAGCTAAGGAATAAGCCACGGCTAACGAC

GTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGA

TTGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGG

CAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGA

CAGCAACTGACGCTGAGGCGCGCAAGCGTGGGGAGCAAACAGGATTACCTACCCTGGTA 

>OTU8665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTAACC

GGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACTCTGGTA 

>OTU8667;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Pseudoflavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACCTCTGTTGTCTGGGACGAGTATAAGACGGTACCTGATGAATAAGCCACGTCTAACCATGTGAC

AGCCGCCGCGGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGGGTACTGCATTCGAAACTACACTTCTAGAGTATCGGAGAGGCGATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8669;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.9

942),f:"Porphyromonadaceae"(0.9108),g:Butyricimonas(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTCGCAAGGGAAGAATAAAAGGTACGTGTCCCTTCTTGCCTGTACCTGACTAATAAGC

ATCGGCTAACTCCGTTCCATCAGCCCCGCTAATACGGTGCATGCGATCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGGACGTAAAGTCAGCGGGAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGAGCTCGAG
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ACGAGACGAGGGAGGCGGAACTAGTGAAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATAGCGAAGG

CAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGGGAGACA

AGTTGAATGTCTAAACTATCGGCTGAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8670;tax=d:Bacteria(0.2356),p:Latescibacteria(0.0264),g:Latescibacteria_genera_incertae_sedis(0.00

18); 

GTGTCAGCAGCCGCGGTAATACGAGAGGAGCTAGCGTTATACAGTCAAACTGGGCGTAAAGGGTTCTTCAGTGAAA

AAGTGTAAGAAAATGATTAAATTTTAGAGGGTAACCCTAAATATTATTTTGACTACTTTTCTAGAATTTTATTGGTGTTT

ACTTTATTCTATTAAAAGAGTTAAAATTCTTAGACTAATAGAGGAGGACCAAAGGGCGAAAGCAGTAAACAAAATAA

AATTGACACTTAGGGACGAAAGCATGGGGAGCGATCGGGATTAGAGACCCCGGTAGTCCATGCCCTGACCGATGGG

GGCTCTATGATTTCAATAAATGAAGTTATATAAGCTAACGCGTAAGCCCCTCGCCTGAGAAGTACGATCGCAAGGTTG

AAACTCAAAGGAATTGACGGGG 

>OTU8672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3544),g:Coprococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCA

AGTGTGAAGTGAAAGGCATGGGCTCAACCGGTGGACTGCTTTGGAATCTGGGCAGCTAGGGTGCCTGAGAGGTAAG

TGGAATTCCTATTGTAGCGGTGAGATTCGTAGATATTAGTAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

AATGACGTTGAGGCTCGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:"Prevotellaceae"(0.9666),g:Prevotella(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCATCATCTTCACTGCAGCGCGAACTGTTCTCCTTGA
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GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCTATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8671;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Rikenellaceae"(0.0099),g:Rikenella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGTTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCACAACAGGAGTTTGCCTTGAAAACGGTCTGACGAGGA

TGTAAACGGCGCAGGCGGAATGATTCATGTAGCGGGGACATGCATAGTTATGATTCAGAAAACCGGTCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGAACGAAGGCGTGGGTATTAACAGGATTAGATACCCTGGTA 

>OTU8676;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCCTTTATCCGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGTTGTTAAGCGTGATGTGAAATGTGGGGGCTCAACCGGGGAACTGCAGCGCGAACTGGGAGCCTT

GAGTGCGTAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCGGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8673;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGACTGAACCAGCCATGTCGCGTGCAGGAAGGAGGC

CCTATGGGTTGTAAGCTGCTTTTATCGGGGAATAATAAGACGTACGTGTAGCTGTTTGTATGTACCGGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGCGGATGTTTAAGTGGGATGTGAAATGCACGGGCTTAACCTGGGATGTGCGTTGCGAACTGGAAGTCTA

GAGTGCGGAAGAGGATAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATTGCGA

AGGCGGCTTTCGAGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8675;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9762),o:Actinomycetales(

0.9063),f:Microbacteriaceae(0.5632),g:Chryseoglobus(0.1735); 

GTGTCAGCCGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT

GGTCGCGTCTGCTGTGAAAACCCGAGGCTCAACCTCGGGCCTGCAGTGGGTACGGGCCAACTAGAGTGCGGTAGGG

GAGATCGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGATCTCTGG

GCCGTAACTGACGCTGAGGAGCGGAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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GTGGGAACTAGTTGTAGGGGCCATTCCACGGCTTCTGTGACGAAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTAC

GGTCGCAAGACTAAAACTCAAATGAATTGACGGGG 

>OTU8677;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTGTTTGACGGTACTTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA

AGCGAGTGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGGAGAAGTGCATTAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGTTTCCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8679;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Nocardiaceae(0.0000),g:Gordonia(0.0000); 

GGAATCGTCTGTGAGCGTTGTGGTGTGGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGCTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAG

CAATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACC

CGTCGTGGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCGGTTGCTGAACAATTAC

GTGAGGAGATGGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU8680;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATACAGTGCAGTATGTATACTGTCTTGTATGTACTATATGAATAAGGA

TCGTCTCACTCCGTTCCAGCCGCCGCGGTCATACGGAAGATCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGAGTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAGAGTTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGAGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAGTGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1485),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTC

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTAAAATCCATGGGCTCAACCCAGGAACTGCTGTCAAAACTGTTAGTCTTGAGTAATGCAGAGGTAGGC
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GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCAGC

AACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCATAGTGGAAGCCACGGCTAACAACATGCCA

GCAGCGCCGGTAATACGCAGGTGGCAAGCGTTATCCGGATTTACGGGGGGTAAAGGGAGCGTAGGCGGATGAGTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGTGTGCTGCATTTCAAACTGGTTATCTAGAGTGCAGGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGACGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCCCATGAATAAGCCACGGCTCACTACGTGC

CAGCAGCCGCGGTAATACGCAGGTAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTAGGGGCTTAACCCATAAACTGCATTTGAAACTGGATCGCTTGAGTGCTGGAGAGGTAGA

CGGAAGTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTGGCGAAGGCGGTCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8682;tax=d:Bacteria(0.0024),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

AGCACGCCCAACGAGAGATGAGATTGCGGCTGGGAAAAGTTACTGTAGCCGCCGTTTTGGCGGCGCAACCTGTGAC

GCCAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATG

ACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTCGAAAAATTATCTTGATAAAGCAGGAATTACTACTGCTTGTT

TACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATGCGACCTATCCTTGCGCAGCTCGAGAAGCTCTT

ACTTTGCGACCTTTCGCCATCAACGAACGATTCTGGCAAAAACTGACGCGTGGGATGAGGAGAAGTGGCGTAAGAG

GCGTGGCACGGGCGTCAAGGACT 

>OTU8684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCAGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTAAGAGGGTAAAATCGGGTACGTGTACCCGCCTGAAAGTATCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCCAGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGCGGGATGGTAAGTCAGATGTGAAAACTATGGGCTCAACCGTGAGATTGCAGTTGATACTGGTGTTCTTG
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AGTGAAGTAGAGGTGAGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGAGATCAGGAGGAACATCGGTTGCGAA

GGCGGCTTACTGGACTGTTACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8685;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Porphyromonadaceae"(0.9573),g:Butyricimonas(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGCGTCCTTCGATGCCAGTACTTGTCGAATAAGC

ATCGGCTTACTCCGTGCCAGCAGCCGCGGTTATACGGGGGATGCGAGCCGTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCGGCGGTAAAAGACTGCGGCTAAACTGTAGCACGCCGTGGAAACTGGCGCCCTGGA

GACGGGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTAGGAACCCCGATTGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8687;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTGCAGTCTGTATACTGTTTTGTCTGTATTATATTAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGGTGTGAAAGTTTGCGGATCAACCGTAAAATTGCAGTTGATACTGACAGTCTTGAGTA

CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGAGGGCGAAGGCA

GCTCAATGGACTGCAACTGACACAGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTAGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTACTCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTCAAGTCAGAAGTGAAAAGCCGGGGCTCAACTGTGGAATTGCCTTGGATACTGGTAGGCTTG

AATACTGTTGCGGTGAGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAAG

GCAGCTCACGGGGCAGAAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

ACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAATGGTAAGTCAGTTGTGAAAGCTTACGGCTTAACCGTGGAATTGCAGTTGATACTGTCAGACTTGAG
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TGCAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGACTGCAACTGACACTGATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8691;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGTGAACTGTTCTCCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGC

CAGCTTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTAAGGATTGTAAACCTCTTTTGTCGGGGAACAACGAGTTGCACGCGTGCGACAGTGAGGGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTAGATAAGTTTGAGGTTCAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGG

ATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGTCGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8690;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGGGCCTGAACCAGACAAGTAGAGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTCATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTACAACTGCAGTTGATACTGGTTATCTTGAT

TGCAGTTGAGGCCGGCAGAATTCGTGTTGTAGCGGTTAAATGCTTAGATATCACTAAGAACCCCGATTGCGAATGCA

GCCTACTACGCTGCAACTTACCTTTATTCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8689;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9856),o:Pseudom

onadales(0.9821),f:Pseudomonadaceae(0.9871),g:Pseudomonas(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGT

CTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTAAGTTAATACCTTGCTGTTTTGACGTTACCGACAGAA

TAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGTAGGTGGTTTGTTAAGTTGGAAGTGAAAGCCCCGGGCTCAACCTGGGAACTGCTTTCAAAACTGGCAAG
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CTAGAGTATGGCAGAGGGTGGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGC

GAAGGCGACCACCTGGGCTAATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8694;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTGGGGAATAAATTTCGGGCCGGGTCCCGATTTGTATGTACATCCAGAAAAAGA

ACGGGCTAATTCGTTCCCAGCGGCCGCGGTAATACGAAAGGCCCGGGCTTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTTGA

GTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGC

AGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGACCCAGCCACGTCGCGTGAAGGATGACTGCC

CTCTGGGTTGTAAACTTCTTTTATAAAGGCATAAAGTCGGGTATTGATACCCGATTGAATGAACTTTATGTATAAGGA

ACGACTCACTCCGTGACAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGCTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGAGATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCCTGCTAAGCCGCAACTGACATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8695;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGATTGTAAACTGCTTTTATAAGGGAGTAAATTAAGCCACGTGAGGCTTATTGCATGTCCCTTTTGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCACCGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGGACTGCAGCGGGAACTGGTCTCCTTGA

GTGCGCACAAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCAATGGCGAAGG

CAGCTTACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8698;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9856),o:Campylob

acterales(0.9063),f:Campylobacteraceae(0.8146),g:Campylobacter(0.7162); 

AAGGGAGGAAGAAGGAGGGAAGATTGCTCAATGGGCGAAAGCCTTAAGCATCAACGACGCGTTTATTATGACACTT

TTCGGAGCGTAAACTCCTTTTCTTAGGTAAGAACAATGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAG

TCTTTTGTGAAATCTAATGACTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATGG
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AATTGGTGGTGTAGGGGTAAAATCAGTAGAGATCACAAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAAAT

GACGCTAATGCGTGAAAGCGTGGGGAGCAAAAAGGATTAGATAACATGGTA 

>OTU8693;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.5174),c:Fusobacteriia(0.2902),o:"Fusobacteriales"(0.

1249),f:"Fusobacteriaceae"(0.0457),g:Fusobacterium(0.0087); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAG

GCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTAGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8697;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCGCCACGTGTGGAGCTTTGTATGTACCTTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAAGTGTCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGA

GCGTAGGTGGACTGGTAAGCTAGTTGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGAAACTGCCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGG

CAGCTCACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8699;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.4787); 

AAGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACACTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCAGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGGGCATTGCAGCGCTAACTGTGATACTTGA

TTGCGCAGTAATTAGGCGGAATTCGTCGTGTATCGGTGAAATGCTTAGATATGACGATGAGCTCCTATTGCTAATGCA

GCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8702;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGAGTTAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGCC

CTCCGGGTCGTAAACTGCTTTTATTTAAGAATAAAGTTCAGGACGTATCCCGTTTTGTATGTATCATATGAAAAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGTGGGCTTGTAAGTAAGTTGTGAAAGTCTGCGGCTCAACCGTCGAATTGCAGTTGAGACTGGAAGTCTTGAAT
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TCAGAAGAGGAGGACGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGCA

GGCATCCGGAGTGTAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8700;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0113),g:Saccharofermentans(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGACGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGATCAAGCCTCGGCTAACTACGTG

CCAGCACCCGCGGCAATACGTAGGCGGCAAGCGTTCGCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGCGTAATACCCAGAGCTTAACTCAGGTACTGCATCTGAAACTAGCAGTCTTGAGTGTGTAAGATGT

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTAGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8704;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 

TGCGACTCCAGCGATTCAGTACCTTAACGCTACAGGTGCTTTGACTTATACCGATATTGCTGGCGACCCTGTTTTGTCT

GGCAACTTGCCGCCGCGTGAAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGATTGCT

GAGGGTCAGTGGTATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGG

AACCGCCTTCTGGTGATTTGCAAGAACGCGTACTGATTCGCCACCATGATTATGAACAGGGTGTTCAGTCCGTTCAGT

TGTTGCAGTGGAATAGTCAGGTTAAAGTTAAT 

>OTU8701;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGAGGAGAGTACCAGGGTAATA

AGCATCGGCTAACTCCGTTCCAGCAGCCGCGCTAATACGGGGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGGCAAGTCAGGGGTGAAATTCCGGGGCTCAACTGTGGGGTTGCCCTTGATACTGTCGGGC

TTGAGTGCGGATGACGGTGGAGGAATGAGTGGTGTAGGGGTGAAATGCGTAGATATCACGAAGAACACCGATTGC

GAAGGCATCTGGCGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8703;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTATCTACAGGGACGAACAAATGGCGGTACCTGTAAAGAAAGCCACGGCTAACTACGTGC

CAGCCGCCGCGGCAATACGTAGGTGGCAAGCGATATCCGGATCTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGCC

AAGTCTGATGTGAAAATCAGGGGCTCAACCCAGGAACTGCATTTGAAACTGTAATTCTTGAGTGGCGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTAT

AACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8705;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9769),o:Desulfovibr

ionales(0.9606),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGACGCAGCGACGCCGCATGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGATGGGAAGAAACTAGGGTGCTCTACTCATCATCCTACTGACGGTACCTTCAAAG

GAGGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGTACGGTGCAAGCGTTAATCGGAATCATTGGGCGTAA

AGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAACCCACGGCTCAACCGGGGAACTGCCCTTGATACTGGACG

ACTCGAATGCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCAGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8706;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGTTGCAGTAACGCCGGGGGGGGGAAGACGG

TTTTCGGATTGTAAACCTCTGTTTTCGGGGACGAACAAATGCCGGTAACCGAGTAGGAAGCCACGCCTACCAACGTCC

CAGCAGCCGGGGTATTACGTAGGGGGCAAGGGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8707;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGTAAAAGAAG

CATCGGCTAACTCTGTGTCAGCAGCCGCGGTAATACGGATGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTAAAAGTTCGGGGCTCAACCCGGTGTCGCCTTGGAAACTGGCGTGCTGG

AGTGCGGGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATGGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCAATGACTAAG

GACCGGCTAATTCCGTGCCAGCAGGCGCGGCAATACGGGAGGTCCGGGCGCTATCCGGATTTACTGGGTGTAAAGG

GCGCGTAGGCGGGAGTGCAAGTCTGATGTGAAATCCAAGGGCTCAACCCGTGAACTGCATTTGAAACTGTATTGCTT

GAGTGTCGGAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGA

AGGCGGTCAACTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6784 

 

>OTU8709;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Eubac

teriaceae(0.0252),g:Alkalibaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATACTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTTGTAGGGGACGAGGAAAAGACGGTACCCTACGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCATGTAGGCGGTTTTGC

AAGCTTGGTGTGAAATGCATAGGATCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAAC

TGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACATA

GACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8710;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGAAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGAT

CTTCGGATTGTAAACCTTAGTCAAAAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGCAGCCACGGCTAACTACGT

GCCAGCAGCCGGGGTAATACGTAGGTGGAGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCAT

GCAAGTCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTGAGTCTTGAGAGTGGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGATTTACTTGACC

ACAACTGACGCTTAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Rikenellaceae"(0.3544),g:Alistipes(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATTATAAGCCTTTTTCGCAGGTTGATTCCTGTACCCGACGAATCAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTAGAGGTGAAGTACCGGGGCTTAACACCGGAACTGCGTCTAATACTGTTGAACTAGAG

AGTAGTAGAGGTAGGAGGAATGTATGGTGTAGAGGTGAAATGCGTAGAGATCAGACAGAACACCGATGGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8711;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAAGGGAAGAAGGAAGTGACGGTATCCTGTGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGACGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

GTAAGTTAGATGTGAAATACCGGGGCTTAACCTGGGGGCTGCATCTAATACTGTTGTACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8712;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCCGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTCAAGAGGGAAGAGCCGAAGACGGTACCTCGAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAAAACATGATCTGCATTTGAAACTGTAGAGCTTGAGTGTCGGAGGGGGAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8714;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9321),o:Legionell

ales(0.6881),f:Legionellaceae(0.4914),g:Legionella(0.3043); 

GTGTCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGGGTTTGTAGGTGGTT

GGATAAGTTATCTGTGAAAGCCCCGGGCTCAACCTGGGAAGGTCAGATAAGACTGTTTAACTCGAGTATAGGAGAG

GGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACACCAGTGGCGAAGGCGGCTACCTG

GCCAGATACTGACACTGAAAAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GATGTCAACTAGTTGTTGGTGATATGAATATCATTAGTGACGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTAC

GGTCGCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU8715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGTCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGG

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGT

AAGTCAGATGTGAAATCCATGGGCTCAACCGATGAGCTGCATTTGAAACTGTAGGTCTTGAGTGCAGGAGGGGCAAT

CGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGTCGCT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8716;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGCTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTAACGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGATGTGTGAAATGTCTGGGCTTAACCTGGGCACTGCCGCGCGAACTGTCAGACTTG

AGTGCGCATGCAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTTGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU8719;tax=d:Bacteria(0.0076),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Actinomycetaceae(0.0000),g:Actinomyces(0.0000); 

AATTCATACGTTCAACCTGCGGTACGTGCTAGAGCGCGACCAACAGGGACGTCGCTAACAGTTTAAAATATACAGTTT

GTGATAAAGCTATACGTGTTCATGTAGACAATAAATACAAATCGTTATTTGAGCAGACCATCCAAAATGGGGGCCCTT

TCGTCTCGCGCGTTTCGGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTA

AGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGTCAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTA

TGCGGCATCAGAGCAGATTGTACTGAGAGTGCACCATAAAATTGTAAACGTTAATATTTTGTTAAAATTCGCGTTAAA

ATTCGCGAATT 

>OTU8718;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGCGGGGCTTTAAGTCAGGTGTGAAATGTATGGGCTCAACCCGTAAACTGCACTTGAAACTGAGGCTCTTG

AGTGAAGTAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8717;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Gemmiger(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTATCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCA

AGTCAGACGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCTAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATAAAGGAATAAAGTCGGGTATGGATACCCGCTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGC

GCGTAGACGGCCGAGTAAGTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTGCCTGTAATACTGCTTGGCTTGA

GTGCAGGAGAGGGAAGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAG

GCGGCCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8721;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3884),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAAACTCTGTCTTTAGGGACGATAATGACGGGACCTAAGGCGGAAGCCACGGCTAACTACGTGCCA

GCACCCCCGGTAACACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGTGTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:Flavobacteriia(0.8331),o:"Flavobacteriales"(

0.6138),f:Cryomorphaceae(0.3884),g:Wandonia(0.0519); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGAT

TTATAAGTCAGTGGTGAAATCCTGCAGCTCAACTGCAGAACTGCCATTGATACTGTAAGTCTTGAATTTGATCGGAGT

GGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATAGCGAAGGCAGCTCACTAGGT

TATAATTGACGCTCATGGACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

ATTACTCGTTCTTGACAGCAATGTCAGGGACCAAGCGAAAGTGATAAGTAATCCACCTGGGGGGTACGATCGCAAGG

TTGAAACTCAAATGAATTGACGGGG 

>OTU8722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAATGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGACAGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTAATTCTTGAGTGGCGGAGAGGCTGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCGCT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8725;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.8448),c:Planctomycetia(0.6346),o:Planctomycetal

es(0.3639),f:Planctomycetaceae(0.1872),g:Planctopirus(0.0157); 

GTGTCAGCAGCCGCGGTAATACGAACTGTGCGAACGTTATTCGGAATCACTGGGCTTACAGGGTGCGTAGGCGGCC

AGACAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGAGGAACTGCGCTTGAAACTGTTTGGCTCGAGTCAGCTAGAG

GTACACGGAACTTCCAGTGGAGCGGTGAAATGTGTTGATATTGGAAGGAACACCGGAGGCGAAAGCGGTGTACTGG

GGCTGGTCTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACG

ATGAGTGCTGGACGGGAGGGGGTTCGCCCTTTCCGGTCGGAGCGAAAGCGGGAAGCACTCCGCCTGGGGAGTATG

GTCGCAAGGCTGAAACTCAAATGAATTGGCGGGG 
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>OTU8724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidetes"_incertae_sedis(0.4812),g:O

htaekwangia(0.0204); 

GTGCCAGCAGCCGCGGTAATACGTAGGATCCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTT

TATAAGTCAGTGGTGAAAGTTGGCCGCTCAACGGTCAAATTGCCATAGATACTGTAGAACTTGAGTTAAGTTGAGGT

GGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGAGATGACACAGAACACCGATTGCGTAGGCAGCTCACTAAGC

TTATACTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGTTG

ATAACTTGCTGTTGGCGATACACAGTCAGTGGCTAAGGGAAACCGATAAGTTATCCACCTGGGGAGTACGTCCGCAA

GGATGAAACTCAAAGGAATTGACGGGG 

>OTU8726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGGAGGACGACGGA

CCTATGGGTTGTAAACTGCTTTTGTTGGGGGGTAAAGAGTTCCACGTGTAGCATATTGCAGGTACGCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGAGTGGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGTGCGAACTGTGAGTCTT

GAGTGCGCAGGGAGTAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8727;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGATGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACCACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAGTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAAACGGAGAATTGCGTAAGAAACGGTTG

AACTTGAGGGCAGAAGAGGAGAGGGGAACTCCATGTGTTGCGGTGGAATGAGTATATATATGGAAGAACACCCGTG

GCGAAGGCGGCTCACTAGTCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGAAGGATTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGGAGCGGTGAAATGCGGAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACGGACGATGAGGCGAGAAAGCGGGGGGAGCAAACAGGATTAGAGACCTGGTA 
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>OTU8728;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0904),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCAGA

GCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGCTTTGCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8731;tax=d:Archaea(0.0024),p:Diapherotrites(0.0000),g:Diapherotrites_Incertae_Sedis_AR10(0.0000)

; 

ACGAACGTCAGCAGCAGCCTTCTGGCCGTCACCATACATATCATCATTCTCCAACTCACCGCCCTGCATACGAAAAGA

CAGAATCTCTTCCACGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGAAAGAGTAG

AAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAA

GGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAAAATACAATGGGGAGGGTGGCAAG

CCGGACGGTTAGTGCATAGACAAAGTAGAGCCAATACCATCAACGTTACCGTCTGTCCAGAAATGGTTCCAAGTATC

GGCAACAGCTT 

>OTU8732;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Oceanos

pirillales(0.0000),f:Halomonadaceae(0.0000),g:Kushneria(0.0000); 

CCGGTTATTAACGAGATTATTTGTCTCCAGCCACTTCAGTGAGGTGATTTATGTTTGGTGCTCTTGCTGGCGGTATTGC

TTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCTCCGGTGGCATTCAAGGTGA

TGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAATGTTCCT

AACCCTGATGAGGCCGTCCCTAGTTTTGTTTCTGGTGCTATGGCTAAAGCGGGTAAAGGACGGCGGGAAGGTACGTG

GCAGGCTG 

>OTU8733;tax=d:Archaea(0.0093),p:"Euryarchaeota"(0.0078),c:Thermoplasmata(0.0026),o:Methanomassil

iicoccales(0.0020),f:Methanomassiliicoccaceae(0.0006),g:Methanomassiliicoccus(0.0006); 

GGCTTACTTTGACTCAACGCGGGGAAACTCACCAGGTCCAGATATTAGTAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTTAATAGTTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGCTTAATTGCGATAACGAACGAGACC

TTAACCTGCTAAATAGCCCGGCTCGCTTTGGCGGGTCGCCGGCTTCTTAGAGGGACTATCGGCTCAAGCCGATGGAA

GTTTGAGGCAATAACAGGTCTGGGATGCCC 

>OTU8729;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

CCTTTCTTCCTCCTTTCTTCCTCTTTCCCCCTTGTCGCCCGCCCGCTGCCGCCATGCCGCGTGTATGACGAAGGCCTTCG

GGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTTCTCATTGACGTTACCCGCAGAAGACG
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CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCACGCAGGCGGTGTGTTAAGTGAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGATACTGGCAAGCTT

GAGTGTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGA

AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8734;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9711),o:"Enterob

acteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGACGGC

CTTCGGGTTGTTAAGTACTTTCAGCGGGGAGGAAGGGAGTCAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GACGCCCCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGGCAGAAGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTGGCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTT

GCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8737;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

ACTCATCGCGACTATCCTTAAGAGGGCGTTCTGCAGCCAGCTTGCGGCCAAACTGCGTCACCGTCTTCTCGTTCTCTCA

AAACCCTTTTTCGTCCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATATCAAGTTGGGGGAGCACATTGTAGCATTG

TGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACA

TACATATCACCATTATCGAACTGAGCGCCGTGCATACGATAAGACAGAGTCTCTTCCAAGAGCTTGAGGCGGTTATCG

ATCTGCATATGGAAGCCAAGCATTGAGGAGGGAGAAAGGGTAGAAATGCCACAGGCCTCAAGAGCAGGTTTAAGA

GCCTC 

>OTU8735;tax=d:Bacteria(0.7564),p:"Bacteroidetes"(0.1508),c:Sphingobacteriia(0.0224),o:"Sphingobacteri

ales"(0.0170),f:Sphingobacteriaceae(0.0046),g:Pedobacter(0.0032); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGAGGAAGAAGGAAAGAGGAAGGGAGAGTGCGGGAAGG

AGGCCCTATGGGCTGTGAACCGCTGTTGCCTGGGGGCAATAAGGGCGTCGCGCAGGTCCGATGAGAGGACCAGGG

GAATAAGCATCGGCTAACTGCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTT

TAAAGGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTC

GCGCTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGGACACCGAT

TGCGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTT

GTA 

>OTU8736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATTAGCAGGGAAGAAGATGACGGTACCTGTCTAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGCAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGATGCAA

GTCTGGAGTGAAAGGCCAGGGCTCAAACCGTGGACTGCTATGGAAACTGGATGGCTAGAGTGCTGGAGAGGTAGG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAAAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9928),o:Clostridiales(0.9934),f:Clostri

diaceae_1(0.9108),g:Clostridium_sensu_stricto(0.7162); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGGGCCGAAGGCGATTCCATTCACTGTA

ACCGAGGCTCAGTCTCGATCGCGTGGAGGCAGAAGAGGATTAGATACCCTGGTA 

>OTU8740;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCACGCCGCGTGAGTGAAGAAGTC

CTTCGGGATGTAAACCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCCTGGAACTGCATTTCGAACTGCCAGGCTGGAGTGCGGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTTTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGA

CTTCGGGATGTAAAGCTCTATCATCAGGGAAGAAAAAGACGGTACCTGAATAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGTTGTAA

GCGAGATGTGAAAAACCCGGGCTTAACTTAGGTGCTGCATTTCAAACTAGAGGGCTAGAGTACTGGAGAGGCAGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCGGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8739;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Rikenellaceae"(0.7428),g:Alistipes(0.6200); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGTCGCGTGCAGGAAGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCCCTTACGTGTAAGAGCCTGAAAGTACCGTACGAATGAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATGCCGGTGCTTAACGCCGGAACTGCCTCGAATACTGTTGAACTAGA

GTGTAGTTGAGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCTTAGAGATCATGCAGAACACCGATTGCGAAGG

CAGCTTACCAGACTATATCTGACGTTGAAGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.6709),g:Eisenbergiella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACGGCATTTGAAACTGCCAGGCTGGAGTGCAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGATCACCAGTGGCGAAGGCGGCTTACTGGACTGGC

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGAACCCTGGTA 

>OTU8742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGCGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCATGGAGGAAGACACGGCTAACTATGCGCCA

GCAGCCGCGGTAACACGTAGGTGGCGTGCGCTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGAGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCGACATTCCAAACTGGTTATCTGGAGTGCAAGGGAGGAGAGT

GGAATTCCTAGGGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGGGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8745;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGGTAGCCTGAACGAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAGCTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTAGGTATTATATGAATAAGGA

TCGGCAAACTCCGTGACAGCAGCCGAGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACTGTAGAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCTCGAGGAACTCCGGTTGCGAAGGCA

GCTCCCTGGACTGCAACTGACACTGATGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Rikenellaceae"(0.9015),g:Alistipes(0.8124); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTAAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGATAAACGCTCTTACGTGTAAGAGCCTGAAAGTACCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGTTTGATAAGTTAGAGGTGAAATACCTGTGCTTAACACCTGAACTGCCTCTAATACTGTTGTTCTAGAG

AGTAGTTGCTGTAGGCGGAATGTATTGTGTAGCTGTGAGAGGCTTAGAGATCATACAGAACACCAATTGCGAAGGCA

GCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8747;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Rikenellaceae"(0.4224),g:Alistipes(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTAAGAGGGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTACCGGACGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAGGGG

TGCGTAGGCGGTTTGATAAGTTTGACGTGAAATATCGGTGCTTAACGCCTGAACTGCCTCGAGTACTGTTGTACTTGA

GAGAATTTGCGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCTTAGAGATCACACAGAACACCGATTGCGAAGG

CAGCTTACCAGACTATTACTGACGTTAAAGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8746;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGATTGTAAACTTCTTTTATAAGGGAATAAAGTACATTACGCATAGTGTTTTGTATGTACCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTCTGGGGCTCAACCGTAGAATTGCAGTTGATACTGGGCGTCTTGAG

TACGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCTCTGGGCTGCAACTGACACTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8751;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCAGGTACGTGTAACTGTTTGTATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGATGGTTAAGCGTGACGTGAAATGTACGGGCTCAACCGGTGAGGTGCGTCGCGAACTGGCTTTCTTG

AGTGCGTTCGGTGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACCAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8748;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGGGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGAGGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGGGGGAAAGTCCGGGGCTCAACCCCGGGGTTGCCGTTGATACTGGAGG

GCTGGAGTGTGGATGCGGCAGAAGGAATGAGGGGTGTAGCGGTGAAATGCTTAGATATCATTCAGAACACCGATTG

CGAAGGCAGCTTGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU8749;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTTAGTCAGATGTGAAGTCCCGGTGCTCAACCTGGGAGCTGCATCTGATACTGGCA

AGCTTGAGGCTCGTAGAGGGGGGTAGCGTTCCGGGTGTAGCGGTGAGATGCGTAGGGTTCTGGAGGAATAACGGT

GGCGAAGGCGGGCCCCTGGACGAAGACTGACGCTCAGTTGCGAAAGGTTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU8750;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCCCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGGTGCAAGCGTGATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGATGCAAGTGTGGTGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTTGAAACTGGA

TGGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGT

GGCGAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8753;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0560),g:Blautia(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGCGATGAAGTA

CTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTAGCTGACTAAGAAGCCACGGCTAAATACGTGCCA

GCAGCCGCGGTAATAAGTATGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCTGGCAA

GCCTGATGTGAAATACCGGGGCCCAACCGCGGGGCTGCATTGGGAACTGCCAGGCTGGAGTGCCGGAGAGGCAGG

CGGAATTCCTCGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAGGGCGGCCTGCTGGACGGT

GACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8752;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0252),g:Clostridium_IV(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGCGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGTAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGCTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATT

GCAAGTCAGGCGTGAAATCATAGGGCTCAACCCGGTGACTGCGCTTGAAACTGTAGTTCTTGAGAGTGGGAGAGGT

AAACGGAAGTCCTGGTGTGGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGAC

CACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8754;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT

AAAGCGCGCGCAGGCGGCCGTGCAAGTCCATCTTAAAAGCGTGGGGCTTAACCCCATGAGGGGATGGAAACTGCAG

GGCTGGAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1872),g:Coprococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTT

TTTCGGAATGTAAAGCCCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGTGCGCAGGCGGCGCGCCAA

GTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGTCGGAGGGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACGATTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.4224),g:Blautia(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCCGTGGACTGCATTGGAAACTGTCATACTGTAGTGGCGGAGGGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGTGAAGGCGGCGTACTGGACGG

GAACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU8759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lachn

ospiraceae(0.6350),g:Blautia(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGAC

AAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGCCCGTCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU8756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGGCGAGTAGAAGACGGTACCTGACGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAACGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGC

AAGTCTGGAGTGAAAGCCCGTGGCCCAACCACGGGACTGCTTTGGAAACTGTGTTGCTGGAGTGCAGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8758;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAAAGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTCATCCGTCGGGCGCTAGCGGTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACGGTAGTAAGCCGTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCACTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4563),g:Eisenbergiella(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGTATGTAAAGCTCTATCATTGGGGAAGAAAATGACGGTACCCGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACTCGGGGACTGCATTTGGAACTGTCAGGCTGGAGTGCAGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGAAGGCGGCTTACTGAACTGTA

ACTTACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8763;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(0

.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

TTCAGCGCCTTCCATGATGAGACCGGCCGTTTGAATGTTGACGGGATGCACCTAATCAGCACTGACGGCAGCAATAC

CCTCAACCGGAGCATGAACGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGA

GCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACG

GCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGGCTGGAAACGTACGGATTGTTCAGTAACTTGAATCATGAT

GTCTTACCGATTAGTGGTGGAACAGCATCGGACTCA 

>OTU8761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGAAGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGGAACTGCATTTAAAACTGGAAGTCTAGAGTGCGGGAGAGGAGAGT

GGAATTCCTAGTGTAGTGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGTCTATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8762;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGTCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCCGGTTGTAAAGCTCTGTCTTTAGGGACGTTAATTACGGTACCTGTGGAGGTATCCACGGCTAACTACATTCCAG

CACGCGCGGTAACATGTCAGCGGCGAGCGTAGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAAG

TGCGATGTGAAATACCCGGGCTCAACTTGCGTGCTGCAGTTCGAACTGGAAGTCTAGAGTGCGTGCGAGGAGAATG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACCCCGGTGGCGAAGGCAGTTCTCTAGACTGTAA

CTGACGCTGAGGCTCGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8764;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Gammaproteobacteria(0.4045),o:Pasteure

llales(0.1719),f:Pasteurellaceae(0.0710),g:Actinobacillus(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAGTGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGAGGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAAACCCGTGCCAGCAGACGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGTGCTGCCCTTGATACTGTCGCG

CTGGAGTTCGGCTGCCGCCGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTCGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGACGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATATGCAA

GTGTGGAGTGAAAGACTAGGGCTTAACCCTGGTACTGCATTTGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTAAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGGCGATAATGACGGTACCTGAGGCGGAAGCCACGGCTAACTACGTGCCA

GAACCCCCGGTAATACGTCGGTGGCGGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGCGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGCGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGTAGAACACCAGTGGCGAAGGCGATTGTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8767;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAACGAGACAAGACGGTACCTGACTAGGAAGCCCCGGCTAACTACGTGCC

GGCAGCCGCAGTAATACGTAGGGGGCAAGCGTTATCCGGAATCACTGGGTGTAAAGGGAGCGTAGACGGCTGTGC

AAGCCTGAAGTGAAAGGCGGGGGCCCAACCCCTGGACTGCTTTGGGAACTGTACGGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU8768;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lachn

ospiraceae(0.0710),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGGAACCCTGAACGAGCAATGCCGCGTGAGTGAGGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTAAGAGAAAAACGGCACTCATAGGGAATGATGAGTGAGTGATGGTATCTTACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCGTCTAGGTGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTTGAT

CTTGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8769;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0204); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTATTGTCGGGGACGAGTAGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGTTCAACTCGTGAACTGCATTTGAAACAGTTTTTCTAGAGTATCGGAGGTGCAATC

GGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGGTGAGACGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8770;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATAAGGAAGGTCCGGGCGGTATCCGGATTTATTTGGTTTAAAGGG

AGCGTAGGCAGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAGCCTGGGCATTGCATCGCGAACTGGCAGCCTTG

AGTGCGCAGGAATTAGGCGGTATTCGTCTTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGATGG

CAGCCTGCTGTAGCGTAACTGACGCTTAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8774;tax=d:Bacteria(1.0000),p:candidate_division_WPS-1(0.7907),g:WPS-

1_genera_incertae_sedis(0.0230); 

GTGTCAGCAGCCGCGGTAAGACAGAGGCCTCGAGCGTTAGACGGAATCACTGGGCTTAAAGCGTGTGTAGGCGGAA

GGGTAAGTACCTTGTGAACTCCCACGGCTCAACCGTGGAACTGCTTGGTATACAGCTTTTCTTGAGCAATCCAGGGGC

GGGTGGAACAGATGGTGGAGCGGTGAAATGCGTAGATATCATCTGGAACGCCAATGGTGAAGACAACCCGCTGGG

GATTTGCTGACGCTGAGACACGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCCCTAAACGA

TGTCCACTAGATTGTGGCGGCTCTGACGCCGTCATGGTCGAAGCAAAAGTGTTAAGTGGACCGCCTGGGAAGTACGG

TCGCAAGGCTAAAACTCAAAGGAATTGGCGGGG 

>OTU8772;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGCTGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCGGTTATGCAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCAC

GACTCGAATCCGGGAGAGGGTGGCGGAATGCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGT

GGCGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.4351); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTGGAT

CTTGAGTATCGGAGAGGTAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8771;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

AAGGAAGGAAGAAGGGGGGAAGGGGGAGGAAGGGGGGAACCCCTGACGCAGCAACGCCGCGTGAGTGAAGAAG

GCCTTCGGGTTGTAAAGCTCTTTAATCCGGGACGAAGAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGAGG

ACAAGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTGCAAAACTGTTCTTCTTGAGTGATGGAGAGGCA

GGCGGAATTCCGTGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCAGCTTACCAAACTA

TATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8777;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCACGCCGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACACGTTTGCATGTATTTTATGAATAAGG

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGTTGGATGGTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGATACTGGTTATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGTAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8776;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Rumin

ococcaceae(0.9387),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCCGTCGTTAGGGACGATAATGACGGTACCTAACCAGAAAGCACCGGCTAACCACGTGCCA

GCAGCCGCGGCAAAACGTAGGGTGCAACCGTTGTCCGGAATTACTGGGTGCAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCATTTAAAACTGCATGTCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCTTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8779;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 
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CACGGACTGGTTTAGATAGGAGTCCCCTTTTGTTCATGGTAGCGATTCTCTTGTTGCCATTTTAAAAGAGCGTGGATTA

CTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCC

AGACCGCTTTGGCCTCTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGATTTCGATTTTCTGAC

GAGTAACAAAGTTTGGATTGCTACTGACCGCTCGCGTGCTCGTCGCTGCGTGGGGGCTTGCGTTTAGGGTACGCGGG

ACTTTG 

>OTU8775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2864),g:Coprococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGAATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTAACGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGGAGCA

AGTCGGATGTGAAAGACCCGGGCTCAACCTCGGGACTGCTTTCGAAACTGGTCAGCTTGATTTCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACTGTA

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGAAGGTACCTGACTATGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTACTACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGTTGTGAAATACCCAGGCTCAACCTGGGCGCTGCATACCGAACTGGAAGTCTAGAGTGCAGAAGAGGAGAAG

GGAATCCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8780;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.613

8),f:Spirochaetaceae(0.4224),g:Treponema(0.1299); 

ACGGGAGGCAGCAGTTAAGAATATTCCTCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCC

GGATGGGTGTAAAGCTCTTTTGAAACTGAAGAATAAGTATTGCAGTGAACGTCGATATGGGGACGGTAGGTTTTGAA

TAAGCAACGGCTAATTACGTGCCCGCAGCCGCGGCAACACGTACGTTGCGAGCGCTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGA

CTTGAGTTACTGAGGTGGAACTGGAATTACAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATGGC

GAAGGCAAGTTTCAAACAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAACCTGAACCAGCCAAGTAGCGTGAAGGATGAATGCC

CTATGGGTGGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACACGTTTGCATGGACTTTATGAATAAGCA
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TCGGCTGACTCCGTGCCAGCGGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTTCGTCAAGTCAGGGGTGAAATCCCGGGGCTCAACTCCGGGGCTGCCTTTGATACTGTCACGCTGGA

GTGCGGATGCCGCCGGAGGAATGCGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8783;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGCTGTAAACTTCTTTTATAAAGGCATAAGGTCGGGTATGCCTACCCGTTTGCACGTACTTTATGAACAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACTGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGGTGTGAAAGTTTGCGGCGCAACGGTAAAATTGCAGTTGATACTGAATATCTGGA

GTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8782;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGTTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGAAGTGAAATTCCGGGGCTCAACTCCGGAGCTGCCCTTGATACTGTCGCGCT

AGAGTGCGGATGCCGCCGGAGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATCACTCGGAACACCGGTTGCGA

AGGCGTCTGGCGGGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAAAACAGGATTAGATACCCTGGTA 

>OTU8784;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9866),o:Campylob

acterales(0.9063),f:Campylobacteraceae(0.7787),g:Campylobacter(0.6681); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACACCGCGTGGATGATGACACTT

TTCGGAGCGTAAACTCCTTTTGTTGGGGAAGAACCATGACGGAACCCAACGAATAACCACCGCCTAACTCCGTGCCA

GCAGCCGCGGTAATCCGGCGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTTTTGTGAAAGCTAACAGCTCAACTGTGAAACTGCTTGAGAAACTGATAAGCTAGAGTGAAGGAGAGGCAGATG

GAATTGGTGGTGTAGGGGTCAAATGCGTAGAGATCACGAGGAATACCCATTGCGAAGGCGATCTGCTGGAACGCAA

CTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8785;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.799

5),f:Spirochaetaceae(0.5991),g:Treponema(0.3043); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGGATAAGTATTGCAGGGAATGGCGATATGGGACGGTAGGGTTTGA

ATAAGCAACGGCTAATTACCTTCCAGCAGCCGCCGGTAAAAGTAAGGTGCCAAGGTTGTTCGGAATTATTGGGCGTA
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AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTTCGCTATGTGTAGCGATTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGATGGGGGATTAAGCGAGATGTGAAATGTGGCGGCTCAACCGTAGAATTGCAGTGGAAACTGGATATCTTG

AGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCCTGCGAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATTGGTGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGATGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAATAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCTGTTATACGTCTGGGGCATGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGT

CTGGAGTGAAAGCCCAGGGCTCAACCCTGAGACTGCGTTGGAAACTGTATGGATAGAGTGCTGGAGAGGTAAGTGG

AATTCCTAGTGGAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGCTTACTGGACAGTAAC

TGAAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACACTGGTA 

>OTU8788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGAAGCCACGCCGCGTGAGTGATGAAGGT

CTTCGGTTCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTATATATATGGAAGAATACCAGTGGCGACGGCGGCTACCTGCTCTGCCT

CTGCCGCTCAGTCCCGAACGACTGGGTAGAGCACAGGATTAGATACCCTGGTA 

>OTU8787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATCCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA
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GTGAGATGTGAAATACTCGGGCTCAACTTGGGTGGTGCATTTAAAACTGGAAGGCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTGGTGTAGAGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTAGCTGGACTGTA

AATGACGCGGAGGTGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU8790;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAGGGATGAATGCT

CTATGGGTTGTAAACCTCTTTTATAAAAGAATAAAGTCGAGTATGTATACCGGTTTGCATGTACTTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGAATTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTACAGTTGATACTGTCTATCTTGAGTA

CAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTTACTAGGCTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.9

798),f:"Porphyromonadaceae"(0.9759),g:Butyricimonas(0.9743); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGACTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAGTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAGGTCAGCGGTAAAAGACTGCGGCTAACCTGTGGATCGCCGTTGAAACTGGCGGCCTGGA

GAGGGGACGAGGGAGGCGGAACTAGTGGAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATGGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8792;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Erysipelotrichia(0.9726),o:Erysipelotrichales(0.89

55),f:Erysipelotrichaceae(0.8505),g:Turicibacter(0.7643); 

ACGGAAGGCAGCAGTAGTGAATAGTGGGGAAGGGGAGAAAAGGGGAAGGAGGAACGAAGAGTGAATGATGAAG

GCCTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGGAGGAAATGGCTAGAGTGTGACGGTACCTAAT

GAGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGC

GTAAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGCAAACTG

GTCAACTTGAGTGCAGAAGAGGGCAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCA

GTGGCGAAGGCGGCGTACTGGTCTGTAAATGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU8794;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGTTCTTAAACTTCTTTTATATAAGAGTAAATTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAGCTCCGTGCCGGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC
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GTAGGTGGACTGGTAAGTCAGTTGTGAAAGCCTGAGGCTTAACCGTAAAAGTGCAGTTGATACTGGCAGTCTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8791;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Pseudoflavonifractor(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCCGCCGTGGTAATACGTAAGTGGGAAGCGGTGTCCGGATTTACTGGGGGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGGGAAATCCATGGGCTCAACTCATGAACTGCTTCTGAAACTGTTGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU8795;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGTAAACTTCTTTTATATAAGAATACATTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTTCGTTCCAGCAGCCGCGGTAATACGGAGGATCGGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCAGAAAAGTGCAGTGGATACTGTCAGACTTGAGT

ACAGTAGAGGTGGGCGGAATTCGAGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATGCCCTGGTA 

>OTU8796;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAATGTGGGTACGCGTAGCGGTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTCGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACGCCGGGGCTGCACTTGATACTGTAGCGCTGG

AGTGCGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTACGAAG

GCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8798;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Enteroc

occaceae(0.0000),g:Enterococcus(0.0000); 

CGTTGCGTCTCTTATGGCAAACACCCCTCTTTCCAAGCAACAGCAGGTTTCCGAGATTCTGCGCCAAATGCTTACTCCA

GCTCAAACGGCTGGTCAGTATTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTTAGTGCTGAGGTTGACTTA

GTTCATCAGCAAACGCAGAATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAAGGATATTTCTAATGTCGTC
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ACTGATGCTGCTTCTGGTGTGGGTGATAGTTTTCATGGTATGGATAAAGCTGGGGCCGAGACTTGGAACAAGTGCTG

GAAAGACGGTAAAGCTGATGGTATTG 

>OTU8797;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGAAGGCAGCAGTAAGGAATATTGGCCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

TCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGCGTACCAGGGGAATAA

GCATCGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATTCGGATTCATTGGGTGTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGAGGTGAAAGTCCGGGGCTCAACTCCGGTGCTGCCCTGGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACGCCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8800;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGATCCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTGTATAGGAGTAAATTGCAGTATGTATACTATTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCACCGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGCTTGCGGCTCAACCGTAGAATTGCATTTGAAACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGCGGGACGACGGT

CCTACGGATTGTAAACCTCTTTTGTCCGGGGGTAACGTGCGGGACGCGTCCCGTTTTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGATGGTTAAGTCAGTCGTGAAATTTTGCGGCTCAACCGTAAAATTGCAGTTGCGACCTGACAGCTTG

AGTGCAGTTGGGGCAGGCGGAAATCGGTGTGTAGGCGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTGGTGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8802;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae_

2(0.0000),g:Oceanobacillus(0.0000); 

TAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGACAGGACGCAAAGTAAGAGC

TTCTCGAGCTGCGCAAGAATAGGTCGAATTTTCTAAATTTCCGCCAAAAGTCCACTTCGAAATAATTCGTAAAAAAGC

AGTAGTAATTCCTGCTTTATCAAGATAATTTTTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAA

GCGATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATGTGTCGTCACA
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GGTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTCCGGCTTCAATAT

CTGGTTGAACGGCGT 

>OTU8801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATGGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGCAGTAAAGCTCTGTACTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGTGGTTTCTTAA

GTCAGGGGTGAAAGGCTACGGCCCAACCGTAGTAAGCCTTTGAAATTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCCGTGAAATGCGTAGATATTAGGTGAACACCAGTTGCGAAGGCGGCTCTCTGGACGGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAACCAGGATTAGATACCCTGGTA 

>OTU8805;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGTTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTGTGTATACTGTTTTGTATTTATTATATGTATAAGGAT

CGGCTAACTCCGTTCCAGCAGCCGCGGTCATACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGC

GTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGAACTGCATTCGAAACTGGTTATCTAGAGT

GCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGC

GGCTCGCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8803;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clostri

diaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACACGAATGCAGCGACGCAGCGTGAGGGAAGAAGG

TCTTCGGATGGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCAAGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGCAGGCGGCCACCG

CAAGTTGAATGTGAAATCCCCGGGCTTAACTCGGGTGCTGCTTTCACAACTACTAGACTTGAGTGTGGTAGAGGATA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATTTTAGGAGGAACCCCCGTGGCGAAGGCGACTATTTGTCCCCT

AACTGACCCTTATTCACGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU8804;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGCCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTAAGTATACGGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGCTCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGATATCCGGATTTACTGGGCGTAAAGGGA

GCGTAGGCGGATGATTAAGTCGGATGTGAAAGACCCGGGCTTAACTAAAGTGCTGCATTGCAAACTGGTTATCTAGA



6808 

 

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAG

GCGACTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8807;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTAAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGGGTAGCGGGAAAATGCTTAGATATCGCGAAGAACTCAGATGGCGAGGG

CAGCTCACTGGACTGCAATGGACACTGATGCTCGAAAGGGTGGGTATGAACAGGATTAGATACCCTGGTA 

>OTU8806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTTTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

AATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGGGTGGTAAGTCGGGCGTGAAAAGTCCACGCTCAACGTGGAGCGTGCGTTTGAAACTGCCGTCCTT

GAATGCAGAAGCCGAGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8809;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGCATCACGTATGCTGTTTTGTAGGTATTATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGACTGGTAAGTGTGTTGTGAAAGTTTGCGGCTTAACCGTAACACTGCAGCTGGTACTGGCAGTCTTGAG

TACAGTGGAGGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCTCACTGTAGTGTAACTGACACTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8808;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Mariniphaga(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CTTATGGGCTGTGAACCGTTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACATCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTATTACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGGCAAGTCAGGGGTGAAATTCCAGGGCTCAACTCCGGGACTGCCCTTGATACTGTCGCGCT
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GGAGTGCGAAAGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATTCTTAGATATCACTCAGAACACCAGTTGCGA

AGGCATCTGGCGGATCCATAACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8810;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGTTGGTAACCTTCTTTTATATGGGAATAAAGTATTCCACGTGTAGGATGTTGTATGTACCAAATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGAGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAAGCGGAGAATTGCAGTGGAAACTGGCAGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCTCACTAGACTGCAACTGACACTGATGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8812;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATCTAAGAATAAAGTGCAGCATGTATACTGATTTGTATGTACCATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGACTGGTAAGTGTGTTGTGAAATTTTGCGGCTCAACCGTTACATTGCGGTTTGTACTGTAGAACTTGAGT

ACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAGACTGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCACCAATGCCGCGGAAGTGATCAGGCC

TTTCGGGTGGTAAACCTCTATCTTCAGGAACGATAATGACGTTCCCTGAGGAGGAACCCACGGCTAACTACGTGCCA

GCAGCCGCGGTATTACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTCGGGTCGTAAAGCTCCTTTTTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTAGGTGCCA

GCCGCCGCGGTACCATGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAATAA

GTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAAGAAGGT
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GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAATGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGATGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8811;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.6899),c:Spirochaetia(0.4045),o:Spirochaetales(0.171

9),f:Spirochaetaceae(0.0710),g:Treponema(0.0157); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAGCGAAGAAGGC

CGGAAGGTTGTAAAGTTCTATTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCGCGTAGGCGGCCTGAGAAGTCGTGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTG

GGCTGGAGTGCAGTAGATGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGT

GGCGAGGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU8816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2864),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGGAATCCATGGGATCAATGCATGCACTGCAGTTGAAACTGTGGATATTGAGTGTCGGAGCGACAAT

CGAGATTCCTCGCGTAGCGGTGGAATGCGTAGATACTAGGAGGAACACCAGTGGCGACGCGGGCGTGCTCGACGAT

AACTGACGGCGAGGCGCGAAAGTGTGGGGGTCAAACAGGATTAGATACCCTGGTA 

>OTU8817;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9733),o:Coriobacteriales(

0.9063),f:Coriobacteriaceae(0.8864),g:Collinsella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGC

TTTCGGGTCGTAAACCGCTTTCAGCAGGGATGAGAAAAGACAGTACCTGCAGAAGAAGCCCCGGCTAATTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCGGGC

AGGCCGGGGGTCAAATGGCGGGGCTCAACCCCGTCCCGCCCCCGGAACCTCGTGGCTCGGGTCCGGCAGGGGAGG

GTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGCC

GAGACCGACGCTGAGGCGCGAGAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8815;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.799

5),f:Spirochaetaceae(0.5991),g:Treponema(0.3043); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTTCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG
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ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8818;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAG

GGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCT

TGAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8821;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGGCGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTTGAAACTGGGGAACTTTAGTGCAGGAGAGGGAGGTT

GAATTCCTAGTTTTGCGGTGAAATGCGTTGATATTAAGAGGAACACCAGTTGCGAAGGCGGCTCTCTTGACTTTAACT

GACCCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8820;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAAT

AAGTCTGACGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGGCAGTAGTAACTGGCTGCCGTTCGAAGGTAATCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGGAATAAGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAGCTAAGTCTGAAGTGCAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGACACTGTC
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CTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCTGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTTGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Pepto

streptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCTTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTGTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACTGGAGGACTTGAGTGCAGGAGAGGAGGGTG

GAATTCCTCGTGTAGCGGTGACATGCATAGATATTAGTAAGAACACCAGTAGCGAAGGCGGCTTTCTAGACTATGAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8824;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGTGTAGGCGGCTTGTTAA

GCGTGTTGTGAAATGTAGATGCTCAACATCTGAATTGCAGCGCGAACTGGCTTGCTTGAGTTCACACAACGTAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAAC

TGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8826;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTTGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGG

AGCGCAGGCGGGATAGCAAGTCAGCTGTGAGAACTATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTG

AGTGTCGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8825;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0149),g:Odoribacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTTGA
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ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAG

GCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8819;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactoba

cillaceae(0.1679),g:Lactobacillus(0.0423); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTCTTTT

AAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCTAATGCGGCTTTCTGGACTGT

AACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8827;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Negativicutes(0.9180),o:Selenomonadales(0.830

3),f:Veillonellaceae(0.6350),g:Mitsuokella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCATTGACGGTACCTGACGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGGGAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTA

GTTCTTGAGTGGAGTAGAGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAATACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU8829;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0904),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGTCGCCGATTAA

GTCAGCGGTGAAAGTCAGTGGCTAAACCATGGAACTGCCGTTGAAACTGGTTGGCTTGAGTACGTACGGGGCAGGC

GGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCATGCCAGCCGCCG

ACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTTACGGTACCTCATGAATAAGCTACGCCTAACTCCCTGC

CTGCCTCCGCGGCAATACGTAGGTGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATATCTTGAGTGCTGGAGAGGTAGAT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Flavonifractor(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCAGAGGGATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGACTG

CAAGTCAGATGTGAAAACTTGGGGCTCAACCCTAATCCTGCCTTTGAGACTGTAGCTCTTGAGTACTGGAGAGGCAG

ACGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACC

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8828;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.7787),g:Clostridium_IV(0.5720); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGACGAAGGT

CTTCGGATTGTAAAACTCTGTTCTTGGTGAAGATAATGACGGTAGCCAAGGAGAAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCCTTGCAA

GTCAGGCGTGAAAACCATGGGCTAAACCCGTGGACTGCGTTTGAAACTGTGAGGCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3204),g:Oribacterium(0.0712); 

CCTTTCTTCCTCCTTTTTGGCTATTGCAACCGGACGGAAACTCTGATGCAGCGACGCCGCGGGAGTGAAGAAGAATTT

CGGTATGTAAAGCTCTATCAGCGGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGACTACCTACGTGCCAGCA

GCCGCGGTAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCAAGT

TTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTAAGTGGA

ATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACGATAACT

GACGTTGAGGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCATTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTTGAAACTGAACAGCTGGAGTGCAGGAGAGGTAA



6815 

 

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCGTACCGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8834;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9638),c:Actinobacteria(0.8897),o:Coriobacteriales(

0.7252),f:Coriobacteriaceae(0.5273),g:Paraeggerthella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATCGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

TTTCGGGTTGTAAACCGCTATCAGCAGGGAAGATAATGACGGTACCTGCAGAAGTAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGGCCGCTAA

GCGGGACCTCTAATCTTGGGGCTCAACCTCAAGCCGGGTCCCGAACTGGCAGCCTCGAGTGCGGTAGGGGTAAGCG

GAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCTTACTGGGCCGACA

CTGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.5632),g:Blautia(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGCATCAA

GTCTGATGTGAAAGACATGGGCTCAACCTGTGAACTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8836;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Deltaproteobacteria(0.8472),o:Desulfovibr

ionales(0.6509),f:Desulfovibrionaceae(0.2184),g:Bilophila(0.0326); 

CCTTCCTTCCTCCTTTTTTCCTATTTCTCCCTGGTCGCCAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTCTTC

GGATCGTAAACCTCTGTCAGGAGGGAAGAAGTGGTTATATGCGAATAGTGTATGACTTTGACGGTACCTCCAAAGGA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAA

GCGCGCGTAGGCGGCTTTGCAAGTCAGGGGTGAAATCCGTCGGCCCACCCGTGGAACTGCCTTTGAAACTGTAGAGC

TTGAGTGTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGC

GAAGGCGGCCACCTGGACGACAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8837;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.6899),c:Fusobacteriia(0.4045),o:"Fusobacteriales"(0.

1719),f:"Fusobacteriaceae"(0.0710),g:Fusobacterium(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCGGGC

AAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGTGCGCGCAACGTTGG
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CGGAATTCGCCGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCT

ACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9740),o:Erysipelotrichales(0.91

72),f:Erysipelotrichaceae(0.9015),g:Turicibacter(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGATCAACTCCTCGTGAATGATGAAGGCC

TTCGGTTTGTAAAATTCTGTTATAAGGGAAGAATGTCTCTATTAGTAAATGGCTAGAGTTTTACTTTACCTTATGAGAA

AGCCACTGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAG

AGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAAACGTGGAGGGTCATTGGAAACTGGTCAACT

TGAGTGAAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCG

AAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8840;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0355),g:Saccharofermentans(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGA

CAAGTCTGATGTGAAAGGCTGGGTCCACTCCCCGCGACTGCATCGGACTCCCGACGTTTTGTGCGACGAAGAGGTCA

GCCGAATCCATCGTGTAGCGTTGAAATGCGTAGATATTAGGATGAACATCTGTGTCGAAGGGGGTGTACTGCACGGT

AAGTGGAGTTTAGGCTCGAAGGCGTGGGGAGCAAACAGGCTGAGAAACCGTGGTA 

>OTU8841;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0423); 

GCGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTATGTATACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACGATTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACCACTGCCGTTGATATTGGTTGTCTTGA

GTGTAAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTTACCAGGATGCAACTGACGCTGAGGCACGAAAGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCGGGC

AAGTCAGATGTGAAATCCCCGGTCTCAAGGTGTGAACTGCATTTGATACTATTCTGCTTGATTACAGGAGAGGCAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8839;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACATTCAAGTGTGCGGTCAAATTCCGGGGCTCAACCCCGGCCAGCCGTGGAAACTGAATGACTTGA

GTGGGCGAGAGGTATGCGGAATGCGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8843;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGCGGCGCAGTTAGTCAGAAGTGAAAGATCGGGGCTTAACCCCGGGGCTGCTTCTGATACTGCT

GTGCTCGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTACTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Intestinimonas(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGGTGCAGCAATGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTGTAAGGGACGAAGAAAGTGACGGTACCGTAAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGGGGGATTG

CAAGTCAGATGTGAAAACTATGGGCTCAACCGATGGAGTGCATTTGAAACTGCAGTTCTTGAGTGATGGAGAGGTAG

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACACTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8846;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTAAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAGAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCTGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCAATG

CAAGCCTGGAGTGAAAGGCGGGGGCCCAACCCCCGGACTGCTCTGGGAACTGTATAGCTAGAGTGCAGGAGAGGC
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AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

TGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGC

AAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8847;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 

ACGGAGGGCAGCCGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATACAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAGTAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCGGGGCGTTATCCGGGTTTATTGGGTTTAATGGG

AGAGCAGGCCGCCGGGCAAGCGTGTTGTGAAAGGCAGTCGCACAACGTCTGCACGGCAGCGCGAACTGCGCAGCG

TGAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTCGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGACTGCGA

AGGCAGCTTACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGTATTAGATACCCTGGTA 

>OTU8848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGT

CCTATGGATTGTAAACCTCATTTGTCGGGGAACAACGGGCGCCACGCGTGGCGTCGTGAGCGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGCAAGTCAAGTCGGCGGTCAAACTGCGGGGCTCAACCCCGTACCGCCGTCGAAACTGGCGTGCTC

GAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8850;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Ruminococcus(0.0087); 

CCTTTCTTCCTCCTTCTTAGATACCCTGGTCAGATCGGAAGAGCACACGTCTGAACTCCAGTCACTGCAGCAGCTCTTA

TGCCTTCTTCTTCTTGTAATAAGGGACGAAATAAGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTGGTAAGTCA

GATGTGAAATTTAGAGGCTCAACCTCTAAACTGCATTTGAACCTATTGAGCTTGAGTGAGGTAGAGGCAGGCGGAAT
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TCCCTGTGTAGCGGTGAAATGCGTAGATATTTTGTTAATGACCCGGCGACAACCGAGATTTACACTCTTTACCTACAC

GACGCTCTCCAGATCTACGGTAGGCAGCAGGATTAGATACCCTGGTA 

>OTU8849;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAG

GCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8851;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.1719),f:Pepto

streptococcaceae(0.0149),g:Clostridium_XI(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGCACACTGGGCGAAAGCCTGATGAAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCCTAAAGCTCTGTCCTCAAGGCAGATAATGACGGGACTTGAGGAGGAAGCCCCGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGTGTGTAAAGGGTGTGTAGGCTGTGCGTCAA

GTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACGGTCGCGCTGGAGGGCGGATGCCGCCGGA

GGAATGAGTTGTGTAGCTGTGAAGTGCTGATATATCTCTCAGAACACCGATTGCGAAGCCATCCGGCGAATCCGTAA

CTGACGCTGAGGAACGAAAGCGGGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8853;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGAAGGCAGCAGTGAAGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGATTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACTGATGAGAGTACGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTAGCAAGTCTGGGGTGAAAGGCCGGGGTTCAACCCGGAAAGTGCTGTTGAAACTGTTAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATCTCGCTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8852;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XII(0.0710),g:Acidaminobacter(0.0157); 

CCGGGAGGAAGAAGGAGTTCCTCTTTTTCCATTTGCTCCCTCCTTACCCCTCAACGCCTCGTGAGGGAAGAAGGTTTT

CGGATTGTAAACCTCTGCCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTGTA

AGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCAGGACGTGAGTGCAGGAGAGGAAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.1872),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCGATGCCGCGTGAAGGAAGAAGTA

TCTCGGTGTCTAAACTTCTATCTGCTGGGAAGAAAATGACTGTACCTGTGTAAGAAGCCCCGTCTAACTACGTGCCAG

CAGCCGCGGTTATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCTGCAAG

TCCGACGTGAAAATCCGGGGCTCAACCCCGGAGCTGCGTTGGAAACTGTGAGGCTTGAGTGCCGGAGAGGTAGGCG

GAATGCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGACGGCA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8856;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTAGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTG

AGTGCGGCAGAGGCAGGCGGAATCTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU8855;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Gracili

bacteraceae(0.0252),g:Lutispora(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAGGACGGTATCTTAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGAGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTGT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGAGGGCTGGATCCGAGACTGCGGAGCTTGAGTGCAGGAGAAGAAA

GCGGAATTCCGTGGGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGGCTG

TAAATGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGAATAGATACCCTGGTA 

>OTU8859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAATGGGA

GCGTCGATGGATGTTTAAGTTAGTTGTGATAGTTGGCGGCTCAAGTGTAAAATTGCAGGTTATACTGGATATCTTTAG
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TGCAGTTGAGTCAGGCGGAATTCGTTGTGTAGCGGTGAATTGCTTAGATCGCACGAAGAACTCCTATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGGGAAGAAGGT

TTTAGGATCGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTAGTTGACAGTAAGCAAAAA

GGAAGTCAAGGCTAACTACGGGACAGCAGCCGAGGTAAGACGTAGGAGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCCTCGGATACTGTCT

TTCTTGAGTACCGATGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCAGTCG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTGGCAAACAGGATTAGATACCCTGGTA 

>OTU8858;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.5273),g:Roseburia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGC

TAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8857;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Eubac

teriaceae(0.0149),g:Alkalibaculum(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGACGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAGGTGACGAAGGCAGTGACGGTACCTTGGGAGGAATCCTCGGCTAACTACGTCC

CAGCAGCCGCGGTAATACGTAGGGGGCGATCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTA

TAAGTCCGGAGTGAAAGTCCTGCTTTAAAGGTGGGAATTGCTTTGGATACTGTACAGCTTGAGTGCGGAAGAGGTAA

GTGGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.9085); 

CCTTCCTTCCTCCTTCTTTCCTCTTCCCCCATTTACTCAATTCTAATTTAGCAACTCCTCGTGATTTAAGAAGGTTTTCGG

ATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAAGT

CACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCATCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGA
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GTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTCTCTGGTATGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCTGGGA 

>OTU8862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9762),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGCAAGCCTGATGGGGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAAATGCGAGAGAGCAACTGTTAACGCAGTGACAGTATCTAACCA

GAAAGTCACGACAAACTAAGTGGCAGCAGGCGCGGTAATACGTAGGTGGCAAAGGATAGCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGCTGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCTGAAGAGGACAGTGGAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8864;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

TCTATGGGTTGTAAACTTCTTTAATAAAGGAATAAAGTCGGGTATGGATATCCGTTTGCACGTACTTTATGAATACGG

ATCGGCCAACTCCGTGTCAGCAGCCGCGGTAATCCGGAGGTACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CGGCCTACTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8863;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTACTTTTGTATGGGGATAAAGTGCTCCACGTGTGGCGTTTTGTAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGGATTAAGCGTGTTGTGAAATGTAGGGGCTCAACCTCTGCATTGCAGCGCATACTGTGAGACTTGA

GTGCGCAGAAAGTAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGACTGCGAAGG

CAGCTCGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8866;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

TCCCCCTCTCCCTCTTACCCCTCGTTCCCTTCTCCGGCCCACCGCCCCGCGGCACAGACTGTTTATAGGTCTGTTGCACA

CGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGCAT

GACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTGCA
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TGAAGTAATCACGTTCGTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATAATTGCAAGAGATGGGGTA

GAAGTCGTCATTTGGAGAGAAAGCTCAGGCTCAGGAGGAAGCGGAGCAGTCCAAAGGGTTTTGAGA 

>OTU8865;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Betaproteobacteria(0.8472),o:Burkholderi

ales(0.5395),f:Sutterellaceae(0.3544),g:Sutterella(0.1299); 

ACGGGAGGCAGCAGTAGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAAGTGCTGTTGTCAGTGACGAAAAGGAGCGTTATAATACCATGTTCTGCTGACGGTACTTGAATAA

TAAGCACCGGCTAACTACGCGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGATCGGAATTACTGGGCGTA

AAGCGTGTGCAGGCGGTTCTGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAATTGCATTTGAGACTGTAGG

ACTAGAGTTCATCAGAGGGGAGTGGAACTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGTATGCGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8869;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAGAGTTGGCGGCTCAAACGTAAAATTGCAGTTGATAATGGATATCTTG

AGTGCAGGTGAGGCAGGCGGAATTCGTGGTGTAGAGGTGAAATGCGTAGATATAACGAAGAACTCCGAGTGCGAA

GGCAGACTGCTAAGCTGCAACTGACATTGAGGCTAGAAAGTGTGGGGATAAAACGGGATTAGATAACCTGGTA 

>OTU8868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9775),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGATGGTATCTAACCA

GAAAGTCACGTCTAACTACGTGCCAGCAGCCGAGTTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTTTGAAGTGAAAGCCTTTGGCTTAACCAAAGAATTGCATCGGAAACTGTCAG

TCTAGAGTGCAAAAGAGGACAGAGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCATCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU8867;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Epsilonproteobacteria(0.8331),o:Campylob

acterales(0.6138),f:Campylobacteraceae(0.4224),g:Campylobacter(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAACCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TCTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGAACCTAAGGAATAAGCACCGCCTAACTCCGTCCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCA
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AGTCGCTTGTGAAATCTAAGGGCTTAACCCTTAAACTGCTTGGGAAACTGGTAGGCTAGAGTGCGGGAGAGGCAGG

TGGAATTGGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAAGGCGGTCTGCTGGAACGC

AACTGACGCTAAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8870;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Bacilli(0.2321),o:Lactobacillales(0.0781),f:Lactoba

cillaceae(0.0252),g:Lactobacillus(0.0076); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGGGAAGAAGGATGGGGGTAGTAACTGGCCTTTATTTGAGGGTAATCAACCG

GAAAGTCACGGCTAACTACGTCCCAGAAGCCCCGGTAATAGGTAGGTTGGAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGAGATGCAAGTCGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTGGAAACTGTAT

CCCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTTAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTCATACGTAGTTGGCACGGTTTATCCGGATTCATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAAACAAGGAAGTGAAGCCGAAACTGTCAG

ACTTGAGTGCAGAAGAAGACAGTGGGACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGATGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACTCTGGTA 

>OTU8871;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGAGTAAAGTTTATACCTTTGCTCATGTACGTTATGCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCCGCCGCTGTAATACGGAGGGGGCAAGTGCTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCCGGTGTGAAATCGCCGGGCTCAACCTGGGGACTGCATCTGATACTGGCA

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU8873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.6138),f:Enteroc

occaceae(0.3544),g:Enterococcus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGATTGAAGAAGGTT

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGGTGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAGCCA
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GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGAGTACGTAGGTGGCTACCTAAGCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTG

CTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8876;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTCGATACTGCTGGGCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCAGTGGCGAAG

GCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCAGTATAA

GTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8875;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GTGTAGCCGGGTCGGCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGA

GTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCCGTGACGGTCTCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCTTTATCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTTGCTCAGGTCTGATGTGAGAACCGTCGGCTTAACCGAAGAAGGGAAGCGGAAAACGGG

CGGATTGAGCGAAGGAGAGAACAGTGGAACTGCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU8878;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGTCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCTTTG

CAAGTCAGCGGTGAAAGGCCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCAGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAGGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8877;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGTGTCAA

GTCAGGCGTGAAATGCAAAGGCTCAACCATTGAATTGCGCTTGAAACTGATACTCTTGAGAGTGGGAGAGGTAAAC

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACCACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8880;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTCTAAGGGACGAAGGAAGTGATGGTATTTTAGGAGGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGGAGT

ATAAGTCCGGAGTGAAAGTCGTGGTGTCAAGGTGGGAATTGCTTTGGAAACTGTGCGGCTTGAGTGCGGAAGAGGA

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8881;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.36

39),f:Erysipelotrichaceae(0.1872),g:Turicibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCGAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGTTGATTAA
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GTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGAAGT

GGAGTTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGATGAAGGA

TTTCGGAACGTAAAGGTCTATCAGTAAGGAAGATAATGACGGTACTCAACGAAGAAGCCACCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAACGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACGATTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8885;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTACACCTCTTTTGCCGGGGAGCAAAGGGGCCATCGATGGCAGGATGACCGTACCCGGAGAAAAAG

CATCCGCTAACTCCGTTCCAGCCGCCGCGGGAATACGGAGGATGCGGGCGGTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACTCGTCAAGTCAGCGGTAAAGATTGGGGGCCAAACTCGGTCCTGCCGTGGAAACTGCGAGACGG

GAGTGCGACAGAGGAAGGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTTGCCATGTCGTGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU8883;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_2(0.2184),g:Natronincola(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAAGGACGAAGAT

TTTCGGATCGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8884;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTTCTTTAATGATTCCC

TATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTAAGGTGTGAAATACCGGGGCTCAACTCCGGGGCTGCCATTGATACTGTAGCGCTGG
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AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTGGCGAATCCGTAACTGAAGCTGAGGCACGAAAGCGTGGGGATAGAAAAGGATTAGATACAATGGTA 

>OTU8886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGAT

CAAGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACG

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8890;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Flavobacterium(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCATGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTAC

CCTCAAGCTTTGCTTGGTGTTGGGCGTCTTGTCTGTTTATTCAGACTCGCCTTAAAGTCATTGGCAGCCAGTGTTTTTG

GTAGTAAGCGCAGCACATTTTGCGTCTTCCTTTCTAAACCGCGGCATCCACCAAGCCTTTTTTCACTTTTGACCTCGGAT

CAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU8887;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCAAGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGATCA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGTCCAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8888;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGGTGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTGTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCAGGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8889;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Cohnella(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATCGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCGTTTGCTGGGGAGCAACGCTGCGGACGCGTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAG

GGCGCGTAGGCGGCCCGTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCT

GGAGTGCAGGAGGGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1291),g:Lachnospiracea_incertae_sedis(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCTGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8892;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0904),g:Peptostreptococcus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTTTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCCGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTCCAT

CAAGTCGGTGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAGTGCAGGAGAGGAAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8894;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostri

diaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTGTTCAGGGACGATCATGACGGTACCTGAGAAGGACACCACGGCTAACTCCATGCCA

GCAGCCGCGGTAATATGTGGGTGTCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTCGGGTGCTGCATCTGAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6830 

 

>OTU8893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1485),g:Anaerotruncus(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCGGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGTGGTGAAAGGTATGGGCTTAACCCATGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8895;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Deltaproteobacteria(0.2902),o:Desulfovibr

ionales(0.1249),f:Desulfovibrionaceae(0.0457),g:Bilophila(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATGACTGGGCG

TAAAGGGTGTGTAGGCGGTTTGGCAAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGT

TAGACTTGAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGAT

TGCGAAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGG

TA 

>OTU8896;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAGCGATGGGCTCAAGCTATAAACTGAAGTGGAAACTGTGAGGCTTGAGTGGAGGAGAGGCA

AGTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8899;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Cellulosibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGCGGGTACCTACGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTGGGGGGCGAACGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTT

GATAAGTTAGAAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTTTTAATACTGTTGTGCTTGAGTGCAGAAGAGGT

AAGCGGAATTCCAAGTGTAGCGGCGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGG

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU8900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.7068),g:Clostridium_IV(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAAATTCTTTTAAGAGGGACGAAAGAAATGACGGTACCGCTTGAATAAGCCAAGGCTAACTACGAG

GAAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTG

CAAGTCAGATGTGAAAACTATGGGCTCAACTCATAGCCTGCATTTGAAACTGTCGTTCTTGAGTGCTGGAGAGGCAAT

CGGAATTCCGTGTGTAGCGGTGAAATGCTTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGTACAGT

TACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8897;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Intestinimonas(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCGG

GTAAGTCTGGAGGGAAAGTCCTGTTTTCAAGGTTGGAAGTGCTTTGGATACGTTCGGGGTGGAGGGCAGGAGAGGT

AAGGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGGGGCGAAGGCGGCTTACGGGA

CTGTAACTGACGCGGAGGCGGGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGTA 

>OTU8898;tax=d:Bacteria(0.9450),p:Firmicutes(0.1905),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Lachn

ospiraceae(0.0086),g:Syntrophococcus(0.0043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATCGAGCAACACCGCGTGAGTGATGAAGGG

TCTCGGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGTTCGTGCGAGCAACTGTTCTCGCATTGACGGTATCAATCCAG

AAAGTCTCGGCTAACTACGTCCCCCCCGCCACGGTAATACGTACGTGGCATGCGTTGTCCGGATTTACTGGGTGTAAA

GGGAGTGCAGCCGGGTATGCAAGTCAGATGTGAAATCCAGGGGCTCAACCCATGAACTGCAGTGGGAACTGTAGAT

CTTGAGTGTCGGAGGGGCAGTCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGC

GAAGGCAGCTTGCTGGACGATAACTGACGGTGAAGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8901;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTTCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGGCAGGGGGGAAAGTCCGGGGGTCAACGGCGGGGGTGCCGGTGATACTGTCGG

GATGGAGTGCGGATGGCGGCGGAGGAAGGAGGGGTGGAGGGGTGAAATGCTTAGATATCACTAAGAACAACGATT

GGGAAGGCATCTGGCGAATCCGTAAATGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTG

GTA 
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>OTU8903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATCAGGGACGAAACAAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCCTGC

AAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGCGAGACTGGAGTGCGACAGAGGAAGG

CGGAATGCGAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8902;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCCGGCTGT

CAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTAAAGCCGTTGAAACTGGCGGTCTTGAGTAGCGGCGAGGCAT

GCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAGGGCAGCTCACTGGACTG

CAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8904;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pepto

streptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGGTAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAATAA

GTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTG

GAACTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGACGGGAGTCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGGTTGTGAAATGTCGGAGCTAAACCTGGGAATTGCAGCGGGAACTGGGAAACTA

GAGTGCGGAGGAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGACATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCACGAAAGCATGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU8907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGACCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAGCTCTGTTGTTAGAGGAGAACGTGAGTGAGAGCAACTGTTCACGCAGAGACGTGATCTAGCCA

GAAAGACAAGGTTAACTACGTGCCAGCAAGCGCGGTAGTAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTGAACCAATGAAGTGCATCGGAAACTGTCA

GTCTTGAGTGCACACGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGTAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCAGTCTTTTAAGTCTTATGTGAAAGCCTTCTGCTTAACCGGAGTAGGTCATTTGAAACTGGAAGA

CTTGAGTGCATAAGAGGAGAGTGGAACTCCATGTGTGGCGGTGAAATGCGCTGATATATGTAAGAACACCAGTGGC

GAAGGCGGCTCTCTTGTCTGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU8908;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CTTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGATTGCACGTACTTTATGAATAAGG

ATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAAGCGGAATTCGTGGTGTAGTGGTGAAATGCTTAGATATCAGGAAGAACACCGATTGCGAAGGC

GGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCACTGTTGTTAGTGAAGAAGGATAGAGGTAGTAACTTGTCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGATAGATAAGTCGCACGTGAAAGCCCTCGGCTTAACCTGGGAACTGCATCGAAAACTGTTTGTC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGAAAGAACACCAGTGGCG

AAGGCGACTCTCTGGTCTGCAACTGACACTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU8910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.9108),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTGGATAGGGGGATAAAGGACGACACGTGTGGCATATTGCAGGTACCCCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAACACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCCGTCTTATAAGCGTGTCGTGAAATGTCCGGGCTTAACCTGGGCATTGCATCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATTCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8911;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGACTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGATCGTAAACTTCTTTTATATAAGAATAATGTGCAGTATGTATACTTTGTTGTATGTATTCTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACGGTGAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGCGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGAAATTGACATTGAGGCTCGAAAGTGTGGGTATCAAGCAGGATTAGATACCCTGGTA 

>OTU8913;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGCAGGCGGACTCGTCGAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGCGAGACTGG

AGTGCGACAGAGGAAGGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAG

GGCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCCTGCAA

GTCAGGTGTGAAATTCCAGGGCTCAACCCTGGAACTGCACTTGAAACTGTGGGTCTTGAGTGATGGAGAGGCGGGC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8912;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1098),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGTTCTGCATGTACCTTATGAATAAGCC

ACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGA

GTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGG

CGATCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8915;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTATCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTCTGTTGTGAAATTTTTCGGCTCAACCTTGAAATTGCAGTTGCTACTGGCTGTCTTGAGTA

CAGTAGAGGTGGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGTACTGCAACTGACACTGATGCTCTAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9387),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGTTTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTATGGTGAAGGCCCTGGGCATAACCGAGGAACGGCATCGGAAACTGTTTT

TCTTGAGTGAAGAAGGGGAGGGGGGAACTCCATGTGTAGCGGTGGAATGGGTAAATATATGGAAGAACACCAGTG

GGGAGGGCGGCTCTCTGGTCTGCAACTGACGCTGGGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU8918;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.000

0),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

CCCTTTCTCCCCCCCCATTCAACCAACATAAACATTATTGCCTGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCC

TTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGCGGGTAGTCGGAAC

CGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAA

ACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAGCCAACATTACCAGCATTAACCGTC

AAACGATCAAAATATAACGTGGACGATGTAGCTTTAGGTGTCTGTAAAAGAGGTGGCGAAGAAGCTGGAGTAACAG

AAGTGAGAACCAGCGTATCAGAAAAAAAGTTTGAAT 
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>OTU8917;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGCGTTTCGTGTGCCTTTTTGCATGTACTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGATGTTAAGTGTGTTGTGAAATGTAGACGCTCAACGTCAGAATTGCAGTGGGAACTGTCAGTCTTGAG

TACAGACAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTAGGCCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8919;tax=d:Bacteria(0.0041),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteria

_genera_incertae_sedis(0.0000); 

TCTGATGAGTCGAACAATTATCTTGATAAAGCCGGACTTACTACTGCTTGTTTACGAATTACCTCGAAGTGGACTGCTG

GCGGAAAATGAGAAAATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAAC

GATTCTGTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTTAATATGCGTGGCACGTTCGTCAAGGACTGGTTTA

GATATGAGTCACATTTTGTTCATGGTAGAGATGCGCTTGGTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCG

AGGCTGTGCAACCACTAATAGGGAAGAAATC 

>OTU8921;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9887),o:"Bacteroidales"(0.9

938),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTTAACCAGCCAAGTATCTTTAAGGATTACTGCCC

TATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATAATGGCTGTCTTGAGTAC

AGTAGAGGTGGGCGGAATTCGTGGCGTAGGGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGAAGC

TCACTGGACTGCAACGGACACTGAGGCTCGAAAGTGGGGGGATCAAACAGGATTAGAGACCCTGGA 

>OTU8920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTA

AAGGGTGGGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTAC

AGCTCGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU8923;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGAAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGAGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTAGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTAAGAACACCAGGGGC

GCACCCGGATCTATGCTCTGCCACTGCCCCTGACTCTCGAAAGCATCGGTAGGCAACAGGATTAGATACCCTGGTA 

>OTU8922;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Eubac

teriaceae(0.8864),g:Eubacterium(0.8124); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAATAATGACGGTAGCTAAGGAGCAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGTGATCA

AGTCAGCTGTGAAAACTACGGGCTTAACCCGTAGACTGCAGTTGAAACTGTTCATCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGCAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8927;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Cytophagia(0.1740),o:Cytophagales(0.0781)

,f:Cytophagaceae(0.0252),g:Cytophaga(0.0076); 

GTGCCAGCCGCCGCGGTAAGACGAAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGAC

TTGTAAGTCAGTGGTGAAATCTCTTTGCTTAACAAAGAAACTGCCATTGATACTGCAGGTCTAGAGTATAGATGACGT

TGGCGGAATATGACATGTAGTGGTGAAATACTTAGATATGTCATAGAACACCGATTGCGAAGGCAGCTAACGAAACT

ATAACTGACGCTGAGGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTAGTCCGCACCGTAAACGATG

ATTACTCGTTGTTGGCGATATGACAGTCAGCGACCAAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGCCGGCA

ACGGTGAAACTCAAAGGAATTGGCGGGG 

>OTU8925;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATTACGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGGGCAATGTGTGCCACGTGTGGCATGTTGCGGGTACACCATGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGCTGTGAAATGTCGGGGCTTAACGCGGGAACTGCAGTGGGAACTGTGGGACTG

GAATGCGGAGGAAGTAGGAGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATTACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU8924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCTGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTACGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGACCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGATTAGCTAGAGGGCAGGAGAGGTAAGT

GGAATTCCGAGTGTAACGATGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8926;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Marinilabiliaceae(0.0355),g:Mangroviflexus(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAAAGACTGAACCAGCCATGTCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCCGGGAATAATATGACTTTTGCGAAGCTTGATGCAGGTACCCTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGGTGGAGGGTAAAGGATTCGGCTCAACAGGAGTTTGCGTTGAAAACTGTCTGACTAGG

ATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATGATTCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8931;tax=d:Bacteria(0.0093),p:"Proteobacteria"(0.0032),c:Epsilonproteobacteria(0.0000),o:Campylob

acterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTATTGAAAACA

AGGGTGTCCAATTTAACTTGGAACCCGAACTTCTCAATTCTAACTTTGTGCATCTGTATTATGGCGAGCAGTCTTCGGA

TTGTGAGCCTTCACTTATAAACACTAGTCTATGAATGTAAAATTTTTATAACAAATAAAAACTTTCAACAACGGATATC

TCGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU8928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVb(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAACAGGGAAGAAAGAAATGACGGTACCTGGCTAAGAAGAACCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGTTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGTTATGC

AAGTCACATGTGAAATGTCGGGGCTCAACTCCGGCCTGCATGAGAAACTGTATAACTAGAGTGCAGGAGAGGTAAG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

TACTGACGCTGAGTCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8929;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pepto

streptococcaceae(0.0252),g:Acetoanaerobium(0.0066); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGATTGTAAAGCTCTCTAAGTGGGGACGAAGAAAGTGACTGTACCCACAGTATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTCTTG

CAAGTTAGTAGCGTAATCCCGGGGCTCAACTTCGGAACTACTACTAAAACTGCAAAACTTGAGTGCAGGAGGGGCAG

ATGGAATTCCCAGTGTAGCGGTGGAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGATCTGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCTGGTA 

>OTU8930;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Erysipelotrichia(0.5579),o:Erysipelotrichales(0.29

99),f:Erysipelotrichaceae(0.1485),g:Turicibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGTTGATTAA

GTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAACTTGAGTGCAGAAGAGGGAAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8933;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Oscillibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGTGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCTGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCTGCGGCAATACGAAGGTGGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATGAACTGCCTTTGAAACTGTATTGCTTGAGTACTGGAGAGGCAGTCG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACAGCAA

CTGACGGTGAGGCGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAGCCTGATCCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCACCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTCGGCGCTGCCCTTCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8935;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Ruminococcus(0.0519); 
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ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCA

AGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGAACTGCATCCGAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGACTGCA

AGTTGGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.1299); 

AGGGAAGGAAGAAGAGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGT

ATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTAAGGCA

AGTCAGAAGTGAAAACACGCGGCTCAACTGCGTGACTGCTTTTGAAACTGCCGGACTGGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8937;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7068),g:Gemmiger(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTTTCGTTAGGGACGATAATGACGGTACTTAACAAGGAAGCAGCGGCTAACTACGTGCCA

GCAGCCGCGGCAAAACGTAGGGGGCAAGCGTCGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGCCCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8938;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAACAACGCCGCGTGAGTTATGAAGGC

CCTCCGGTTGTAAAGCTCTGTTCTCAGGGACGGTAATGACGGGAACTGAGGAGGAAGCCACGGGTAAATACGTGCC

AACAACCCCGGTAATACCGAGGGGGCGAGGGTTGTCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGCGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8939;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pepto

streptococcaceae(0.0710),g:Clostridium_XI(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGGCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGCTGCTTG

AGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1291),g:Gemmiger(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGACTGCAA

GTTGGATGTGAAATACCGGGGCTTAACCCCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1679),g:Ruminococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTCTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAA

GTCTGAAGTGAAATCCCGGGGCTCAACCCCGGTGCTGCTTTGGAAACTGTACTGCTAGAGTGCTGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8942;tax=d:Bacteria(0.8319),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Lachn

ospiraceae(0.0059),g:Parasporobacterium(0.0035); 
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ACGGGAGGCAGCAGTCGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAATACCGCGTGAAGGACGAAGGT

TTTCGGATTGTAAACTTCTGTTATAAAGAAAGAAAAAAATGACGGTACTTTATAAGTAAGCCCCGGCAAACTATGTGC

CAGCAGCCGCGGTGATACATAGGGGGCAAGCGTTGTCCGGAATGACTGGGTGTAAAGGGTGTGTAGGTGGCTTTTT

AAGTTAGAGGTGAAAGCCCGGGGCTTAACTCCGGAACTGCCTTTAAAACTGGATGGCTTGAGTGTGGGAGAGGTTA

GTGGAACTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACATCAGAGGCGAAGGCGACTAACTGGAACA

TTACTGACACTGAAACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8943;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobacte

riales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobrevibacter(0.0000); 

TTCTTCCTTTCTTTTCTTTCTCTCCTTTTTCTCTTTCTTTTGCCTGCCATCAGGCTGCTTCTGACGTTCGTGATGAGTTTGT

ATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATA

GACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGG

CTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAA

GATTGCTGGAGGCCTCCACTATGAAATCGCGTAGAGGCTTT 

>OTU8946;tax=d:Bacteria(0.0014),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Desulfurobacteriales(0.0000

),f:Desulfurobacteriaceae(0.0000),g:Desulfurobacterium(0.0000); 

TTTCCCCCTCCTTCCCCTTCTTTTTCCCTCTCTTTCCCTGGCTTCTCTTTCTTACACGCCGACCAACATTAGGGTCAACGAT

ACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACAC

AAAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCA

CGAAAATAGTAACGCAAAGCATGGGGATTATCATAAAACGCCTCGAATCGGGCGTCAGCCAACGTGAGAGTGTCAA

AAACGATACACCAACCATCAGCATGAGCCGGTCGCATTGCATTAATCAAACGCGGAATAGCAAAGCCTCGACGCGAT

TTCAGAGTGGAGGCCGACAGCAATCTT 

>OTU8944;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGTGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCAACTGTAGGAAGGCTTTGAAAATGGGAAACTTGAGGGCAGGAGAGGGGAGTG

GAATTCCCGGTGTAGCGGTGAAATGGGTAGAAAATAGGAGGAAAACCAGTTGCGAAGGCGGCTCTCTGGACTGTAA

ATTACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8945;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTTGTCGCAGAGCAATAAGGTCCACGCGTGGACCGATGTGTGTATGCGTAGAATAAG
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CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCAGAGTAAGTCAGCGGTGAAAGGCGGGGGCTCAACCCTGGAAGTGCAGTTGATACTGGTTGGCTT

GAGTGATCCCGCGGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCGCGCGAGGGGTCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8948;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGATTGTAAACTTCTTTTATATGGGAATAAAGTGCAGTATGTATCCTGTTTTGTATGTACCGTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTTGTTTAAGTCAGTTGTGAAATGTTGCGGCTCAACCTTAAAACTGCAGTTGGTACTGGGCGTCCTGAGT

ACGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTGTACTGTCATTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8950;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCATTTGTAAAAGTTTGCGGCTAAACCGTAAAATTGCAGTTGATAATGGCAGTCATGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGCAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGAGGGAGAAGG

CAGCTCACTTGACTGCAACTGACACTGATGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTCCGAACTGGTTACCTAGAGTGCATGAGACGTGAGTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTACGAAGAACACCGGTGGCGAAGGCGACTCACGAGACTGTAA

CTGACGCTAAGGCTCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8947;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.7114),o:"Enterob

acteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA
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AAGGGAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATA

TCTTGAGTGCAGTTGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGG

CGAAGGCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU8952;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAACGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCGAAGCAAGTCTGACGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAG

AGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8953;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAAACCTGACCCAGCAACGCCGGTTTAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGGGACGAAGAAAGTGACGGTACCTAAGGAGGAAGCTCCGGCCAACTACGTG

CCAGCAACCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGGGGTTTGT

CAAGTCGAACTTGAAATACCGGGGCTCAAACCCGGGGCTGCATTCGAAACTGGCAGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACGCCGGTGGGGAAGCCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8955;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGG

CTCTATGGGTCGTAAACTTCTGTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGG

ATCGGCTAACTCAGTGCCAGCAGCCGCCGTAATACGGAGGATCCGAGAGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGTAAAATTGCAGTTGATACTGGCAGTCTTGAT

TACAGTAGAGGTGGGCTGAATTCTTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTTCGAAGGCA

GCTCACTGGACTGCAACTGACACTTATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8956;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Rikenellaceae"(0.8864),g:Alistipes(0.8124); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTCCTCCCGTCTACACCCTCCATGCCGCGTGCAGGAAGACGGCTCTATG

AGTTGTAAACTGCTTTTGTACTAGGGTAAACGCTTCTACGTGTAGGAGCCTGAAAGTACAGCACGAATAAGGACCGG

CTAACTCCGTGCCAGCAGCAGCGTTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTA
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GGCGGTTTGATAAGTTAGAGGTGAAATACCGGGGCTCAACGCCGGAACCGCCTCGAATACTGTTGAGCTAGAGAGT

AGTTGCGGTAGGCTGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCAGC

TTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGTAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGCAGGCGGGACATCAA

GTCAGCTGTGAAAATTATGGGCTCAACCCATAAACTGCATTTGAAACTGTGATTCTTGAGTGGAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8954;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTATGCAA

GTCTGGTGTTAAAGCCCAGGGCTCAAGCCTGTGACTGCTTTTGAAACTGTATGGCTAGAGTGCTTGAGATGTAAGTG

GAAGTCCTCGTGTAGCAGTTAAATGCGTTGATATTAGGAGGAACACCAGTGGCGAAGGCGGCGTACTGTACAGTAA

CTGTCGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATATGCTGGTA 

>OTU8957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.4563),g:Faecalibacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGATGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCTCAGGGGACGATAATGACGGTACCCTGGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGTA

AGTGGGGAGTGAAATCTATGGGCTCAACCCGTAAGCTGCATTGAAAACTGTCAGTCTTGAGTGGTGGAGAGGAAGG

CGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACT

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU8958;tax=d:Bacteria(0.0024),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Thermales(0.0000),f:Thermaceae(0.0000),g:Oceanithermus(0.00

00); 

GGAATTGTCTGCGAGCGCTGTGGCGTTGAGGTCGCCGAGAGTCGGGTGCGACGTCACCGCATGGGCTTCATTAAGTT

GGCGGCCCCCGTCTCTCATGTTTGGTACTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCGG

GATGTTGAGCAGATTGTTTATTTCAAGTGTTATGTGGTTCTGGATCCCGGCGACCACAAGGACCTGAAGTACAAGCA
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GCTGCTCACGGAAGACGAGTGGCTGGAAATTGAAGACGAGATCTACGCCGAAGATTCCGAGATCGAGAACGGGCCC

GTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAACTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAGCTGC

GGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGGCTACG 

>OTU8961;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCGAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCATTTATAAGGGAATAAAACGCTCTACGTGTGGAGCCTTGTATGTACCTTATGAATCAGC

ATCGGCTAACTACGTGCAAGCAGCCGCGGTAATCCGGAGGAAGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTTGTAAGTCAGTTGTGAAAGTTGGCGGCTCAACCGTAAAATTGCAGTTGATACTGTTGATCTTG

AGTACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCGCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8959;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9952),o:Actinomycetales(

0.9941),f:Corynebacteriaceae(0.9480),g:Corynebacterium(0.9724); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCGCGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTTT

GTCGCGTCGTTTGTGTAAGCCCGCAGCTTAACTGCGGGACTGCAGGCGATACGGGCATAACTTGAGTGCTGTAGGGG

GGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG

GCAGTAACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGGTACCCTGGTAGTCCATGCCGTAAACG

GTGGGCGCTAGGTGTGAGTCCCTTCCACGGGGTTCGTGCCGTAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG

GCCGCAAGGCTAAAACTCAAATGAATTGACGGGG 

>OTU8960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTAA

GTGAGCTGTGAAAGTCCGGGGCTTAACTGGGGAGTTGCAGTTCAAACTGTCAGTCTTGAGTGCAGGAGAGGAGAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTACGAAGAACACCGGTGGCGAAGGCGGTTCACTGGACTGCA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.7787),g:Clostridium_XlVa(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGCAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGTCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATTCGTAGGGGGCAAGCGTTAACCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACGATTAGACTTGAGTGCAGGAGAGGTAAGT
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GGAATTCCTGGTGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACAACAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAGGCGTGATGAGCAAGCAGAATTAGATACCCTGGTA 

>OTU8963;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteria

_genera_incertae_sedis(0.0000); 

GGAATCGTCTGCGAGCGTTGTGGTGTGGAGGTCACAGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTTTGGTATCTGAAGGGTATCCCCCGCTATGTGGCCATCCTCTTGGACATGCCCCTGC

GGGATGTCGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGACCACAAAGAGCTGAAGTACGAA

CAGCTGCTCACCGAGGACGAGGGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAG

CCTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGAGGAAGTGGCTGAGCAGC

TGCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU8965;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATGTGGGAATAAAGTGCGGTACGTATACAGTTTTGTATGTATTATATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATTGGTAAGTCAGTAGTGAAATGTTGCGGCTCAACCTTAGAATTGCATTTGATACTGGCAGTCTTGA

GTGCGGAAGAGGCGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGGTCCGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8964;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTCGCGTGAAGGATGAATGC

CCTAGGGGTTGTAAACTTCTTTTATACGGGAATAATAACGGGTACGCGTAGCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCCGCTGGGAAAGTTTCGGGCTCAACCTGAAAATTTCAGATGAGACTTGCCGTCGTGA

GGACAGTAGGGGTCGGCGGAATTCGGGTAGGTGCGGGTAAATGCTTAGATATCGCGAAGAACTCCGATTGGGAAG

GCAGCCCACTGGGCTGCAACTGACACTGATGCTCCAAAGTCGGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU8968;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Sphingomo

nadales(0.0000),f:Erythrobacteraceae(0.0000),g:Altererythrobacter(0.0000); 

TCAGGCTGCTTCTGACGTTCGTGCTGAGTTTGTATCTGTTACTGAGACGTTCATGGATGCATTGGCCCAATGCTACACT

GTGCTCCCCCACCTTGATATTAATAACACTATAGACCACCGCCCCGAAGGGGACGACAAATGGTTTTTAGAGAACGAG

AAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCC

AAAAAGAAAGGTAGTAAGGATGAGTGGTCAAGATTGCTGGAGGCCTCCACTATGATATCGCGTAGAGGCTTTGCTAT

GCAGCGTTTGATGAATGCAATGCGACAGGCTCATGCTGAGGGTTGGGGTAGCGTTTTTGACACTCTCACGGTGGCT 
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>OTU8966;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Rikenellaceae"(0.5991),g:Alistipes(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTTCGAGGGTAAACCCTGGTACGTGTACCCTGCTGAATGTGTCGTACGAATAAGG

GTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTGTGATAAGTTAGAGGTGAAATCCCGGGGCTTAACACCGGAATTGCCTCTAATACTGATGGACTAGA

GAGTAGTTGCGGTAGGAGGAATGTAGGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACAAAGATTGAGAAG

GAAGCTTAACAAACTATATCTGAAGTTGAGGCACGAAAGCGTGCGGAGCAAACAGGATTAGATACCCCTGGTA 

>OTU8969;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0710),g:Oscillibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGCCTAACTACGTACC

AGCAGCCGCGGTAATACGAAGGTCGCAAGCACTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGGCGGGTCTGCA

AGTCAGATGTGAAATCCAGGGGCTCAACCCATGAACTGCATTTGGAACTGGGGATCTTGAGTGTCGGAGGGGCAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGAT

TACTGACGGTGAGGTTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGAAAATTACGGTACCTGAGGAGGAAGCCATGGATAACTACGTGCCA

GCAGCCGCCGTAATACGTAGGTGGAAAGCGCTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTATGTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTACTGTAGCGGTCAAATGCGTAGATATTAGGCAGAACACCACTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU8967;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCGGCAGTGGGGAATATTGCACAATGGGCGAAATCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAGTACCTTTGCTCATTGACGTTACCCTCAGA

AGAAGCACCGGCTAACGCCGTGCCAGCAGCCGCGGTAGTACGACTGGTGCAAACGTGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCATCTGAAACTGGCA

AGCTTGAGTCTCGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACTAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU8974;tax=d:Bacteria(0.0093),p:"Proteobacteria"(0.0032),c:Epsilonproteobacteria(0.0011),o:Campylob

acterales(0.0010),f:Helicobacteraceae(0.0003),g:Helicobacter(0.0003); 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGTGACAA

TTAACCAAAACAGACCGCGAACGTGTCTCCAATGCCGCCGGGCTTGGGTCCAGAAAAGGCTCCCGACCTTCATTTTGA

GGAGCCGCAAAACAACCCACGGCGCCGAAGGCGTCAAGGAACACTAATATTGCCTTGTTCGGGACTGTGGCTGGCTT

GCTAGCCACTACCCGTGCAGCGATGCTATACTAATCCACAAGACTCTCGGCAACGGATATCTCGGCTCTCGCATCGAT

GAAGAACGCAGC 

>OTU8971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.6709),g:Lachnospiracea_incertae_sedis(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCTGCGGTAATACGAATGGCGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAAGACCGGGGCTCAACCCAGGGGCTGCATTTGAAACTGCTTTGCTTGAGTACAGGAGAGGCAGGC

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCGGCCTGCTGGACTGAC

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8975;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales"(

0.0000),f:Flavobacteriaceae(0.0000),g:Mangrovimonas(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACCTAGAGTT

TGTAGACTTCGGTCTGCTACCTCTTACCCATGTCTTTTGAGTACCTTCGTTTCCTCGGCGGGTCCGCCCGCCGATTGGA

CAACATTCAAACCCTTTGCAGTTGCAATCAGCGTCTGAAAAAACATAATAGTTACAACTTTCAACAACGGATCTCTTGG

TTCTGGCATCGATGAAGAACGCAGC 

>OTU8972;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGAAGT

TAAGTTAGTTGTGAAATCCCTCGGCTGAACTGAGGAACTGCAACTAAAACTGATTTTCTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTG

TAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU8973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3544),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTACGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGAATA

AGTGGGAAGTGAAATGCCGGGGCTGAACTCGGGTGCTGCTTTGGAAACTGGGTAGCTAGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8976;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGAACGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTCAGTAA

GTGGGATGTGAAATGCCCGGGCTCAACTGGTGTGCTGCATTCCAAACTGTGTATCTTGAGTGCCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTAAACCATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU8978;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCGGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGAAGTAATGTTCATACCTTTGCTCCTTGCCGTTACCCGCAGAA

GAAGCACCGGCTAACGGCGGGCGCGCAGCCGCGGTAATACGACGGGTGCAAGCGTGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGCTAGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACAGCATATGATACTGGC

AGGCTTGAGTATCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU8977;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9604),o:"Enterob

acteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGTTTGTAAAGCACTTTCAGCCGGGAGGAAAGGCGTGAAGTTAATACCTTTGTACATTGACGTTACCCGCAGAA
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GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTATGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGGCA

AGCTGGAGTATCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU8982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4224),g:Fusicatenibacter(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCG

AGTCTGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGGGGTTCTTGAGAGTGGGAGAGGAAGA

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8981;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGAAGGCAGCGGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGACCTTAA

GTCAGTTGTGAAATCCGGCGGCCCAACCGTCGGCCTGCAGTTGATACTGGGGTCCTTGAGTTCGGACGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGGCAGCCTGCCAGGCCGTG

ACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8980;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCCTTTATGAGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCTCGGCGAACTACGTG

CCAGCACCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAAGAG

CAAGTCAGCTGTGAAAGCCCGGGGCTTAACCCGGGAACTGCCTTTGAAACTGTGTCGCTGGAGTGTCGGTGAGGCA

GGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCAGTGGCGAAGGCGGCTTGCAGAACG

ACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU8983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2902),o:"Sphingobacteri

ales"(0.1249),f:"Cyclobacteriaceae"(0.0457),g:Algoriphagus(0.0087); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTCT

ATTAAGTCAGTGTTTAAATTTTGCAGCTTAACTGTAGGTATGGCATTGATACTGATGGACTTGAATATTAAGGAGGTA
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GCTGGAATTTATGGTGTAGCGGTGAAATGCTTAGATACCATAAGGAACACCGATAGCGAAGGCAGGTTACCACTTGA

TTATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACTGTAAACGATGAT

TACTAGATGCTGGCCTGTTGAGGTCAGTGTTCAAGCGAAAGCGATAAGTAATCCACCTGGGGAGTACGTTCGCAAGA

ATGAAACTCAAATGAATTGACGGGG 

>OTU8984;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTCATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACTTG

CAAGTCAGATGTGAAAACCCGGGGCTTAACCCAGAAACTGCAGTTGAAACTGTAGGTCTTGAGTGGAGGAGAGGCA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TTTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8985;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATGG

TAAGTTAGGTGTGAAAACTATGGGCTCAACCCATAGACTGCACTTAAAACTGCTGTTCTTGAGTGAAGTAGAGGTTG

GCGGAATTCCCAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTACCGTAGCGT

TACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8986;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTAATCAGGGACGAAGAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGAGAGC

AAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAGGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8989;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGATGGAAATCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGAGAATAAAGTTAGGTATGTATACTTATTTGCATGTATCACATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGTG
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CGTAGGCCGTTTTATAAGCGCGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGTTTGTTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU8988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.7068),g:Eubacterium(0.5720); 

ACGGGAGGCAGCAGTGGGGAACATCGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACTTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCTTTGCCCGGAATTACTGGGTGGAAAGGGAGCGCAGCCGGGGAATCA

AGTCAGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGGTTTTCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8990;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Betaproteobacteria(0.9798),o:Burkholderi

ales(0.9063),f:Burkholderiaceae(0.6350),g:Ralstonia(0.4787); 

CAGCAGCCGCGGTAATACGTACGGTCCAAGCGTTAATCGGAATTACTGGGCGTAAGGCGTGCGCAGGCGGTTGTGC

AAGACCGATGTGAAATCCCCGGGCTTAACCTGGAAATTGCATTAGTGACTGCACGGCTAGAGTGTGTCAGAGGGGG

GTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATGGCGAAGGCAGCCCCCTGGGATA

ACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCTGTAGTCC 

>OTU8987;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGGTTGTAAACCTCTGTCCCTGGTGACGAAGATGACGGTAACCAGGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGTTTGTAAA

GTCAGATGTGAAATGCCGTGGCTTAACCACGGAGCTGCATTTGAAACTTACAGACTTGAGTGAAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8991;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumin

ococcaceae(0.0457),g:Anaerofilum(0.0087); 

CCTTTCTCCCTCCTTTTTTCCTATTGGGACCTGGTCGACAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTT

CGGATTGTAAACCTCTTTCAGCAGGGAAGACAAAAGGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAGATG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACCACAA

CTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8992;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XIII(0.0457),g:Mogibacterium(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTA

AGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTA

AAGGGAGCGTAGACGGACTGGCAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTA

GTCTTGAGTGCCGGAGGGGTAAGCGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU8994;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumin

ococcaceae(0.0457),g:Papillibacter(0.0087); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGAGAAAGCATGACCCAGCAACGCCGCGTGAAGGAAGACG

GTCTTCGGATTGTAAACTTCTTTTTTGAGGGACGAAGGACGCGACGGTACCTCATGAATAAGCCACGGCCAACTACGT

GCCAGCCGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAT

GGCAAGTCAGATGTGAAATCCATGGGCTCAAACCGTGAACTGCATTTGAAACTGGCGGTCTTGAGTGAAGGAGAGG

CGAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGA

CTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8996;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Erysipelotrichia(0.4812),o:Erysipelotrichales(0.23

59),f:Erysipelotrichaceae(0.1098),g:Turicibacter(0.0204); 

ACTTTCTTCCTCCTTTCGGAATATTGGTCACTGGGCGAGAGCCTGGACCAGCCAAGTCGCGTGAGGGAAGACGGTCC

TACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGAGC

GCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGA

GTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAG

GCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU8995;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9887),o:Actinomycetales(

0.9941),f:Nakamurellaceae(0.9759),g:Nakamurella(0.9781); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTC

TGTCGCGTCGAATGTGAAAACCCGGGGCTCAACTCCGGGCTTGCATTCGATACGGGCAGGCTAGAGTTCGGTAGGG

GAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCTG

GGCCGATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC

GTTGGGCGCTAGGTGTGGGGGTCCTTCCACGATCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTA

CGGCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 

>OTU8997;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.7428),g:Coprococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCAACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAAGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCTCGGGGCTGCATTTGAAACTATGCAGCTAGAGTGTAGGAGAGGCAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCAA

GTCTGAAGTGAAAGGACGGGGCTCAAACCTGCGACTGCATTGGAAACTGGGTAGCTTGAGTGCGGAAGAGGTGAGT

GGAATTCCTAGTGGAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACGGTA

ACTGACGTTGAGGCTAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU8999;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0355),g:Paraprevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCATCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAATAGCGCCACGTGTGGTGCTTTGCGTTTACCTTTCGAATAAGCA

TCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTGTTAAGTCATCGGTCAAATGTACGGGCCCAACCTTGGTATGCCGTTGATACTGGCGGCCTTGAGT

TAAACAAAGTAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTGAGATATGACGAAGAACTCCGATTGAGAAGGCA

GCCTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCAGGAATCAAACAGGATTAGATACCCTGGTA 
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>OTU9000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGG

CAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATTATGACGGTATCTTAGGAGGATGCTCCGGCTATCTATGTGCTGG

CAGCCCCGGTAATACGTAGGGATCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAAG

TCAGATGTGAAATGTATGGGCTTAACCCATAAACTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9003;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGAGTACGTAGGTAGCTACCTA

AGCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGGGAGTGAAGAAGGT

TTGCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTGCTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCGGACGGCTCAAGCGTGGAAATGCATCGGAAACTGTCA

TTATTGAGGGCAGAAGAGGCGAGTGGAACTGCATGGGTAGCGGTGGAATGCGTAGATAGATGGAAGAACACCAGT

GGCGAAGGCGGCTGGCTGGTCTGCAACGGAGGCAGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCT

GGCA 
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>OTU9004;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Eubac

teriaceae(0.0355),g:Eubacterium(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCTGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGATTGTAGTAGGAAATGGCAAGAGAGTGACGGTAGCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGGGAATCAAGTCTGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGGT

TTTCTTGATTGCAGTCGAGGTTGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGTAACACCGGTG

GCGACGGCGGCCAACTGGGCTTTAACTGACGCTGAAGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAAAGGGGCCATTTACGGCAGGATGAGCGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAA

GGCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9005;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clostri

diaceae_3(0.0113),g:Brassicibacter(0.0056); 

ACGGGAGGCAGCAGTTAGGAATATTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGTGAGATGAAGGT

CCTTTGGATTGTAAATCACTTTTATTTGGGAAGAACTGTGAGTATAGGAAATGATGCTCACTTGACGGTACCTTTTGAA

TAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAA

AGCGTGTGTAGGCGGTTTGTTAAGTCTGAGATGAAAGGCTATGGCTCAACCATAGTTTGTTTCAGAAACTGGCAGAC

TAGAGTGCAGTAGAGGCAAATGGAATTCATAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AGGGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9007;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Pepto

streptococcaceae(0.5632),g:Clostridium_XI(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAGCGATGAAGGC

CTTAGGGTCGGAAAGCTCTGTCCTCAAGGAAGAAAATGACGGTACTTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGCGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGTGGTTTCTTA

AGTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTCATGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU9008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1679),g:Parasporobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACGGCTTTGGGAACGGTGGAACTAGAGGGCAGAGGGGGCA

ATGGGAATGCGTGGGGTGGCGGTGAAAGGGTTAGTTATGAGGAGGAAGACCAGTGGCGAGGGGGGCTTGCGGGA

CGGTACCGGACACTGAGGCTCGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9009;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGGGCGTGTAGCCGGGCAGGCTAGTCAGATGTGAAATCTGGAGGCTTAACCTCCAAACTGCATTTGAAACTGCCT

GTCTTGAGTGTCGGAGAGGTAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Pepto

streptococcaceae(0.7428),g:Clostridium_XI(0.6200); 

GTGTCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTC

TTTCAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGTAAGACTTGAGTGCAGGAGAGG

AGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGA

CTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAGTACTAGCTGTCGGAGGTTACCCCCTTCGGTGGCGCAGCTAACGCATTAAGTACTCCGCCTGGGAAGTACGCTC

GCAAGAGTGAAACTCAAAGGAATTGGCGGGG 

>OTU9010;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Aeroco

ccaceae(0.1098),g:Abiotrophia(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGGCGCAAGTCTGATCGAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGGTCGTAAAATTCTGTTGTTAGAGAAGAACGCGATTAGTAGGAAATGGTCAGTGGGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTA

AAGAGAGCGCAGGTGGTTGTTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGGAGTGGGGCATTGGAAACTGGTA

GACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTG
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GCGAAGGCGGCTCCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9013;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCGTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGGGCTCAACGCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

ACGGGATCTGGAGAATCCGTCTCTGCCGCTCAGTTACGAACGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9011;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diaceae_1(0.0355),g:Caloramator(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTATAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCCCGGTA

AGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTGAGAAGCTCCTGCTAAATACGTGACA

GCAGCCGCCGTAATACGTTTGGAGCAAACGTTAGCCGGATTTACTGGGTGGAAAGGGTGCGTAGGTGGCAGTGCAA

GTCTGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGAATAGCTAGAGTACAGGAGAGGCAGGC

GGAATTGCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTT

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9016;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGCATTGTTTGTGAGCGCGGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTTTCTCACGACTGGTATCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCACTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGCTACGTGGTACTAGATCCAGGCGACCACAAAGAGCTGAAGTACAAA

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTACGCCGAGGAATCGGAGATCGAGAACGAG

CCTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAGCTGCTCGAAGACCTCAATCTGGAGGAAGTGGCTGAGCAGC

TGCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 



6860 

 

>OTU9017;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legionell

ales(0.0000),f:Legionellaceae(0.0000),g:Legionella(0.0000); 

ACTGGCGGCGATTGCGTCGCCGACGCCCAAACTTAGGGTCCACGCTACCTGTAGGACGTGTCCGCATAAAGTGCACC

GCCTGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAAAAATACTGATAGTAGTCGGCGTGTGAATC

ATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTATC

ATAAAACGCCTCTAATCGGTCGTAAGCCAACGTGAGAGTGTCAAAAACGAGAAACCAACCATCAGCATGAGCATGTC

GCATTGCATGCAGCAAACGCG 

>OTU9015;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAACCACCGGCTAACTCCGTGCCATCAGCCGCGGTAATACGGAGGGGGCAAACGGTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGATTGTTAAGTCAGATGTGAAATCCCCAGGCTCAACCTTGGAACTGCATTTAAAACTGGCA

ATCTAGAGACTCGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGACGAGAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9018;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCATTCTGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTTCCAGCAGCCGCGCTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTATGTCAGTTGTGAAAGTTTGAGGCTCAACCGTAGAATTGCAGTGGATACTGTAAGTCTTGAGT

AAAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGAATGCAACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9019;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATCCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTTTTTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCATGGCTAACTACGTGCCA

GCGGCCGCGGTAATACGTAGGTGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGAATGTGAAATACCAGGGCTCAACCTGGGTGCTGCATGCAAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6861 

 

>OTU9021;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGCT

CTATGGGTCGTAAACTTCTTTTATTTAAGAATAAAGTGCAGTATGTATCCCGCTTTGCATGTACTATTTGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGTCTGGTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGACTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTGACTGGAGTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9022;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Cytophagia(0.0626),o:Cytophagales(0.0413)

,f:Cytophagaceae(0.0099),g:Adhaeribacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGCGGAAGCCTGAACAAGCCATGCCGCGTGACGGAAGAAGGC

CCTATGGGTCTTAAACGTCTTTGGTGCCGGAGAAATAAGAGCCACGCGAGGCATGATGAGAGTACGGGAAGAACAA

GCAAAGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGGAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGGGTGGTAAGTCAGCTGTGAAATGTCCACGCTCAACGTTGAACGTGCGTTTGATACTGCCGTCCT

TGAATGCGGATGCCGTGAGAGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGACGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGTGTGATGCATTTCAAACTGGTTATCTAGGGTGCAGGAGAGGGGAGT

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGAGATTAGGAAGAAAACCAGTGGCGAAGGCGACTTGCTGGACTGG

AACTGAAGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9023;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ATGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGGGTTAGCCTGAACAAGCCAAGTAGCGTGAAGGATGAAGGC

TCTTAGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTAAATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGTTCCTAGAGTTATCCGGTTTTATGGGGTTTCAAGGGTG

CGTAGGTGGACTGGTAAGTCAGTTATGACACTTAGCGGCTCAACCGTAAAGTTGCAGTTGCTGCTGTCAGTCTTGATT

ACAGTAGAGGTGGGCGGAATTCGTGGTTTAGCGGTGAAATTCTTAGATATCCCGAAGAACGCCGATTGCTACGGCAG

CTCACTGGACTGCAACGCACACTAATGCTCGAAAGTGTGGGTATCAAACAGCATTAGATACCCTGGTA 
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>OTU9024;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTTTTAAGTCAGAGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAGGCTTGAG

TATGTGTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9026;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diaceae_1(0.0000),g:Clostridium_sensu_stricto(0.0000); 

AAGCTGTCGCTCCTTCCCAAGCAGCTGTTCAGAATCAGAATGCGCCGCCACTTCGGGATGACCATGCTCACAATGACA

ACTCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAG

AACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGA

CAAATCTGCTCAAATTTATGCGCGCGTCGATAAAAATGATGGGCGGATCCAACCTGCAGAGTTTGATCGCTTCCATGA

CGCAGAAGTTAACACTTTCGGATATTTCTGAGGAGTC 

>OTU9027;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Porphyromonas(0.0000); 

GGAATCGTCTGCGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCATTACCAAGT

TGGCGGCGCCCGTATCCCATGTTTGGTACCTGAAAGGGATTCACAGTTATGTGGCCATCCTTTTGGATATGCCACTGA

GGGGTGTTGAGCAGATTGTTTATTTCAAATGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAG

CAATTGCTCACGGAAGATGAGTCGCTTGACATTGAAGACTAGATTTAGGCAGAAGATTCAGATATTGAAGATGAGCC

TGTTGTGGGTATCGGCGCCGAGGCTCTCAAGCAGCTTCTCGAAGATCTCACCCTTGATGAGGTAGCCGAGCAGATGC

GCGAGGAGATCGCCGACAGCAAGGGGCAGAGGCGGGCGAAGCTGACCAAGCGTCTACG 

>OTU9025;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

CCGGGATGCAGCAGTGGGTGATATTGCGCGATTGGGGCCACCCTGCCGACGCCACGCCGCGTGAACGATGAAGGTC

TTCGGATAGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGATCCGGATAAATACGTGCA

AGAAGCCGCGGTAATAGGTAGGGGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATGTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTTAAATGCGTAGAGATAGGGAGGAACACCAGTAGCGAAGGCGGCCTGCTGGACTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9028;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5720); 
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ACGGGAGGCAGCAATGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTTTTTGGGGAAGATAATGACGGTACCCAAGGAGGAGGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAAATTGGGTTCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGCGTC

GAATTCCTAGTGTCGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCCCTGGACTGTAA

CTGACGCCGAGGTTCGAAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU9029;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGATGAAGGT

TTTCGGTTCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGTGTA

AGTGTGATGTGAAATACCTGGGCTCAACTGGGGAGCTGCATTGCAAACTGGTTAGCTAGAGTGCAGGAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGACTTACTAGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTGCGGGGAAGATAATGACACGACACAAGGAGGAAGCGACGACTAACAACGTGCC

AGCAGCCGCGGTAATATGTAGGTGGCGAGAGTGATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTTGGTACTGCATTCCAAACTGTTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pepto

coccaceae_1(0.1872),g:Peptococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACG

AGTCTTGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9032;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTCTACTGGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGAAGCCGCGGTCATACGGAGGATCCGAGCGTTATACGGATTTAGTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAATTTTTCGGCTTAACTGTAAAATTGCAGTTGATACTGTCATTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGTC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GTAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTTCACTTGGGTGCTGCATTCCAAAACGGTTATCTTGAGGGCAGGAGAGGAGAGT

GGAATTTCTAGTGTAGCGGTGAAATGGGTAGGGATTAGGAAGAACACCAGTGGCGAAGGGGACCCCCTAGACCGTA

ACCGACGGTTAGGCTTGAAAGCGGTGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU9034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.7428),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGTCGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCTGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGAATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGGGAGG

GGAATTCCGAGTGTAGCGGTGAAATGCGTAAGGATTAGGAAGAACACCAGTGGCGAAGGGGACTATCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGCAGGATGACGTC

TTTCTGTATTTTAACTTCTATCAGCAGGGAAGAAAATGCCGGTACCTGACTACGAATCCCCGGCTCACTACGTGCCAG

CAGCCGCTGTAATACTTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTCGTAAGT

CTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCGTTGGAAACTAGGGAACTGGAGTGTCGGAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACGATAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9035;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGGGAGCGCACATGTTCACGCAGTGCCGGTATCTAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTTGGTGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTTGAGAAGTATAATGAGAAATACCCAGGCTCAACTTTGGTACTGCATTCAAAACTGGTTA

TCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9038;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATTGTAAAGCTCTTTCTTTGGGGAGGATAATGACGGTACTCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGAGCTGCATTTCAAACTGGTTATCTAGAGTGCGGGAGAGGGGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9040;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9934),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCCGTTGTTGGCGAAGAACGTGCGTGCTAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTCCCACCAGCCGCGGTAATACGTAGGCGGCATGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACGGGAGAAGTGCAGCGGAAACCGGGC

GACTGGAGTGCAGTAGAGGACAGTGGAACTACATGTGTAGCGGTGGAATGCATAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTGACTAGTGTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9039;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.799

5),f:Spirochaetaceae(0.5991),g:Treponema(0.3043); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGGCTGGGGTGGAAAGCCTAGGGCCAACCCTTGAACCTCATTGAGAACTACAA

GGCTTGAGTTACTGAAGTTGGACTTGAATTCCCGGTGTAGGGGTGAAATCTGCCGATATCCGGAAGAAAACCCATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU9037;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCTGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGTAGGCGGTTGATTAAGTGGGATGTGAAATTCCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTAT

CTAGAGTGCAGGAGAGGAGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCGGTGG

CGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9041;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTTGGCTGGTAAAGCTCTGTTGTTGGGGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGTCGTTATCCAACCA

GAAAATCACGGCTAACTACGTGCCATCAGTCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTGATGTCTGATGGGAAATCCTTCGGCTTAACCGACGAAGTGCATCGGAAACTGTGCT

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCATGTCGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAGGAGTAAAGTGCAGCATGTATACTGTTTTGTGTGTATGATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTGGAGTTGCAGTTGATACTGTCAGGCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTCGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCCGTGACGGTATCCAACCA

GATAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATCAGTAGTTGGCAAGCGTTATCCGGATTTATTGGACGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCAGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9046;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotrich

ales(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

GCGAAACCAATCCGCGGCATTTAGTCGCGGTTAAGTTAGACCCCACCATGAAACCACCCTAAACATTATTGCCCGGCG

TCCGGTGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAA

ACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGT

CGGCATCAAAACCAATATCAGCACCAACAGAAACAACCTGATTAGCTGCGTTGACAGATGTATCCATCTGAATGCAAT

GAAGAAAACCACCATTAACAGCATTGACAGTCAAACTATCAAAATATAACGTTGACGATGTATCTTTAGGTGTCTGTA

AAGCAGGTGCCGAAGAAGCAGGAGTAACAGAAGTGAGAAC 

>OTU9045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.8897),o:Lactobacillales(0.7623),f:Strepto

coccaceae(0.4563),g:Streptococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGGGGAAAGTTCACACAGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTCTGTAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATGATACGCGTTGGAAACTGCAG

GACTTGAGTGCATACGGGGACAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGACCACCGGTG

GCGAATGCGGCTCTCTGGTCTGTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGCCGCGTGGGGGATGGAGGT

TTTCGAATCGTAAAGCTCTGTCTTTAGGGAAGATAATGGCGGTACCCAAGGAGGGAGCAGCGTCTAACTACGTTCCA

GCAGCCGCGATAATACGTAGGTGGCAGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGCTGTGAAATCCCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGGCTTTCTGGACTGTC

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATACAAGAATAAAGTGCACTATGTATACTGTTTTGTATGTATCATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGGTTAAGTGTGTTGTGAAATGTTGGGGCTCAACCGCAAAATTGCAGTTGATACTGTCAGGCTTGAG
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TACAGTAGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCAGACGGGACTGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9049;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGAGGGACGTGTGGTTTTTTGTATGTACCCTATGAATAAGG

ACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGCTGTTAAGCGTGACGTGAGATGTACCGGCTCAACCTGTGACCTGCAGCGCGAACTGGCGTTCTTGA

GTGAGTACGATGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTACCAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Clostri

diaceae_1(0.8864),g:Clostridium_sensu_stricto(0.7643); 

CCGGGAGGCAGCAGTGGGGAATATTGCACAATTGTGGGCCCCCCGCTGCCGCCACGCCGCGCGAGTGATGAAGGTT

TTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCCAGGCGGAAGCTACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTTG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9050;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGAGGGGGAGATAGCAAAATAGGGGAAAAACTGAAGAAGAGTCGACGCGAGAGAGATGAAGT

ATTCCGGTATGTACAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCCGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGTTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACAGTA

AACGGCGTTCAGTCTCGAAAGCCTGGGGACCGAACAGGATTAGATACCCTGGTA 

>OTU9051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGTTGTGAAATACCCGTGCTCAACGTGTGTGCTGCAGCCCAAACTGGTTACCTAGAGTGCAGGAGAGGAGAGC
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GGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCGGTGGCGAAGGCGACTGTCTAGACCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9052;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGTCTAACTACGTGCC

CGCACCCGCTGTAATACGTAGGTGGCGAGCTTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGAGCTGCATTTCAAACCGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAAATAATGACGGTACTCGAGGCGGCAGCCCCGGATCACTACGTGCCG

GCAGCCGCGGTAATGCGTCGGGAGCTGGGGTTATCCGGAATTCCTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGCGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCAGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTGCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACATGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCATGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTTGATATTAGGAGGAACACCAGTGTCGAAGGCGGCCTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9054;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGCGTGAAGACGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAAAATCCCCGGCTAACTCCGTGCAA

GCAGCCGCGGTACTACGTCGGGGGCCAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGAAA

GTCTGTAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT



6870 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9056;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCCTTTTAGAGGGAAGTGCAGAAGACGGTACCCCTCGAATAACCCACGCCTAACTACGTGCC

AGCAGCCGCTGTCATACGTACGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU9057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGTACGTAAAGCTCTGTCATCGGGGAAGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAAGGCCGGGGCTCAACTCCGGGGCTGCATTCGAAACTGTTTAGCTAGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACTGGATTAGATACCCTGGTA 

>OTU9058;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

TTTCCTGCGCTTAATGCTTGGGAGCGTGCTGGTGCTGATGCTTCCTCTGCTGGTATGGTTGACGCCGGATTTGAGCCT

CAAAAAGCGCTTCCTCAACTGCAACTGGACAATCAGAAAGAGATTGCCGAGATGCAAAATGAGACTCAAAAAGAGAT

TGCTGGCATTCAGTCGGCGACTTCACGCCAGAATACGAAAGACCAGGTATATGCACAAAATGAGATGCTTGCTTATC

AACAGAAGGAGTCTACTGCTCGCGGGGCGTCGATGAAGGAAAACACCAAGCGTGCCAAGCAAAAGCAGGTGTACG

AGATTATGCGCCAAATGCGTACTCAAGCTCAAACGGCTGGGCAGGAGTTTACAAATGACCAAATCAAAGAAATGACG

AGAAAGGTTAG 

>OTU9061;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.2864),g:Parabacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATATGGGAATAAAGTGAGTCAAGAGAGATTTTTTGTATGTACCGTATGAATAAGCA

TAGGCTAACTCCGTGGCAGCAGCCGCGGGAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGATTAAAGGGT

GCGTAGGTGGTTCCTTAAGTCTGCTGTGGAATGTTGTGGCTTAACCATAAAATTGCCATTGATACTGGTAGACTTGAG

TATGTTTGATGTAGGCGGAATTCGTGGTGTAGCGGTAAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9059;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Clostridium_IV(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCACAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGCAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTTCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGCCGAGTA

AGTCAGCGGTGAAAGACCGGGGCGCAACCCTGGAAGTGCCGTTGATAATGGTTGGCTGGAATGATCCCGCCGCGGG

AGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACAACGATTGAGAAGGCAGCGCGCGAGGGGG

CAATTGAAGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATAACCTGGTA 

>OTU9060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATTTTAAAGCTCTTTCTTTGGGGAAAATAATGACGGTACCCATGGAGGAAGCTACGGCTAACTACGTGCCAG

CAGCCGCGGTATCACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACATGGGTGCTGCATTGCGAACTGGTTATCTAGAGTGAAGGAGAGGAGGGTG

GAATTCCTAGTGTAGCGGTGAAATGCGCAGAGATTAGGAAGAACACCGATTGCGAAGGCGACTCTCTGGGCTGTAA

CTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9062;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGGAGGGAATCTTCCACAATGGGAGCAAGACGGATGGAGCAACACCGCGTGAGTGAAGAAGG

GTGTCGGCTGGTAAAGCTCTGTTGTAAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACC

AGAAAGTCACGGCGAACTACGTGCAAGCAGCCGGGGGAAGACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCG

TAAAGCGAGAGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAATAAGTGCATCGGCAACTGTC

TGACTTGAGTGCAGAAGAGGCCAGTGGAACTCCATGTGTAGCGGTGTAATGCGTCGATATATGTAAGAACACCCGTC

GCGAAGGCGGCTCTCTTGTCTGCCACTAACCCTGAGTCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9063;tax=d:Bacteria(0.0024),p:"Planctomycetes"(0.0000),c:Planctomycetia(0.0000),o:Planctomycetal

es(0.0000),f:Planctomycetaceae(0.0000),g:Zavarzinella(0.0000); 

GGTATTGTCTGTGAGCGCTGCGGTGTTGAAGTCACCGAAAGCCGTGTGCGTCGTCACCGCATGGGTTTCATCAAGCT

CGCTGCGCCGGTGTCCCATGATTGGTACCTCAAAGGCATCTCCAGCTATGTGGCCATCCTGCTGGACATGCCGCTGCG

GGATGTGGAGCAGATCGTCTATTTCAATTGTTATGTGGTACTTGATCCGGGCGATCACAAGACCCTGAAGTACAGGC

AGCTGCTTACTGAGGATGAGTGGCTGGAGATCGAAGATGAGATTTATGCCGAGGACTCTGAGATTGAGACCGAGCC

GGAGGTGGGCATCGGCGCTGAAGCGCTCAAGAGCTTGCTTGAGGATCTTGAACTCAATGAGATCGCTGAACAGCTCC

GTGAGGAGATCAGTGGCAGCAAAGGCCAGAAGCGCGCCAAGCTGATCAAGCGTCTACG 
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>OTU9065;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Eubac

teriaceae(0.0099),g:Alkalibaculum(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAACGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAAGTTAACTCGGGTGCTGAATCTGAAACTACGAGTCTTGAATGTCGGAGAGGT

AAGTGGAATTCCAAGGGTAGCGGTTGAATGGGTAAATAATAAGGGGAACATAAGTGGCGAAGGGGACTTACTGGA

CGATAACTAACGCTGAGGCACGAAAGCCTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCCTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAATACCCGGGCTAAAGTTGCGTGTTGCATCCCAACCTGGTCATCTAGAGTGCAGGACAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCATAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGTGGCTCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGAAGTA

CTTCGGTACGTAAACCTCTATCATCAGGGACGATAATGACGGTACCTGACGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGACTTGTAA

GTCAGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGGATAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGAATTGCTGGACGGTA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9064;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Alphaproteobacteria(0.8472),o:Rhodospiril

lales(0.5766),f:Acetobacteraceae(0.3544),g:Acetobacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAAGCCTGACCCAGCAATGCCGCGTGTGGGAAGAAGGC

CTTCGGATTGTAAACTACCTTCGGCGGGGACGATAATGACGGTACCTGCAGAACAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTCCGGATTGACTGGGCGTAAAGGGCGTGTAGGCGGTTAGTAA

AGTCAGATGTGAAATGTACGGGCTTAACCTGTGAGCTGCATTTGATACGTGATAACTAGAGTGATAGAGAGGGTTGT

GGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCATCCTGGATCATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9068;tax=d:Bacteria(0.0076),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 
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AGTCAGATATGGACCTTGCTGCTCAAGGTCTAGGAGCTAACGCCTGGAACACCTCACTCCAACCCCAGCTGTCGCTAC

TTCCCAAGAAGCTGTTCAGAATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTCACAATGACAAATCTGTCCACG

GAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAG

AGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCA

AAGGTATGCGC 

>OTU9069;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGGGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTGAGTTGTGAAATTTTGCGGCTCAACCGTGGAACTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGTACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9072;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTATCCTATGGATAAG

GACCGGCCAATTCTGTGCCAGCGGCCGCGGTAATACGGAAGGTTCTGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCTGGTGGTGAAATGTCGGGGCTCAACCTGGGCGTTGCAGCTCAAACTGTGAGACTTG

AGTGCGAAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACTCCGATTGCGAAG

GCAGCCTTCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9070;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTTCCACCGGCTGCCTCCACGCCGCGTGAGAAATGGAGGTTTTCGG

ATGGTAAAGCGCTGTCGTTGGGGAAGATAATGACGGTACCCAAGGCGGAAGCTACGGCTACCGAAGGGCCAGCCGC

CGCGGTAATCCGTAGGTGGCGCACGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTGGG

ATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATGCCACACTGGTTACCTAGAGTCCAGGAGAGGAGAGTGGAAT

TCCTAGTATAGAGGTGACATGCGTAGAGATTAGTCAGAACCCCAGTGGCGAAGGCCACTCTCTGTACTGTCACTGAC

GCTGATGCTCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9073;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGTTCGTAAACTTCTTTTATATAGGCATAAAGTGCAGTATGTATACTGTTTTGTCTGTATTATATGAATAAGGAT
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CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGAATGGTAAGTCAGGTGTGAAAGTGTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTTGCGAAGGCA

GCTTACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9071;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCGGCGGGGAGGAAGGGGGTAAAGTTAATCCCTTTGCTCATTGACGGTACCCGCCGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGAACGAAGACTGACGCTCAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9075;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosar

cinales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

CACCAGGCCACCACCAACCAGTACGTGAAAAAGCGTCCTGCGTGTAGCGAACTGCGCTGCGCATACTATAACCATAC

GGCCACGTCTTTTGCACGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTA

GGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAAAAATA

CTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACAATACGACCAATATCACGAAAAT

AGTCACGCAAAGCAGTGGGATTATCAGAAAACGCCTCGAATCGGTCGTCAGCCAACGG 

>OTU9074;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGTAGGGAGTAAAGTTAATACCTTTGCTCACTTACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCCGCCGCTGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGAGGTTTGTTAAGTCAAGTGTGAAATCCCCGGGGTCCACCTGGGAAATGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGGGGTGAAATGCGTAGAGACCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGAATGACGATTAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9076;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATGAGAATAAAGTGCGGTATGTATGCTGTATTGCATGTATTATATGAATAAGGA
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TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGCCAGTTGTGAAATGTAGGGGCTCAACGGTTAAATTGCGTTTGAAACTGGCTGTCTTGAG

TACGGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGGCTGCAACTGACACTGATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9080;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCATGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGTATTTTGTATGTACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCCAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACAGTTAAGCCAGTCGTGAAATGTGGCGGCTCAACCGTAAAACTGCAGTTGGTACTGGCTGTCTTGAAT

TCTGTAGAGGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACTCCGATTGCGAAGGCA

GCTCACGGAACTGCGATTGACACTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9079;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCCGGGGGTAATATGGGCGTCGCGCACGTCCGTTGAGAGTCCTCGGGGAATAA

GCATCGGCTAACCCGGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCTTCAAGTCGGGAGTGAAATTCAGGTGCTCAACGCCGGAACTGCCCTTGATACTGTCGCGCT

TGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9078;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Gammaproteobacteria(0.8755),o:"Enterob

acteriales"(0.4652),f:Enterobacteriaceae(0.2864),g:Escherichia/Shigella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCTTGATGCAACCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAAGACTTTCAGGGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGTTGTGAAAACGCCGGGCTCAACCTGGGAATTGCTTGTGATACTGACAA

GCTGGAGACTCGAAGGGGGGGGTAGAATTCCAGGGGAGGGGGTAAAATGGGTGGTATTCTTAAGAAAAACCAGGG

GGGAGGGCGGCCACCTGAACGAAGACGAACGCTCAGGTGCAAAAGCGTGGGAAGCAAACAGGATTAGAACCCTGG

TA 

>OTU9077;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGTGGGGAGGATGGGAGTAATGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA
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GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAATCCCAGGGCTCAACCTTGGAACTGCATCTAATACTGGCAA

GCTTGAGTCTCATAGAGGAGAGTGGAATTCCAAGTGTAGCGGTGAAATTCGTAAAGATCAGGAGGAATACCAGTGG

CGAAGGCGGCCACCTGGACGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9081;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGCGGGGAGGAAGGGAGCAAAGTTAATGCCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGGGCCAGCAGCCGAGGTAATACGGCGGGGGGAAACGGTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGCTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

GTGCTTGAGTCTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGT

GGCGAAGGCGGTCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.8146),g:Clostridium_XlVb(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGTA

GTTCGCTATGTAAACTTCTATCGACAGGGACGAAAAAAATGACTGTACCTGAATAAGAAGCACCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGTTTGG

CAAGTCATATGTGAAATTCCCGAGCTTAACTCGGGCGCTGCATAAGAAACTGTCAGACTAGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACTG

TTACTGACGCTGAGTCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Porphyromonadaceae"(0.9294),g:Butyricimonas(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGAAGG

GTCTATGGCCTGTAAACCTCTTTTGTAAGGGAAGAATAAGGAGGACGAGTCATTCGATGCAAGTACTGGACGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GCGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGTCTGCAGCTAACCTGTAGCACGCCGTTGAAACTGGCGCCCTG

GAGACGATACGATGTAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATTGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCTCGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9086;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9903),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTAGGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACGGTATTGTCTGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGGATCCGAGCGTTACCCGGATTTATTGGGTTTAAAGGGAG

TGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTATGGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9084;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

CTCTGGTTTGTAAGTACTTTTAGCGGGGAGGCAGGGAGTAAAGTTAATACCTTTGCTCATTGTCGTTACCCGCAGAAG

ATGCACCGGCTAACTCCGTGCCAGCAGCCTCGGTAGTACGGTGGGTGCAATCGCTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATGCCCGGGCTCAACCTGGGAACTGCAGCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGATTGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9085;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAGTAATTTTCGCAGGGGGGGAGGGAGTTAAGTTAATAACCTTGCTCATTGACGTTACCCGCAGAA

GAAGCAACGGCCAACTCCCTTCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGGAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9087;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCCAGTAGCGTGAAGGAAGAAGGC

CCTATGGGTCGTAAACTTTTTTTATATGAGAATAAAGTGCAGTATGTATACAGTTTTGCCTGTATTATATGAATAAGGA

ACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGGGCGTTATTCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTGAGATGTGAAATTCTGCGGCTCAACCGTAGAATTGCATTTGAAACTGCCTGTCTTGAGT

ACGGTAGAGGTTAGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCAAGAAGAACACCGGTGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9091;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGCC

CTTTTGGTTGTAAACTTCTTTTATATAAGAATAAAGTGCAGGTAGTATACTGTTTTGTATTTATTATATTAATAAGGGTC

GGCTAACTCCGTGCCAGGAGCCGCGGTAATAAGGAGGATCCGAGTGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTAGTGTAGAGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGCATCAAACAGGATTAGATACCCTGGTA 

>OTU9088;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGGTAATACCTTTGCTAATTGACGTTACCCGCAGA

AGAAGCACCGGCTAAATACGTGCCAGCAGACGCGGTAATACGGAGGGTGGAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCTCCGGGCTCAACCTGGGAACTGCATCTGATACTGTAC

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9089;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGGTGTAAAGTACTTTCAACGGGGGGGAAGGGAGTAAGGTTAATACCTTGGCTCATGGACGTTACCGGCAG

AAGAAGGACCGGCTAACTCCGTGCCAGCAGCGGAGGTAATAAGGAGGGGGCAAGCGTTAGTCGGAATTACTGGGC

GTAAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGG

CAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU9090;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9719),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGCATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGTGTAACGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCCTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCATGCCTTAATCGGTATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGGTAAGACAGACGTGAAATCCACGTGCTCAACCTGGGAACTGCATCGGATACTGTCAA

GCTTGAGTCACTTAGATGTTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG
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CGAAGGCGGCCACCTAGACGAAGACTGACGCTCAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9093;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGATCCAGCCAAGTAGCGTGAAGGATGACTGC

TTTATGGGTTGTAAACTTTTTTTTTAAAGGAATAAAGTCGGGTATGGATACGCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCAGTGACAGCAGCCGCGGTAATGCGGAGGATACGAGCGTTATCCGGAGTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTAGAGGCAAGCGGAATTCGAGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9095;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAATGG

CTTCTGGTTTGTAAATCCTATCAGCCAGGGAAGAATAAGGTTGACGAGCCATCCGATGCCAGTACCTGACGAATAAG

CTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGATGCGAGCGTTATCCGGATTTACTGGGTTTAAAGGG

TGCGTAGGTGGACTGGTAAGTCAAATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGATAGCTTG

AGTGCAGTAGAGGCAAGCGGAATTCTGAGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCAATAGCGAAG

GCAGCCTGCTGAACTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9094;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_

XI(0.0000),g:GpXI(0.0000); 

GCCTTGTTCGCGTTTACCTTGCGTGTCCGCGCCGGAAACACTGACGTTCTTCCTGACGCCGCAGAAAACGTGCGTCCA

AAATTACGTGCAGACGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCG

TTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTTAATTGCAGGGGCT

TCGGCCCCTTACTTGAGGATAAATTATGTCTAATATTCAAACTGGCGCCGAGCGGATGCCGCATGACCTTTCCCATCTT

GGCTTCCTTGCTGGTCAGATTGGGCGTCGGATTACCATTTCAACTACGCCGGTTAGCG 

>OTU9092;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:Pasteure

llales(0.8955),f:Pasteurellaceae(0.8505),g:Actinobacillus(0.3479); 

GCGGGGGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGACGGC

CTTCGGGTTGTAAAGTTCTTTTGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATTGATGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGTGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGGCCCGGGCTTAACCTGGGAATTGCAATTCATACTGGGT

CGCTAGAATACTTTAGGGAGAGGTAGAATGCCACGTGTAGCGGTGAAATGCGTAGAGATGTGACGGAATACCGAAG
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GCGAAGGCAGCACCTTGAGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9097;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAAAGTTAAGTCAGTCGTGAAATTTAGCGGCTCAACGGTAAAATTGCAGTTCGTACTGGCTGTCTTGAG

TACATTAGATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCCACAAGGCCGCAACTGACACTAATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9096;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Pedobacter(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTTTTTTGACGCAGAGCAATAAGGATTACGTGCAGACTGATGCGAGTCTGCGTCGAATAAG

AATCGGCTAACTCTGCGCCAGCAGCTGCGGTTATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGGGTAAGTCAACAGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTAATACTGCCAGTCTAG

AATGCGAATGACGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCGTAGATATTACACAGAACACCAATTGCGAAG

GCATCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9098;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGACGCAGCCATGCCGCGTGTATGATGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGACGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCATAA

GACGCACCGGCTAACTCCGTGCCAGCAACCGCGGTACTACGGAGGGTGCCAGCGTTAATCGGAATTACTGGGAGTA

AAGCGCACGCAGGCGGTTTGTTAAGGGAGACGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGAGACTGGCA

AGCTTGAGTCTGGTAGAGGGGGGTAGAAGGCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9100;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Rikenellaceae"(0.0710),g:Alistipes(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCATGCCGCGTGCGGGATGACGGC

CCTATGAGTTGTAAACTTCTTTTGTACGGGAATAAACTCGGGTATGGATACCCGTTTGCATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

ACGTAGACGGTTTGATAAGTTAGTTGTGAAAGTCTGCGGCTCAACTGCGGAATTGCATCTGATACTGTAGAGCTTGA
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GTGTAGATGAGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCATAAAGAACTCCGATTGCGAAGG

CAGCCTGCCAAGCTATGACTGACGTTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9099;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGG

TTTCGGATCGTAAAGCTCTGTCTGTGGGGAAGATAATGGCGGTACCCACGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTA

AGTGGGAAGTGAAATACCCAGGCTCAACCTGGGTGCTGCATTCAAAACTGGTTATCTAGAGTGCTAGAGAGGTAAG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9101;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGAAACTCTGATCCAGCCATGTCGCGTGAAGGACTAAGGCC

CTATGGGTTGTAAACTTCTTTAGAAGGAGAGTAAAAAGCTCCACGCGTGGACGGTTGTAAGTATCATTCGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCGGAGTAAGTCAGTGGTGAAAGGCCCGGGCTCAACCCGTGAAGTGCCGTTCATACTGTTACGCTTGA

GTGCGGGTGAGGCGGGAGGAATTTGTCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGATTGCGAAG

GCATCTCACGGGTGCGCTATTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9103;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9882),o:Campylob

acterales(0.9497),f:Helicobacteraceae(0.8505),g:Helicobacter(0.5720); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACACTGAAGCAGCAACGCCGAGTGGAGGATGAAGAT

TTTAGGATTGTAAACTCCTGTTGTTAGAGAAGATAATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAA

GTCAGATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTG

GAATTCTTGGTGTAGGGGTAAAATCCGTAGATATCAATAGGAATACTCATTGCCAACGCGACCTTCTGCACCATTCCT

GCCGCTCATTCTCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9105;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTGGGGTATGGATAACCGATTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCATAGATCGACGTTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCTCAGAATTGCAGTTCAAACTGACTATCTTGAG
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TGCAGTTGACGCAGGCGGAATTCGTGGTGTAGCAGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACTAGGCTGCAACTGACACTTAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9102;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCTTCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCACTGACGTTACCTGCTCAA

GAAGTACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATTCGGATTTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACATGGGAACTGCATCTGATACTGGAAAG

CTTGAGTGACGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGGTGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9104;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAGTATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCGCGGGCTCAACCTGGGAACGGCATCTGATACGGGA

AAGCGTGAGTCTCGGAGGGGGGGGGAGAATTCCAGGGGTAGCGGGGAAATGCGAAGAGATCGGGAGGAATACCG

GTGGCGAAGGCGGCCCCCTGGACGAAGACGGACGCGCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGT 

>OTU9106;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGAATGAAGGC

TTTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCACGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGACGGTAAAGCAATTATGAAGTGAAAGCCCGCGGCTCAACTGCGGGACAGCTTTGGAAACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:Sphingobacteriia(0.5195),o:"Sphingobacteri

ales"(0.2679),f:Sphingobacteriaceae(0.1291),g:Solitalea(0.0230); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGAT

CGTTAAGTCAGTGGTGAAAGCCCATAGCTCAACTATGGAACTGCCATTGATACTGGCGATCTTGAGTATAATTGAAGT

GGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAAGGCAGCTCACTAATTT
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ATAACTGACGCTGAGGGACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGATG

ATTACTAGATTTTGGCCTTATGGTCAGAGTCCAAGCGAAAGTGTTTAGTAATCCACCTGGGGAGTACGTCCGCAAGG

ATGAAACTCAAATGAATTGACGGGG 

>OTU9109;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATTTAGGAATAAAGTCGGGTATGCATACTCGTTTGCATGTACTTTTTGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTGAGTTGTGAAAGTTAGCGGCTCAACCGTAAAAATGCAGTGGAAACTGGATAGCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCGGCGAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACGGGATTAGATACCCTGGTA 

>OTU9110;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAATCATAGGGCTCAACCCTGTAATTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGTGTA

ACTGACGCTGATGCTCGAAAGTGTGAGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9108;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAAAAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGACGGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAAGTCCGGGGCTCAACTCCGGAGTTGCCGTTGATACTGTCGATCT

AGAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9111;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTCATCCGGATTTATTGGGCGTAAAGAGT

GCGTAGGTGGTTATCTAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGT
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GCAGGAGGGGAAAGCGGAATTCCTAATGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCA

GCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTCGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCGGGGACTGCATTGGAAACTGCATGGCTGGAGTGTCGGAGAGGGAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGGAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAT

GACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9114;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactoba

cillaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACATTCAGTA

GCTTGCTACTGTTAGGGGGGTCTATCAGCCTGTATAGTATCACTACTGATGAGCAGCACGACCCTCTGTCTGTACCCTT

GTCTTTTGCGCACTCATGTTTCCTCGGCGGCTAACCCCCGCCGGCTGGACAACACTATAACCTTTTTAATTTTCAATCAG

CGTCTGAAAAACTTAATAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU9115;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCCGTATGTATACTGTTTTGTCTGTATTATATGACTAAGGCT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGCTGTGAAAGTTTGCGTCTAAACCGTATAATTGCAGTTGATACTGGATATCTTGAGTG

CAGTAGAGGCAGGAGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGAAGGCAG

CCTGCTGAGCTGCAACTGACATTGAGGCTCGAAAGGGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9113;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTAATAGCGTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGAGGTAATCGGAATGACTGGGCGT

AAAGCGCACGCAGGCGGATGGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGT

GATCTTGAGTGTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 
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>OTU9116;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGGGAGGAATATTGGTCAATGGTCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTTCTTTTATGCAGGTATAAAGTGCAGTACGTGTACTGTTTTGTATGTATTATATGAATAAGGA

GCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTGGGTTGTGAAATTTTGCCGCTCAACCGTAGAATTGCAGTTGGTACTGGCCGTCTTGA

GTGGGTAAGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACGCCGATTGCGAAGG

CAGCTGACAGGACTTCTACTGACGCTAATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9118;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Porphyromonadaceae"(0.2864),g:Butyricimonas(0.0808); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCTAT

GGGTCGTAAACTTCTTGTACATAAGAATAAAGTGTAGTATGTATACTGTTTTGTACGTATTATATGAATAAGGATCGG

CCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGAGTTATCCGGATTTATTGGGTTTAAAGGGCGCGTA

GGCGGGACGTCAAGTCAGCTGTAAAAGACTGCAGCTAACCTGGAGCACGCCGTTGAAACTGGCGCCCTGGAGACGA

GACGAGGGAAGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCAGTAGCGAAGGCAGC

TTCCCGGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9117;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Enterob

acteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGACGGC

CTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACTCGCTGAA

GAAGCACTGGCTAACTCCGTGCCAGCAGCCTCGGTAAGACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGACGTGAAATGCCGAGGCTCAACCTGGGAACTGCGTCGGATACTGGCA

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACTCT

GGTA 

>OTU9119;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGGAGTAGAGTTAATACCTTTGCTCATTGACGTTACCGGCTGA

GGAAGCACCGGTTAACTGCGTGCCAGCAGCATCTGTCATACGGTGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTAGAACTGGTAA

GCTTGAGTCTCATAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG
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CGAAGGCGGCCCCCTGGACGAAGACTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9121;tax=d:Bacteria(0.3416),p:Firmicutes(0.0517),c:Bacilli(0.0117),o:Bacillales(0.0085),f:Bacillaceae_

1(0.0025),g:Saccharococcus(0.0024); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCGAGCGTTATCCAGAATGATTGGGCGTAAAGAGTTCGTAGGCGGTA

TTTGTTGTTATTTGTAAATACCTAAATTTATTGTTTAGATATGCATTTAATACTCTTTTACTTGAGTATAGTAGAGGATA

ACAGAATTTCATACATAGGAGTGAAATCCGATCATTTATGAAGGAATGTCAGTGGCGAAAGCGGTTATCTGGCCTATT

TACTGACGCTGAGGGACGAAAGCATAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTATGCTGTCAAAGATGAG

TGCTATTATTGGGAACTTTCTGATATACAGCTAACGCGTTAAGCACTCCGCCTGGGAAGTATGATCGCAAGATTGGAA

CCCAAATGAATTGACGGGG 

>OTU9120;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9747),o:"Enterob

acteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGACC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCTCAGAA

GAAGCACCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGTCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTAAGATGTGAAATCACCGGGCTCAACCTGGGAAAGGCAACTGATACTGGCGA

GATTGAGTATCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGACCCCTGGACGAAGACTGACGATCAGGTGCGAAAGCGTGGGGAGAAAACAGGATTAGATACACTG

GTA 

>OTU9122;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTACCCCGATCCAGCCAAGTAGCGTGAAGGAAGAAGGC

TCTATGGGTCGTAACCTTCTTTTATATAAGAATAAGATGCAGTATGTATACTGTTTTGTATGTATTATATGAATCAGGA

TAGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9123;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGCTCGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCAGAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCGTAACCCACGAACTGCAATTGGAACTGTGTTGCTTGAGGGAAGTAGAGGCAG
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GCGGAATTCCCTGTGGAGCGGGTAAATGCGTAGAGATAGAGAGGAACAACAGTGGCGAAGGCGGGCTGCTTGGAT

TGAACTGACGCTGAGGCACGAAAGCGGGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9124;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:"Porphyromonadaceae"(0.9294),g:Butyricimonas(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTAAGGGAAGAATAAGGATGATGAGTCATTCGATGCCAGTACTGGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGGCGCTAAACTGTAGCACGCCGCTGAAACTGGCATCCTGG

AGTGGAGACGAGGTAGGCGGAACAAGTGATGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTACCAGGCTTGTACTGACGCTGATGCGCGAGAGCGTGGGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU9126;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTATGGTGTTTTGTATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATACGAGCGGTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAATTGTGAAAGTTTGCGGTTCAACCTTTAAATTGCATTTGATACTGGCCTGCTTGAG

TGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCCTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9125;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Sphingobacterium(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTGGAGAGTACCAGGGGAATA

AGCATCGGTAAATTCCGTGCCAGCAGCCGCGGTAATAGGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCGTTTGTACTGTCGCGCT

GGAGTGCGGGTGCCGACGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCAGCTCACAAGTCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9128;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2524),g:Dorea(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGACGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACCAAGAATCCCCGTCTAACTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

TCAGATGTGAAAGCCCGGGGCTCAAACCTGGGACTGGAATTGGAAATGGAATGCCAGGGTGGCGGAGAGGCAAGT
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GGAAATCCTAGTGTAGCGGTGAAATGCGTAGAAATTAAGAGGAACACCAGTGGCGAAGGCGGGTTGCCGGACGAT

GACCGACGTTGAGGCTCGAAAGCGTGGGGAGCAAAAAGGATTAGATTCCCTGGTA 

>OTU9127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5632),g:Sporobacter(0.0712); 

CCTTTCTTCCTCCTTTTGGATTATTGGGCACTGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCCTT

CGGGTTGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGCAA

GTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTGGGCTACGCGTGGCGTTTTGCAGGTATAGCATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCTGGCAAGGCAGTTGTGAAAGTCTGTGGCTCAACGTCAGAACTGCAGCGCGAACTGTCAGGCTT

GAGTGCGCGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGTGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9130;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGCTTAAAGGGAGCGCAGGCCGCCTCTTAA

GCGTGTTGTGAAATGCAGTCGCTTAACGTCTGTCGTGCAGCGCGAACTGCCGAGCTTGAGTGCGCGTAAGGTAGGCG

GAATTTGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCTGACGGGAGCGTAA

CTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.8146),g:Ruminococcus2(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGATATGTAAAGCTCTCTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGTAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAGGGGAGCGTAGACGGAGTGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAATCTAGAGTACCGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTAGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Fusicatenibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAAGAGAGAAAAAGGGGGGAAACCGGGATGCAGCGACGCCGCGTGAGCGAAGAAG

TATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAT

GGCAAGTCTGATGTGAAAACCCAGGGCTCGACCGTGGTACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGGGG

TAAGCGGAATTCCTAGTGTAGCTGTGAAATGCGTAGATCTTAGGAGTAACACCAGTGGCGAAGGCGGCTTACTTGAC

GATGACTGACGCTGAGGCTCGAAAGCGTGTGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9133;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0.

9934),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCGTTCAATGGGGAAGAAACAGATGACGGTACCAATAGAAGAAGCGACGGCTAAAGACGT

GCAAGCAGCGGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TACGTCTGATGTGAAAATGCGGGGCTCAACTCGGGATTGCGTTGGAAACTGCCTTACTAGAGTATCGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCCATAGAGAAGTCAGCTCACTGGACGAA

TACTGACACTGAAGCGCGAAAGCAGGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU9134;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGGGTTGGGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACGGGGAGACT

GGAGTGCACGGGAAGTTGGGGGAATTCGCCGTGTAGCGGTGAAAGGCTTAGATATGGCGAAGAGCTCCGATGGCG

AAGGCAGCTGACGGGGGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGTACCCTGGTA 

>OTU9136;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCACTAGCCTGAACCAGCCAAGTAGCGTGAAGGATAAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTACATCTGGAAT
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GCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCTCAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9135;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Acetitomaculum(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGC

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGATAACTCCGTGACA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCAA

GTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTGCTTGAGTACTTGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCAGCAA

CTGACGCTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9137;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACATTCAAGTCTGCGGTCAAATTCCGGGGCTCAACCCCGGCCAGCCGTGGAAACTGAATGACTTGA

GTGGGCGAGAGGTATGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9138;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp1(0.0000),g:Gp1(0.0000); 

CCTTCAGGCACCGCCTTCTGGTGCTTTGCAAGAACGCGTACTTATTCGCCACCATGATTCTGCCCCGTGTTTCCCGTCC

GTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCACTCGCGATTCA

ATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGG

GGTTGACCAAGCGAAGCGCGGTAGGGTTTCTGCTTAGGAGTTTAAGCATGTTTCAGACTTTTAGTGCGCGCCATAAG

TCAAACGTTTTTTCTGAT 

>OTU9140;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTTTTTTATAAAGGAATAAAGTCGGTTTTTGATACCCGTTTTCATGTACTTTATGAATAAGGA

TCGGCTCACTCCGTGCCATCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGGGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GAAGTGGAGGCAGGGGGAAATCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCATGCTAAGCTGCAAATGAAATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTAGGGGAATAAAGTCAGGTATGGATGCCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTGAGTTGTGAAATGTTGCGGCTCAACCGTAAAAGTGCAGTGGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCTACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9139;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumin

ococcaceae(0.0000),g:Ethanoligenens(0.0000); 

GCCGCTGACACCCGTCCTTTACTTGTCATGCGCTCTCATCTCTGGGCCTCTGGCTATGATGTTGATGGAACTGACCCCA

CGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACCTATAAACATTCTGTGCCGCGTTTCTTTGTTCCTGAGCATGG

CACTATGTTTACTCTTGCGCTTGTTCGTTTTCCGCCTACTGCGACTAAAGAGATTCAGTACCTTAACGCTAAAGGTGCTT

TGACTTATACCGATATGGCTGGCGACCCTGTGTTGTATGGCAACTTGCCGCCGCGTGAAATTTCTATGAAGGAGGGTT

GCCGTTCTGGGGATTCGGCTAAGAAGTTG 

>OTU9143;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGTGTGAGTGAATAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTTGAGAATAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCAG

AAATTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCGGGCGGTCGCTTAGGTCGGATGTGGAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGATGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTACGAAAAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACTGGCAAGTGAGTTGTGAAAGGTTGGGGCTCAACCGTAAAATTGCAGCTGAAACTGTTTGTCTTG

AGTGCACAGAAGGATGGGGGAATTTGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCGACCGGGGTGTGACTGACGCTGAAGCTCGAAAGCGCGGGAATCGAACAGGATTAGATACCCTGGTA 
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>OTU9142;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9462),o:"Enterob

acteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCAGGGAGGAAAGAAGTAAAATTAATACCTTTGCTCATTAACGTTACCCGCAGAC

GAAGCACCTGCCAACACCGTGCCAGCAACCGCGGTAATACGGGGGGTCCACACGTTCATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTGTGGTAAGTCAGATGTGAAAGCCCCGGGCTCAACCGGGGAACTGCATCTGATACTGGCAA

GCTTGAGTGTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAGCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAATGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9145;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9918),o:"Bacteroidales"(0.9

935),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGCCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTTGTTTATATGGGAATAAAGTTTTGCACGTGTGGAATATTGTATGTACCATAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGAACTGAGCGTTATCCGGATTTAGTGGGTGTAAAGGG

AGCGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGGAGAATTGCATTTGATACTGGCTGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9146;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGGAGTAAAGTGCAGTATGTATACTGTTATGTGTGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGACTGTTAAGTCAGTTGTGAAATTCTGGGGCTCAACCGTAAAATTGCAGTTGATACTGTCTGTCTTGAGT

GTAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9148;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9989),c:Chloroplast(0.9762),f:Chloroplas

t(0.9294),g:Cryptomonadaceae(0.9085); 

GTGCCAGCCGCCGCGGTAATACAGAGGATGCAAGCGTTATCCGGAATCACTGGGCATAAAGCGTCTGTAGGTGGTTT

GGTAAGTCTGCTGTTAAGGACTGGGGCTCAACCCCAGAAAAGCAGTGGAAACTGCCAGACTTGAGTGTGGTAGAGG

TAGAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCACTCTACTGGA

CCATAACTGACACTGAGAGACGACAGCTAGGGGAGCAAATGGGATTAGATACCCCAGTAGTCCTAGCCGTAAACGAT

GGATACTAGATGTTGCACGTATTAACCCGTGCAGTATCGTAGCTAAGGCGTTAAGTATCCCGCCTGGGAAGTACGCTC

GCAAGAGTGAAACTCAAATGAATTGGCGGGG 
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>OTU9147;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGAGGAATTTTAGTCAATGGGCGAGAGCCTGAACCAGCCATGCAGCGTGAAGGATGACTGCC

TTATGGGTTGTAAACTTCTTTTATAAAGGAATAATGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGGTA

CGGCTAACTTCGCGCCAGCAGCCGCGGTAATACGGTGGATCCGAGCGTTACCCGGATTTACTGGGCGTAAAGGGAG

CGTAGGCGGTTGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAGACTGGAAGTCTAGAG

TGCGGGAGAGGAGAATGGAATTCCTAGTGTAGCAGTGAAATGCGTAGAGATTAGGAGGAACACCGGTGGCGAAGG

CGGTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9149;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Epsilonproteobacteria(0.7881),o:Campylob

acterales(0.5023),f:Campylobacteraceae(0.3204),g:Campylobacter(0.0904); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGTCTGTTAA

GTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGAA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9150;tax=d:Bacteria(0.8319),p:"Acidobacteria"(0.1112),c:Acidobacteria_Gp22(0.0324),g:Gp22(0.0035

); 

GTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTACTCGGAATTATTGGGTGTAAAGGGCAGGTAGGCGGCT

AGGTAAGTGAGGGGTGAAGTCCCACGGCTCAATCGTGGAACAGCCTTTCAAACTGCCTGGCTTGAGTGTGACAGGG

GATGATGGAATTCTCGGTGTAAGGGTGAAATCTGTAGATATCGGGAAGAACACCAACGGCGAAGGCAATCATCTGG

GTCACTACTGACGCTGAGCTGCGAAAGCTAGGGGAGCAAACAGAATTAGATACTCTGGTAGTCCTAGCCGTAAACGA

TGAGTACTAGGTGTTGGGCCTTTCGGGGCTCGGTGCCGAAGCTAACGCATTAAGTACTCCACCTGGGGACTACTGTC

GCAAGGCTAAAACTCAAAGGAATTGACGGGG 

>OTU9152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

AAGGAAGGAAGAAGGGAGGAAGAGGGGAAAAGGGAGGAACCTCTGATCCAGCCATGCCGCGTGAAGGACTAAGG

CCCTATGGGCTGTAAACTTCTCTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGCGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU9151;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGATACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCCGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCGGCGGGAACTGTCCAGCTT

GAGTGCGGGCAACGTTGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACACCGATTGCGAA

GGCAGCTGGCGGGGGCGTAACTGACGCTCAGGCTTGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9154;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGCATGGATACTCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGCAGAATTGCGGTTGGTACTGGATATCTTGA

GTGCGTTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGACCGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9156;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGA

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGACGCTCGTTTGCCTTTTTGTATGTACCGTATGAATAAGGA

CCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGCTTAAGTCTGTTGTGAAAGTTTGCGGCTCAACCGTAAAACTGCAGTTGATACTGGTTGTCTTGAGT

ACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCGATTGCGAAGGCA

GCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9155;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCTCAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGTA

TCTCGGTATGTAAAGCTCTCTCTGCAGGGGAGAAAATGACGGTACCTGACTACGAAGCTCCGGATAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACACTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGAGAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGAC

CTATGGGCTGTAAACTTCTTTAGCCGCAGAGCAATAAGGGCCACGCGCGGTCCGATGAGCGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCGCGGGCTTAACCCGGGGAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGGTGCTGTGGAAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACTCAGAACACCGGTGGCGAA

GGCATCTCGCAAATCCGCAATTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9157;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGAAGAAGGC

TCTCTGGGTCGAAAACTTCTTTTATATGAGAATAAAGTGCAGTATGTATACTGTTTGGTATGTATTATATGAATCAGGA

CCGGCTAATTCTGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTCTGGTAAGTCAGCTGTGAAAACGCTGGGCTCAACTCGGCGCCTGCAGTGGAAACTGTCGGACTTGA

GTGCAGGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACTCCGATGGCGAAGG

CAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9158;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCAGTTACGTGTAACTGTTTGTAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGGAGATTAAGCGTGTTGTGAAATGTAGTCGCTGAACGGCTGAACTGCAGCGCGAACTGGTTGTCTTGA

GTAAGTTCGATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACGAGGGCGTAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.8303),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.1299); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGACTGATGGAGCAACATCGCGTGAGTGATGAAGGG

CTTCGGCTCGTTAAACTCCGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATTCAACAA

GAAAGTCACGGTTAACTACGTCCCCGCAGCCGCGGCAATACGTAGGTGGCATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGTCTAAGTCTGATGTGAAATCCTGCGGCTTAACCGGAGAGGTGCATCGGGAACTGGAT

AACTTGAGTGCGAGAGAGGACAGTGGAACTCCTTGCGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCGGCTGTCTAGCTTGCAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU9160;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Porphyromonadaceae"(0.8146),g:Parabacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

TCTATGGATCGTAAACATCTTTTATAAGGGAATAAAGTGAGGGACGCGTCCCGTTTTGTATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCATTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGCGGACTTGA

GTGTGTTCGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCCAAGCCATTACTGACGCTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9159;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0149),g:Clostridium_IV(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTT

GAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCCAACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9163;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGT

ACCGGCTAATTCCGTTCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTTAAGGGA

GCGCAGGCGGTCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGAACTGAAGTTGAAACTGGAAGTCTGGA

GTTCACACAGGGATGCCGGAATTAATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGAGAGCGAAGG

CAGGCATCCGAGGTGTTACTGACGCTGAGGCTAGAAAATGCGGGTAACAAACAGGATTAGATACCCTGGTA 

>OTU9164;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTGTATATGGGAATAAAGTATTACACGACTGGGAGTTCGTATGTACCATATGAACAAGG

ATCGGCTAACGCCGTGCCAGCAGCCGCGGTAATTCGGAGGATCCGAGGGGCATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTACGGCTCAACTGTAGAGTTGCAGTTGAAACTGGCAGTCTTG

AGTGTAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGACGAACTCCGATTGCGAAG

GCAGCTCACTAGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9162;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAACGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGCGAGCGCAGGCGGTTACTTAA

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTCTGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGTGCGTCGCGCACGTCCGATGAGAGTACCAGGGGACTAA

GCATCGGCTACCGCCGTGCCAGCAGCCGCGGTAATGCGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCCGGGCTCAACGCCGGAGCTGCCCTTGATACTGTCGGGCT

GGAGTGCGGATGCCGACGGAGGAGTGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGAAGGT

CCTACGGATTGTAAACTTCTTTTGCCCGGGAGCAAAGTCGCCATCGATGGCAGGATGTGCGTACCCGGAGTAAAAGC

ATCGGCTATCTTCGTGCCACCAGCCGCGGTAATACGCAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACTCGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGCGAGACTGG

AGTGCGACAGAGGAAAGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCTTTCCATGTCGTGACTGACGCTGAGACACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9166;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_1(0.0457),g:Peptococcus(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAA

GGGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGAC

TTGAGTGCGGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9168;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.799

5),f:Spirochaetaceae(0.5991),g:Treponema(0.3043); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGTACGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCCGGGAATGGCGCTATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCTGTAACACGTCCGTTGCTAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGA

CTTGAGTGAATGAGGGGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCGGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGTAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9170;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9987),c:Spirochaetia(0.9755),o:Spirochaetales(0.938

9),f:Spirochaetaceae(0.5273),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGACTGACGGAGCGATGCCGCGTGGATGCTGAAGGC

CGAAAGGTTGTAAAATCCTTTTGTACTGGAAGAATAAGCAGTGTAGGTAATGACATTGTGGTGACGGTACAGTTTGA

ATCAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTGATCTAAGCGTGGTGTGAAAAGCAGGGGCTCAACGCCTGGACTGCAGTGAGAACTGGA

TAGCTAGAGTTACTGAAGTGAAATCAGAATGTCAAGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAGGTTTCAGGCAGATAATTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGAATGATCGT

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGTA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGGTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGTAGGCGGAATTCGTGGTTTAGCGGTGAAATGCTTAGATATCTCGAAGAACTCCGATTGCGAAGGCA

GCTTGCTAAGCTGCAACTGACATTCACGTTCGAAAGTGTGGGTATAAAACAGGATTAGATACCCTGGTA 

>OTU9173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGTTTTTAAGCTTCTTTTTTAAAGGAATAAATTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAGTTGCATTTGATACTGGATATCTAGAGT
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GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Eubac

teriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTGTGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTTCCG

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCA

AGTCTGATGTGAAATCCCGGGGCTCAACCCCGGGACTGCATCGGAAACTGGATGGCTTGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9172;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumin

ococcaceae(0.0099),g:Oscillibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGACGGCGGC

CCTATGGATTGTAAACTGCTTTTATCGGGGAATAATAAGACTCTCGCGAAGGTTGATGCATGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGG

CGTGTAGCCGGGTAGTCAAGTCTGATGTGAAATCCGCGGGCTTAACTCGTGAACTGCATTTGAAACTGTGTTTCTTGA

GTATCTGAGACGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACACCAGTTGCGAAGGC

GGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9174;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9933),o:Campylob

acterales(0.9798),f:Helicobacteraceae(0.9387),g:Helicobacter(0.9085); 

AAGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGAGGAAGGT

TTTAGGATTGTAAACTCCTTTTGTTAGAGAAGATAATGACGGTATCTAACGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGAATAACAA

GTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTCATTCTAGAGTATGGGAGAGGTAGGTG

GAATTCTTGGTGTAGGGGTAACATCCGTAGATATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTAGAACATAAC

TGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGAA 

>OTU9176;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Rikenellaceae"(0.0000),g:Rikenella(0.0000); 

CCGGTAGCGTTGACCCTCATTTTGGTCGTCGGGTACGCAATCGTCGCCCGTTAAATCGCTTTCAAAATACGTGGCCTTA

TGGTTACAGTATGCCCATCGCAGTTCGCTACACGCAGGACGCTTTTTCACGTTCTGGTTGGTTGTGGCCTGTTGATGCT

AAAGGTGAGCCGCTTAAAGCTACCAGTTATATGGCTGTTGGTTTCTATGTGGCTAAATACGTTAACAAAAAGTCAGAT

ATGGACCTTGCTGCTAAAGGTCGAGGAGCTAAAGAATGGAACAACTCACTAAAAACCAAGCGGTCGCTACTGCCCAA

GAAGCTGTGCAGAATCAGAAGGAGCCGCAACT 
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>OTU9175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.0904); 

AAGGGAGGAAGAAGGAGGGAAGAGGGGAAAAGGGGAGAAAGCCTGATGGAGCAACACAGCGTGAAGGAAGAAG

GGTTTCGGCGCGGAAAGCTCTGTTGTTGGGGAAGAGCGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAA

ACAGAAAGTCAAAGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGC

GTAAAGCGAGCGCGGGCGGTTGCTTAGGTCTGATGTGAAATGCTTCGGCTTAACCGAAGAATTGCATCGGCAACCG

GGTGACTTGAGTGCAGACGAGGACAGTGGAACTCTAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCA

GTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCC

TGGTA 

>OTU9177;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGACAATAAGAGCGTCGCGCACGTCCTTTGAGAGTACCAGGCAAATAA

GCATCGCCTAACTCCGTGCCAGCACCCGCGTTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTTAAGTCGGTGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9178;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Sporobacter(0.0087); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCCGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAGCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTACTGGGTGTA

AAGGGCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATT

TCTTGAGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAATGTGGGACGCGTCCCTTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGCGTGTTGTGAAATGCCGCGGCTGAACCGTGGCACTGCAGCGCGAACTGGAGGACTTG
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AGTGCGCAGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9179;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:"Rikenellaceae"(0.0086),g:Alistipes(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCCGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGGGTAGCAGGCGAATA

GGCTTCGGCTACCTCCGTGCCAGAAGCCGCGGTAATACGAGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGCGGTGAAATTCCGGTGCTCAACCCCGGGGCTGCCCTTGATACTGTCGCGCT

TGAGTGCGGATGCCGCCGGAGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGA

AGGCAGCTGGCGAAGCCGGAACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9182;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGAAAAAAAGTCGGGTATGCATACCGGTTTGCATGTACTTTATGAATAAGG

AACGGCTAACTCCGTGCCATCAGCCGCGGTAATACGGAGGATCGGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGAAACTGGATATCTTGA

GTGCAGTTGAGGCAAGCGGAATTCGTAGTGTAGCGGTGAAATGCCTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGGACTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9183;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACAGGAATAAAGTCGGGTATGGATACCCGTTTGTATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGATGTGAAAGGTCGCGGCTCAACCGTGAAACTGCAGCTGATACTGGATATCTTGA

GTGCAGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCGAAGCTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9181;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Eubac

teriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCATGAATGATGAAGGC

TTTCGGTATGTAAACTTCTATCAGCGAGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGAGTAA

GTCAGATGTGAAAACCCGGGGCTCAACCTCGGGACTGCATTGGAAACTACGCGGCTAGAGTGTCGGAGAGGATAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8737),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCCACGCCGCGTGTGTGAAGAAGGGT

TTCGGGTTGTAAAGTTCTGTCGGTGGGGAAGAAAGATAGAGATAGTAACTCTTCTTTATTTGACGGTAACTACTGAAA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTGGATAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAATTGCATCGGAAACTGTTGGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGTC

GAAGGCGGTTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9184;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clostri

diaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTGAGATTGCAGTTGATACTGGATAGCTTGAGTGCAGTTGAGGCAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCAATTGCGAAGGCAGCTTGCTGGACTGTAAC

TGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9185;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Coprobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATCGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGACAATAGGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGGGCGTCAAGTCAGCGGTGAAAGTTCGGGGCTCAACCTCGGGGTTGCCGTTGATACTGTCGCGC

TGGAGTGCGGATGCGGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

AAGGCATCTGGCGGATGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGCGTCAAGTCGGGCGGGAAATTTCGGTGCTCAACGCCGGAGCTGCGCTTGGTACTGTGGCGC
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TGGAGTGCGTATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCG

AAGGCAGCTGACGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9188;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Porphyromonadaceae"(0.7787),g:Parabacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGTCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCACTTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTATTAAGTCAGCTGTGAAAGTTTGATGCTCAACAACAGAACTGCAGCGGGAACTGGGAGGCTTG

AGTATGTATAAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9190;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Porphyromonadaceae"(0.4563),g:Parabacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGTCACGAGTGATTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGTTTAAGGCTTAACCATGAAATTGCCTTTGAAACTGGGAAACTAGAG

TATGTTAGAGGGAGGCGGAATGCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATTGCGAAGG

CAGCTAGCCAAGCCAAAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9189;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCGCGCGTTGTCCGGATTTACTGGGCTTAAAGGG

AGCGTAGGCGGACTTGTAAGTGTGATGTGAAATACCCAGGCTCAACGGGTGGACTGCATTGCAAACTGGAAGTCTTG

AGTGCAGGCGATGATGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGGATCAGGAAGAACACCAATTGCGAAG

GCGACTCTCTAGACCTTTACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9193;tax=d:Bacteria(0.0024),p:"Fusobacteria"(0.0000),c:Fusobacteriia(0.0000),o:"Fusobacteriales"(0.

0000),f:"Fusobacteriaceae"(0.0000),g:Fusobacterium(0.0000); 

TTGAACCCTCATCCTTACTACCTTTCTTTTTGGGGTAATTCTCCTCATCGCGAATATCCTTCCGAGGGCGTTCAGCAGCC

AGCTTGCGGCCACACTGCGTAACCGTCTTCTCGTTCTCTAAAAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTATAG

TGTTATTAATATCAAGTTGGGGGAGTACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAA

CTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACCATGATCGAACTCAACGCCCGGCAGACG

AAAAGACAGAATCTATTCAAAGAGCTTGATGCGGTTATCCATCTGCTGAGGGAAGCCAAGCATTGGGG 
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>OTU9192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGGACAATAAGGGCCACGTGTGCTCCGATGAGAGTACGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTGGGCAAGTGAGCGGTGAAAGGCAGGGGCTCAACACGTGCAGTGCCGTGGAAACTGGGTGGCTT

GAATGCGGTTGATGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTAACAAGGCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9191;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCCGA

AGAAGCACCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAACGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTCAAGTCAGAAGTGAAAACCTCGGGCTCAACCGGGGAACTGCATCGGATACCGGC

TAGCGTGAGTATCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9194;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTAAAGGAATAAAGTGGTGTATGGATGCCGGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGTCGTGAAAGTTTGCCGCTCAACCGTAAAATTGCAGTTGATACTGGTTATCTTGAG

TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCTGCTAGGGTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9195;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Epsilonproteobacteria(0.9711),o:Campylob

acterales(0.8412),f:Campylobacteraceae(0.6709),g:Campylobacter(0.5239); 

ACGGGAGGCAGCAGGAGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGAGTGGAGGATGAAACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATGCTGACGGTACCTAAGGAATAAGCACAGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGTGAAACTGATAGTCTAGAGTGTGCGAGAGGCAGCTGG

AATTTGTGGTGTAGCGGTAAAATCCGTAGATATCCCCAAGAATACCCATTGCGAAGGCGGTCTGCTGGACCTCCCCTG

CCCCTCAGTCGCGCGAGCGTCGGGAGCCAACAGGATTAGATACCCTGGTA 
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>OTU9196;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Porphyromonadaceae"(0.6709),g:Parabacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCGCTTTTATAAGGGAATAAAGTGCGGGACGTGTCACGTATTGGAGGTACCGTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGCCTTTGAAGCCAGCGGTGAAAGTCTGTGGCTCAACGCTAGACTTGCCGTTGAAACTGGGCGGCTTG

AGTGTGTTTAAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCCTGCCAAGGCATTACTGACGCTTATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Porphyromonadaceae"(0.9294),g:Butyricimonas(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGGGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGGGGAAGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

TCGTAGGCGGGACGTCAAGTCAGCGGTAAAACACTGCAGCGAAACTGGAGCATGCCGTTAAAACTGGCGCCCTGGA

GACGAGACGAGGGGGGCGGAACAAGTGGAGTAGCGGTGAAATGCATATATATCAGTTGGAACCCCAGTAGCGAAG

GCGGCTACCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0326); 

AAGGGAGGAAGAAGGGAGGAAGATTGGGCAAGGGACGAGAGTCGGAACCAGCCAAGTAGCGTGCAGGATGACGG

CCCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGTGGGCTTTTAAGTCAGTAGTGAAATACGGCGGCTCAACCGTCTGACTGCAGTTGAAACTGGAAGTCTTG

CGCTCACACAGCGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATACCATGAAGAACTCCGATCGCGAAGG

CAGGCATCCGGTGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9202;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9861),o:"Fusobacteriales"(0.

9941),f:"Fusobacteriaceae"(0.9294),g:Fusobacterium(0.4787); 

ACTTTATTCATCAGTATTTAATCTTTTACAATTTACCAAAATTCTTATCCATCAATTCTTTTTTCACTATGACGGTCTTAG

GATTGTAAATTGCTTTCAATTGGGAAGAAACAAATGACGTTACCAATAGAAGAAGCGACGGCTAAATACGTGCCAGC

AGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTAAGTC

TGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGCGGAA

CTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAATACTGA

CACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGT 
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>OTU9200;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.1098),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCACATGAATAAGCCACGGCTAACTACGTG

CAAGCAGCCGCGGAAATACGTAGGTGGCAAGCGTTAGCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAAGCCTTTGGCTTAACCCAGGAACTGCATCGGACACTGTCAGACTTGAGTGCAGAAGAGGAC

AGTGGAACGCCATGTGTAGCGGTGAAATGCGTAGAGATCTGAAAGAACACCAGTGGCGAAGGCGGCTGACTGATCT

GCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9201;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCGGCCGGTAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTTGCGTTCTTGA

GTGCAGTTGAGGTGTGCGGAATTCGTGGTTTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9198;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Deltaproteobacteria(0.7114),o:Desulfovibr

ionales(0.2999),f:Desulfovibrionaceae(0.1485),g:Desulfovibrio(0.0326); 

ACGGGGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTC

TTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAGG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAA

AGGGCGTGCAGGCGGCCACCGCAAGTTGAATGTGAAATCCCCGGGCTTAACCCGGGAAGTGCGTTCAAGACTGCGG

GGCTTGAATACGGGAGAGGATCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTCGTG

GCGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9203;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9820),o:Desulfovibr

ionales(0.9798),f:Desulfovibrionaceae(0.9573),g:Desulfovibrio(0.9566); 

ACGGGAGGCAGCAGTGGGGAAGAGGGGGAAAGGGGAGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAG

GTCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTACCTTCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGTAGGGTGCAAGCGTGAATCGGAATCACTGGGCG

TAAAGCGAACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTGGATACTGCA

CGACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGT
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GGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9204;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGTCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9205;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:Prolixibacteraceae(0.0457),g:Tangfeifania(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCATGCCGCGTGCGGGATGACGGC

CCTATGGGTTGTAAACCGCTTTTGTTGGGGAGCAATAAGGGCCACGTGTGACCCGATGAGAGTACCCAGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGATTAAGCGGGAGGTGAAAGCGCGGGGCGCAACCCCGGAACTGCCTCGCGAACTGGTTGTCTT

GAATGTCCGTGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATCACACAGAACACCGATTGCGAA

GGCATCTCACGAACGGATGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCGTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTCAAGTCAGAGGTGAAAGGCCGCAGCTCAACCGTATGATGTGCGTCGCGAACTGTGAGACTTG

AGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9208;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGGTTAAGTCAGTTGTGAAAGTATGCGGCTTAACCGTAAAATTGCAGTTGATACTGGATATCTTGA
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GTGCAGTTGAGGCAGGCGGAGTTCGTGGTGTAGGCGTGAAATGCTACGCTATCACGAAGAACTCCTATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACACTGAGGCTCGCAAGTGTGGGTATCAAACAGGATTTGATACCCTGGTA 

>OTU9207;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Erysipelotrichia(0.4812),o:Erysipelotrichales(0.23

59),f:Erysipelotrichaceae(0.1098),g:Turicibacter(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGTAGGCGGGCAGGCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAG

GTCTTGAGTGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTG

CGAAGGCGGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9211;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Rikenellaceae"(0.9201),g:Alistipes(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAAATCGGGTACGTGTACCTGACTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTCGGTAAGTTAGAGGTGAAATTTCGGGGCTTAACCCCGGCATTGCCTCTGATACTGTCGGACTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9209;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Butyricimonas(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAAGGG

ACTATGGCCTGTAAACCGCTTTTGTCACGGAAGAATAAAAGGTACGCGTACCTTCTTGCAAGTACTTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTAATTCTTGA

GTATCGGAGAGGTTGACGGAATGCCTAGTGTCGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGG

CAGTCAACCAGACGATAGCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTGA
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GTACACACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9212;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9711),o:"Enterob

acteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAG

GACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAGGAACACCGGTG

GCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9213;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATTAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGC

GTCTAGGTGGTTTGGTAAGTCTGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGTAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9215;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAACAGTGAGGAATATTGGTAAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATAAAGGAATAAAGTGGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

AACGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGAACAGAGCGTTATCCGGATTTATTGGGTTGAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAATATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGCGTAGCGGTGAAATGCTTAGATATCACGAAGAGCTCCGCTTGCTAAGG

CAGCCTGCTAATCTTCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9214;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9733),o:Burkholderi

ales(0.8846),f:Sutterellaceae(0.7787),g:Sutterella(0.6681); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAGGGT

CTTCGGATTGTAAACTGCTATTGTCAGGGACGAAAAGGACTGTGTTAATACCATAGTCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGGTCTGTAAGACAGATGTGAAAGCACCGGGCTTAACCTCGTAATTGCATTTGTGACTGTAGG
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ACTAGAGTGCAGCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.3204),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAACAGGGACGAAACAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAGAG

GCAAGTCTGATGTGAAAACCCGGGGCTAAACCCCGGAACTGCATTGGAAACTGTTTTTCTAGAGTGTGGGAGAGGTA

AGGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0204); 

AAGGGAGGGAGAAGGGGGGGAGAGGGGAAAAGGGGGGAACCCCTGATGCAGCGATGCCGCGTGAGGGAAGAAG

GTCTTCGGATTGTAAACCTAAGTAGCCAGGGACGATAATGACGGTACCTGGGGAGTAAGCTCCGGCTAACTACGTGC

CAGCAGCCACGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGTCGTTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9218;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Enteroc

occaceae(0.1485),g:Enterococcus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTCTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTACATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGACGCAAGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGA

TAGTCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCA

TTGCGAAGGCGATCTGCTGGAACTCAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9221;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCTGTTAGTCGGGAATAAAAGGGCGCACGTGTGCGTCGTATTGCGAGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG



6911 

 

GAGCGTAGGTGGATGTTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTT

GAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTGGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTAAACTGTAACTGACGTTCATGCCCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9220;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGAGGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGACTGCC

TTCGGGTTGTAAAGTACTCTCAGCGGTGAGGAAGGGAGTAAAGTTAATACCTTGGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGGAATGAGTAGAGAGCGGGAGGAATAACGGTG

GCGAAGGCGGCCCCCTGGACGAAGACGGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGG

GTA 

>OTU9219;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactoba

cillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTCAACCCGGGAACTGCTTTGGAAACTGTTT

AGCTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGACATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTTCTGGACGATAACTGACGTTGAGGCACGAGAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGTGGATGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCTAGCGTTATCCGGAAGTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAT

GTAAGAGGTGAAAGGCTACGGCTAAACTGTAGTAAGCCTTTGAAACTGGGAAGCTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9224;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAGAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG
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AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATAACGGGGCGTA

AAGGGAGCGTAGGTGGCGATTTAAGTGAAATGTGAAAGACCGGGGCTTAACTCCGGAATTGCATTTCATACTGGATT

GCTTGAGTGCAGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9222;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGCAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGAGCGTCAA

GTCAGCTGTGAAATGTCGCGGCTCAACCGTGGAGCTGCAGTTGAAACTGGCGTTCTTGAGTATACATAAGGATGGTG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATAGCGAGGGCAGCTGGCCGGGCCTGCA

TTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5991),g:Subdoligranulum(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGGTTGTAAACTTCTGTCGTTAGGGACGAAAATGACGGTGCCTCACTAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGGTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCTATAAATTGCTTTCGAAACTGCTGGGCTTGAGTGGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Pseudoflavonifractor(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACGAGGGAAGAGCAGAAGACGGTATCTCTAGAATAAGCCACGGCTAACCATGTGC

CAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGGCGGGTCTGC

AAGTCAGGTGTGAAATCCATGGGCTAAACCCATGAGCTGCATTTGAAACTGTAGATCTTGAGTGAAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9229;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGATTTAA

GTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCACACTGGATTGCTTGAGTGCAGGAGGGGTAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAGTA

ACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9227;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumin

ococcaceae(0.6709),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAAGT

GGGTCAGATGTGAAATACCAAGGCTAAACCATGGAGCTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9226;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0099),g:Clostridium_III(0.0046); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCTGATTGTAAACTGCTGTAGACAGGGAAGAAAAAGGACAGTAGCTGTAGCATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGACA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCACCTAAACCTGTCTTTCTTGAGTGCTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAACTGCATTGATATTAGGAAGAACACCAGTGGCGAATGCGACTTTCTGGACAGTAAC

TGACGTTGAGGCACGAAAGTGGGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU9231;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Gammaproteobacteria(0.4812),o:"Enterob

acteriales"(0.2359),f:Enterobacteriaceae(0.1098),g:Escherichia/Shigella(0.0157); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGATTGTAAACTTCTGATCTGTGGAAAGAAACAAATGACGGTACCACAGGAGAAAGCTCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCAGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGG

GTAGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGATTTACTGGACGA

CAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9230;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_1(0.0457),g:Syntrophobotulus(0.0110); 

ACCGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTCCTGGGGGACGAAGGAAGTGACGGTACCCCGGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCCT
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GATAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAACTGCTTTGGAGACTGACGGGCTTGAGTGCAGAAGAGG

TAAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAGGGCGGCTTACTGGG

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATCCCGGGGCTCTACCTCGGAACTGCTTTCAAAACCGTGACCCTTGATTATCGGAGAGGCGAGCG

GAATTCCTATTGTAGCGGTGAAATGGGTAGATACTAGGAGGAACACCAGTGGCGAGGGCGGCTTGCTGGACGACGA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU9233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGGAGATCA

AGTCAGATGTGAAAACCGAAGGCTCAACCTGCGGGCTGCATTTGAAACTGAAGTTCTAGAGTGCTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9234;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_2(0.0355),g:Natronincola(0.0087); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGATTGTAAACTTCTGATCTGTGGAAAGAAACAAATGACGGTACCACAGGAGAAAGCTCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9235;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Betaproteobacteria(0.4428),o:Burkholderi

ales(0.2039),f:Burkholderiales_incertae_sedis(0.0710),g:Rubrivivax(0.0157); 

ACGGAAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCCGACATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTCTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATC
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TCTTGAGTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG

CGAAGGCGGTTAGCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCTAGCCACGCCGCGTGAGGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGGTGCCTGACGAATAAGCCACGGCTAACTACGAGC

CAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGATTAACTCGTGAAGTGCATTGGAAACTACTGTTCTTGAGTATCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5991),g:Coprococcus(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTTAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATTACGGTACCTGCCTAAGAAGCACCGTCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGTAGCGTAGACGGCTGTGTAAG

TCTGAAGTGAAAGACCGGGGCTCAACCAAGGGAGTGATATGGAAACTATGGAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACAAGTGGCGAAGGAGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9237;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0230); 

ACGGGAGGCCTCCTTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCAGG

CAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTAAGAGGGAAGAGCAGAAGACGGTACCTCCAGAAGAAGCAACGGCTAACTACGTTC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGGGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACGCCGGAACTGCTTTGGAAACTGTATCCCTTGAGTGTGGGAGAGGCA
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AGCGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9240;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATGAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGACTGGTAAGTCAGTTGTGAAAGTTGGCGGCTCAACCGTAGGATTGCAGTTGATACTGTGTGTCTTGAG

TACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGG

CTTCGGGTTGTAAAGCTCTTTTGTTAGGGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTACCTAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAGCAGGATTAGATACCCTGG

TA 

>OTU9242;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

CCTATGGGCTGTAAACTGCTTTTATCTGGGGATAAAGTGGGCGTCGTGCACCTCCTTTGAGGGTACTAGTGGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCTGTGCGTAAAGCGTGTCGTGAAATGCCGTGGCTCAACTGCGGAGCTGCGTCGCGAACTGGTGGGCT

TGAGTGCGGACGACGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGA

AGGCAGCCGGCGAGGCCGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU9243;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Gracili

bacteraceae(0.1291),g:Lutispora(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTACAGAAGACGAAGGAAGTGACGGTATTCTGTGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTCAT

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGAGGCTGCATTCGAGACTGGCGAACTAGAGTACCGGAGAGGGA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACT

GAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTAACCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTTAGGTGGTAAAGGTTGCGGCTCAACCTGAGAATTGCAGTTGAAACTGTCATGCTTGAG

TGCAGGAGAGGTGGGGGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATTACGAAGAACTCCGGTTGCGAAGG

CGGCTTACCGAACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9245;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9913),o:Actinomycetales(

0.9753),f:Actinomycetaceae(0.9015),g:Trueperella(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

TTTCGGGTTGTAAACTCCTTTCAGTACAGAACAAGGCCTTTGTGGTTGAGGGTATGTGCAGAAGAAGCGCCGGCTAA

CTACGTGCCAGCAGACGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTCGTAGGC

GGTTTGTTGCGCCTGATGTGAAAGGCCGGGGCGTCACTCAGGGGTTGCATTTGGTACGGGCAGACTGGAGTGTAGT

AGGGGTAATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTT

ACTGGGCCATTACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCTTGAGTGATGAAGGT

TTTCTGATCTTAAAGCTCTTTCTTTGGGTAAGATAATGACGTTCCCCAAGGAGGAAGCCCCGGCTACCTCCTTGCCAGC

ACCCCCGGTAATACGTAGGTGGCGAGCTTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTCGACAATGGGCGCAAGCCTGATCGAGCAACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAACCTCTGTTGTTGGAGAAGAACGTGCGTGCGGTTAACTGTTCACGCAGTGACGGTATCTACCCAG

AAAGTCACGGCTTACTACGTGCCAGCCGCCGCTGTAATACGTAGGTGGCGAGTGATATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTAATAAGTCTGATGTGAAAGCCTTGGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9247;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.0710),g:Caloramator(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCAAAGGGACGAAGGACGTGACGGTAGCACAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTGGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTTTG

GCAAGTTAGATGTGAAATACCCGGGCTTAACTTGGAGTCTGCATCCGATACTGCTGATCTTGAGTGCAGGAGAGGAA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9250;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGGAGGC

CCTATGGGTCGTAAACTTCTTTTATGTAAGAATAAAATGCAGTATGTGTACTGTGTTGAGTGTACTACACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTCTGGTAAGTCAGTCGTGAAAGTCGGCGGCTCAACCGCAGAATTGTATTTGATACTGCCGATCTTGA

GTACAGAAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTCACGAGTCCGTAACTGACACTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9249;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Enterob

acteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGATGGGAGTAAAGTTAATACCTTTGCTCCTTGATGTTACCCTCCGAA

GAAGCACCGGCTTACGCCGTGCCCGCAGCCGCGGTAATATGGGGGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCTTCTGATACTGGCAA

GCTAGAGACTCGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCTTTGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCAGATTAAGTCAGTTGTGAAATGTCGGCGCTCAACCCTGGAAGTGCAGCGGATACTGGTTGGCTG
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GAATGCGCACGAAGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9254;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGT

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGAGCAGTATGTATACTGCTATGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGACTGTTAAGTCAGCTGTGAAAGCTTGCGGCTCAACCGTAAAATTGCAATTGATACTGTCAGGCTCGAG

TACAGAAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGGAGG

CAGCTGACGAGACTGGTACTGACACTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9251;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactoba

cillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATATTGGACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGTGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTGTAAGTAGAGAAGAAGGGGCGTTAGATAGAACGTGATTGCTTTGACGGTATCTAAAGA

ATAAGCCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGACTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTTGATAAGTGTGATGTGAAAGCCTCTGGCTTAACCAGAGAACTGCATTGAAAACTGTCTG

ACTTGAGTACAGAAGAGGACAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGAAGGAACACCAGTGG

CGAAGGCGACTGTCTGGTCTGATACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9253;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCATGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCAGGACGGGTCCCGTATTCAGAGTACCCGACGAAAACA

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGGCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGGGCGAGGAAGGTGGAATGCGGTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9257;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATCGGTCAATGGGCGCTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTTGTAAACTTCTTTTATACAAGAATAAAGTGCAGTATGTATACCGTTTTGTATGTATCATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGCGTTGTGAAATTTTGCAGCTCAACGGTAGAAGTGCAGTTGGTACTGTCAGTCTTGAG
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TACAGTAGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9256;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTTTTAGATAAGAATAAAGTGCAGTATGTATACTATTTTGTAAGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAATTTGCGGCTCAACCGTACGATTGCCATTGATACTGTCAGACTTGAGT

ACAGTAGAGGTGTGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCA

GCATACCAGACTGAGACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9255;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTTCGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGGCGGTATCTAACCA

GAAAGGCACGGCTAACTACGTGCCACCAGCCGCGGTAATACGTAGGGGGCGAGCGCTATCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGATGAGTAAGTGGGATGTGAAAGACCCGGGCTCAACTCGTGAACTGCATTTGAAACTACT

CTGCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGACGACTGACGGTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9258;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

AAGGGAGGGAGAAGGGAGGAATAGTGGTAAATGGGAGGAAGGGGGAAGGAGAGAAGGAGAGTGAAGGATGACT

GCCCGAAGGGTTGTAAACTTCTTTTAGAAGGGAAGAATTGCGGGTACGAGTACACGTTTGCATGTACCTTATGAATA

AGGATCGGCGAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGATATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTTAAATTGCAGTTGATACTGGGTGCC

TTGAGTCCAGTATAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTATATATCACGAAGAACTCCTATTTCGTA

TGCCGCTTGCTTGAGTGTAACTGACTCTGATGCTCGAAATTGTGGGTATCAAACAGGATTAGATACCCTTGTA 

>OTU9260;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCACGTAGCGTGAAGGATGAAGGA

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTAGGTATACTGTTTTGTATGTGTTATATGAATAAGGT

TCGGATAACTCCGTACCAGCAGCCGCGGTAATACGGAGGATGCGAGCCTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAACTGCATTTGATACTGTCATTCTTGAGT
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ACTGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGCAGCATGTGTGGTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAGTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACAGTAAAATTGCAGCTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTACTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCGGTTGTGAAAGTTTGCCGCTCAACGGTAAAACTGCAGTTGATACTGTCCCACTTGAG

TACAGTCAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9263;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.650

9),f:Spirochaetaceae(0.4563),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGACGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGGGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTGCTGAGGTGGAACTGGAATGCCAGGTGTAGGGGTGAAAGCTGCAGATATCTGGAAGAACAACAAGG

GAGAAGGAAAGTGTCAAGCAGATAACGGACGCTGAGGTGAGAAGGTGCGGGGAGCAAACAGGAGGAGACCCTGG

TA 

>OTU9266;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAGGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATAGGAGAATAAAGTGCGGTATGTATACTGTTTTGTACGTATGATATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTGAGTTGTGAAAGGTTGCGGCTCAACCGTTGAATTGCAGATGAAAATGTCAGTCTTGA
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GTGCGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGTGGAACTGACACTGAGGCTCGAAAGTGTGGGTATCGAAAAGGATTAGATACCCTGGTA 

>OTU9265;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pepto

streptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGGGTAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTTAAGCTCTGTCTGTGGGGAAGATAATGACGGTACCCAAGGAGGAATCTACGGCTAACTACGTTCCA

GCAGCCGCGGTTATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGTGGTGAAAGGCTACGGCTCAACCGTAGTCAGCCGTTGAAACTGGGCAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9264;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1291),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAAACTACTTTCGTCAGGGACGAGTAGAAGAGGGTACCCGAAGAATACGCCACGGCAATCCACGTGC

CAGCAGCCGCGGAAATACGTAGGGGGAAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAGCTGCATTTGATACGGTTCTTCTTGAGTGTCGGAGAGGCTAT

CGGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCAACCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9262;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Eisenbergiella(0.0808); 

ACGGAAGGCAGCAGTGGGTGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAATCGGAACCACTGGGCGTAAAGCGCACGTAGGCTGTTATGTAA

GTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGACTTGAATCCGGGAGAGGGTGGC

GGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9267;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9952),o:Lactobacillales(0.9934),f:Lactoba

cillaceae(0.9873),g:Lactobacillus(0.9724); 

CCTTTCGGCCTCCTTCTGGCCTCTTCCCCCCTGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACT
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TGAGTGCAGAAGAGGACAGTGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9270;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGCCGTATGTATGCTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTTGTAAGTCAGTGGTGAAAGTTTGCGGCTAAACCTTAAAATTGCATTTGATACTGTCAGTCTTGAGTA

AAGTAGATGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGATGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATA

CAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCCACCGGACGT

TCCCTGACGCTGGCGCGAGAGAGCGTGGGGAGCCACCAGGATTAGATACCCTGGTA 

>OTU9268;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTAGGCGGTTGGTTGC

GTCTGCCGTGAAATCCTCTGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGATAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9271;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9726),o:"Enterob

acteriales"(0.6881),f:Enterobacteriaceae(0.4914),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTAAGCGGGGAGGAAGGGAGTAAAGTTAATACTCTTGCTTATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGTGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTTGAAACTGACG

AGCTGGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAACACCGGTG
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GCGAAGGCAACCAGATGGACTGACACTGACGCTGAGGTGCGAAAGCTTGGGGAGCAAACAGGATTAGATACCTTGG

TA 

>OTU9273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.4224),g:Anaerosporobacter(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAAGGACGGGACCTGACTAAGAAGCCCCGGCTAGCTACGTGCCA

GCGGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGTGGCA

AGTCAGAAGTGAAAGCCCGAGGCTCAACCTCGGGACTGCTTTTGAAACTGTCATGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTTGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9274;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Alphaproteobacteria(0.9784),o:Rhodospiril

lales(0.9280),f:Rhodospirillaceae(0.7787),g:Rhodocista(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCCGATCCAGCCATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTTTCGCACGCGACGATGATGACGGTAGCGTGAGAAGAGGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCGCTTCAA

GTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACAGCATTTGAGACTGGAGTGCTTGAGTTCCGGAGAGGTGGGT

GGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGACGGAT

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9272;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGAGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTAACCGCAGA

AGAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGAGCACGCAGGCGGTTTGTTGAGTCAGAGATGAGATCCCCGGGCTCAGCCTGGGAACTACATCTGATACTGGC

AAGCTTGAGGCTCGTAGAGGGGGGTAGGATTCCAGGTGTAGCGGTGAAATGCGTAGGGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTTAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTACTGTTGTTAGAGAAGAACGTGCGTGAGTGCAACTGTTCACGCAGTGACGGTACCTACCGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGCGAACGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCTTGGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG



6925 

 

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9798),f:Lactoba

cillaceae(0.9573),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTCACCAG

AAAGTCACGGCTAACTCCTTGCCAGCAGCCGCTGTCCTACGTTGGTGGCAATCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCGTGGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9278;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAGCTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCATTCTTGAGT

ACAGTAGAGGTGGGTGGAACTCCTGGTGTAGCGGTGAAATGCTTAGATATCCCGAAGAATTCCGCTTGCTAAGGCAG

CCCTCTGGACGGCACCTGACACTTACGCTCGAGAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9277;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:Flavobacteriia(0.0425),o:"Flavobacteriales"(

0.0291),f:Flavobacteriaceae(0.0073),g:Cruoricaptor(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCCGATCCAGCCATGCCGCGTGAAGGACTAAGGCT

CTATGGGCTGTAAGCTTCTTTAGCCGCAGAGAAATAAGGGCCACGTGTGTTCCGAGGCGAGTATGCGTAGAATACGC

ATCGGCTAGCTCTGTGCCAGCAGCCGCGGTAATCCGGGGTTTGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGAAACTGTGAGGCTGG

AATGCGGAAGCGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACACCGATGGCGAA

GGCATCTCACAAGTCCGCAACTGACGCTGAGGCACGAAAGCGTGGGGGTCGAACAGGATTAGATACCCTGGTA 

>OTU9279;tax=d:Bacteria(0.0356),p:Cyanobacteria/Chloroplast(0.0125),c:Cyanobacteria(0.0041),f:Family_I

I(0.0009),g:GpIIa(0.0009); 

GTGCCAGCAGCCGCGGTAATACGAGGGGGGCGTGCGTTATTCGTACAAACTGGGCGTAAAGCGTCTTTAGGCTGATT

TTCGTGTGTTAGCATCTAAAGCTCAGGACGTTATCCTGAAAAGTTTGCTAAGACTGTTTATCTAGAGTTAATGAGGGG

TTGGTGGTATTTCCTCAAGAGGGTTAAAATTCATAGAAAGAGGAAAGAGGACCATAGGTGAAGACAACCAACTAGTA

TTAACTGACGCCAAAGGACTAAAGCGTAGGGAGCGATAGGGATTAGAGACCCCTGTAGTCTACGCCTTGACTGATGA
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AAGTGAAACGTCGGATATATATGCCGTTCTGTTATAGCTAACGCGTTGAACTTTCCGCCTGAGGAGTACGTCCGCAAG

GATGAAACTCAAAGGAATTGGCGGGG 

>OTU9282;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAGGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCAGGACTGCATTGGAAACTGATTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGAAGGTGAGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCGAGGTA 

>OTU9280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.9063),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTG

ACTGGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9283;tax=d:Bacteria(0.9073),p:Firmicutes(0.2586),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Pepto

streptococcaceae(0.0086),g:Clostridium_XI(0.0043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACCCAGCGTGAGGGATGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGTAACTGTTCTCGCAGTTACGGTATCTATCCAG

AAAGTCAAGGTTACCTACGTGACAGCAGCCACGGTAAAAGGTCGGGGGCAAGCGTTATCCGGATTTACTGGGAGTA

AAGGGTGCGTAGGCGGCGATTTAAGTCAGATGTGAAAGCTCAGGGCTCAACCGTGACACTGCATCTGAAACTGAGTT

GCTAGAGTGCAGGAGAGGAAAGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTA

GCGAAGGCAGCTTACTGGACTGTAACTGACGCTAAAGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9281;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0425),o:"Sphingobacteri

ales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAAGAAGGTCGTAGCGCACGTCCGATGAGAGTACGAGGGGAATA

AGCATCGGCTAACTCCGTGCGAGCAGGCGACGTCATACGGGGGATGGGAGCGTTATCCGTATTCATTGGGTTTAAAG
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GGCGCATAGGCTGTGCGTCAAGTCAGGGGTGAAAGTCCTGGGCTCAACTCCGGAGCTGCCCTTGATACTGGCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCGTCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9284;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATGGGGATAAAGTGCACTATGTGTACTGTTTTGTATGTATTGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACGGGTAAGTCAGTTGTGAAAGGCTGAGGCTCAACCGTAAAACTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9287;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATATGGGGATAAAGTATTACACGTGTGCGATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAAGATCCGGGAGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGGGGGTTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTAGAG

TATAGTAGAGGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCTATTGCGAAGGCA

GCTAACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9286;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATTGTAAAGCTCTTTCTTTGGGGAAGATAATGACGGTACCCAAGGAGTATGCCACGTCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAGATACCCGGGCTCAACTTGGGTACTGCAGTCCAAACTGGTTATCTAGAGTGCAGAGGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9928),o:"Bacteroidales"(0.9

934),f:Bacteroidaceae(0.9666),g:Bacteroides(0.9762); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATATATGAATAAGGAAC

GGGTTAATTCGTTGCAACAACCGCGGTAAATCGGAGGATCCGAACGTTAACCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTAC
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AGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9285;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAAGC

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGGCGGTAGCATAGGAGGAAGCCCCGGCTACCTACGTG

CCAGCAGCCGTGGTAATGCGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCAGGGCTTAACTTGGGAGCTGCATCTAAAACTGCTGATCTTGAGTGCAGAAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGTCTATCTGGACTA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9290;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAACGTTATTCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGATAAAACGTTAAATTGCCGGTTGTACTGTTAATCCTGAGT

ACCATAGAGGTTGGAGGAATTCCTGGTGTAGCGGTGAAATTCTTAAATAACACGAAAAACTTCGATTTGGAATGCAG

CCCAATTGGCTTGAACTGACACTTATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0904),g:Ruminococcus2(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGCGTGAAGACGTA

TCTCGGTATGTAAAGCTCTATCTGCAGGGAAGTAAATGCCGGTACCTGACTAAGAATCCCCGGCTCACTACGTGCCAG

CAGCCGCGGTAATACGTCGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGATGCAAG

TCTGGCGTGAAAGCCCAGGGCTCAATCCTGGGACTGCGTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAGGTG

GAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9292;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCACCATGTATACTGTTTTGTATGTACTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGACGGGTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTAGAATTGCAGTGCATACTGGAAGTCTTGAG
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TACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCCATCAA

GTCGGTGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTAGCGAAGGCGACTTTCTGGACTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTGGCGAACAGGATTAGATACCCTGGTA 

>OTU9293;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGACTTATTGGGTGTAAAGGGCT

TGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGA

GTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG

GCGGTTTACTGGACGACAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9294;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2321),o:Lactobacillales(0.1015),f:Lactoba

cillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGTGTGAAGAAGGG

TCTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTCTCTAACCA

GAACGTCACGTCTCACTACGTGCCAGCCGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGAGGGCAAGTGAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTCT

TCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGG

TA 

>OTU9295;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9671),c:Spirochaetia(0.9180),o:Spirochaetales(0.830

3),f:Spirochaetaceae(0.6350),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGCCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGCAAAATGCATAGGCTTAACCTATGAACTGCATTAAGAACTAAAAG
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AATTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAAAACACCAATGG

CAAAGGCAAGTTTCAAGCAGATAACTAACGCTGAGGTGCGAAGGTGCGGGGGAAAAACAGAATTAGATACCCTGGT

A 

>OTU9296;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTGAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTAAACTTGGGGGCGGAATTCCAAACTGGTGATTTAGAGTGCAGGAGAGGAGAG

GGGAATTCCTAGGGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACGAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTGGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGG 

>OTU9297;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTATATGGGAATAAAGTGCGGGACGTGTTCCGTTTTGCATGTACCGTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGTGTTAAGCGTGACGTGAAATTCCGACGCTCAACGTCGGAAGTGCGGCGCGAACTGGTACACTTG

AGTAAGCGGGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCGACAGTGGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9299;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGATTAAGGTGCGGGCCTTGTTCCGCATTGCTTTTCCCATTTGAATATGGA

CCGGCTATTTCTGTTCCGCCAGCGGCGGTATTACGGAGGGTCCGGTCTTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGTGGGTTAAGCGTGTGGGGAAATTCCGGCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAG

TACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCATGTGTGGCCTATTGCAGGTACCTTATGAATAAGG

ACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTTATAAGCGAGTTGTGAAATGTCGTGGCTCAACCTGGACATTGCAGCGCAAACTGTGAAACTTGA
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GTGCAGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9301;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5273),g:Clostridium_XlVb(0.1735); 

ACTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGGGGAACCCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGTTTTC

GGATCGTAAACTTCTATCAACAGGGACGAAACAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCACGTCAA

GCCAGATGTGAAAGCCCGGGGCTTAACCCCGCGGATTGCATTTGGAACTGGCGAGCTAGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9298;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0355),g:Cellulosilyticum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGG

TCTTCGGATTGTAAACTTCTGTCAGCAGGGACGAAACAAATGACGGTACCTGCCGAGAAAGCCACGGCTAACTACGC

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTTG

GCAAGTCGGATGTGAAAATTATGGGCTCAACTCGTAGCTTGCATTTGAAACTGTCGATCTTGAGAGTGGGAGAGGTA

AATAGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCAGTGGCGAAGGCGGTTTACTGGCCC

ATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTCGGGAATAAAGTGCGGGACGCGCCCCGCATTGCATGTACCCTTTGAATACGG

CCTGGCCAATCCCGTGCCAGCAGCCGGGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGAGTCGTGAAATGCCGTGGCTCAACGGCGGACGTGCGGCGCGAACTGGGCTACTTG

AGTACGCGGGACGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9303;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Clostridium_IV(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGACGTAAACTTCTTTCAAGAGGGAAGAGCAGAAGACTGTTCCTCTAGAATAAGCCACGGCCAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTGGAAACTGTCGCGCTGGAGTGCGGATGCGGCAG
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GAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGGTTGCGAAGGCATCTGGCGGGTCCG

TAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCGGAGACGAAGAAGTGACGGTATCTGATGAATAAGCTCCGGATAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAATGCA

AGTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGCGTTGCTTGAGTGAATTAGAGGCCGGC

GGAATTCCCCGTGTAGCGGTGAAATGCGTAGAGATGGAGATGAACACCAATGGCGAAGGCGGCCTGCTGGGCTTTA

TCTGACGCTTAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9305;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGAAAGTCTGATCCAGCCACGCAGCGTGAGGGATGACGGT

CCTATGGATTGTAAACTTCTTTTATACGGGAACAAAGTGCAGTATGCATACGGTTTTGTATGTACCGTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGATTAAGTCAGTTGTGAAATTTTGCGGCTCAACCCTGAAAGTGCAGTTGAAACTGGGTGTCTTGA

GTAGAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCCTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Oscillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTTAACTTCTTTTGTTAGGGACGAGTAGAAGACGGTATCTGACGAATAAGCCACGGCTAACTAAGTGGC

AGCAGCCGCGGTAGTACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAGGGC

AAGTCAGATGTGAAATCTACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTACCGGAGAGGCGATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACTGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGGTAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAGGGT

AAGTCAGATGTGAAATCTACGGGCTCAACCCGTGAACTGCGTCTGAAACTACTCTTCTTGAGTATCGGAGAGGAAGT
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CGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGTGAAGGCAGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3884),g:Eisenbergiella(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCACGGGACTGCATTGGAAACTGCCCGGCTGGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9311;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGGTGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAAGCGCGGGGCTCAACCCCGTACAGCGGCGCGAACTGCTCCCCTTGG

TTGCGGGAAGGGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGTAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9309;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XII(0.0710),g:Acidaminobacter(0.0157); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGAGTGTAAACCTCTGTCCTATGTGACGAAGGAAGGGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGATGTCCGGAATTACGGGGCGTAAAGGGTGCGTAGGCGGTTT

TGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTCAATACTGCAGGCCTTGAGTGCAGGTGAGGA

CAGCTGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9310;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovibr

ionales(0.9280),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGACGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCCAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGGTGCAAGCGTTAACCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGTATGGCCCTTAATATGGCACG

ATTGGAAGCAGGGAGAGGGTGGCGGAATTCCAGGGGTAGGGTGAAATCCGTAGATATCTGGAGGAACACCAGTGG
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CGAAGGCGGCCACCTGGACTGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9606),f:Lactoba

cillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGATTCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAGTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTAAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

AGTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTTTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9313;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGAGCAGCAAGTCTGATATGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCTTG

AGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAA

GCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9315;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGAAGAAGGGAGGAATCTTGGTCAATTGGCTAGCGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAGCTTCTTTTGCGCGGGGGTAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTT

GAGTGCGCGCGGCGTAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCGGCGGGAGCGCGACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9314;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9802),c:Fusobacteriia(0.9711),o:"Fusobacteriales"(0.

8737),f:"Fusobacteriaceae"(0.5991),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCACGTAGGCGGTTTGTT

AAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCCTTGATACTGGCAGACTTGAGTACCGGAGAGGTGG
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GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGA

ATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9317;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGGTTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGCACAGCTG

GAGTGCGGGAAAGGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9316;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Negativicutes(0.4812),o:Selenomonadales(0.235

9),f:Veillonellaceae(0.1098),g:Selenomonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGGCCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTACGGGACGAAAGAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGTGTAAAGGGAGCGTAGGCGGATT

TGCAAGTTGAATGTGAAACCAATCGGCTCAAACGGTTGTTGCGTTCAAAACTGCAGGTCTTGAGGGAAGTAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9320;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

CCTTTCTGCAGCAGTTATTCCTCTTTTTCCCTGTCCTCTAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGCCCTA

TGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCGGCAGGTTAAGTCAGTTGTGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTGC

GGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7068),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAGAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCTA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTTCAAAGGGAGCGTAGACGGCATGCCAA

GTCGGATGTGAAAGGCAGGGGCTCAACCCCTGGACTTCATTGGAAACTGGCAGGCTTGAGTGCCGGAGGGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTTGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9318;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

coccaceae_2(0.0904),g:Desulfotomaculum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGTCCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTG

GTAAGTTAGAGGTGAAAGTCCAGGTTTGAAGGGTGGAGCTGCCTTTAATACTGCTGAGCTGGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Marinilabiaceae"(0.0252),g:Anaerophaga(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGTTCGTAAACTTCTTTAGACGCAGAGCAATAGGTGTCTCTAGTGATCCGATGAAAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGGGCGATCGTTATCCGGATTTATTGGGTTTAAAGTGT

GCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGTGGGAGTTGCAGTTGATACTGGAAATCTGG

AATGCCGTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9322;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0710),g:Dorea(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATAAG

CGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGTGCGCGCAACGTTGGCGG

AATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCATACCGGCGCCTTACT

GACGCACAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9323;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCATTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGACATTCAAGTCTGCGGTCAAATTCCGGGGCTCAAACCCGGCCAGCCGTGGAAACTGAATGACGTGAG
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TGGGCGAGAGGTATGCGGAATGCGCGGTGTAGCGGTGAAATGGATAGATATCACTTGGAACCCCGATAGCGAAGG

CAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9324;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGCTTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATCGCGAAG

GCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACTACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAATGTGCGCCACGTGTAGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGCTCCTTAAGCGAGGGGTGAAAGGCCGGGGCTCAACGGTGGAACTGCAGAGCGAACTGGGGGGCT

GGAGTGCGCGCAGCGCGGGAGGAACGAGTAGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCG

AAGGCAGCCTGCGGGAGCGTAACTGACGCTGAGGCTCGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Butyricimonas(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTG

AGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTGGCGAAG

GCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9328;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4045),o:Bacillales(0.1719),f:Paenibacillac

eae_1(0.0560),g:Paenibacillus(0.0134); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGAGTGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCACTGGCTTAACCAATGTCAGCCCCCTGAACTGGGCT

ACTTGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTG
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GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTGATAAG

TTAGAGGTGAAATACCGGGGCTCAACTCCGGAACTGCCTCTAATACTGTTGAACTAGAGAGTAGTTGCGGTAGGCGG

AATGTATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGTGTAACT

GACGTTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGTAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATATCAA

GTCTGGAGTGAAAGCCTGGGGCTCAACCCCGGTACTGCATTGGAAACTGGGTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGCGGAACACCAGTGGCGAAGGCAGCTTACCGGACAATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9330;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pepto

coccaceae_1(0.2524),g:Peptococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGTCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGCA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGGTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCTGTTAAGTCGGTTGTGAAATGTAAGGGCTCAACCCGTAGAGGGCATCTGATACGGGG

AGGCTGGAGTGCGGGAGAGGCAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAG

AGGCGAAGGCGGCTTGCTGGACTGTAACTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGACGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATAGCAA

GTCTGGAGTGAAAGCCCGGGGCTAAACCCCGGGACTGCTTTGGAAACTGTTAAGCTAGAGTGTCGGAGAGGTAAGT
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGCGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTAACCCTTGAATAAGACACGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGACGTGAAATCCATCGGCTTAACTGATGAACTGCGTTTGAAACTGGTATTCTTGAGTGAGTCAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACGA

CCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9333;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTCTGATGAGAGAACCAGGGGAATA

AGCACCGGCTAATTCCGTCCAAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTAATTGGGTTTAAAG

GGTGCGTAGGCGGTCTTATAAGCGAGTTGTGAAAGGCCGGGGCTCAACCGGGGCATTGCAGCGGGTACTGTGAGAC

TTGAGTGCAGAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCG

AAGGCAGCCTACTGTAGCGCAACTGACACTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumin

ococcaceae(0.7787),g:Clostridium_IV(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGCTGTAAACTTCTTTTATGAGGGACGATAATGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCAGATGTGAAATTCCAGGGCTCAACCTTGGACCTGCATTTGAAAATGGAGTTCTTGAGTGATGGAGGAGCAGGCGG

AAATCCGTGTGTAGCGGTGAAAATCGTAGGTATACGGAGGAAACCCAGTGGCGAAGGCGGCCTGCTGGACATTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9336;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGATAACTACGTGA

CAGCAGCCGCGGTAATACGTAGTTCGAGAGCGATATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC
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GGAATTCCTCGTGTAGCGGTGAAATGCGTCGATATTATGAGGAACACCAGTGGCGAAGGCGGTCAACTCTACGATAT

CTGACGCTTAGGCGCGAAAGCGTGGGGAGCGAACAGGATTATATACCCTGGTA 

>OTU9335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCATGGCAAGTCCGATGTGAAAACCCGCGGCTCAACTGCGGGATGGCATTGGAAACTGTCAGGCTT

GAGTACTGGAGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGA

AGGCAGCCTGCCAGGCCGTGACCGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Rikenellaceae"(0.8146),g:Alistipes(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCATGTCGCGTGCAGGAAGACGGCC

CTATGAGTTGTAAACTGCTTTTGTACGAGGATAAACGCCCTTACGTGTAAGAGTCTGTAAGTACCGTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTGTTAAGTTAGAGGTGAAATGCCGGTGCTTAACACCGGAGCTGCCTCTAATACTGTTGGACTAGAG

AGGAGTGACGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGC

AGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9338;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.7252),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGCAAAGGGCGTGTAGGCGGAGCTGCAA

GTCAGATGTGAAATCTCAGGGCTCAACCGTGAAACTGCAGTTGAAACTGGAGAGCTTGAGTATCGGGGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCGGTGGCGAAGGCGGCCTGCTGGGCGCCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCATTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGGATTGCAGGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACCGCAATTC



6941 

 

TTGAGTATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTTCTGGACGGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9340;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0710),g:Acetivibrio(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTTACGGTACCTGAAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAACCGGTATGCCTTGTGTGGCGCGGGGGCA

AGCGGAATTCCTGGGGTGGCGGTGAAATGAGTGGATATAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACG

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTAGAGGGAAGAGCAGCAAAATGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTCGATCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAAGGCA

AGTCAGATGTGAAATCCATGGGCTGAACCCATGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAAGC

GGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACAGC

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9341;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0252),g:Intestinimonas(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCC

CTATGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGG

AGTGTAGGCGGGACTGTAAGTCAGATGTGAAATATGCCGGCTCAACTGGCAGACTGCATTTGAAACTGTGGTTCTTG

AGTGAAGTAGAGGTAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAA

GGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGTATGTAAAGTCCTATCAGCAGGGAAGAAAATGACAGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGAGAAGTGAAATCCCAAGGCTCAACTTGGGTGCTGCTTTTAAAACTGCTTATCTAGAGAGTGAAAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGACTATATC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9345;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCTGTTTGTATGTACCTTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGGCAGCTGTGAAAGTTTGGCGCTCAACCTTAGAATTGCAGTTGGTACTGGGTGCCTTGA

GTGCATTATAGGCCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGGGTGTAACTGACGCTTAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9347;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.465

2),f:Spirochaetaceae(0.2864),g:Treponema(0.0519); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGTAGGGTTGTAAAGTTCTTTTGAAACTGAAGATTAAGTATTGAATGGAATGGCGAGATGTTGACGACAGGTTTTGA

GTAAGCGAGGGCTAATTACGTGGCAGCAGCCTCGTTGACACGTAAGTGGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCGTGTAGGCGGTTTTGCAAGCTAAGAGTGAAATGCATAGGCTCAACCTTTGAACTGCATTGAAAACTACAAG

ACTTGAGTTAGTGAGGTGGAACAGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9346;tax=d:Bacteria(0.0093),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

TCTGCTGGTATGGTTGACGCCGGCTTTGAGAATCACCAAGCGCTTACTCACCTGCACCTGGACAATCAGAAAGAGCTT

GCCGAGCTGCAACATGAGCCTCAAAAAGAGATTGCTGGCATTCAGTCGGCGACTTCACGCCAGAATACGAAAGACCA

GGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTACTGCTCGCGTTGCGTCTATTATGGAAAACAC

CAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAAGCTCAAACGGCTGGTCAGTATTT

GACCAATGACCAAAGCAAAGAAATGACTAGCAAGGTTAGTGCTGAGGTTGACTTAGTTCATCAGCAAACGCAGAATC

AGCGGTATGGCT 

>OTU9344;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Rikenellaceae"(0.7428),g:Alistipes(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGGCTGAACCAGCCATGTCGCGTGCAGGAAGACGGC

CCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCTCTTACGTGTAAGCGCCTGAAAGTACCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGCTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCGCATACTGTTGAACTAGA
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GTGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTCAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTAAGGCACGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9348;tax=d:Bacteria(0.8696),p:Firmicutes(0.1707),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Gracili

bacteraceae(0.0073),g:Lutispora(0.0039); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAAATTCTATCCTTGGTGAAACTGATGATGGTAGCCAAGAAGGAAGCACAGGCTAACTACGTGACA

GAAGACGCGGTACTACGTCAGGGGCAAGCGTGGTCCGGAATGATTGGGCGTAATGGGCGCGTAGGCGGCCTGTTA

AGTTTGAAGTGAAAGTCCTTCTTTTAAGGATGGAATTGCTTTGAATACTGGCAGGCTTGAGTGCTGGAGAGGTAGGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTCGGAACACCAGTTGCGAAGGCGGCTTACTGGACTGTT

ACTGACGCTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9349;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAAATAATGGTGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGATCA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9351;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCCCTTTTGTTTGGGAATAAAGTGCGGTACGCGTCCCGCATTGCCTGTACCATTTGAATCAGG

CCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGGGAAGTGAAATTCCGGCGCTCAACGGCGGACGTGCGTCGCAAACTGGTCCACTTG

AGTACGCGAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9350;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTCGTAAACTTTTGTCTGGAGGGACGATAGTGACGGTACCTCCGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC
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GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9352;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGAAGTATGTATACTGTTTTGTATGTACTATATAAATAAGGA

TCGGCTAACTCCGTGCCAGCAGACGCGGTAATACGGAGAATCCGAGCGTTATCCGGTTTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGACTTGAG

TACAGTAGACGTGGGCGGAATTCGTGGTGTAACGGTGAAATGCTAAGATAACACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCGACTGACACTGATGCTTGAAAGTGTGGGTATCAAATAGGATTAGGTACCATGGTA 

>OTU9353;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGAATGCAAGTCAGATGGGAAATCTAGGGGCTTAAACCCTAAACTGGATTTGAAAATGTATTTCTTGA

GTAATGGAGAGGCAAACGGAAATCCTGGTGTAGCGGTGAAATGGGGAGAAATTAGGAGGAAAAACAGTGGCGAAG

GCGGATTGCTGGAAAGCAAATGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGAATAGATAACCTGGTA 

>OTU9356;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumin

ococcaceae(0.6709),g:Intestinimonas(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACGAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAAACTGCATTTGGAACTGTTCTTCTTGAGGACTGGGGAGGCAGG

CGGAATTCCGGGGGTAGGGGTGAAATGCGTAGATATACGGAGGAACACCCGTGGCGAAGGGGGGCTGCTGGACAG

CAACTGACGCTGAGGCGGGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU9354;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTA

TCTAGGTATGTAAAGCTCTTTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTCACTACGTGCCA

GCAGCCGTGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGATGGATGTATAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGGTACTGGAAGTCTTGAGTGCAGTTGAGGCAGGCG
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GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGCAGCCTGCTAAGCCGCAAC

TGACATTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9355;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVa(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCCTAACCTTTGCCCTGCCTTCAAAACTGTTGTTCTTGAGTGGAATAGAGGTAAGC

CGAATTCCGGGTGTAGCGGTGAAATGCGTTGATTATCCGAGGAACCCCAGTTGCGAAGGCGGCTTACTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU9357;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.650

9),f:Spirochaetaceae(0.4563),g:Treponema(0.0904); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCTCGTTAACACGTTAGTTGCGAGCGCTGTTCGGATTTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGCGTGAAATGCATAGGCTTAACCTATGAGCTGCATTGAGAACTACAAGG

CTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGC

GAAGGCAACTTTCAAGCAGATAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

CCTCCGGATTTTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGAGTGCAGCATTGTATGTACCTTATGGATAAGCA

TCGCCTAAGTCCGTGCCAGCAGCCGCGGTAATACGGAGCATGCGGGCCTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATGTTAAGTCAGCAGTGAAAGTTTGCGGCTCAACCGGAGAATTGCAGTTGATACTGACGGTCTTGAG

TGCAGTTGAGGTTTGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACTCCGATGGCGAAGGCA

GCTCACTAAACTGAAACTGACACTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9360;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCAGCACGTGTGCTGTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGATTATTAAGCCTGAGGTGAAAGGCCGGCGCTCAACGCAGGGGCTGCCGTGGATACTGGCGGGCTT
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GAGTTCGGATGACGTAGGGGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCACCTGACGAGTCCGATACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9359;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Gammaproteobacteria(0.4045),o:"Enterob

acteriales"(0.1719),f:Enterobacteriaceae(0.0710),g:Escherichia/Shigella(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGTTCTGTCAGCGGGGAAGAAACTAGTATACTTTATTCATCTTCTTATTGACGGTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCTGTTATGTAAGTCAGACGTGAAATCCCACGGCTCAACCGTGGAACTGCACCTGATACTGGAAG

ACTTGAATCCCGGAGAGGGTGGCAGAATTCCAGGTGTAGCAGTGAAATGCGTAGATATCTGGAGGAATATCAGTGG

CGAAGGCGGCCCCCTGGACCGGGATTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9361;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactoba

cillaceae(0.2184),g:Lactobacillus(0.0615); 

TCGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGAGCGTAGGCGGTCGATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTG

ACTTAGAGTACAGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9362;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Rumin

ococcaceae(0.9759),g:Faecalibacterium(0.7643); 

ACGGGAGGAAGAAGGAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TCTTCGGATTGTAAACTCCTGTTGTTCGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGTCACGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAAAC

AAGTTAGAAGTGAAATCCACAGGCTCAACCTGTGAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9363;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:"Porphyromonadaceae"(0.9480),g:Butyricimonas(0.9686); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGACATTCGATGCCAGTACTTGAAGAATAAG

CATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATCCGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG
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CGCGTGGGCGGGACGTCAAGTCAGAGGTAAAAGACTGGAGCTAAACTGTAGCACGCCGTTGAAACTGGTGCCCTGG

AGAGTAGACGAGGCAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTAGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTAGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9364;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCATGGGGGTAATAAGGGCGTCGCGCACGTCCGATGCGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGATGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTGGATACTGTCGCGCT

GGAGTGCGGAGGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTTAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9365;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Gammaproteobacteria(0.2321),o:"Enterob

acteriales"(0.1015),f:Enterobacteriaceae(0.0355),g:Escherichia/Shigella(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTGCTCATTCACGTTACCCGCATAA

GAAGCACCGCCTAACTCCGTGCCAGCAGCCGCTTTTCTACGTTGGGGGCACGCGTTGTCCGGAATTACTGGGTGTAA

AGGGAGCGCAGGCGGAGAAGCAAGTAAGTGGTAAAAGGTATGGGCTTAACGGATGGACTGCCATTGAAACTGGTT

GGCTTGAGTGAAGTAGAGGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGT

GGCGAAGGCGGCATACTGGGCTTTAACTGACGCTGAGGCTCGAAAGTATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.9

843),f:Bacteroidaceae(0.9480),g:Bacteroides(0.9724); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCACGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TACGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGGTGGTAAAATCTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTTGAATGCAACTTACACTTATGCTTGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGTGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAATCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA
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GTGGGATGTGAAATACCCGGGCACAACGTGGGTACTGCAATCCAAACTGGGTATCTAGAGAGCAGAAGAGGAGAGT

GAAATTCATAGTGTAGAGGTGAAATGCGTAGAGATTAGAAAGAACACCAGTGGCGAAGGCGACGCTCTGGACTGTA

ACTGACGCTGAGGATAGAAAGCGTGGGGAGCAAACAGGATTAGATAAACTGGTA 

>OTU9367;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clostri

diaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCAACGCCGTGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTA

AGTGGAAAGTGAAATACCAGGGCTCAACCTGGGAATTGCATTTAAAACTGGTTATCTAGAGTGTAAGAGAGGAGAG

TGGAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGTTCAA

ATCTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9369;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATGGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGCTTAAGTCAGCTGTGAAAGTTTGTGGCTCAACCTTTAAATTGCCGTTGATACTGTGTGCCTTGAG

TGCCGTATAGGCAGGCTGAATTCGTGTTTTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTCGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9370;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.8629),f:Enteroc

occaceae(0.5991),g:Enterococcus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGAACGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAAAACAAGGAAGAGAGTAGAACGTTCATCCCTTGACGGTATCTAACCA

GACAGCCACGGCTAACTACGTACCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTCTTAAGTCAGATGTGAAAGCCCGCAGCTCAACCGGGGAGTTGCATTGGAAACTGGG

AGACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU9372;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lachn

ospiraceae(0.5273),g:Blautia(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTAAGCAA
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GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGCTTTGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU9374;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAATTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGTAATAAAGTGAGCCTCGTTAGGCTTTTTGCATGTACCTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGCAGGTCCGGGCGTTATCCTGGTTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGATTAAGCGTGTTGGGAAATGTAGAAGCTCAACATCTGCACGGCAGCGCGAACTGGTTGCATTGA

GTACGAAGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAGATGCTTAGATATCACGAAGAACTCAGAGTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCACGAAAGTGAGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9373;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5991),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGTATACCTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTTTTGCTGGAGTGTCGGTGAGGTGAGTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAA

CTGACGTTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Negativicutes(0.9805),o:Selenomonadales(0.977

5),f:Veillonellaceae(0.9852),g:Allisonella(0.8124); 

CCTTTCTTCCTCAGTTTGGAATCTTCCGCACTGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTT

CGGATTGTAAAGTTCTGTGATCCGGGACGAAGGCATCAGTTGAGAACATTGATTGATGTTGTCGGTACCGGAAAAGC

AAGCCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA

GCGCGCGCAGGCGGCCGTGCAAGTCCATCTTAAAAGCGTGGTGCTTAACCCCATGAGGGGATGGAAACTGCATGGC

TGGAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGC

GAAGGCGACTTTCTAGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGGAATAAAGTGCCGTATGTATACTTGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTCGTGAAAGGTAGCGGCTCAACCGTAAAACTGCATCGGAGACTGGCAGTCTTGA
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GTAAATTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGACTGTAACTGACACTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9733),o:Lactobacillales(0.8846),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGCAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTAAAGCTCCTTTTTTAGAGAAATACGCGCGTGAGAGCAACTGTTCATGCAGGGACGGTATCTAACCAG

AAAGTCACGGCTCACTACGTGCCCGCAGCCGCTGCAGTACGTAGGTGGCATGCTCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTCAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGAAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.8189),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3544),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGAGCGTGAGAGGAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCAAAGAAGGGCATCGGAAACTGGCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGCGTAAA

GGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATC

TAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTAGATCA
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AGTCGCATGTGAAATACCCGGGCTCAACCTGGGGGGTGCATGCGAAACTGGAATACTTGAGTGCGGTAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3544),g:Oscillibacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGAAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGACGAGGCCGAGAGTTGACGGTACCTGCAGAAGAAGCCCCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGG

GTGTGTAAGTCAGATGTGAAATCTGGAGGCTCAACCTCCAAACTGCATTTGAAACTGCGCATCTTGAGTATCGGAGA

GGTAATCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTACTG

GACGACAACTGACGGTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCTGGTA 

>OTU9381;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

CCTTTATTCCTCCTTTGTTTCTATTTCCCTATTTTCTCCCGCCTGCTTCCTCGACGCCGCGTGTGGGAAGACGGCCCTCG

GGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCTGCAAGTCA

GATGTGAAAACTATGGGCTCAACTCATAGCTTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGAGGTAAATGGAAT

TCCCGGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACTGA

CGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9383;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

TCTACGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGCTTTGTATGTATTATATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGCTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTTGAATTGCAGTTGGTACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGGACTGCTACTGACACTTATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9382;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Blautia(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGATGGT

TTTCGGATTGTAAACCTCTATCATCTGTGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGCGCGTCAAG

TCAGATGTGAAATGCAGGGGCTCAACTCATGGACTGCATTTGAAACTGGTGTGCTTGAGTGAAGTAGAGGTAAGCG
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GAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACGGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU9384;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATTACGGTACCTGAGGCGTAAGCCACGGATAACTACGTGCCAG

CAGCCGCGGTTATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTTGCAAG

TGAGAAGTGAAAGCCCGGGGCTTAACCTCGGGACTGCTTTTGAAACTGTAAGGCTGGATTGCAGGAGAGGTAAGTG

GAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGAGTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9387;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Porphyromonadaceae"(0.7428),g:Parabacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACGTCTTTTACAAGGGGATAGAGTGCGGGACGTTCCCCGTTTTGTATGTACCTTGTGAATAAGG

ATCGGCTCACTCCGTGCCAGCAGCCGCGGTCATGCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCTGTGAAAGTCTATGGCTCAACCATAGAATTGCGGTTGAAACGGGGGGGCTTGA

GTATGGTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCCAGGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGGCA

AGTCTGAAGTGAAAGGCGGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTAGGACTAGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGACGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTGAATAA

GTGGGATGTGAAATACCGGGGCTCAACTTGGGTACTGCATTGCAAACTGTAGAACTAGAGTGCAGGAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9388;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGCATAATTGGTGGCACGCGTACCCGATTGCATGTACCCTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCTGGAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGGACTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9391;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAAGGATGACGTC

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGTAAATGACGGTACCTGACTACGAAGCCACGGCTAACTTCGTGCCAG

CAGCCGCGATACTACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCAGATGTGAAAACCCCGGGCTCAACGCGGGGACTGCGTTGGAAACTATGCTGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGTCTTACTGGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9389;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Strepto

coccaceae(0.7068),g:Streptococcus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTCGAGAAGAACGTTTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTCCCGATCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTGCTTTAAGTGTGAAGTGAAAGGCAGGGGCTTAACCATTGGACGCTTTGGAAACTGCAG

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9392;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGGACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAATGGAATAATTTCGGGTACGCGTACCCGTTTTCATGTACCTTATTAATAAGGA

TCGGCTAACTCCGTTCCAGCAGCCGCGCTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGGTGTGAAAGTTAGCGGCTCAACAGTAAAAGTGCAGTTGAAACTGGCAGTCTTGA
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GTAAAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

AAGGAAGGGAGAAGGGGGGGAGAGGGAAAAAGGGGGGAAAAAAGGAGGAAGGGACGGGGGGTGAGTGAAGAA

GTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

CAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGTACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9394;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCCATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TTGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTTAGTCAGTTGTGAGAGTTTGCGGCTCAACCGTAAAATTGCACTTTATAATGTCAGTCTTGAGT

ACAGTAGAGGGCGGCGGAATTCGGGGTGTTGCGGTTAAATGCTATAGTAACACGAAGAACTCCGATTTCGAAAGCA

GCTCACTGGACTGCAACTTACACTTATGCTCGAAAGTGTGGGGATCAAACAGGATTTGATACCCTGGTA 

>OTU9393;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.9988),c:Synergistia(0.9769),o:Synergistales(0.9606),f

:Synergistaceae(0.9387),g:Cloacibacillus(0.8124); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGTGAAGAAATC

CCTCGGGATGTAAAGCTCTGTTGTGTGGGAAGATAATGACGGTACCACACGAGGAAGCCCCGGCAAACTACGTGCC

AGCAGCCGCGGTGATACGTAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGGCAGTT

AAGTCTGTCGTCAAAGGCGGTGGCTCCACCACCGTTCTACTATAGATACTGGCGGCCTAGAGTATGTGAGAGGGAAG

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGCACAC

AACTGACGCTCATGCGCGAAAGCCAGGGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU9395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGTGCTAGCCTGAACCAGCCATGTCGCGTGAAGGATGAAGGTT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTTTATGTATTATATGAACTAGGAA

CGGCCAACCCCGTGCCAGCCGCCGCGGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTTAACCGGAAAATTGCAGTTGATACTGTCAGTCTTGAGT
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ACAGTAGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCACACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCCACCCTGGGGATGCTTTGGAAACTGGATGGCTAGAGTGCTCGAGAGGTCAGT

GGAATTCCCAGGGTTGCCGTGAAATGCGTTGATAATAGGAGGAACCACAGGGGCGAAGGCGGCTTACTGGACCGAA

GCTGACGGTGAGGCTCGAAAGCGTGGGGAGCCAACAGGATTAGGTACCCTTGTA 

>OTU9398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACACTGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGAATCGTAAAGTTCTGTTGCAGGGGAAGATACTGACGGTACCCTGTGCGGAACCCCAGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACGCAA

GTCTGGAGTGAAAGCCAGGGGCCCAACCCCGAGACTGCTGTGGAGACTGTGTTGCTGGAGTGCAGGAGAGGTAAGT

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACATCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9399;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9604),o:Actinomycetales(

0.7252),f:Actinomycetaceae(0.3204),g:Actinomyces(0.0904); 

ACGGAAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

TTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCAGGTGTGCGTGTGGGGAGGGCCGTGGGTATAGAAGCGC

CGGCTAACTACGTGCCAGAAGCCGCGGTAATACGTAGGGCGCGCGCGTTGTCCGGAATTATTGGGCGTAAAGGGCT

TGTAGGCGGTTGGTTGCGTCTGCTGTGAAAACCTCTGGCTTAACGGCGGGCGTGCGGTGGGTACGGGCTGACTTGA

GTGCAGGAGGGGAGACTGGAATTCCTGGTGTGGCGGTGGGATGCGCAGATATCAGGAGGAACACCGATGGCGAAG

GCAGGTCTCTGGGCAGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9397;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Gammaproteobacteria(0.5963),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCTCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCTGCTAACTCCGTGCCAGCAGCCGCTGTCATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGTCTAGGCGGCAAGGAAAGTCTGATGTGAAAATGCGGAGCTCAACTCGGTATGGAGTTGGAAACTGAATTA

CGAGAGGAGTGGAGAGGTAGGAGGAACTACAAGTGTAGAGGTGAAAGTCGTAGATATTTGTAGGAAAGCCGATGG
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GGAAGCCAGCCGACTGGACAGAAAATGACGCTAAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGG

TA 

>OTU9401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4914),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGGGTGAGTGAAGAAGGT

TTGCGGATCGTAAAGGTCTGTTGTTGGTGAAGAAGGATAGAGGCAGGAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTTAAGTGACAGCCTTCGGCTCAACCGGAGGATTTCATCAGAAACTGTTGA

ACTTGAGTGCTGAAGAGGAGATTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTAACACCACCCGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGTCTCGCAAGCATGGGTAGCGCACAGGATTAGATACCCTGGTC 

>OTU9402;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAGGCCC

TCGGGTTGTTAAATACCTTCAACGGGGAGGGAGGGAGTTAAGGTAATACCTTTGCTCATTTGCGTTACCCGCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGGGGGGGCCAGGGCTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGGTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.7252),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.1299); 

ACTTTATTCCTCAGTAGTTAATCTTGCACAATGGACGCAAGCCTGATGGAGCAACGCCACGTGAGTGAAGAAGGGTT

TCGGCTCGTAAAGCTCCGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTCGTATTTCTTTGACGGCAATTACTTAGAA

AGTCTAGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTCGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAAGG

CGAGTGCAGGCGGTTCGATAAGTCTGATGTGAAAGCCATCGGCTCAACCGGTGAGTTGCAGCGGAAACTGTTGGAC

TTGAGTGCAGAAGAGGGGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9400;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGGAGGGTGCAAACGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAAGCCTGGGGCTCAACCCGGGAATTGCATCTGATACTGGC
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AAGCTTGAGTCCCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGT

GGCGAAGGCGGCTCACTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9404;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAACAAAGAGCAGCTCGTATAATCTGATGTGAGTATTATTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGACGTGTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGA

GTACTGTAGAGGTGGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAGG

CATCTCACTGAGCTGCGACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGATA 

>OTU9406;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Lachnospiracea_incertae_sedis(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACTGTACCTGACTAAGACGCCCCGGCTAACTATGTGC

CAGCAGCCGCGGAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCA

AGTCGGATGTGAAAGCCCAGGGCTCAACCGTGGGACTGCATTGGGAACTGTCAGGCTGGAGTGTCAGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9407;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTCGCATATTGCATGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTTTAAGCGTGTTGTGAAAGGTCGGGGCTCAACCGTGGAAGTGCATCGCGAACTGGCAGGCTTG

AGTGTGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGGGCGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9405;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCAGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGATAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCCGCCGAGGTAATACGGAGGTGGCAAGTGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCATCTGTGAAAACTATGGGCTCAACCCATGAACTGCAGTGGAAACTGCTATTCTTGAGTGGGTTAGAGGCGAG
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CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGTCGAGGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGGGAAGGATGACTGT

CCTATGGGTTGTAAACATCTTTTATAAAGGAATAAAGGCGGGTATGCATAACCGGTTGCATGTACGTTATGAATAAG

GAGCGGCTAACTCCGTGCCAGCAGCCGAGGCAATACGGAGGATCCGAGCGTTATCAGGATTTATTGGGTTTAAAGG

GAGCGTAGAGGGATGTTTAAGTCAGTAGTGAAAGTTTTCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTT

GAGTGCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGACGAACTCCGATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCTGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTACTACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCGGTGCAA

GTCTGAAGTGAAATCCCGGGGCTCAACCCCAGAGCTGCTGTGGAAACTGTACTGCTAGAGTGCAGGAGAGGGAAGT

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9411;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.7114),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTGAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9410;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTGATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTTGA
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GTGCGCACAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9409;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0355),g:Intestinimonas(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCGGGCTTTT

AAGTCAGTTGTGAAATATGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTTGAGTTCACACAAAGTGGG

CGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAGCGC

AACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9413;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAAGATTGGTCAATGGGCGCAAGCTTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGGCTGGGAAGAAAGGGCGGGACGGGTCCCGCATTGCAGGGACCATTTGAAGAA

GGACGGGCTAATTCAGGGCCAGCAGCCGCGGTAATACGGAAGGGCCGGGCGTGATCCGGATTTATTGGGTTTAAAG

GGAGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCTCGAACTGGTCCAC

TTGAGTACGCGGGACGTTGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9414;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCATGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGTTATAAGCGTGTCGTGAAATGTAGGGGCTCAACGGGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9415;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0355),g:Anaerostipes(0.0087); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACTGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTTTGTCA

AGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGTAGGCTTGAGTGCGGATAAGGATGGC
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GGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATTGCGAAGGCAGCTGTCCGGGCTGTG

ACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9416;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGTCAATGGGCACAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTA

CCAGCAGCCGCGGTAATACGAATGGTTCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACTGCTGTGT

AAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTCTTGAAACTATGGAGCTAGAGTGTTGGAGGGGTAA

GTGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9417;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATTCGGGGCTAAAGTGTGCCACGCGTGGCATTTTGCAGGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGCGATTAAGCGTGCTGTGAAATCGGGGGGCTCAACCGTTGCACTGCAGTTGATACTGGTGGCCTTGA

GTGCGCGCAAAGGCGTCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGG

CAGCTGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGATTGTAAACTCCTGTCCTGAAGGACGATAATGACGGTACTTCAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGCAGGCGGGACGGCA

AGTCAGATGTGAAATATATGGGCTCAACCCATAGACTGCATTTGAAACTGCTGTTCTTGAGTGAAGCAGAGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9421;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAAGTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCACCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGGTTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTTCAATGTTGGTGCTCAACATCTGCTCTGCAGCGCGAACCGGTTTCCTTGAG
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TACGCATATAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATGTCACGAAGAACTCCGATTGTGAAGGCT

GCTCACTGGAGCGCAACTTACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTCGATACCCTGGTA 

>OTU9419;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGATGTTAAGTTAGGAGTGAAAGTCCAGCTTTCAAGGTTGGAATTGCTTTTAATACTGATGGGCTTGA

GTGCAGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9420;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pepto

coccaceae_1(0.0457),g:Syntrophobotulus(0.0110); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTTAGGGAAGAACATCATGTTTGTGAATAATGCATATGACTGACGGTACCTAAGGA

GGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGCGCGTAGGCGGGAATTTAAGTAGGGGGTGAAAGCGACGGGCACAACTTGGAAACTGCACTTTAAACGGG

AGTTGATGAGGGGAGAAGAGGAAAGTGGAATTCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA

GTGGCGAAGGCGACTTTCTGGACTGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGAAACCC

TGGTA 

>OTU9423;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGCCGGGGCTGAACCTGGGCAGTGCAGCGCGAACTGGCAGACTTG

AGTGCTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATGCGTAGATATTTGTAGGAATGCCGATGGGGAA

GCCAGCCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9422;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA
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GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCA

CCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9424;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGCTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAATTGTGAAAAGTTTCGGCTCAACCGGAAAATTGGAGTTGATAATGGATATCTTGG

ATGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATAGCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGATGCTCGAAAGGGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9427;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pepto

coccaceae_1(0.0000),g:Desulfitobacterium(0.0000); 

TTGAATGTTGACGGGATGAACATAATCAGCACTGACGGCAGCCATAAACTCCACAGGAGCAGGAAAGCGAGGGTAT

CCTCCAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAAC

TTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGC

CAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAAATTGACGCATGATTTCTTACCGATGAGTGGGTGAACAGCATC

GGAATCAGATAGGAATCCACGATCTTTTAAAAGGTAAACAAGAGAATCTCTACCATG 

>OTU9425;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:Prolixibacteraceae(0.0457),g:Prolixibacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGT

CAAGTCAGGGGTGAAATTCCGGGGTTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCG

GAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCG

TAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9426;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumin

ococcaceae(0.7428),g:Gemmiger(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGAAGAAGG

CTTTCGGATTGTAAACCCCTGTCGTCAGGGACGATAATGACGGTACCTAACGAGAAAGCAACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGTC

AAGTTGGAAGTGAAATCTATGGGCTCAACCCGTACATTGCATTTCAAACTGGTGGTCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCCACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9428;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Chitinophagaceae(0.0000),g:Niabella(0.0000); 

CATCGCGAATCTCCTTACGAGGGCGTTCAGCAGCCAGCTTGCGGCAACCCTGCGTACCCGTCTTCTCGTTCTCTACCCA

CCATTTTTCGTCCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATATCAAGTTGGGGGAGCACATTGTAGCATTGTGC

CAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATAC

ATATCACCATTATCGAACGCAACGCCCTGCATACGAAAAGACAGAAGCTCTTCCAAGAGCTGGATGCGGGTATCCATC

TGCTTATGGAAGCCAAGCATTGGGGATTGAGAAAGAGTAGAAAGGCCACAAGCCTCAATAGCAGGTTTAAGA 

>OTU9430;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Eubac

teriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGACGGCTGGGTA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTTGAAACGATGCGGCTAGAGTGTCGGAGAGGGAAG

TGGAATTCCCAGTGTAGCGGTGAAGTTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCATACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9429;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCCTTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGACAGCAGCCGAGGTAATACGGAGGGTGCAAGCGGTCGTCGGAATTACTGGGCGT

AAAGAGCACGCAGGCGGTTTGTTAAGTCAGATGTTAAATCCCCGGGCTCAACCTGGGAACTGCTTTTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGTTGTAGAATTCCAGGGGTAGCGGTGAAATTCGTAAAGATCTGGAGGAAGACCGGTG

GCGAAGGCGGCCCCCTGGTCGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9431;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9740),o:Pasteure

llales(0.8520),f:Pasteurellaceae(0.7068),g:Actinobacillus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGTCAAGCAATTGACGTTAGTCCCAGAA

GAAGCACCGGCGAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTTGTAGGTGAAAGCCCCGGGTTTAACCTTGGAATTGCATTTCATACTGGATC

GCTAGAGTACTTTAGGGAGATGTAAGATTCCACGTGTAGCGGTTAAATTCGTAGAGGTGTGTAGGAATACCGAAGGC

GAATGGCGCCCTGTGGGAATCTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAAGAGGTTTAGATACCCTGGTA 
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>OTU9434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.3884),g:Dorea(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGGAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGTCTAACTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTGACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGCGCGGGGCACAACGCCTGTGCTGCATTTGGAACTGTAATGCTTGAGTGTCGGCGAGGCCAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTGGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAAATTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGACACGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGAGGTCCGGGTTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCGTCTGAAACTGTAGATCTTGAGTGTCAGAGAGACAAG

CGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9433;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:Pasteure

llales(0.8846),f:Pasteurellaceae(0.8146),g:Actinobacillus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGCTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGTACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGCTGGGAAAACCACGGGCTTAACCTGGGGATTGCAGTTCATACTGGGT

CGCTTGAGTGCATTAGGGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGAAG

GCGAAGGCGGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9436;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAAACGCAGAGCAATAAGGGCCACGCGTGTTCCGTTGAAAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGTGATTCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCACGGGCTCAACGCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGAGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAAG

GCATCTCACAAACCCGCTAGTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU9438;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

ACTTTATTCATCATTATTTAATATTTTTCAATTTTCTCAATCCTTACCCATCAACTCCGCGTGAGGGAAGAAGGTTTTCG

GATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTAAGT

TGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9435;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0252),g:Dysgonomonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGGAGGAAGAAGGT

CCTATGGGTTGTAAACTCCTTTTGCTCCAGAGTAATAAGAGCCTTGCGAGGTTCGATGAGAGTATGGGGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGTTAAGTCAGCGGTGAAATGTCCCGGCTCAACCGGGGAGCTGCCGTTGATACTGGCGTGCTA

GAGTACGGACGGCGCCGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATCGCGAA

GGCAGCTGGCGAGGCCGGTACTGACGCTCAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9437;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGG

GTTTCGGCTCGTAAGCCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTTACTACGT

GCCAGCCGCCGCGGTAATACGTAGGGGGCGAGTGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTGTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAACTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGG

ACTGTAACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9439;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGGAAAGGGAGCGTAGACGGACTG

GCAAGTCTGATGTGAAAGGCATGGGCTGAACCTGTGGACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGT

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5632),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9440;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.0457),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACGTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATAAGTAGGAGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCA

GCAAGTCAGAAGTGAAATCCATGGGCTTAACGCATTGACTGCGTTGGATACTGTTGCCCTTGAGTGCAGTACAGGAA

AGCGGAATTCCTCGTGTCGCGGTGATATGCGTATATATTACGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU9443;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Propionibacteriaceae(0.0000),g:Mariniluteicoccus(0.0000); 

GTGAATCATCGAATCTTTGAACGCAGATTGCGCCCTTTGGTATTCCGAAGGGCATGCCTGTTTGAGTGTCTTATAAAC

CTCACCTCTATAGTTTTCTATAGTTGTGCTTTGGGTGTTGCCGTTTACTCTGGCTCGCCTTAAATGTCTAAGTGGAATGC

GTAATAAGTTCTCGCAACCCTCCACTCTAACACACTTTATATTCTGACCTCAAATCAGGTAGGACTACCCGCTGAACTT

AAGCATATCAATAAGCGGAGGA 

>OTU9442;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.1

483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCTTTTATGCGGGGATAAAGTGTGCCATGTATGGCATTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGCGGATTTTTAAGTGGGATGTGAAATACTCGGGCTCAACCTGGGGGCTGCATTCCAAACTGAAAGTCTAGA

GTACAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGACTTTCTGGACAGTAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.7068),g:Lactobacillus(0.3479); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGGGACGGTATCCAACCA

GAAAGTCACGGATAACTACGTGCAAGCAGCCGAGGTAAAACGACGGGGGCAAGAGTTATCCGGATTTATTGGGCGT

AAAGCGAGGGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCATCGGCTTAACCCAAGAAGTGCATCGGAAACTGTG

CGACTTGAGTGCAGTAGAGGACAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9445;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Eubac

teriaceae(0.0355),g:Alkalibacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAATAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCACGGAGGAAGCCCCGGCTACCTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGGGAGGGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGAAGGCGGCGG

ATTAAGTCAGCAGTGAAAGTCCTGCTTTCAAGGTATGAATTGCATTTGATACTGGACGGCTTGAGTGCAGTAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9446;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Alphaproteobacteria(0.8048),o:Rhizobiales

(0.3319),f:Rhodobiaceae(0.1679),g:Tepidamorphus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTTTTAGCGGGGAAGATAATGACGGTACTTGCGGAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGCTTAGTAA

GTTAGAAGTGAAATCCCAGGGCTCAACCCTGGAATTGCTTTTAAAACTGCTAAGCTAGAGAGCGGGAGAGGTGAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGGAA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactoba

cillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTAGTCGGTGAAGAAGGATAGAGGAAGTAACTGGAATTTATTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCAGAGGTAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGATGAACTGCATCGTAAACTGTTT

TTCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATTTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATAGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU9447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Moryella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGCGAGTGATGAAGTA

TTTCGGTTCGTAAAACTCTATCCTCAGGGAAGATAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCCACACAA

GTCTGAAGTGAAACGCAACGGCTTAACCGCGGAACTGCATTGGAAACTGTGCGGCTAGAGTGCAGGAGAGGTAAGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGATGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9448;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.2321),o:Bacillales(0.0781),f:Thermoactin

omycetaceae_2(0.0252),g:Mechercharimyces(0.0076); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTTTG

CAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAA

CTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTTGTA 

>OTU9450;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGGAACCCTGACGCAGCAATGTCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTCGGGGACGAAAAAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCTCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCA

GGTCAGATGTGAAATACCTGGGCTCAACCCGGGAGCTGCAGTTGGAACCGTGGTTCTTGAGTGCGGGGGAGGTAGG

CGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTTCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9451;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATTGGTTGTATCCTTCTTTTATAAGGGAATTATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCTATCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGGAGCGTAAGTCAGATGTGAAAGTTTGGGGCACAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGT

GCAGTATAGGCAGGAGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9453;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATAAAAGAATAAAGTGAGGTATGCATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGACTGGTAAGTCAGGTGTGAAAGTTTGGGGGTTAACCGTAAAATTGCAGTTGAGAATGTCAGTCTTGAG

TACAGTAGAGGGGGGCGGGATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAAATCCGATTGCGAAGGC

AGCTCACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGACGAAGGC

CTTCGGGTTGTAAACTTCTTTTTAGAGGGAAGAGCAGAAGACGGTACCTCTAGCATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTGAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTAGGTCTTGAGTGCAGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTTAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9452;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumin

ococcaceae(0.3204),g:Pseudoflavonifractor(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

TTTCGGGTTTTAAACTTCTTTTAACAGGGACGTAGTAAGTGACGGTACCTGTTGAATAAGCCTCGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGC

AAGTGAGATGTGAAAAGTATGGGCTCAACCCATAGCCTGCATTGGGAACTGTAGGACTTGAGTGTCGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Anaerotruncus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGTCGATTA

AGTTAGATGTGAAACCCCCGGGCTTAATTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9456;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.9

685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAACCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATGTATACTGTTTTGTATGGATTATATGAATAAGGA

TCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTTGTGAAATATCGGGGCTCAACCTGAGAATTGCAGTTGAAACTGTCAGTCTTGAG

TACAGGAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9457;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9755),o:Actinomycetales(

0.9063),f:Actinomycetaceae(0.7068),g:Actinomyces(0.5720); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCCGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGCGTGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGGGTAAAGGGCT

TGTAGGCGGTGGGTTGCGTCTGCCGTGAAATCCTCGGGCTTAACCGGTGGCGTGCGTTGGGTACGGGCGGGCTTGA

GTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAG

GCGGGTCTCTGGACCGTTACTGACGCTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9459;tax=d:Archaea(0.0024),p:Woesearchaeota(0.0000),g:Woesearchaeota_Incertae_Sedis_AR16(0.

0000); 

GTGGCATTTCTACTCTTTCTCTATCCCCAATGCTTGGCTTCCCTAAGCAGATGGATAACCGCCTCAAGCTCTTGGCCGA

GATTCTTTCTTTTCGTATGCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCATAAGGCTGCTTCTGA

CGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTT

GATATTAATAACACTATAGACCACCGCCCCGAAGGGGACGAAAAATGGTTTATAGAGAACGAGAAGACGGTTACGC

AGTTATGCCGCAAGCGGGCGGCTGAACGCCCTCTTAAGGAGATGCGCGAGGAGTAGAATTACCCCAAAAAGAAAGG

TATGAAGGAGGAGTG 

>OTU9458;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

TCTATGGGTTGTAAACTTTTTCTATATGGGAATAAAGTTTTCTACGTGTGGAATTTTGTACGTATCATATGAATAAGGA

TCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGAACCGAGTGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGCTGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9460;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8189),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGA

TAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9685),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTATGATGGGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCAGAAACTGTTGA

ACTTGAGTGAAGAAGAGGAGAGTGGAACGCAATGTGGAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGGG

GAGAAGGCGGCTCTCGGGTCTGCAAATGACGCTGAGGATAGAAAGAATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU9462;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCCGCTGTTCAA

GCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTTGAGTCAAGTGGAAGTAGGC

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9463;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7727),c:Actinobacteria(0.4812),o:Actinomycetales(

0.2359),f:Actinomycetaceae(0.1098),g:Actinomyces(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGAG

CGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCCCAACCGTGGAACTGCATCGGAAACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8520),f:Lactoba

cillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTCGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCAGGCAGTGACGGTACCTAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAACCGGATTTATTGGGCGT

AAAGCGTGCGCAGGCGGTTTGTTAAGTGTGATGTGAAAGCCACTGGCTTAACCGGGGAAGTGCATCGCAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9466;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTGCAGTACGTATGCCGTATTGCATGTATCATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTTAAGTGAGTTGTGAAAGTTTGGGTCTCAACCGGAGCATTGCAGTTCAAACTGGCAGTCTTGA

GTGCAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8331),o:Lactobacillales(0.6138),f:Strepto

coccaceae(0.1872),g:Streptococcus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTATAAGCGAAGAATAGGAGTAAGAGTGGAAAGTTTACTCTATGACGGTAGCTTATC

AGAAAGGCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGCTGCGTAGGTCTGATGTGAAAGCCATCGGCTTAACCGGAGAAGTGCATCGGAAACCGTG

CAACTTGAGTGCAGGAGAGGACAATGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9707),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCGGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATCCTAAAGCCTTTGGCTGAACCGAAGAAGTGCATCGGAAACTGTCAG

ACTTGATTGCAGAAGAGGACAGTGGAACTCCACGTGAAGCGGTTGAATGCATAGATATATTGAAGAACACCAGTGG
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CGAGGGCGGCTGTCTGGTCTGCAACTGACGCGGAGACTCGAAAGCATGGGTAGCGAACAGGATTAGTTACCCTGGT

A 

>OTU9468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTGGGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTGTTTA

AGTGGGATGTGAAATCCCGGGGCTCAACGTGGGTGCTACATTCCAAACTGGTTCTCTAGAGTGCAGGAGAGGCGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU9467;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Strepto

coccaceae(0.0560),g:Streptococcus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCAGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCGCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTCGGTAGTCTGAAGTTAAAGGCAGTTGCTCAACCATTGTTCGCTTTGGAAACTGCGAGA

CTTGAGTGCAGAAGGGGAGAGTGGAATTTCATGTGTAGCGGTGAAATGCGTAGGTATTTGGAGGAACACCGGTGGC

GAAAGCGGCCCTCTTGTCTGTAACCGACGCTTAGGCTCGAAAGGGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9470;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGATGGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCG

TTCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGGCTTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9472;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Sphingobacterium(0.0046); 

ACGGGAGGCAGCAGGGAGGAATATTGGTCAATGGGAGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAGGGAGG

TCCTATGGGCTGTGAACCGCTTTTGCCGGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAAT

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACGCGTGGGCTCCCCTTGATGCTGTCGCG
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CTGGAGTGCAGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGAGAAGCCGTCACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4224),g:Dorea(0.0904); 

AAGGGAGGAAGAAGGGGGGAAGAGGGAAAAAGGGAGGAAAGGAGGAGGGAGGGACGGAGGGTGAAGGATGAA

GTATTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGAAGCCGCGGTAAGACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU9475;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.762

3),f:Spirochaetaceae(0.5632),g:Treponema(0.2607); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGACGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGACGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTTCCAGCAGCCTCTGTAACACGTCAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGAAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTAAAAGA

CTTGAGTGAAGGAGGTGGAAAGGGAATTCCAGGTGTAGGGGTGAAATCTGCAGAGATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9476;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTATGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTCTGAGAAGAACGTTCGTTAGAGTAACTCTTCACGCAATGACGGTATCCAACCAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGCCTTCGGCTTAACCGGAGAAGGGCATCGGAAACCGGGCG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9478;tax=d:Bacteria(0.0024),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Hydro

genothermaceae(0.0000),g:Persephonella(0.0000); 

TTTCTCCTCCCCCTTCCCCCCCCCCCCCTCCCTTTCCCCCGCTCACTGCGTGTAGCGAACTGCGATGGGCATACTGTAAC

CATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTAC

CTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAA

AAATACTGATAGCAGTCGGCGTGTGAATCAGTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACG

AAAATAGGCACGCAAAGCATTGGGATTATCAGAAATCGCATCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAA

CGAT 

>OTU9477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9753),f:Lactoba

cillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCCTGAGCGCAACTGTTCACGCAGTGCCGGTTTCTAACCAG

AAAGTGACGGCTAACTACGTGCCAGCAGGTGCTGTAATACTTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGGTAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTAGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Mariniphaga(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGCTGAGCGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGATGTGAAATACCGGGGCTCAACGCCGGTGCTGCCCTTGATACTGGCACGCT

GGAGTGCGGATGACGCGGGTGGAATGAGTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCGGTTGCG

AAGGCGTCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9479;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.650

9),f:Spirochaetaceae(0.4563),g:Treponema(0.1735); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCCGATGCAGCGACGCCGCGTGAACGATGAAGGCC

GGAAGGTTGTAAAGCTCTTTTGAAACTGATGAATAAGTATTGCAGGGAAGGGCGATATGGTGACGGCAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGAACGGTGCTAGCGCTGTTCGGAATTATTGGGCGTA
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AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCCTTGAGAACTGCAAG

ACTTGAGTTACTGAGGTGGGACTGGAATTCCGGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9480;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Solitalea(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGCCGAGAGGCTGATCCAGCCATGCCGCGTGCGGGAGGACGGC

CCTATGGGTTGTAAACCGCTTTTGTCGGGGAGCAGTAAGGGTCACGTGTGACCTGATGAGAGTACCCAGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGCTGCTAAGCGTGAGGTGAAATGCCACGGCTCAACCGTGGGACTGCCTCGCGAACTGGTAGTCTT

GAATGTCCGTGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATCACACAGAACACCGATTGCGAA

GGCATCTCACGAACGGATGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9482;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Porphyromonadaceae"(0.0113),g:Coprobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGCCGTCGTGCACGTCCGATGAGTGTACCAGGGGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCTGACGTGAAATTCCCGGGCTCAACTGCGGGGCTGCCCCTGATACTGTCTCGCTT

GAGTGCGTATGACGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTGGCGAATCCGTAACTGACACTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9481;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0113),g:Coprobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCCGGGGGTAATAAGGGCGTCGCGTACGTCCGATGAGAGTACCAGGGGAATA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGTAGGCTGTGTGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACTCCTGAGCTGCCCTTGGTACTGGCGCGC

TTGAGTGCGGATGACGCCGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGGACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactoba

cillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGGGAGTTTAACTGTTCACGCTGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCGAGCGTTATCCGGAATTATTGGGCGTAA
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AGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGAG

ACTTGAGTGTAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGTACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU9485;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGC

AAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTCGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9483;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Enterob

acteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACGATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTAAAGTTTATACCTTTGCTCATTGCCGTTACCCGCCGAA

GAAGCACCGGCTAACTCCGTTCCCGCGGCCGCGGTAATACGGCGGGTGCAAGCGGTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

TCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAATAAAATGAGGTACCTGACGAATAAGTCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGATGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTTGTGAGCTGCTTCTGAAACTGTAGAGCTTGAGTGCCGGAGGGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lachn

ospiraceae(0.6709),g:Clostridium_XlVa(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAATTCTATCAGCAGGGAAGAAGATGACGGGACCTGACTAAGAAGCCACGGCTAACTACGAGACA
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GCAGCCGCGGTAATACGTAGGGGGCAAGGGTAATCCGGATTGACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGCGAGGCAG

GCGGAATTCCTCGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9487;tax=d:Bacteria(0.9450),p:Firmicutes(0.1707),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clostri

diales_Incertae_Sedis_XIII(0.0086),g:Anaerovorax(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTTCCTAAAGAACCAGCCCCGGCTAACTACGTGCC

AGCACCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCA

AGTTGGATGTGAAATACCCAGGGTGAAACTCGGGAGCTGATTTGAAAACGACAAGACTGGGGGGTGGAAGGGAAG

AGAGAAATTCAGGGGGAAGGGGGAAAAGGGGTAGAAATTAGGGGGAAAACCAGGGGGAAGGGCGAATAGTGGC

CCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9489;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9784),o:"Enterob

acteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCGGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAGGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCATTGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTGAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAAATGCATCTGGTACTGGC

AAGCTTGAGTCTCGTAGAGGGGGGTAGGATTCCGGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGCCTGACGCTCAGGTGCGAAAGCGTGGGGAGCACACAGGGTTAGATGCCCT

GGTA 

>OTU9490;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9762),o:Pasteure

llales(0.8955),f:Pasteurellaceae(0.8505),g:Actinobacillus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGTCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GTAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTCAGTGAGAGGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTTGGTT

GCTAGAATACTTTAAGGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGACATGTGGAGGAATACCGAAGT

CGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9491;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0457),g:Paludibacter(0.0110); 
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CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTGCGCTCGCCTGAACCAGCCAAGTCGCGTGAAGGAATACGGCCCTAT

GGGTCTTAAACTTCTTTTGTATAGGGGTAAAGGTATGTACGTGTACATATTTGCAAGTACTATACGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTA

GGCGGGGCATCAAGTCAGTAGTGAAATGGTGTGGCTCAACCATAGCATTGCCGTTGAAACTGATACCCTTGAGTGCA

GTAGAGGTATGCGGAATGTGTTGTGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATTGCGAAGGCAGCA

TACTGGACTGTAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9492;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCATTGGTCGAGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGCTTAAGCGTGACGTGAAATGTAGCGGCTTAACGGCTGAGGTGCGTCGGAAACTGGGTAGCTT

GAGTGAGAGAGAGGTCAGCGGAGTTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACCCCGATTGCGA

AGGCGGCTGACGAGCCCGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9494;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudom

onadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

AGGTGAAGTAAAAGGTTCATACTTAAACGTTACAGCAGCTACAATGGAAGACGTTTACAAACGTGCTGAATATGCTA

AAATGATCGGTTCTGTAATTATCATGATCGATTTAGTAATGGGTTACACTGCAATTCAATCAATTGCTTACTGGGCTCG

TGAAAATGATATGATTTTACATTTACACCGTGCTGGTAACCCAACTTACGCTCGTCAAAAAAATCATGGTATTAACTTC

CGTGTTATCTGTAAATGGATGCGTATGGCTGGTGTAGATCATATCCACGCTGGTACAGTTGTTGGTAAATTAGAAGG 

>OTU9496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGC

AAGTCTGAAGTGAAATCCCGGGGCTCAACCCCGGTGCTGCTTTGGAAACTGTACTGCTAGAGTGCCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGGGC

GATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9495;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Deltaproteobacteria(0.5579),o:Desulfovibr

ionales(0.2999),f:Desulfovibrionaceae(0.1485),g:Desulfovibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCTGTTATGTA
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AGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGACTCGAATCCGGGAGAGGGTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGAATTGCTGGACAGC

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9493;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1679),g:Dorea(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGAAGGATGAAGTAT

TTCGGGATGTAAACTTCTATCAGCGGGGAAGAAAATGACGGTACCTAACTAAGAAGTCCTGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGGGGCAAGCGTTATTCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGCTTTGCAAG

TCAAAAGTGAAAGCCCAGGGCTCAACCCCGGAATTGCATTTAAAACTGCAAATCTAGAGAGTGAAAGAGGCAAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGTTGATAA

CTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9498;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candidat

us_Carsonella(0.0000); 

CAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGACAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGG

ATAGGTCGAATTTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTAT

CAAGATAATTTTTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGT

TGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACTG

CTCAAATTTATGCGCGCTTCGATAAAAATGATT 

>OTU9497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumin

ococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.6709),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGAAGAAGTA

TCTCGGTATGTAAAGTTCTATCATCAGGGAAGATAGTGACTGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCAG

AAGCCGCGGGAATACGTAGGGGGAGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGAGTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGC
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GGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5273),g:Gemmiger(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGTCGGC

AAGTTGGAGGTGAAAGCTGTGGGCTCAACCCACAAACTGCCTTCAAAACTGCCGATCTTGAGTGGTGTAGAGGTAGG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9501;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9740),o:Rhizobiales

(0.7995),f:Xanthobacteraceae(0.4563),g:Pseudolabrys(0.2607); 

TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGATGATGAAGG

CCTTAGGGTTGTAAAGTCCTTTTAACGGGGAAGATAATGACGGTACCCGTAGAATAAGCCCCGGCTAACTTCGTGCC

AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGACTCTTA

AGTCGGTGGTGAAATCCTGGAGCTCAAGTCCAGAACTGCCTTCGATACTGGGAGTCGTGAGTCCGGGAGAGGTGAG

TGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGG

TACTGACGCTGAGGTGCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 

>OTU9502;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8189),o:Desulfovibr

ionales(0.5766),f:Desulfovibrionaceae(0.3544),g:Desulfovibrio(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACGCAGTGACGCCGCGCTATGGATGTAGGT

CTTCGGATCGTAAACCTCTGTCAGACGGGAAGAAACTAGGTTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCAGCTAACTCCGTGCCAGCAGCCGCGGTATTACGTAGCGTGCAAGCGTTAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTATGTGAGGCAGGGGTGAAAGCCAAGGGAGCAACCGAGGAACAGCAGTTGATAGGGCGC

GACTCGAATCGGGGAGAGGGTGGCGGAAATCCAGGTGTAGAAGTGAAATGCGTAGATATCTGGAGGAACAACAGT

GGCGAAGGAGGCCACATGGACCGGTATTGACGCAGAGGTGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCT

GGTA 

>OTU9503;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Eubac

teriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAATCGAGTCGGAAGTCACGGCTAACTACGTGCT

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGCCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCATTTGAAACTGTTGTTCTTGAGTAGAGTAGAGGGAGG
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CAGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATGCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTCT

AACTGACACTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9505;tax=d:Bacteria(0.0076),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family_

XIII(0.0000),g:GpXIII(0.0000); 

GGCTTACTTTGACTCAACACGGGGAAACTTACCAGGTCCAGACATTGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCGATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TTAGCCTGCTAAATAGTGACGCGAACACTCCGTTCGCGGGCCACTTCTTAGAGGGACAACTTGTCTTCAACAAGTGGA

AGTTTGAGGCAATAACAGGTCTGGGATGCCC 

>OTU9506;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGAGTGCCACGAGTGGCATAATGCAGGTACGCTATGAATAAG

GACCGGCTAATTCCGTTCCAGCAGACGCGGTAATTCGCAAGGTCGGGGGGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGACGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCACTGCAGCGCAAACTGTGAGACTTG

AGTGCGGAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTACCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9504;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactoba

cillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCTTAACTGTTCACTCCTTGACGGTATCCAACCAG

AAAGTCCCGTCTAACTACGTGCCAGCAGCCTCTGTCATACTTATGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAA

GGGAGCGCAGGCGGGATAGCAAGTCAGATGTGAAAACTATGGGCTCAACCCAGAAACTGCAGTTGAAACTGTTATT

CTTGAGTGGAGTAGAGGCAAGAGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGC

GAGGGCGGCGTGCTGGGCTATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9507;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTCTGGATTTTAAACTGCTTTTTTCGGGGAATAATAAGGCTTTTGCGAAGGTTGATGCAGGTATCCGAAGATTAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCTGCTCAACAGGAGTGTGGCTTGAAAAATGTCTGACTAAGA

TGGAAACGGAGCAGGAGGAAGGAATCATGTAGCGGTGACATGCAGAGATATGAAGCAGAAAAACGAGCGCGAAG

GCAGCTTGCGAGGATACGATTGAAGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATAACCTGGTA 
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>OTU9508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCTGAGTGTAAAGTTCTTTTTTTAACGACGAAGAAGTGACGGTACTTAATGCATAAGCTCCGGCTAACTACGTGCC

ATCAGCCGCGTCAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAGGAAATGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATGCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGTAGGAACACCAGTTGCGAAGGCGGCCTGCTAGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9509;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGTGCA

AGTCAGATGTGAAATCCGTGGGCTTAAACCACGATCTGCAATTTAAACCTGTTTGCTTGAGGGAAATAGAGGCAGAA

GGAATTCCCTGTGGTGCGGTGAAATGCGTAAAGATAGGGAGAAAACACCGTGGCCAAGGGGGCCTGCTTGGATTTA

ACTTACGCTTAGGCATGAAAGCCTGGGTAGCAAACAGGATTTGATACCCTGGTA 

>OTU9511;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAAACGCAGAGCAATAAGGGCCACGTGTGGTCCTTTGAGAGTATGCGTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCGGCAGTGAAAGGCCGGGGCTCAACCCGGAAGGTGCCGTGGGTACTGTGGGGCTG

GAGTGCGGATGCGGTAGGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGA

AGGCAGCTCGCAAATGCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Cytophagia(0.1159),o:Cytophagales(0.0547)

,f:Flammeovirgaceae(0.0149),g:Persicobacter(0.0066); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGAGCAATCCTGACCCAGCCATGCCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTGCCGCAGAGTAAACCCGGTCACGTGTGGTCGGTTGAGAGTATGCGGCGAATAAG

TATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACCGCTAAGTCAGGGGTGAAAAGTTCGGGCTTAACCTGAATCGTGCCTTTGATACTGGCGGACTAG

AGTGCGATAGGCGTGGCCGGAATGCGGTGTGTAGCGGTGAAATGCTTAGATATGCCACAGAACATCGATCGAGAAG

TCAGGTCACGAGTTCGCAACTGACGCTCATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU9514;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfobacterium(0.0000); 

GGCACCGAAGCCGACTCCAAGCGAACCAAACAGGCAAAAACTTTCGGGTCGTCATCCACCGCAATCTCAGCACCAAC

CGAAACAACCTGATTCGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAAC

CGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAA

CAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTGTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACG

CCTAAGCAGAAAACCTACCGCGCTGCGCTTGGTCAACACCTCAGCGGCA 

>OTU9512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.3043); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAAAGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGGCGAGGAATTGACGGTACTTAATGAATAAGCTCCGCCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCAAAGAACTGCATTTGAAACTGGTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9513;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacillac

eae_1(0.0355),g:Paenibacillus(0.0087); 

ACTTTATTCCTCAGTTGTTAATATTGGGCAATGGGCGAAATCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTTTT

CGGATCGTAAACTTCTATCCTTTGTGAAAATAATGATGGTAGCCAAGAAGGAAGCCCTGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTAAGT

CTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTAAGCGG

AATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCGTACTGGACTGTAAC

TGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9517;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGATAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

GCCGCCTGCTAAATAGTGCGCGCAATGGTTCTTCATTGCGCAGTGCTTCTTAGAGGGACGTTCATTCTACAAGATGAA

GGAAGATGGCGGCAATAACAGGTCTGTGATGCCC 

>OTU9515;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC
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ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGTATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGACGGCTTTGCAAGTCTGCGGTGAAAGCCCCGGGCTCAACCCGGGAGGTGCCGTGGATACTGTAAGGCTGG

AGTGCGGATGCTGTGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCGGAACACCGATGGCGAA

GGCATCTCACAAGTCAGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTCGCGTAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTGCCTTGA

GTGCGCTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAGCCCCGATTGCGAAGG

CAGCCTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9519;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGGTGGAGAAGAAAGTGCGTGAGAGTAACTCTTCATGCAGTGACGGTATCCATCCA

GAAAGTCACGTCTAACTACGGGCGCGCAGCTGCTGTAGTACGTAGGTGGCAAGCGTGATCCAGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCATGGCAAGCCTGATGTGAAATCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTAT

GGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9518;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Ruminococcus2(0.0808); 

ACGGGAGGCAGCAGTGGGTAATATTGGACAATGGGCGAAAGTCTGATGCAGCGACGTCGCGTGAGCGATGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACACCGGGAGTGCATTGGAAACTGTTTATCTAGAGTACCGGAGGGGTGAG

TGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGGCGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9520;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumin

ococcaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATTCAGCGATGTCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAATTTTAGTTAATAGGGAAGAAACAAATGATGGTATTTGTGGAGGAAGCCATGGCTAACTACGTG
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TCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCTG

CAAGTCAGATGTGAAAACTATGGGCTCAACTCATAGCTTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGAGGTAA

ATGGAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTTCACTGGACGA

TTACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACTGTACTTAATGAATAAGGCCCGGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGG

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCAGTTGAAACTGTTTTGCTTGAGTGCAGAAGGGGCAGG

CGGAATGCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGCAGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9522;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8448),c:Mollicutes(0.6346),o:Acholeplasmatales(0.23

59),f:Acholeplasmataceae(0.1098),g:Acholeplasma(0.0204); 

ACGGAAGGCAGCAGTAGGGAATTTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGATGAAGTTC

TTCGGAACGTAAAATTCTTTTATTTGGAAAAAACGTATATTGTAGGAAATGACAGTATAGTGATGGTACCAAATGAAT

AAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTAAA

GGGTGCGTAGGCGGTAGATTAAGTCTAAGGTTAAAGTGCAGGGCTCAACCCTGTGATGCCTTAGAAACTGGTTTACT

TGAGTTTGGTAGAGGTAAGTGGAACTCCATGTGTAGCGGTAAAACGCGTAAATATTAGGAGGAACACCGGCGGCGA

AGGCGGCTTACTGGACTGTAACTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACGGT

TTTCGGATTGTAAACTCCTTTTCTAAGGGACGAAACCTGACGGTACCTTAGGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCCTGTAA

GTCAGATGTGAAATTTAGAGGCTCAACCGCTAAACTGCATTTGAAACTATAGGGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9524;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGAGTACGTAGGTGGCTACCTAA
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GCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9525;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAATAGAAGACGGTAACTGACTAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGCCGGGATAGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCAGTTGAAACTGTTCTTCTTGAGTAGAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGACGGCGGATTGCTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9527;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Eubac

teriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGACGAA

TTTCTGTATTTAAACTTCTATCTGTAGGGAAGAAAATTACGGTACCTGACTAAGAATCCCCGGCCAACTACGTGCCAG

CACGCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTGCAAG

TCTGATGTGAAAACCCGGGGCTCAACCGCGGGACTGCATTGGAAACTGCTAGTCTTGAGTGTGGGAGGTGTTATCGG

AATTCGCGGTGTAGCGGTGAAATGCTTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGACAAC

TGACGCTGATACACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGTAAACTTCTTTTATGTAAGAATTAAGGGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAAGA

TCCGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAGTATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGAGGCTCAACCGTGGAATTGCTGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGAGGTGAAATGCTTAAATATCACGAAGAACTCCGATTGCGAAGGCA

GCTATCTGGACTGAATCTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9529;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAAGAGGC

CCTATGGGATGTAAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCAAATA

AGCACCGGCTACCTCCGTGCCAGCAGCCGCGGTCATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATGCAGGGGCTCAACACCGGGGCTGCCGTTGATACTGGCGGG
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CTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.5273),g:Coprococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTGCA

AGTCAGAAGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTACCTCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU9530;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.539

5),f:Spirochaetaceae(0.3544),g:Treponema(0.0712); 

ACGGAAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGCAGGTTGTAAAGCTCTTTTGAAACTGACGAATAAGTATTGCAGGGTATGGCGATATGGTGACGGTAGGTTTTGA

ATAGGCAACGGCTAATTACGTGCCAGCAGCCCCGGTAACACGTAAGTTGCGCGCGATGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATGGGCTCAACCTATGAACTGCATTGAAAACTGTAAG

ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATGTATAGATATTTGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGCGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9531;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGCT

CTATGGGTTGTAAACTTCTTTTATAAAAGAATAAAGTCGGGTATGGATACTCTTTTGCATGTATTTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTAACCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATGTCTTGAGT

GCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGATGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCTAGACTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9532;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGCC

CTATGGGTCGTAAACTTCTTTTATACAAGAATAAAGTGCAGTACGTATACTGTTTTGCATGTACTATATGAATAAGGAC

CGGCTAATTCCGTGCTAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACGGGTACGTGAGACGTGAAAGGTTGCGGCTCAACCGTGAAAGTGCGGTTGAAACTGGCAGTCTTGAG
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TAAGGGAGAGGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACTAGACTGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2184),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTACTGGGCAC

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9533;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Enterob

acteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCATTGGGTTTA

AAGGGTGCGTAGGTTGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGGAACTGGCGA

GCTTGAGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9534;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Eubac

teriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACACCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAA

GTTAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTG

GAATTCCGAGTGTAGAGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9535;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.2864),g:Fusicatenibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTGAACCGTGGGACTGCATTGGAAACCGTCAAGCTCGAGTGTCGGAGAGGTAA
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GGGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCTAAGGCGGCTTACTGGACGG

TAGCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAACCAGGATTTGATACCCTGGTA 

>OTU9540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3884),g:Roseburia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGTGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9538;tax=d:Bacteria(0.8319),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumin

ococcaceae(0.0073),g:Clostridium_III(0.0039); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGGTGCAGCAACGCCGCGCGAGGGAAGACGGT

TTTCGGATTGTACACCTCTTCTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGCAAAACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGTTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGGCAGATGTGAAATCCATTGGCTCAACCCCTGAACTGCGTTTGAAACTGTAGATGTTGAGTGTCGGAGCGTCTATC

GGCTTTCCTCGTGTCGTGGTGAGATCTGTAGATATTAGGTGGCGCACCTGTGGCGAAGGCTGATTGCTGGACGATGT

CTTACGGTGGGGCGCGAACGTGTGGGGAGCAAACAGGATTGGATCCCCTGGTA 

>OTU9539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTAGC

AAGTCTGATGTGAAAGGCGGGGGCTCAACCCCCGGACTGCATTGGAAACTGCCAGTCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9537;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTGCGTAGGCGGAT

CTTTAAGTCAGTGGTGAAAGCCTGCAGCTCAACTGTAGAACAGCCATTGAAACTGAAGATCTTGAATTTGGTTAAAGT

AGGCGGAATGTATCATGTAGCGGTGAAATGCTTAGATATGATACAGAACACCGATAGCGAAGGCAGCTTGCTGAACC

AATATTGACACTGAGGAGCGAAAGCGTTGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG
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GGCACTAGTTGTGGGGACCTTCCACGGTCTCTGCGACGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGATC

GCAAGATTAAAACGCAAAGGAATTGACGGGG 

>OTU9544;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacteri

ales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Sphingobacterium(0.0000); 

AGGTGAAACTAAAGGTTCTTACTTAAACATTACAGCAGCTACAATGGAAGAAGTGCACAAACGTGCTGAGTATGCTA

AAGCTGTTGGTTCTGTAATTGTTATGATCGATTTAGTAATGGGTTACACAGCAATTCAAAGTATTGCTTTATGGGCTCG

TGACAATGATATGGTTTTACACTTACACCGTGCTGGTAACTCTACTTACGCTCGTCAAAAAAATCATGGTATTAACTTC

CGTGTAATCTGTAAATGGATGCGTATGTCTGGTGTAGATCACATCCACGCTGGTACAGTTGTAGGTAAATTAGAAGG 

>OTU9543;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0560),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCCTTTATGAGGGGAGTGCAGAAGACTGTACGTCTAGAATAAGCTATGGCTAACTACGTGCC

AGCAGCTGCGGTCATACGAAGGTGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCAGGAACTGCAGTGGAAACTGTAAGACTTGAGTACTGAGGAGGCGAT

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGTGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9541;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCCCTTTAAGGGAGATGACGGTACCTGACCAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

CAGACGGCAGCGCAAGTCTGATGTGAAATCCCGGGGCTCAAACCCGGAACTGCATTGGAAACTGCGCAGCTCGAGT

ATCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGC

GGCTTACTGGACGAAGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGCTGACCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTAGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGATCGGTAA

GTCAGATGTGAAATGTCGGGGCTCAACCCCGGAACTGCATTTGAAACTGCTGACCTTGAGTGATGGAGAGGCAGGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:"Prevotellaceae"(0.9387),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGGGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTGAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTCCTGGCTCAACCAGGGCACTGCAGCGCGAACTGGAGGGCTTG

AGTGCGCACGACGGAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCCTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGACTAAGG

ATCGGCTAACTCCGTGCCAGCATCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTGAGTTGAGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGGGTATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGGTCTCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGGGTA 

>OTU9548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactoba

cillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGGAATTACTTAG

AAAGTCACGGCCAACAACGTGCCAGCAGCCGCGGGAATAAGCAGGGGGCAAGAGTAATCCGGATTTACTGGGTGCA

AAGGGAGCGCACGCGGACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGG

ACTTGATTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGAAATTCGTAGATATCAGGAGGAACACCAGTGG

CGAAGGCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU9550;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:Marinilabiliaceae(0.0252),g:Alkalitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAACAAAGAGCGCCACGTGTGGTTCGTTGCGTGTACCTTTCGAATACGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGTTGTTAAGTCAGAGGTCAAATGCCAGGGCCCAACCGTGGCATGCCTTTGATACTGGCTGCCTTGAG

TGCACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAGGC

AGCCTTCTGGGGTGTGACTGACGCTGAGGCACGAAAGCGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU9549;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Eubac

teriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTTTTTCCTTTGTGAAGAAACAAATGACGGTGGAAAAGGATTAACCTTCGGCTAACAACTTCCA

AGCAGCCGCGGTAATACGTAGGATCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCA

AGTTGGATGTGAAAGGTCAAGGCCTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9552;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Eubac

teriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATTACGGTAGCAAAGTAATAAGCATCGGCTAACTACGTTCC

AGCAGCCGCGTTACTACGTAGGATGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCA

AGTTGGATGTGAAAGGTCAAGGCTTAACCGTGGAACTGCATCGGAAACTGTAGGACTTGAGTGGAGTAGAGGTAAG

AGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU9551;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTCGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCGCAACCGATAAACTGCAGTTGAAACTGTGAGGCTTGAGTGGAGTAGAGGCAA

GCGGAATTCCGGGTGAAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGCGGCGAAGGCGGCTTGGTGGACC

ATATTTGACGAGGAGGCTCGAAAGTGGGGGGAGCAAGCAGGATTAGATACCCTGGTA 



6994 

 

>OTU9553;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0525),o:"Sphingobacteri

ales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Parapedobacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGGAGACTGAACCAGCCATGCTGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTAGGGGAATAATATGACTTTTGTGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGTGGGTAAAGTCGTCTGCTCAACACGGGTTTGCCTTGCAAACTGTCTGACTAGAAT

GTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGACGCAGAACACCGATCGCGAAGGCA

GCTTGCGAGAATACGATTGACGCTGAAGCACGAAAGCGCGGGTATCGAACAGGATTAGAGACCCTGGTA 

>OTU9555;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCCTTTATAAGGGACGATAATGACGGTACCTTATGCTTATGCTCCGGCTAACTTCGTGCAAGC

AGCCGCGGTTATACGGAAGGTCCGGCCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCGGGCAAGC

GTGTTGTGAAATGCAGTGGCTCAACGTCTGCACTGCAGCGCGAACTGCCCGGCTTGAGTGCGCAGAACGTTGGCGG

AATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCTGACGGTAGCGTAACT

GACGCTCAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9557;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8087),c:Fusobacteriia(0.5579),o:"Fusobacteriales"(0.

2999),f:"Fusobacteriaceae"(0.1485),g:Fusobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGCTTGCTCCAGCAATTCTGTGTGCACGATGAAGTTT

TTCGGTATGTAAAGTGCTTTCCGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGCGGTAATCCGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGTTGTGAAATGTCGGGGCTCAACCTATGCACTGCAGCGCAAACTGGCAGACTTGAGTGCGCAAGAAGTAAGC

GGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9554;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Fastidiosipila(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCCGGT

AAGTCAGATGTGAAAAGTGAGGGCTCAACCCTTAGAGTGCATCTGATACTGTCGGGCTTGAGTACAGAAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGACACCCTGGTA 
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>OTU9556;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.5579),o:Aeromon

adales(0.2999),f:Succinivibrionaceae(0.1485),g:Anaerobiospirillum(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGCATTGTTCTAATCAGCAGTGCCCTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCATGTAGGCGGAAAGGTAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGTCATTCTAAACTGCCTT

TCTAGAGTATTGCAGAGGGAGATGGAATTTCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9559;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACCTCTTTTATGCAGGGATAACCGGCGCCACGCGTGGCGTCCTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCCGCCCTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTG

AGTACACGCAAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCCGGAGTGTGACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9558;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.2184),g:Roseburia(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGAAGGCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCT

AGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCG

AAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9560;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCATATTTCCGTTACCCTATGAATAAGG

ACCGGCTAATTCCGTTCCAGCAGCCGCTGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACAGCGGCACTGCAGCGCGAACTGGTATCCTTGA

GTACGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU9563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGGCGGT

CCTATGGATTGTAAACTTCTTTTTTCGGGGAGTAATAAGCCGGATGTGTCGTTTGGTGAAGGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGTGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTTGCCGTTGAAACTGGTGTGCTTGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGG

CAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9561;tax=d:Bacteria(1.0000),p:"Armatimonadetes"(0.8628),g:Armatimonadetes_gp5(0.0204); 

GTGCCAGCAGCCGCGGTAAGACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGCGTAAAGAGCGCGTAGGCGGAT

CGTTAAGTGTAGAGTGAAATCTCCAGGGCTCAACCCGGAAACTGCTCTGCATACTGGCGATCTTGAGGGGCACAGAG

GCAACTGGAATTCCTGGTGAAGCGGTGAAATGCGTAGATATCAGGAGGAACTCCCATGGCGAAGGCAGGTTGCTGG

GTGCCATCTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACTA

TGGATACTAGACGTAGGAGGTATAGACCCCTTCTGTGTCGCAGCTAACGCAATAAGTATCCCGCCTGGGGACTACGG

CCGCAAGGTTGAAACTCAAAGGAATTGGCGGGG 

>OTU9562;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Negativicutes(0.2902),o:Selenomonadales(0.124

9),f:Veillonellaceae(0.0457),g:Selenomonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGAGCGTAGGTGGCAA

TTTAAGTGAAATGTGAAAGACCGGGGCTTAACTCCGGAATTGCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGT

AAGCGGAATTCCTAGTGTAGCGATAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9564;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.3639),f:Lactoba

cillaceae(0.1872),g:Lactobacillus(0.0519); 

AAGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGCGGTCATTGAAGTTGGATGTGAAATCCCCGGGCGTAGCTTGGTGTCTTCATCCAAGACTGGGA

GACTAGAGTGCAGGAGGGGGAAGCGTAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATT

GCGAAGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 



6997 

 

>OTU9565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGA

TCTATGGGTTGTAAATTGTTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATATTGCAGGTACGCTATGAATAAGG

AACGGCTAATTCTGTGTAAGCGGCAGCGGTAATACGGAAGGTCTGGGCGTTATGCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTCGGCATTTCATCTCGAACTGTGATACTTGAG

TGCCCAAGAATTAGGCGTAATTCATCGTGTAGCGTTGAAATTCTTAGATATTACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTGTACCTCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGTTA 

>OTU9566;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lachn

ospiraceae(0.0355),g:Clostridium_XlVa(0.0087); 

ACTTTCTTCCTCCTTTCGGAATATTGGTCACTGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCT

ACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGGCGGCATGGCAAGTCTGATGTGAAAGCCCAGGGCTCAACTCGGGGACTGCATTGGAAACTGTCAAGCTGG

AGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9567;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGA

CTTCGGAATGTAAAGTTCTTTTAGTAAGGACGAAGAAGTGACGGTACTTAATGGATAAGCTCCGGCAAACTACGTGC

CAGCACGCGCGGTTATACGTAGGGCGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAGCTGCATTTGAAACTGTGTTGCTGGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAGCACCAGTGGCGAAGGCGGCCTGCTGGGCG

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9569;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

AGGAAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTG

CGTAGGTGGCTTTGCAAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGT

ACAGGAGGGGAAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGC

GGCTCTCTGGACTGTAACTGACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



6998 

 

>OTU9568;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTATTCCTCTTTTGTCGGGTAGTAACGTGCGCGACGCGTCCCGTATTGAGAGTACCCGATGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGCCAAGTCAGCGGGCAAAGTTCCGGGCTCAACCCGGTGTGGCGGTTGAAACTGGCGGGCTCG

AGTGCGTGAGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTAACAGCGCGCGACTGAGGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9572;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Leucon

ostocaceae(0.0000),g:Leuconostoc(0.0000); 

GGCTTACTTTGCCTCAACGCGGGGCAACTTACCAGGTCCAGACATTGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCGATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TTAGCCTGCTAAATAGTGACGCGAACTCTTTGTTGGCGGGCCACTTCTTAGAGGGACAACTTGTCTTCAACAAGTGGA

AGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU9571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.3204),g:Butyrivibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCCCCGAAAGGGGAGATGACGGTACCTGAGTAAGAAGCCC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGCAGACGGAGAAGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGGACTGCAGTGGAAACTGTTGATCTGGA

GTACTGGAAGCGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAG

GCGGCTTGCTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9570;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGA

TTTCGGTTTGTAAAGCTCTATCATCAAGGAAGAAGAAGTGACGGTACCTAATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCATGGCA

AGTCTGATGTGAAAACCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTAGCTTGAGTGAAGGAGAGGCAGGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACGAT

GACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9573;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.3204),g:Ruminococcus2(0.0904); 



6999 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGGAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTAACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGAAGTGCATCGGAAACTGTTTAACTGGAGTGTCGGAGCGGTAAG

TGGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9574;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCAAGACTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATGCGGGGATAACCGGCGGCACTTGTGCCGCCCTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGAGTCTAAGCGTGCCGTGAAAGGCTGTGGCTCAACCACGGACGTGCGGCGCAAACTGGTCTTCTT

GAGTTCACGGTAAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAA

GGCAGCCCGCTGCAGTGTTACTGACGCTCATGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9575;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGCCTGAACCAGCCATGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGAGTAATGTAGTCCACGCGTGGACTGTTGTAGGTACCATACGAATAAGC

ACAGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCAGCGGATTAAGCGTGTGGTGAAATGCAGGCGCTCAACGGCTGACTTGCCTCGCATACTGGTCAGCTTGA

ATGCGCGTAACGTGGGAGGAATTTGTGGTGTAGCGGTGAAATGCTTAGAGATCACAAAGAACCCCGATTGCGAAGG

CAGCTCGCGGAGGCGCAACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9578;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacteri

ales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTAGGAGGTGAAATCCCGGGACCAAACTCCGGGGCACGCGTTGATACTGGCGCGC

TGGGGGGCGGATGCCGCCGGAGTAATAAGAGGTGTAGCGGTGAAATGCTTATATATCACGCGGAACACCGATTGCG

AAGGCATCTGGCGAATCCATAACTGACACTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9579;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Eubac

teriaceae(0.0560),g:Eubacterium(0.0134); 



7000 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCAGGGCTAACTACGTGC

GAGAAGACGCGGAAATACGTAGGTGGAAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTTGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCTTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTGCTTGGCTCT

AACTGACGCTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9576;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.7995),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGGGAGAGTAACTGTTCATGCAGTTACGGTATGCAACCA

GAAAGGCAAGTCTAACTACGTGCCAGGAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGATTAAGCCTGATGTGAAAGGCTTCGGCTTAACCGAAGAAGTGCAGCGGAAACTGGG

CGCCTTGAGTGCGGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.5273),g:Ruminococcus2(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTACTATCAGCAGGGAAGAAGATGACGGTACCTGAGTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATAGGCAA

GTCTGGAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGCAGATCTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9582;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobiales

(0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

CGTCTGAATGCCAGCAATCTCTTTTTGAGTCTCATTTTGCTTCTCGGCAATCTCTTTCTGATTGTCCAGTTGCTTTTTAGT

AAGCTCTTTTTGATTCTCAAATCCGGCGTCAACCATACCAGCAGAGTAAGCATCCGCACCAGCACGCTCCCAAGCTTTA

AGCTCAGGCAATGCAGCAGCAAGATAATCACGAGTATCCTTTCCTTTATCAGCGGCAGACTTGCCACCAAGTCCAACC

AAATCAAGCAACCTATAAGAAACGGCAGAAGTGCCAGCCTGCAACGTACCTTCAAGAAGTCCCTTACCAGCTCTAGC

AATAGCACCAGAAACAAAACTAGGGACGGCCGCAGCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATA

CCAGCATCACCCATGCCTACAGTATTGTTATCGGTA 

>OTU9580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 



7001 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGGGCTAAGTCAGCGGTCAAAGGTTCGGGCTCAACCCGGGGTCGCCTTGGAAACTGGCGTGCTCG

AGTGCGTGCGAGGCAGGCGGAATTCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTTCCAGAGTGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9581;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3204),g:Ruminococcus2(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGATGCA

AGTCGGCTGTGAAAACCCGGGGCTCAACCCCGGGAGTGCTTTCGAAACTGTGTAGCTAGAGTGCCGGAGGGGTAGG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.2524),g:Clostridium_IV(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACTGTACCTGACGAATAAGCCACGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTGAGGAACTGCATTTGAAACTGTTCTTGCTGAGTAACGGAGAGGCAGTC

GGAATTACCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9584;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0230); 

ACGGGAGGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAG

GCCCTCGGGTTGTAAACTTCAGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGT

CTGCAAGTCTGGAGTGAAAACCCGGGGCTCAACCCTGGGACTGCTTTGGAAACTGTGGAGCTTGAGTACCGGAGGG

GTAAGCGGAATTCCTAGTGTAGCGGTGTAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGG

ACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9585;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:Marinilabiliaceae(0.0059),g:Alkalitalea(0.0035); 



7002 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAATCGCTTTTGCCTGGGGGCAATAAGGTCGTCGCGCACGTCCGATTAGAGTACCAGGGGAATAT

GCATCGGCTAACTCCGTGCTAGCATCCCCGGTAATACGTGGGATGCGAGCGTTATCCGGATTCATTCGGTTTAAAGG

GTGCGTAGGCTGTGCGTCGAGTCAGGGGTGAGGTTCCGGGGGTAAACTCCGGCGCTGCCGTTGATACTGTCGCGCT

GAAGGGAGGATGCCGCCGGAGGGATGAGGGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGAGAATCCGTAAGTGACGCTGAGGAACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9586;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.0

231),f:"Porphyromonadaceae"(0.0059),g:Tannerella(0.0035); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGCGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGTTAGATAAGTTGGAGGTTAAATGCGTCTGCTCAACAGGAGTTTGACTTGAAAACTGTCTGACTA

GGATGGAAACGGCGCAGGCGGAATGAAGCATGGAGCGGGGACATGCAGAGATATCACTCAGAAAACCGATTGAGA

AGGCAGCTGGCGAATCCGTAACGGACGTTGAGGCACGAAAGCATGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9589;tax=d:Bacteria(0.0058),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.000

0),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

CCTAAAGCTACCTCGTCCACGTTCTCTTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCCTTCC

GATGGATACATCTGTCAACGCCGCTAATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTT

TTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCCGACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGG

TCGCCATGATGGTGGGTATTATACCGTCAAGGACTGTGTGACTATTGACGTACGTCCACGTACGCCGGGAAAGAAGG

GTTATGTTGGTTTCATGGTGTGGTCGAACGGTACCGCGACTAAATGCAGCGGATTGGTTTCGCTGAATCAGGTGATT

AAAGAGAGGAGGTGTCTCCAGCCACTTAAGT 

>OTU9590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGGCGCAAGCCCGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCGGGTCGTAAAGCTCTTTTGTTGGGGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCGCTTAGGTTTGATGTGAAAGCCTTCGGCTTAACCTAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGTAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATTCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 



7003 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGACCCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTACGCGGGGATAAACTGTGCCACGTGTGGCCTATTGCAGGTACCGCATGAATAAGT

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCCGCCTGTTAAGCGGGGTGTGAAAAGCCGGGGCTCAACTCCGGTCGTGCAGCGCGAACTGGAGGGCTTG

AGTCCGCAGGAAGTGCGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCGCACTGGAGCGTCACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9587;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacteri

ales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGAGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCCACGCGTACGTCCGTTGAGAGTAGCAGGGGACAA

AGCACGGGCTAACTCCGTCCAAGCAGCCGCGGTAATACGGGGAATCGGAGCGTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGTGTGTTAAGTCAGCCGTGAAATGTCGGGGCTCAACGCCGGGGCTGCCTTTGATACTGTCGTCCT

GGAGTGCGGATGCCGTCGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9591;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0149),g:Anaerobacterium(0.0066); 

ACGGGAGGCAGCAGTGGGGGAGAGGGCGCAAGGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGG

TCTTCGGATTATAAACTTCTGTTTTGAGGGACGAAAATGACGGTACCTCAAGAGGAAGCCACGGCTAACTACTTGCCA

GCACCCCCGTTAAAACGTAGGTGCAAACCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCCTGCTAAG

TCTGGAGTGAAAGTCCTGTTTTAAAGGTGGGAATTGCTTTGGATACTGGGAGGCTGGAGTGCAGGAGAGGAAAGCG

GAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9592;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.6

509),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCATTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACAGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTCAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGAAACTGGAAGTCTT

GAGTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.0

781),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0066); 



7004 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGATGATTGCAAGTACCGTAAGAAAAAG

GATCGGCTAATTCCGTGCCGGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTGTTGAAAGTTGGCGGCCCAACCTTAAAATTGCATTGGAACCTGTTTGTTTTG

AGTCCACATAAGGTTGTTGGATTTTTTGTTGTACCGTGAAAATGCATAGATATCACGAAGACCCCCGATTGCGAAGGC

AGCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAGTCCGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU9593;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Betaproteobacteria(0.4428),o:Burkholderi

ales(0.2039),f:Sutterellaceae(0.0710),g:Sutterella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCGGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGC

ACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG

TGCGCAGGCGGTTCGGTAAGGCAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCAGTTGTGACTGCAGGACTA

GAGTTCAGCAGAGGGGGGTGGAATTACAAGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTGACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9595;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0710),g:Clostridium_III(0.0157); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGT

TAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9596;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AACGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACT

AGAGTGCAGGAGGGGCAAGCTGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCCTGCTGGACTGATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9599;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Prevotellaceae"(0.0355),g:Alloprevotella(0.0076); 



7005 

 

ACTTTCTTCCTCCTTTCTTCCTCTTGTTCCCTGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCTA

TGGGTTGTAAACTGCTTTTATACAGGGATAAAGTCATCCACGTGTGGTTGTTTGCAAGTACCGTAAGAAAAAGGATC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCTGACGAGCAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGCTGAAACTGTTTGTCTTGAGTG

CACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCTTAGACATCACGAAGAACTCCGATTTCGAAGGCAGC

CATCCGGGGTGCCACTGACGCTGAGGCTCGAAAGTGCGGGAATCGAACAGGATTAGATACCCTGGTA 

>OTU9598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4563),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGGGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGAAGAAGGT

TTTCGGATTGTAAAGTTCTTTCATTAAGGACGAAGAAGAGACGGTACTTAATGAATAAGCCCCGGCTAATTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTGGGGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAGCTGTTTTGCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9597;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCGATGGGTTGTAAACTGCTTGTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACAGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCTTGTTTTTAAATGTCGGTGCTCAACCTGTGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAATATCTCCGATTTCGAAGGC

ATCCTGCTGTCGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9600;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

TCTCCGGGTCGTAAACTTCTTCAGACGCAGAGCAATAAGGTGCACGCGTGGACCGATGAGCGTATGCGTACAATAAG

CATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATCCGGGGGATGCGGGCGTAATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGCCGAGTAAGTCAGCTGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCT

GGAGTGATCGAGACGCGAGAGGAATTAGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9601;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 



7006 

 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1485),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAG

GCAAGTCAGATGTGAAAACCAAAGGCGCAAACTTTGGCTTGCAGTTGAAACTGTCTTTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACA

GCAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.2864),g:Blautia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAATCGTTATCCGGATTTACTGGGAGTAAAGGGAGCGTAGACGGAGCA

GCAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGGCTGCATTGGAGACTGTAGATCTTGAGTACCGGAGGGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGACGAACACCAGTGGCGAATGCGGCTTCCTGGAC

GGTAACTTACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9605;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAACATGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCTGGAATGACTGGGCGTAAAGGGAGCGCAGGCGGGAAAG

TAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGAAACTACTTTTCTTGAGCGCAGGAGAGGAAAG

CGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGCTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9607;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.9

389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 



7007 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGACCCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGCCGTAAACTTCTTTTATCTAAGAATAATGTGCATTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTTAACCGGAAAATTGCAGTGGATACTGGCAGTCTGGAG

TACAGTAGAGGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCGATTGCGAAGGC

AGCTCACGGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGTGACGAAGGAATTGACGGTAGCTTAGTAGGAAGTCGCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGGTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTTAGTGGTGAAAGGCTACGGCTAAAACGTAGTAAGCTCGTGAAACTGGGGAACTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTAGCGAAGGCGGCTATCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU9606;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGCCACGTGTGGTTTTTTGCCTGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCCGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGGGGGGTGAAAGGTAGAGGCGCAACGTCTGGACTGCAGCGGGAACTGGGTGACTT

GAGTACGGATAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGGGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTACATGACTAAGAAGCCTCTGCCAATTACGTGCCA

GCAGCCGCGGTATAACGTAGGGGGTAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGCCAGATGTGAAAGACCGGGGGTCAACCCCGAGACTGCATTTGAAACTGCGTGGCTGGGGTGTCGGAGAGGCAG

GCGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.4914),g:Ruminococcus(0.2607); 



7008 

 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAATGATCCCGCCGCGG

GAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGGAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9610;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTCTGGGTTGTAACCTTCTTTTCTAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCCTGTCCTTTATGAATAAGGC

ACGGCTAGCTCCGTGCCAGCAGCGGCGGTAATACGGAGGATCCGCGCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTAGGGGCTCAACCGTAAAATTGCAGTTGATACTGTATATCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9611;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGAATGAACCAGCAAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGAGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGTGAAAGTGCAGTTGATACTGTCAGTCTTGAG

TACTGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTTGATATCACGAAGAACTCCCATTGCGAAGGCA

GCTCACTGGACCGCAACTGACACTGATGCTCGAAAGTGTGGGTATTAAACATGATTAGATACCCTGGTA 

>OTU9612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCACCGCTTACTTCGGTCC

AGCAACCCCCGTAATACCTAAGTGGGAAGCTTTTTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAAC

TGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.1735); 



7009 

 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCTGACGCAGGCACGCCCCGTTGACGATGAAAGTC

TTCCGGTTTGAAAGTTTCTTTATTAAGGGCGAAGAAGTGACGGTACTTAATGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGGGGTAATAAGTAGGGAGCAAGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCCGGGAAGAAGAGGAAGGTACCTGACAAAGAAGCCCCGGCTAACTACGTGAAA

GCAGACGCGGTAATACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAACACCCGGGGCTCCACCCCGTGACTGCATTGGAAACTATGCGGCTGGTGTATCGGAAAGGTAAGTG

GAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGACTTACTGGACGATGA

CTGACGTTGAGGCTCGACAGCGTGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU9614;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCGGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAG

TGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU9616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTATTCCACGTGTGGGATTTTGTATGTACCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGTCTGATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGT

ACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCA

GCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9617;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 



7010 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCAGTTTTCGGTGACGAACAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9618;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7881),o:"Enterob

acteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGCGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGGACGCAGGCGGCTTGTGAAGTCAGGTGTGAAAGGTGGGGGGTAAAACGTAAGATTGCAGTTGATACTGTCA

GGATTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACTCCGATT

GCGAAGGCAGCTCACTGGACTGAAACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGA

TA 

>OTU9619;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTTGATAA

GTTAGAAGTGAAAGTCCTGCTTTCAAAACTGCGAGTCTTGAGTGATGGAGAGGCAGGCGGAATTCCCAGTGTAGCG

GTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAACTGACGCTGAGGCGCGA

AAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9620;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGCACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGATGTAAGTCAGTGGTGAAATGTACCGGCTTAACCGGTAAACTGCCGTTGATACTGGCGCCCTCG

AGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9621;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 



7011 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGATGGAAAAAGCAAAGTAGAGTGAAGGATGAAGGC

TCTATGGGTCGGAAACTTCTTTGAGATAAGAATAAAGTGCAGTATGGATACTGTTTTGTAGGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGGGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGCAATTCGTGGTGTAGCGGTGAAATGCTTCGATATCACGGAGAACTCCGATTGCGAAGG

CAGCTCACTTGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTATATACCCTGGTA 

>OTU9622;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTCTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCAAGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATAACCAGGCTCAACCTGGGTGCTGCATTTCAAACTGGAAGTCTGGAGTGCAGGAGAGGAGGGT

GGAATTCCTGTTGTAGCGGTGAAAGGCGGAGAGATTAGGAAGAACGCCAGTGGCGAAGGCGACTGTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU9623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAATAAGTA

TTTCGGTATGTAAAGCTCTTTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGTCAAGCGTTATCCGGAATCATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTAGCCCCCAGAACTGGGATACTAGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACAAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCGGGTA 

>OTU9625;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.8

846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGC

CCTATGGGTCGTAAACTGCATTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCGTATAAGCCTGTTGTGAAATTTCGGGGCTCAACCTTGGCATTGCAGTGCGTACTGTGTGGCTTG

AGTGCGCTATAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCTATTGCGAAGG

CAGCCTGCTGGAGCGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9626;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5395),f:Lactoba

cillaceae(0.2864),g:Lactobacillus(0.0712); 



7012 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGCGAGGGAAGAAGGT

TTTCTGATTGTAAACCTCTATCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCAA

TAAGTCTGATGTGAAAGCCTTCCGCTCAACCGGAGAATTGCATCAGAAAGTGTTGAACTTGAGTACGAAAGAGGAGG

GTGGAACTCCATGTGTAGCGGTGGCATGCGTAGATGTATGGAAGAACGCCGGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGCTACCCTGGTA 

>OTU9624;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTA

GAGTGCAGGAGAGGAGAGTGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.5273),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGATGCCGCGTGAGCGACGAAGTA

TTTCGGTCTGTAAAGTTTTATCACCAGGGAAGAAATTGACGTTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAACACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCGTTGGAAACTATGCAGCTAGAGTGTCGAAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9628;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clostri

diales_Incertae_Sedis_XI(0.0113),g:Tepidimicrobium(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGGTTTAAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGAAGGAGAGG

GAAGCGGAATTAACGGTGTTGCGGTTAAATGCTTAGAGATCGGTAGGAAAACCAATGGCGAAAGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGGGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1872),g:Hespellia(0.0423); 



7013 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGAAAGCCTGATGCAGCGACGCCGCGTGAACGAAGAAGGT

CTTCGGTTCGTAAAGCTCTATCCGCAGGGAAGAAAATGACGGTACCTTTCGAGGAAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGCAGACGGCTCTGCAA

GTCAGATGTGAAATCCAGGGGCTCAACCCCGGGACTGCATTTGAAACTGTGGAGCTTGAGTGTCGGAGGGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9629;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Negativicutes(0.9791),o:Selenomonadales(0.973

0),f:Veillonellaceae(0.9666),g:Dialister(0.9085); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTGATCGGGGACAGACGGTCCTATAGCTAATAAGTATGGGAAGTGACGGTACCCGAAA

AGCAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCG

TAAAGCGCGCGCAGGCGGCCCTTTAAGTCCATCTTAAAAGTGCGGGGCTTAACCCCGTGATGGGATGGAAACTGGA

GAGCTGGAGTATCGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGG

TGGCGAAGGCGACTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pepto

streptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGGAGGCAGCAGTGGGAAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGAC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTAGTAAACTTGAGTGCAGGAGAGGAGAGTT

GGATTCCTAGTTTATCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTTTCGAAGGCGGCTCTTTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU9635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTGTGAAAGTGGGGAACTTTAGTGCAGGAGAGGGGAGT

GGATTTCATAGTGTAGCGTTGAAATGCGTAGATATTAGGAGGTACACCAGTTGCTAAGGCGGCTCTCTGGACTGTAA

CTGACACTTAGGCACGAATACTTGGGGTGCAAACAGAATGAGATACCCTGGTA 

>OTU9634;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 



7014 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATGTACTGGGCGTAAAGGGCGTGTAGGCGGTCGATTAA

GTCTGATGTGAAATACCTGCTTTTAAGGTGGGTCGTGCATTGGAAACTGATTGACTTGAGTGCGGAAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGCTGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9632;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1098),g:Clostridium_III(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGACGTGACGGTGCCCGGAGAAAAAGCAACGGCTAACTACGCG

CCAGCCGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTAGCTCTTGAGTAGCGGAGAGGTAA

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9633;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGCCTTTTTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTGAGTTGTGAAAGGTTGCGGCTCAACCGTGAAGTTGCAGTTGAAACTGGCCTGCTTG

AGTGAGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCTTTACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9638;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Streptosporangiaceae(0.0000),g:Nonomuraea(0.0000); 

GGCTGAACCTGCTCACACTGACACATCTGTCCCCGGCGTGCTTAATCCAACTTACCAAGCTGGGTTACTACGCGACGC

CGTTCAACCAGATATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGT

TTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAACCT

GCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGAGATTTCTGATGAGTCGAAAAATGATCTTGATAA

AGCAGGAATTACTACTGCTTGGTGACGAATGAAATCGAAGGGGACTGCTGGCGGAAAATGAGAAAATTCGACCTAT

CCTTGCGCAGCTCGAGAAGCTCTTACTT 

>OTU9636;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 



7015 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCTTGGTAAGTCAGGCGTGAAATTCCAGTACTCAACATTGGCCGTGCGGTTGATACTGCTGGGCTTGAAT

GCGGATGCAGTGGGAAGAATGTGTGGTGTAGCGGTGAAATGCATGGATATCACACAGAAAAACGATTGAGAGGGC

ATCTCACGGATCCGCACTTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9639;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Eubac

teriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGCGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAAGGGGAAGCCCAGGCTCACTACGTGCCA

GTAGCCGCGGTAATGCGTCGGGAGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GCCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTCTGAAACTGGTAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9637;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Eubac

teriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTTCTTAAGGAAGATAATGACGGTACTTAAGGAGGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTAAGGCTAAACCGTAGAAAGCCTTTGAAAATGGGAAACTTGAGGGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clostri

diaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGCTACCTGAAGAACACGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTACTACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTTT

TAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGGGATGAATTTCAAAATGGAAGTCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAAAACCAGTGGCGAAGGCGATTCTATGGAAT

GTAAATGAAGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU9641;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clostri

diaceae_3(0.0457),g:Caloranaerobacter(0.0110); 



7016 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTTTT

TAAGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAGGGGGCTTGCCGGAC

TGCAACCGAGACTTAGTTCCGAAAGCCGGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU9643;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGCAAAGG

GAGCGTAGGCGGACTTTTAAGTGTGATGTGAAATACCCGTGCTCAACTTCGGTGCTGCATTGCAAACTGGAAGTCTA

GAGTGCAGGAGAGGTGAATGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACTCCGGTGGCGA

AGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9645;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clostri

diaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTATGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATAACCGGGCTCAACGTGGGTGCGGCATTTCAAACTGGAAGTCAAGAGTGCAGGGGAGGCGGT

GGGAGTTCCTAGGGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCCGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9642;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

TGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9644;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Oscillibacter(0.0181); 
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CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGGCGCCAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGCCTTC

GGGTTGTAAACTTCTTTCAAGAGGGACGATCAGAAGACGGTACCTCTAGAATAAGACACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAAGT

CAGATGTGAAATCCTTGGGCTCAACCCGTGAGCTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGAGGCGAACGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTTGCTGGACGATAACT

GACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9646;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0110); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTTCCCTTTCTTCCCCCCCTCCCCCTCCACTCCTCGTGGATTAAGAAGGTTTTCGGA

TCGTAGACTCCTGTCCTCAGGGAAGAGAAGAATACGGTACCTGATGAGGAAGCCCCTTCTAACTACGTGCCAGCAGC

CGCGGTAATACGTCGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGGTAAGTCT

GGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAGCGGAA

TTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAAACTG

ACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9649;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Enterob

acteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Xenorhabdus(0.0000); 

GCTTTACCCGCCGATGATTTCGATTTTCTGACGAGTCACAAAGCTTGGCTTGCTACTGCCCGCTCTCGTGCTCGTCGCT

GCGTTGAGGCTTGCGATTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTTCCTGCTCCTGTTGAGTTTATTGCTGC

CGTCATTGCTTATTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTCATCATGGAAGGCGCTGAATGTACGGAAAA

CATTATTAATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGGTTACCTTGCGTGTACGCGCAGGAAACAC

TGACGTTCTTACTGATGCAGAAGAAAACGGGCGTCAAAAATTACGTGCAGAAGGAGTGATG 

>OTU9647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGTT

CTTCGGCACGTAAACTTCTGTCTTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTGTAA

GTGTGATGTGAAATACCCAGGCTCAACCGGGGGGTTGCATTGCAAACTGGATGGCTAGAGTGCAGGAGGGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCGGTGGCGAAGGCGACTCTCTGGACTGA

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9650;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2864),g:Ruminococcus2(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATAAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA



7018 

 

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATAAGAAAACCCGGGGCTCAACCCCGGGAGGACATTGGCAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TTGAATTCCTATTGTAGCGGTGAAATGCGTATATATTAGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTTAGTCTCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU9648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pepto

streptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCAGCGTGCGCGATGAAGGC

CTTAGGGTCGTAAAGCTCTGTCCACACGGAAGATAATGACGGTACTTGAGGAGGATGCCCCGGCTCACTACGTGCAA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTTTTAA

GTCAGAGGTGAAATGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGTAAGCTTGAGTGCAGGGGAGGGGAGTG

GAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACACCAGTAGCGAAGGCGGCTCTCTTTACTGTTACT

GACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9651;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pepto

streptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACACTGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGGACTTGAGGAGGAAGCACCGGCTAACTAAGTGCA

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGTCTCAACCGGAGTAAGCCTTTGAAACTGGGAAACTGGAGTGCAGGAGAGGAGAG

TGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTTGCGAAGGCGGCTATCTGGACTGT

AACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9652;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.0904),g:Sporobacter(0.0110); 

CCTTCCTTCCTCCTTTGTTCCTATTTTTCCATTGGGGCCACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCCTTC

GGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTGCCA

GTAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATCCCGGGGCTCAACCACGAAACTGCTGTCACCACTGTAACCCTTGAGTATCGGAGAGGCGAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATACTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9653;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacillac

eae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGCGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT
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GATAAGTCTGGAGTGGAAGTCCTGCTTTCAAGGTGGGAATGGCGATGGGTACTGTTGGGCTGGAGTGCAGTGGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGAACGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATGCCCTGGTA 

>OTU9654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Erysipelotrichia(0.9726),o:Erysipelotrichales(0.89

55),f:Erysipelotrichaceae(0.8505),g:Turicibacter(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAAAGACGTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTAGGA

GAAAGACACGGCTAACTACGTGCAAGCAGCCGCGGTAAGACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTCAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTTGAAACTGGTC

TCCTTGAGTGCAGAATAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGATGAACACCAGTT

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTTATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9655;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1872),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCAACGCAGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTAATAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGACACGGCTAACTAAGTG

CCAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGAGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGTCTCAACCCATGAACTGCATTGGAAACTGGAGATCTTGAGTGTCGTAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTTGCGAAGGCGGATTGCTGGACGTT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8955),f:Lactoba

cillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTGAGTGAGAGTAACTGATCACGCCGTGCCGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCCTCACCCGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGAGGTGAGAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTAGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9657;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATACGGGAATAAAGTCCGCTACGAGTAGCGGTTTGTATGTACCGTACGAATAAGC
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ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGATGTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTCCTTGA

GTGCGGCAGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTTCTGGACCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9658;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4563),g:Coprococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCCGGGAAGAAAATGACGGTACCGGACTAATAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCCTTATTCGGATTTACTGGGTGTAAAGCGAGCGTAGACGGCTGTGTAAG

TCTGAGGTGAAAGCCCGGGGCTCAACCCCAGGACTGCTTTGAAAACTGTGTAGCTGGAATCTCGGAGAGGCAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGA

TTGACGTTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9661;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTCAGGGTCGTGACCCTGTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGTGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCATACTGGTGTCCTTG

AGTACACACAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGAGTGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9659;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Gracili

bacteraceae(0.0252),g:Gracilibacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTTTAGGAATCATGTT

TTCTTATCGTAACCTCCTTTCCTCAGGTAATCTTAGAATACTTTACCTGATGATTAAGCCCCTTCTCACTACGTGCCATCA

GCCGCTTTAATACGTAGGTTTCAATCTTTGTCCGTCATGATTGGGCGTAAAGGGCGCGTAGGCGGCTCGGTAAGTCT

GGAGTGAAAGTCCTGCCTGAAAGGTGGGAATTGATTGGGATACTGTCGGGCTTGAGTGCAGGAGAGGTAAGTGGA

ATTACCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAAAACCAGTGGCGAAGGCGACTTACTGGACTGTAACT

GACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGACAAAGCCACGGCTAACTACGT

GCCAGCAGACGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAT
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TCAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAACCAGTTATGGAGCGGAGAGGCA

GGCGGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAATGCGGCTTGAGGGACT

GTAACTGACACTTAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9662;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

CCGAAGCGGTAAAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGT

TTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGTTACTCCA

GCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATAGTTTGACGGTTAATGCTG

GTAATGGTGGTTTGCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCGAATCAGGTTGGTCGGTTCAGCAGGA

ATGCCG 

>OTU9663;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactoba

cillaceae(0.7787),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGGAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATATAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTTTCCGGAGTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGAGGAATTGCATTGGAAACTGTTTAT

CTTGAGTGCAGAAGAGGAGAGAGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACTAGTGGC

GAAGGCGGCTATCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTGAGGCAGCAAGGCCGCGGGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTCCAGGGACGATAATGACGTAACCGGGGGAGGAAGCCACGGCTAACTACGTGCC

GGCAGCGGCGGTAATAGGTAGGGGGGGGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGCGATGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGATGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9664;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAGGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAGTTCGGGGGTGAAATTCCGGTGTCCAACACCGGGGTTGACCTGGATACGGTCGCGT
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TGGGGTGCGGATGCGGCCGGAGGAATGAGTGGGGTAGCGGTGAAAGGCTTAGATATCACTAAGAACACCGATGGC

GAGGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGTA 

>OTU9666;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACTTTCTTCCTCCTTTCTGACTCTTTTTCCCTTTTCTTCAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGTCCTAT

GGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATCCGACGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTGGAATG

CGGATGCCGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCAT

CTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9667;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGTTAAGGAAGAACTATGGGATTAGGAAATGAGTTCCATTTGACGGTACTTAACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAA

AGGGAGCGTAGACGGCGATGCAAGCCAGCTGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTG

GCTGGAGTGTCGGAGAGGCAGCCGGAATTCCTAGTGTAGCGGTGAACTGCGTAGAGATCGGTAGGAACACCAGTG

GCTAATGCGGCTTACTGGACGACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Oscillibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGATTAGAAGACGGTACCTGGCGAATAAGCCACGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAACTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGGGAACTGCATTTGAAACTACTTTTCTTGAGTATGGGAGAGGATATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.4280),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTAA

AGGGTGCGTAGACGGGAAGACAAGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCTTT
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CTTGAGTGCTGGAGAGGAAAGTGGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGC

GAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9670;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumin

ococcaceae(0.0086),g:Saccharofermentans(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGAGGTGAAATACCCAGAGTTTAGATCGGGTGCGGCATCTGAAACTGCGAGTCTGGAGGGACGGAGAG

GTAAGGGGAATTCCTGGGGTGGCGGGGAAAGGCGTAGATATTAGGGGGAACAGCAGGGGCGAGGGCGACTAACT

GGACGATACCGACCGCGGGGGCGCGAAAGCGGGGGGAGCAAACAGGATTAGAAACCTTGGT 

>OTU9672;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTCGGGCACGTGTCCCTTTTTGTAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGACGATTAAGCGTGACGTGAAATGTAGGGGCTCAACGGGTGAATTGCGTCGCGAACTGGTTGTCTTG

AGTGAGCTGGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCAGCAATGGCGTAACTGACGCTAAAGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9671;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Deltaproteobacteria(0.5195),o:Desulfovibr

ionales(0.2679),f:Desulfovibrionaceae(0.1291),g:Desulfovibrio(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTA

GACTTGAGTGTGGGAGAGAATAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9673;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumin

ococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAAGGAAGAAAATATGACGGTACTTGACTAAGAACCCACGGCTAACTACGTGCC

AGCAGCCGCGCTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAAACCGGGGCTCAACCACGGGGGTGCATTGGAAACTGGGTATCTGGAGTGCAGGAGAGGTA
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Olivibacter(0.0134); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACTTCTTTTGTCGGGGGATAACGGGCGCTACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGTGGTGAAAGTTTCCGGCTCAACCGGGTCATTGCCGTTGATACTGGGGGTCTT

GAATGCAGTAGAGGCCGGCGGAATGCGGGGTGTAGCGGTGAAATGCATAGATATGCCGAAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCTTGCATTGACACTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9675;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9711),o:Coriobacteriales(

0.8737),f:Coriobacteriaceae(0.7787),g:Collinsella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATCCGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCA

GGCGGGAGGTCGAAGCGGGGGGCTCAACCCCCGGAAGGCCCTGGAAACTGCGCGGCTTGAGTCCGGTAGGGGAG

GGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGC

CGAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9676;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0457),g:Butyricicoccus(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGCGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCGACGCGTCGCCTATTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGCGGGCCGGTAAGTTGGAAGTGAAATCTGGGGGCTTAACCCCCAAACTGCTTTCAAAACTGTATCCCTT

GAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGACAACTGAAGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9677;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCCGGCTGTC

AAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTAAAGCCGTTGAAACTGGCGGTCTTGAGTAGCGGCGAGGCATG
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CGGAATGCGAGGTGTAGCGGTGAAATGCATAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9678;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Deltaproteobacteria(0.5195),o:Desulfovibr

ionales(0.2679),f:Desulfovibrionaceae(0.1291),g:Desulfovibrio(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGAGGGCAAGTCATATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTCAAACTACTCT

TCTTGAGTATCGGAGAGTCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAATGCGGATTGCTGTACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGTGCAAACAGGATTAGATACCCTGGTA 

>OTU9679;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.5174),c:Spirochaetia(0.2902),o:Spirochaetales(0.124

9),f:Spirochaetaceae(0.0457),g:Treponema(0.0110); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGAGTACGTAGGTGGTTTCCTAAGCATGGGGTTTAAGGCGACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTA

CTTGAGTGCTGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3544),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACACAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGAGCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAGGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9681;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.9988),c:Planctomycetia(0.9776),o:Planctomycetal

es(0.9685),f:Planctomycetaceae(0.9480),g:Aquisphaera(0.2171); 

GTGCCAGCAGCCGCGGTAAGACGAACCGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGCGCGTGTAGGCGGGA

AGGCACGTCGGACGTTGAAATCCCCCGGCTCAACCGGGGAAGTGGCGCCGATACGACCTTCCTGGAGGAACGTAGG

GGGACCTGGAACTTCCGGTGGAGCGGTGAAATGCGTTGAGATCGGAAGGAACGCCCGTGGCGAAAGCGAGGTCCT

GGACGTTTTCTGACGCTGAGACGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCTGTAGCCC 

>OTU9683;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9992),c:Acidobacteria_Gp2(0.9928),g:Gp2(0.9955); 
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GTGCCAGCCGCCGCGGTAAGACGTAGGGGGCCAGCGTTGCTCGGAATTACTGGGTGTAAAGGGTTCGTAGGCGGTG

TGGCAAGTCGGGAGTGAAATCTCTGGGCTCAACCCAGAGTCTGCTTCCGAAACTGCTGTGCTTGAGTGTGGGAGAGG

CGCGTGGAATTGCAGGTGTAGCGGTGAAATGCGTAGATATCTGCAGGAACACCCGTGGCGAAAGCGGCGCGCTGGA

CCACTACTGACGCTGAGGGACGAAAGCTAGGGGAGCAAACAGGATTAGAAACCCGGGTAGTCC 

>OTU9684;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.7547),c:Subdivision5(0.4428),g:Subdivision5_gen

era_incertae_sedis(0.0181); 

ACGGAAGGCAGCAGTCGAGGATCATTTGCAATGGGCGAAAGCCTGACAATGCGACGCTGCGTGGAGGATGAAGGC

CTTCGGGTTGTAAACTCCTGTCATGGGGGAACAGGCGAGGGGACCCAATACGTCCCTTAGTTGAGTGTACCCCAAGA

GGAAGGGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCCCTAGCGTTGTTCGGATTTACTGGGCGTA

AAGGGTGCGTAGGCGGCAGGGCGTGTCAAGTGTGAAATCTCCGGGCTCAACCCGGAAAGTGCGCTTGAAACTACCT

TGCTCGAGTATGGGAGAGGGAATCGGAATATAGGGTGTAGCGGTGAAATGCGTTGATATCCTATAGAACACCGGAG

GCGAAGGCGGATTCCTTGAACATCACTGACGCTGAGGCGCGAAAGTCGGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9686;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.0

000),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

GGCGAATAAGTCCGCGTTCTTGCCCCTCACCAGAAGGCGGTTCCTGACTGACTGGGCAGCCTTCACGAAGGTGATAC

GCAGGAGACACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGA

ACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTAT

AAGTCAAAGCACCTTTAGCGGTAAGGTACGGAATCTCGTGAGTCGCAGTAGGAGGAAAACGAACAAGCGCAAGAGT

AAACATAGTGCCATGAGCAGGAACAAAGAAACGCGGCACAGAATGGTTATAGGTCTGGTGAACGCGACCAGAAAAC

TGGCCGAACGACGTTTG 

>OTU9682;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTAGAAGCAGAGCAATGAGGGCTACGTGTGGTCCTATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGTGGTGAAAGTCCCGGGCTCAACCCGGAAATTGCCGTTGATACTGTGAGGCTGG

AGTGCGGAAGGTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTCACAAATCTGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9685;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumin

ococcaceae(0.0149),g:Fastidiosipila(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCTGATTTTAAACTTCCTTTATCAGGGACGAAGTAAGTTCCGGTCCCTGATGAATAAGCCACGGCTAACTACGTGCC
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AGCAGCCGCTGTAATCCGTCGGCGGCGATCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTATA

AGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTGGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAG

TGGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGAAGGAACACCAGTGGCGAAGGCGACTTACTGAGCCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTTGTAATAAAAAAGGCGACTTGTCGCCTATTGTATGTACCATCTGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGAAGGTCCTGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGTCGGAAGATTAAGTCAGAGGTAAAATCGTGCGGCGCAACCGTACCTCGCAGTTGATACTGATTATCTTGAG

AGTAAAAAGGGATGATGGAAGTCGTCGTGTAGAGGTGAAATGCTTAGAGATGACGAAGAACTCCGATCGAGAAGG

CAGGTGAAAGGGGTACAACTGACGCTGAGGATCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pepto

streptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGGACTCGAGGAGGAAGCCCCGGCCTACTACGTGCCA

GCAGCCGCGGGAATACGGAGGGGGCCAGCGGTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCTCTTA

AGTCCGAGGTGAAAGGCTACGGCTCAACCGTAGTACGCCCTTGGAACTGGAGAGCTTGAGTGCAGGAGAGGAAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9691;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

CGCAGGCGTCGCCAGCGCTAACCGGCGTAGTTGAAATGGTAATAAGACGACCAATCTGCCCCGCAAGGAAGCCAAG

CTGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAA

GCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGG

CTGCGGACGACCAGGGCGAGCGCCAGAACGTTTGTTACCTTTAGACATTACATCACTCCTTCTGCACGTAATTTTTGAC

GCACGTGGTCTTCTGCGTCAGTAAGAACGTCAGTGGTTCCTGCGCGTACACGCGAGGTAAACGCGAACAATGCAGCG

GCTGTA 

>OTU9690;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGCGTTCCGCTTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGTCAGTCTTG
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AATGCACCCAAGGAAGGTGGAATTCGTCATGTGGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAAG

GCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lachn

ospiraceae(0.7787),g:Blautia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATTTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

AAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCCACCTGTGGACTGCGTTGGAAACTGTCATACTTGAGTGCCCGAGGGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGTTA

CTGACGTTGAGGCTCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.9

775),f:"Prevotellaceae"(0.9573),g:Prevotella(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGAATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGAGTGAGAAG

GCAGCCTTCCGTAGCGCAACTGAAGCTCGAGCTTCAAAGCTTGGGAAGCCAGCAGGATTAGATACCCTGGTA 

>OTU9693;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACCGCC

CTATGGGTCGTAAACTTCTTTTATATGGGAATAACACCTTCCACGTGTGGGAGTTTGCATGTACCTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGACGGATGATTAAGTCAGTCGTGAAAGGCCGCGGCTCAACCGTAGACTTGCAGTTGATACTGGTTGCCTTGAG

TGCAGTTGAGGTACGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCTTGCTAAGCCGTTACTGACGTTGATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9695;tax=d:Archaea(0.0024),p:Woesearchaeota(0.0000),g:Woesearchaeota_Incertae_Sedis_AR17(0.

0000); 

TGACAAGTCAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCACATGAAGAAATCACCTCATGGTAACGCTGCC

TGAAGTACTCACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCGGACCCATATGTCAATAGATGTGGTAGA

AGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGCAGCAACGG

AAACCATAACGAGCATCATCTTGAGTAAGCTCATTAGGGTGAGCCTCGGTACGGTCAGGCATCCACGGCGCTTTAAA

ATAGGTGTTAGAGATAGGCAAAGAACCCTGAAACAAATGCTTAGGGAGGTTATG 
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>OTU9694;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0355),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTATGTG

CCAGCAGCCGTGGTAATACGTAGGTGGCAAGCGTTGTCCGGATGTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTG

CAGGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGTGAACTGTGAGACTTGAGTATCGAAGGGGCG

AGTGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9698;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Erysipelotrichia(0.0000),o:Erysipelotrichales(0.00

00),f:Erysipelotrichaceae(0.0000),g:Erysipelotrichaceae_incertae_sedis(0.0000); 

AGTGGCTGGAGCCAAATCATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCGGCCTTTCGTAGCGGTAAAGTTC

GACCAAACCATGATCCCAACATAAACATTATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGAC

GGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAA

GAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGAACCAACAGAAACAA

CCGGAGTAGCGGCGATGAAAGATGTATACATCGGAATGCA 

>OTU9696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.0

352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAAGTCCGGTGATCAACACCGGGGCTGCACTTGATACTGTCGCGC

TGGAGGGCGGATGAAGCAGGAGGAAGGAGTGGTGTAGCGGTGAAATGCTGAGATATCACTCAGAACACCGAGGGC

GAAGGAATCTGGCGAATACGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9697;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.4224),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAAGGATGAAGTA

TTTCGGGATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTAGAACTGTAATGCTAGAGATTCGGAGAGGCTAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTGCTGGTCGATGT

CTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9702;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Glycomycetaceae(0.0000),g:Glycomyces(0.0000); 
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CGAAATCCTCTTCGGTTAAATCCCACACGGCAGAAGCCTGCATGAGCTTAATAGAGGCCCAAGCGGTCTGGAAACGT

CCGGATTGTTCAGTACCTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACG

CTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAACGTG

CCAAGCATATTAAGCCACTGCTCCGCATCCAACGCGTCAGTTTTTGACAGAATCGGTAGTGGATGGCGAAAGGTCGC

AAAGTAAGAGCTTATCGAGCGGCGCAAGGATAGGTCGAATTTTCTCAGTGTCCGC 

>OTU9701;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCAACGTGAGGCTTATTGCAGGTACCGTATGAATAAG

GACAGGCAAATTCAGTGCCAGCAGCCGAGGTAATACGGAAGGTCCGGGCGATATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTGTGTTAAGCGTGTTGTGAAATGTTGCGGCTCAACCTGGGCATTGCAGCGCGAACTGGCTGACTT

GAGTGCACAGGAAGTAAGCGGAACTCGTCGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCCGCCGCGGAAATACGTAGGTGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGT

AAGTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGTATATCTTGAGTGCTGTAGAGGTAGGC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGTCTACTGGACAGTG

ACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4563),g:Dorea(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCCGGGACGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCTTGCAAG

CCAGATGTGAAAGCCCGAGGCTCAACCTCGGGATTGCATTTAGAACTGCAATTCTAGAGTGGTGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGCTGA

CTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9704;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTGTGGGTTGTAAACTGCTTTTATAGAGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTATCCTATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGACAGTAGTGAAATGTCGCGGCTCAACCTGGGCATTGCAGCTCAAACTGTGAGACTTG

AGTGCACAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1291),g:Parasporobacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTCAGATGTGAAAGCTAGGGGCTCAACCCCTAAATTGCATTTGGAACTGTTGGGCTTGAGTAGTGGAGAGGTAGGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9705;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.9

821),f:"Prevotellaceae"(0.9480),g:Prevotella(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTGTATAAGGGAATAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAACCTCGGTAATATGGAAGGTACGGGCCTGATCCGGATTGATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGTGGAATTCGTGGTGTAGCGGAGAAATGCTTAGATATCACGAAGAACTCAGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9707;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clostri

diales_Incertae_Sedis_III(0.0000),g:Thermoanaerobacterium(0.0000); 

CTTCCTCTTTTTCTCTCTTCCCTTCCTCCCCCTTTCCCCCTTTCGTCTCTTTCTGATGCTTCGAAACATTATCTGGATAAAG

CAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTATCCTT

GCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGATGA

GGAGAAGTGGCTTAATATGCTTGGCACGGTCGTCAAGGACTGGGTTAGATAGGAGTCACATTTGTTTCATGGTAGAT

ATTCGTTTGTTGACAGGGTAAAAGAGCGTGGATTACGATCTGAGTCCGAGGCGGTTCAAACACTAATAGGTAAGAAA

TCATGAGTCA 

>OTU9706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGAGGTCTTGACCTCAGTTGCATGTACCTTATGAATAACC

ATCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT
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GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTGATTGTCTCGACCAATGAAGTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCCGAACCCCGATCGCGAATG

CAGACTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1299); 

CCTTTCTTCCTCCTTTATTCCTATTTTTCCCTTTTCTTCCGCCTGCCCCCTCCATGCCGCGTGAAGGACTAAGGCCCTATG

GGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAGTGC

GCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCTATTGCGAAGGCAGC

CTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9710;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAATTGCTTTTATAGGGGGAAAAAGTGTGCCAGGTGTGGCATATTGAAGTTCCCCTATGAATAAG

GACCGGCAAATTCCGGCCCAGAAGCCGCGGTAATTCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCTGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTTGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1872),g:Parasporobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACGATGGGGGAAACCCAGCTGCAGCGACGACGCGAGACTGAAGCAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGCACTC

CCACTGAGACTGAGTTTCGAAATCCTGGGGAGAGCACAGGATTAGATACCCTGGTA 

>OTU9713;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

GACTTCCCGCCCGACTACGAACGCCCAGGTATATGCACAACATGAGATGCTTGCTTCTCCACCGAAGGAGTCTACTGC

TCGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACT

CAAGCTCAAACGGCTGGTCAGTATTTTACCAATGACCAAATCAAAGAAATGACTCGCAAGGTTAGTGCTGAGGTTGA
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CTTAGTTCATCAGCAAACGCAGAATCAGCGGTATGGCTCGTCGCATATTGGCGATACTGCAAAGGAGATTTCTAATGT

CGGCACGGATGCGGCTTCTGGTGTGGTGGATATTTG 

>OTU9712;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Rikenellaceae"(0.0149),g:Rikenella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGCATACTAAGACTTTTGCGATGGTTTATTCAGGTACCCGAAGAATAATGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTAAAATGGTTCTGCTCAACAGGAGTTTGCCATGAAAACTGTCTGACTAGGAT

GTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATGAGTAAGAACACCGATGGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9711;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacteri

ales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0056); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATTAGGC

CCTACGGGTCGTAAACCTCTTTTTCCGGGGGATAACGGGCGCCACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GAATCGGATAACTCCGTCCCAGCAGCAGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTCTTGGGTTTAAAGG

GTGCGCAGGCGGGCGTGTAAGTCAGCGGGTAAAGTTCCCGGCTCAACCGTGTCAGTGCCGATGATACTGGGGGCCT

TGAATGCGGTCGAGGCCAGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGGCACAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCCGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9714;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pepto

streptococcaceae(0.0000),g:Peptostreptococcus(0.0000); 

TCCTTGCGCAGCTCGAGAGGCTCTTCCTTTGCGACCTTTCGCCCTCACCTCCCGATTCTGTCCAACACTGACGCGTTGG

CTGAGGCGAAGTGGCTTCATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTA

GAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGA

AATCATGAGTCAAGTTACTGAACAATCCGTACGGTTCCAGACCGCTGTGGCCGCTATGAAGCTCAGTCAGGCTTCTGC

CGTGTTGGATTTAACCGAAGATGATTTCGAGTTTCTGACGAGTAACAAAGTTTGGATGGCTACTGACCGCGCTCGTGC 

>OTU9716;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.5

023),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCGACGTTCCGCTTATGGTATGTACAACCAAAAAAAG

GCCCGGTTATTTCTGTGCAAGCAGCCGCGGTAATACGGAAGTCCCGGGCGCTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAAGATTAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGATTTTCTTGA

GTGTACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CAGGTGTCCGGGGTACTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.9

707),f:"Prevotellaceae"(0.9201),g:Prevotella(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTAGGGTTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACACTATGAATAAG

GACCGGCTAATTCCATGCCAGCGGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTGCAAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGAGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9718;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTAAATGGACGGGAGTCTGAACCAGCAAAGCAGCGTGCAGGACGAAGGA

CCTATGGGTTGTAAGTTGCTTTTATAGGGGAAAAAAGTGTGCCACGTGTGGCATATTGCAGGTACCATATGAATAAG

GACCGGCTAATTCCGTGCTAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGCCGTCTTATAAGCGAGTTGCGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATGGCGAAG

GCAGCCTGCTGTACCACAACTGACGCTTAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9715;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9540),c:Actinobacteria(0.8614),o:Actinomycetales(

0.6509),f:Micrococcaceae(0.2184),g:Micrococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTTAGTAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAGCTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT

GTCGCGTATGCCGTGAAAGTCAGAGGCTTAACTCCGGAGCTGCGGTGGGAACGGGCGGACTTGAGTGCAGTAGGG

GAGGCTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTGGCGAAGGCGGCTTGCTGG

ACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9719;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGAGAATAAAGGGCTTTACGTGTAATGTTTTGCATGTATCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTCGCCGAGTAAGTCAGCGGTGAAAGTTAGTGGCTCAACCATTAAACTGCAGTTGAAACTGGTTGGCTTGAG

TACAGACGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATCGCGAAGGC

AGCCTGCTAGACCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU9721;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clostri

diaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGACGAAGGT

TTTCGGATCGTAAAGCTCTATCTTTTGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGTCGAGCGTTATCCGGATCTACTGGGCGTAAAGGTATCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGGATTCCAAACTGGTTAGATAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGATCGAAAGCGTGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU9722;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Acetanaerobacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTAT

AAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Porphyromonadaceae"(0.6350),g:Butyricimonas(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9720;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Deltaproteobacteria(0.7114),o:Desulfovibr

ionales(0.4280),f:Desulfovibrionaceae(0.2524),g:Bilophila(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCGTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTAATCGGAATCACTGGGCGTAAAGC

GCACGTAGGCGGCTTGGTAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGGCTT

GAGTACCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGA

AGGCGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.9

753),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGGGAGGAAGAGGGGACAAGGGGCGCAACCCTGAACCAGCCAAGTCGCGTGAATGATGAAGT

CTCTATGGATCTTAAACTTCTTTTATAAAAGAATAAAGTGCAGTATTTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACTAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAACCTTCTTTTATATAAGCATAAATTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGATGTGAAAGTTAGCGGCTTAACCGTAGAACTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCCTGCTAGGCTGTGACTGACACTGAGGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGA

GTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGG

CATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9727;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8520),f:Strepto

coccaceae(0.4914),g:Streptococcus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTATAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGTTAACTAACC

AGAAAGGGACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTCCCTAGCGTTGTCCGGTTTTATTGGGTGT

AAAGCGAGCGCAGGCGGTTCTGTAAGGGTGAAGGTAAAGGAAGTGGCTTAACCATTGTGCGCGTTGGAGACTGCAG

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAGAGCGGCTATCTGGGCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU9729;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9897),o:"Bacteroidales"(0.9

937),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGAGGGATGATTGC

CCTCTGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATTTACCATATGAATAAGGA

TCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGCGGATCCGAGCGTTATCCGGATTTCGTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAAGTGCAGTTGATACTGGCTGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9728;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGAAGAGCAATAATGGTCTCGCGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTTACTGGGTTTAAAGGGT

GCGTAGGCGGGGTGGTAAGTCAGCAGTGAAAGGTCCACGCTGAACGTGGAACGTGCGTTTGATACTGTGGTTCTTG

AATGCGGATGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCAGAAAGAACACCAGTTGCGAA

GGCGTCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9730;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCGAAACCAGCCGAGTAACGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTAGAGAGAGATAAAGTGTGCCACGTGTGGCATATTTCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCATCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGATTTACAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTGAACTTGCGCATTGCAGCGGGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGACGAACTCCGATTGCGAAGG

AAGCCAGCTGTCGCGCAACTGACGATGAAGCTCGAAAGCGTGGGTATAGCACAGGATTAGCTACCCTGGTA 

>OTU9733;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTTTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTTCCATCAGCCGCGGTTATACGGAAGTTCCTGGCGTTATCCGGATTTATTGGGTTTAACGGGAG

CGTAGGCCGTATTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACTTGAG

TGAGAAGGAAGTAGGAGGAATTCGTCGTGTAGAGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCATGATGTAGCGCAACTGACGCTGAAGATCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU9732;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGAGCTACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTCTTAAGCGTGTTGTGAAATGTCGCGGCTCAACCGGGGCAGTGCAGCGCGAACTGGGAGACTTG

AGTGCGTAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCGTACTAGAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9734;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCACGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGCAGGCCGCAGGGCAAGCGAGTTGTGAAATGCAGTCGCTCAACGGCGGCACTGCAGCGCGAACTGCGCAGC

TTGAGTGCGCGCGAGGATAGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATTGCG

AAGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9731;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCTACGTGTGGCTTATTGCAGGTATCGTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGAGTTGTGAAATTTCGGGGCTCAACCTGAACATTGCAGCGCGAACTGGCAGACTTG

AGTGCACAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVb(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACCCTGATGCAGCAACGCCTCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAATAGGGACTAAAAAAATGACGGTACCTAACTAAGAAGCCCCGGCTAACTACGTGC

CAGCACCCGCGGTAATACGCAGCGGGCAACCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGT

AAGTAAGATGTGAAAGCCCGCAGCTTAACTGCGAGGATTGCATTTTAAAGTATCAAGCTAGATTACAGGAGAGGAAA

GCGGGATTCCTAGTGTAACGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAAGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATTCGGGGGTAATGTGGTCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCCGGGTAAGCGTGTGGTGAAATGCGGGCGCTCAACGTGTGCACTGCCTCGCGAACTGCGCGTCTTG

AGTGCGCGTAACGTGGGCGGAATGCGCGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCATCTGACGAGTGGATAACTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4563),g:Coprococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTATAAGCAGGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCGTTGGAAACTATGAAGCTAGAGAGTCGGAGAGGTAAG

AGGAATTCCCAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.1291),g:Roseburia(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCATGATGACGTCT

TTCGGTGTGTAAAGCTCTATCAGCAGGGGAGAAGAAATGACGGTACCTGACTAATAGGCGCCGGCTAACTACGTGCC

AGCGGCCGCGGTAGTACGAAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCATGAT

AAGTGTGATGTGAAAACCCAAGGCTCAACCGCGGGACTGCATTGGAAACTGGCGTGCTGGAGTGACGGAGATGTAA

GCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU9739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGAATTGGGAATGGTAATGCTAGAGGGTCGGAGAGGCAAG

TGGAATCCCTGGTGTAGCGGGGAAATGCGTAGATATTAGGAGGACACCAAGTGGCGAGGGCGGCCTGCGGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9740;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diales_Incertae_Sedis_XIII(0.0457),g:Anaerovorax(0.0110); 

CCTTTCTTCCTCCTTTTGGAATATTGGGCACTGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGTCTT

CGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAAG

TTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCATAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9742;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.0

413),f:"Porphyromonadaceae"(0.0099),g:Porphyromonas(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTCTTGCGAAGGGTGATGCAGGTACCCGAAGAATAAG

CATCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTGGATAAGTTTGAGGTAAAATGCTGCGGCTCAACAGGAGTTTGCTTTGAAAACTGTGTGACTAGG

ATGTGAGCGGAGTAGGCGGAATGAGTCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGG

CAGCTTGCGGGGATACGATTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lachn

ospiraceae(0.7428),g:Clostridium_XlVa(0.5720); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTTGGAGGGCGTTGGAAACTGTTTTGCTAGCGTGTCGGAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCGAT

AACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9743;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Gammaproteobacteria(0.8472),o:Pasteure

llales(0.6138),f:Pasteurellaceae(0.4224),g:Actinobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTAGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTGAATAGGACAAGCAATTGACGTTAGTCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGA

AGTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGAT

TGCGAAGGCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTG

GTA 
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>OTU9744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.0726),o:"Sphingobacteri

ales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAATGTTGATGCAGGTCCCCGAAGAATACGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGGTAAAGGATGCTGCTAAACAGGAGTTTGCATTGAAAACTGTCTGACTAGG

ATGTAAACGGAGCAGGCGGAATGAATAATGTAGCGGTGACATGCATAGATATGAGGAAGAACACCGATCGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9745;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lachn

ospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAATCCTGATGCAGCGACGCCGCGTGAGTGAAGACGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGTAAATGACGGTACCTGACTAAGAATCCCCGTCTAACTACGAGCCAG

CAGCCGCGGCAATACGTCGGCGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAAGCAAG

TCTGAAGTGAAAACCCGGGGCTCAACACTGGGCGTGCTTTGGAAACTGTTGTGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9746;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.3639),f:Rumin

ococcaceae(0.1679),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTTTAAACTTCTTTTACTAGGGACGAAGAGGTGACGGTACCTCGAGTAAAAGGCACGGCCAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTATGGGGTTAACCCATGAGCTGCATTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAGA

CGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTCTACTAGACGAT

TACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9747;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Epsilonproteobacteria(0.2902),o:Campylob

acterales(0.1249),f:Campylobacteraceae(0.0252),g:Campylobacter(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGTTTGGCA

AGTTGGGAGTGAAATACCTAGGGCTTAACCATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGG

TGGAATTCTTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTCA

ACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5273),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGTGGTGAAAACGATGGGCTTAACCCATCGACTGCCATTGAAACTGTTTCCCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9752;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATGAGAATAAAGTGCGGTATGTATACTTATTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGAGTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTGGCGGCTCAACCGGAAAATTGCAGTTGAGACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9751;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clostri

diales_Incertae_Sedis_XIII(0.0086),g:Anaerovorax(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGAAATACGTAGGGGTCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTGTAGCA

AGTTGGAAGGGAAATACCCAGGGCTTAACTCGCGTGCTGCTTTCAAAACTACTAGACTTGATTGTGGGAGTGAACAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGCAAATATTAGGAGTAACACCAGTGGCGACGGCTACTATTTGGCCCATA

ACTGACACTGAGGCACAAAAGCGTGGGGAGCAAACAGGATTTGATAACCTGGTA 

>OTU9749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Papillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGA

CTTCGGGTTGTAAACCTCTATTACCAGGGACGAAAGACGTGTCTGTGCCTGGAGCAAAAGCTGCGGCTAAATACGTG

CCAGAAGCCGCGCTAATACGCAGGTGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAAGCTAGGGGCTCAACTCCTAGACTGCATTTGAAACTGTTGCCCTTGAGTATCAGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGATG

TAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCAAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCATTTGTGAAAGTGTGAGGCTCAACCTAAGAATTGCAGGTGGTACTGTCTGTCTTGAG

TACAGGAGAGGAAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTGGCGAAGGC

AGCTCACTGGACTGGAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9750;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCGAA

GCAAGTCTGAAGTGAAAACCCGGGGTTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCC

ATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9755;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAGTGGGCGAAAGCCTGGCCCAGCAATGCCGCGTGAGTGAAGAAGGA

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCTTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTTGATATCTTGAGTGCAGTTGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAATGCAGCCTGCTAAGCTGCTA

CTGACATTTAGGCTCGAAAGTGTGGGTATCAAACAGGCTTAGATACCCTGGTA 



7044 

 

>OTU9757;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGCCTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTAAGTAGTAAAAGTCTGCGGCTCGACCGTAAAATTGCATTTGGAACTGTCAGTCTTGAG

TACAGTAGAGATGGGCGGAATTCTTGGTGTACCGGTGAAATGCTTAGATATCGCGCAGAACTCCGATTGCGAAGGCG

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGAGTAGATACCCTGGTA 

>OTU9756;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGTGTGCGGGAAGGAGGC

CCTCTGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGCTGACAGTACCAGGGTAATAA

GCATCGGCTAACTCCGTGCCTGCAGCCGCCGTAATACGGGCGATGCGTGCGTTATCCGGACTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTAAAGTCAGGGGTGAAAGTCCGGGGCTCAACCCCGGAACTGCCCTTGATACTGTCGGGCT

GGAGTGCGGGAGCGGGCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGGTTGCG

AAGGCATCTAGCGAGTCCGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU9758;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGACGCCGG

AGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTTGCGAAGGCAGCTTGCTGGAGCGT

AACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9759;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Strepto

coccaceae(0.0560),g:Streptococcus(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTCTGTAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGCAGGACTTGA

GTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9760;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9604),o:"Enterob

acteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGAGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCACTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACCGTGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGACCGATGTGAAAGCGCCGTGCCCAAGCTTGTGACTGCATCTGATTCTGGCA

GGCTTGAGTCTCGTAGGGGGGGGTGGAATTGCAGGTGTAGTGGTGGAATGCATAGAGATCTGGAGGAATACCGGT

GGCGAAGGCTGCCCCCTGTACGAAGACTGACGCTCAGGTGCGAAGGCGTGGTGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9761;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clostri

diaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACGAGCA

AGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAATTGCAGTTGAAACTGTTTGTCTTGAGTTCACATAAGGATGGTGG

AATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAACT

GACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9764;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.4

652),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACTTAATTCATCATTTATTAATATTTTTCAATTTTCTTAATACTTAACCATCCATTCCTCTTTCATTAATGAGGTCCTATGG

ATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTTCGAAGGTTGATGCAGGTACCTGAAGAATAAGGATCGGCT

AACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGG

TGGACTGGTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTGCGGC

AGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTG

CTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9762;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2184),g:Oscillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTTTGCAATTTTCTCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCT

TTCGGGTTGTAAACTTCTTTTAAGAGGGAAGCGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAGAGGGCGTGCAGCCGGGTCTGCA

AGTCGGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGGAGATCTTGAGTGTCGGAGGGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9763;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumin

ococcaceae(0.0355),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTT

GAGTGTCGGAGAGGTTGACGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.4563),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGACGGCTTTCAAACTGGGAGGCTAGAGGGCAGGAGAGGAGAA

GGGAATTTCCAGGGTAGGGGTGAAATGGGTAGAGATTAGGAAGAACCCCAGGGGCGAAGGGGCTTCTCCGGACTG

GAACTGACGCCGAGGGTTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9766;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.2586),c:Spirochaetia(0.1159),o:Spirochaetales(0.054

7),f:Spirochaetaceae(0.0149),g:Treponema(0.0066); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACACCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAA

ACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAGGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGCTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTGTTAAGTCAGCGGTGAAATGTCCTCGCTCAACGAGGAAAGTGCCGTTGATACTGGTGGGCTTGA

ATGCGGATGCCGTTGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU9767;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGTTTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGCATCTTAGGAGGAAGCCCCGGCCAACTACGTGC

CAGCAGCCGCGGTAATACGAAGGGGGCGAGCGTCGTCCGGAATGATTGGGCGTAAAGGGCGTTTAGGCGGTTTTAT

AAGTCTGGAGTGAAAGTCCTGTTTTTAAGATGGGAATTGCTTTGGATACTGCTGGGCTTGAGTGCAGGAGAGGACAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTTGCGAGGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9768;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacillac

eae_1(0.0355),g:Paenibacillus(0.0087); 

CCTTTCTTCCTCCTTTTTGACTATTGGGCCCTGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTT

CGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTTTTA

AGTTAGAAGTGGAAGTCCTGCTTTTAAGGTGGGAATTGCTTTTAATACTGGAAGGCTTGAGTGCAGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGCTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9770;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9755),o:Desulfovibr

ionales(0.9389),f:Desulfovibrionaceae(0.8146),g:Bilophila(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCTTGG

TAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGGCTTGAGTACCGGAGAGGGTG

GCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCCACCTGGACG

GTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9771;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTTTTTTATAAGGGAATAAAGGGTGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTAGCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCATGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCTTTGAAACTGGCGATCTTGA

GTACCTACGAGGCAAGCGGAATGCCTAGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCAGTCGCGAAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU9773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGGATTGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAATCCATGTCTAATCACGTTCCAG

CAGCCGCGGTTATACGTAGGTGGCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAAGACCCGGGCTGAACTTGGGTGCTGCATTCCAAACTGGTTAGCTAGAGTGGGGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTGTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumin

ococcaceae(0.2864),g:Ethanoligenens(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

ACCTGACGAATAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTA

CTGGGTGTAAAGGGAGCGTAGGCGGGTGCTCAAGTTGAATGTGAAATGCAGAGGCTCAACCTCTGAATTGCGTTCA

AAACTGAGTATCTTGAGTGAAGTAGAGGCAGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGA

ACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTTACTGACGCTGATGCTCGAAAGCATGGGTAGCAAACAGGATTAG

ATACCCTGGTA 

>OTU9774;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.4812),o:Rhodospiril

lales(0.1719),f:Rhodospirillaceae(0.0710),g:Marispirillum(0.0110); 

ACGGGAGGCAGCAGTAAGGAATATTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGTACGGGAAGATGATGACGGTACCGTAAGAATAAGCACCGGCTAACTTCGTGCCG

GCAGCCGCGGTAATACGAAGGGTGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCATGTAGGCAGTTAGATCA

GTTAGGGGTGAAATCCCGGGGCTTAACCTCGGAATTGCCTTTAAGACGGTCTTGACTAGAGAGCTAGAGGGGATAAT

GGAATACCCAGTGTAGAGGTGGAATTCGTAGATATTGGGTAGAACACCAGTGGCGAAAGCGGTTATCTGGCTAGCA

ACTGACGCTGAGATGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9775;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0355),g:Desulfotomaculum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGTGATTGTTAGGAACACCAGTGGCGAAGCCGGCTCTCTGCTCCT

TCCCTGCCGCTGAGTCTCGCAATCTTCGGGAGCCAACAGGATTAGATACCCTGGTA 
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>OTU9776;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGGTTGAGCCACCCCCCGTGAGTGATGCAGGCTT

TCGTGTCGTAAAGCTCCGACCTTGGGGCAGTTGATGAAGGTTCCCAAGGAGGAAACCCCCGCTAACCACGGGCCAGC

AGCCGCGGTAATACGTTGGTGGCGAGCGGTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGATTATCTAGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9778;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GCAAGGCAGCCCAGATGGGAACGGTCATGCGGCATCCGCTCGGCGCCCGTTTGAATATTCGACATCATTTATCCTCAA

GTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTA

GTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTG

CACGTAATTTTTGACGCACGGGTTCTTCTGCGTCAGTAAGAACGGCAGTGTTTCCTGCGCGTACACGCAAGGTAAACG

CGAACAATTCAGCG 

>OTU9777;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.1679),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTATTGTCAGGGACGAGAAGAAGACGGTACCTGACGAAAAAGCCACGGCTAACTACGTGC

CAACCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTGTAGGAGAGGCAAG

CGGAATTCTTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGAC

AACTGACGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9779;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.9

172),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGGCACGTGTGGCATATTGCAGGTACCCGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTCTTTTAAGCGTGTGGTGAAATGTCGCGGCTCAACGTGTGCACTGCAGCGCGAACTGTGAGACTTG

AGTGCGTACGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCTATAGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.6

881),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0519); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGCCGGGCGTTTTCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGAGTGTTGTGAAATGTCCGGGCTCAACCTGGGTATTGCAGAGCGAACTGGAAGACTTG

AGTGCGCAGGAAGTGGACGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCCATTGCGAAG

GCAGGCTTCTGTAGTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9782;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0110); 

AAGGAAGGAAGAAGGGAGGAAGAGGGGAAAAGGGGAGAAGGAGTGAAGGAGCCAAGTCGCGTGAGGGAGGAC

GGTCCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAA

AAGCATCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAA

GGGTGCGCAGGCGGCGCGCCAAGTCGGCGGTCAAAGTTCCGGACTCAACCCGGTGTCGCCGTTGAAACTGGCGCGC

TCGAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCG

AAGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9781;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumin

ococcaceae(0.0252),g:Saccharofermentans(0.0076); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCCTCCTTCCCCCTCCACTCCTCGTGAATTAAGAAGGTCTTCGGA

TTGTAAACTTCTTTTATCAGGGACGAAGGAAGTTAAGGTACCTGATGAATAAGCTACGGCTAACTACGGGCCAGCAG

ACGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGGATACAAGTCA

GATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGACGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGATAACTGAC

GCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9783;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGTGACGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGGTTTGCATGTACCTTAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGGT

GCGTAGGTGGCGGATTAAGTCAGCAGTGAAAGTCCGGGGCTCAACCCTGGAACTGCCGTTGAAACTGGTCCACTTGA

GTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lachn

ospiraceae(0.4914),g:Blautia(0.2171); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAACGACGCCGCGTGAGTGAGGAAGTA

CTTCGGTATGTAAAACTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACCGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACACCAATGGCGAAGCCATCTCACTACACGGT

AATTGACGTTGCGGCTCGAAGGCGTGGGGAGTCAACAGGATTAGATACCCTGGTA 

>OTU9786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

TCTCGGTATGTAAACCTCTATCAGCAGGGAAGACAGTGACGGTACCTGACTAAGAAGCTCCGGCTGAATACGTGCCA

GCAGCAGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGGAAAGGGAGTGGAGGTGGTATTACAA

GCCAGATGTGAAAGCTCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTGGTACTGGAGTGAAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0134); 

CCTTCATTCCTCCTTTATTACTATTTGTCAATGGGCGGAATCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGCCCT

ACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCTGGACGTGTTCCGCATTGCATGTACCATTTGAATAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

CAGGCCGTGGGTTAAGCGTGTAGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAGT

ACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAAGAAGAACTCCGAATGCGAAGGCA

GAGGACGGTAGAGAAAATGACGCTGAGGATCGAAAGTGCGGGTATCGAACAGGATTAGATAACCTGGTA 

>OTU9787;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Marinilabiaceae"(0.0252),g:Anaerophaga(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCTCCGGGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCT

GGAGTGCTCTTGACGTAGAAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGGTTGCGA

AGGCAGCTCACGAGGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9788;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9719),o:Desulfovibr

ionales(0.8737),f:Desulfovibrionaceae(0.6709),g:Desulfovibrio(0.3915); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGAT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATTATCATCCTACTGACGGTACCTTCAAAC

GAACCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCCTTGGATACTGCACG

ACTTGAGTCCGGGAGAGGTTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTTGTAGGAATACCGATGG

GGAAGGCGGCCCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.2

359),f:"Porphyromonadaceae"(0.0904),g:Coprobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGGATAAAGGGCTTCACGTGTGACGCGTTGCATGTACCATACGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTCGCGGATTAAGTGAGTGGTGAAAGTTAGTGGCTCAACCATTGAATTGCAGTGGAAACTGTTCGACTTGA

GTGCGTACGGCGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCTCGCCAGGGCGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9791;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Epsilonproteobacteria(0.5579),o:Campylob

acterales(0.2999),f:Campylobacteraceae(0.1485),g:Campylobacter(0.0326); 

ACGGAAGGCAGCAGTGAGGAAGATTGGGCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGGAAACTTCTTTTATAAGGGAATAAAGTGCAACACGTGTGGTGAGTTGTATGTACCTTATGAATAAGG

ATCGGCGAACTCCGTGCCAGCAGACGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGAC

GCGTAGGCGGATTATCAAGTCTTTTGTGAAATCTAATGTCTTAACCATTAAACTGCGTGCGAAACTGATAATCTAGAG

TGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTCAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGC

GATCTGCTAGAACTCAACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9790;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0252),g:Saccharofermentans(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTTAAGAGGGAATAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTG

CAAGCAGCAGCGGTAAGACGGAGGTGGCAGTCGTAGTCCGGATTTACTGGGTGTAAAGGGCGGGCAGCCGGGAAT

GCAAGGCAGATGTGAAATCCATGGGCTTAACCCCTGCACTGCATCTGAAACTGTATTTCTTGAGTACTGGAGAGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAACGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACC

GCAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9851),o:"Bacteroidales"(0.9

934),f:"Prevotellaceae"(0.9876),g:Prevotella(0.9705); 
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CCTTTCGGCCTCCTTTCGGCCTCTTTTTCCCTGGACGGGAGTCTGAACCAGCCAGGTAGCGTGCAGGATGACGGCCCT

ATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTTGAGT

GCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9794;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTGGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTGGGGGGATAAAGTGGGCCACGCGTGGCCTGTTGCAGGTACCGCACGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCCGGCAAGCGTGTTGTGAAATGCCGGCGCTCAACGTGTGAACTGCAGCGCGAACTGCCGAGCTT

GAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGAGATGGCGAAGAACACCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9792;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9604),o:Burkholderi

ales(0.8412),f:Sutterellaceae(0.5991),g:Sutterella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAAGCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGGCAGGGAGGAAAAGGACTAGGCCAATAACATGGTCTACTGACGTTACCCGAAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTCTTGAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTTGAGACTGGTG

GACTAGAGTTCATCAGAGGGGGGTAGAATTTCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATG

GCGAAGGCAGCCCCCTGGAATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU9797;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0.

9940),f:"Fusobacteriaceae"(0.9201),g:Fusobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGCTTGATCCACCAATTCGGTGTGCACGTTGAAGTC

TTCCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTATCAACAGAAGAAGCGACGGCTAAATACGT

GTCAGCAGCCGCGGTAATACGTATGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGGCTAGGCGGTTTG

GTAAGTCTGATGTGAAAATGCGGGGCTAAACTCCGTATTGCATTGGTAACTGTCAAACTAGAGTACTGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGCGAAGGCAGCCCACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9795;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacteri

ales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Olivibacter(0.0066); 
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ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGCGGGAATGAGGC

CCTATGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGCCGCCGTGTAGGTACCCGGAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGCGGCTAAGTGAGAGGTGAAATGTCGCGGCTCAACCGGGTCAGTGCGTAGGATACTGGGGGCCT

TGAATGCGGTCGAGGCCGGCGGAATGTGGGGTGTAGCGGTGAAATGCATAGATATGACAAAGAACACCGATAGCG

AAGGCAGCTGGCCGGTCCTGCATTGACGCTAAGGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9796;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.5

766),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGTGAAGACTGC

CCTAGGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTTCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGTGTTAAGCGTGTCGTGAAATTCCGTGGCTCAACGGTGGACGTGCGTCGAGAACTGGTCCACTTGA

GTACGCGAGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACTGTAGCAAAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9801;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp22(0.0000),g:Gp22(0.0000

); 

ACGCGGCTCACCTTTAGCATCAACCGGCCACACCCAACCAGAACGTGAAAACGCGTCCTGCGTGTCGCGAACTGCGA

TGGGCATCCTGTACCCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAAT

TAGGGTCAACGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCA

TACTCAGGCACACAAAAATACTGATAGCAGTAGGCGTGGGAATCATTAGCCGTGCGACCATCGGCAGCAAGAACCAT

ACGACCAATATCACGAAAATAGTCACGCAAAGCATG 

>OTU9799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGACATTTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGAGAATTGCAGTGGAAACTGTGAGTCTTGA

GTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9800;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATAATGCAGGTATCCTTTGATTAAGG
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CCCGGCTAATACTGCGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTGTAAGCGGGTTGTGAAATGTTGGGGCTCAACCTGGGCATTGCCGCGCGAACTGTGGTGCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9798;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.1

719),f:"Rikenellaceae"(0.0710),g:Alistipes(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGCAAATCTGATCCAGCCATGCCGCGTGCAGGAAGACGGCC

CTATGGATTGTAAACTGCTTTTGTATGGGAGTAATCTCGCCTACGCGTACATCACTGAAAGTACCATGCGAATAAGCA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTAAGTTAAGTCAGAGGTGAAAAGTCGGGGCTTAACCTTGGGAGTGCAGTTAAAACTGATAGACTAGA

GAGTAGTTGAGGCAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGAGATGACACAGAAGACCGATTGCGAAG

GCAGCTGACAAAAGCACAATTGACGCTGAGGCACGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9802;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.00

00),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

CTTGCTGGTGGCGCCATGTCTAACTTGTTTGGCGGCGGTCCCCCCGCCGCCTCCGGTGGCATTCACGGTGATGTGCTT

GCTACCGCTAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAATGTTCCTAACCCT

GATGAGGCCGTCCCTAGTTTTGTTTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCT

GGCACTTCTGCCGTTTCTGAGAAGTTGCGTGATTTGGTGGGACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAGGA

GACTCGTGATTATCGTGCTGCTGCATGTCCTGAGCTTAAGGCGTGGGAGCGTGCTGGTGCGGATGCTTCCTCTGCTG

GGATGGTTGACGC 

>OTU9803;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTGTGGGGGAGTAAAGTGGGGCACGCGTGGCCGTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTAGTGAAAGCCCGGCGCTCACCGCCGGGACTGCAGTTGAAACTGCCCAGCTT

GAGTGCGCGCGAGGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACTGGTGCGTCACTGACGCTCATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumin

ococcaceae(0.5991),g:Clostridium_IV(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCGGGGACGATGATGACGGTACCCGATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGCTGCAAG
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TCAGATGTGAAAACCGGAAGCTCAACTTCCGGCCTGCATTTGAAACTGTAGTTCTTGAGTGCTGGAGAGGCTAACGG

AACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTAGCTGGACAGTAAC

TGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGTTCCACGTGTGGACCGATGAGAGTATGCTTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCGGGTAAGTCAGCGGTGAAAGTCCGCGGCTCAACCCTAGAAGTGCAGTTGATACTGTCTGGCTGG

AATGATGCAGCGGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTGACACTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9806;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Alphaproteobacteria(0.4428),o:Rickettsiale

s(0.1249),f:Anaplasmataceae(0.0457),g:Ehrlichia(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTTTTAGTGAGGAAGATAATGACGGTACTCACAGAAGAAGTCCTGTCTCACTCCATGCCAG

CAGCCCCGTTAATACGGAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAAG

TTAGAAGTGAAATCCCAAGGCTCAACCATGGAATTGCTTTTAAAACTGGTGATCTAGAGAACGAAAGAGGATAGAGG

AATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGTTCAAAAC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9807;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATGCCCTGGTA 

>OTU9810;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactoba

cillaceae(0.5991),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCCCTGTTGTTGGAGAAGAACGTGCGTGTGAGTTACTGTTAACGCAGTGCCGGTTTCCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATATGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTCGCTTAAGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGACG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGTTACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9809;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCAGCGTGCAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATCAGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGACCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCGTTAAGTCAGCCGTGAAATGTCGACGCTCAACGGGGGCCTTGCGTTTGGAACTGTTGGTCTTG

AATGCGCGAGACGTAGGAGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCACAATTGACGCTGAAGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9808;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTTGATAAGCGTGATGTGAAATGTCGGTGCTTAACCCCGGCACTGCAGCGAGAACTGTGGAGCTTG

AGTGCAGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGTAACTGACGTTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9811;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGGGGCACGCATGGCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGAGTCAAGCGTGTGGTGAAAGGCAGTGGCTCAACCGCGGCAGTGCAGCGCGAACTGCGTAGCT

TGAGTGCGCGCAAGGTAGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACCCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9813;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGAAGGCAGCAGTCGGGAATATTGCACAATGGAGGGAACTCTGACGCAGTGACGCCGCGTGCATGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGATGAAGGACAGTCCCTGTAGAATAGGCTCCGGCTAACTACGTGCC

AGCAGCCGCGTTAATACGTAGGGAGCAGGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATATA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCATCTAAAACTGTATGTCTTGAGTACTGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9814;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0110); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCCGCCTGCCCCCTCCACGCCGCGTGAAGGAAGAAGGCTTTCGG

GTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGCATAAGCCACGGCTCACTACGTGCCAGTAG

CCGCGGTCCTACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAAGTCA

GATGTGAAATCCACGGGATTAACGCGTGAACTGCATGGGAAACTGTTGATCTTGAGTAGCGGAGATGCAAGCGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAACTG

ACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9812;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Pseudoflavonifractor(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGTTGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGGTGTGAAATCCATGGGCTCAACCCTTGAATTGCATTTGAAACTGTTAATCTTGAGATCGGGAGAGGTTGG

AGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACAGA

AACTGACGGTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9815;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clostri

diaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCCGCCGGCCCCCTCCACGCCGCGGGAGGGAAGAAGGCCTGCG

GGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTACGGAGGAAGCACCGGCTAACTACGTGCCCGC

AGCCGCGGTCATACGTAGGGGGCGAGAGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACTTTAAGT

TGGATGTGAAATCCCCGGGCTTAACCTGGGGCCTGCATCCAATACTGGAGACCTAGAGTGCAGGAGAGGGAAGCTG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAATACGGCTTTCTGTACTGTAACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9818;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9180),o:Lactobacillales(0.7623),f:Lactoba

cillaceae(0.4224),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGGCGAAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGGTCGTAAAATTCTGTTGTAAGGGAAGAACGACTGTAGGAGGAACTGTTTAGACAGTGACGGTATTCAACGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATGTATTGGGCGT

AAAGAGAGCGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAAGAAGGGCATCGGAAACTGGG

TGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9817;tax=d:Bacteria(0.9450),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0099),g:Clostridium_III(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAAAGCCGCGTGAAGGAAGAATGC

CTTCTGGTTGTAAACCACTTTTACTAGGGACGAAGGACGTGACGGTACCTGGAGTTTAAGTAACGCCTAACTACGTGC

AAGCAGCCGTGGTAATACGTCGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGC

AAGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAACTGCCTTCGAAACTGGTTAGCTTGAGGATCAGAGATGCAAG

CGGAATTTCTAGTGTAGCGGTGAAAAGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCTTGCTGGACGTA

AAATGACAGTGAGGCTCGAAAGCGTGGGGAACAAAAAGGATTAGGAACCCTGGTA 

>OTU9820;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(0

.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

AATTCAGCGCCTTCCATGATGAGCCCGGCCGTTTGAATGTTGACGGGCTGAACATACTACGCAATGACGGCAGCACT

CACCTCAACAGGAGCCGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGA

CGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAA

ACGGCAGAAGCCTGAATGAGCTTAAGAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTGGACTCA

TGATTTCTTACCTATTAGTGGTGGAACAGCATCGGACTCAG 

>OTU9816;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1249),f:Eubac

teriaceae(0.0457),g:Alkalibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGAC

TTTCGGGTTGTAAAGCTCTGTTATAGGGGACGAAGGAAGTGACGGTACCCTATAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTATGAAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCTTTGTAGACGGGTTGGCTTGAGGGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGGGAAGGCGACTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9819;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pepto

coccaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGACTGACCCAGCAACGACGCGTGGGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCG

ATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGG

GAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTCCCTGAC

TGACAACGACGCGGAGTTCCGAAAGCCTGGGGACCAAACAGGATTAGATACCCTGGTA 
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>OTU9822;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.8

520),f:"Porphyromonadaceae"(0.4914),g:Parabacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTTGTCTTTTAAGTCTGAGGTGAAATGTTGGGGATAAACCATAAAATTGCGATTGAAACTGGGAGACTTGAG

TATGTTGGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCAAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGACA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGACCA

GTCTGAAGTGAAATGCGGTGGCTCCACCCCTGACCTGCTTTTGAAACTTTTTCGCTAGATTGCATGAGAGGTAAGTGG

AATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCTTTTGCGAAGGCGTCTTACTGGACTGTAACTG

ACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9821;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diales_Incertae_Sedis_XIII(0.1291),g:Anaerovorax(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGAATAGTACAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGTGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTAGCTAA

GCAGGGGGTGAGAGGCAATGGCGCAACCATTGTTAGCCCACTGAACGGGGCTACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAACGGTGAAAGGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGGGGCTTTCTTGACTGTT

ATCGAGACACAGGCACGAAAGTGTGGGGAGCAAAGAGGATTAGATACCCTGGTA 

>OTU9824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGATGCATCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGATTAAGCGTGATGTGAAATGCCGCGGCTCAACCGGGGCACTGCAGCGCGAACTGGTTGCCTT

GAGTGCACTGAAAGTGGGCGGAATTTGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAA

GGCAGCTCACTGTATCGCGACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU9825;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lachn

ospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGT

AGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9828;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4045),o:"Sphingobacteri

ales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Olivibacter(0.0110); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCAGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCGGCAGTGAAAGTTCCCTGCTCAACCGGTGCACTGCCGATGGTACTGGTTGCCTT

GAATGCGCTCAAGGCCGGCGGAATTTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATTGCGAA

GGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9826;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Epsilonproteobacteria(0.1740),o:Campylob

acterales(0.0781),f:Helicobacteraceae(0.0252),g:Helicobacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTAGTGAAGAAGAAAGTGACGGTAGCTAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTATTAGTCTAGAGGGTGGGAGAGGTAAG

TGGAATTCTTGGTGTAGGGGTAAAATCCGTAGATATCAAGAGGAATACTCATTGCGAAGGCGACCTAGTGGAACATT

GATGACGCTCATGCACGAAAGCTTGGGGAGCCAAAAGGATTAGATACCCTGGTA 

>OTU9829;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGA

TTTCGGGTTGTAAAGTTCTTTTGTCAGGGACGAGAATGAGACTGTACCTGTCGAATACGCCACGTCTCACCACGTGCG

CGCACCCGCGGTAATACGTGGGGGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGGGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9827;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0149),g:Intestinimonas(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGACTCGGCTAACTACGTG

TCAGTAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGTGGCTGAT

TAAGTCTGAAGTGAAAGTCCTGCTTTCGAGGTGGGAATTGCTTTGGCGACTGGTCGGCTTGTGTGCGGAAGACGTAA

GTGGAATTCCCTGTGTAGCGGTGAAATGCGTATGGATTGGGAGGAGCACCAGTAGCGAAGGCGACTTACTGGGACG

TAACTGACGCTAAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Erysipelotrichia(0.5579),o:Erysipelotrichales(0.29

99),f:Erysipelotrichaceae(0.1485),g:Turicibacter(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGGTGGAAGACGGG

TTTCGGCTCTTAAAACTTTTTTTTTGAAGAAAAACTTTCGTGGACGTAATTGTTCACTCAGTGACGTTTTTAAACCAGAA

CGTCACGGTTACCTACGTGCCACCAGCCGCGTTAGTACGTAGGTGGCAATCGTCATCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTT

GAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGA

AGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.2864),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTTGTGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGACTCAAACCCTGAACTGCTCTCAGAACTGTATCCTCTGAGTATCGGGGAGGCAA

GCGGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGGCGTGCTGGGCG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clostri

diaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATAACCGGGCTTAACTTGGGTTGTGGATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTATGGTTGCGGTGAAATGCGTAGAGATTAGGGAGAACACCGGTGGCGAAGGCGACTCTCCGGACTGGA

ACTGAAGCTGAGGGTCGAAAACGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9832;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumin

ococcaceae(0.0560),g:Ruminococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCGATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGACTGCA

AGTTGGATGTGAAATGCCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

TCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9835;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.3483),o:"Sphingobacteri

ales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0087); 

ACGGGAGGCAGGAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCGACGCGTGGCGCCGTGAAGGTACCCGGTGAATAA

GAACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGGGTTTAAGTCAGCTGTGAAAGTCCGCGGCTCAACGGGGGCAGTGCCGCTGGAACTGGTGGCCT

TGAGTGCGGTCGAGGCAGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pepto

streptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCAGTACAAG

TCAGGAGTGAAAACTTGGGGCTCAACCCCAAGACTGCTTTTGAAACTGTACAGCTAGAGTGTAGGAAGGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9836;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGCTAAAGTGAGGGATGCATCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCCGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGATTAAGCGCGTTGTGAAAGGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTCCTGG

AGTGCGCTGAGAGTGGGCGGAATTCGTGGTGTAGCGGTGGAATGCTTAGATATCACGAAGAACACCGATTGCGAAG

GCAGGTCACTGTATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU9838;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumin

ococcaceae(0.1679),g:Clostridium_IV(0.0134); 

AGGGAAGGGAGAAGGGGGGAAGAGGGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAG

GTCTTCGGAGTGTAAACTGCTTTTATGAGGGACGAAGGACGTGACGGTACCTCAGGAATAAGCCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGA

TGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTA

TGTGGAATTCCTTGCGTAGCGGTGAAATGCGTAGATATAACGCAGAACACCAGTGGCGCACGCGCTCTACTCGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGCTTAGCTACCCTGGTA 

>OTU9837;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAAACCTTGACCCAGCAACGCCGCGTGAAGGAAGAAG

GCCTTTGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGG

AGCAAGTCAGATGTGAAGTCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTCGCGAAGGCAGATTGCCACAC

GACAACTGACGCTGAGGCTCGAGAGCGAGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU9839;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.2

679),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGATAACTTGAGT

GCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGC

GGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9840;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.4563),g:Dorea(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTCCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGTAGACGGCTTGGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCAGTTGGAACTGTATGGCTAGAGTGTCGGAGAGGTAAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCAGCTTGCTAGACGGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9841;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lachn

ospiraceae(0.2184),g:Blautia(0.0423); 

ACGGAAGGCAGCAGCGGGGAATATTGGGCAATGGGGGAAACCCTGACCCTGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAG

CAAGTCTGAAGTGAAATCATAGGGCTCAACCCTGTAATTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.5273),g:Coprococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGA

TTTCGGGTTGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTGTGATGTGAAAGCCCGGGGCTCAACCCGGGGACTGCGTTTGAAACTAGGAAGCTAGAGTGTAGGAGAGGTGAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9843;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pepto

coccaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTTTCCTATGGGACGAAAGAGAGGACGGGACCATAGGAGGAAGCCCCGGCTAACCACGT

GCCAACTGCCGCGCAGATACGTCGGGGGCGAGCGTTGTGCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTGAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCTGTGGATACTGATGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9846;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCCAAACTTGGTTGCTGCATTCCAAACTGGTTATCAAGGTGGCAGGAGAGGAGGGT

GGAATTCCTAGGGTGGCGGTGAAATGCGTGGAAATTAGGAAGACCACCGGTGGCGAAGGCGCCTCTCTAGACTGAA

CCTGACGCTGGGGCTCAAAACCGTGGGAAGCAAACAGATTAGATACCCTGGTA 
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>OTU9845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clostri

diaceae_1(0.1291),g:Anaerosporobacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGTA

CTTTGGTTTGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACTCGCCTAAGAAGTCCTGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCAAGACAA

GTCAGAAGTGAAATGCGGAGGCTCAACCCCGGAACTGCTTTTAAAGCTGATTAGCTAGAGAGCGAAAGAGGACAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACTGAA

TCTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1291),g:Clostridium_XlVb(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATCGTAAACTTCTATCAATAGGGACGAAACAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTACTTT

AAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGCCTGCATCCAATACTGGAGAACTAGAGTGCAGGAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9847;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9887),o:"Bacteroidales"(0.9

938),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGTGTTTTAAACTTCTTTTATATGGGAATAAAGTTTTCTACGTGTGGAAGTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGTTCTGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGGCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATGGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGATAGTGTGGGTATCAAGCAGGATTAGATACCCTGGTA 

>OTU9849;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.2184),g:Marvinbryantia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGCCGGGAAGAAAATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGAAACACGTAGGGGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGATACTGTGGGGCTTGAGTGCCGGTGAGGTAAGC

GGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU9848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.1

015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCATCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCTTCGCAA

GTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAATGCGGATGCTGTGGGA

GGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCATCTCACAAATCCGCTA

TTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.3

639),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAATGCAAGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTTGA

GTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGATTGCTGGACGATAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTG 

>OTU9852;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Flavobacteriia(0.4045),o:"Flavobacteriales"(

0.1719),f:Flavobacteriaceae(0.0710),g:Capnocytophaga(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGTCGGAAGACTGATCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTTGTACGGGAGCAATAAGGGCTACGAGTAGTCCGATGAGAGTACCGTACGAATCAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATGCGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCTTGACAAGTCAGCGGTGAAATGCAAGGGCCTAACCCTTGACGTGCCGTTGAAACTGCCGGGCTA

GAATGCGGATGCTGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9851;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGTTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAAAGCA

AGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTTTAACTGGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 
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>OTU9853;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7547),c:Actinobacteria(0.4428),o:Actinomycetales(

0.2039),f:Actinomycetaceae(0.0904),g:Actinomyces(0.0181); 

ATGGAAGGCAGCAGCTAAGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGAACGATGAAGGCC

GTAAGGTTGTAAAGTTCTTTTTGGAAGGAAGAATAAGCTTGGCAGGGAATGGCCGAGTGAGGACGTGAATTCCAGA

ATAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCTTGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCGCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGC

TGGCTTGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATACGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9855;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCGTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAG

AGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lachn

ospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTC

TTTCTGTATTTAAAACTCTATCAGCAGGGAAGAAAATTACGGTACCTGACTAAGATGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGCAATGCGTAGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCAGAAGTGAAAACCCAGGGCTCAACCGTAGGAGTGCATTGGAAACTGGTTTGCTAGAGTGTAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9856;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.7

995),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCATTTATATGGGAATAAAGTTTTCCACGTGTGGAATCTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAAGGATCCGAGCGTTATCCGGATTTACTGGGCGTAAAGCGCG

TCTAGGCGGTTTGGTAAGTCTGATGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGGGGCTTGAG

TATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGGC

AGCCTGCCAAGCCATTACTGACGCTGATGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU9857;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.0904),g:Hespellia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TTTCGGATCTTAAAGCTCTTTTTTTGGGGAAGATGATTATGGTACCCATGGAGTATGCCACGGCTAACTACGTTCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTTCTGGGTGTAAAGGGAGCGTAGACGGCGATGTAAGT

CTGGAGTGAAAGCCCAGGGCTTAACCAATGAAATGCATTTGAAACTGTGGAGCTTGAGTGTCGGAGGGGCAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATGAC

TGACGGTGAGGCGCGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9858;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAGTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTTGTGGAAGTTGTCGGGTCAACCGTAAAATTGCAGTGTATGCAGGCGGTCTTAA

GTACAATGGAGATGGGCGGAATTAGTAGTGGAGCTGTGAAATGCTTAGATGTCGCGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAAAAGGATTAGGTACCCTGGTG 

>OTU9859;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lachn

ospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTGTCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACTTGCCA

GCAGCCGCCGCAATACTTAGGAGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCACGGGACTGCATTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGCAAGC

GGGATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2524),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTATTTGGAGAAAAAGCCACGGTTAATTACGT

GCAGGCAGCCGCGGTAAAACGTAGGTGGCAAGGGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGT

TTCAAGTCAGAAGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAAGCTCTTGAGTATCGGAGAGGC

AGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTA 
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>OTU9860;tax=d:Bacteria(0.9450),p:Firmicutes(0.1707),c:Bacilli(0.0525),o:Lactobacillales(0.0352),f:Lactoba

cillaceae(0.0086),g:Lactobacillus(0.0043); 

ACGGGAGGCAGCAGCTACGAATATTACGCAATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGAAGATTGTAAAATCCTTTTATGACTGAGGAATAAGCTGGGTGAGAGAAACGCCTGGTGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTCTTCGGAATTATTGTGCGT

ACAGGGCATGTCTGCGGAATTATGGGGCGTAAAGGGCATGTAGGCAGTATTGCAAGCCTGGTGTGAAAGGCAAGG

GCTTAACACGTAAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAAAGGCAATCGGAATTCCGAGTGTAGCGGTG

AAATGCGTAGATATTATGATGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAG

CGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9862;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clostri

diaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCGGGTTGTAAACCTCTTTCCTTAGTGACGAAGGAAGTGCCGGTAGCTAAGGAGGAAGCCCCGCCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGAGGTACT

GTAAGTTGGATGTGAAATCGCCGGGGTTAACCTGGGGCCTGCATCCAATACTGGAGAACTAGAGTGCAGGAGAGGG

AGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.2184),g:Lachnospiracea_incertae_sedis(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCACCAGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGAAGGCAA

GTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGGGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.8

955),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAATTTGCGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCGCTTAAGTCAGCTGTGAAAGGTTGGGGCTCAACCGGAAAAGTGCAGCAGATACTGGGTGACTTG

AGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTAGAGTGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9863;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCACCG

CAAGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGACATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9864;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Gammaproteobacteria(0.6730),o:"Enterob

acteriales"(0.3319),f:Enterobacteriaceae(0.1679),g:Escherichia/Shigella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGCAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAAGGATTGGGCGT

AAAGGGCGCGTAGGCGGCCTGCTAAGTCTGGAGTGAAAGTCCTGCTTTAAAGGTGGGAATTGCTTTGGATACTGGTA

GGCTGGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGATCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9870;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lachn

ospiraceae(0.7428),g:Blautia(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGGGGACTGCATTGGAAACTGTCATACTTGAGTGCGGGAGGGGTGAG

CGGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGCCGGT

ATCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9867;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGCCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATATGTGTACGTGTACACGTTTGCATGTACCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTCTTAAGTGTGACGTGAAAGTTTGCGGCTCAACCGTTGAATTGCATTGCGAACTGGGTGTCTTGAG

TGCAGTAGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGTGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU9868;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Gammaproteobacteria(0.4812),o:"Enterob

acteriales"(0.2359),f:Enterobacteriaceae(0.1098),g:Escherichia/Shigella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTTTGCAAGTCGGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTG

AGGCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.7

252),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTTCACCACGTGTGGTGTTTTGTATGTACCTTATGAATTAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

TGTAGGCGGCAGGTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGGAACAGTGCAATTGATACTGGCGTGCTTGAG

TGCGGGAGAGGAAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTCAGATATCACGAAGAGCTCCGATTGCGAAGGC

AGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9869;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Deltaproteobacteria(0.5963),o:Desulfovibr

ionales(0.3319),f:Desulfovibrionaceae(0.1679),g:Bilophila(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCG

CACGTAGGCGGCTTGGTAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGGCTTG

AGTACCGGAGAGGGTGGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAA

GGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.4914),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGACGGC

CTTCGGTTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGGGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCCTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGACTTGTAA

GTGCGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTGCAAACTGGACGGCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9873;tax=d:Bacteria(1.0000),p:"Deferribacteres"(0.9988),c:Deferribacteres(0.9784),o:Deferribacteral

es(0.9707),f:Deferribacteraceae(0.9573),g:Mucispirillum(0.9705); 

ACGGAAGGCAGCAGTGGGGAATTTTGCGCAATGCTCGAGAGAGTGACGCAGCGACGCCGCGTGAATGACGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGACAGGGAAGAAAATATATATCAGTAACTGGGTATATAGTGACGGTACCTGTATAA

GCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGTGGGGGCGAGCGTTGTTCGGAGTGACTGGGCGTA

AAGCGCACGTAGGCGGTGTTGTAAGTCATTAGTCAAAGGCTAGAGCTTAACTTTAGTAAGGCTAGTGATACTACAGT

ACTAGAGTATCAGAGAGGATTGCAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTAG

CGAAGGCGGCAATCTGGCTGGCAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU9874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTC

TTTCTGTATGTAAAGGTCTATTTGCAAGGAAAAAAATGACGGTACTTGACTCAGAATCCCCGGATAACTACGAGTCAG

CAGCGGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGGGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTGGGAACTGGCGAACTTGAGTGAAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9876;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCGATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATTGGTTGTAACCTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTACCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCATGTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAAGTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGCA

GCATGATAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lachn

ospiraceae(0.3884),g:Parasporobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACATAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8331),o:Lactobacillales(0.5766),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGCAACCCTGACGCAGCAAAGCCGCGTGAACGATGAAGGC

CTTCGGATTGTAAAACTCTTTTATTAAGGACGAAGAAGCGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGTTACTACGTAGCTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAATA

AGTCTAATGTGAAAGCCCTAGGCTTAACCGAGGAACTGCGTCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACTCCAGTGGCGAAGGCGGCTCTCTGGTCTTCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9878;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lachn

ospiraceae(0.1098),g:Coprococcus(0.0181); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCCGAACAAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCCCGTGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCT

GGAGTATCGGAGAGGCAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lachn

ospiraceae(0.1872),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGGAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCAGGCTAACTACGTGCCA

GCAGCCGAGGTAATACGTAGGGGGCAAGCCTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCTGGGCTTAACCCCGATGACTGCTTTTGGAACTGTAGAACTAGAGTGCAGGAGGGGGAAG

CGGACTTCCTAGGTTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGTA 

>OTU9880;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pepto

streptococcaceae(0.0355),g:Clostridium_XI(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTAATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATATGTAGGGGGCTAGCATTATCCGGAATTACTTGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCATCCGTAGTAAGCCTTTTAAACTGAGCAACTTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTTAAATGCGTAAATATTAGGAGCAACACCAGTTGCGAAAGCGGCTCTCTGGTCTGTAACG

GACACTGGGACACGAAAGCGTGGGGCGCCAACATGATTAGATACCCTGTTA 
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>OTU9881;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.1

249),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGAAAGTCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAACAAGGGCCACGCGTGATCCGATGAGAGTAAGCAGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAGGTGCCTCTGATACTGTGGGGCT

GGAATGCGGGTGCTGTGTGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGA

AGGCATCTCACAGAACCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lachn

ospiraceae(0.1485),g:Parasporobacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTTAAGAAGTCT

TTCTGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CATCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGACCGGGGCTCAACCCCGAGGACTGATTTTGGAAGTGTCGAACTAGAGTGCAGGAGGGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAACAACAGTGGAGAAGGCGGCTTGCTGGAATGT

AAATGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACACTGGTA 

>OTU9884;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Spirochaetaceae(0.0000),g:Spirochaeta(0.0000); 

AATTACTGCTAGCAGTCGGCGTGTGCCTCATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACGC

AAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAAC

GATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCAT

AGTGGAGGCCTCCAGCAATCGTGAACACGCAGCCTTAATACCTTTCTTTTTGGGGTAATGATACTCAGCGCGAATATC

CGGAAGAGGGCGTGCAGCAGCCAGC 

>OTU9887;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanomi

crobiales(0.0000),f:Methanomicrobiaceae(0.0000),g:Methanoculleus(0.0000); 

GCTTAGGCGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATACGCTGGTTCTCACTTC

TGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATAGTTTGACGG

TTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGTTGTTTCTGT

TGGTGCTGATATTGCTGTTGAGGCCGACCCTAAATTTGTTGCCTGTTTGGGTCGCTGTGAGTCTTCGTCGGTTCCGACT

ACCCTCCCGACGGCCTAGGATGTTTATCCGGTGGATGGTCG 

>OTU9886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lachn

ospiraceae(0.1485),g:Clostridium_XlVa(0.0204); 
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ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCCTGAAGAAGTC

TCTCGGTATGTAAAGGTCTATCAGTACGGAAGAAAATGACGGTACTTGACTACGAAGCCCTGGCTCACTACGTGACA

GCAGCCGCGGTAATACGTCGGGGGCCAGCGTTATACGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCGTTTGGAACTGTCGAACTAGAGTGCATGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9883;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.9

730),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTAGGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTTCAAGTTTGCGGCTCAACCGTACAATTGCTGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGTAATTCGTGCTGTAGCTGTGAAATGCTTTGATTTCACGAATTATTCCGATTGCGAAGCCAGC

TCTCTGGACTGCAACTGACACTGATGCTCGAAAGTGTCGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumin

ococcaceae(0.5632),g:Ruminococcus(0.2171); 

AAGGGAGGAAGAAGGGGGGGAGAGGGGGAAAGGGGGGAAAGAAGGACGAAGGAACGCTGGGTGAACGATGAA

GGTCTTCGGATTGTAAAGTTCTTTTATTAAGGAAGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGAAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAG

AGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGC

AGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGG

CTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9889;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.9

606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTGAAAGGGA

GCGTAGATGGATGTTTAAGTTAGTTGTGAAAGTTTGCGGGCCAACCGTAAAATTGCAGTTGATACCGGATATCTTGA

GTGCAGGTGAGGGAGGCGGAATTCGTGGTGTAGCGGGGAAATGCTTTGATATCACGAAGAACTCCGAGTGCCAAG

GCAGCCTGCTAAGCTGCAACTGACATCTAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATAACCTGGTA 

>OTU9888;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Papillibacter(0.0134); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAGGGC

CTTCGGATTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAAAAAAAGCCACGGCTAAATACGTG

CGCGCAGCCGCGAAAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGGGGAGATA

CAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTAGCGCTTGAGTGTCGGAGAGGCA

AGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9890;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTACGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGGCGTATGTATAGTGTTTTGCATGTATCATGTGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCCAACGTAATATTGCAGCTGATACTGTCAGTCTTGAGT

ACAGTAGGGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9891;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTTACGGGGGGATAAAACGCGCCACGCGTGGCGTCTTGCAGGTACCCCGCGAATAAG

GGTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGACCTTAAGTCAGTTGTGAAATCAGGCGGCCCAACCGTCGGCCTGCAGTTGATACTGGGGTTCTTG

AGTTCGGACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATTTCGAAGAACCTCCATCGACGAG

GCAGATCTCCACTCTTCCACTGCCCGTCACTCTTGCGAGCTCCGGGATGCAACAGGATTAGATACCCTGGTA 

>OTU9892;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:"Rikenellaceae"(0.0149),g:Rikenella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTTAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGCCTTTTGCGGAGGATGATGCAGGTACACGTCGAATACGG

ATCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAGGGGT

GCGTAGTCGGTTAGATAAGTTTGAGGTAAATTGCTTCGGCTCAACATGGGTTTGCCTTGAAAACTGTCTGTCTAGGAA

GTAAACGGGGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGGTATGAGTCAGAACACCGGTCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU9893;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.0

473),f:Marinilabiliaceae(0.0113),g:Alkalitalea(0.0056); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGGCTTTGATACTAGCAGGCT

TGAATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGA

TGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9894;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntro

phomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

AACCTGCTTCCGCGCAACCAATCCGCGGCATTTAGTCGCGGTACAGTTCGACCAAACCATGACACCCACATAAACCTT

ATTGCCCGGCGTCCGGGGCAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCAT

CCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAA

AAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTAGCC

ATCGGAATGCAATGAAGAAAACCACCATGACCAGCATTAACCGTCAA 

>OTU9895;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasma

tales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 

CCCACCCGAACGTGCAACAGCGTCCTGCGTGTAGCGCACTGCGCTGGGCATCCTGTCACCATCAGGCCACGTATTTTG

CCAGCTCTTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTAGGAAGTGTCCGCA

TAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAAAAATACTGATAGCAGTCG

GCGTGTGAATCATTAGCCTTGCGACCCGCGGCAGCAAGAAACATACGAACAATAGCACGAAAATAGTCACGCAAAGC

AGGGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGGGAGAGTGTCAAAAACGAGAAAACAACCAGCA

GCATGAGCCTGTCGCA 

>OTU9896;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.9

497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGT

CTTATGGGCTGTAAACTTTTTGTACAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCACGTACTTTATGAATAAGG

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGAAACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGG

CGGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTAAGAGGGACGATAATGACGGTACCTCAGGAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTCAA

GTCAGATGTGAAAACCGTAGGCTCAACCTTCGAGCTGCATTTGAAACTGCTGTTCTTGAGTGCTGTAGAGGCTAACG

GAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGTTTGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lachn

ospiraceae(0.1872),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGTTATGTAAATGTCTATCAGCAAGGAAGAAAATGACGTTCCTTGACTAAGAAGCCCCTGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GACAGAAGTGAAAGCCCGGGGCTCAACACCGAGGACTGCGTTTGGAAATGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAAGTACTAGTGTAGCGGTGAAATGCGAAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCTTGCTGGACT

GTAAATGAAACTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACACTGGTA 

>OTU9898;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pepto

streptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGCGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATACTGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCAGGGGCTAGCGGTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTCAGCCTTTGAAACTGGGAAGCTTGAGTGCAGGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9899;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumin

ococcaceae(0.8505),g:Ruminococcus(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAGGGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAAATGACGGTACTTAATGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAA

GTCAGAGGTGAAATCTATGGGCTAAACCCATAAACTGCATTGGAAACTGTAGAGCTGGAGTGAAGTGGAGGCAGGC

GGAATTCCCGGGTAAGCGGTGAAATGCGTGGAGTTGGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGGGGGTAGCAAACAGGATTGGATACCCTGGT 

>OTU9902;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales(

0.0000),f:Streptosporangiaceae(0.0000),g:Nonomuraea(0.0000); 

TCGGTCGCCTTTTCTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTCAACACGCAGTCGTAATTCCTGCTTTCTC

AAGATCATTTTTCGACTCATCAGAAATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTT

GGATACGCCAATCATTTTTATCGAAGCGCGCATAAATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTC
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GGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATAGCTGGTAGAACGGCGTCGCG

TCGTAACCCAGCTTGGTAAGTTGGAGTAAGCACGCCGTGGACAGATTTGGCATCGTGAGCA 

>OTU9901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATAGGGGACGAAGGAAGTGACGGTACCTCGTGAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGT

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGTGGTGCATTTAAAACTGAAAGTCTAGAGTGCAGGAGTGGAG

AACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.42

80),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGACTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGAAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGAGGAAAAATAAGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGATACTGTC

GGGCTGGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGTTAGGAACACCAG

TGGCGAAGGCGGCTCTCTGGACTGAAACTGACGCTGAGTCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTCGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTGAATTTGGGTGCGGTATTCCAACCTGGTAATCTAGTGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGGGAAATGCGTAGAGTTTAGGAAGAACACCAGTGGCGAAGGGGAGTCTCTGGACTGTA

ACTAACACTGATGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCGGGTA 

>OTU9904;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clostri

diaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCAGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCTTTGGTGACGTAGGAAGTGACGGTAGTCAAGGAGGAAGCCTCGGCTAACTACGTG

CAAGCAGTCGCGGCAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTT

TAAGTTGGATGTGAAATCCCCGGGCTTAACGTGGGAGCTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGGA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCAGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.3

319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAAGAGGGGGAAAGGGGGGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACG

GCCCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGTGTCCGCAGGTGAGAGTACCCGGAGAAA

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAG

GCTGGAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTG

CGAAGGCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU9908;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clostri

diaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCCCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGGGATGTGAAATACCCGGGCTCGAATTGGGTACCTCATTTCAAACTGGAAGGCTACAGTGCAGGAGAGGAGAAT

GGAATTCGTAGGATAGCGGTGAAATGCGTAGAGCTTAGGAAGAACGCCATTGGCCAACGCGATTCACTGGAATGTA

ACTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGGA 

>OTU9910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.9

063),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTTAAATGTCGTGGCTCAACCTTGGCATTGCAGCGCGAACTGTGAGACTTGC

GTGCTCAGGAATTAGGCGGAATTCGTCGTTTAGCGGTGAAATGCTTAGATATGACGAATAACTCCGTTTGCGACGGC

AGCCTGCTTTATCTCAACTGACGCTGAATCTCGAAAGCGTGGGTATCGAACAGTATTAGATACCCTGGTA 

>OTU9909;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Deltaproteobacteria(0.9719),o:Desulfovibr

ionales(0.8846),f:Desulfovibrionaceae(0.7787),g:Desulfovibrio(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAACCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTTTCAGCAGGGAAGAAACTAGGGTGCTGTAATCAGCATCCTACTGACGGTACCTTCAAAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTGATGTAAGTCAGATGTGAAATCCCACGGCTCAACCTTGGAACTGCACTTGATACTGCAGG

ACTGGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACATCAGTG
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GCGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9907;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1485),g:Pseudoflavonifractor(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGGGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAAGTTCTTTTATGAGGGACGAGGAGAAGACGGTACTTATAGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCAGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGTGTCTTGAGTGTCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTTT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9912;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Coriobacteriales(

0.0000),f:Coriobacteriaceae(0.0000),g:Adlercreutzia(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCATTCGGCCGAGGGCACGTCTGCCTGGGCGTCACGCA

TTGCGTCGCCCCAGACTACGCCTCCCCAACGGGGATGCGTTCGACTGGGGCGGAGAATGGTCTCCCGTGTCGTCGGC

GTGGTTGGCCTAAAAAGGAGTCCCCTTCGGCGGACGCACGGCTAGTGGTGGTTGTTAAGGCCTTCGTATCGAGCCGT

GTGTCGTTAGCCGCAAGGGAAGCACTCTTTAAAGACCCCAATGTGTCGTCTCGTGACGACGCTTCGACCGCGACCCCA

GGTCAGGCGGGACTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 

>OTU9911;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAAC

TAAGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCGTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9915;tax=d:Bacteria(0.9073),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumin

ococcaceae(0.0149),g:Oscillibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTATAATCCAACCATGCAGCGTGAAGGATTAAGGCC

CTATCGGCTGTAAACTCCTTTAGACGCAGAGCAATAAGGACCACGCGTGGACTGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGC

GTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGAGCTGAACTCGTGAACTGCATTTGAAACTACTCTTCGTGA

GTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGATATGTGTAAATATTAGGGCGAACACCAGTATCGAAGCC

GGATTGCTGGACGACAACTTACGGTTAGGCGCGAGGGCGTGGGGCGCAATTAGGATTAGATACCCTGGTA 
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>OTU9914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clostri

diaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTC

TTTCGGGTTGTAAAGCTCTATCATCAGGGAAGAAAAAGACGGCACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTCAGATGTGAAAGACCAGGGCTCAACTTGGGGACTGCATTTCAAACTGGGTATCTAGAGTGTAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9917;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.000

0),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

AGGTGAAACTAAAGGTTCATACTTAAACATTACTGCAGCTACAATGGAAGAAGTGTACAAACGTGCTGAGTACGCTA

AAGCAGTTGGTTCTCTAATTGTAATGATCGATTTAGTTATGGGTTACACAGCAATCCAAAGTTCAGCTATCTGGGCTC

GTGATAATGATATGCTTTTACATTTACACCGTGCAGGTAACTCAACTTACGCTCGTCAAAAAAATCATGGTATTAACTT

CCGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCTGGTACAGTTGTAGGTAAATTAGAAGG 

>OTU9913;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.1707),c:Acidobacteria_Gp22(0.0626),g:Gp22(0.0046

); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACCTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATGATTGGGCGTAAAGGG

CGCGTAGGCGGCCTGGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGGTTGGCTTG

AGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAA

GGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.3544),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

CCTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAAAGGACGGTACCTGCAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGACTG

CAAGTCAGATGTGAAAACTACGGGCTAAACTCGTGAACTGCGTCTGAAACTGTTGTTCTTGAGAGTGGGAGAGGTAA

ACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACGA

CAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9919;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.8

303),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGCAGGAGGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGCGTCACGCGTGGCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCAGGTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGCTGAATTGCAGTTGATACTGGTCTGCTTGA

GTGCGGCAGAGGCCGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTTACTGACGCTGATGTTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9918;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTTTCTTTGGGGAAGATAATTACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATCAA

GTGGGATGTGAAATACCCGGGCTCAACCGGGGTGCTGCATTTGAAACTGTTTATCTAGAGTGCAGAAGAGGAGGGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9920;tax=d:Bacteria(0.9827),p:"Proteobacteria"(0.1508),c:Alphaproteobacteria(0.0525),o:Rhodospiril

lales(0.0352),f:Acetobacteraceae(0.0086),g:Gluconacetobacter(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGGGTGAAATACCTAGGGCTAAACCAAGGTGTGCTTTTCAAAACGGTTAAACTGGGGGGAGGAGAGG

GTTAAGGGAATTCCTGGGGTGGGGGGGGAATGGGTGGATATTGGAAGAACCACCGGGGGGAAGGCGGATTACCTG

GCTTGAACCTGCGGCTGAGACCGAAAGGTGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9922;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGAAAAGGGGGGAAAAAAGGAAGAAGAAACGAAGAGTGAGCGATGAA

GGCCTTCGGGTCGTAAAGCTCTGTCCTCAAAGAAGATAATGACGGTACTTGACTAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGT

TAAGTGAGATGTGAAATACCCGGGCTCAACTTTGGTACTGCATTTCAAACTGGATGTCTAGAGTGCAGGAGAGGAGA

ATGGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.3884),g:Ruminococcus(0.1299); 
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ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGTATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGTTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAACCTTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGTCAGAGCA

AGTCAGCTGTGAAATCCGTGGGCTTAACCCCGGAACTGCATTTGAAACTGTGTTGCTTGAGTGAAGGAGAGGCAGGA

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGGTAGGGAGGAACACCAGTGGCGAAGGCGGCATGATGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9923;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Pepto

coccaceae_1(0.0099),g:Desulfitobacterium(0.0046); 

ACTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTGGCGAGAGCCTGACCCAGCAACGCAGCGTGAGGGAAGAAGGGTTTC

GGCTCGGAAACCTCTGTCCTATGGGACGAAGGGAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCGA

GCAGCCGCGGTAATACGTAGGGGGCGGGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGCTA

AGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCGTTGGATACTGGGAGTCTGGAGTGCAGGCGAGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAAAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTTTTCAATTTTCTAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTCT

TCGGATTGTAAACCTTTTTCCTATGGGACGAAACAAATGACGGTACCATAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCCGCCGCGGTAATACGTAGTTGGCGAGCGTTATACGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGGGCGGCATTCCAAACTGGTTAGCTAGAGTGGAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9925;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.4

280),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

AGGGGAGGCAGCAGTGAGGAAGAGGGGGGAAGGGGGGAGAGCGGGAACCAGCCAAGTAGCGTGAAGGATGACT

GCCCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGCTTTATTGGGTTTAAAGG

GAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGCCCGGGGCTCAACCCCGGTAGTGCATTTGAAACTGCTTTGCTG

GAGTACGGGCGACGTAATCGGCACTCTTAGTCTAGCGGTGACATGCCTAGTCATTAGGAGCTACACCAGTGGCGCAG

GCGGCTTACTGAACCTTCACTGACGCTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGCTATCCTGGTA 

>OTU9927;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pasteure

llales(0.0000),f:Pasteurellaceae(0.0000),g:Avibacterium(0.0000); 
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TTGAAAGGGAAACGATTGAAGCCAGTCGTACCTTCGGGTAATCAGCCTTTCGGGTGCGATTCTGTGGAGTTTGAGGA

GCTTAACACCTTCATGCTTTGCATATTCGTGCTCTTGGGTGTACTTGCTCGTATGGTTGGTTAACATCAATTTTGGTGGT

CATAAAATGACTGGAGGAATGTAGCTTCGATCTCGTATTGAAGTGATATAGCCTTCAGTAGATGTGATGACTGAGATT

GAGGATTGCAACGGATACCCTTCGGGGCTACCTGTCTGATCTCTGATCGTTGCTCTGGTGCCGAAAGCTTGCTTACGG

TTGTCAAAGTCGATGGTCAATAGGTTAGAATGGGTTAAATTCGTTAAGGATGCTGACGTA 

>OTU9926;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clostri

diaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCACTGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGAGGTGAAATACCCGGGCTAAACTTGGGTGCTGCATGTGAAACTGGAAGTCTAGAGTGGAGGAGAGGAGAA

TGGAATTCCTAGGGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAGGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATAGATACCCTGGTA 

>OTU9929;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Deltaproteobacteria(0.6346),o:Desulfovibr

ionales(0.3639),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0519); 

ACGGAAGGCAGAAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGAAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGGTGCAAGCGTTAATCGGAATCGCTGGGCGTAAAGCGCACGTAGGCTGTTATGTAA

GTCAGGGGTGAAAGCCCACGGCTAAACCGTGGAACTGCCACTGATACTGCACGACCCGAATCCGGGAGAGGGTGGC

GGAATTCCAGGTGCAGGAGTGAAATCCGTAGAGATCTGGGGGAACCTCAGTGGGGAAGGCGGCCACCTGGACCGG

TATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9931;tax=d:Bacteria(0.8696),p:"Proteobacteria"(0.1707),c:Alphaproteobacteria(0.0425),o:Rickettsiale

s(0.0231),f:Anaplasmataceae(0.0059),g:Ehrlichia(0.0035); 

ACGGGAGGCAGCAGGGGGGAATATTGGACAATGGAGGAAACTCTGATCCAGCAATACCGCGTGAATGATGAAGGC

CTTTGGGTTGTAAAGTTCTTTTAATAGGGAAGATAATGACGGTACTTATAGAATAAGCACCGGCAAACTTCGTGCCAG

CAGCCGCGGTAATACGAAGGGTGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGTGTAGGTGGTGTAGTAAG

TTAGCTGTGAAATCCTGAGGCACAACCTCAGAATTGCGGTTAAAACTACTAATCTAGAGTAAGATAAGCGATAGCGG

AATTTCTAGTGTAGGGGTAAAATCCGCAAATATTAGAAGGAATACCGGTGGTGTAGACGGCTATCTTGTTCTAAACTG

ACACTGAGACACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGAGCGAAGAAGTC

TCTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTCCGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGACGGAGTGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCTCGGAAGTGCTTTGGAAACTGCTTATCTGGAGATCGAGAGAGGTAAG

AGGAATTCCTAGTGCAGCGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGTTCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.3959),f:Rumin

ococcaceae(0.2184),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCATCTGGGACGAAGGACGTGACGGTACCAGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGG

GCAAGTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGAAACTGTGTTGCTGGAGTGAAGGAGAGGC

AGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CTGTACCTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAGCAGGATTAGATACCCTGGTA 

>OTU9934;tax=d:Archaea(0.0014),p:Nanohaloarchaeota(0.0000),g:Candidatus_Nanosalina(0.0000); 

ATCAACTCCCGATTCTGTCAAAACCTGACGCGTTGGCTGAGGAGAAGTGGCTTAATCTGCTTGGCACGTTCGTCACGG

ACTGGTTTAGATCTGAGTCACATTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATC

TGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACC

GCTTTGGCCTCTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATGTAACCGAAGATGATTTCGATTTTCTGACGAGGA

ACAAAGGTTGGATTGCTACTGACCGCTCTCGGGCTCGGCGCTGCGTGGAGGCTGGCGGGTATGGTACGCGGGACGT

TGTAG 

>OTU9933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lachn

ospiraceae(0.2524),g:Parasporobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTTGGATGTGAAATCCCCGGGCATAACTTGGGGTCTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumin

ococcaceae(0.1679),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTCCGGGTCGTAAACTTCTTTTACCAGGGACGAAGGACGTGCCGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGGGTAGGCGGAGGA

GTAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAATTGCATTTGAAACTGTTGCCCTTGAGTGTAGGAGAGGCA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9935;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Eubac

teriaceae(0.9201),g:Eubacterium(0.9566); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGTCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGTTCGCTAAGGAGCAAGCCACGGCCAACTACGTACCA

TCAGCCTCGGTACTACGCAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGCA

AGTCAGCTGTGAAATCTATGGGCTTAACCCATAAACTGCGTTTGAAACTGTGCTTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9936;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.8

629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGCGGGACAAAGTGTGCCACGTGTGGCCTATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCGGGGCACTGCCGCTCGTACTGTCAGACTTGA

ATGCGCAGGAAGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGAAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9937;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.6899),c:Spirochaetia(0.4045),o:Spirochaetales(0.171

9),f:Spirochaetaceae(0.0710),g:Spirochaeta(0.0066); 

ACGGGAGGCAGCAGCTAAGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAAGAAGGC

CGAAAGGTTGTAAAATCCTTTTGTCCGGGAGGAATAAGGGTAGGAGGAAATGCCTGCCTGATGACGTTAACGGATG

AATAAGCCCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTGAGGGGCGAGCGTTGTTCGGATTCATTGGGTTT

AAAGGGTGCGTAGGCTGTGCGTCAAGTCTGGTGTGAAATGCCGGTGCTCAACACCGTAGCTGCCCTTGATACTGGCG

GCCTTGAGTGCGTATGCCTCCGGAGGAATGAGTGGTTTATCGGTTAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGTCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACATTATTAGATATTCTGTTA 

>OTU9938;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0181); 

ACGGGAGGCAGAAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTATGAAATACGGCGGCTCAACCGTCGGAATGAAGTTGAAAAGGGAAGACATA
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GGGTCACACAGGGATGGTGGAATTCAGGGTGTAACGGTGAAATGCTCAGATATCATGAAGAACTCCGATAGCGAAG

GCAGGAAGCCGGGGTGTTACTGACGATGGGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9942;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.331

9),f:Spirochaetaceae(0.1679),g:Treponema(0.0134); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CTGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTATGTTGCGAGCGTTGTTCGGAATTATTGGGTGT

AAAGGGTATGTATGCGGTTCTGGAAGTCTGGTGGGAAATGCCGGGGCTCAACCCCAGAACGGCGTTGGAAACTGCA

GGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT

GGCGAAGGAAGGCTGCCAGCAGATGAGGGACGCGGAGGTACGAAGGTGCGGGGAGCAAACAGGATTGAGACCTG

GTA 

>OTU9940;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfobac

terales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

CTTGGGAGCGTGCTGGTGCTTATGCTTCCTCTGCTGGTATGGTTGACGCCGGATTTGAGCATCAACAAGAGCTTACTC

AAATGCAACTGGCCCCTCCGAAAGAGATTGCCGAGATGCAAACTGAGACTCAAAAAGAGATTGCTGGCATTCAGTCG

GCGACTTCACGCCAGAATACGAAAGACCAGGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTAC

TGCTCGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCG

TACTCAAGCTCAAACGGCTGGTCAGTATTGGACCAAGGACCAAATCAAAGAAATGACTCGCAAGGTTAGGGCGGAG

GTTG 

>OTU9941;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Enterob

acteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGCTAATACCTTTGCTCCTTGCCGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCCGCAGCCTCGGTAATACTGCTGGGCCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAACCCCGTGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU9939;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pepto

streptococcaceae(0.0710),g:Peptostreptococcaceae_incertae_sedis(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGA
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CAAGTTGAATGTCTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lachn

ospiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0326); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCTGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCA

AGTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9945;tax=d:Bacteria(0.7564),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0224),o:"Bacteroidales"(0.0

170),f:"Rikenellaceae"(0.0046),g:Rikenella(0.0032); 

CGGGAGGCCGCAGTGAGGAATATTGGTCAATTGTCGGAAGACTGAACCAGCCATGCCGCGTTCAGGAAGGAAGTAC

TATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAAAATAACGAT

AGGCTAACTCCGTGCCAGCAGCCGCGGAAATACGTAAGATTCGAGCGGTATCCGGATTTATTGGGGTTAAAGGGTGC

GTAGGCGGTTAGATAATTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGAATGT

AAACGGCGCAGGCGGAATTAATCATGTAGCGGTGACATGCATAGATATGAGTCAGAACACCAATCGCGAAGGCAGC

TTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9944;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumin

ococcaceae(0.1872),g:Clostridium_III(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCTTTGGGGACGAAGAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATTCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAACTCCGTTGATGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGAGATGGAAGTCAGGAGTGAAATGCCGGGGCTCAACCCCGGAACTGCTTGTGGAACTGGC
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GGTCTTGAGTGGTGCAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGT

GGCGAAGGCAGCCTGATGGGCACTAACTGACGCTGACGCTCGAAAGTATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU9948;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),g:Natra

naerovirga(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAATGACGAAGAT

CTTCGGATCGTAAAGTTCTATCAGCAAGGAAAAAGGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACCACGTGCC

AGCAGCCGCGGTAATACGTGGGGGGCAAGCGGTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTACCGC

AAGTCAGTTGTGAAACCCATGGGCTCAACCCAGGAATTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9946;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clostri

diaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCGAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCCGTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTA

AGTGAGATGTGAAATACCCGGGCTCAACATGGGTTCTGCATTTAAAACTGCTATTCTAGAGTGCAAGAGAGGAGACT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGAATGCGTTTCTCTGGTCTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU9949;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Deltaproteobacteria(0.4428),o:Desulfovibr

ionales(0.2039),f:Desulfovibrionaceae(0.0904),g:Desulfovibrio(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATCACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTA

AGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGAGGGTGGCG

GAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGGTA

TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lachn

ospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGCCGATTAA

GTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGTTCGGCTTGAGTACGTACGGGGCAGGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGATA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9950;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Eubac

teriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCTTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTTCCATCGGAGGAAGCCTCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGA

GGCAAGTCAGCGGTGAAATACATGGGCTTAACCCATGGACTGCCGTTGAAACTGTTTTTCTTGAGTGGAGTAGAGGC

AGGCGGAAGTCCGCGTGTAGCGGGGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGG

CTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9952;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.2

039),f:Marinilabiliaceae(0.0710),g:Mangroviflexus(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTGTACGGGGATAAGAGGCCTCACGTGTGGGGCTGTGCAGGTACCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGGCCGTTAAGTCAGCGGTGAAATCCCCGTGCTCAGCGCGGGAACTGCCGTTGATACTGGCGGTCTTG

ATTCATGTCGAGGGCGGCGGAATGTGAAGTGTAGCGGTGAAATGCGTAGATATTTCACAGAACTCCGATTGCGAAG

GCAGCTGCCTAGAGATGCAATGACGCTGAGGCACGAAAGCATGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lachn

ospiraceae(0.4224),g:Dorea(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGAGGAAACTCTGATGCAGCGACGCAGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCGCGGAACTGCAGTGGGAACTGTAATGCTAGAGTGTCGAAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACCCCAATGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATAACCTGGTA 

>OTU9954;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumin

ococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAAAGCCGCGTGAACGATGGAGGT

CTTCGGATTGTAAAGGTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGATTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG
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CGGAATTCCCTGTGCAGCGGTGAAATGCGTAGTGATAGTGAGGAACACCCGGGGCGAAGGCGGCTTGATGCACTGT

ACCTGACCCTGAGGCTCGAAAGCGACGGGAGGCAACAGGATTAGATACCCTGGTA 

>OTU9955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clostri

diaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACGCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTAAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactoba

cillaceae(0.9201),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGTGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTTGGGTGTGAAAGCCTTCGGCTTAACCGAAGAAGGCCAGCGGAAACCGGG

CGACGTGAGGGCAGAAGAGGACAGTGGAACTCCATGTGGAGCGGTGGAAGGCGTAGATATATGGAAGAACCCCAG

TGGCGAGTGCGGCTGTCTGGTCTGCAACTGCCGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGAGACCCT

GGTA 

>OTU9958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTACCAGCAGCTGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAG

GCAGCTTACCAGACTGTGACTGACGCTGAAGCACGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9956;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCGGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTTAATAAGTATGAAGTTAAAGGCAGTGGCTTAACCATTGTTCGCTTTGGAAACTGTTAAACTTGA
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GTGCAGAAGGGGAGAGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAG

GCGGCCTACTGGGCACTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTATCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTTAACCTTGGTGCTGCCTTCCCAACTGGTTATCTAGAGGGCAGGAGAGGAGGGG

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGGA

ACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9960;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.8

412),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGAGAATAAAGTGCACTATGTATACTTTTTTGTATGTATCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGCGTGTTGTGAAAGTTTGGGGCTCAACCGTGAAACTGCAGTTGGAACTGTCAGTCTTGAG

TGCAGTAGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAATGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGAGTAGATACCCTGGTA 

>OTU9961;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Gracili

bacteraceae(0.0710),g:Lutispora(0.0157); 

ACGGCAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTGGGGACGATAATGACGGTACCCAACAAGAAAGCCACGTCTAACTACGTGCCA

GCAGCCGCGGCAACACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGGGTAAAGGGAGCGCAGGCGGAAGGACA

AGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTGGGTCTTGAGTGTAGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clostri

diaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGTCTAACTACGTGCCA

GCAGCCGCGGCAATACGTAGGCGGCAGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGCGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATTCCAACCTGGCTATCTAGAGTGCAGGAGAGGAGGGT
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GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTCGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9962;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9871),o:Bifidobacteriales(

0.9934),f:Bifidobacteriaceae(0.9884),g:Bifidobacterium(0.9781); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGATGGAGGCC

TTCGGGTTGTAAACCGCTTCTATCGGGGAGCAAGCGAGAGTGAGTGTACCCGTTGAATAAGCACCGGCTAACTACGT

GCCAGCAGCCACGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGT

CGCGTCTGGTGTGAAAGTCCATCGCTTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGCAGGGGA

GACTGGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCTGGGC

CGTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9964;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lachn

ospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAACCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCAAA

GCAAGTCCGATGTGAAATTCCGGGGCTCAACTCCGGACCTGCACTGGAAACTGTTTAGCTAGAGTATCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACG

ATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.5023),f:Lactoba

cillaceae(0.3204),g:Lactobacillus(0.0712); 

ATGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGTAGACGGCGGTGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGCAT

GGCTGGAGTGTCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCGGT

GGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU9965;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACATAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAT

TAAGTGGGATGTGAAACACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGATA
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GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACA

TAGACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9968;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.9992),c:Spartobacteria(0.9975),g:Spartobacteria

_genera_incertae_sedis(0.9912); 

GTGCCAGCCGCCGCGGTAATACAGAGGTCCCAAGCGTTGTTCGGATTCATTGGGCGTAAAGGGTGCGTAGGCGGCG

CGGTAAGTCGGGTGTGAAATCTCGGAGCTTAACTCCGAAACTGCATTCGATACTGCCGTGCTTGAGGACTGGAGAGG

AGACTGGAATTTACGGTGTAGCGGTGAAATGCGTAGATATCGTAAGGAAGACCAGTGGCGAAGGCGGGTCTCTGGA

CAGTTCCTGACGCTGAGGCACGAAGGCCAGGGGAGCAAACGGGATTAGATACCCGAGTAGTCC 

>OTU9969;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clostri

diaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCAACGCCGCGTGAGTGATGACAGC

CTTCGGGTTGTAAAGCGCTGTCTTCAGGGACGATAATGATGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGAGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCCCAAATTTGGTGCTGCATTTCAAACTGGAAGGCTATAGTGCAGGAGAGGAGAAC

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCACTGGCGAATGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU9967;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clostri

diaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATTGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTCATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAG

AGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAA

GGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9971;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.3

959),f:"Porphyromonadaceae"(0.1872),g:Butyricimonas(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGGACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCCCAACGCGGGAACTGCCTTTGATACTGTCGTGCTGG

AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU9970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lachn

ospiraceae(0.7428),g:Roseburia(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTG

ACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGG

ATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGC

ATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAG

GAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAG

GATTAGATACCCTGGTA 

>OTU9972;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:Sphingobacteriia(0.4812),o:"Sphingobacteri

ales"(0.2359),f:Sphingobacteriaceae(0.1098),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGGGGTGAAAGTTAGCGGCTCAACCGGGTAAGTGCAGATGATACTGGGGGGC

TTGAATGCGGTAGAGGCGGGCGGAATGTGGCGTGTAGAGGTGAAATGCATAGATATGACAAAGAACACCGATAGC

GAAGGCAGCTGGCGGGGCCTGAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGT

A 

>OTU9974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lachn

ospiraceae(0.1679),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGGCTAACTACGTGCCA

GCACCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCGCAACCGGTGGATTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAAG

CGGAATTCGCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTTGATACCCTGGTA 

>OTU9973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Eubac

teriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTCAGCCTTTTAAACTGGTAAGCTTGAGTGCAGGTTAGGAAAGTGT

AATTCCTAGTGTAGCTGTGAAATGCTTAGATATTAGGAGGTACACCAGTAGCTAAGGCGGCTTTCTGGACTGTATCTG

ACACCGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9975;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.0

291),f:"Prevotellaceae"(0.0073),g:Prevotella(0.0039); 

ACGGAAGGCAGCAGTGCGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCGGTAGGAACACCAATGGCGAAG

GCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9976;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.9

280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTGCTTTTATAGGGGGTTAAAGTGTGGCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCAGTGCAGCGCGAACTGTGAGCCTTG

AGTGCGGAGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCCATTGCGAAG

GCAGCCTACTGTACCGTTACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0519); 

ACGGGAGGAAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGA

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGATGACGTGTCATCGATTGTATGTACCATCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGGTTAAAGGGA

GCGTAGGCGGAGAGATAAGTCTGCACTAAAATCTTGCGGCTCAACCGTACCTCGCCGTTGCTACTGTTTTTCTTGAGT

GCACACAGGGATGCTGGATTTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAATAACTCCTATCGCGAAGGCAG

GTGTCCGGGGTGCAACTGACGCTGAGACTCGAAAGTGCGGGTGTCAAACAGGATTAGATACCCTGGTA 

>OTU9980;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.6881),f:Lactoba

cillaceae(0.4563),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGAGCGTTAAGCTCCGTTGGTGGTGGAGAAGGATAGAGGAAGTAACTGGCCTTTATTGGACGGTAATCAACAA

GATCGTCAAGGCTAACTACGTGACAGCAGCCGCGGTAATACGTAGAAGGCTAACGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGGAACTGTTT

TTCTGGAGTGCAGAAGAGGAGGGTGGAACGTCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATT

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU9979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.0

547),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGATGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCCGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGTGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGCGTCAAGTCGGGTGTGAAGTTCCGGGGCTCAACGCGAGGGCTGCACTTGATACTGGAGGGC

TGGAGTGCGGATGAGGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU9978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumin

ococcaceae(0.3204),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU9981;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9990),c:"Fibrobacteria"(0.9834),o:"Fibrobacterales"

(0.9866),f:"Fibrobacteraceae"(0.9876),g:Fibrobacter(0.9875); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCCCGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCCCTTATTCGTAAGGGATTGAATGTACCTCGAAAGGAAGCA

CCGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGA

GCGTAGGCGGAGATTCAAGCGGATTATACAATCCCGGGGCCCAACCCCGGACCTGCAGTCCGAACTGGATCTCTTGG

ATAGTTCAGGGGCAGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAG

GCAGCCTGCGGGGGACTTCATCGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU9982;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clostri

diales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAACGGGTGCGTAGGTGGCACTT

TAAGTTGGATGTGAAATCCCCGTGCTTAACATGGGAGCTGAATCAAATACTGGAGGGATAGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAAAAACGGTGGCGAAGGAGGATGACTGGAA

TGTAACTGAAAATGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU9983;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Eubac

teriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTACCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCTTAGCAA

GTCAGATGTGAAAGCCCGCGGCTTAACCGCGGAACTGCGTCTGAAACTGTTAGGCTTGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACCGCC

CTACGGGTCGTAAACTTCTTTTATAAAGGACTAAAGTCCTCCACGGGTGAACGTTTGCATGTACTTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTACAGGGAGC

GCAGACGGGCTGTTAAGTCAGATGTGAAAGGCCGCGGCTCAACCGTGGAATTGCGGTGGGTACTGGCTGCCTTGAG

TGCGGTTGGGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCTTGCCAGTCCGTTACTGACGTTGATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9985;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.0904),g:Butyricicoccus(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAAACCCTTTTACTAAGGACGAAGTCGTGACGATACGCTGTGAATAAGCCGCGGCTATCTGCGTGAC

AGCAGGCGCGGTAATAGCCAGGTGGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTCTTGCA

AGTCAGATGTGAAATACCGGTGCTCAACTCCGGGGCTGCATTTGAAACTGTAGGACTTGAGTGATGGAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.3204),g:Roseburia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAATAA

GTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTG

GAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



7101 

 

>OTU9988;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.2

999),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGATGTTTTGCACGTACCTTATGAATAAGC

ATCGGCTAACCCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGATGTGAAAGTCAGGGGCTCAACCATTGAATTGCCGTGGAAACTGGCGAGCATG

AGTACGTACGGGGCAAGCGGAATGCGTGGTGTAGCGGTGAAATGCAGAGATATGACGAAGAACCCCGATCGCGAA

GGCAGCCTGCCAGGCCGTGACTGACACTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU9987;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pepto

coccaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

AGGGAAGGCAGCAGTGGGGAATATTGGGAAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCCGGGAGACGATATAGAGACGGTATCCCGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGACCGTTGTCCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCTGAT

TAAGTCTGGAGTGAAAGTCCTGCTGTTAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCCAGTGGAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lachn

ospiraceae(0.1098),g:Ruminococcus2(0.0204); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGGGGCCACACTGATGCAGCGACGCCGCGTGAGCGAAGAAGTATTTC

GGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCAGGCTAACTAAGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAAGTC

TGATGTGAAAGGCAGGGGCTCAACTCTTGGACTGCATTGGAAACTTGTATGCTCGAGTGCCGGAGGGGTAAGTGGA

ATTCCTCGTGTATCGGTGACATGCGTAGATATTAGTAGGAACACCAGTGTCCAATGCGGCTTACTGGACGGTAACTGA

CCTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU9989;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.8

737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGTGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGGTCAAGCGTGTTGTGAAATGCCGCGGCTCAACGGGGGAGCTGCAGCGCGAACTGGTTTTCTT

GAGTGCGCTGGAAGTGAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTCACTGGACCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 



7102 

 

>OTU9990;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lachn

ospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTGAAACCTGTCGAATTAAAGTGATGGACGGGCAAG

CGAAATCCCTAGTGTGGCGGTAAAATTGTTAGTAATAAGGGGAAACGCCAGTGGCGAAGCCGGCTTGCTGGCCTGA

AACTGACTCTGAGGCTCGAAAGCGTGGGGACCAAACAGGATTAATACCCTGGTA 

>OTU9991;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Halanaerobiales(0.0000),f:Ha

lobacteroidaceae(0.0000),g:Halanaerobacter(0.0000); 

CCGTGGCTGCCTGACCGTACCGAGGCTAACCCTAATGAGCTTCATCACGATGATGCTCGTTCTGGTTTCCGTTGCTTCC

CTCTCACAAACATTTGGACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATT

GACATTATGGGTCTGCAAGCTGCTTATGCTAATTTGCATACTGACCAAGAACGTGATTACTTCATGCAGCGTTACCAT

GATGTTATTTCTTCATTGGGAGGTAAAACCGCTTATGACGCTGACAACCGTCCTTTACTAGTAATGCGCTCTAATCTCT

GGGCAGCTGGCTAGGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTGTTATGGGCGTGTTCAACAGACCTAT

AAACATGCTGGGCCGCGTG 

>OTU9993;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.6

138),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGTGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCGGTGGCCCAACCGTTAAATTGCCGTTGAAACTGGCAGGCTTGA

GTACATGAGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATCGCGAAGG

CAGCCTGCCAGGCCGTAACTGACACTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9994;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9900),c:Spirochaetia(0.9733),o:Spirochaetales(0.906

3),f:Spirochaetaceae(0.8864),g:Treponema(0.7643); 

ACGGAAGGCAGCAGCTAAGAATATTCCACAATGGGCGAAACTCTGACGGAGCAACGCCGCGTGGACGATGAAGGCC

GTAGGGTTGTAAAGTCCTTTTATAATTGAGGAATAAGCGGGGAAGAGAATGCTTCAGCGGTGACTGTACCTACTGAA

TAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAGGGTGCGAGCGTTATTCGGAATTATTGGGCGTAA

AGCGCACGCAGGCGGCTTGTCAAGTTTGGTGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTGAGAACTGCATGG

CTAGAGTTAGTGAGGGGAAAGCGGAATTCCAGGTGTAGCGGTGAAATGTGTAGATATCTGGAAGAACACCAATGGC

GAAGGCAGGTTCCCAGACCATTACTGACGCTGAGGTGCGAAGGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 



7103 

 

>OTU9996;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.7

623),f:"Porphyromonadaceae"(0.2864),g:Parabacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGAT

TCTAGGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGAGTCCTGGTTTGTATGTACTTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGATGGACTTTTAAGTCAGCGGTGAAAGTTTGTGGCTTAACCATAAAATTGCAGTTGATACTGGAGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAAGG

CAGCTTGCTAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU9995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.4652),f:Rumin

ococcaceae(0.2524),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTACCTACGTG

CCAGCAGCCGCGGTACTACGTAGGTTGCAATCGTTGTCCGGAATTACTGGGAGTAAAGGGCGTGTAGGCGGAGGAG

TAAGTTAGATGTGAAATCCCGGGGCTTAACCCTGGAATTGCATTTGAAACTGGTCCCCTAGAGTATGGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU9997;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Lactobacillales(0.1015),f:Lactoba

cillaceae(0.0252),g:Lactobacillus(0.0076); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTGT

TTCGGCTCGTAAAGCTCTGTCGTCGGAGAAGAACGTGCGTGTGAGTAACTGTTCACCCCGTGACGGTATCCAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAACGTTATCCGGATTTATTGGGTGTAA

AGGGTGCGTAGACGGGAAGACAAGTTAGTTGTGAAAGCCGTCGGCTCAACTGAGGAACTGCAACTAAAACTATCGT

ACTTGAGTGCTGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGACTTTCTGGACAGTAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

G 

>OTU9999;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.5

395),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGTAAGTACTGAATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGATTAAGCGAGACGTGAAAGGTTGCGGCTCAACCGTTGAATTGCGTCGGGTACTGGTTATCTTGA

GTGCGTTCGATGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGGCCGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 



7104 

 

>OTU9998;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumin

ococcaceae(0.1291),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACCTCCTTTACTAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATTCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTAACGATGAGGCAA

GCGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATTGCGAAGGCAGCTTGCTAGGCCG

CAACTGACGCTGAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10000;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTGGTAAACTTCTTGTATAAGGGAATAAAGTGCACCAAGGGAGGTGTGTTGGATGTACCTTATGAATAAG

GAGCGGCTAAATCCGTGCCAGCAGCAGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCCTGCTT

GAGTGCTGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACTCCGATTGCGAA

GGCCGCTTGCTGCAGCGTAACTGACCCTGATGCTCGAAAGTGCGGGTATCAAACAGCATTAGATACCCTGGTA 

>OTU10002;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0252),g:Blautia(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATCGGAAAGCTCTGCTTTTGGGGAAGAAAATGACGGTACGCTTGGAGGAAGCCCCGTATAACTAGGTGCCG

GCAGCCCCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCAA

GTTCGCTGTGAAAGGTTAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTCCTTGAGTGGAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTACTGAGCTCTAA

CTGACGCTCAGGCTCGAAAGTGTGAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10001;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0252),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAGTGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTT

TTAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCAGCCAGTACTGGGAGACTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGGGGCGCAGGGGGCTTTCCGGAC

TGCAACCGCGGCGCGGGTCCGAAAGCCGGGGGAGCAAACAGGATTAGATACCCTGGTA 



7105 

 

>OTU10003;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1291),g:Ruminococcus2(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAATA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTAAATGACTAAGAAGCACCGGCTAAATACGTGCCA

GAAGACGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGAGGCAGGGCA

AGTCTGATGTGAAAACCCGGGGCGCAACCCGTGAATTGCATTGGAAACTGTCGAGCTCGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTCAGAACACCGGTTGCGAAGGCATCTCACGAAGCAGGC

ATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10005;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.0808); 

AAGGGAGGCAGAAGGAGGGAAGAGGAAAGAAGGGAAGAAAGGAGGAGGGAGGAAGGAAGAGTGAGGGAAGAA

GGTTTTCGGATCGTAAAGCTCTGGGGTTGGTGAAGAAGGAGAGAGGTAGTAAAGGGCCTTTATTTGAGGGTAATCA

ACCAGAAAGTCACGGCTAACTAAGTGCAAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGG

GCGTAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAACGCCCTCGGCTTAACCGCCTAACTGCATCGTGCACT

GTTTTTCTTGGTTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGACTTCGTAGATATCTGGACGAACACCC

GTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGCGGCTCGAAAGCATGGCTAGCGAACCGGATTAGATACCCT

TCTA 

>OTU10006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCACGTCGCGTGCAGGATGAAGGC

TCTATGGGTTTTAACCTGCTTCTATAGGGGAGAAAAAGGGGCGACGTGCGGCATATTGCCGGTACCCAATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTCTTATAAGCGTGGAGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGTACTGTGAGACTTG

AGTGCGGAGGAAGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAG

GCAGCCTACTGGAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10004;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACCTCTTTTAAGTGGGAAGAGCAGAAGACGGTACCACTTGAATAAGCCACGGCTAACCACGTGC

CAGCAGCCGCGGTAATACGTTGGTGGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTGTGC

AAGTCAGATGTGAAATCTGGAGGCTCAACCTCCAAACTGCATTTGAAACTGTGCATCTTGAGTGAAGTAGAGGCAGG

TGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 



7106 

 

>OTU10007;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTATGTGTGGCATATTGCAGGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGGTAAGTCAGCTGTGAAAACTCGGGGCTCAACCCCAAGCCTGCAGTTGATACTGTCTAACTTGA

GTGCACTCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGAGTGCTACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10010;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAGGGGGGTAAAGTGTGCCACGTGTGGCATGTTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTTG

AGTGCGCAGGAAGTAGGAGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCGGTAGCGTAATTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2864),g:Subdoligranulum(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGTTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTCTTCTGCCGGTACCTAACAAGA

AAGAACCGGCTAACTACGTGCCAGCCGCCGCGGTAAATCGTAGGGTTCAAGCGTTGTCCGGAATTCCTGGGTGTAAA

GGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAATCTAGGGGCTCAACCCATAAATTGCTTTCGAAACTGCTGGC

CTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGC

GAAGGCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10008;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGCACGTGTGCCGGTTTGTATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGGAGTTTAAGTGAGTTGTGAAATGTTGCGGCTCAACCGGGGAAGTGCAGGGGGAACTGGAGAGCTT

GAGTGCAGATGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAA

GGCAGCCTGCTAGGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 



7107 

 

>OTU10011;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9776),o:Desulfovib

rionales(0.9606),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.6681); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGAGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTTCATACTGCACA

ACTAGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTACATATCTGGAGAAACATCAGGG

GCGAAGGCGGCCACCTGGACCGATTTTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9321),o:Lactobacillales(0.6881),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTTTCGTTGGTGAAGAAGGATAGTGGCTTCATCTGTCCATTATTTGACGTTAATCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGAGTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCAGAAGTGAAAGCCCCGGGCTTAACCGGGGAACTGCTTCGGAAACTGGCCT

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCGCTCTGGACTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10014;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTTACGGAGTAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCTGGATTTATTGGGTTTAAAGGGT

GCGTAGATGGATGTTTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGCGGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10015;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATAGTAAAGCTCTGTTGTTGGTGAAGAAGGTTAGAGTTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

CAAGTCACGTCTAACTACGTGCCATCACCCGGGTTAATATGAATGTGGCTAGCGTTGGCCGGATTTATTGGGCGTAAA

GCGAACGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCGCGGCATAACCGAGGAAATGCATCGGAGACTGTATTT
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CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACCTCTATCAGCAGGGACGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTACCTACGTGCCA

GCAGCCGCGGTAATAAGTAGGGGGCAACGGTCATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGAGCA

AGTCTGATGTGAAAACCCTGGGCTCAACGCCGGAATTGCATTGGAAACTGGCTAGCTCGAGTGTCGGAGAGATAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAGCTGCTTTTGTACGGAGATAAAGTGAGCCACGCGTGGCTTATTGCAGGGACCGTATGAATAAG

GGCCGCCTAATTCCGTGCCAGGAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTTCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10019;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Cytophagia(0.0726),o:Cytophagales(0.047

3),f:Cytophagaceae(0.0113),g:Adhaeribacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAAATCTGATCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTTGCATGGGAGCAATAAGGTGTACGCGTACACTGATGAGAGTACCATGAGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGGCGGGGCTTAACCTTGAGGGTGCCGGTGAGACTGATTTTCTA

GAATGTGGATGATGCCGGCGGAATGTGTGAGGGAGCGGTGAAATGCATAGATATGGCACAGAAGGCCGGTTGCGA

AGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10020;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGCATTGCATGTACCTTATGAATAAGC

AGCGGCTGACTCCGTGCCAGCAGCCCAGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCTGTGAAAGTCAGTGGCTCAACCATGGAATTGCCGATGAAACTGGCGAGCTTG
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AGTACGTACGGGGCAGGCGGAATGCGTGAGGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGAACGCGAA

GGCAGCCTGCCAGGCCGTTACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10018;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGAAGTGACGGTATCCAACCA

GAAAGTCACGGCTAAATACGTGCCAGCAGACGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGCACGTAGGCTGTAATGTAAGTCAGGGGTGAAAACCACGGGCTCAACCGGTGAACTGCCCTTGATACTGCAC

GACTCGAGTACGGGCGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCAGGAGGAACATCAGT

GGCGGAGGCGGCCACCTGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3544),g:Dorea(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTGAGATGTGAAATCCCGGGGCCCAACCCCGGTACTGCATTTGAAACTGGAATGCTAGAGTGTCGGAGAGGCGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTGCTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10022;tax=d:Bacteria(0.0041),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f

:Chlamydiaceae(0.0000),g:Chlamydia(0.0000); 

AGGTGAAGTAAAAGGTTCATACTTAAACGTTACTGCAGCTACTATGGAAGAAGTGTACAAACGTGCAGAATACGCTA

AAACAGTTGGTTCTGTAATCGTTATGATCGATTTAGTAATGGGTTACACAGCAATTCAAAGTATTGCTATTTGGGCTCG

TGAAAACGACATGCTTTTACACTTACACCGTGCTGGTAACTCTACTTATGCTCGTCAAAAGAATCACGGTATTAACTTC

CGTGTTATCTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCCGGTACAGTTGTAGGTAAATTAGAAGG 

>OTU10023;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.4224),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGGATAAATGTGGGTACGCGTACCCGTTTGCACGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTTAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTAATACTGGGGGCCTTGA

GTGTAGTATAGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU10025;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTTTGGGTTGTAAACTGCTTTTTCGCGGGGATAAAGAGGGGGACTTGTCCCCCGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCTGTGTCAGCAGCCGCGGTAATACGGCAGGTTCGGGCGTGATCCGGATTTATTGGGTTTAAAGGG

AGCGAAGGGCGTATGGTAAGCGTGTTGTGAAATGCCGAGGCTCAACCATGGCACTGCAGTGCGAACTGCCGTACGT

GAGTACGATAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCCTACCGTAGCGGCACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10021;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGTGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAG

CGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTGACTTGAG

TGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10024;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Gammaproteobacteria(0.8472),o:"Entero

bacteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCAC

GACTTGAATCCGGGAGAGGGTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10027;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Ruminococcus2(0.0423); 

ACGGGAGGCAGCAGTAAGGAATCTTCCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTC

TTTCGGGATTTAAAGCTCTATCAGCAGGGAATAAAATTACGGTACCTGACTAATAATCCCCGTCTAACTACGTGCCAG

CACCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGACAAG

TCTGATGTGAAAACCCGGAGCTCAACCCGGGGAATGCAGCGGAAACTGTTGTGCTTGAGTGATGACGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10026;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Rikenellaceae"(0.2524),g:Alistipes(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CTTATGGGTTGTAAACCTCTTTCAGATGAGCGTAAAGGGTGCTACGCGTAGCACATTGCAAGTATCATCAGAAGAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATGCCGGGGCTCAACTCCGGAACTGCCTCTGATACTGTTGAGCTAG

AGAGTAGATGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGAGATCATACAGAACACCGATTGCGAAG

GCAGCTTACCAAAATATGTCTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10028;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Epsilonproteobacteria(0.5195),o:Campylo

bacterales(0.2679),f:Campylobacteraceae(0.1291),g:Campylobacter(0.0230); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTTACGCAGCAACGCCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTATGTAGGTGGTTTCTTAAGC

GCAGGGTATAAGGCAATGGCTTAACCATTGTTCGCCCCGTGAACTGAGAGACTTGAGTGCTGGAGAGGAAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGATAACT

GACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10029;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGGGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAGTGC

AAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10030;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0113),g:Clostridium_IV(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGG

AGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTG

AGTGGAGTAGAGGCAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTAGCGAA

GGCGGCTTTCTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGAATGTAAACCTCTGTCATTGGGGAGGATAATGACGGTACCCGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATCCCCGGGCTCAACCTGGGTGTTGCATTGCAAACTGGTTAGCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10032;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTAGTCGCGGAATAAAAAGGGGTTTGGGTGATCCTATGAATGTATTCTTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGAAGTGTAAGTCAGCTGTGAAATTCCGCCGCTCAACGGTAGAGTTGCAGTTGATACTGTATATCTTGA

GTGCTGTTGAGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATTACGAAGAACTCCGATTGCGAAGG

CATCTCGCGAAGGGGCGATTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10034;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Entero

bacteriales"(0.4652),f:Enterobacteriaceae(0.2864),g:Escherichia/Shigella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGAGTGCGTAGGTGGCTTTGCAAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAA

GGCTTGAGTACAGGAGGGGAAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGATAACTGACGATGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGAGCGTAAAGCTCTGTCTTTGAGGAAGATAATGAGGGTACCGAAGGAGGAAGCCACGGCTAACTACATGCC

AGCAGCCGCAGTACTACGTAGGTGGCGAGCGTTATCCGGATGTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

GGTGGGATGTGAAATACCCGGGCTCAACTGGGGTGTTGCATTTCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATCAGGAAGAACACCAGTTGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10035;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTTAGGGGCGAAACAAATGACGGTACTTGATGAATAAGCCAAGGCTAACTACATGC

TAGCAGCCGCGGCAATACGTCGGTGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGCGTGTAGGCGGGCCGGC

AAGTCAGGTGTGAAATTCCAGGGCTCAACCCTGGAACTGCACGTGAAACTGTGGGTCTTGAGTGAGGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAAGAACACCGGGGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10036;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCGGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGACGCGGTAATACGAAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGTGATAG

CAAGTCAGCTGTGAAAACTATGGGCACAACCCCTAACCTGCAGTTGAAACTGTTATTGTTGAGTGGAGTAGAGACAA

GCGGAATTCCGAGTGTAGCGGTGAACTGCGTATATATTCGTAGGAACACCAGTGGCGAAGGCGGCTTGCTAGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU10037;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGATTCAA

GTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTTTGATACTGCCAGGCTGGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10041;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGC

CCTATGGGTTGTAAACTGTTTTTATACGGGGATAAAGTGAGCCAAGGGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGTAGCCGCGGCAATACGGAAGGGCAGGGGGCTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCGGCCTGCTGTAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGTTGGGGAAGAAGGATAGAGGTTGTAACTGTCATTTACTTGACGGTAATCAACCCG

AACGTCACCGGTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAGTAAGCCTAATGTGAAAGCCCAGGGCTTAACCGAGGAATTGCATCGGAAACTGTTTA

TCTTGAGTGTAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10040;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGTTCTGTTGTTGGTGACGAAGGATAGAGGTAGTATCTCGCCTTTATCTGACGGTAATCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGGCAGATGTGAAAGCCCCCGGCTTAACCGGGGAACTGCATCGGAAACTGTATGT

CTTGAGTGCAGAAGAGGGGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCGCTGGGCTGCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10038;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Ruminococcus(0.0230); 

ACGGAAGGCAGCAGTGGGGGAGATTGCGCGATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAAGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTATTAAGGACGAAGAAGTGACGGTACTTAAGGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGTCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTATTTATTGTGAGGAACACCAGTGCCGCCGGCGTCCTGCTGCTCTTCA

TCTGCCGCTGAGTCCCGATCTCCTGGGTAGCACACAGGATTAGATACCCTGGTA 

>OTU10043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTCCACAATGGGAGAAAACCTGATGCAGCGACGCCGCCTGAGCGAAGAAGTA

TTTCGATATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCCATGGACTTCATTGGAAACTGTCAAGCTTGAGTGTCGGAGGGGTAAG
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CGGAATGCCTAGTGTAGCGGTGAAATGCGTATATATTAGGATGGAAACCAGTGGCGAAGACGGTCAAACTGATGAT

CACTGACGCGCAGGCGCGAGAGCCTGGAGGGAGAACAGGATTAGATACCCTGGTA 

>OTU10042;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCGCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCTACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGATTGCAGGAGGGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACCGTA

ACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10045;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Olivibacter(0.0157); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGGGTGGCGCCGTGCAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GGGCGCAGGCGGGTGTCTAAGTCAGCGGTGAAAGTCCCGGGCTCAACCCGGTCAGTGCCGTTGATACTGGGGGCCT

GGAATGCGGTAGAGGCAGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCAAAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGAATTAGATACCCTGGTA 

>OTU10044;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Fastidiosipila(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATCGTAAACCTCTTTCAGCAGGGAAGATGCAAGTGACGGTACCTGCAGAAGCCGTCACGGCTAACTACGT

GCCAGCCGCCGCGGTAATACGTAGGTGGCGAGCGTTCTCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGAA

GCAAGTCAGATGTGAACACTAAAGGCTCAGCCTGGGGCTTGCATTTGAAACTGTATTGCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTAGTGTAGGAGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACC

ACAACTGACGCTTAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10046;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9733),o:Campylo

bacterales(0.8520),f:Campylobacteraceae(0.6350),g:Campylobacter(0.4787); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATC

AAGTCTTTTGTGAAATCTAATGGCTTAACCAGTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGA
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TGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCA

ACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10047;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9726),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGCCAGCAGTAACTGGCTGTCGTCGGACGGTAATCAACCA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGCAAAACGTAGGTGGCAAGCGGTGTTCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAGATAAGTCTGAGGTGAAAGCCCGCGGCTTAACTGGGGAACTGCTTCGGAAACTGTC

GTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10049;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATGCGGGAATAAAGGGCGCCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTTGCCGTTTAAGTGTGCGGTGAAAGGCAGGCGCTCAACCATTGAACTGCCGTTGAAACTGTTTGGCTTGA

GTAGGTACAGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCTTGCCAGGGCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10051;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTTAGCCACGTGTGGCGTTTTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCCGCCTATTAAGCGTGTCGTGAAATGTAGAGGCTCAACCTCTGAACTGCAGCGCGAACTGGTAGTCTTGA

GCACACACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAGG

CAGCTTACTAGAGTGTAACTGACGCTAAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10050;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCGGACCCAGCAAGGCCGCGTGAAGGAAGAAGG

CTTTCGGGTGGAAAACTTCTTTTGTAAGGGACGAGTAGAAGACGGTACTTGAGGAATAAGCACGGGCTACTAACGTG

CAGGCAGCGGCGGAAATACGTAGGGGGCGAGCGTGGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGACGGCCGA

GTAAGTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTTCCTGTAATACTGCTTGGCTTGAGTGCAGGAGAGGGA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10048;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0252),g:Robinsoniella(0.0076); 

ACTTTATTCCTCATTCGTTACTATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGTTTT

CGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGCATGCAAGT

TGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTGTATGTCTTGAGTGCAGGAGAGGTAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAACTG

ACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10053;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCTAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTGAGCGGTCTAAGTTCCGGGCTCAACCCGGTGTCGGCGTTGAAACTGGCGTGATCG

AGTGCGTGCGAGGGAGGGGGAATGCGTTGTGGAGGGGGTAAATGCATAGATATGACGCAGAACTCCGATTTCGAA

GGCAGCTTTCCAGCGCGGTACTGACGCTGAGGGACGAAAGCGTGGGGATCGGACAGGATTTGATACCCTGGTA 

>OTU10054;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovib

rionales(0.9389),f:Desulfovibrionaceae(0.8864),g:Desulfovibrio(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCTGATCGTAAACCTCTGTCAGAAGGGAAGAAGCTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGTCTGTTATGTAAGTCAGGGGTGAAAGCCCAAGGCTCAACCGTGGAAATGCCTTTGATACTGCACG

ACTCGAATACGGGAGAGGGTGGCGGAATGCCAGGTGTAGGAGCGAAATCCGGAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCATATGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10052;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGAGAGGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGT
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TTATCTGGAGTGCCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGACGGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10056;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7787),g:Prevotella(0.2607); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTGACGGCAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTAT

GGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGCATGAATAAGGACCG

GCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCCGGCTGTTAAGCGTGATGTGAAATGTAGGTGCTCAACCTATGCATTGCAGCGCGAACTGGCTGACTTGAGTGC

ACGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGC

CTACTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.6350),g:Gemmiger(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGGGCAATGGGGGAAACCCTGACGCAGCGACGCCACGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTTCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATTTATGGGCTTAACCCATAAACTGCATTCAAAACTGTTGGCCTTGAGTAGAGCAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACATCAGTGGCGAAGGCGGCCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10059;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGCTTGGGAATAAAGTGCGGGTCGTGTCCCGCATTGCATGTACCAATTGAATTAGG

CCCGGCTAATTCCGTTCCCGCCGCCGCGGTAATTAGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGGGTGGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGGGAACTGGTCCACTTG

AGTACGCAGGACGTTGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10058;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTCGCGTGCGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGGACAAAATGTGCCACGCGTGGCGTATAGCGTGTACCCTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTTGCAAGTGTGCGGTGAAAGGCCGGGGCTCAACCTGGGAAGTGCAGTGGGTACTGTGAGGCTG
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GAGTGCGGATGATGTGGGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGATTGCGA

AGGCAGCCCGCAATAGCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTCTGACGTGAAAATCCGGGGCTCAACCTCGGAACTGCGTTGGAGACTGTGGGGCGTGAGTGCAGGAGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGC

AACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACATAGCGTGAGTGAAGAAGGG

TCTCTGCTTGTAAAGCTCCGTTGATGGAGAAGAACATGCGTGAGAGTAACCGTTCACGCAGTGACGGTATTCAATCA

GAACGTCAAGGTTAACTACGTGCCAGCAGCCGAGGTAATACGTACGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCATCGGCTTAACCGAAGAAGTGCGTCGGGAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTAAGGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU10062;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGGACCAGCCACGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAACCTTCATTTATTAAGGAATAAATTCGGGTATGCATACCCGTTTGCCTGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAACAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGCCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCGTGAGT

GCAGTTGAGGCAGGTGGAATACGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8605); 

AAGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGTCGGTCTTTTAAGTCTGAGTTGAAAGCATTTGGTTTAACCGGAGTAGTGCATTGGAAACTGGAAGA
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CTTGAGTGCAGAAGAGGAGAGTGGAAATTCAGGTGTAGCGGTGAAATGCGTGGATATATGGAAGAACACCAGTGG

CGAAAGCGGATCTCTGGTCTGTAACTGACGCTGAGGGTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10064;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermococci(0.0000),o:Thermococcales(0

.0000),f:Thermococcaceae(0.0000),g:Thermococcus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTAGGTGAACCTGCGGAGGGATCATTACACAATAAT

GAAGGCGGGCTGAACTCTCTCGGGAGGACAGCCTTGCTGAATTATTCACCCGTGTCTTTTGCGTACTTCTTGTTTCCTT

GGTGGGCTCGCCCACCACAAGGACAAACCATAAACCTTTCGTAATTGCAATCAGCGTCAGTAACAAAATAATAAATTA

CAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU10065;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Spirochaetaceae(0.0000),g:Treponema(0.0000); 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGAACCCT

GCACAGCAGAACGACCCTCGAACTCGTTAACAAACCGCGGGGAGTGGGGGACGCTCGCGCCCTCCGCAACCCGATG

TCGGGGGCATGGGCGAGAGCCCGCGCTGCCCGGCAAACAACGTACCCCCGGCGCGGTCTGCGCCAAGGAATCGAAA

CGAAGCGACGTGTGCCGTCCGCCCCGTTCGCGGGACTCGGATGGCACAACGGTCTTCCAATGTATACTAAACGACTC

TCGGCAACGGATATCTCGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU10068;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Thermoacti

nomycetaceae_1(0.0000),g:Laceyella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACAGGACGTC

ATACTCCCGTAATACCACTGTGAATCTTACCTACCGTCGTTGCCTCGGCGTGGCGCTCCCCGGGGAAACCCGCGGCGC

CCGCCGGCGGCCCGCATACTCTGTTTTAGAACTACGCATCTCCGAGTATTATACAAACGAGTCAAAACTTTCAACAAC

GGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU10066;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTTACTACGTTCC

AGCTGCCGCGGTAATCCGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTAAACAAATAAAATGAAGATGAAAATGTTATGATAGAGTGGAGTAGAGGCAAG

CGGAAGAACGAGTGTAGAGGTGAAATGCGTAGATATTCGGAGGAACAACAGTGGCGAAGGCGGCTTGCTGGGATC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10063;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:"Entero

bacteriales"(0.9172),f:Enterobacteriaceae(0.9015),g:Escherichia/Shigella(0.4787); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGTTTGTAAAGTACTTTCAGCGGGGAGGAAGGAAGTAAAGTTAATACCTTTACTCATTGACGTTACCCACATAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTACTAGTGTGGGTGCAAGCGTTAAACGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTTGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCTACTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10070;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

CGGCATTCCTGCTGCACCGGCCAACGGCGTCCATCTCGAAGGTGTCGCCAGCGATAACCGGAGTAGTTGCAATGGTA

ATAAGACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAA

TATTAGACATGATTCTGAACAGCTTCTTGGGAAGTAGCGACAGCTTGGTTTTTAGTGAGTTGTTCCATTCTTTAGCTCC

TAGACCTTTAGCAGCAAGGTCCATATCTGACTTTTTGTTAACGTATTTAGCCACATAGAAACCAACAGCCATATAACTG

GTAGCTTTAAGCGGCTCACCTTTAGCATCAACAGGCCACAACCAACCAGAACGTGAAA 

>OTU10067;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9871),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9108),g:Fusobacterium(0.4351); 

CCTTCCTTCCTCCTTTTTGCCTCTTTTCCCCTGTCCCCCAAGTCTGATCCAGCAATTCTGTGTGCCCGATGACGGTCTTAG

GATTGTAAAGTGCTTTCAAATGGGGAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTAAGT

CTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGCGGA

ACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAATACTG

ACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10069;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGAGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTG

AGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10072;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTCAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACACTCAGTA

GTTTACTACTGTAAAGGAGGCTGTTAGTCTGTATAGCGCAAGCTGATGAGCAGCGGGCCTCTTTTATCTACCCTTGTC



7122 

 

TTTTGCGTACCCACGTTTCCTCGGCAGGCTTGCCTGCCGACTGGACAAACCTATAACCTTTTTAATTTTCAATCAGCGTC

TGAAAAACTTAATAATTACAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU10071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.7995),f:Entero

coccaceae(0.3884),g:Enterococcus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTTTGATAAGTCCGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10073;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1485),g:Roseburia(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGCAGGCGGAAGGCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAG

AGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10075;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Fusicatenibacter(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATATGACTGTACCTGCCTAAGAACCCCCCGCTCACTACGTCCC

CGCCCCCGCGGTAATACGTAGGGCGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATAGCA

AGTCTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGCGTCTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAAC
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TAGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10078;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9762),o:"Fusobacteriales"(0

.9497),f:"Fusobacteriaceae"(0.9015),g:Fusobacterium(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCACAAATTCTGTGTGCACGATGACGGT

CTTGGGTCTGAAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCACGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAAGTCCGTATTGCGTTGGAAACTGTCTAGCTAGAGTATCGGAGAGGTGG

GCGGAACTACAAGTGTAGCGGTGAAATGCGTAGATATTTGTAGGAATGCCGGTAGGGAAGGCAGCTCACTGGACGA

ATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10079;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTCAGTCACGTGTGGCTTTTTGCAGGTACCCCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGGTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGTGACTTG

AGTGCGCAGGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCCTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10076;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9988),c:Fusobacteriia(0.9784),o:"Fusobacteriales"(0

.9707),f:"Fusobacteriaceae"(0.5273),g:Fusobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAGGTCTGTTCCGGCAATTCTCTGTGCACGATGACGGT

CTCAGGTTTGTAAAGTGCTTTCAATTGGGAAGTAATAAATGTCGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCGGCGTTAATACGTATGTCGCATTCGCTATCCGGATTTATTGGGCGTAAAGCGCGTGTAGGTGGTTTGGT

AAGTGCGATGTGAAAATGCGGGGCCCAACCCCGTATTGCGTTGGAAACTGCCTTACTAGAGTATTGGAGAGGTGAG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAA

TACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10077;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGATTGTAAACCTCTTTTATCGGGGAATAACGTGGGGGACGCATCCCCTATTGCGAGTACTTTAAGAAAAAGT

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGGGGATGATTAAGTGAGATGTGAAATAACCGGGCTCAACCTGAGATGTGCATTCGAAACTGGTTAACTA
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GAGTGCAGGAGAGGCGAGTGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGACTCTCTGGGCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10080;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGT

TTTCGGATCGTAAAGCTCCGTTGTTGGGGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGTTGTGAAAGCCAACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

GTCTTGAGTGCAGAAGAGGCAGGTGGAACTCGAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10081;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0904),g:Dorea(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTGTTGGTGGTGAAGAAAATTACAGGTAGTAACTGACCTTTATTTGCCGGTAATTACTTAG

CAAGTCCCGGCTAACTACGTGCCATCAGCCTCGGTGATACGGAGGATGGAAGAGTTCTCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTTTGAAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAAG

GCTAGAGTGTCGGAGAGGCAAGTGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTAGCTGGACGATGACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTTTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10083;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGACTGGCA

AGTGTGATGTGAAAGGCAAGGGCTCAACCTGTGGACTGCATTGGAAACTGTAAGTCTGGGGTGAGGGAAGGAAAG

GCGGAATCCCAGGGTTGGCGGGAAATGGCTTGGTAATTAGGAGAAAAACCATTGGGAAAGGGGGCTTACGGGATG

ATAACGAACGTGGAGGACCAAAGGGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10084;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGATCTGTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GACAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGACGTGAAAGGCTGTGGCTTAACAAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGAAGAAGAGGACAGCGGAATTCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGCGTAGGCGGGAATGCAAGTCAGATTTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTT

CTTGAGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGTCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10086;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Gammaproteobacteria(0.0726),o:Legione

llales(0.0473),f:Coxiellaceae(0.0113),g:Aquicella(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGATGCCGCGTGAGTGAAGAAGTC

TTTAGGTATGTAAAGCTCTTTTAACAGGGACGATGATGACGGTACCTGCAGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACAGCGGGTGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGTACTGCTA

GTCAGGAGTTAAAGACCTGGGCTTAACCTGGGGAAGGCATTTGAAACGGATGAACTAGAGTGCCGGAAGGGAAAAT

GGAATTTCCGGTGTAGAGGTAAAATTCGTAGATATCAGCAGGAACACCGGTGGCGAAAGCGGTTGTCTGGGCCGCA

ACTGACGTTGAGGTGCGAAGGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10089;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGGATAAAGTGGGGCACGTGTGGCGTTTTGTCTGTACCTGATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGGAGGCGGCAGGTTAAGTCTGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGAGGCTTGA

GTGCGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCACAGGACCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10088;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCGACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTTACGGGATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATGGGGCGT

AAAGCGAGCGCAGGCGGTGTTCTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGGGCATCGGAAACTGGA

TGACTTGAGTGCAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAATGCGGCTGCCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10087;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTT

TTTCGGATTGTAAACTCCTATCGGCAGGGAAGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGACCGGTA

AGTTGGATGTGAAAGCCATGGGCTCAACCCAAGAAGTGCTTCGAAAACTGCTAGACTTGAGTAGAGAAGAGGTAAG

TGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Roseburia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGAAGCAGCGAAGTCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAATGACGGTACTTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGCATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCGCGGCA

AGTCTGATGTGAAAGCTCGGGGCTCAACCCCTGTACTGCGTTGGAAACTGTCGTGCTAGAGTGTCGTAGGTGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTAGTCGTTTA

CTGACGCTAAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.9566); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGATGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAGTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCTAGGAACTGCATCGGAAACTGTGG

TGCTTGAGTGCAGAAGAGGAGTGAGGAAACCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCCAACTGGTCTGCAACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10090;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9871),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9294),g:Fusobacterium(0.4351); 

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGTGGGGGGGAGGGGGTGTGGGGGGGCGAT

GAGGGGGGTAGGAGTGGAGAGGGCGGTGAAGTGGGAAGAAACAAATGAGGGTACCAATAGAAGAAGCGACGGCT

AAATACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGG

TGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGA

GAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCAC

TGGACGAATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10093;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CTTATGGGTTGTAAACTGTTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTATAAGCGTGATGTGAAATGTCGCGGCTCAACCGTGGAATTGCGGCGCGAACTGTGTATCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTGGCGCAACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10096;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.7787),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAGCTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTTCCAGCAGCCGCGATCATACGGAAGGTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAAAATCTGCACTGCAGCGCGAACTGTGTGCCTTGA

GTACGCAAAAAGTGGGCGGAATTCGTGGTGTGGCGGTGAAATGCTTAGAGATCGCGAAGAACTCCGATGGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.4563),g:Intestinimonas(0.0423); 



7128 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACATATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCTGCAATACGTCGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGGTGTGAAAATTATGGGCTCAACCCATGAACTGCATCTGAAACTGTACTTCTTGAGTACTGGAAAGGCAGG

CGGATTTCGGTGTGTAGCGGTGAAATGCGTAGATATGCGGAAGAACACCGATTGCGAAGGCAGCCTGCGGGAGAGC

AACTGACGCTGAAGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10095;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0710),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGT

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAATGCGGGACGCGTCACGCGTTGTGTGTACCGTCAGAAAAAG

CACCGGCTAATTCCGTGCCAGCATCCGCGGTAATACGGAAGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAACCTTAAGTCAGCGGTGAAACACGGCGGCTCAACCGTTGACCTGCCGTTGATACTGGGGTTCTTG

AGTTCACATACTGAGGCAGGAATGCATGGTGTAGCGGTGAAATGCATAGATATCATGAAGAACCCCGATTGCGAAG

GCAGGTATCCGGGCCGTTACTGACGCTGAGGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10097;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTTTTTGGGAATAAAGTGCCGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

CCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGCAGGCCGTGGGTCAAGCGTGACGTGAAATTCCTTCGCTCAACGGCTGCACTGCTGCGCGAACTGCCCAGCTTGA

GTGAGAGCAACGTTGGCGGATTTCGCCGTGTAGCGGTGAAATGCTTAGTTATAGCGACGACATCCGATTGCGAAGGC

AGCCGGGTAAGCAGCAACTGGCATTGAGGCTCGAAGGGGTGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10100;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Marinilabiaceae"(0.0113),g:Anaerophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATTGGCGTAATCCTGAACCAGCCATGCCGCTTTAAGGACTAAGGCCC

TATGGGTCGTAAACTTCTTTAGACGCATGGCAATAAGGGTCTCGAGAGATCCGATGAGGGTATGCGTAGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGAAGTGCAAGTCAGCTGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGGAA

TGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCGGAACACCGAGTGCGAAGGC

ATCTCACGAAGGGGCGATTGACGCTGAGACACGAAAGAGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10101;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 



7129 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCAGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGCAGAACAATATGGTTCACGAGAGATCCGTTGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGAAGTGTAAGTGTGCTGTGAAATCCACGCGCTCAACGCGTGAGTTGCCGCGCATACTGGACCTCTTGA

ATGCGCGTGACGTGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATGACGCAGAACACCGATTGCGAAGG

CAGCTCACGGAGGCGCAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10099;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGCCGGACGTGTTCCGGTTTTGCAGGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTATTAAGGCGGCATTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTT

GAGTGCGCGCGATGGCGGTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10098;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4224),g:Gemmiger(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTGTCGGTAGGGAAGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACTGGCA

AGTTGGAAGTGAAATCACTGGGCTCAACCCGTAAATTGCTTTTAAAACTGCTGGCCTTGAGATGTGCAGAGGTTAGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAAATATCAGGAGGAACACCAGTGGCGAAGGCGACCAACTGGGCAACA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10102;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTCGCAAGTACCGCCAGAAAAA

GGACCGGCTACTTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGAGACTGGCGGTCTT

GAGTGCGCGCAGGGGCGTTGGAATTCATGGGGTAGAGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGAAACTGACGCTGAGGCGCGAAAGTGCGGGGATCAAACAGGATTAGAGACCCTGTA 

>OTU10103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4787); 



7130 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTACTTTGATAGGGGGATAAAGTGTGCCACGTGTGGCATTTTGCAGGTACCCTATGAATAAG

GAGCGGCTAATTCCGGTCCAGCAGCCGCGCTAATACGGGAGGTCCGGGCGGTATCCGGATTTAGTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCCCAACCTGGGCATTGCAGCCCGAACTGTGAGACTT

GAGTGGGTAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10106;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9933),c:Fusobacteriia(0.9740),o:"Fusobacteriales"(0

.9172),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGAAAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CGTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACG

TGCCAGCAGCCGCGGTAATACGTATGTCGCAAGAGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTGTG

GTAAGTCTGATGTGAAAATGCTGTGCTCGAATCCGTATTGCGTTGGAAACTGCCTAACTAGATTATCGGAGAGGTTG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGTAATGCCGATAGAGAAGTCAGCTCACTGGACGAA

TAATGACACTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10104;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACTTTATTCCTCAGTTATTAATATTGGTCAATGGACGGGATTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCT

ATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGACGCCGGGCAAGCGTGTTGTGAAATGCAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAG

TGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGAGAAGAACTCCGATTGCGAAGGC

AGCGGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGTTGAAATTCGGGGCTCAACCCGGTAAAGCCGTTGAAACTGGCGGTCTT

GAGTAGCGGCGAGGCATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10108;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2607); 



7131 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGCCTGAACCAGCCAAGTAGCGTGCGGGATGAAGGC

CCTATGGGCTGTAAACTGCTTTTATCGGGGGATAAAGTGAGCCACGTGACGCTCATTGCAGGTACCTTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATCAAGCGTGTTGTGAAATGCAGAGGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTG

AGTACGCACAAAGTGGGTGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCGGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTTAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACGGTGGAACTGCATCGGGAACTGTCAT

GTTTGAATGCAGAAGAGGAGGGTGGAACGCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAATGG

CGAAGGCAGCTCTCTTAGCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10111;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCATGCGTGGCCTTTTGCAGGTACTGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCTGGGTAAGCGAGTTGTGAAAGGCAGTGGCTCAACCGCTGAACTGCAGCGCGAACTGGCTAGCTT

GAGTGCAGTCGACGTAGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGGCGGGTGCGTAACTGACACTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10110;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

TCTATGGGTTGTAACCTTCTTTTATAAAGAACAAAAGTCGGGTATGCATACCCGTTTGCCTGTACTTTATGACGAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGGTTAAGTCAGTAGTGAAAGTTTGGGGCTCAACCGTGAAATTGCAGTTGATACTGGATGTCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGC

GGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10113;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0181); 



7132 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGAGGATAAACTGGGCCACGCGTGGCCTTTTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCTTGGCAAGCGTGTTGTGAAATGCTGGGGCTCAACGTCGGCACTGCAGCGCGAACTGCTGAGCTTG

AGTGCGTGAGACGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGAGATAGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGATGCGTAACTGACGCTCATGCACGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10112;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0355),g:Clostridium_XlVa(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACCTCTTTTCTTTGTGAAGAAACAAATGACGCTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTGGGCACTGCATCCAAAACTGGAGTTCTTGAGTGTAGGAGAGGTGA

GCGGAATGCCGAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGAGACTTACTGGGCT

ATAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10114;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGCGTTCCGCCTTTGCACGTACCGCCCGAAAAA

GGACCGGCTACTTCCGTTCCAGCAGCCGCGGTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGATGTGAAATCCGGCGGCTCAACCGGCGGCCTGCAGTTGATACTGGTGGTCTT

GAGTACGGGAAGGGGTGGTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3915); 

AAGGGAGGAAGAAGGGGGGAAGAGGGGAAAAGGGGGGAAAGAGGGATGAAGCGAAGCCGAGTGAGTGAAGAA

GTATTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCGAA

GCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAACCTTTTTTGTTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGTAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGAA 

>OTU10115;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 



7133 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACGGC

CCTACGGGTCGTAAACTTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACTATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGGGTTAAGCGAGTCGTGAAAGTCCGTGGCTCAACGGCGGACGTGCGGCGGGAACTGGTACACTTG

AGTACGGGAGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10116;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAA

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTTGATAAGCGGGTTGTGAAATGCCGGCGCTCAACCTGGGCAGTGCAGCGCGAACTGTGGGGCTT

GAGTGCGCCGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCGACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10117;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGAAGGAGCAACGTCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTTCGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACAA

GCAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGCAATACGTAGGAGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGTAAG

TCTTGAGTGCAGAAGAGGTGGGTGGAACTCCTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9936),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGGTGGTGAAGCCCGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTTAGTGCCGAAGAGGACCGTTGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGGACACCAGTG

GCGAGGGGCGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10120;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0712); 
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ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGACGAGAGTCTGAACCAGCCAAGCCGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGAAAAAGTGCGCCACGTGTGGCTTATTGCCGGTACCGTATGAATAAG

GACCGGCCAATTCTGCGTCAGCAGCCGCGGTAATACGGAAGGACCGGGCGTTATCCGGATTTAGTGGGTTTAAAGG

GAGCGTAGGCCGGAGTGTAAGCGTGTTGTGAAATGTAGAGGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTT

GAGTACGGAAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCGGGACGTGTCGCGTTTTGTAGGTACCACCTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGACGCTTAAGCCTGTTGTGAAATGCGGCGGCTCAACGGTCGGACTGCAGCGGGTACTGGGGATCTT

GAGTTCGCGCAGCGTTGCCGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCGTGAAGAACCCCGATCGCGAA

GGCAGGCGTCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10121;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGGGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCACTAGGCTTAACCGAGGAACTGAATAGGAAACTGTTTG

TATTGAGTGCAGAAGAGGAGAGAGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATAGAAGAACACCAGTGG

CGAAGGAGGCCCTCTGGTCTGCAAATGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATAACCTGGT

A 

>OTU10123;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9866),o:"Fusobacteriales"(0

.9941),f:"Fusobacteriaceae"(0.9108),g:Fusobacterium(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATAGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTTT

TTCGAAATGTAAAGTGCATTCAGCTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTAGGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGAGCTCAACTCCGTATTGCGTTGGAAACTGTCAGAGTAGAGTACTGGAGAGATGGG

CGGAACTACAAGTGTAGAGATGAAATTCGTGGATGTTTGTAGGAATGCCGCTGGGGAGGCCAGCCCACTGGACAGA

TACTGACGCTAGAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10124;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4224),g:Blautia(0.1299); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAGGTA

TTTCGGTATGTAAAGCTCTCTCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCAA

GTCGGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAGCTGTTGATCTTGAGTACCGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATGTCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10122;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGGACGGGACGCGTCGCGCATTTCATGTACCATTTGGATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTATTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTTGGAATTGCATCTAGAACTGTGAGACTTGA

GTGCGAAGGAAGTAGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTTGCGAAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10127;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

AGGTGAAACTAAAGGTTCTTACTTAAATGTTACAGCTGCTCCTATGGAAGAAATCTACAAACGTTGTGAATATGCAAA

AGAAGTAAGTTCAGTAATTGTGATGATCGATTTAGTTATGGGTTACACAGCAATTCAAAGTGCTGCAATTTGGGCTCG

TGATAACGATATGATTTTACACTTACACCGTGCAGGTAACTCTACATATGCGCGTCAAAAAAATCATGGTATTAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCACATCCACGCTGGGACAGTTGTTGGTAAATTAGAAGG 

>OTU10126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lach

nospiraceae(0.8864),g:Coprococcus(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTGATGCGGCGACCCCGCTGGAGCGAAGAAGTA

TTTCGGATGTTAAAGCTCTATCAGCAGGGAAGAAAATGCCGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATCGTAATGGTGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10125;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGGACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCGTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTACGATGAGAGTACCAGGCGAATA

AGCATCGGCTAAATCCGTGCCAGCAGCCGCGGCAATACGGGGGATGCGAGCGTTATCCGGATTCAATGGGTTTAAA
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GGGTGCGTAGGCTGTGCGTCAAGTCGGGAGTGAAAGTCCGGTGCTCAACTCCGGGGCTTCACTTGATTCTGTCGCGC

TGGAGTGCGGATGCCGACGGTGGAATTAGTGGTGTAGCTGTGATATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10128;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGCGCGCCAAGGTAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGTGT

TCTAGAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTG

CGATGGCAGCATACCGGCGCCCAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGT

A 

>OTU10131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGTCCTCTTGGTCAATTGGCGGACTCCTTCACCCTCCACTTATCGTGCAGGACGACGGCCCT

ATGGTTTGTCAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTTTGGCCTTTTGCAGGTACCGCATGAATAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

CAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGTG

CGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAG

CTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10130;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCATTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTAAGAGGTGAAAGACAGGGGCTCAACACAGGGGCTGCAATTGATACTGTCGCGCTG

GAGTGCGGATGAGGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAAGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10129;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCCTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTGTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGG
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GTGCATAGGTGGCTAGGCAAGTTGGTAGTGAAATTCCGGGGCTTAACGCCGGCGCTACTACCAAGACTGTTTGGCTT

GAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGA

AGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10132;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATGAAGTTGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGGTGTGAAATGCAGTCGGTCAACGCGGGTACTGCCGCGAGAACTGGCGAGCTT

GAGTGCGCGCAAGGTAGGCGGAATTCGCTGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGCAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10135;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAAGCATACACAATGGGCGCAAGCTGGATGGAGCAACACCGCGTGAGTGAAGAAGG

GTTTCGGCACGTAAAGCTCTGTTGTTGGAGAAGAACGTACGTGAGAGTAACTGCTCACGCAGTGACGGTATCCAACC

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCCTCGGCTTAAACGAAGAAGTGCATCGGAAACCGGG

AGACTTGAGTTCAGAAGAGGACAGTGGAACTCCATGTGTATCGGTGGAATGCGTAGTTATATGAAAGAACACCAGT

GGCGAAGGCGGCTGTCTCGTCTGCTACTGACGCTGAGGCTCGAAATCATGGGTAGCGAACAGGATTTGATACCCTTG

TA 

>OTU10134;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Saccharofermentans(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTCTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10133;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCG
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AGCGCGGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTT

GAGTGCAGAAGGGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATACGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGACATTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10136;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCGGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCAACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGTGGCTTGTTAA

GTCAGCGGTGAAATTCAGTGGCTCAACCTTTGAATTGCCTTTGGAACTGGCGAGCTTGAGTACGTACAGTGCAGGCG

GAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGGCAGCCTGCCAGGCCGTGA

CTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10138;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACGCGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTGGGGCGTGAAATGTAGGGGCTCAACGGCGGGGCTGCCTTTGGTACTGTAGATC

TGGAGTGCGTATGATGCTGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCG

AAGGCAGCTGGCGAGGCCGTAACTGACGCTGAGGCACGAAAGCGCGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCCTAA

GCAGGGGGTGAAAGGCACTGGCTTAACCAATGTCAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10139;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGACGAAGGAGTGACTGTACTTAATGAATATGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGCGCACGCTTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCA

AGTCAGATGTGAAATCCGTAGGCTTAACCCAGGAACTGCATTTAAAACTGTTAAGCTTGAGAGAGGAAGAGGAAGG
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AGGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCAGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10142;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTG

AGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAG

GCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGACCCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGAAAAAGTGTGCCACGCGTGGCATATTGCAGGTACCCTATGCATAAG

AACAGGCTAATTCCGAGCCAGCAGCCGCGGGAATACGGAAGGTCCGGGCGTTATCCGGAGTTATTGGGTGTAAAGG

GAGCGTAGGCCGACTTATAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGGCT

TGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATTGCGA

AGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Gemmiger(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGGAGGAAGAAGGC

CTTAGGATTGTAAACCTCTGTTGTTAGGGACGATAATGACGGTACCTAACAAGGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGATTGGCAA

GTTGGAAGTGAAAACTATGGGCTCAACCCAGGAATTGCTTTGAAAACTGCTAGCCTTGAGATTGACAGAGGTAAGAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10144;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGCGAGCGAAGAAGTA

TTTCGGTATGTAAAGATCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTATGATGTGAAAACCCAGGGCTCAACCCTAGGACCGCATTGGAAACATTCAAGCTGGCGAGTCGGAGAGGTAA
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GCTGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGACGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATCCCCTGGTA 

>OTU10143;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Oscillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATAGAAGCAAGTCTGATCCAGCAACGCCGCGTGACGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTAAGAGGGAAGAGCAGAAGACTGTCCCCCTTGAATACGCTACGGCTCACTAGGCGCC

AGCAGCCGCGGTAATACGTAGGTGGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGACA

AGTCAGATGTGAAATCCACGGGCTTAACCCGTGAGCTGCATTTGAAACTGGTGGTCTTGAGTATCGGAGAGGTAACC

GGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10145;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9827),o:Clostridiales(0.9821),f:Rumi

nococcaceae(0.9573),g:Intestinimonas(0.8124); 

ACGGGCGGCAGCAGTGTGGAATCTTTTGCCCTGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCC

CTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAAGCAAGTGACGGTACCTGACGAATAAGCCAAGGATAACTACGTGG

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTGCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10146;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTTAAGCTCTATCAGCAGGGGAGATAATGACGGTACCTGACTAACATTCCCCGGCTAAATCCGTTCCAG

CAGCCGTGGTACTACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAAG

TCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCAGTTGAAACTGCATAGCTAGAGTACAGGAGAGGTAGGCG

GAATTTGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCCTGCGGGACTGTTA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10147;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiales_Incertae_Sedis_XIII(0.0710),g:Anaerovorax(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGACGGT

CTTCCGATTGTAAAGCCCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCTGTAATAGGTAGGGTGCAAGCGGTATCCGGAATTATTGGGCGTAAAGAGTGAGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCACTGGCGTAAGCAATGTAGGCCACCTGCACTGGGTTGCTTGAGTGCAGGAGAGGAGAGC
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GGAATTACTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGACTGTT

ACTGACCCTGAGGCACGAAAGTGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU10151;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

GTGAATCATCGAATCTTTGAACGCGCCTTGCGCCTTTTGGTATTCCGAAAGGCATGCCTGTTTGAGTGTCATGAAATAT

CAACCCCTCCTGGTTTCTGATCAGTGTTGGGCTTGGACTTGGGTGTCTGCCAGCTCGCTGGCTCGCCTTAAAAGAGTT

AGTGGTAATAACATCCACGGCTAAGACGTAATAAGTTTCGTCTGGTCAAGGTGTGACGACTGCTCATAACCCGACCG

CAAGGTCATTATTTTATGCTCTGACCTCAAATCAGGTAGGACTACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU10148;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGCGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAAGTCTGAAGT

GAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGGAACTATGCAGCTGGAGTGGCGGAGAGGTAAGTGGAATTCCC

AGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGACACT

GAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATCACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGTCAAGCGTTATCCGGAATTACTGGGTGAAAAGGGAGCGCAGGAGGGATAGC

AAGTCAGCTGTGTATACTATGGGCTCAACTCATAAACGGCAGTTGAAACTGTTATTCTTGAGTTGAGTAGAGGCAAG

GGGAATTCCGAGGGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGTTTGCTGGGCTAT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10154;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

TACCGATATTGCTGGCGACCCTGTTTTGTATGGCAACTTGCCGCCGCGCGAAATTTCTATGTGGGATGTTTTCCGTTCT

GGTGATTCGTCTATGAAGTTTAAGATTGTTGAGGGTCAGTGGTATCGTTATGCGCCTTTGTATGTTTCTCCTGCTTATC

ACCTTCTTGAAGGCTTCCCATTCATTCTGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGA

TTATGACCAGTGTTTCCAATCCGTTCAGTTGTTGCAGTTGAATAGTCAGGATCAAATTAATGTGACCGTTGATCGCAAT

CTGCCGACCGCTCACGATTCAATAATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGGCGAAGCGGTAAAA

ATTGTAATGTTTGCCGCTGAGGGGTTGACCAAGCGAA 

>OTU10150;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGGAGACGGTACTTGACGAATAAGCCTCGGCTAACTACGTGCC

AGCAGTCGCGCCAATACGGAGGCCGCAGTCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCAGGGGCTCAACTCGTGAACTGCATTTGAAACTACTCGTCTTGAGTGTGGGAGAGGCAATC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACGCCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Prevotellaceae"(0.0099),g:Prevotella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCTGTGCAAGTCTGAAGTGGAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTT

GAGTATCGGAGGGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAA

GGCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10156;tax=d:Bacteria(0.0058),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.00

00),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

ACCTGATTCAGCGACACCAATCCGCGGCATTTAGTCGCGGTAACGATCGACCAAACCATGAAACCAACATAAACATTA

TTGCCCGGCGTACGGTGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCC

AAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAA

AATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAAAAGAAACAACCTGATTAGCGGAGTTGACAGAGGTATCCAT

CTGAATGCAATGAAGAAAACCACCAGTACCAGCAGGAACCGTCAAACTATCAAAAGAGAACGG 

>OTU10153;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3884),g:Fusicatenibacter(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGAATGTAAAGCTCTATCATCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCGGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

GAAGTCTGGTGTGAAAACCCAGGGCTTAAGGTGGGGACTGCATTGGAAACTGTCAAGCTTGAGTGCCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCAGTGGCGAAGGCAGCCCCCTGGGAT

GTGACTGACGCTTATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGCATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGATGTGAAAGGCAGTCGCTCAACGGCGGAACTGCAGCGGGAACTGCAGAGCT

TGAGTGCGGGAGAGGGTGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGGGGAAGAACACCGATGGCG

AAGGCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10158;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCTTCGTGAGGCTTTTTGCATGGACCTTATGAATAAGG

AACGGCTAATAACGTGCCAGGAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGTGATTAAGCGTGATGCGAAATTTAGATGCTCAACGTCTGCACTGCAGCTCGAACTGGTTACCTTG

AGTACGAACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTAACTGGTGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10157;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGCTACGTATACCCTTTTGCATGTACCTCATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGAGGCTCGACGGTAGAATTGCATTTGGAACTGAATGTCTTGAG

TGTAGGGAAGGCCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGAGCTGCGACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10159;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9827),o:"Fusobacteriales"(0

.9843),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGCTCCAGCAATTCCGTGTGCACGATGACGGT

CTCAGGTTTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATCCGTAGGTCGCAAGCTTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTAAAAATGCGGGGTTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGAGC

GGAACTACAGGTGTAGAGGTGAGATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCTCACTGGACAGAT

ACTGACGCCAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10160;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Alphaproteobacteria(0.4045),o:Rhodospir

illales(0.0781),f:Rhodospirillaceae(0.0252),g:Insolitispirillum(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGACAGGAAGATAATGACGGGACTGTCTAAAGAAGCCCCGGCTAACTTCGTGCCA

GCAACCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCATAATAA
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GATAGCGGTGAAATACCTGGGCTTAACCTAGGAAGTGCCGTTTTTACTGTTAAGCTAGAGTAATAGAGAGGATATTG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGTGGCGAAGGCGAGTATCTGGCTATTAAC

TGACGCTGAGGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10163;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGACTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGTTAGTAACTGTCCTTTCTTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCCGCAGCCGCCGTAATACGTAGGTGCCTAGCGTGGTCCGGATTTATTTGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCAATGTGTAGCGGTGGAATGCGTAGATATATGTAAGAACACCAATGGC

GAAGGCGGCTCTCTAGTCTACAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10161;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Salinis

phaerales"(0.0000),f:"Salinisphaeraceae"(0.0000),g:Salinisphaera(0.0000); 

CCGCAATAGCCCCACACCTAACTCCCCTCACTTAAGTGGCTGGCGACACATAATCTCTTTACTAACCTGATTCAGCGAA

CCCAATCCGCGGCCTTTAGTAGCGGTAAAGTTAGACCAAACCATGAAACCAACATAAACATTATTGCCCGGCGTACGG

GGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATC

ATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTAAAAGCGAACCAAACAGGCAAAAAATGGAGGGTCGGC

ATCAAACGCAATATCAGCACCAACAGAAACAACCTGAGTAGCGGCGGTGACAGATGGAGCCATCG 

>OTU10162;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Alphaproteobacteria(0.9321),o:Rhodospir

illales(0.8412),f:Acetobacteraceae(0.6709),g:Acetobacter(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGT

CTTCGGGTTGTAAAGCACTGTCTTCAGGGACGATAATGACGGTACCCGTAGAAGAAGCCACGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGACTTACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACA

GTCAGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTTGATACGGGAAGACTAGAGTGTGAGAGAGGGTAGT

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATACTCTGGACCATT

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10164;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9802),c:Fusobacteriia(0.9711),o:"Fusobacteriales"(0

.8737),f:"Fusobacteriaceae"(0.5991),g:Fusobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGCACAAATAGAAGCAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCAGATGTGAAAATGCGGGGCTCAACTCCGTATTGCCTTTGAAACTGCCTAACTAAAGTATCGAAAAGGTGGGC
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TGAAATACAAGTGTAGAGGTGAAAGTCGGTGATAATTATAGGAATGCCGATAGGGGAATCAGCTCACTGGACGAAT

ACTGGCACTGGAGCGCGGAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAACCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGTTTTTAAACTCTTTTTATGCGGGGATAAATTGGGCCACGCGTGGCCTTTTGCAGGTCCCGCTTGAATCAGG

CCCGCCTAATTCCTTGCCAGCAGCCGCGGTAGTCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTCGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACGGCCCGGCTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAAGATTAGATACCCTGGTA 

>OTU10167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCACGTGAGGCTTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGATGTTAAGCGTGTCGTGAAAGGTTGCGGCTCAACGGTTACACTGCAGCTGGAACTGGTATCCTTGA

GTACGCTCGAAGTGGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACCGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10166;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.5273),g:Eubacterium(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTGCGGATTGTAAACTCCTGTTCTGAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTGAAATCTATGGGCTTAACCCATAAACTGCAATTGCAACTGTTCTTCTTGAGTGCCGGAGAGATAATC

GGAATTCCTTGTGTAGCGGTGAAATGCGTACATATAAGGAGGAACACCGGTGTCGAAGGCGGATTACTGGACGGTA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGACCCGGATTAGATACCCTTGTA 

>OTU10170;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Dorea(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGTCGCGTGAAGGATGAAGGA

CTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAATAAGAAGCCACGGCTAACAACGTGACA

GCAGGCGCGGTAACACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGAGATTGCATTTGGTACTGTAATGCTTGAGTGTCGGAGAGGTAAGTG
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GAATTCCTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10168;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTGTGCTCATTGACGGTACCAGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGT

AAAGGGAACGCAGGCGGTTTGTTAAGCCTGACGTGAAATCTCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

ACCTTGAGTGTGGAAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10169;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9784),o:Desulfovib

rionales(0.9606),f:Desulfovibrionaceae(0.8864),g:Bilophila(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGGTCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACACCGTGCCAGCAGCCGCGGTAATACGGTGGGGGCAAGCGTTAATCGGAATGACGGGGC

GTAAAGCGCACGTAGGCGGCTTGGTAAGTGAGGTGTGAAATCCCAGCGCCCAACCGTGGAACTGCCTTTGATACTGT

CAGGCTTGAGTACCGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCG

GTGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC

CTGGTA 

>OTU10174;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:"Brachyspiraceae"(0.0000),g:Brachyspira(0.0000); 

AGGTGAAACTAAAGGTTCTTACTTAAATATTACTGCAGGTACAATGGCAGAATTGTACAAGCGTGCTGAATATGCTAA

AGCTGTTGGTTCAGTCATTGTAATGATTGATTTAGTATTAGGTTACACAGCAATTCAAAGTTCAGCGATTTGGGCTCGT

GATAATGATATGGTTTTACATTTACACCGTGCTGGTAACTCTACTTACGCTCGTCAAAAAAATCATGGTATTAATTTCC

GTGTTATTTGTAAATGGATGCGTATGTCAGGTGTAGATCATATTCATGCTGGTACTGTTGTTGGTAAATTAGAAGG 

>OTU10172;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1872),g:Dorea(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGTCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCTAAGAAGCCCCGGCTAATTACGTGCCA

GCAGCCGCGGTAATATGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAATCCACGGGCACAACTCATGAACTGCATTTGAAACTAGTCTTCGTGGATATCAGAAAGGCAATCG
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GAATTCCTAGTGTAGCGGAGAAATGCTTAGATATTAGGAGGGACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTTACGGTGGGGCACGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGATCGTAAAACTCTGTCGTTAGAGAAGAACACGAGGGAGAGTAACTGTTCATTCGATGACGGTATCTAACCA

GCAAGCCACGTCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTGGGCTTAACCTGAGTGGTGCATTTGAAACTGGAAG

ACTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10175;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumi

nococcaceae(0.0000),g:Ethanoligenens(0.0000); 

CCGCGGCTTTAACCGGACGCTCGCCGCCATTACTAATGTTTTCCGTACATTCAGCGCCTTCCCTGATGAGACAGGCCGT

TTGAATGTTGACTGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGGAAAGCGAGGGTATCCT

ACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTT

GTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCA

AAGCGGTCTGGAAACGTACGGAGTGTTCAGTAACTTGACTCATGAGTTCGTACCTATGAGTGGGGGAACAGCAGCG

GACTCAGAGAGTAATCC 

>OTU10176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTCTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCTGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGAGATGTGAAATGTAGACGCTCAACGTCTGAGCTGCATCGCGCACTGGTTTCCTTGA

GTGCGCGCAAAGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACTGGAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10178;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGTTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCGGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATTCGGAAGGTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGGCGGGGCTAAACCTGGGAAGTGCCGAGCGAAATGGCAGAATT
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GAGTGCGAAGGAAGTAGGGGGAATTCGGAGGGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10177;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0113),g:Anaerophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAAAGCAATAAGGGTCTCTAGAGATCCGATAAGAGTATGCGTAGAATAAG

CATCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTGG

AATGTCCGTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAGATGCATAGATATTACTCAGAACACCCGTTGAGAAG

GCAGCTCACGAAGCGGCCGTTGACGCTGAGGCACGAAAGCGTGGGGAGCGAGCAGGATTAGATACCCTGGTA 

>OTU10179;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1485),g:Fusicatenibacter(0.0326); 

ACGGGAGGCAGCAGTGGGAAATATTGCACAATGAGGGAAACACAGATGCAGCGACGCCGTGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGTTACCTGACTAAGAAGCCCCGGCTAAATACGTGC

CAGCAGCAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAGCCTTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGATAGGTAA

GCTGAATTCCTAGTTTAGCGGTGACATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10182;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGCCGCGTGAAGGATGAAGGC

TCTATGGATTGTAAACTTCTTTTATGGGGGAACAAAGTGCGGGATGCGTCCCGTTTTGTATGTAACCCATGAATAAGC

ATCGGCCAACCCCGTGCCAGCAGCCGCGGTTATTCGGAGGAAGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGGGGCCTCTTAAGTCAGCGGTGAAAGTTTGGGGCTCAACCATAGAATTGCCGTTGAAACTGGAGGGCTTG

AGTGTGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAG

GCAGCTTGCCAAGCCATAACTGACGCTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

CATATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGATAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTGTTAAGCTGATTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTA
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GGTGCACAGGAAGTAGGCGGAATTCATCATGTGGCGGGGAAATGCTTAGGTATGACGAAGAGCTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGGGGTAAGTCAGTCGTGAAATGTCCACGCTCAACGTGGAACCTGCGTTTGATACTGTCGGTCTTG

AGTGCGGATGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAAGCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCAAACAGGATTAGATACACTGGTA 

>OTU10181;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9776),o:Desulfovib

rionales(0.9685),f:Desulfovibrionaceae(0.9201),g:Desulfovibrio(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGAGCAATAGGCGAAAGCCTGACGCAGCGACGCAGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCGCGGCTCAACCGTGGAACTGCCCTGGATACTGCAC

GACTCGAGTCCGGGGGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGT

GGCGAAGGCAGCTACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10183;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGAGTTGTAAACTGCTTTTGTAGGAGGATAAACTGTGGTACGTGTGGCCTATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTCTGATAAGCTGGTGGTGAAATGTTGGGGCTTAACCCTGACATTGCAGCGAGAACTGTGGGACTTGA

GTGTGGAGGCAGTAGGCGGAATGTATCGTGTAGCGGTGAAATGCATAGAGATGATACAGAACTCCGATTGCGAAGG

CAGCCTGCCATAGTGTATCTGACGTTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10184;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAATGATGACTGC

CTTATGGGTTGTAAACTCCTTTTATAAGGGAATAAAGTCGGGTATGGATACCAGTTTGCATGTACTTTATGAATAAGG

ATCGGCTGACTCCGCGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTTGAG



7150 

 

TGCAGATGAGGCAGGCGGAATTCGTGGTGTAGAGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10185;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8605); 

ACGGAAGGAAGAAGTAGGGAAGAGTCGACAAGGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

TTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGTGGAACTGCATGGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGTAATTCGTAGATATATGGAACAACACCAGTGG

CGAAGGCGGCTCTCTGGTCCGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTTGTA 

>OTU10187;tax=d:Bacteria(0.0041),p:"Armatimonadetes"(0.0000),g:Armatimonadetes_gp5(0.0000); 

CCTTAATACCTTTCTTTTTGGGGTCCTTATACTCATCGCGAATATCCTTAAGAGGGCGTTCCGCAGCCAGCTTGCGGCA

AAACTGCGTAACCGTCTTCTCGTTCTCTAAAAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATAT

CAAGTTGGGGGAGCACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGAA

CGTCAGAAGCAGCCTGATGGACGTCAACATACATATCACCATTATCGAAATCAACGCACTGCATACGAAAAGACAGA

ATCTCGTCCAAGAGCTTGATGCGGTTATCCATCTGCTGAGGGAAGACAAGAATTGGGGATGGAGAAAGAGT 

>OTU10186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTCGGTAGTGAAGAAAGTTAGAGGTAGTAACTGGCCTTCATTTGACGGTAATTACTTAG

AAAGCCACGGCTAACTACGTGCCCGAAGCCGCGGTAATATGACGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGAGGTGAAATCCTTCGGCTCAACCGAAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10189;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCGGGACGACGGC

CCTATGGGTTGTAAACCGCTTTTGATTGGGCACAAAGAGCGCCACGTTTGGTGCGTTGCGTGTCCCTTTCGAATCAGC

ATCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGAGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGAAGACTTG

AGTGCGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10188;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTGAGGGACGTGTCCTGTTTTGTAGGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCTGGGCAAGCGTGACGTGAAATGTAGTCGCTCAACGTTTGCACTGCGGCGCGAACTGGCCATCTTGA

GTGCGCGCAACGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTGACGAGTGCGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10192;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XI(0.0000),g:GpXI(0.0000); 

CTCGAAGGCGTCGCCAGCGATCACCGGAGTAGTTGCAATGGTAATAAGACGACCAATCTGACCAGCAAGGAAGCCC

CGATGGGAACGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCG

AAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAAC

GGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTGTGACCTTTAGAAATTACATCAATCCGTCTGCACGTAATTGT

TGACGCACGTGTTCGTCTGCGT 

>OTU10191;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9835),c:Fusobacteriia(0.9719),o:"Fusobacteriales"(0

.8846),f:"Fusobacteriaceae"(0.6350),g:Fusobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAACTCTGACCCAGCAATTCTGTGTACACGATGACGGT

CTTAGGTTGTTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGAACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGTTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGGGTCTAGGTGGTTGGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTGCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGAGAG

CGGAACTACCAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCAATAGAGAAGTCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10190;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGGATAAGCGTGTTGTGAAATGTCGGGGCTCAACGTGTGAGTTGCGTCGCGAACTGGCAGACTT

GAGTGAGTAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGGCGGTAGCGTAACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10195;tax=d:Bacteria(0.0024),p:"Thermodesulfobacteria"(0.0000),c:Thermodesulfobacteria(0.0000),

o:Thermodesulfobacteriales(0.0000),f:Thermodesulfobacteriaceae(0.0000),g:Caldimicrobium(0.0000); 
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TTCTCCTGCTTCTCACCTTCTTGACGGCTTCCCATTCATTCAGGAACCGCCTTCTGGTGCTTTGCAAGAACTCGTCCTTC

TTCTCCACCATGCTTATGACCAGTGTTTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGAC

CGTTTATCGCAATCTGCCGACCACTCGCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCC

GAAGCGGTAAAAATGGTAATTTTTGCCGCGGAGGGGTTGAACAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGGT

TAATCATGTTTCAGACGGGTATGGCGCGCCATAAGTCAAACTTTTG 

>OTU10193;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCACGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGCCCGGGCGTTATCCGGACTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGATGTGAAATGGCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGGAGGCTT

GAGTGCGGAGGAAGTAGGCGGAATTCGGCGTGGAGCGGTGAAATGCTTAGATATGAAGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAAATGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10194;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Betaproteobacteria(0.7881),o:Burkholder

iales(0.3959),f:Sutterellaceae(0.2184),g:Sutterella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACCTCTCTTTTTAGGGACGTAAAGGACCGTGTTAATACCATGTTCTGCTGACGGTATCTGAAGAA

TCAGCACCGTCTAACTACGTGCCACCAGCCCCTGCAAAACGTACGGTGCAAGCGCTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGAGAGAGGGAAAAGCCCCGGGCTAAACCTGGGAATTGCGTTTGTGACTGCAAG

ACTAGAGTTCATAAGAGGGAGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCTCCTAGGATGCGACTGACGCTAATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10196;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7787),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGCTCACGTGTGGCTTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGTTAAGCGTGATGTGAAATGTCGGGGCTCAACCTCGGAATTGCAGCGCGAACTGGCAGACTT

GAGTGGGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCATGCTGGGGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10198;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTGATTGTAGGTACTGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACGTGGGAATTGCGGCGCGAACTGGCAAACTT

GAGTGAGTAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCAGTAGCGCTACTGACGCTAAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGTTAAGCCAGTTGTGAAATGTCGGGGCTCAACCTGAGCATTGCAGCTCGAACTGGCAGACTTG

AGTGCACAAGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGAAGCCGCGTGCGCGAAGACGTA

TTTCTGTATTTAAAACTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTATGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTATGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGGCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACGGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10201;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTAGGGGTTGTAAACTGCTTTTATAGGGGTATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTCTCTTGTGAATAAGG

ACGCGCTAATTGCGCGCCAGCCGCCGCTGTTATACGGGAGGCCCGCGCTTTATGCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTTCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10202;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.4787); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGCAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATCTTGCAGGTACCCTATGCATACGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCTTATAAGCGTGTTGTGAAATGTAGGTGCTCAACCTGGGCATTGCGGCGCGAACTGTGAGGCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGTCGGGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9762),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTAGGATCGTAAACCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAAATGTTCACGCAGTGACGGTATATAACCAG

AAAGTCACGGCTAACTACGTGCAAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGACTTGAAAGCCTTTTGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACTGTGGAACTCCATGTGTAACGCTGTAATGCGTCGATATATGGAAGAACACCAGTGGC

GAATGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10204;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGT

CCTATGGGTTGTAAGCTGTTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACAGCATGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCCGTAATCCGGAAGGTCTGGGCGTTATCCGGATTTATTGGGATTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGATGTGAAATGCTGGCGCTCAACGTGTGCGCTGCAGCGCAAACTGGCCAGCTA

GAGTGCGCGCAAGGTGAGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACTCCGGTTGCGA

AGGCGGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10203;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Negativicutes(0.2321),o:Selenomonadales(0.10

15),f:Veillonellaceae(0.0355),g:Selenomonas(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAG

AGTGCGTAGGTGGTTATCTAAGCGTATGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTG

AGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0808); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACGAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGCTAAGCTTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTT

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTTCTAAGAACTCCCATCGCCAAGC

CAGCCTGCTGTACCGTCACTGACGCTCAAGCTCGAAAGCGTCGGTATCGAACAGGATTAGATACCCTAGTA 

>OTU10205;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCCTATTGCAGGAACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGTCTTATAAGCGAGTTGTGAAAGGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGGGGCTT

GAGTGCGCAGGAAGTAGGAGGAATTCGTAGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10207;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGTC

CCTATGTGTTGTAAACTGCTTTTGTGCGGGGGTAAAGTGCGCTACGCGTGGACTTTTGCAGGTCCCGCATGAATAAG

GACCGGGTAATTCCGTGCCGGCGGCCGCCGTAATACGGAAGTACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGGGGCTCAACGTGTGCACTGCAGCGCGAACTGCCAAGCTT

GAGTGCGGGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGTTGATGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10211;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAGTATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAGGGTTGCAACGTTGGGAATATTGCAGTTACCCTATGAATAAG

GACCGCCTAATTCCGTGCCGGCCGCCCGGGAAGTCCGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1735); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCACGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGTGGTAATACGGAAGGTCCGGGCCTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGGGCAGTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGTCGGAATTCGTCGAGTAGCGTTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

TCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTGGATACCCTGGTA 

>OTU10208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGCTCGTAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCCTAACGGTGGATCTGCGCCGGGTACGGGCG

GGCTGGAGTGCGGTAGGGGAGACTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10209;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGCGAGCGCAGGCGGAAAA

ATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAG

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10212;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGT

ACTGGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTG

CGAAGGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGT

A 
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>OTU10214;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATACAGTGAGCCTCGTGAGGCTTTTTGCATTTACCTTATGAATAATGA

CCGGCTAATTCCGTTCCATCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGATTAGGCGTGATGTGAAATGTAGATGCTCAACATCAGAAGTGCAGCGCGAACTGGGTGACTTGA

GTACGGAAAAGGTGAGCGGAACTCGAGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAGG

CAGCTGACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTACGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10213;tax=d:Bacteria(0.9450),p:"Proteobacteria"(0.3448),c:Alphaproteobacteria(0.1159),o:Sneathiell

ales(0.0413),f:Sneathiellaceae(0.0099),g:Sneathiella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTGGAAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAAGCTCTTTCGGACAGGAAGATAATGACGGTACTGTCTAAATAATCCCCGGCTAACTTCATTCCGGC

AGCCGCGGTACTACGCCAGGGGCGGGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGCATAATAAGA

TAGCTGTGAAATACCTGGGCTTAACCTAGGAACTGCCGTTGTTACTATTAAGCTAGAGTGATAGAGAGGATAGTGGA

ATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGTTGCGAAGGCGAGTATCTGGCGAGTAACTG

ACGCTGATGCACGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10215;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.7068),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATACGAGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGACAAACCTGGGCATTGCAGCGGGAACTGGCACACTT

GAGTGCACGGGAAGTAGGCTGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGAAATATTGGTCAATGGGCGGAAGACTGAACCAGCCATGTCGCGTGAAGAACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCTATGGTACTGTTTGGCTG

GAATGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTCTAGAGGCGTCCATTAACGCTCAATCTCGAAAGCGAGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU10217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.6350),g:Roseburia(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAACACCGGCTAAATACGTGC

CTGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCGGGAACTGCTTTGGAAACTGTTCGTCTGGAGTTTCGGAGGGGAAA

GTGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACGA

TAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10218;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCCGTTGTTGGTGAAGTAGGCTAGAGGTCGTAACTGGCCTTTATTTTACGGTATTCAACCAG

AAAGTCACGTCTAACTCCGTGCCAGCAGCCGCGGTGATACGTACGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGTGGAACTGCATCGGGAACTGTTGT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10219;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGT

CCTATGGGTTGTAAACTGCTTTTATACGGGGACAAAGTGGGCCACGCGTGGATCATTGCAGGTACCGTATGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAAGGGCGTGGCTCAACCAGGGCATTGCAGCTGGAACTGGCAGTCTT

GAGTGCGCAGGAAGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACACCGATTGCGAA

GGCAGCCTGCTGTGGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTGTTTGAGAATAAACGCCGGTACGCGTCCCGGTTTGTATGTATCATCCGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCAGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTGTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGCGGGACTGCAGTTGATACTGGAAGGCTTG

AGTGCGGACAGGGAAGCCAGAATTCATGGTGTAGCGGTGAAATGCACAGATATCATGAAGAACTCCGATCGCGAAG

GCAGGCATCCGAGGCGTGACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0615); 

ACGGAAGGCCGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATTGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCTGATCGTAATGCTCTGCTTTTGGTGTAGACTCATAGAGTTCGTACCTGGCCTTTATTTGACGGTAATCAACCAGAA

AGTCACGGTTACCTTCGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTTGGCGTAAAG

CGAGCGGAGGCGGAAAAATAAGGCTAATGTGAAAGACCTCGGCTTAACCGGGGAACTGCATCAGAAACTGTTTTGC

GTGAGTGCAGAGGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAAAACCAGTGGC

GAGGGCGACTCACTAGGCTAAAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGAGGAGATACCCTGGT

A 

>OTU10224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCTGGACTGCTTTTGAAACTATGCAGCTAGAGTGTCTGAGAGGTAAGTC

TAATTCCCCCTGTAGCGGTGCAATGCGTAGATATTGCGAGGAACACCAGTGTCGAAGGCCGCTTACTGTACGATGAC

TGACGTTGAGGCTCGAAATCGTCGGCAGCAAACAGTATTAGATACCCTGGTA 

>OTU10222;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.5273),g:Clostridium_IV(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGACAGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAACCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAAACCGCGGGCGCAAACTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGTGG

GCGGAAGTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10221;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGGGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATATTGGCA

GGCTGGAGTCCCGTAGGGGGGGGTAGAATCCCAGGGGTAGCGGTGAAATGCGTAGAGATCGGGGGAAATACCGGT
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GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGAAAACAGGATAGATACCCTG

GTA 

>OTU10225;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCCGCAGCCGCGGCAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGGGTCGTGAAATTCCGCCGCTCAACGGCGGACGGGCGGCGCGAACTGGTCCACTTG

AGTGCGCGGGACGTTGGCGGAATACGTGGTGGAGCGGTGAAATGCTTAAATATCACGAAGAACTCCGACTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGCATCGAACAGGATTAGATACCCTGGTA 

>OTU10228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCTCAATGGACGCAAGTCTGATGGAGCAAAGCCGCGTGCGTGAAGAAGGA

TTTCGGATCGTTAAGCTCTGTTGATGGTGAAGTAGGATCGAGGCAGTAACTGGTCTTTATTTTACGGTATTCATCCAG

AACGTCACGGCTAACTACGTGCCCCCAGCCGAGGTAATACGTCGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

GGGGAGCGCAGGCGGGATGATAAGTCTGATGTGAAATCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGGCAT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU10229;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATCGGTGGATAAAGTTTGCCACGTGTGGCCTATTGCAGGTACCCTATGAATAAGTA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGGGGGGTGAAAAGTCGGGGCTCAACATGGGCAGTGCAGCGCGAACTGGGAGACTTG

AGTGCGAAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGCCGAAGAACTCCGATTGAGAAG

GCAGGCTGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10227;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGACGAGGCCTCACGGTGACGGTACCTGCAGAAGAAGCCCCGGCTAACTA

CGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGT

CTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGTGCGCAGGA
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AGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGT

AGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10226;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATGGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGAGTGCGTTGGATACTGTT

TTGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.5273),g:Blautia(0.3043); 

ACGGGAGGCAGCAGTGGGAAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGGATGTAAACTTCTATCAGCAGGGAAGATAGTGAAGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAGGCTTGAGTGTCGGCGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCAGTTGCGAAGGCGGCTTACAAGACGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10232;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAAGATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGTAGCGTATGTACCATCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGATATCCGGATTTAGTGGGTTTAAA

GGGAGCGTAGGCGTGTTATTAAGCCAGTTGTGAAAGGCTGAGGCTCAACCGTAGAACTGCAGTTGCAGCTGGAAGC

CTTGAGTGCACGGAGGGGTGCCTGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGAAAGC

GAAGGCAAGTGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACCGGCCTTTAGTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGCCTAATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGTAACTGTT
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TTTCTTGAGTGCCGATGCGGAGAGTGGAACTCCTAGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTCACTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10234;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8146),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCCTTTATAAGGGAAAAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTAAGAACAAGG

AACGGCCAATTCCGTGCCAGCAGCCGCGGGAATACGGAAGGTCCGGGCAGTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTCGTGAAATGTAGATGCTCAACAGCTGCACTGCAGCGCGAACTGGTTTTCTTG

AGTACGCACAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCACCTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3043); 

AGGGAAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGAGAAAGAAGGAAGGAGAAAAGGAGAGTGAGGGAAGAA

GGGTTTCGGCTCGCAAAACTCTGTTGTTGAAGAAGAACGTGCGTGGGAGTAACTGTTCACGTAGTGACGGTATTCAA

CCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGC

GTAAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGATACTGT

GTGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

TGTA 

>OTU10235;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGTTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCACGTCCCGTATGAATAAGG

ACCGGGTAGTTCTGTGACAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCGGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGGAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCTCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10236;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGTCGGTGCCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATTCGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGCAGGCCGCCGGGCAAGCGAGTGGTGAAATGCAGTCGCTCAACGTCTGAACTGCAGCGCAAACTGCACAGCTT

GAGTGCGCGCAAGGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATTGGGAAGAACTCCGATTGCGAA

GGCGGCTGACGGGTGCGTAACTGACGCTCATGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10237;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCATCTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACCCTTAAGTCGGGAGGGAAATACGGCGGCTCAACCGTCGGGCTGCAGTGGATACTGGGGGTCTTG

AGTTCACACGAGGATGCCGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACCCCGATCGCGAAG

GCAGGCAGCCGGGGTGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumi

nococcaceae(0.6709),g:Oscillibacter(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGATCAGAAGACGGTACCCCTTGAATAAGCCACGTCTAACTACGCGCC

AGCAGCCGCGGAAATACGTAGGGGTCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTCCGATA

AGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTAGTCTTGAGTATCGGAGAGGTCAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10239;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Eisenbergiella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAGAGATGACGGTTCCTGCCTAAGAAGCCCCGGCTAACTACGTGC

CCGCCGCCGCGGTTATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGACTGCATTTGAAACTGTCAAACTTGAGTGTCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGA

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10240;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1291),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGCAGGTGGGAAAG

TAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGAAACTACTTTTCTTGAGTGCAGAAGAGGACAG
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TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGATCGTAAAGCTCTGTCGGTGGGGAAGAAGGATAGAGGTAGTAACTGGCCTTTACTGGACGGTAATCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTCGTCCGGATTTATTGGGCGTA

AAGCGAGCGCCGGCGGAAAAATAAGTCTAATGTGAAAGCCCGCGGCTTAACCGCGGAACTGCATTGGAAACTGTTCT

TCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10243;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Flavobacteriia(0.0726),o:"Flavobacteriales

"(0.0473),f:Flavobacteriaceae(0.0113),g:Flavobacterium(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGATGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGAGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCGGTTAGATAAGTCTGTGGTTAAATGTTGCGGCTCAACAGGAGTATGGCTTGAAAAACGTCTGACTAGGA

GGAAAGCGGAGCAGGGGGAATGACGCAGTGAGGGGTTACAAGGCTAGATATGCTCCAGAAAACCGATTGCGAAGG

CAGGTTGCGAGGATACGATTGAAGACGAAGCACGAAAGCGGTGGGATCGAACAGGATTAGATAACCTGGTA 

>OTU10242;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGCGGGTAAGCGTGATGTGAAATGCAGTCGCTCAACATCTGCACTGCATCGCGAACTGTCCAGCTTG

AGTGCGCGCGACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCTGACAGGGCCGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGTTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTCCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCAGTTTTATAAGCGTGATGTGAAATGTTGGGGCTCAACCTGGGCGTTGCAGCGCGAACTGGAAGACTTG
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AGTGCGCGGGATGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCAATTGCGAAG

GCGGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10247;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTTAGCCACGTGTGGCTTATTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTATGGTAAGCGTGTTGTGAAATGTCCGGGCTCAACCTGGGCATTACAGCGCGAACTGGCAGACTTGA

GTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCGCGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10246;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:"Prevotellaceae"(0.9666),g:Prevotella(0.8605); 

AAGGGAGGAAGAAGAGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCACACTGCACAACCCCTATGACACAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCCTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGTGTGAAGAAGGTT

TTCGGATCGTAAGGCACTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTACTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGAAGCCGCGGGAATAAGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGTGCGCAGGCGGAAAAAGTAGTCTAATGTGAAAGCCCTCCGCTTAACCGATGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGAAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10248;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGCC

CTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGTTCCACGTGTGGGTTTTTGCAGGTACCGTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTTTGTTAAGTGTGTGGTGAAATGTCGGGGCTCAACCGGGAAATTGCAGCGCGAACTGGCAGACTTGA
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GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10249;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTATTAGCAGGGAAGATAATGACGGTACCTGCCGAAGAAGCACCGGCTAAATCCGTGCCA

GCAGCCGCGGTAATACGGATGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGAGTAA

GTCTGAAGTGAAAGCCCGAGGCTCAACCCTGGGACTGCTTTTAAAACTGTTAAGCTAGAGTGTGAAAGAGGTAAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGATA

TCTGACGTTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10251;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGAGCTATGTGTGGTTTATTGTAGGTACCGTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTATTAAGTGAGTTGTGAAAGGTCGGGGCTCAACCGTAGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCACAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTACCGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGGAGGATATAGGTAGTAACTGGCCTTTATTTTACGGTAATCAACAAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGTGGCATGTGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAATATAAGTGTGATGTGAAAGCCCTGGGCTTAACCGGGGAACTGCAGCGGAAACTGTGTGT

CTTGAGTGCAGAGAAGGTGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACTCCAGTGGC

GAAGGCAGCTCCCTGGTCTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGACAAAGTGAGCAACGTGTGGCTTATTGCCGGTACCGTATGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGCAATACGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGACGGGGCTCAACCTGAGCATTGCAGCACGAACTGGCAGACTT
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GATTGCGCAGGAAGTAAGCGGAATTCCTCGTGTAGCGGTGAAATGCTTGAATATGACGAAGAACTCAGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10255;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.6899),c:Fusobacteriia(0.4045),o:"Fusobacteriales"(0

.1719),f:"Fusobacteriaceae"(0.0710),g:Fusobacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCAACCAGCCGCGGTAATACGTATGGCGCGATCTTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAATG

ATAAGTCTGATGTGAAAGCCTAGGGCTCAACCGTTGAACTGCATTCGAAACTGTAATTCTTGAGTGCAGGAGAGGAG

AATGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCT

GCGACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10253;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATACAGTGGGCCACGCGTGGCCTTTTGCAGCTACCGCATGACTAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGGTTAAGGG

GAGTGCAGGCCGCCGGGCAAGCGGGTTGTGAAATGCAGGGGCTCAACGTCTGAACAGCAGAGCGAACTGCCCGGC

TTGAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATTGCG

AAGGCAGTTGACGGGGGAGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10254;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCATAAAGCTCTGTAGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTCTATTTGACGGTAATTACTTAG

AAAGTAACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAGTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGACTGATGTGAAAGCCTTCGACTCAACCGGAGAATGGCATCAGAAAGTGTTG

AACTGGAGTGCAGAAGAGGAGAGTGGAGCTCAATGTGTAGCGGTAGAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10257;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinobacteri

um(0.0000); 

TTAGTTGATGGCGACAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCACGGCTAGGTCGCATTTTCTCATTTTCCGCC

AGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTCGACTCATCAGAA

ATATCCGAAAGTGTTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATCGAA
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GCGCGCATAAATTTGAGCAGATGTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACGTTGCCCAGCCG

CAATCTCATCTCTCTTTTTGAGTTCGGCTGCAATAGCTGGGTGAACGGCGTCGCGTCGTAACC 

>OTU10256;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATGAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAGCTGCATCGGAAACGGTCG

TTCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCAGCCGTCTGGGCTGCAACTGACGCTGAGGCTCGGAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10258;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGTGGTCGTGAGAACAGTTGTATGTACCATATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGGGGATTAAGTCAGCGGTGAAAGTCAGTGGCTCAACGATTGAACTGCCGTTGAAACTGGTTGGCTTGA

GTACGTACAGAGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAGG

CAGCCTGCCAGACCGTGACTGACACTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGAGTATAAAGTGGTCCACGTGTAGTGTATTGCATGTATCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGGCGTCTGGTAAGCGTGTTGTGAAATTTTGGGGCTCAACCTGGGAATTGCAGCGGAAACTGGCAGACTTG

AGTACGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTACTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10260;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGAAGCCGCGGTAATTCGGCAGGTTCGCGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAGTGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGGCTT
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GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTGGCGTAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCCCAACGCCGGGGTTGCCGTTGATACTGTACATCCA

GAGTGCTCTTGCCGTAGGTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAAG

GCATCTCACGAAGGTGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10264;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Marinilabiaceae"(0.0073),g:Anaerophaga(0.0039); 

AAGGGAGGAAGAAGGGAGGAAGATGGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGG

CCCTATGGGTCGTAAACGTCTTTAGACGCAGAGCAATAAGGGTTTCGTGAGATCCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGAAGTGCAAGTCCGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCT

GGAATGATCTTGCCGTGTGACGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACTCCGATTGCGCA

TGCATCCTGCGCTCGCGTACCTGACGCTGAAGCTCGAACGCGTGGGTATCGAACAGGCTTAGCTACCCTGGTA 

>OTU10262;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGGCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTGATTGGGCGTAAAGC

GAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCCAGGAAGTGCATCTGAAACTGTCGGACTT

GAGTGCAGATGCGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATTGCAGAACACCAGTTGCGAA

GGCGGCTTTCCGGTCTGCATCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10263;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTGTCTGGGAATAAAGTGCGGGACGTGTCCCGCTTTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGGTGTTAAGCGTGTCGTGAAATGTAGTGGCTCAACCGGGGAAGTGCGGCGCGAACTGGTCTACTTG
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AGTGCGCGCGACGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGAGAGCGTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10266;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Promicromonosporaceae(0.0000),g:Promicromonospora(0.0000); 

ACCATCGACATCATCTTCGGTTACCTCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGCGGCCAAAGCGGTCTGGA

AACGTACGGATTGTTCCGTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAAT

CCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGA

ACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTGGACAGAATCGTTAGTTGATGGCGAAAGG

TCGCAAAGTAAGAGCTTCGCGAGCTGCGCAAGGATAGGTCGAAGGTGCTCATTTTCCGCCAGCAGAACACGGCGATT

GAATTCGTAAACAAGCA 

>OTU10265;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9827),o:"Fusobacteriales"(0

.9843),f:"Fusobacteriaceae"(0.6350),g:Fusobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTGGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGACGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTATGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTTGACACTGTCAAACTAGCGTACGCGAGGGGTGAGC

GGGACTACAGGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGACAGCCCACTGGCCAGAT

ACTGACGCTAAAGCACGAAAGCGTGGGTAGCAAAGAGGATTAGATACCCAGGTG 

>OTU10270;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lach

nospiraceae(0.0000),g:Clostridium_XlVb(0.0000); 

TAGTAGCGGTAAAGTTAGACCCAACCCTGAAACCAACATACACATTATTGCCCGGCGTCCGGGGACGGACGTCAATA

GTCACACAGTCCTTGCCGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAG

GGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCA

GCACCAACAGAAACAACCTGAGTAGCGGCGTGGACAGATGTAGCCATCTGAAGGCAATGAAGAAAACCAACATTAC

CAGCATTAACCGGCAAACTATCAAAATATAACGGGGACGAGGGAGCTTTAGGGGTCTGTAAAACAGGTGCCGAAGA

AGCTGGAG 

>OTU10267;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9903),o:"Fusobacteriales"(0

.9937),f:"Fusobacteriaceae"(0.9916),g:Fusobacterium(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTTCACGATGAAGTTT

TTCGGAATGTAAAGTGTTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAATCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGTGTTGGT

AAGTCTGATGTGAAAATGCGGGGCTAAACTCCGGATTGCGTTTGAGACTGAAAAACTAGAGTACTGGAGAGGTGGG
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CGGAATTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCAACTGGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10268;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAACCTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCAGTTTGCATGTATTTTCTGAATAAGG

ATCGGCTAACTCCGTGACAACAGACGCGGTAATATGGAGGATACGAGCGTTATCAGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGTAAAATTGCATTTGATACTGTATATCGTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10269;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTCGGCCTCGTGAAGCCTTTTGCAGGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTGTTAAGCGTGTAGTGAAATGTCGGGGCTCAACCGGGGCATTGCGGCGCAAACTGGCAGACTTG

AGTGAGCACGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10271;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATTACGGC

CCTACGGGTCGTAAACTGCTTTTACCGGGGAATAAAGTGGGGCTCGTGAGCCTCTTTGCATGTACCCGTTGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGGGAGTAAGCGTGTAGGGAAAGGTAGGTGCCCAACATCGGCACTGCAGCGGAAACTGGATGCCT

TGAGTGCGCACGAGGTGGGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACGCCGATTGCGA

AGGCGGCTCACTGGAGCGGAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10272;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGGTAAAGGCGCGGACGTGTTCCTCTTTTGCAAGTCCCGCCAGAAAAA

GGCCCGGCTATTTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCAGGGGCTCAACCGTCGAACTGCAGTGGATACTGGTGGTCTT
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GAGTGCGCGCAGGGGCGGTGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAACTGCTTTTATACGGGGATAAAGTGGGCCACCTTTGGCTTATTGCAGGTACCGTATGAATAAGGA

CCGGCTCATTCCGTGCCAGCCGCCGCGGTAATCCGGAAGGTTCTTGCGTTATCCGGATTTTTTGGGTTTAAAGGGCGC

GTAGGGCGTATGTTAAGCGGGTTGTGAAATGTCGGGGCTAAACCTGGGCATTGCAGCGAGAACTGGCAGACTTGAG

TGCGCAGGAAGTAGGAGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5991),g:Blautia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCGGCGATGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGAAGTGAAATGCAGGGGCTCAACCCCGGGACTGCATTGAAAACTGTTAATCTAGAGAGTGAAAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10275;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rickettsial

es(0.0000),f:Anaplasmataceae(0.0000),g:Ehrlichia(0.0000); 

GTCCGGATTGTTCAGTACCTTGACTCCTGATTTCTTCCCTCTTCGTGGTTGCACAGCATCGGACTCAGATAGTAATCCA

CGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAACG

TGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGAAAGGTCG

CAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTGTCTCAGGTTCCGCCAGCAGTCCACTTCGATTTAAG

TCGGAAACAAGCAGTAGTAATTCCTGCTGTATCAAGATAATGTTTCG 

>OTU10277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTCGTTGGTGAAGATGGTTAGAGGTAGTAACTGGCATTCCTCTGACGGCAACCAACCAG

AAAGCCCCGGCTAACTACGTGCCAGAAGCCGCGGCAATATGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGGGGAATTGCATCGGAAACTGTATTT

CTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAGCTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10276;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGT

CCTATGGGTTGTAAACTGTTTTTATAGGGGGGAAAAGGGTGCCACGTGTGGAATATTGCAGGTCCCCTATGAAGAAG

GACCGGCCAATTCTATGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGTGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATCTCGGGGCTTAACCTAGGCACTGCATCGCGAACTGCGTGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTACCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10280;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp1(0.0000),g:Gp1(0.0000); 

TATGGCGAGAACTAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGTCAACCCCT

CAGCGGCAAAAATTAAAATTTTTACCGCTTCGGCGTTATAACCTCACACTCAATCTTTTATCACGAAGTCATGATTGAA

TCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACTGCAACAACTGAACGGAC

TGGAAACACTGGTCATAATCATGGGGGCGAATAAGTACGCGTTCTTAGTCGCCACCATGATTATGACCAGTGTTT 

>OTU10279;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGGGGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGACGGCTTTGCAAGTCAGCGGTGAAAGGTCCGGGCTCAACGCGGAAAGTGCCGTTGGTACTGTCAGGCTG

GAATGCGCATGCTGTGGGAGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATTGCGCAGAACTCCGATTGCGAA

GGCAGCTGACCGGCGCGCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAAGCTCTGTTGTTGATGAAGAAGGATCGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

ACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTACGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCGAGGCTTAACCGATGAACTGCATCGGAAACTGGTTTT

CTTGAGTGAAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10282;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGAGAACGGGCAGACTG

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGGGTAGAGGGGAAATGCTTAGATATGACGAAGAACTCCGATGGCGA

AGGCAGCCTGCGGTAGCGTAACGGACGCTGAAGCTCGAAAGCGGGGGTAGAGAAAAGGATTAGAGACCCTGGG 

>OTU10281;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.1872),g:Roseburia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAAAGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGAA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTAAGTGC

CAGCAGACGCGGTAATACGTAGGGGGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGATCGTAGGCGGCATGTC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCACGCTGGAGTGTCGGAGATGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGTAGGAACACCAGTCGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10285;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTGTAGTGAAGAAAGATAGAGGTAGTAACTCGCCTTTATTTTACGGTAATTACTTAGA

AAGTCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCCGTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTTAAAGGCCGCTGCTTAACCGAGGAACTGCCTCGGAAACGGTTTTG

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGTGTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGGAGAATGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAATGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGGTTAAGTCAGTGGTGAAAGTTCGCGGCTCAACCCTAAAATTGCATTTGATACTGGCCGGCTTGA

GTGCTGCAGAGGCAGGCGGAATTTGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCGGGAGCGTGACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10284;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Fusicatenibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGGGATGAAGTA

TTTCGGTATGTAAAGCTTCATTAGTAGGGGAGTAGAAAGGACGGTACCTGACTAATAAGCTCCGGCTTACTACGTGC
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CAGCAGCTGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGAGACTGCATTGGAAACTGTCAGGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10286;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGAGTGTCGTGAGACTTTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTCGTGAAATGTAGCCGCTCAACGTCTGCACTGCAGCGCGAACTTGTTTCCTTGA

GTACGTTCAATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCCACAGGGGCGCTACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGCGCCACGCGTGGCTTATTGCCGGTACCGTATGAATCCGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCAGTTAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCCTAGATATGACGAAGAACTCCGATGGCGAAG

GCAGCCTGCTGAAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10287;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.8146),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGGACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCTACGACCTCCGCTTGCGAATA

CAGCCTGCTGTAGCGTAACGCTCGCCCGAGCTCCAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10289;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGACGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTCTGTGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATCCTGTTTTTTATGTATTATATGAATACGAATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG
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TAGGTGGACTGGTAAGTCAGGTGTGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGTAAGGCTTGAGTG

CAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAATGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGTCTCACTACGTGCGAGCCGGCGCGGTAATACGTCGGTGGCAAGCGTTATCCAGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10292;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCTGTTAAGTCAGCTGTTAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGA

TTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10293;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGCGTGGCTTCTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTTCCAGCAGCCCCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTGTTGGGTTTAAAGGG

AGCGTAGGCTGTCTGTTAAGCGTGTTGTGAAATGTAGATGCTCAACAGCTGCACTGCAGCTGAAACTGGTTGCCTTG

AGTGCACACAAGGGAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAG

GCAGCTCCCTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10290;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.2524),g:Pseudoflavonifractor(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGGGAAACCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCCGACAA

GTCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGCCGGTCTTGAGTATCGGAGAGGCAATCG
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GAATTCCGTATGTAGCGGTGAAATGCGTAGATATACGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10294;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATAAGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATTTCGGGGCTCAACCTCGGCATTGCATCGCGAACTGGCAGACTTG

AGTGGGCAGGATGTATGCTGAATTCCTGGTGTAGCGCTGAAATGCTTAGATATGACGATGAACTCCGCTTTCGAAGG

CAGGCTGCTGTAGCGTAACTGACGCTGAGGCTCGAGAGCGTGGGTAGCGACCAGGATTAGATACGCTGGTA 

>OTU10297;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCCTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGGGAGTAACTGTTCACGCAGTGCCGGTATCCAACCA

GAACGTCACGGCTCACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCGTATGTGAAAGCCTTCGGCTTAACGGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGGGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGATGGCGTCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAATGCATGGGTAGCGAACAGGATGAGATACCCTGG

TA 

>OTU10295;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTGTTGAAGAAACAACTGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGTAGCGCAGGCGGGACTGC

AAGTTGGATGTGAAATACCGGGGCTTAACTCCGGAGCTGCATCCAAAACTGTGGTTTTTGAGGGGAGTAGAGGTAA

GAGGAATACCGAGGGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCT

CTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGTA 

>OTU10296;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.3448),c:Fusobacteriia(0.1740),o:"Fusobacteriales"(0

.0781),f:"Fusobacteriaceae"(0.0252),g:Fusobacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAGCTGCTTTTATATGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCATATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGG

CGTCTAGGTGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGA
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GTATCGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10298;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9827),o:"Entero

bacteriales"(0.9497),f:Enterobacteriaceae(0.9294),g:Escherichia/Shigella(0.6681); 

ACTTTATTCATCATTTTTTAATATTTCACAATTTTCTCAATCCTTATTCATCCATGCCGCTTGTATGAAGAAGGCCTTCGG

GTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG

CACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTG

AGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAA

GGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10299;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTAACCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCTAAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10301;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.9180),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGGAGTGACGAAGGATAGAGGTATTACCTGGCATTTATTTGACGGTAATTACTTAG

AAAGTCCCGCCTAACTACGTGCCAGCAGACGCGGTAATACGTTGATTGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTG

ACTTGAGCGCAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU10300;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGGAAAGCGCTGTCTTCAGGGACGATAATGACGGTACCGGAGGAGGAAGACACGGAAAACTACGTGCC

AGCAGCAGCGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTCAAGGAAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTTGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAATGCGGCTTTCTGGCCTGTA

CCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10303;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTGTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTGGCCTTTTAAGTCAGCGGGGAAAGTTGGGGGCCCAAACATAAGATTGCCGTTGAAACTGGAGGGCTT

GAGTATGTTTGGGGAAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTTCTAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10302;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGAAAGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGCAGGAAGACGGC

CTTATGGGTTGTAAACTGCTTTTTTAAGGGCATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATAAATAAGGC

CCGGCTAATTCCGAGACAGCAGCCGCGATTATTCGGAAGGTCAGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGACATTAAGAGTGTTGTGAAATGTAGATGCTCAACGTCTGCACTGCATCGCGAACTGGTTTCCTGGAG

TACGCAAAAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGGCGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATACGTCTAATGTGAAAGCCCTCGGCTAAACCGGGGAACGGCATCGAAAACTGTTT

TTCTTGAGTGCGGAAGAGGAGAGTGAAACACCGTGTGTAGCGGTGGAATGCGTAAATATATTGAGAACACCAGTGG

CGAAGGCGGCTCTCTGATCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10305;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTGGCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTTGGTTAAGTCTGTTGTGAAATTCCGTCGCTCAACGGCGGACGTGCAGCGCGTACTGGTCACCTTGA



7180 

 

GTACACCAGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACTGTATCGCAACTGACGCTGATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACACGAATGCATGTACTTTATGAATAAGG

AGGGGCTAACTACGTGGAAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCTTAAAATTGCATTTGATACTGGTTATCTTGAG

TTCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

TCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.1872),g:Fusicatenibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTAGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGCACCTGACTAAGAAGCTCTGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGAAGGGGGCAAGCGTTACCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGATGAGGTA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACTCCAGTTGCGAAGGCAGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10308;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTTTAAACTGCTTTTATACGGGGATAAATTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

CCCGGCTAATTCCGTGCCAGCAGCGGCGGTAATACGGATGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATACTGGGGCTTAACCTGGGCAGTGCAGCGCGAACTGGCAGACTAG

AGTGCGCAGGAAGTAGAGGGAATTCGTAGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATTGCGAAG

GCAGTTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10309;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9877),o:Campylo

bacterales(0.9172),f:Campylobacteraceae(0.9015),g:Campylobacter(0.8605); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGTGTAAACTTCTTTTCTTAGGGAAGAATTCTGTCGCTACCTAACGAATATGCACCGGCTAAATCCGTGCAA

GCAGCCGCGGTAATACGGAGGGTGCACGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTAAACCATTAAACTGCATGGGAAACTGATAGTCTAGAGTGAAGGAGAGGCAGATG
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GAATTGGTAGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGGACTCAAC

TGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10311;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Epsilonproteobacteria(0.9462),o:Campylo

bacterales(0.7995),f:Campylobacteraceae(0.4563),g:Campylobacter(0.2607); 

ACGGGAGGCAGCAGTAGGAAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACTCCTTTTCTACAAGAAGAACAATGACGGTATTGTAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTGTCAA

GTCTTTTGTGAAATCTAATGGTTCAACCATTAAACTGCTTTGGAAACTGTTAATCTAGAGTGAGGGAGGGGCAGATG

GATTTGGTGTGTTAGGGGTAAAACCCGTAGATTTCACCTGTAATTCCCATTGCGAATGCGACCTGTTAGAACTCAACG

AACGCTAATGCGTGAAAGCTTGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU10310;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGACTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGCGGGTTGGTAAGTTGGATGTCAAATACCCGGGCTTAACTTGGGGGCTGCGACCAATACTGGCG

GACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTG

GCGAAGGCGGATTACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10312;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTTCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTTCATTTACCATCATAAAAATGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGTCAGGCTTTTAAGTCAGTGGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACGGGAAGTATTGA

GATCACACAGGGATGCAGGAATTCATGGTGTAGAGGTGAAATGCGCAGAAATCATGAAGAAATCCGATCACGAAGG

AAGGCATCCGGGGTGTTAATGACGCTGAGGCTAGAAAGTGCGGGTATAAAACAGGATTAGATACCCTGGTA 

>OTU10314;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAACGTGCAGGACGACGGC

CCTCGGGGTTGTAAACTGCTTTTAGTTGGGAAAAAAGTGCGGGACGCGTCCCGTTATGTATGTACCATCAGAAAAAG

GAACGGGTAATTACGTGCCAGCAGCCGGGGTAATTCGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTGGTACTGCAGTTGATACTGTAAGCCTT
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GAGTTCGCACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGCATCCGGGGCGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10313;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.1098),g:Blautia(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGACTGGCAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTT

GAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10316;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Acetivibrio(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGGCAGGGGACGATAATGACGGTACCCTGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACGGAA

AGTCAGATGTGAAATACCGAGGCCTAACTTCGGGGCTTGATTTGAAACCTCTGGTCCTTGGGGATGGAGAGGCAGGC

GGAATTCCCGGTGTTGCGGTGAAATGCATAGAGATCGGGAGGAACATCCGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10317;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAACCTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGAAGTGCAAGTCAGGGGTGATATCCCCGCGCGTAGCGCGAGGGTTGCCGATGATACTGTACATCTT

GAATGCGCTTGCGGTGGGAGGAATGCTTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGTTTGCGAA

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10315;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clost

ridiaceae_2(0.0099),g:Alkaliphilus(0.0046); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTCTAGGAAGAAGGT

TTTCGGATTGTAAACTATTTTAGTCAGGGAAGAAAAATGACAGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAGAGGGTGCGTAGACGGGATAACAA

GTTGGTTGTGAAAGCCCTCGGCTCAACTGAGGAACTGCAACCAAAACTATTATTCTTGAGTGCGGGAGAGGAAAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGCAGGCGACTTTCTGGACCGTCCC

TGCCGTTGGGGCACGCAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10318;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Erysipelotrichia(0.4812),o:Erysipelotrichales(0.2

359),f:Erysipelotrichaceae(0.1098),g:Holdemania(0.0204); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGGAAGCCTGACCGAGCAACGCCGCGTGAGTGATGAAGTT

TTTCGGAATGTAAAGCTCTGTTGCGCGGGACGAATGGAGAGGGAGGACCCTCTTGTGACGGTACCGCGCGAGGAAG

CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGG

GTGCGCAGGCGGCCTTTTAAGTTCAAGGTGAAAGCGTGGGGGTCAACCCCATAAAGCCTTGGATACTGGGAGGCTG

GAGTACTGGAGAGGACAGCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCGGAGGCGA

AGGCGGCTGTCTGGACAGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU10319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9834),o:"Bacteroidales"(0.

9866),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGACGGCAGCAGGGCGGCATCTTTTTCCCTGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGAT

CGGCTAAATCCGTGCCAGCAGCCGAGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTGAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GCTGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10320;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Gammaproteobacteria(0.7114),o:"Entero

bacteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCGAGCCTGATCCAGCCAAGCCGCGTGTATGAAGAAGGC

CTTCTGGTTTTAAAGTACTTTCTGCGGGGAGGTAGGGTGTAAAGTTAATACCTTTTCTCATTTACGTTATCCGCAGAAG

CAGCATCGGCTAACTCCGTCCCCGCAGCTGCGGTAAAACGGCGGGGGCATACGCTAATCGGATTTACTGGGCGTAAA

GGGCACGCAGGCGGTTTGTTAAGTCTGATGTGAAATGCCCGGGCTCAACCTGGGAACTGCAGCTGGTACTGGCAGG

CTTGAGTGTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTGGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10322;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAGGGATGAATGT

TCTATGGATTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGTGTACCGGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGCTGTGAAAGTTTGTGGCTCAACCGTAAAATTGCAGTTGATACTGGGGATCTTGA
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GTGCAGTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCACACTAAGCCATAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10323;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCAAAGTCGCGTGAAGGATGAAGGA

TCTATGGATTGTAAACTTCTTTTATACGGGAATAAAGTGAGACACGTATGGTTCTTTGTATGTATCGTATGACTAAGCA

TCGGATAACCCAGTGCCAGCAGCCGCGGTAATACGGAGGACGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTTTTTTAAGTCAGCGGTGAAAGTTTGGGGCTCAACCATAGAATTGCCTTTGAAACTGGGAGGCTTGA

GTGTATGTGAGGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGGTGGCGAAG

GCGGCTTGCCAGACCATAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Flavobacteriia(0.1740),o:"Flavobacteriales

"(0.0781),f:Flavobacteriaceae(0.0252),g:Ornithobacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCCGATCCAGCCATGCCGCGTGCAGGAAGGCGGT

TCTATGGATTGTAAACTGCTTTTGTACGGGAGCAATAATTTCTACGTGCTAGGGAGATGAGAGTACCGTACGAATCAG

CATCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGATTATGCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTAATTTAAGTCAGTGGTGAAATGTACGGGCTTAACCGGGGATATGCCATTGATACTGGATTGCTGGA

ATGCGGATGCGGTATGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGG

CAGCATACCAAGGCGTGATTGACGCTGAAGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10324;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAACCCTCCCACGTGTGGTAGCTTGTATGTACCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGTCGTTAAGTGAGATGTGAAAGGTTGGGGCTCAACCTTAAAATTGCAGTGGATACTGGCGACCTTGA

GTGAGGTGGAGGTGGACGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCATACGAAGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGATTAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTGTGCGGCTTAACCGGAAAAGTGCAGTTGATACTGGATATCTTGAG
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TGCAGTAGAGGCAGGTGGAATTCGAGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGGTTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTCGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10325;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGGTTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCAAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACCGGCA

AGTTGGTAGTGAAATCTATGGGCTCAACCCAGGAATTGCTTTTAAAACTATAGACCTGGAGTAATGGAGAGGAAAGT

GGAATACCCAGTGTAGCGGTGAAATGCGTAGATATCGGGTAGAACACCAGTGGCGAAGGCGACCATCTGGGTACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCCTTGGGAAAAAGATGATGGTACCTAAGAAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGAGTAAAGGGAGCGTAGGCGGATGATTAA

GTGAGATGTGAAATACCTGGGCTCAACCTGGGTGCTGCATTTCAAACTGTTTATCTAGAGTGCAGTAGAGGAGAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10328;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAGTTCGGGGGCTCAAATCCAGGGCTGCCCTTGAGACTGTCGCGT

TGGAGTGAGGAGTCGGCCGGAGGAATAAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAGAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10329;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGACGGCGAT

GCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCATGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGT
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AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10331;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Gammaproteobacteria(0.9180),o:"Entero

bacteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTCGTAAAGTACTTTCAGCGGGAGGAAAGGAGTAAAGTTGATACCTTTGCTCAATGACGTTACCCGCAGAA

GAAGCACCGGCCAACCCCGTTCCCGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCCGGCTTAACCTGGGAACTGCATCTGATACTGGGAG

GCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10330;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Gammaproteobacteria(0.8189),o:"Entero

bacteriales"(0.5023),f:Enterobacteriaceae(0.3204),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATATCTTCGCTAATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGTAGGCGGCTTTGTAAGTTAGAGGTGAAAGCCCCGAGCTCAACGTCAGAACTGCCTCTAAGACTGGAA

AGCTTGAATCTAGGAGAGGTGAGTGGAATTCCGGGTGTAGAGGTGAAATTCGTAGATATCCGGAAGAACACCGGTG

GCGAAGGCGGCCCACTGGACGAAGATTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTATCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGTTTGGTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGGGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGACATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9776),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCCCTGTTGTTGGGGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTTACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCCTTATCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGTTACTTAAGGCTGATGTGAAATGCTGCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTG

ACTGGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10335;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGCGTGAAGGATGAAGGC

TCTCGGGGTCGTAAACTCTGTTTATATAAGAATAAAGAGCAGTATGTCTGCTGATTTGTATGTATTATATGAATAAGG

AGCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGATGATTAAGTGGGATGTGAAATCCCCGGGCTCAACTTGTGAGCTGCATTCCAAACTGGTTATCTAG

AGTGCAGGAGAGGCGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAA

GGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGACGTG

CTTCGGCATGTAAACTCCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGGCA

AGTCTGATGTGAAACCCCGGGGCTTAACCCCGGGCGTGCATTGGAAACTGTATCTCTGGAGTGCTGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10334;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Epsilonproteobacteria(0.4428),o:Campylo

bacterales(0.2039),f:Campylobacteraceae(0.0904),g:Campylobacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTATTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCA

AGTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10337;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Negativicutes(0.2902),o:Selenomonadales(0.12

49),f:Veillonellaceae(0.0457),g:Selenomonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGGGCGGTCGTTGTCCGGAATGATTGGGCGTAAAGGGAGCGTAGGCGGCCTG
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ATAAGTCTGGAGTGAAAGACCTGGGTTCAAGGTGGGTATTGCTTTGGAAACTGTTGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10340;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGTTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATACGAGAATAACAAGCGGCACGTGTGCCGCTCTGCATGTACCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTTTAAAGGGA

GCGTAGACGGGTCCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACGGGGGACATTGA

GTGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGAGAAGG

CAGATTGATGGACCGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAAATACCCTGGTA 

>OTU10339;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGA

CTTCGGGTTGTAAACTTCTATCGCCAGGGACGAAGGACATGACGGTACCTGAAGAAGAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTGGTG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGTGCTGCATTAGAAACTGTACACCTAGAGTGCAGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1707),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Dysgonomonas(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCAGGGCAAGTCAGATGTGAAAGCCCGGGGCTCAACCCCGGTAGTGCATTTGAAACTGCTTTGCTG

GAGTACGGGAGAGGTAAGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGATCGAAGAAGGT

TTTCGGATTGTAAAGATCTTTTATCGGGGACGAAGAAAGTGACGGTACCAGATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTTGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGTGGGCTGG

TAGGTTGGAAGTGAAATGTCGGGGCTTAACCACGGAACTGCTTTGGAAACTGCTGGTCTTGAGTGAAGGAGAGGCA
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GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10342;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTGCGAGTAGTAAACCTCTGTACCTGGTGACTAAGGAAGTGGCGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTT

TTAAGTTGGATGTGAAATCCCCGTGCGTAACTTAGGGTCTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTTCTGGACT

TTAACTGACGCTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10343;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1872),g:Coprococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAGAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTAAGTCAAG

TCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGGC

GGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCACTA

CTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10344;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8331),o:Desulfovib

rionales(0.5766),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAACGGCGACCGGGCTAATCAGCGGTGGAACGACGGTACCTTCGA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCATGTAGGCTGGACGGCAAGTTGGAGGTGAAATCCCACGGCTCAACCGGGGAACTGCCTTGAAAACTAC

CGAACTGGAGTGCGAGAGAGGATAGCGGAATTACAGGTGTAGGAGTGAAATCCATAGATATCTGGAAGAACATCAG

TGGCGAAGGCGGCTATCTGGCGCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10346;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.65

09),f:Spirochaetaceae(0.4563),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAAGGCAGGTGCTTAACTCCTGGACTGCGTTGGGAACTGCAT
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GACTGGAGTCACTGAGGGGCAATCAGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATACCAATG

GCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3884),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGACGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCATTGCAA

GTCAGATGTGAAAGGCGGGGGCTCAACCTGCATGCTGCATTTGAAACTGGAAAGCTAGAGTGTCGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACTGTT

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10348;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0204); 

AAGGGAGGCAGCAGATAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTTAGGGAAACGCTTCATGGTGCCTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTGTGGTGTGAAATGCCGGGGCTCAACTCCGGAACTGCGTTCGTAACTGCA

GGACTTGAATCGCTGAGGGGCAGACAGAATTCCAGGTGTAAGGTTGAAATCGGTAGATATCTGGAAGAATACCAAC

GGCGAAGGCAAGCTGCCAGCAGATGAATGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGAAACCCG

GGTA 

>OTU10345;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTGTTATCAGGGAAGAAGATAGTGACGGTACCTGATGAGAAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTGACTGGGCGTAAAGGGAGTGTAGGCGGATTTT

TAAGTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10349;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGT
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GCGTAGGCGGCAGAACAAGTCAGATGTGAAATACATAGGCTTAACCTATGAACTGCATTTGAAACTGTACTGCTTGA

GTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10350;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCAACGCCGCGTGAGGGATGAAGGT

TCTCGGATTGTAAACCTCTGTCTTATGTGACGAAGGAAGTGACGGTAGCAGAGGAGGAAGCCTCGGCCAACTACGTG

CCAGCAGTCGTGGTAATACGTAGGGGGCGAGAGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCTAATGCTGTCGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.1872),g:Ruminococcus2(0.0423); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCCGCCTGCCCCCTCGACGCCGCGTGAAGGAAGAAGGCCCTCG

GGTTGTAAACTTCAGTCCACAGGGAAGAAGAAAATGACGGTACCTGCCTAAGAAGCCCCGGCTAACTACGTGCCCGC

AGCCGCGGTCATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGCGTGCATGGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10352;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTCGCCTGCACCCTCCAAGTAGCGTGAAGGATGACTGCCCTATG

GGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGATCGGC

TAACTCCGTGCCAGCAGCAGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAG

ACGGGTCGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGGGGATACTGGCGTCCTTGAGTGCGG

TTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCT

GCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10355;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candida

tus_Carsonella(0.0000); 

TAGAGGCCAAAGCGGTCTGGACACGTACGGATTGTTCAGTCACTTGACTCATGATTTCTTACCTATTAGTGTTTGCACA

GCATCGGACTCCTATAGTAATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCAT

ATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAAT
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CGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCAGGTTAC

GCAAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATGCCTGCTTTAGCAAGATAATTGTTCGACTCAG 

>OTU10354;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosa

rcinales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

ACAACCAACCAGAACGTGAAACAGCGTCCTGCGTGTCTCGAACTGCGCTGGTCATACTGTAACCATAAGGCCACGTCT

TTTGCAAGCTACTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTAGGAAGTGTC

CGCATAACGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAAAAATACTGATAGCA

GTCGGCGTGTGAATCATTAGCCTTGCGACCCGCGGCAGCAAGAAACATACGACCAAGATCACGAAAATAGTCACGCA

AAGCATTGGGATTATCATAAGACGCCTCTAAACAGTCGTCAGCCGACGTGAGAG 

>OTU10353;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTCCTTAGGGACGAAGCAAGCGACGGTACCTAAGGAATAAGCCACGGCTAACTACGCG

GCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGGTTG

CAAGTCAGATGTGAGAACCACGGGCTCAACCTGTGTCCTGCATTTTAAACTGTAGTTCTTGAGTACTGGAGAGGCAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10358;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTAGGGAATATAGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGA

GACAAGTCTGAAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGCCTGACTAGAGTGCAGGAGAGG

TAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10357;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCTACGTCTAACTACGTGCC

CGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAACGGGCGTGTAGGCGGAGGAGCA

AGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAATTGCATTTGAAACTGTTACCCTTGAGTATCGGAGAGGCAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10359;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTATCAGGGACGAAGGACGTGACGGTACCCGGTGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

TAAGTCAGGTGTGAAATCCCGGGGCTTAAGCGCGGAACTGCATTTGAAACTGTTTGCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGGCGA

CAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10356;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTTG

CAAGTTGGAAGTGAAACTCATGGGCTCAACCCATGAACTGCTTTCAAAACTGCAGATCTTGAGTGGTGTAGAGGTAG

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10360;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.2902),o:Erysipelotrichales(0.1

249),f:Erysipelotrichaceae(0.0457),g:Turicibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTATGGGACGATAATGACGGTACCATAGGAGGAAGCCACGACTAACTACGAGACA

GCAGTCGCGGTACTACGCAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGGGGTTGATTAA

GTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAGACTGGTCGACTTGGGGGGAGAAGGGGGAAG

GGGAATTCCATGTGTAGCGGTTAAATGCGTAGGGATATGGAGGAACACCAGTGTCGAAGGCGGCTTCCTGGGCTGT

AACTTACACTGAGGCGCGAAAGCGTGGGGAGCAGACAGGATTAGATTCCCTGGTA 

>OTU10361;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosa

rcinales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

CAGGCACCCAAAAATACTGATAGCAGTCGGCGTGTGAATCCTTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGA

CCCATATCACGACAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCCGTCGTCAGCCAACGTGAGA

GTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTA

CTCGATTTCATAGTGGAGGCCTTCAGCAATCTTGAACACTCATCCTTTATACCTGTCTTTTTGGGGTAATTATACTCATC

GCGAATAGCCTTAAGAGGGCGTTCAGAAGCCAGCTTGCGGCAAAACTGCGTAACCGGCTTCTCGTTCTCTAAAAACC

ATTTTTCGT 
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>OTU10362;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGAAGGATGACTGC

CCTAGGGGTTGTAAACTTTTTTTATAAAGGAATAAAGTCGGGTATGCTTACCCGTTTGCCTGTACTTTATGAATACGGA

TCGGCTCACTCCTTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGGATATCTTGAGT

GCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATGGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10363;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTT

ATAAGTTGGATGTGAAATACCCGGGCTTAACCTGGGGGGTACATCCTATACTGTTGGTCTAGAGTACAGGGGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATTCCGAGAAATTCGGAGGAACAACGGTGGCGAAGGCGGCTTTCTGGACT

GCAACTGACGCTGAGGCTCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10364;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Betaproteobacteria(0.5195),o:Burkholder

iales(0.2679),f:Comamonadaceae(0.1098),g:Roseateles(0.0204); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTTAACAAAGTACGTTGCTGCCGGTACCTTACGAA

TAAGCACCGGCTAACTACGTGCCATCACCCGCGGTAATACGTATGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGGATAAGACAAATGTGAAATCCCCGGGCTTAACCTTGGAATCGCTTTTGAGACTGCCTGA

CTGGAGTATGAAAGAGGATGGAGGAATTCCACGTGTAGAAGTGAAATGCGTAGATATGTGGAAGAACACCGATGGC

GAAGGCAGCCACCTGGTGCAAATCTGACGCTCATGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10365;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGAAGTGACGGTACCTGGGGAAGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTCAGATGTGAAATCTCAGGGTTTAACCCTGAAACTGCTTTTGAAACTGAAGCCCTTGAGTATAGGAGAGGAA

GGCGGAATTACTGGTGTAGCGGTGAAATGCGTAGAGATCAGTAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Dorea(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAAAGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCAGTTGGAACTGGAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGTGGAAGACCAGTCGAGCAGCGGGCTCTCCGCACTATGC

CTGACCGTCGCTTTTGCGATCGACGGGAGCCAGCAGGATTAGATACCCTGGTA 

>OTU10370;tax=d:Bacteria(0.0076),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.00

00),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AATAAAAAAATGAATGGTTATCGAACAAGCCAGCAATAATAACTTTATTATTTTCATAAGCTCCATCCACTAAAATGCT

GGAGATATAAAAAATGAACCAAACGGCTTCTTTGGCCCATACTTAGGTTTGGGGTGTAGAATCTTAGTCATAAGATCT

ATGCCGAGTCATGTGCTGGCCACATACTTAATGATACAAAAAGCTATATTTTCATCTTTTCTCTTGCGACTTTTGATGCA

TCTGCCAAGTACATCGTAATGATAACCGGCGACGAAGATGCCTGTTTTGGTTTCAACTTGCGCTTTGATGAGCTTGTT

GCAGTCGTCG 

>OTU10371;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotric

hales(0.0000),f:Thiotrichaceae(0.0000),g:Thiothrix(0.0000); 

CTTTATCCGCGGCAGACTTGCCACCCCGTCCACCCACATCAAGTAACTTATCAGAACCGGCCGAAGTGCCAGCCTGCA

ACGTACCTTCAAGACGTCCTTTACCAGCTTTAGCCATAGCACCAGAAACAAAACTAGGGACGGCCTCATCAGGGTTAG

GAACATTAGAGCCTTGAATGGCAGATTTAATACCAGCATCACCCATGCCTACAGTATTGTTATCGGTAGCAAGCACAT

CACCTTGAATGCCACCGGAGGCGGCTGTTTGACCGCCTCCAAACAAGGTAGTCATGGCGCCACCAGCAAGAGCAGAA

GCAATACCGCCAGCAATAGC 

>OTU10368;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Betaproteobacteria(0.1740),o:Burkholder

iales(0.0781),f:Comamonadaceae(0.0252),g:Schlegelella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACG

AGTCTTGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

TGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10369;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Dorea(0.0808); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGC

CTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCGCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGGCGGCTTTGCAA

GCCAGATGTGAAAGCCCTGGGCTCAACCTCGGGACTGCATTTGAAACTGTAAGGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10367;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAATGC

CTTCTGGTTTTAAACTTCTTTTACCAGGGACGAAGGACGTGACGTTACCTGGAGATAACACAACGGCTAACTACGTGC

CAGCACCCGCTCTAATCCGTCGGTTGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCA

AGTCAGATGTGAAATCCCGGGGCTTAACCCTGGAACTGCAGTTGAAACTGGTTATCTTGAGTACAGGAGAGGCAAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10372;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGCGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGTTACTTAATGAATAAGTTCCGGCTAACTACGTTCCA

GCAGCAGCGGTAATACGTATGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACAGCATTTGAAACTGTGTTGCTTGAGTAAATTAGAGGCAGGCG

GAATTCCCTGTGTAGGGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10374;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATAAAAGAATAAAGTGAGGTACGTGTACCTTTTTGTATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGTTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACTGTAAAATTGCAATTGATACTGTCAGCCTTGAGT

ACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAGTGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTGACTGAACTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10373;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4224),g:Dorea(0.1299); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACTCTGATCCAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAATAATCCCCTGCTAACAACGGGCCAG

CAGCCGCGGTATTACGTCGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10375;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGTCTGAACCAGCCAAGCCGCGTGCAGGATGGCTGTC

CTATGGGTTGTAAACTGCTTTTTTCCGGGAATAATGTCACTTTTGTGTACCTTTTTGCATGTACCGCATGAATAAGGAT

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCGGGTGATTAAGCGTGGGGTGAAATGCGGCGGCTCAACCGGCGAAGTGCAGCGCGAACTGGGTGCCTTGA

GTGAGGACGAGGTCAGCGGAATGCGGGGTGTAGCGGTGAAATGCATAGATATCGCAAAGAACACCGATAGCGAAG

GCAGCTGGCGAGGCCTGAACTGACGCTAAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10378;tax=d:Archaea(0.0014),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteale

s(0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

ATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACTGCAACAAC

TGAACGGAATGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCTGTCTTGCAAATCACCAAAAGGCGGCTC

CTGACTGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGACGCATAACGATACCACTGACCC

TCAGAAATCTTAAACTTCATAGACGAAACACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTG

CCATACAAAACAGGGACGCCAGCAATATAGGTATAAGTCAAAGCACCTATAGCGTTAAGGTACTGAATCTCGTTAGT

CGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACAGAGTGCC 

>OTU10377;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobial

es(0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

CTTCTTGAAGGTACGTTGCAGGCTGGCACTTCTGCCGTTTCTGCTAAGTTGCTTGATTTGGTTGGACTTGTTGGCCCGT

CTGCCGCTGATCAAGGACAGGATACTCGTGATTATCTTGCTGCTGCATTTCCTGAGCTTAATGCTTGGGAGCGTGCTG

GTGCTGATGCTTCCTCTGCTGGTATGGTTGACGCCGGATTTGAGAATCAAAAAGAGCTTACTAAAATGCAACTGGACA

ATCAGAAAGAGATTGCCGAGATGCAAAATGAGACGCAAAAAGAGAGTGCTGGCATGCAGTCGGCGACTTCACGCCA

GAATACGAAAGACCAGGGATATGCACAAAATGAGATGCGGGCTTATCAACAGAAGGAGTCGACTGCTC 

>OTU10380;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosa

rcinales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanolobus(0.0000); 

ACCAACAGCCATATAACTGGTAGCTTTAAGCGGCTCCCCTTTAGCATCCACAGGCCACCACCCACCCGAACGTGACAC

AGCGTCCTGCGTGTAGCGAACTGCGATGGGCATACTGTAACCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCG
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GCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGA

AATGAAGACGGCCATTAGCTGGACCATACTCAGGCACACAAAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCC

TGGCGACCCTCGGCGGCAAG 

>OTU10379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTATGAAGCCACGTCTAACTCCGTGCCA

GCAGCCGCAATAATACGTAAGGAGCTAGCGTTATCCGGAATTACTGGGCGTGAAGGGAGCGTAGACGGTAAAGCAA

GTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTCTAACTGGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10382;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATTATGGAATAAAGTGAGCCTCGTTAGGCTTTTTGCATGTACCTTATTAATAAGGA

CCGGCTACTTCCTTGCCAGCAGCCGCGATAATACGGAAGTTCCTGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGGAGATTAAGCGTGGAGTGAAAGGTAGATGCTCAACATCTGAACTGCAGCGCGAACTGGTGGCCTTGAG

TACGCACAAAGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCAGATTGCGAAGGC

AGCTAACTGGAGCGCAACTGACGCTGAAGCGCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10381;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Anaerofilum(0.0056); 

ACGGGAGGCAGCAGGGGGGGATATTGGTCAATGGGGGCAACCCTGAACCAGCGACCCCGAGTGAGGGAAGAAGG

TCTTATGATGGTAAACCTCTGTATTCGGTGACGATAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAGAT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGTATGAACACCCGTCGACCAGCCGATCCACTGGACCACCC

CTGCCCCTCACACTCGCAAGCGACGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU10383;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAGGGAGGAAGGC

CCTATGGGTTGTAACCCGCTTTTGCGGGGGAATAAAGTGCGGGACGTGTAGGGTATTGCAGGTACCCGACGAATAA

GCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGAGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGTCATTCTTG
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AATGCACACGAGGCAGGTGGAATTCGTCATGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTTCTGGAGTGCTATTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTACACAATGGACGCAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGATGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGACGAAGGATAGTTGCAGCAACTGGCCATTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGATAGATAAGGCTGAAGTAAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGGCCTT

CTTGAGTGCGGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCTACTTACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10386;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATTAAGGCC

CTATGGGTTGTAAACTTCTTTTATATAAGAATAATATGCAGTATGTATGCTATTATGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTTGTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCGTAAACTTGCCGTTGATACTGTCAGTCTTGAGTG

CAGTAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCTCACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10384;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacilla

ceae_1(0.0457),g:Saccharibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGCTTTG

CAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAATGCGGATGCTGTG

GGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10387;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACGGC

TCTATGGGTTGTAAACTTCTTTTGTGTGGGAATAATGTGCCGTACGTGTACGGTTTTGCATGTATCTTACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGGG

AGTAGGGGGGATTGTAAGTACGGTGTAAAATCTAGCGGCTTAACCGGAAGAAGCGGCGGAAACTGTAGTTCTTGAG
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TGAAGTAGAGGCAGGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGAGAAGG

CAGCCTGCTGGGATGTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10388;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGGAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCCAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTCGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTGAT

TAAGTCGGATGTGAAATCCCCGGGCTTAACCGGGGGGGTGCATTCAAAACTGGTCAACTAGAGTGCAGGAGAGGGA

AGCGGGATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10389;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGTAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGTAGAAGACGAAGGAGGTGACGGTACTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGT

TAAGTGAGATGTGAAATACCCAGGCTCAACCTGGGAGCTGCATTTCAAACTTGAGGTCTAGAGTGCAGGAGAGGAG

AGTTGAATTCCGAGTGTGGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10390;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lach

nospiraceae(0.0099),g:Clostridium_XlVb(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAACAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAATTTAGATGTGAAATACCCGGGCTTAACTTGGGGCGTGCATCTAAGACTTGTAAACTAGAGTACAGGAGAGGAAA

GGGGAATTCCGAGTGGAGCGGTGAAATGGATAGATATTAGGGGGAACATCGGTGGCGGAGGCGGCTTTCTGGACT

GACACCTACGCTGAGGCTCGAAAGCGTGGGGAGCAGACAAGATTAGATACCCTAGTA 

>OTU10391;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0560),g:Fastidiosipila(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCGAAAGACGAAGGACGTGACGGTAATTTGTGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGCATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGGGCTCAACGTGGGGGCTGCATCTAATACTGGTTATCTAGAGTACAGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACGG

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10392;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Epsilonproteobacteria(0.8048),o:Campylo

bacterales(0.4652),f:Campylobacteraceae(0.2524),g:Campylobacter(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAA

GGGCGCGTAGGCGGATTATCAAGTCACTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCT

AGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATTAGGAAGAACACCAGTGGCG

AAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTGGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACTGTACCTGACCAATAAGCCAAGGCTAACTACGTGC

CAGCAGCCGCGCTAATCCGTAGGTGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTCGGC

AAGTCAGAGGTGAAATCCACGGGCTTAACTCGTGAACTGCAGTTGAAACTGTAGCCCTAGAGTATCGGAGCGGCAA

GCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10395;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTAATCGGGGACGAATTTTGACGGTAACTTAAGAATAAGCTCAGGCTAACTTCGTGCCC

GCAGCCGCGGTAAAACGGAGGGAGCAAGCGTTTTCCGGATTTACTGGGTGTAAAGGGCGGGTAGGCGGGGTGGGA

AGTTGGGAGTGAAATCCCGGGGCTTAACCCGGGAACTGCATTTGAAACTGTTGCCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10376;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGAGCGAAAGCCTTACCCAGCAAAGCCGCGTGAGTGAAGAAGGT

CCTCGGATTGTAAAGCTCCTTGATCAGGGACGAACACAAAGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGTCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAGGGGCGTGTAGGCGGAGATT

CAAGTCAGATGTGAAATCTCAGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAAAGGCATG
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CGGAATTCCCTGTGTAGCGGTGAAATGCTTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10394;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAAACGCAGAGCAATAAGGGCCACGCGTTGTCCGTTGACAATAAGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCGCGGGCTCAACCCGGGAAGTGCCGTTGATACTGGGGGGCTG

GAATGCGCGTGCTGTGGTAGGAGTGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCAGCTCACAAGTCCGCTATTGACGCTGAGGCCCGAAAGCGTGGGGATCGAACAGGATTAGGTACCCTAGTA 

>OTU10397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTCTTTTATGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGA

GTATGTTTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10398;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGACGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGCAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCGGATGTGAAATCCCCGGGCTCACCCTGGGAAGTGCATCTGATACTGGCAA

GCTTGAGTCACGCAGAGGTGGGTAGAATGCCAGGTGTAGCGGTGAAATGCTTAGAGATCTGACGGAATACCGGTGG

CGAAGGCGGCCCCCGGGGCGTAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10396;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Negativicutes(0.2902),o:Selenomonadales(0.12

49),f:Veillonellaceae(0.0457),g:Selenomonas(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGGTCGTAAACTTCTGTTCAATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGGCG

GGTAAGTCAGGAGTGAAAGTCCTGCTTTTAAGGTGTGAATTGCTTTTGATACTGTTTGGCTTGAGTGCAGGAGAGGA
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AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGA

CGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10400;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGACAAAGTGAGCCGCGTGCGGCTTATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCCGCCGCCGCGGTAATACGGAAGGTTCCGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGGCTT

GAGTGCGCAGGAAGTAGGCGGAATGAGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10399;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Deltaproteobacteria(0.6730),o:Desulfovib

rionales(0.3959),f:Desulfovibrionaceae(0.2184),g:Desulfovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGGGAGCGTAGACGGCGATGCAAGCCAGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGT

GGCTGGAGTGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10403;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTTAAGCGAGGTGTGAAATGCCGGGGCTCAACCCCGGGGTTGCCGTGGATACTGGCGCGCTGG

AGTGCGGAGGCAGCAGGAGGAATGAGTGTTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCAGCTGGCGATACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10402;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCATGGGACTGCTTTGGAACCTGTATGGCTAGAGTGCTGGCGAGGTAAGT
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GCAATTCCCAGCATAGCGATGAAATGCGTAGATATTAGATGGAGCACCAATGGCGAAGGCGACTTACTGGACAATAA

CTACCGTTGAGGCTCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10404;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4224),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCAGGGATAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU10401;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCTGCCGA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AACTTGAGTCTCGAAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTG

GCGAAGGCGGCCCCCTGGACTAAAACTGACGCTCAGGTGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10406;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

AGAACGGCAACCATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGT

TATAAGTCAAAGCCCCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTATGCGGACAACGAACAAGCGCAAGA

GTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAA

CTGGCCTAACGACGTTTGGTAAGTTCCATCAACATCATAGCCAGATGCCCAGAGAGTAGAGCGCAGGACAAGTAAAG

GAAGGTGGTAAGCGTCATAAGAGGTTTTACCTCCAAAGGAAGAAATAACATCAGGGTAACGCGGCATGAAGTAATC

ACGTT 

>OTU10405;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACCGGAATAAAATGAGGGACGTGTCCCTTTTTGTAGGTACCCTTTGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGATGGTTAAGTGTGACGTGAAAGATAGGCGCTCAACGGCTGAAGTGCGGCTGAAACTGGTTGTCTG
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GAATGAGTTCGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACGAGGCGTTAACTGACGCTAAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10409;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10407;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0149),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGAGCAAGCCTTACCAAGCAATGCCGAGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGCAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGAGTGAAATACCTAGTGCTTAACCCAGGTGCTTGTTTCGAAACTGTTAGGCTTGAGTGCAGGAGAAGT

TAAGGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGGAAGCGAGTAACTGGCC

TGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10410;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clost

ridiaceae_1(0.0086),g:Clostridium_sensu_stricto(0.0043); 

CCTTTCTTCCTCCTTTTTTCCTCTTGCGCCCTGGCGGCCACTCTGACGCAGCCATGCCGCGTGAGTGATGAAGGCCTTC

GGGTTGTAAAGCTCTGTCTAAGGGGAAAAATGATGTTGTGTCGAATAGGCATGGCAAGTGATGGTACCCTTAAAGAA

AACACCGGCTAACTCCGTGCCAGCAGTCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCGTAAA

GGGCGTGCAGGCGGCCACCGCAAGTTGAATGTGAAATCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGA

CTTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10408;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.4812),o:"Entero

bacteriales"(0.2359),f:Enterobacteriaceae(0.1098),g:Escherichia/Shigella(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAGAGCGCACGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGG
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GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACG

ACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10414;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Porphyromonadaceae"(0.3544),g:Coprobacter(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCACGTGAGGGAAGACGGC

CTTATGGGTTGTAAACCTCTTTCAGATGAGAGTAAAGGGTGCTACGCGTAGCACATTGCAAGTATCATCAGAAGAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACCCGCAAGTCAGCGGTGAAAACGTGCGGCTTAACCGTGCGCTTGCCATTGAAACTGCGGGACTG

GAGTTCGGAAGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCATACCATAGCGAGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10413;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCCTGTGTGAAAGTCCGTGGCTCAACTCCGGGGCTGCACTAGATACTGTCGGGCT

AGAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGGAATGCTTAGATATCAGTCAGAACACCGATTGCGA

AGGCGGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10412;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0710),g:Hydrogenoanaerobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCACCGACGCCGCGTGAGGGGTGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCGTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTG

TAAAGGGAGCGTAGACGGCTTTGCAAGTCTGACGTGAAAATCCGGGGCTCAACCGACAGACTGCATTCAAAACTGTT

TTTCTTGAGTGAAGTAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10411;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTATCCATGGTGAAAAAGACGATGGAAGCCAAGAATGAAGCCCCGGACAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGATGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGTTA

AGTCTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCGGGCTTGAGTGCAGAAGAGGTGAG
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CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

TACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.2184),g:Parasporobacterium(0.0326); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

CGTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAAACCCGAGGACTGCTTTTTGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGGGGCGACGGCGGCTCGCTGGACTG

TGACTGTCCCTGAGGCTCGAAGGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10416;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clost

ridiaceae_2(0.0086),g:Alkaliphilus(0.0043); 

ACGGGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCCGCAATGCCGCGTGAATGAAGAAGGTCTT

CGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGATTAAGCCCCGGCTACCTACTTCCCA

GCAGCCCCGTTAATACTTAGGGGGCAAGCGTTTTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTGGCAA

GTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGTTAAT

GGAATTCCTAGTGTAGAGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACCGGCCTGTA

ACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10418;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGTA

TCTATGGTATGTAAACTGCTTTTATTCGGGAATAAAGTGCGGAACGAGTTCCGTTTTGTATGTACCGAAGGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAGCATTAAGTCAGCGGTGAAAGTTTGCAGCTCAACTGTAAAATTGCCGTTGAAACTGGTGCACTAGA

GTGCGAACGAGGCAGGCGGAATGTGATGTGTAGCGGTGAAATGTTTAGATTTTTCACAGAACACCGACTGCGAAGG

TCTACTCCCAGGACCCTCCCGACGCTGAGGCACGAAAGCGTGGGGAGCAACCAGGATTAGATACCCTGGTA 

>OTU10420;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XVII(0.0000),g:Sulfobacillus(0.0000); 

ACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTCCTACCGGCAAGCGTCCAGGCGCTCGTCTTTGGTA

TGTAGGTGGTCAACCATTTTAATTGCAGGGGCTTCGGCCCCTTACTTGAGGATAAATTATGTCTAATATTCAAACTGGC

GCCGAGCGTATGCCGCATGACCTTTCCCATCTTGGCTTCCTGGCTGGTCAGATTGGTCGTCTTATTACCATTTCAACTA

CTCCGGTTATCGCTGGCGACTCCTTCGAGATGGACGCCGGGGGCGCGGTCCGGCTGTCGCCATTGCGTCGTGGCCTT

GCTAGTGACTCTA 
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>OTU10415;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTCGAGAATAAGCAACGGCTACCTACGTG

CCAGCAGCCGCGGTCATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCGCGGGACTGCAGTTGAAACTGTTTGCCTTGAGTGTCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9820),o:Clostridiales(0.9821),f:Rumi

nococcaceae(0.9868),g:Gemmiger(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATTACGGTTACTAAAAAAAAAGCACCGGCTAACTAAGTGCCA

GCCACCGCGGTAAAACGTAGGGTGCAAGCGGTGTTCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAAGCTATGGGCTCAACCCATAAATTGCTATTAAAACTGCTGGCCTTGAGTGGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10422;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ostreptococcaceae(0.0457),g:Clostridium_XI(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGAAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGCGTGCGTAGGCGGTCGT

TTAAGTCTGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGATGGCTTGAATCTAGAAGAGGTA

AGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10423;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9993),c:"Fibrobacteria"(0.9887),o:"Fibrobacterales

"(0.9938),f:"Fibrobacteraceae"(0.9904),g:Fibrobacter(0.9932); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACCGTCGTGAGGGAATAAGGCATCGTTTCGGCGATGTTGAATGTACCTCGAAAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGTAGGCGGAGAAGCAAGCGGACTGTACAATACCGGGGCCCAACCCAGGACCTGCAGTTCGAACTGCTGTTCTTGG

ATAATTCAGGGGCAGGCGGAATTCCTGGTGTAGCGGTGGGATGCGTATAGATCAGGAAGAACACCGATGGCGAAG

GCAGCCTGCTGGGGACTCATCGACGCTGAGTCTCGAAAGCGCGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0326); 

CCCTCCTTCCGCCTTTGTTTCTAGTTCGCAATGTGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGTCTT

CGGATTGTAAAGTTCTTTTATTCAGGACGAAGAAGTGCCGGTACTTAATTAATAAGCTCCGGCTAACTACGTGCCAGC

ATCCGCGGTAATACGTAGGGAGCAAGCGTTTTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAAGT

CAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGAAGGCGGA

ATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGAGGCCTGCTGGGATTTAACT

GACGCTGAGGCACGAAAGAGTGGGTAGCAAACAGGATTAGATACCATGGTA 

>OTU10424;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Rikenellaceae"(0.8505),g:Alistipes(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTCTGAGTGTTAAACTGTTTTTGTGCGGGGGTAAACGGCCGTACGTGTAAGAGCCTGAAAGTATTGTACGCATAAG

AATCGGCTCACTCCGTCCCAGCGGCCGCGGTAATACGGAGTATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGA

GAGTAGTTGCGGTAGGCGGAATTTATGGTGTAGCGGTGAAATGCGTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10428;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Spirochaetaceae(0.0000),g:Treponema(0.0000); 

ATTTTGTTCATGGTCGAGGTTCTCTTGTTGACATTTTAAACGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCACCC

CCTAATAGGTAATCAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCTCTATTAAGCTCA

TTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGATTTCGATTTTCTGACGAGTAACAAAGTTTGGATTGCTACTGA

CCGCTCTCGTGCTCGTCGCGGCGGTGAGGCTTGCGGTTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTGACTGC

GCGTGTTGAGTGTATTGCTGCCGGCATTGCTG 

>OTU10425;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0113),g:Ruminococcus(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGGGAAGAAGGT

TTTCGGACTGCAAACCTCTGTCGCAGAAGATGAAGGAAGTGACGGTAATCTGTGAGGAACCCCCGGCCAACTACGCG

CCAGCAGCTGCGGTAATACGTAGGGGGCGAGTGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGGGCTTAACTGTGGGAGTGCATATGATACTGGTCAACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTCGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10426;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_III(0.0423); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGAC

CTTCGGGTTGTAAACTTCTTTTGCCGGGGACGAAGGACGTGACGGTACCTGGTGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAT

TAAGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAACTGAAGTTGAACTTGTTGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTA

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10427;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pept

ostreptococcaceae(0.0086),g:Clostridium_XI(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAACCCCTGTGCCACAACGCCGCCGGAAGGGTGGACGGT

TTTGGATCTTAAACTTTTCTTAATTAGGACGAAACAAATGACGGTACCTACATAATAAGCCCCGCCTTACTACGTGCCA

CCAGCCGCGGTCATACGTAGGGCGCCAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTGAATAA

GTCTGTTGTGAAATTTCAAGGCTTAACGTTTGCAGTGCAATGGAAACTGTTCGACTTGAGTGCGGCAGAGGCAAGTG

GAATTCGCAGTGTAGCGGTGAAATGCACAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGGCCGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10430;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGAGGGGATAAAGTGGGGCACGCGTGGCCTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGTCTTGCAAGCGTGTCGTGAAATGCAGCCGCTCAACCGCCGAACTGCAGCGCGAACTGGCCAGCTTG

AGTGCGTGCGACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGAGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2524),g:Papillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCATCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTAGGGTGTGAAATCCATGGGCTCAACCCAGGAGCTGCTTTCAAGACGGTATCCCTTGAGTGTCGGAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGAAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGAATTAGATACCCTGGTA 

>OTU10431;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATGAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGGGGTGTGAAATTGAGTCGCGGAACGTGTGCAGTGTAGCGCGAACTGCCAGGCT

TGAGTGCGCGGAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAAGGCTTAGAGATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGAGTAACTAACGCTCATGCTCGAAAGTGCGGGTACCGAACAGGAGTAGATACCCTGGTA 

>OTU10434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGTGCAACACCGCGTGAGTGAAGAAGGGT

TTCGGCTCGCAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACGCCATGGGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCCGTGG

CGAAGGCGGCTCTATGGTCTGCACCTGCCGCTGAGGCTCGAGAGCTGCGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10433;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1679),g:Blautia(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGAGCAGCAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTT

GATCTTGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCAGTACA

AGTCAGGAGTGAAAACTTGGGGCTGAACCCCAAGACTGCTTTTGAAACTGTACAGCTAGAGTGTAGGAAGGGCAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10435;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGTGTAGGCGGGGAAGCAAGTCAGATGTGAAAACCAGTGGCTCAACCACTGGCCTGCATTTGAAACTGTTTTTCTTG

AGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10437;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9604),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATCTGACGGTAATCAACCAG

AAAGTGACGGCTAACTACGTGCCAGCAGCCACGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTGATTGGGCGGA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAGAGTGAAAGCCCTCGTGTTAACCGGGGAACTGCATCGGAAACTGGTT

GTCTTGAGTGCAGGAGAGGAGAGCGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7643); 

AAGGGAGGAAGAAGGAGGGAAGCGGGCGCAAGGGAGGCACGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAG

GTTTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGCAACTGGCCTTTATTTGACGGTAATCAACC

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTCTTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATACGTCTAATGTGAAAGCCCGCGGCTGAACCGAGGAACTGCATCGGAAACTGTT

GTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTTGAATGCGTAGATATAGGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10439;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Rikenellaceae"(0.0099),g:Alistipes(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTATGAACCGCTTTTGCCTGGGGGCAATAATGGCGCCGCGCACGTCCGATGAGAGTACCAGGCGAATAA

GCATCGGATAACTCCGTGCCAGCAGCCGCGGTAATTCGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTTGGGGGTGAAATTCCGGTGCTCAACCCCGGAGCTGCACTGGATACTGTCGCGCTG
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GAGTTACGATGGCGGCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTA

TTTCGGATTGTAAAGCTCTATCAGCGGGGACGAAGAAATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCATGG

CAAGTCTGATGTGAAAACTCAGGGCTCAACCCAGAAACTGCATTTGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TGACTGGCGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGTGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGG

CTTGAGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGC

GAAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10438;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGAGAGTAAAGTTAATACCTTTGCTCATTGACGCTACCCGCAGAA

GAACCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGCTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCACGGGCTCAACTCGGGAACTGCATCTGAAACTGTCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCTGTGGC

GAAGGCGGCCCGCTGGACGAAAACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10444;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiales_Incertae_Sedis_XIII(0.0113),g:Mogibacterium(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGTATAATGGGGGAAACCCAGATGCAGCAACGCCGCTTGAAGGAAGAAGGC

CTATGGGTCGTAAACTTCTGATCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAA

GCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGTCTGCTTGAGTGCAGGAGAGGAAAGCTG
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AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGGGAAGGCGGCTTTCACGCCTGTAACT

GACACTGAGCTACGACGGCCTAGGGAGCACAGAGGGATTGGAACCCTGGTA 

>OTU10443;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0904),g:Parasporobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACTATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGG

CAAGTCAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATGTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10442;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTATGTAGAAGGCCTT

CGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAATGCAGAGTTGAAATCCCCGGGCTAAACCTGAGAACTGCATCTGATACTGGCAAGC

TTGAGTCTCGTAGAGGGGGGTAGAATTCCAGTTGTAGCGGTGAAATGCGTAGAGATCTTGAGGAATACCGGTGGCG

CAACCCGCCCCCCGGACGAAGACTGACGCTCATCTGCGAAAGCGTGGGGAGCATAGAGGATTAGATACCCTGGTA 

>OTU10445;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGA

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGTACTGCATTTCAAACTGTAGATCTTGAGTGCCGGAGAGGTGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATACTCTGGACTGCAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10447;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTAGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACAGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGTCTTATAAGCGTGTAGTGAAAGGTCGGGGCTCAACCTGGGAATTGCAGCGGGAACTGTGAGTCTT



7215 

 

GAGTGCGGAGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAATCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGCCTTCGGATTAACAGAGGAACTGCGTCGAAAACGGTCTT

GCTGGAGTGAAGAAGAGGAGAGTGGAACGCCTTGTGTAGCAGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCGATCTAGTCTGCAACTGACGCTGATGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCATGAACGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTGATTAAGGACGAAGAAATAACGGTACTTAATGGATAAGCTCAATCGAACTACGTGAA

CGCAGCCGCGGTAGTACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGCCAGATGTGAAATCCGTGGGCTTAACCCATGAACTGCATTTCAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTTAAAAGTGAAATACCCGGGCTCAACTTGGGTATTGCATTTAAAACTGGAAGTCTAGTGAGTGAGAGAGGATAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGGTTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGTCTGCAA

CTGACGCTGAGGCGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10448;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Euba

cteriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCAGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAA

ATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAA
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACA

GAAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10450;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Euba

cteriaceae(0.0355),g:Alkalibaculum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGGTCAGGGACGAACACAATTACGTTACCTGAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGTGGCGTAGGCGGGCTCG

CAAGTTGGATGTGTAATACCCAGAGCTTAACGTGGGTGCTGCATCTGAAACGACGAGTCGTTAGTGACGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGAC

GATAACTAACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10452;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9979),o:Bacillales(0.9843),f:Staphyloco

ccaceae(0.9868),g:Jeotgalicoccus(0.9686); 

ACGGAAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAACTCCGTTGTTAAGGAAGAATACTTGAGGTAGTAACTGGCCTTGAGATGACGGTACTTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGCGCGTAGGCGGTAAGATAAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTTTT

ACTTGAGTACAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU10455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCTGATCGTAAAGCTCTGTTGTTGGTGAGGAAGGATAGAGGCAGTAACTGGTCTTTACAGTACGGTAATCAACCA

GAAAGTCAAGGCTAACTACGTGACCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGGGCAGGCGGAATGATAAGTCTGACGTGAAAGCCCACGGCGCAACCGTGTGACTGCATCGGAAACTGTTA

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Parasporobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGACGACGTA

TTTCGGTATGTAAACTTCTATCAGCAAGGAAGATGATGACGGTACTTGAATAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCATGCAA
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GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTTAGGCTAGATAGCCGGAGAGGTAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACGGTC

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10454;tax=d:Bacteria(0.9450),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clost

ridiaceae_2(0.0073),g:Alkaliphilus(0.0039); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAATTA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAATTGCAACTAAAATGGGGTTTCTTGAGTGCGGGAGAGGAAAGT

GGAATTCCTAGTGTAGGGGTGAAATGGGTAGATATTAGGAGAAACACAAGTGGCGAAGGCGACTTTCTGGACAGTA

ACGGACGTGGAGGCACGAAAGGGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGAATTTATTGGGTGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGAAGGTACCTGACGAATAAGCCACGGCTGACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGACTGC

AAGTCAGATGTGAAATTTATGGGCTTCACCCATAACCTGCATTTGAAACTGTGGTTCTTGAGTGATGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCTTTA

ACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10458;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Flavobacteriia(0.1740),o:"Flavobacteriales

"(0.0781),f:Flavobacteriaceae(0.0252),g:Capnocytophaga(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGTGGGAGCCTGATCCAGCCATGCCGCGTGCAGGATGACGGT

CCTATGGGTTGTAAACTGCTTTTGATGTGGAGCAATAAGTGCTACGTGCTGGCCCGATGAGAGTACCCAACGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCTGGAATTTAAGTGTGTTGTGAAATGTAGATGCTTAACATCGGCACTGCATCTGAAACTGGTTTTCTTG
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AGTACGCACGAGGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAAG

GCAGCATACTGGGGCGCAACTGACGCTGAAGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10460;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAACGTCACGGCTAACTACGTCCCAGCCGCTGCGGCAATACGTACGAGGCAAACGTTATCCGGATTTATTGGGCGAA

AAGCGAGCGCAGGCGGTTGCTTAAGTGTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCGTCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAAAGCAGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGGAGGGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGAAGGTAAGTACTAA

GAAAGTAAAGGCTAACTACGTGCCAGAAGCCGCGGTAATAGGTAGGTGGCAAGGGATGTCCGGATTTATTGGGAGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTG

AACTTGAGTGCAGACGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACCCCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10459;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGCGAGCGCAGGCGGAAAAATA

AGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCAGAAACTGTTTTTCTTGAGTGCAGAAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGCA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10462;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATACA
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AGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGGATGGGAAACGGTATCTCCGGAGTGTCGGGGAGGTAGA

CGAAATTCCTGGTGTGGCGGTGAAATGCGTGGATATTAGGGGAAACACCAGGGGCAAGGGCGGTCTACGGAACGA

TAACTAACGCTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTAACTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTCTGACGTGAAGACCCGGGGCTCAACCCCGGGAATGCATTTGAAACTGTTTATCTGGAGTGACGGAGGGGTAAGTT

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATTTTATGAGGAACACCAGTGGCGAATGCGGCTTACTGGACGGTAAC

TGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10463;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Betaproteobacteria(0.9180),o:Burkholder

iales(0.7252),f:Sutterellaceae(0.5273),g:Sutterella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTCGTCAGGGAGGAAAAGGATAGAGTTAATACCATAGTCCGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTCTGTAAGACAGAGGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGAGACTGCCA

GGCTTGAGTTCCGCAGAGGGGGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCGATG

GCGAAGGCGGCCCCCTGGAAGGAGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAGTATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGATGGGGAATAAGATGAAGGTACCCAAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGCAA

GTTTGAAGTGAAATACCTGGGCTTAACCCAGGAATTGCTTTGAAAACTGTTAATCTAGAGTACTGGAGGGGTATGGG

GAATTCCTAGTGTAGTGGTAAAATGCGTAGATATTAGGAGGAACACCGGAGGCGAAGGCGCCATACTGGACAGATA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10466;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0324),o:"Sphingobacte

riales"(0.0231),f:Sphingobacteriaceae(0.0059),g:Sphingobacterium(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTAGGGGCTGTGAACCGCTTTTGACTGGGGGCAATAAGGGCGTCGCGCACGTCCGAGGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGACAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG
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GGTGCGTAGGCTGTGCGTCAAGTCAGGCGTGACATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCT

GGCGTGCGGATGCCGCCGTAGGCATGGGTGGTTTAGCGGTGAAATGCTTCTATATCACTCAGATCCCCCATTGCGCA

GGCACTTCGCGCATCCGTAACTCACGCTGCGGCACGTCTGCGTGGGGCTAGAACAGGATTAGATACCCTGGTA 

>OTU10468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCACGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGTAGTGAAGAAAGATATAGTTAGTAACTGGCCTTAATTTGACGGTAATTACTTAC

AAAGTCACGGCTAACTACGTGCCGCCAGCAGCGGTAATACGTAGGTGGCAATCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCGGATGCGAAAGCCTTCGGCTCAACCGGGGAATTGCAGTAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10467;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.7068),g:Gemmiger(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATCCAGCCACGCCGCGTGGATGAGGAAGGT

TTTCGGATTGTAAACTCCTGTTATTAGGGACGATAATGACGGTACCTAACAAGAAAGCACTGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGGAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAA

GTTAGAAGTGAAATCTCTGGGCTCAACCCTTAAATTGCTTTCAAAACTGCTGGCCTTGAGAAGTGCAGAGGTAGGTG

GAATTCCCGGTGTAGAGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCAACTGGGGAAAA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10471;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9988),c:Spirochaetia(0.9769),o:Spirochaetales(0.96

06),f:Spirochaetaceae(0.9387),g:Treponema(0.8605); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAACTCTGACGGAGCAACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTATAGGCCTTTTATAATTGAGGAATAAGCGGGACAGGGAATGGTTCCGCGGTGACTGTAGATTATGA

ATAAGCGCCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCACGCAGGCGGCTTAGCAAGCTTGGTGTGAAATCTCAGGGCTCAACCCTGAAACTGCAATGAGAACTGCAT

GTCTCGGGTTAGTGAGGGGAAATCGGAATTCCAGGTGTAGGGGTTAAATCTGTAGATATCTGGAAGAACACCGATG

GCGAAGGCGGCTGTCTGGTCTGGAACTCACGCTGAGGCTCGAAAGCATGTGTAGCGAACAGGATTAGATACCCTTGT

A 

>OTU10470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

TTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTACCTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGAGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATGAGTAA

GTTTGATGTGAAATCCCGAGGCTCAACCCTGGGACTGCTTTTGAAACTGTGCGGCTAGAGTGTGAGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10469;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTATGAGGGAAGAAGGACGTGAAGGTACCTCATGCATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGTGTAATGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCCTAAACTGCATTGGAAACTGTGTCGCTTGAGTGTTGGAGAGGTAG

ATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCCCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCGCGGCTTAACCGGGGAACTGCGTCGGAAACTGTTT

TGCTAGAGTGCAGAAGAGGAGAGTGGAACACCAGGTGTAGCGGTGAAATGCGTAGATATATGAAAGAACACCAGT

GGCGAAGGCGGCTCGCAGGTATGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGAGCCACGTGTGGCTTTTTGTAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGGTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTGTAAGCGTGACGTGAAATGTAGATGCTCAACATCTGCACTGCGTCGCGAACTGGGAGCCTTG

AGTGCAGTCGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCGACGAGAGTGTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCATCAAGGACGAAGATGTGACGGTACTCAATGAATGAGCCCCCGCCAACCACGTGCC
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CGGCGGCGCGGTTATAAGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCGGGAACTGCATTTGAAACTGTTTTGCTTGAGTGAGGTAGAGGCAGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10475;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACAGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCGGACCGTTAAGTCAGTGGTAAAATTGAGAGGCTCAACCTCTTCCTGCCATTGAAACTGGCGGA

CTTGAGTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGTGGTGAAATGCATAGATATCACTCAGAACACCGATTGC

GAAGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10477;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGCCCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTG

GAATGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGA

AGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Rikenellaceae"(0.7787),g:Alistipes(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACTCTCTTACGTGTAAGAGACTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCACGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTGAGAGGTGAAATACCGGGGCTTAACACTGGAACTGCATCTAATACTGTAGAACTAGA

GAGGAGTTGAGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGG

CAGCTTACTAAGCTATATCTGACATTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10476;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGTATGAAGAAGGC

TTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACGTTTGTTAATTGACGTTACTCGCAGA

AGAAGCAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT
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AAAGCGCACGTAGGCTGTTTGGTAAGTCAGAGGTGAAATCCCCGGGCTCAACCTTGGAACTGCATCCAATACTGGCA

AACTGGAGTCTCGTAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAGTACCGGT

GGCGAGGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTACGGGTTGTAAACCGCTTTTGTGTGGGGATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCGTGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCGGGTTAAGCGTGTCGTGAAATGCCGTGGCTCAACGGCGGAAGTGCGGCGCGAACTGGGCGGCT

TGAGTGCGCGCGGCGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10480;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACTATGGGCGCAAGCCCGCACCAGCCAAGTCGCGTGACTGAAGAAGGC

CTTCGGGCTGTAAAGTCCTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTTAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAAGACCGGTG

GCGAAGGCAGCCCCCCAGTCGAAGACTGACGCTCAGTTGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGG

TA 

>OTU10481;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTACGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGGAAGATAA

GCGTGTTGTGAAAAGTCGGGGCTCAACCTCGGCCTTGCAGCGCGAACTGTTTTTCTTGAGTACGCAGTAGGTAGGCG

GAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCAAC

TGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2184),g:Blautia(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAAGGATGAAGTA

TTTCGGTATTTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCCCGTCTAACTTCGAGCCG
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GCAGCCGTGGTAATACGTAGGGGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTAGCAA

GTCTGAGGTGAAAGGCGTGGGCTCAACCGGTGGACTGCATTGGAAACTGTAATACTTGAGTGCCTAAGACGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTAAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1679),g:Dorea(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

TCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCATTGGCTTAACCAGTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGTGAAGGCGGCTGTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10482;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCACGTGAGCGATGACGGA

TTTCGGTATGTAAAGTTCTATTATCAAGGAAGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGGGAGCTTAACTCACGTACTGCATTTGAAACTGTCGTGCTTGATTGAAGTAGAGGCAAG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10483;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Euba

cteriaceae(0.0710),g:Alkalibaculum(0.0157); 

ACGGGAGGCAGCAGTAGGGAGTATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTGGATGTGAAATACCCGGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAG

TAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9840),o:Lactobacillales(0.9843),f:Strept

ococcaceae(0.9666),g:Streptococcus(0.9686); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGTGATGTGAGTGGAAAGCACATCATGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG
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TAAAGCGAGCGCAGGCGGTTGTATAAGTCAGAAGTAAAAGGCAGTGGCTCAACCATTGTGTGCTTTTGAAACTGTAC

AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGCGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10488;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0726),o:"Flavobacteriales

"(0.0473),f:Flavobacteriaceae(0.0113),g:Ornithobacterium(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGAAACTCTGATCCAGCCGTGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGTCCGATGAGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCATCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGCAGGCGGCTAGGTAAGTCTGCGGTGAAATTCCGGTGCTCAACAGTGGAAGTGCAGAGTGTACTGCGGGGCTTG

AAGTAGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCGTAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTAGGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10489;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAACGTGAGCCACGTGTGGCTTATTGCAGGTACCGGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGGGGGGTGAAAGGTTGGGGCTCAACCTGGGGATTGCAGCGCGAACTTGCAGACTT

GAGTGCGCAGGAAGGAGGCGGAATTCGTCGTGGAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGGAACTGACGCTTAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGGA 

>OTU10487;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),g:Natr

anaerovirga(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTCCCATGGGAAGAAGAAAGTGACGGTACCATGGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTGCTC

TAAGTTGGATGTGAAAGCCCCGTGCTTAACATGGGAACTGCATTCAAAACTGGAGTGCTTGAGTATGGAAGAGGCAA

GTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCC

ATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10491;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGGATAAAGTGCTCCACGTGTGGCGTTTTGCAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGTGGTTTAAGCGTGTCGTGAAATGTAGGGGCTCAACGTCTGACTTGCGGCGCGTACTGGTCTACTTGA

GTGCGCGCAACGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCTCGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10490;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTACAGTTAATACCTTAGCTCATTGACGTTTCCCGCAGAC

GAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGTTACTACGGATGGTGCAAACGTTAATCGGAATTACTGGGCGTAA

AGCACACGCAGGCGGATTGTTAAGTTAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTAAGACGGGCAA

GCTTGAGTCTCGTAGAGGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10493;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGCAGAAGTGACGGTACCTAATGAATAAGCTCCGGCTATCTGCGTGCC

AGCAGCCGCGCTAAGACGTAGCGAGCGCGCTATGTCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGCAGAGTA

AGTCAGATGTGAAATCCGTGGGCTTAACCCGTGATCTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10494;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGCAACTGTTCACGCAGTGACGGCATCCAACCA

GAAAGTCACGGCCAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTAGCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAATCCTTAGGCTTAACCGGGGAAGTGCATCGGAAACCGGG

CACCTTGAGTTCAGAAGAGGACAGTGGAATTCCTTGTGTAGCGGTGGAATGCGTAGTTATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCCAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10492;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Graci

libacteraceae(0.0710),g:Lutispora(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTCTAAACTTTTGTCTTATGGGAAGAAGTAGGCCGGTTCCATAGGAGGAAGCCACGGCTAACTACGTGCCC
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GCCGCCTCGGTACTACGTAGCAGGCACGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTAGGTAA

GTCAGATGTGAAATACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCATAGCTTGAGTATCGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10496;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCTACGTGTGGATGTTGGCAAGTACCGTAAGAAAAAG

GATCGGCCAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGTGTTATCCGGATTTATCGGGTTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTGGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGAAACTGTTTGGCTT

GAGTACAGATAAGGAGGGTGGAATTTGTAGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCATCCAACCGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10495;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Saccharofermentans(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGATAG

TAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGACATTAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTTAGTTATGACGGTC

TTCGGATTGTAAATCTCTGTCTTTGTGGACTATAATGACGGTACCCAATGAGGACGCCACGGCTAACTACGTGCCAGC

AGCCGCGTTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACCGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAGT

GGGATGTGAAATAACCGGGCTTAACCGGGGTCGTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTTAAGCTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3204),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGACAGTGACGGTACCTAAGGAGCAAGTTACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATA
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TCAAGTCAGTAGTGAAATACCGAGGCTTAAGGTGGGAGCTGCGATTGAAACTGATAGTCTTGAGTGCGGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

GATAACTGACGCTGAGACGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGTC

TTTCGGCTTGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGACTAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGTAGCGTAGGTGGCAAGGCAAG

CCAGAAGTGAAATCCCGGGGCTTAACCGCGGGATTGCTTTTGAAACTGTAAGGCTGGAGTGCAGGAGAGGTAAGGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGACTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCAGCTTGCTGGGGACTT

ATCGACGCTCATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10501;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCCAAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTTTGTAA

GTTGGATGTGAAAGCCTCGGGCTTAACCTGGGAATTGCATTGCAGACTGGGAAGCTTGAGTCCAGGAGGGGTGAGT

GGAATTCCGAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTACTACGTAGGTGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATTC

AAGTCAGATGTGAAATCTATGGGCTGAACCCATAAACGTCATTTGAAACTGGATCACTGGAGTGTCGGAGAGGTGAA
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CGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10504;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0326); 

ACGGGAGGCAGCAGCAAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGATGAAGGC

CGAAAGGTTGTAAAGTCCTTTTGAACCTGAAGAATAACCAGTGCAGGAAATGGCATTGTGGTGACGGTAGGGTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTAGCTCAAGTCTGGTGTGAAAGGCCGGGGCTTAACTGCGGAACTGCATTGAGAACTAGGA

TACTGGAGTGGCGGAAGTGCAGCCGGAATTCCTGGTGTAGGGGTGAAATGTGTAGATATCAGGAAGAATACCAGTG

GCGATGGCAGGCTGCAGGCAGACGACTGACGCTGAGGCGCGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10503;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCTAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCCCCGTCCTTAAGGAAGATAATGACGGTACCCTTCGAGGAAGCCCCGGCTAACTACGTGCCA

GCACCCCCGGCAATACGCAAGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGAGCGTAGACGGCAGGGCA

AGTCTGAAGTGAAAGGCGGGGGCTCAACCCCCGGACTGCTTTGGAAACTGTCCGGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10507;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0157); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGAGGGAGGAATAAGTGAAGTGAGGGAAACGCTTAATGGTGACTGAAGGTCAT

GAATAAGCAACGGCTAATTACGTGCAAGAAGCGGAGGTAACAGGTAAGTGGCGAGCGTTGTTCGGAATGATTGGGC

GTAAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGCAATGCCTGGGCTCAACCCCTGAACTGCGTTGGACACTGC

AGGTCTTGACTCGCTGAGGGGCAGCCAGAATTCCTGGTGTAGGTGTGAAATCTGTAGATATCTTGAAGAATACCAAT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10505;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGGGTA
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AGTCAGCGGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTGATACTGCCTGTCTTGAATGCGGATGCCGTGGGA

GGAATGTGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGTTTTGCAA

GTTGAAAGTGTAATACCGGGGCTTAACTCCGGTGCTGCTTTCAAAACTGTAAGACTTGAGTGCAGTAGAGAAGGGCG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGAGATTAGGAAGACCACCAGAGGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU10508;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCAAGCGTTGTCCTGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGCGCA

AGTTGGATGTGAAATACCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTGTTTCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10510;tax=d:Bacteria(0.0041),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f

:Simkaniaceae(0.0000),g:Simkania(0.0000); 

AGGTGAAGTAAAAGGTTCATACTTAAACATCACTGCAGCTACTTATGAAGAAGTAGTTAAACGTGCTGAATACGCTAA

AGAAGTTGGTTCTATCATCGTAATGATCGATTTAGTAATGGGTTACACAGCAATCCAATCAATTGCTATTTGGGCTCGT

GAAAACGATATGCTTTTACACTTACACCGTGCAGGTAACTCTACTTACGCTCGTCAAAAGAACCATGGTATTAACTTCC

GTGTAATCTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCTGGTACAGTTGTTGGTAAATTAGAAGG 

>OTU10512;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCGTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTCTTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTCCTTG

AGTGCGCTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCGCTGTAGCATTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10511;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Euba

cteriaceae(0.0355),g:Eubacterium(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTATGGATTGTAAAGCTCTTTGATTAGGGACGAATAAAATGACGGTACCTAAAGAACAAGCCCCGGCTAACTATGT

GCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATTACTGGGGGTAAAGGGAGCGCAGGCGGGAC

AGCAAGTTGGATGTGAAATACCGAGGCTTAACCACGGAGCTGCATCCAAAACTGTTGTTCTTGAGTGAAGTAGAGGT

AGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3544),g:Coprococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGACGACGGA

TTTCGGTATGTAAACTTCTATCAGCAAGGAAGATGATGACGGTACTTGACTAAGAAGCCCCTGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCGTGCAAG

TCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTAAAGCTAGAGTGTCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGGCTTACTGGACGGTCA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10513;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCATGGGCGAGAGCCTGAACCAGCCAAGGAACGTGCAAGAAGAACGGC

CTACGGGTTGTAAAATGCTATTATGCAGGAATAAAAGCAACCACGTGTGGGGGTTTGCATGTAATTTTTTGATAAAGA

CCGGCTAATTCCGTGCCAGCAGGCGCGGTAATACGGAAGGGTCGGGCGGTATCCGGATGTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTGGTAAGCGTGTTGTGAAATGTCGTTGCTCAACAACGTCACTGCAGCGCGAACTGCCGGGCTTGA

GTGTGCGGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATGTCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGTATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10514;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0134); 

CCTTCCTTCCTCCTTTCTGCCTCTTTTTCCCTGTCCTCTAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGATCTAT

GGTTTGTAAACTTCTTTAGTGTGGGAACAAAGCGTGGTTGCGACCGCAGATGAGTGTACCACAAGAATAAGCATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTA

GGCGGACTTTCAAGTCAGCGGTAAAATTTCCGGGCTTAACCTGGTTGTGCCGTTGAAACTGAGAGACTGGAGTGCGC

TTGAGGTAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTT

ACCAAATCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU10515;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGCGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGGTTTGGGCTTAACCGGAGAAGTGCATCGGAAACTGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10516;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATCTGACGGTAATCAACCA

GAAAGTGCCGGCTCACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGGGGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCGGCGCGAACTGCCC

AGCTTGAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTG

CGAAGGCAGGTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU10517;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGGAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGTTGTGAAAGTTTGAGGCTCCACCTTAAAATTGCATTTGCAACTGGAAGTCTTG

AGTGCACGCAGAGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTATATATCATGAAGACCTCCGATCGCGAAGG

CCAGTGCCTGGAGTGCTACTGACGCTGAGGCTCGAAAGTGCGGGTCTCAAACAGGATTAGATACCCTGGTA 

>OTU10518;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGTCGTAAACTGCTTTAGACCCGGAGCAAAAATCGCTTCGTGAGGTGCGTTGAGGGTATGCGTAGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGAGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGAAGTGCAAGTCTGCTGTGAAATGCAGGCGCTCAACGCGTGAGTTGCGGTTGAAACTGTACATCT
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GGAATGCGCTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGA

AGGCAGCTCACGAGGCGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10519;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGCCTGGCAAGCCTGTTGTGAAATGTAGTCGCTCAACCGCTGCACTGCAGCGCGAACTGCCTAGCTT

GAGTGCGGTCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGTGCGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10520;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAACCTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCCGGTAGTGAAAAGCAGGCGTCTAACGTCTGCACTGCAGCGCGAACTGCCCAGTTT

GAGTGGGCGCAAAGTTGGCGGAATTTGGCGTGTAGCGGGGAAATGCTTAGATATGGAGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGGAACTCTGAACCAGCCATGCCGCGTGGAGGAAGAAGGT

CCTATGGGTTGTAAACTCCTTTTGTTCCGGAGTAATAAGTGCCTTGCGAGGCACGATGAGAGTACGGGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGACTGTTAAGTCAGCGGTGAAATGTCCCGGCTCAACCGGGGCCCTGCCGTTGATACTGGCAGACTTG

AGCACGGACGGCGCCGGCGGAATGTGTCATGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATCGCGAAG

GCAGCTGGCGAGGCCGTAGCTGACGCTCAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10523;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGAGGATAAAGGGGCCTACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCGGGCAAGCTAGTGGTGAAATGCAGTCGCTCAACGTCTGAACTGCAGCTAGTACTGTCCAGCTTG
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AGTGCGCGCAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGCAGAACTCCGATTGCGAAG

GCAGCTGACGAGTGTGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10522;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Marinilabiliaceae(0.0113),g:Alkalitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAATCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGCGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTATTACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTGTGTCAAGTCAGGTGTGAAATCCAGGGGCTCAACTCGGGGGCTGCCTTTGATACTGTCGCGCT

GGAGTGCGGGTGCGGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGATTGCG

AAGGCAGCTTGCGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU10524;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9840),o:"Fusobacteriales"(0

.9889),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAATGTCTGATCCAGCACTTCTGTGTGCACTATGACGGTC

TTGGGATTGTAAATTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAACGCCGAGAGCGAAGTCAGCTCCCTGGACGAAT

ACCGACACTGAAGCGCGAGAGCACGGGGAGTCAACAGGATTAGATACCCTGGTA 

>OTU10525;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGTTTTTATGCGGGGATAAATTGGGCCACTCGTGGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCCGTCATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCCGCCGGGCAAGCGTATTGTGAAATGCAGACGCTCAACGTCTGCACTGCAGCGCGAACTGCACAGCTTG

AGAGCGAGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGACTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10526;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9866),o:Actinomycetales

(0.9911),f:Corynebacteriaceae(0.9852),g:Turicella(0.9566); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACTCCTTTAGACCGCGAGGAAGCCACCTGGTTGGAAGGGTGGTGACGGTAGTGGTAGAAGAAG

CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGA

GCTCGTAGGTGGCTGGTCGCGTCGTCTGTGAAAGTCTGGGGCTTAACTCCGGGTGTGCAGGCGATACGGGCTGGCTT
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GAGTGCTGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGTGCAGATATCAGGAGGAACACCGATGGCGA

AGGCAGGTCTCTGGGCAGTCACTGACGCTGAGGAGCGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10527;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9898),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCACCAATTCTGTGTGCACGATGAAGTTT

TTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTATCAACAGAAGAAGCGACGGATAAATAAGTG

CCAGCAGCCGCGGTAATACGTAGGTCGCACGCGTTATCCGGTGTTATTGGGCGTAAAGCGCGTCTAGGCGGTGTGGT

AAGTCCGATGTGAAACTGCGGGGCTCAACTCCGTACTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGGG

CGGAACTACATGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATTCCGATGGGGAAGCCAGCCCACTGGACAGAT

ACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10530;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATTTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGATGTGAAATGAAGAGGCTCAACGTCTGCACTGCAGTGCGAACTGGATTCCTTG

AGTACGCACAAAGGGGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATAGCACGAAGAACTCCGATTGCGAAG

GCAGCGCACTGGAGCGAAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10529;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTGTGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAGTAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCGGACGCTTAAGTGAGTTGTGAAAGGTCGCGGCTCAACCGTAGAATTGCAGTTGGAACTGGGTGGCTT

GAGTACGCGAGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTGCGGGAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10531;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9840),o:"Fusobacteriales"(0

.9889),f:"Fusobacteriaceae"(0.8505),g:Fusobacterium(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTTTGCACGATGACGGTC

TTAGGATTGTAAAGTGCTTTCAATTGGGGAGAAAAAAATGACGGTACCAATAGAAGAAGCGACTGCTAGATACGTGC

CAGCAGCCGCGAGAATACGTATGTCGCAAACGTTAGCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGTA

AGTCGGATGTGAAAATGCGGGGCTCAACTCTGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGC
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GGAACTAAAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTAACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTAGGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACAATTTGAATAAGG

ACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGAGGACTAAGCGTGCCGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGCAAACTTG

AGTGCGCAAGAGGAAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGGTTGCGAAG

GCGGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAGTTATGATGGAGCAACACCGCGTGAGTGAAGAGTGTC

TTCGGATCGTCAAACGCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAG

ACGTGAGTGCAGAAGAGGAGAGTGGAACTCCATATGTAGCGGTTAAATGCGTAGATATATGGAAGAACACCAGTGT

CGACAGTGGCTCTCTGGTCTGTAACTTACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10535;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTAAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTATGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGACGGGCAAGCGTGTTGTGAAAGGCAGTGGCTCAACGGCTGCACTGCAGTGCGAACTGCCCATCTTG

AGTGCGGGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACTGGTGCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10533;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTAGGGGTTGTAAACATTTTTAGTTTGGGAGTAAAGTGCGGGACGTATCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCAGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGCAGGCGGTGGGTTAAGCCTGATGTGAAATCCCGGGGCTCAACGGCGGACGTGCGGCGCGAACTGGCACACTT
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GAGTACGGGAGAGGGTGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAACTCCGATGGCGA

AGGCAGCTGACTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10532;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGA

TTTCGGTATGTAAAGCTCTGTCATCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAACCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTTAAACCTGGGACTGCTTTGGAAACTGTTTAGCTAGAGTGTCGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10537;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9887),o:Campylo

bacterales(0.9497),f:Helicobacteraceae(0.8864),g:Helicobacter(0.5720); 

ACGGAAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAAATCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTGTTAGAGAAGAAAATGACGGTATCTAACGAATAAGCACCGGCTAACTACGTACCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGGGTAAAGAGCGCGTAGGCGGGGTAGCAA

GTCAGATGTGAAATCCTATGGCATAACCAGAGAACTGCATTTGAAACTGGTACTCTAGAGTATGGGAGAGGTAGGTG

GAATTCGTGGTGTAGGGGTAAAATCCGTAGATATCAAGAGGAATACTGATTGCGAAGTCAACCTGCTGGAACATTAC

TGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10538;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGAAAAAGTGGGCCACGTGTGGCTTATTGCGGGTATCGTATGAATAAG

GACCGGCTAATTCTGTGCCAGCAGCTGCGGTAATACGGAAGGCCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTATTAAGTGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCATCGCAAACTGGCAGACTTG

AGATCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAG

GCATCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10536;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Alphaproteobacteria(0.4045),o:Rickettsial

es(0.1719),f:Anaplasmataceae(0.0560),g:Ehrlichia(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCACGCCGCATGAGTGAAGAAGTA

CCTTGGGTTGTAAAGCTCTATTAGCAAGGAAGATAATGACGGTACTCAACGAAGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGACGGATTAGTAA

GTTAAAAGTGAAATCCCAAGGCTCAACCTTGGGAGTGCATTGAAAACTGCTAATCTAGAGAGTGAAAGAGGAAAGA
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GGAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTTCTGGTTGAAAA

CTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATCAG

GACCGGCTAATTCCGTGCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGG

GAGCGCAGGCGGCCGGGCAAGCGTGTTGTGAAATGCAGGCGCTCAACCTCTGCACTGCAGCGCGAACTGCAGAGCT

TGAGTGTGCGAAACGTTGGCGGAATTCGAAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10542;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCATGATGACGGC

CCTCTGGGTTTTAAACTGCGTTTATACGGGGGTAAAGTGAGCCACGTGTGGCGTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCCGGGCTTAACCTGGGCATTGCAGCGCGAACTGGAAGACTTG

AGTGCGGAGGAGGTGGGGGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAA

GGCAGCCCGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10543;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0252),g:Alkalitalea(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGAGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACTGCTTTTGCATGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGAGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATGTCGGGGCTCAACCCCGGGTCTGCCCTTGATACTGGCGCGCT

GGAGTGCGGATGCCGCCTGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCAGCTTGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10541;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGCTGTAACCTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGTATATGG

CCCGGCTCATTCTGTGCCAGCAGCCGCGGTCATACGGCAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGAGTTGTGAAATGCAGTCGCTCAACGTCGGAACTGCAGCGCGAACTGCCCAGCTTG
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AGTGCGGGCAACGTTGGCGGAATTCGGCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGGCGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10544;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

CCCACGGCGTCCATCTCGAAGGAGTCGCCAGCGATCCCCGGAGTAGTTGAACTGGTAATAAGACGACCAATCTGACC

AGCAAGGCAGCCACGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTC

AAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTT

TAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCAAGAACGTTGTTTAACTTTAGACATTACATCACTCCTTC

TGCACGTAAGTTTGGACGCACGGGTGCTGCTGCGTCAGGAAGAACGTCAGTGTTTCC 

>OTU10540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9791),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGACGGC

TCTCTGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTTCGTGAGCGTAACTGCTCACGCATTGACGGTATTCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGGCTTCGGCTTAACCGAAGAGGTGCATCGGAAACTGGGGG

ACTTGAGTGAAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10545;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCTAAGTAGCGTGCAGAATGACGGC

CCTATGGGTTGTAAACTGCTATTATAGGGGGTTAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

AACCGGCTAATTCCGTGCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTAGTGAAATGTCTGGGCTCAACCTTGGCATTGCAGCGCAAACTGTGAGACTTG

AGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAAATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGAC

CCTATGGGTTGTAAACCGCTTTTATCGGGGGATAAAGTGGGCCACGTGTGCCCTTTTGAAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGGTTAAAGG

GAGCGCAGGCCGCCGGGCAAGCGTGGTGTGAAAGGCAGTGGCTCAACGTCGGCACTGCAGCCCGAACTGGCGAGC

TTGAGTGCGTGCAAGGTTGGCGGAATTCGCTGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTATCAGGGAGCAAAGGCAGTCACGGGTGACTGAAAGGAGAGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGAAAGTTAAGTCAGCGGTAAAATCGAGAGGCTCAACCTCTTTCAGCCGTTGAAACTGGCTTTCTAG

AGTGAGTGAGAAGTACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCAATTGCGAAG

GCAGCGTACCGGCACTCAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAACGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTTAAACCCCGTTGTTGGAGAAGAACGTACGTGTGAGTAACTGCTCACGCAGTGACGGTATGCAACCA

CATAGTCACGCCCAACTACGTCCCAGCAGCCGCGGCAATACGTAGGTGGCATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCAACGGATACCGGGG

GACTTGAGTGCAGAAGAGGAGAGTGGAACGCGAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACGAGT

TGCGAAGGCGGCTGTCTGGTCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10549;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGAATGC

CCTATGGGTTGTAAACTACTTTTACAGGAGGGTAAAGTGGTTCACGTGTGGCGTATTGCAAGTACCCTGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGATAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGGGGTCAAGCGTGTTGTGAAATGCCGCGGCCCAACCGTGGTCGTGCAGTTGGAACTGGTTCTCTT

GAGTGCGCACGAGGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGTCGGGTGCGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10550;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGATGATGTCACGGTCCTTAATGGATAAGCTCCGTATAACTACGTGCCC

GCAGCTGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAGCTGCATTTGAAACTGTATGGCTTGAGTGAAGGAGAGGCAGAG

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAGGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTACAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCATGCGTGGCCTTTTGCAGGTACCTCATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATCGCTGGTCAAGCGTGTTGTGAAATGTTGCCGCTCAACGGCAGAATTGCAGCGCATACTGCACAGCTTGA

GTGCAGTCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACGAGTGTGTAACTGACGTTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10553;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

GCGAAACCCATCCGCGGCATTTAGTAGCGGTAAAGTTAGACCCTACCCTGACACCACCCTAACCATTATTGCCCGGCG

TCCGGGGCAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAA

ACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGT

CGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGAGGCGTTGACAGATGTATCCATCTGAAGGCAA

TGAAGAAAAACACCATTACAAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGGAGCTTTAG 

>OTU10556;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATCGCTGTTGTTGGTGAAGAAGGAGAGAGGGAGAAAATGGCCTTTAGTTGACGGTAATCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGGCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGGGGAACTGCATCGGATACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAACCCCCGGCTTAACCGGGGAACTGCTGCGGAAACTGGCC

TTCTTGAGTGGAGAAGGGGGGGGTGGAACTCCGTGTGTTGCGGTGGAATGCGTAAGTATAGGGAAGAACACCAGT

GGGAAAGGCGGCTCTCTGGTCTGCATCTGACGCCGAGGCTCGAAAGCATGGGGAACGAACAGGATTAGATACCCTG

GTA 
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>OTU10554;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATCTCTGTTGTTGGTGATGAAGGTTAGAGGTCGTAACTGGCCTTTATTTGACGGTACTCAACCAG

AAAGTCCCGTCTAACTACGTGCCCTCAGCCGCGTCAATACGTCGGTGGCTAGCGTTGTCCGGATTTAGTGGGCGTAAA

GCGAGCGCAGGCGGAAAACTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAGACTGTTTTG

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCACGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAATTACGGTACCTGTCCTGTTTTGCCTGTACCTTATCAATAAGGC

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGGTTTATTGGGTTTAAAGGGAG

CGCAGGCGGTCTTATAAGCGTGACGTGAAAAGCAGCGGGTCAACCGTAGGAAGTGCGTCGCGAACTGTGAGACTTG

AGTGTAGTCGAGGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10559;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0560),g:Hespellia(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGGGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAAAAGCCCCGGCTAACTACGGGCCA

GCAGCCGCGGTACTACGGAGGGGGCAAGCGTTATCTGGATTTACTGGGTGTAAAGGGCGTGCAGCGGGGTCTGCAA

GTCAGAAGTGAAATCCCTGGGCTCAGGCCATGAACGGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAATC

GGAATTCCTAGTGGATCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAAGTGG

GTCAGATGTGAAATACCAAGGCTAAACCATGGAGCTGCATTTGAAACTGCTTTTCTTGAGAGTGGGAGAGGTAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



7243 

 

>OTU10558;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ostreptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTAGACAGGGAAGAAGAAAGTGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTTAACCGTAGTAAGCCTTTGAAACTGGGTTACTAGAGTGCAGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGGCGCGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAG

TGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCCAACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10562;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGCCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGAGTACCAGGCGAATA

AGAATCGGCTAACCCGGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGGGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGTGGTGAAATTCCGGTGCTCAACCCCGTGGCTGCCCTTGATACTGTCTCGC

TTGAGTGCGGGTGCCGCCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10560;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTTCTATGGGAAGAAGAAAGTGACGGTACCATAGAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTGGG

TAAGACAGATGTGAAATCCCTGAGCTTAACTTAGGAATAGCATTTGTGACTGCTCGACTGGAGTGTGTCAGAGGGAG

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10561;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pept

ococcaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGAAGGCAGCAGTGGGGAACATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGTGGTAATT

TAAGTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10565;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.

0000),f:Halobacteriaceae(0.0000),g:Haladaptatus(0.0000); 

TCCATAGCTGTGGTCGACGTCGTCCTTTGGCGCGAAAGCTCAGTCTCCGGAGGAAGCGGCGCAGTCCAAATGTTTTT

GAGATGGCCGCAACGGCACCCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCA

TCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATTTTATTGGTATCAGG

GTTAATCGTGCCAAGAAAAGCGGCATGGTCAAGATAACCAGTAGTGTTAACAGTCGGGAGAGGAGTGGCATTAACA

CCATCCTTCATGAACTTAATCCACGGTTCACCATAAACGTGACGATGAGGGACAGAAAAAGGAAAAATGTCG 

>OTU10564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTTTGGGTCGTAAACTCCTTTTGTGGTGGAGCTATAAGACCTACGCGCAGGTCGATGAGTGGACAACACGAATAAG

CATCCGCCAATTCCGCGCCAGCAGCCGCGGTAATACGGAGGTTGTAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTCGCAAGTCAGAAGTGAAAGCCCGAGGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTAG

AATACGAAAGAGGTGAGAGGAATGAGCAGTGTAGCGGTGAAATGCGTAGATATTAGTCAGAACACCAGTTGCGAAG

GCGTCTCACGAGTCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10566;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Clostridium_IV(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCAGCGTGAAGGAAGAAGGC

CTTCGGATTGTAAACTTTTTTCTTTGGTGAAATAAATGACGGTAGCCAAGGAGGATGCTCCGGCTAATTACGTTCCAG

CAGCCGCGGTAATATGCAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGGGCGTAGGCGGAAGAGCAA

GTCAGTAGTGAAATCCATGGGCTTAACCCGTGAACTGCTATTGACACTGTTCTTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10567;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0134); 



7245 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTTGATAGGGACGATAATGATGGTACCTATCGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTATGGGCTCAACTGATAAACTGCAGTTGAAACTGTGGTTCTTGAGTGTAGGAGAGGTGATTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGATGGCGAAGGCAGATTACTGGACGGCAA

CTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10569;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.7068),g:Fusicatenibacter(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCAGGCAA

GTCTGATGTGAAAACCCGGGGCCCAACCCCGGGACTGCATTGGAAACTGTCAGGCTAGAGTGCCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGA 

>OTU10568;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Betaproteobacteria(0.9462),o:Burkholder

iales(0.8412),f:Sutterellaceae(0.5632),g:Sutterella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGTAACCCTGATCCAGCAACGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACCGCTTTTGTCAGGGACGAAAAGGACTGTGCTAATACCACGGTCCGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGTGTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGAGACTGCAGG

ACTAGAGTTCAGAAGAGGTGAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCAGTGG

CGAAGGCGGCCCCCTGGGATGCGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.0904),g:Sarcina(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTATCTCTAGTATAAGCCACGGCTAACTACGAGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTACGGGGCGTAAAGGGAGCGTAGGCGGTTGATT

AAGTGGGATGTGAAATACCGGGGCTCAACTTGGGTACTGCATTGCAAACTGGGAGACTAGAGTGCAGGGGAAGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10571;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 



7246 

 

ACGGGAGGCAGCAGTAAAGAATCTTCCGCAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGAATGAAGAAGGTT

GGCAGGTCGTAAAGCTCTTTTGAAACTGAAGAATAAGAATTGTAGGGACTGGCGTTTAGGTGACGGTAGGCATTGA

ATAAGTAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGAGCGTAGGCGGATGATTAAGTAGAATGTGAAATACCCGGGCTCAACTGAGGTGCTGCATTGCAAACTGGTT

ATCTAGAGTGCAGGAGAGGAGAGTGGAATTCCAAGTGTAGCGGTGGAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10572;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTGATGCAAG

TCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTGGGAACTGTAAGTCTTGAGTGATGGAGAGGTAGGTGG

AATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACACCGGTGGCGAAGGCAGTCTACTGGGCAGTTAC

TGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10573;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGCGCACGTAGGCGGCTTGGT

AAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTGTGATACTGGCAAGATTGAGTCTCGTAGAGGGGG

GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACG

AAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10576;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Porphyromonadaceae"(0.9573),g:Butyricimonas(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCATGGAAGAATAAATCGCACGGGACCGCTGTTGCCAGTACTTGAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGCCTGCGGCTAAACTGTAGCACGCCGTTGATACTGGCGCCCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGGAGTAGCGGTGAAATGCATAGATATCACGAGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10574;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0181); 



7247 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGCGCC

AAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGG

CGGAATGCGTTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10575;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACACAGCAACGCCGCGTGAGGGAATAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGAGGGGAGCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTT

GTAAGTTGGATGTGAAATACCCGGTCTAAACTTTGCGGCTGCATACAATACTGCAGTACTTGAGTGCAGGAGACGAA

AGCGGAATTCCTAGTGTAGCGGTGAACTGTGTCGATATTAGGCGGAACACCGGTGGCGATGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGCTTAGATACCCTGGTA 

>OTU10577;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Anaerotruncus(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCAGGAAGACGGT

CTTCGGATTGCAAACTGTTGTCCTCTGTGACGATAATGACGGTAGCAGAGGAGGAAGCCACGGCTAACTGCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGATGACAA

GTCAGAAGTGAAATCCATCGGCTTAACCGGTGAACTGCTTTTGAAACTGTTATTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAGGGCGGCCTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10578;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Deltaproteobacteria(0.7114),o:Desulfovib

rionales(0.4280),f:Desulfovibrionaceae(0.2184),g:Bilophila(0.0423); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGCAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGACGAACAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGGCAGCAGCCGCGGTAATACGGTGGGTGCACGCGTTAATCGGAATCACTGGGCAT

AAAGCGCACGTAGGCGGCTTGGTAGGTAAGGGATGAAATCCCGCAGCCCAACTGTGGAACTGCCTTTGAAACTGCC

AGGCTAGAGTACCGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACACCGG

TGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10580;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 



7248 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCATGGACGATAATGACTGTACCTGAGGAGGAAGCCACGGCTAACTAGGTGCCA

GAACCCGCGGTAATGCGCAGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACACGGGCTCAACGTGGGTGCTGCATTGCAAACTGGTAGACTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10579;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5991),g:Oscillibacter(0.2607); 

ACGGGAGGCAGCAGGGGGAAAGAGAGGGCAAGGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGCGGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGGTGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGGGGATCTTGAGTATCGGAGAGGTAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGA

CAACTGACGGCGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10581;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAACAAATGACGTTACCCTCAGAAGAAGCACCGGCTAATTCCGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGGAGGGT

AAGCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCACCTTGAGTGCGCAGGAAGTAGG

CGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCCAGCTTACTGTAGCGCC

ACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Erysipelotrichia(0.9180),o:Erysipelotrichales(0.8

303),f:Erysipelotrichaceae(0.6350),g:Turicibacter(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTGTAAGGGAAGAACGACTTTAGTAGGAAATTGTTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAATTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGTGTGCGTTATCCGGAATTATTGGGCGTA

AAGGGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAACCCACGGCTTAACCGTGGAGGGGCATTGGAAACTGGTC

GACTTGAGTGCAGAAGGGGGAAGTGGAATTCCATGAGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCGAT

GGCGAAGGCAGCTTCCTAGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10583;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 



7249 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGCGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCGTTTAAGCGTGTCGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTT

GAGTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10585;tax=d:Bacteria(0.9073),p:"Spirochaetes"(0.1310),c:Spirochaetia(0.0425),o:Spirochaetales(0.02

91),f:Spirochaetaceae(0.0073),g:Treponema(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGG

GTGCGTAGGCGGTAGGCTAAGTTGGATGTGAAATACCTGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTA

GAGTCGCTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAA

GGCAGGTTGCCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10584;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGA

ACTATGGTTTGTAAACTTATTTAGTGTGGGAAAAAAGCGTGGTTGCGACCGCAGATGAGTGTACCACAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCGGACTTTCAAGTCAGTGGTAAACTTCCCGGGCTTACCCTGGTCGTGCCGTTGAAACTGCTAGACTGGAG

TGCGCTTGAGGTAGGCGGGATGCATTGTGTAGCGGTGAAATGCATAGATATAACGAAGAACTCCGATTGCGAAGGC

AGCTTACGCAATCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTCCGGTAA

GTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTGGAATGCGGATGCCGTGGGA

GGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACTGATTGCGAAGGCATCTCACGAATCCGTCA

TTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10588;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 



7250 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGGAGCGACGCCGCGTGAGGGATGACGG

CCTTCGGGTTGGAAAGCTATGTCTTCAGGGACGATAAGGACGGTACGTGAGGAGGAAGCCAAGGCTAACTACGTGC

CAGAAGCCGCGGTAATAAGTAGGTGGCGAGCGTTGTACGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTT

AAGTGAGATGTGAAATACTCAGGCTTAACCTGAGTGCTGCATTTCAAACTGGCAGTCTAGAGTGCAGTAGAGGAGAA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCTCTTCTCTAGACTGTA

TCTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10587;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTAGCCCCCTGAACTGGGCTACTTGGAGGCAGGAGAGGAAAGCG

GGATTCCTAGTGGTGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGCGAAAGCGGCTCTCTGGTCTGTAA

CTGACGCTGGGGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10589;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.36

39),f:Spirochaetaceae(0.1872),g:Treponema(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGCGAAAGCCTGACCTAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTTGGTGAAGAACACAATGACATTAGCCAAGGGAGAAAGCTCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGCTTT

GCAAGCTTGGTGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTGAGAACTGCATGGCTAGAGTTAGTGAGGGGA

AACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGGCGAAGGCAGGTTGCCAGCA

GATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGAAAGCCTGATGCAACAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGGAAAACTCTTTCCACAGGGAAGATAATGACGGTACGTGAGGATGAAGCCCGGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTATGGCTCAACCGTAGTATGCTCTTGAAACTGGGAAACTTGAGTGCCGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCCCGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.6350),g:Eubacterium(0.4787); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAAGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAACATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGTGGCAAGCGTCGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCAGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTGAGTCTTGAGTGGGGTAGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGGCTGCGGGGGT

ATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10592;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCATTAGTGACGAAGAAGTGACGGTAGCTAATGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAATGCATGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTAAAATGCTTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10594;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Graci

libacteraceae(0.1291),g:Lutispora(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTAAGGGAAGAGGAAGGACTGTACCTTACAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10593;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4224),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAGCGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGATAACTACGTGCCA

GCAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCA

ATTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGATACTGTCCTGCTGGAGTGCCGGAGAGGTAAG

CGTAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10595;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Clostridium_IV(0.0134); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGATGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTGTCAGGGAAGAAGGAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTTGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACT

GCAAGTCAGATGTGAAAACCATTGGCTTAACCAATAGCATGCATCCAAAACTGCAAGTCTTGAGTGCAGTAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCAAAGGCGGCTTTCTGGGCT

TTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU10596;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0230); 

AAGGGAGGAAGAAGAGAAGAAGAGGAGGAAAGGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGACGAAG

GCCGGACGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCA

TGAATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGC

GTAAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTG

CAGGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCA

ATGGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU10597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAGAAGGGTAGAGGTAGTAACTTGCCTTTTTTTGACGGTAATTAACCAGAA

AGTTACGGCCAAATACGTTCCCGCAGCCCCGGTAATACGTAGGGTGCCAGCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCT

TGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10598;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGGATAAAGTGCTGCACGTGTCCCTTTTTGTAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGTGTATTAAGTGTGAGGTGAAATGTAGGCGCTCAACGTCTGACGTGCATCGCATACTGGTAGACTTGA

GTGAGTTCGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCAGCAAGAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.1735); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAATAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGCGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GATCGTCACGGCTCACTACGTGCCAGCAGCTGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGAATAGGAAACTGGTG

TTATTGAGTGAGGAAGGGGAGGGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10601;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.3884),g:Pseudobutyrivibrio(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAGGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGAGTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGCAGGCGGTCTTGCAA

GTCAGATGTGAAAACCCAAGGCTCAACCAGGGGAATGCATTTGAAACTGTGAGACTAGAGTATAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGATT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10599;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Pediococcus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGTAGCTGCCGCGCGTTATACGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAGTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCAAGCTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10603;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Olivibacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGTCGCGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGGGTCTAAGTGAGCGGTGAAATTTCCAGGCTCAACCGGGTAAGTGCGGATGATACTGGGGGTCT

TGAATGCGGTCGAGGCCGGAGGAATGTGGGGTGTAGCGGTGAAATGCGTAGATATGACAAAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGGAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10604;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGCGCAATAAGATCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGGAGGCTGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCATTTGATACTGGGAGGCTAG

AATACGGAAGACGTGGGAGGAATGAGTAGTGTAGAGGTGAAATGCGTAGATATTACGAAGAACACCGATGGCGAA

GGCAGCTAACGAATCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10602;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGAAGAACAAATGAGGGAGACCGAGTAGGAAGCTACGGCTTACTACGCCC

CAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGCAGTAGAGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10608;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGGAGACTGAACCAGCCAAGTCGCGTGAAGGAAGGCTGC

CCTACGGGTTGTAAACTTCTTTTTTAAAGGAATAATGTGACGCTCGAGTGCCTTTTTGTATGTACCCTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTTAGTTAAGTCAGATGTTAAAGGTTGCGGCTCAACAGGAGAATTGCATGAGAAACCGTCGACTTTGAA

CTCAGTGGAGGTAGCCGAAATAAGTAGTGTAGCGGGAAAATGATTGATAAGCATGAAAAAATCCATTGGGAAGGGA

GGTTGGGAGGATTGGAACTACCGCGGAGGATCAAAGGTGGGGGATCCAAAAAGAATAAGTACCCTGGTA 

>OTU10606;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9172),f:Pept

ostreptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGGTATTGAAACTGGGAAACATGAGGGCAGGAGAGGAAAGGG

GAATTCCGAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

ATGAAACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATAACCTGATA 

>OTU10605;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Entero

coccaceae(0.0000),g:Enterococcus(0.0000); 
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CTTTCCCCGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAATCTCAAACGGCTGGTCAGTATTTTCCCA

ATGACCCAATCAAAGACATGACTCGCAAGGTTAGTGCTGAGGTTGACTTAGTTCATCAGCAAACGCAGAATCAGCGG

TATGGCTCTTCTCATATTGGCGCTACTGCAAAGGATATTTCTAATGTCGTCACTGATGCTGCTTCTGGTGTGGTTGATA

TTTTTCATGGTATTGAGAAAGCGGTTGCCGATACTTGGAACAATTTCTGGAAAGACGGGAAAGCTGATGGTAGTGGC

TCTAATGTGGCTAGGAAATAACCGTCAGGATTGACACCCTCCCAAGTGTATGTTTTC 

>OTU10607;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0560),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCTCAGTTAGCAGGGAAGAAGATAGCGACGGCACCTGCATAGAAAGCCACTGCCAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGCAAA

CAAGTCAGATGTGAAAGCTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTATGGCTTGAGGATAGGAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTAGCGAAGGCGGTTTACTGGACCA

GTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10611;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Rikenellaceae"(0.0073),g:Rikenella(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCCATTGTTGGAAGACTGAACCAGCCATTCCGCGTTCAGGAAGCCGGTC

CTATTGATTGTACACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTGAAATGCTTCTGTTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGAT

GTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTAAGAACACAGATAGGAAAGGCA

GATTGCGAGGATACGAGAGACGCTGAAGCACGAAAGAGGGGAGAAGGAACAGGATTAGATACCCTGGTA 

>OTU10612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGAGCAATAAGCTCTACGTGTAGACCGATGAGTGTACCCGTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTTCAAGTCAGCGGTGAAAGGCACGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AGTGCGGATGCTGTGGGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAG

GCATCTCACAAGGCCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10609;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Rikenellaceae"(0.0086),g:Rikenella(0.0043); 

ACGGGAGACAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATTATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG
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ATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGAGGATTTGAGCGTTATCCGGGTTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGCTAAGTTAGAGGTAAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTGAACGGCGCAAGCGGAATGAATCATGTAGAGGTGACATGCGTAAATATGAGTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10610;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGACGAAGCCACGGCTAACTACGTGCCA

GCACCCGCGGTACTACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTGTGGAGTTGCATTTCAAACTGGAAGGCTTGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGCTTCTCGGGAGAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGAGATCAAACAGGATTAGATACCCTGGTA 

>OTU10613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTATTTAAAGCTCTATCAGCAGGGAAGTTAGCGACGGTACCTGACTACGAAGCTCCGGCTCAATACGTGCCAG

CAGCCGCGATAATACGTCTGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGTGGCATCACAAGT

CAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTGGGGCTAGAGTGAAGGAGGTGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTTGCGAAGGCAGCTTGCAGGACTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CTTACGGGTCGTAAACCTCTTTGGCCGGGGGATAACGGGCGTCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCAGCGGCTAACTCCGTGCGAGCAGCCGCGGTAATGCCGAGGATGCGAGCGTTATACGGATTTATTGGGTTGAAAG

GGTGGGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTTCCCGGCTTAACCGGTTCAGTGCCGATGATACTTGGGGTC

TTGAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10614;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Anaerotruncus(0.0110); 

AAGGAAGGAAGAAGGGGGGGAGAGTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCAAAGGGAAGAAAAAATGACGGTACCTTTGGAGGAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGGAGCGAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGATA
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TGGGTCAGACGTGAAATACATGAGCTTAACTCATGAACTGCATTTGAAACTATATGGCTTGAGTGAGGTAGAGGCAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTTTA 

>OTU10615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiales_Incertae_Sedis_XIII(0.1679),g:Anaerovorax(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGGTTGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGAGGGTGAAAGGCACTGGCTTAACCAATGTCAGCCTCTTGAACTGGGATACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCCAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTAC

TGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGAGGATAAAGTGAGCTACGTGTAGTTCATTGCAGGTATCGTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTAGATTAAGCGTGTTGTGAAATCCAGTGGCTTAACCATTGAATTGCAGCGCGAACTGGTTTACTTGA

GTGCGCACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTACGAAGG

CAGCTTGCCAGAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10619;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.9769),o:Burkholder

iales(0.9389),f:Sutterellaceae(0.9015),g:Sutterella(0.8605); 

CCTTTCTTCCTCCTTTTTTCCTTTTTTCCCCTTTTTTCCCCCCTGCTCCCTCCATGCCGCGTGCAGGATGAAGGTCTTCGG

ATTGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGTTAATACCACGGTCTGCTGACGGTACCTGAAGAATAAGC

AACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG

TGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCAGGACTAG

AGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGCGAAG

GCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10618;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9726),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTAGCCTTTATTTGACGGTAATCAACCAG

AAGGTCACGGCTAACTACGTGGCAGCACGCGCTGTAGTACGTCTGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAACAAGTCTAATGTGAAAGCCCTCGGCTCAACCGAGGAACTGCATCGGAAACTGTTTTT
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CTTGAGTGCAGAAGAGGTGAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTGGC

GAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10620;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9726),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAGGATAGAGGAAGTAACTGGCCTTTCCTTGATGGTAATCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGGCGAGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTA

TTCTTGAGTGCAGAAGACGAGAGTGGAACTCCTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10624;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Sphingom

onadales(0.0000),f:Sphingomonadaceae(0.0000),g:Sphingomonas(0.0000); 

CCTGGTGGCGACTAAGTCCGCGTTCTTGCAACTCACCAGACGGTGGTTCCTGAATGCATGGGAAGCCTTCAAGAAGG

TGATAAGCCGGAGAACCATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCA

CCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATC

GGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAA

GAGGAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGGTGATCACGACCAGA

AAACTGGCCTAACGACGTTTGGTCAGGGCCATCAA 

>OTU10622;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0157); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGTCAGGTTGTAAACTCCTTTTATGACTGAGGAATAAGTGAATTGCGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACTGCTACTTACGTGCCAGCCGCCGCGGTAACACGTTAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTTGAAACTGCA

GGACTTGAATCGCTGAGGGGCAGGCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT

GGCGAAGGCAGGCTGCTAGAAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAAGTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

ATTCGGGATGTAAAGCTCTATGAGCAAGGAAGATAGTGACGGTACCTGAATAAGAAGCTCAGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGGAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGTAGGTGGCATCACAA
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GTTAGAAGTGAAAGCCCGGGGCTCAACCCCGGGATTGCTTTTGAAACTGTTTAGCTAGAGATCAGGAGGGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGTGAAGGCGTCTTTCTGGTCTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10621;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTTCGTAAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAGTGAGCCACGGCCAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAT

TTCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGAGATTCTTGAGAGTCGGAGAGGT

AAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCCGATGCAGCGATGCCGCGCGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCTTAAGGGAAGATAATGACGGTACTTGCGGAGGAAGCCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAACACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAATCTAGAGTGCAAGAGAGGAGAAA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAT

CTGACGCTGAGGCTTGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10626;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVb(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCGATGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACTTCTATCGACAGGGGAGAAGAAAGTAACAGTACCTGAGTAATAAGCCCAGGCTAACTACATG

CCAGCAGCCGCGGTGATACGGCAGGGGCAATCGTTATCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGCATGG

TAAGCCAGATGTGAAAGCACGCAGCTTAACTGCGGGATTGCATTTGGAACTACTAAGCTAGAGTACAGTAGAGGAAA

GCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTTGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10627;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lach

nospiraceae(0.0252),g:Parasporobacterium(0.0076); 

ACGGGAGGCAGCAGTGGGGAAGAGGGGGAAAGGGGAGAAAGAGGGACCAAGCGAGGCCGAGTGAAGGAAGAA

GGTCTTCGGAGTGTAAACTTCAGTCAACAGGGAAGAAACAAATGACGGTAACTGTGGAGGAAGCCACGGCTAACGA

CGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGAG

ACTGCAAGTCAGATGTGAAAATCATGGGCTCAACCCCTGACCTGCATTTGAAACTGTGGTTCTTGAGTGTCGGAGAG
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GTAAATTGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTCTGGA

CTGTAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTACATACCCTGGTA 

>OTU10628;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGTGTTGTAAACTGCTTTTATGCGGGGATAAAGTTTGGTATGTATCCCATTTTGCAGGTACCGCATGAATACGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACAGAAGTTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGCGTTGTGAAAAGCCGCGGCTCAACCGTGGGACTGCAGCGCGAACTGGAGGGCTTG

AGTGCGCAGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10629;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACTTCTTTTGCCAGGGAAGAATAAGGATGATGAGTCACTCGATGCCACTACTTGACTAATAAGC

ATCGGCTAACTCCGTGCCAGCATCCGCGGTAATACCGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGGTGTGAAAGATTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.4224),g:Blautia(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGCACAAGAAGCCCCGGCTAACTACGTGCCG

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCGGAGCA

AGTCTGATGTGAAAGGGTGGGGCTTAACCCTCAAACTGCATTGGAAACTGTTTTGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCAGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTTTAAACTTCTTTTATGAGGGACGAAAGGCGTGACAGTACCTCCTGAATAAGCCACGGCTAACTACGTGC

CAGCACCCGCTGTGATCCGTAGGTGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATCTGAAACTGTATGTCTTGAGTGCAGGAGAGGTAGG
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TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGACCTACTGGACAGT

AACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10632;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9827),o:"Entero

bacteriales"(0.9497),f:Enterobacteriaceae(0.9294),g:Yersinia(0.6200); 

ATTAGATACCTTGTAGTCCACGCTGTAAACGATGTCGATTTGGAGGTTGTGCCCTTGAGGCGTGGCTTCCGGAGCTAA

CGCGTTAAGTCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG

GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCACGGAATTTAGCAGAGATGC

TTTAGTGCCTTCGGGAACCGTGAGACAGGTGCTGCATGGTTGTCGTCAGCTCGT 

>OTU10633;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGTCAAGTCAGCGGTCAAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAGCG

TGGCGTCGAGGTGTGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGC

AGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAG

CGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTTGA

GTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10635;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTCGCGTGCGGGATGAAGGC

CCTCCGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGCGGAACGCGTTCCGCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCAGGTCAAGTCAGCGGTCAAACTGCGGGGCTCAACCCCGTATCGCCGTTGAAACTGGCCCGCTG

GAGTTCGTGCGAGGATGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGAA

GGCAGCTGTCCAGCACGCGACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGCGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAAAGCTTCGGAAGCCGGGC

AACTTGAGTGCAGAAGAGGACAGTCGAACTCCATGGTTAGCGTTTGAATGCGTAGATATATGGATGAACACCAGTGG

CGAAGGCGGCAGTCTGGTCTGCAACTGAAGCTGAAGCTCGAAAGCATGTGTAGCGAACAGGAGTAGATACCCGGGT

A 

>OTU10637;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Kordia(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCTATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCGGAGGTGAAAGGCACGGGCTCAACCCGGAAAGTGGCGTGGATACTGTGAGGCTG

GAATGCGGATGCTGTAGGAGTAATGAGTGGTGTAGCGGTGACATGCATAGATATTACTGAGAACACCGATTGCGAA

CGCATCTCGCGAGGGGTAAATTGTCGCTGAGGCACGAAAGCGTGGGCATCGAACAGGATTAGATACGCTGGTA 

>OTU10636;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9812),o:"Entero

bacteriales"(0.9172),f:Enterobacteriaceae(0.9015),g:Providencia(0.7162); 

ATTAGATACCCTGTAGTCCACGCTGTAAACGATGTCGATTTGAAGGTTGTTCCCTTGAGGAGTGGCTTTCGGAGCTAA

CGCGTTAAATCGACCGCCTGGGGAGTACGGCCGCAAGGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCG

GTGGAGCATGTGGTTTAATTCGATGCAACGCGAAGAACCTTACCTACTCTTGACATCCAGAGAATTGGGCAGAGATG

CTCAAGTGCCTTCGGGAACTCTGAGACAGGTGCTGCATGGCTGTCGTCAGCTCGT 

>OTU10639;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTTGATT

AAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGTCGCGCTGGAGTGCGGATGCCGCCGGA

GGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10640;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:Pasteur

ellales(0.8846),f:Pasteurellaceae(0.8146),g:Actinobacillus(0.3479); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATATGACAAGCAATTGACGTTAGTCACAGAA

AAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGAACGCAGGCGGTGACTTAAGTCAAATGTGAAAGCCCTCGGCTTAACCGGAGAACTGCATCGCATACTGGGT

AGCTAGAGTACTGTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCGAA

GGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGTTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCAGGCGAGAGTACAAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGATGCGACCGTTATCCGGATTCATTGGGTTTTAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGTGTGAAATTCCGGGGCTCAACTCCGGTGCTGCACTTGGTACTGGCTCGCT

AGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGAGATCACGCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10642;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0099),g:Dysgonomonas(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTGAATGGGCGGGAGCCTGGACCAGCCATGCCGCGTGAAGGCGAGTGCC

CTACGGGCGTTAAACTTCTTTTGTGCGGGAGCAATAAGGGCCACGCGTGGCCCGATGAGAGTACCGCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGGTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCGCTTCAGGTCAGCGGTGAAATACCGGGGCTCAACCCCGGGGCTGCCGTTGAAACCGGAGCGCTAG

AATTCCGATGCCGTCGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCCATCGCGCAGC

CAGCTCACGACTCGTACCCTGACCCTCATTCTTCCAATCTTCGGTAGCCAGCAGGATTAGATACCCTGGTA 

>OTU10643;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:Flavobacteriia(0.5579),o:"Flavobacteriales

"(0.2999),f:Cryomorphaceae(0.1485),g:Lishizhenia(0.0204); 

GTGTCAGCCGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTCCGCAGGCGGAC

TAATAAGTCAGTGGTGAAATCTCCCGGCTCAACCGGGAAACTGCCATTGATACTGTTAGTCTAGAGTGTAGTTGGCGT

AGGCGGAATGTATCATGTAGCGGTGAAATGCTTAGATATGATACAGAACACCGATCGCGAAGGCAGCTTACGAAACT

ACAACTGACGCTCAGGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG

ATTACTCGTTGTCGGCGATATACAGTCGGTGGCTAAGCGAAAGTGATAAGTAATCCACCTGGGGAGTACGATCGCAA

GGTTGAAACTCAAAGGAATTGGCGGGG 

>OTU10644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 



7264 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGTGAAGATAATGAGGGTATCAAAGGAGGAAGCCACGGCTATCTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTAA

GTGAGATGTGAAATACCCGGGCTCAACTCTGGAGCTGCATTCGAAACTGTATATCTAGAGTGCAGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCACTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10645;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTTCGTCTTCAGGGACGATAATGACGGTATCTGAGGAGGAAGCCACGGCTTACTTCGTGCCA

GCAGCCGTGGTAACACGCCGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAGTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGAGTGCTGCAGTTCAAACTGGATGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10646;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTGATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

TAAGTCTGATGTGAAAACCCGGGGCTCCACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTA

AGTGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATAAGCAGGGAAGAAAATGACGGTACCTGACTAAGCAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCGTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGAATTTGGAACTGTAAGGCTAGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTATAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCATGCTGGACGATG

ACTGAAGTTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU10649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3915); 



7265 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCCGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACACAA

GTCTGGAGTGAAAGCCCGGGGCCCAACCGCGGGACGGATATGGAAACTGTGCTGCTGGAGTGCGGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGCTTACTGGACTGA

AACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10648;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lach

nospiraceae(0.0149),g:Parasporobacterium(0.0066); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGATTGTAAACTTCTGATCCGAGGAAAGAAACAAATGACGGTACCACAGGAGAAAGCTCCGGCAAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTAATT

TAAGTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAA

GCGGAATGCCCAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10650;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATCGTAAAGTTCTTTTGCAGGGGAAGATAATGACGGTATTCTTTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGATA

AGTTGGATGTGAAATACCCGGGCATAACGGGGGGGGTGCATAGAATAATGGTGGACTAGAGTACAGGAGAGGAAA

GAGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGAGAAGGCGGCTCTCTGGACTG

TGACTGGCACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10651;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCTGTCGTTTGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCAG

AAAGTCACGGTTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCCT

TCTTGAGTGCAGAAGAGGAGAGTGGAGCACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGACTGGTCTACAACTGACGCTGGGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10652;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 



7266 

 

CCTTTCTTCCTCCTTTCTTCCTCTTTCTCCCTGGTCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCTAT

GGGTCGTAAACTCCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTATGTATGTATTATATGAATAAGGATCGCC

TAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTGATAGGGAGCGTAG

GTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAGTTGCATTTGATACTGTCAGTCTAGAGTACAGT

AGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAATAACTCCGATGGCGAAGGCAGCTCA

CTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.9108),g:Clostridium_XlVb(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGG

TTTCGGCTCGTAAACTTTTATCAATAGGGAAGTAAGAAATGACGGTACCTAAATAATAAACGTCGGCTAACTACGTGC

CACCAGTCGCTGCAATACGTAGGGGGCAATCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGT

AAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAAGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAGA

GCGGAATTCGTAGTGTAGCAGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCAGCTTTCTGGACTG

AAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10657;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGACCCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGTGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGATGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGGTAGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAG

TACAGGAGAGGTGGGCGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCAGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10653;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTAGCAGGCTTGA

ATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 



7267 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTGCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGGAGGCGGCCAACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10655;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.3483),o:Erysipelotrichales(0.1

483),f:Erysipelotrichaceae(0.0560),g:Turicibacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTTAAATTCCGTTATAAGGGGAGAAAGGCTCTAGTAGGAAATGGCGAGGGAGTGACGGTACCTTATG

AGAAAGCCACGGCGAACTACGTGCCAGCAGCCGCGGTAATAGGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGC

GGAAAGGGTGCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACGCGGGCTTCACTTCGGGACTGCATCCAATACTGT

CGAACTTGAGTGCAGGAGAGGAGGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCG

GTGGCGAAGGCAGCTCGCCGGACGATAACTGACGCTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACC

CTGGTA 

>OTU10658;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Epsilonproteobacteria(0.7881),o:Campylo

bacterales(0.5023),f:Campylobacteraceae(0.3204),g:Campylobacter(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTGGACGGTACCCCCAA

AGGAAGAACCGGCTAACTCCGTGCCAGAAGCGGCGGTAATACGGAGGTGGCAACCGTAATCCGGAGTTATTGGGCG

TAAAGGACGCGTAGGCGGATTATCAAGTCTTTTGTGAAATCTAATGGCTCAACCATTAAACTGCTTGAGAAACTGATA

ATCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAGGAATACCCATT

GCGAAGGCGATTTGCTAGAACTCAACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAAGCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGAGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCGGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCACTACGTAGGTGGCAAGCGTTGTACGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTATGATGTGAAAGCCTTAGGCTTAACCGGAGTAGTGCATTGGAAACAGGAA

GACGTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCTAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTGGCATACAGGATTAGATACCCTGG

TA 



7268 

 

>OTU10661;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTTGCGGGGGGATAAAACGCGCCACGCGTGGCGTCTTGCAGGTACCCCGCGAATAAG

GGTCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGAGACTT

GAGTGCGCGGAATGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGTA

GGCAGCCTGCCAGGCCGCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10660;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCCCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGTCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACT

AGCTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10662;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9979),o:Rhizobial

es(0.9889),f:Methylobacteriaceae(0.9480),g:Methylobacterium(0.9705); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGC

CGATTAAGTCGGGGGTGAAAGCCTGTGGCTCAACCACAGAATTGCCTTCGATACTGGTTGGCTTGAGACCGGAAGAG

GACAGCGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTGTCTGG

TCCGGTTCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAATGCCAGCCGTTGGCCTGCTTGCAGGTCAGTGGCGCCGCTAACGCATTAAGCATTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU10663;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTGTCTTTGGTGAAGAATAGATGACGGTAGCCCAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGCAGGCGGGACAG

CAAGTTGGATGTGAAATACCGAGGCTCAACCACTGAGCTGCATTCAAAACTGTTGATCTTGAGTGAAGGAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGGCTGGACT

GCAACTGACGCTGAGGCGCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGGTA 



7269 

 

>OTU10664;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Prevotellaceae"(0.0113),g:Prevotella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGCTACGTAAGTCAGACGTGTAATGCAGAGGCTTAACCTCTGAACTGCGTTTGAAACTGTGTAGCTTGA

GTGGAGTAGAGGCAGATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAG

GCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10665;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTCTTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCTGT

CAAGTCAGCGGTAAAATTTCCGGGCTTAACCTGGTTGTGCCGTTGAAACTGAGAGACTGGAGTGCGCTTGAGGTAGG

CAGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATCGCGAAGGCAGCTTGCCAAGCCATA

ACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10666;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.6350),g:Roseburia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGTCAGATAA

GTCTGATGTGAAACTCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGTTTGACTAGAGTGTCGGAGGGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCTTACTGGACGACAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10667;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAATCTCTTTTGATGGAGAAAAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAAG

AAAGTCACGGCTAACTACGTGCGAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTGCTGTGAAAGTCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTGTTT

CTTGAGTGCAGAAGAGGAAAGCGGAACTCCACGTGTAGCGGTGGAATGCTTAGATATATCGAAGAACTCCAGTTGC

GAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 



7270 

 

>OTU10668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2524),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGGTAGTGAAGTAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTATTTAG

AACGTCACGGCTAACTACGTGACAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGACTGGCAAGTCTGATGTGAAAGGCGGGGGCTCAACCCCTAGACTGCATTGGAAACTGTTAG

TCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTTAGTTAAGAAGGGT

TTCTTCTCGTAAAGCTCTGTTGGTAGTGAATAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTCATTACTTAGAA

CGTCACTTCTAACTACGTTCCAGCAGCCGCGGTAATACGTCGGTGGCACGCGTTGTCCGGATTTATTGGGCGTAAAGC

GAGTGCAGGCGGTTCAATATGTCTGATGCGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCAGAAACTGTTGAACTT

GAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGAAGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCAGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAACTCTGTCTTCAGGGACGATAATGACGGTACCTGTGGCGGAAGCCACGGCTAACTACGTGACA

GCAGCGGCGGTAATACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATGCTCGGGCTTAACCTGTGTGCTGCATCTCGAACTGGGAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCTTCTCGGGACTGTT

ACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10672;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAAAGTGCACTACGTGTAGTGTTTTGTATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGAAGATTAAGCGTGACGTGAAATGTCCCGGCTCAACCGGGGAGTTGCGTCGCGAACTGGTTTTCTTGA

GTGAGCGCGACGTTTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCAGACGAGTCCTTTACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10673;tax=d:Bacteria(0.1356),p:Cyanobacteria/Chloroplast(0.0171),c:Cyanobacteria(0.0056),f:Family

_I(0.0013),g:GpI(0.0012); 

GTGTCAGCAGCCGCGGTGATACGAGGAGATCTAGTGTTAATCGGAATAATTGGGCGTAAAATGTATGTAGACTGTTA

TTGCCTGTTAAAGATTAAATCCTAAACAAATTAGGTCATTTTTAACTACAAATTTCTTGAGTAAAAAAAAAGATTTTAG

AATTTCGAAAGGAGAAATTAAATTCGTAGAATTTCGAAGGAATGCCTAAAGCGAAAGCAATAATCTTGTTTTATACTG

ACGTTGATATACGAAAGCATAGGTAGCAAAGAGGATTAGATACCCTCGTAGTCTATTGCTGTAAACTATGAATACTCG

TTTTTGGATATTTTTTCAGAGACTTAGCTAACGCGTTAAGTATTCTGCCTGAGGAGTACGTCGGCAACGTTAAAACTCA

AAGGAATTGACGGGG 

>OTU10669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTTACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGTGGGAAA

GTAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTAATGGGATTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAA

GAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10674;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Roseburia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGCATGGTA

AGTTAGATGTGAAAGCCCGCAGCTTAACTGCGAGGATTGCATTTAAAACTATCAAGCTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

ACAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10676;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGTGGCCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTT

GAGTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10677;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTGTGCGGGGATTAAGTGTGGGACGGGTCCCATATTGCAGGTACCGCATGAATAAG

GAGCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGTGTTTTCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGAGATTAAGCGTGTTATGAGATGCCTGGGCTCAGCCGTGGCACTGCAGCGCGAACTGGTTTTCTTG

CGTTCGCGCGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAT

GCAGCCTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1872),g:Acetivibrio(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAGCCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACGAGGGACGAAGAAATGACGGTACCTCGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACAG

CAAGTCAGTAGTGAAATGCGGAGGCTTAACCTCCGAGCTGCTATTGAAACTGTTGTTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

TTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGTAAACAGGATTAGATACCCTGGTA 

>OTU10679;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Dermabacteraceae(0.0000),g:Devriesea(0.0000); 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGATTTTCGTAGGTGAACCTGCAGAAGGATCACTGTCAAAACCT

GCAAAGCAGAATGACCCGCGAACACGATTAAACACCTAGGGGAGACGCGCGCTCATTGTGGCCCATCCCGTCCCGAA

CGTGTGCGCTCGTTTGGAGACCAATGAACCCCGACGCAGAAAGCGCCAAGGAATACTAAAATTGACAGCCCTCCCCT

CGTTCCCCGTTCGCAGAGCGTGCGGGGGGACGTGTGCTGCTCTTTAAACACAAACAACTCTCGGCAATGGATATCTCA

GCTCTCGCATCGATGAAGAACGCAGC 

>OTU10678;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:Sphingobacteriia(0.9897),o:"Sphingobacte

riales"(0.9937),f:Chitinophagaceae(0.9912),g:Ferruginibacter(0.3479); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGAGCGTAGGTGGGC

AGGTAAGTCAGTGGTGAAATCTCCGAGCTTAACTCGGAAACTGCCATTGATACTATTTGTCTTGAATATCCTGGAGGT

AAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCCATTGCGAAGGCAGCTTACTACGGG

ATTATTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGG

ATACTCGACATCAGCGATACACTGTTGGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGACCGCAAG

GTTGAAACTCAAATGAATTGACGGGG 

>OTU10680;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGATCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTCTGTATTATATGAATAAGGA

TCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTGGTGAAAGTTTGGGGCTGAAGCGGAAAATTGCAGTTGATACTGTCAGGCTTGA

GTACAGGAGAGGTGAGCGGAATCCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATGGCGAAG

GCAGCTAACTGGACTGCAACTGACACTGATGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Intestinimonas(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTGACAGGGGACGATAATGACGGTACCCTGAAAACAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATAGCA

AGTCAGATGTGAAATACCGAGGCTCAACCTCGGGGCTGCATTTGAAACTGTTATTCTTGAGTGATGGAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10682;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGTAACCAAGGAAGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTTGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTGC

AAGTCAGATGTGAAATGCATGGGCTCAACCCATGAGCTGCATTTGAAACTGTAGACCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10683;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.2

679),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCGTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGCGTAAAGAG

CGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTG

AGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAA

GGCGGCTTCCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGTAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGATATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGGCGGATGTGAAAGCCTTCGGCGTAAACGAAGAAGGGCATCGGAAACCGG

GCGACTTGAGTGCAGAAGAGGACAGTGTAACTCCATGTGTAGCGGTGGAAGGCGCAGATATATGGAAGAACACCAG

TGTCGAAGGCGGCTGTCTGTTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAAATACCCTG

GTA 

>OTU10684;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.9108),g:Lachnospiracea_incertae_sedis(0.7162); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGAGGCAA

GTCAGATGTGAAAGACCGGGGCTGAACTCCGGGGCTGCATTTGAAACTGTCTGGCTGGAGTACAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTT

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10687;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTTATGCGGGGATAAATTGGCCCACGCTTGGCCTTTTGCAGTTACCCCTTGAATAAGGA

CCGGCTAATTCCTTGCCACCAGCCGCGTTAATACGGAAGTTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGCCGGGCAAGCGGGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCAAGCTTGAG

TGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGC

AGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGGGAGGTGAAATGCAGTCGCTAAACGTCTGCACGGCAGCGCGAACTGCCGAGCT

GGAGTGCGAGCAACGTTGGCGGAGTTAGCCGTGTAGCGGTGAAATGCATAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10690;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGAGTTATGTAAGACTTTTTGCATGTACTTTATGAATAAGGA

TCGACTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGAAGATTAAGTGAGTTGTGAAATTTTGTGGCTCAACCGCAGCACTGCAGCGGAAACTGGTCTTCTTGAG

TACAGACGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGAGTGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAAGGATGAAGTA

TTTCGGTACGTAAACTTCTATCAGCAAGGAAGAAAATGACAGTACTTGAGTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACATTAA

GTCTGATGTGAAAGACCGGGGCTTAACTCCGGGATTGCAATGGAAACTGATGAGCTAGAGTATCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10691;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGACGCAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGGCCCGCAAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

CAGACGGAAATGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGTATAGCTGGAGT

ACTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGC

GGCTTACTGGACGACAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAATGGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGAACAAAGTGGGCGAAATTCGGGGTGTAGCGGGGAAAGGCTTAGATATCACGAAGAACTCGGATTGCGAAG

GCAGCTCAGGGGGGCGAAACGGACGCGGAAGTCGGAAAGGGCGGGTATCGAACAGGATTAGATACCCTGGT 

>OTU10689;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Marinilabiaceae"(0.0113),g:Anaerophaga(0.0056); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGATCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTGCAAGTCAAGGGTGGAAGCCCGGGGGTCAAACCCGGAACTGCCTTTGATAATGCGAGGCTG

GGATACGGATGGCCTAGGAAGAATGAATAATGTAGCGGTGAAATGCATAGATAGTAATCAGGACAACGATTGCGAA

GGGATCTCACGAAACCGTCAATGACGCTGAGGGAAGAAAACGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10694;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:Cytophagia(0.9861),o:Cytophagales(0.994

1),f:Cytophagaceae(0.9879),g:Hymenobacter(0.9875); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCC

CGTTAAGTCCGGGGTGAAAGCCCACTGCTCAACAGTGGAACTGCCCTGGATACTGACGGGCTTGAGTCCAGACGAG

GTTGGCGGAATGGATGCTGTAGCGGTGAAATGCATAGATAGCATCCAGAACCCCGATTGCGAAGGCAGCTGACTAG

GCTGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGATACTCGCTGGTGGCGATAGACAGTCACTGGCTTAGCGAAAGCGGTAAGTATCCCACCTGGGGAGTACGCTCG

CAAGAGTGAAACTCAAATGAATTGACGGGG 

>OTU10695;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCGGGACTGCAGCGCGAACTGGTTTGCTTG

AGTACGAATAAAGTGGGAGGAATTCGTGGTATAGCGGTGAAATGCTTAGAGATCACGAAGAATTCCGATTGCGAGG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10693;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTATGGTAA

GCGTGTTGTGAAATGCCGTGGCTCAACCATGGCACTGCTGCGCGAACTGCCGTACTTGAGTACGGACAACGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACGGGAGCGCAA

CTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTATAAACTGCTTTTTCGCGGGGATAAAGAGGGGGATGTGTAACACGTTGCAGGTACCGCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGTATGGTAAGCTAGTTGTGAAATGCCGGGGCTCAACCCTGGCACTGCAGCTCAAACTGCTGTACTTG

AGAACGCTTGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCCTACCGTAGCGTCTCTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10697;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAAAGCA

AGTCAGATGTGAAATTCCGGGGCTCAACCCCGGAACTGCATTTGAAACTGTAGTCCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10698;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGTCTCGTAAAGCTCTGTTGTTGGATAAGAACGTGCGTTAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGCTTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTAAGGTCTGATGTGAAAGCCTTAGGCTGAACAGAAGAAGTGAAACGGAAAACGGGA

GAATTGAGTGCAGAAGAGGACAGTGGAAATCCAGATGTAGCGGTGGAATGCGTAGATAGATGGAAGAACACCAGT

GGAGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATAACCTG

GTA 

>OTU10699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACAGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGTGGAATCACAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACCGTGGAGCTAGAGTTCAGGAGGGGCAAGT

TAAATTCCTAGTGTAGCGGTGAAATGCGTTGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTTGCTTGACTGTTA

CCGACCCTTAGGCCTCAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10700;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 



7278 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGGGAGCAATAATGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAAC

ATCGGCTAAACCCGGGCCAGCAGCCGCGGGAATACGGGGGATGCGAGCCTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCAGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACCGGTGTCGTGCGTTTGATACTGTAGGGCTGG

AATGCGGATGTCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTTACCAAGCCGCGATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10701;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.

9843),f:"Prevotellaceae"(0.9480),g:Prevotella(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGAGTCGTGACTCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGTGCGAACTGTTCTCCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10703;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Marinilabiliaceae(0.0000),g:Mangroviflexus(0.0000); 

GGCATTGTTTGCGAGCGCTGTGGTGTTGAGGTCACAGAGAGTCGGATGCGACGTCACCGCATGAGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTGTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTGTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGACTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCGGTGGCTGAACAATTACGT

GAGGAGATGGCTGGTAGCAAGGGGCAGAAACGCGCCAAGCTGATCAAGCGGCTACG 

>OTU10702;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiaceae_1(0.0457),g:Caloramator(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

ATTTCGGATTGTAAAACTCTGTTCTTAGGGACGAAGGAAGTGACGGTAGCTAAGAAGGAAGCCACGGCTAACTACGT

GCCAGCAGCAGCGGTAAGACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGCTT

ATTAAGTTGGATGTGAAATACCCGGGCTTAACCCGGGGATTGCATTCAAAACTGGTAGGCTTGAGTATCGGAGAGGA

AAGCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

GACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Clostridium_III(0.0519); 



7279 

 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCACGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCAACAATCAGGGACGAAACAAATGACGGTACCTGACTGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGAATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTGCCTA

AGTCAGTGGTGAAATACCGGGGCTCAACCCCGGGGCTGCCATTGAAACTGGGTATCTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTAGTGACGAAACAAATGACGGTAGCTAAAGAGGAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATCACTGGGTGTAAAGGGTGCGCAGGCGGGACA

GCAAGTTGGATGTGAAATGTCGAGGCTTAACCTCGGAACTGCATCCAAAACTGTATTTCTTGAGTGAAGTAGAGGTA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGC

TTTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10706;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2524),g:Butyricicoccus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAGGGACGAAGAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACTGGAAAATA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTTTTCTTGAGTACTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10707;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTAAGGGAAGAAAAAAATGACGGTACCTTAGAAGAAAGCCCCGGCAAACTACGTG

CCAGCAGCCGCGGTGATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGCGAGTGTAGGCGGTTTTT

TAAGTTAAATGTGAAAGCCCGAGGCTTAACCTCGGAACTGCATTTAATACTGGAGAACTAGAGTGTGGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10709;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.4428),o:"Sphingobacte

riales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Solitalea(0.0181); 



7280 

 

GTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATT

AATAAGTCAGTGGTGAACGCCTACAGCTTAACTGTAGAATTGCCATTGATACTGTTAGTCTTGAGTATATTTGAAGTG

GGCGGAATGTGCAGTGTAGCGGTGAAGTGCTTAGATATTGCACAGAACACCGATTGCGAAGGCAGCTCACTAAACT

ATAACTGACGCTGAGGCACGAAAGTATGGGGATCAAACAGGATTAGATACCCTGGTAGTCCATACAGTAAACGTTGA

TTACTCGATGTGTGCGATACACTGTACGCGTCTAAGCGAAAGCAATAAGTAATCCACCTGGGGAGTACGCTCGCAAG

AGTGAAACTCAAATGAATTGACGGGG 

>OTU10708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Chitinophagaceae(0.0457),g:Crenotalea(0.0110); 

GTGTCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGAT

CGTTAAGTCAGCGGTGAAAGCCCACAGCTCAACTGTGGAACTGCCGTTGATACTGGCGATCTTGAATATGTATGAAG

TTGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAAGGCAGCTGGCTAATA

CATGATTGACGCTGAGGGACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAACGAT

GATCACAAGATTTTGGTCGTAAGATCAGAGTCCAAGCGAAAGTGTTTAGTGATCCACCTGGGGAGTACGACCGCAAG

GTTGAAACTCAAAGGAATTGACGGGG 

>OTU10713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCATCACGTGTGATGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGATTGTTAAGTAAGAGGTGAAAGTCAGTGGCTCAACCAGTGAATTGCCTTTGAAACTGGCGGGCTTGA

GTACGGACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACACCGATCGCGAAG

GCGGCCTGCTAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Roseburia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAGGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGCGTAGGCGGACTGTCAA

GTCAGTCGTGAAATACCGGGGCTTAACCCCGGGGCTGCGATTGAAACTGACAGCCTTGAGTATCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10710;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 



7281 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGACGGGAAGACAAGTTGGTTGTGAAAGCCCTCGGCTCAACTGAGGAACTGCAACCAAAACTATCATTCTTGA

GTGCGGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10712;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Gammaproteobacteria(0.1740),o:Orbales

(0.0781),f:Orbaceae(0.0252),g:Frischella(0.0076); 

CCGGGAGGCAGAAGGGGTTCCTCTTTCCCCATTTGTTCCACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGTTT

TCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCAGAATGACTGGGCGTAAAGGGCACGCAGGTGGCGAGATAAG

TTGGATGTGAAAGTCCCGTGCTGAACATGGGGACTGCATTCAAAACTGTTGAACTGGAGTACTGTAGAGGGAGGCA

GAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAATACCAGAGGCGAAGGCGGCCTCCTGGACAGATA

CTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTGTCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGGTGAGCTGGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATTTTGAACATCCGTCGCCAACCCGGATCTCCGCACTTTCCCT

GCCCGTCACTCTTCAAATCTACGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU10716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.4224),g:Anaerostipes(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGCAGGTGGCATGGC

AAGTCAGAAGTGAAAGCCCGGGGCTTAACCCCGCGGACTGCTTTTGAAACTGTCCTGCTGGAGTCCAGGAGAGGTA

AGCGGAATTCCTAGTGTATCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GGTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10715;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Deflu

viitaleaceae(0.0904),g:Defluviitalea(0.0181); 



7282 

 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTAAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCGACAGGGAAGAAGAAAGTGACAGTACCTGTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTCG

GCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGATCCTGAGTGATGGAGAGGC

AGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAGGGCGCTTCTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCTGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTGCGGCAA

GTCTGATGTGAAAGCCCGGGGCTCGACCCCGGGACGGCTTTTGACACTGCCCTGCTTGATTTCAGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10720;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTCGGATTGTAAAGCTCTGTTGTTGGTGAAGAAAGGTAGAGGTAGTAACTGGCCTTTATTTGAAGGTTATTAAACAGA

AAGTTACCGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGGGGCAAGCGGTGTCCGGATTTATTGGGTGTAA

AGGGCGTGTAGCCGGGTCGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCAGTTGAAACTGTTTTT

CCTGAGTAGTGCAAAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGC

GAAGGCGGCCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCTGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAAGGAGCGTAGACGGTTTTGCAA

GTCTGAAGTGAAAGCCCGGGGCTTAACCCTGGGACTGCTTTGGAAACTGGAGGACTAGAGTGGAGGAGAGGTAAGT

GGAATACCTAGTGTCGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTA

CCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10717;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9798),o:Sphingom

onadales(0.8412),f:Sphingomonadaceae(0.4914),g:Novosphingobium(0.3043); 



7283 

 

GTGCCAGCCGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCG

ATTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACTCCGGAACTGCCTTTGAAACGAGATTGCTAGAATCTTGGAGAGG

CGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGA

CAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTAGTCCACGCCGTAAACGA

TGATAACTAGCTGTCCGGGCACTTGGTGCTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU10721;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9834),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAGGCCCGCGGCTTAACCGGGGAACTGCATCGGAAACGGTTTT

TGTGGAGTGAAGAAGAGGAGAGTGGAACTCAAGGTGTAGCGGGGGAAGGGGTAGATAAAGGGAAGAAAACAAGG

GGCGAAGGCGGCTCTCGGGCCGGCAACGGACGCGGAGGCTCGAAGGAATGGGTAGGGAACAGGATAGATACCCTG

GTA 

>OTU10722;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATTTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGTAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCCTGTTGTGAAATGCAGTGGCTCAACCTCTGCACTGCATCGGGAACTGGTCTTCCTGA

GTACGGAAGACGTCAGTGGAATTCGAGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGACCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCATGTAGCGTGCAGGATGAAGGTC

CTATGGGTCGTAAACTGCTTTTATAGAAGAATAAAGTGCAGTATGTATACGGTGTTGCAGGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAGGTTTGCGGCTCAACGGTAGCATTGCAGTTCATACTGTCTGGCTTGAG

TACGGGAGAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGTCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGCGGGACGTGTCCTGATTTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGACGGTATGGCAAGTCTGATGTGAGAGGCTGGGGCTCAACCCCGGGACTGCAGCGCGAACTGGTCTTCTT

GAGTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGCTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTACCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGATGTGAAATACTGTCGCTGAACGACAGAGGTGCAGCGCGAACTGGGAGACTTG

AGTGCGCGGAATGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2184),g:Roseburia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGTGCGG

CAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGTACTAGAGTGTCGGAGGGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10727;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTTGTAAGGGACGAAAAAGATGACGGTACCTTACGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGAA

GCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTTTTTCTTGAGGACCGGAGAGGTAA

ACGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACGG

TTACTGACGCTGAGACACGAAAGTGTGGGGAGCAATCAGGATTAGATACCCTGGTA 

>OTU10728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5273),g:Ruminococcus(0.0808); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTATGATTGTAAACCTCTATCTTCAGGGACGAAAAAAGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATCGC

AAGTCAGATGTGAAAACTATGGGCTTAACCCATAAACTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAAATACCCTGGTA 

>OTU10730;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTCGCGTGAGGGAATAAGGC

CCTATGGGTCGTAAACCTCTTTTGTCAGGGAGCAAAGCCGCACACGAGTGAGCGGAAGGAGAGTACCTGAAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGCAGGCGGAGAGACAAGTCAGCGGTAAAATTTCGGGGCTTAACCCCGGCGAGCCGTTGAAACTGTCTCCCTT

GAGTGAGCGAGAAGTAAGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACGCCGATTGCGA

AGGCAGCTTACCGGCGCTCAACTGACGCTCAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGTTGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCCGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGAAGTGAAAGCTCGGGGCTCAACGCCAGAAGTGCATTGGAAACTGTTAAGCTAGAGTGCAGGGGAGGTAAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACGAGTGGCGAAGGCGGCTTACTGCACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10734;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAGATGTGACAGTACCTAAGGAGGAAGCTGCGGCTAACTATGTGC

CAGCAGCCGCGGTAATACATAGGGAGCGAGCGTTATCCAGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATTT

AAGTTGGTTGTGAAATCCCTCGGCTCAACCGAGGAACTGCAACCAAAACTGAATTTCTTGAGTATCGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACGAA

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTTTGTCTTTGGTGAAGAATACATGACGGTAGCCAAGGCGGAAGCCACGGCTAACTACGTGC

CAGCCGGCGCGGTAATACGTAGGTGGCAAGCGTTGTCAGGAATTACTGGGTGTAAAGGGAGCACAGGCGGGACAG

CAAGTTGGATGTTACATACCGAGGCTTAACCACGGAGCTGCATCCAAAACTGTTGTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGCT

TTCGGCTCGTAAAGCTTCTTTGGTAGTGAAGTAAGATAGAGGTAGTAACTTGCCTTTATTTGACGGTATTTACTTAGAA

AGTCACGGCTAACTACGTGCGCGCAGCTGCGGTAATAGGTACGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACT

TGAGTGCAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTGGCG

AAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9938),o:Lactobacillales(0.9933),f:Lactob

acillaceae(0.9852),g:Lactobacillus(0.9724); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTACCTAGGGCCAGGAGCCGCGGGTAATCGTTAGTGGCCAGCGGTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGTGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10732;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Erysipelotrichia(0.5963),o:Erysipelotrichales(0.3

319),f:Erysipelotrichaceae(0.1679),g:Turicibacter(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATCCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGTATAGGCGGGACGACAAGTCAGATGTGAAACTCATTGGCCCAAACCATGACCTGCATTTTAAACTGCCGG

TCTTGAGGGTCGGAGAGGTAAATGGAATTCCCGGTTTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGG

CGAAGGCGATTTACTTGACGGCCAATGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.8955),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACGGGAGGACTTGAGTGCAGGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATAAGGAGGAACACGAGTAGCGAAGGGGGCTCTCGGGATTGT

AACGGACGCGGAGGAACGAAAGCGTGGGGAGCAAACAGAATTAGATCCCCTGGTA 

>OTU10738;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Odoribacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGCATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTGGGCGGTTAGATAAGTTGGTGGTTAAATGCTGCGGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGAA

TGTAAACGGCGAAGACGGAATGAATCGTGCAGCGGTGACATGCATAGATATGATGCAGAACACCAATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAGCTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCGCGCAGGTGGTTGATTAA

GTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGAAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10740;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9892),o:"Bacteroidales"(0.

9938),f:"Porphyromonadaceae"(0.9898),g:Barnesiella(0.9915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGCAGACTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCGGAGAGTAAAGTACGCTACGTGTAGCGTATTGCAAGTATCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCACGCCAAGTCAGCGGTGACATTTCCGGGCTCAACCCGGAGTGTGCCGTTGAAACTGGCGAGCTA

GAGTACACAAGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCCTGCTAGGGTGAAACAGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.9707),f:Strept

ococcaceae(0.9015),g:Streptococcus(0.8605); 
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ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGGAAGTCTGACCGAGCAACGCCGCGTGAATGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGTATGATGGTGGGAGTGGAAAATCCACCATGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTCTTTAAGCCTGAAGTTAAAGGCAGTGGCTCAACCATTGTACGCTTTGGAAACTGGAG

AACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTTTTGTTAGTGAAGACGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTACTCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGTTTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGGGAAAGGCCTAGGCTTAAACGAGGAACTGCATCGGAAACTGTGTTA

CTTGAGTGCAGAAGAGGAGAGTGGAAGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10737;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCTAGGCAA

GTTGGTAGTGAAATTCCGGGGCTTAACTCCGGCGCTACTACCAAGACTGTTTAGCTTGAGTACAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10744;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Strept

ococcaceae(0.8146),g:Streptococcus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCGGTTGTAAGAGAAGAACTGTGAGAAGAGTGGAAAGTTTCTCACGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATATATTGGGCG

TAAAGCGAGCGCAGGCGGTTTGATCAGTCTGAAGTAAAAGGCTGTGGCTTAACCAGAGTACGCTTTGGAAACTGTCA

AACTTGAGTGCAGAAGGGGAGAGTGTAATTCCATGTATAGCGGTGAAATGCGTAGATATATGGAGGAACGCCGGTG

GCTATAGCGGCTCTCTAGTCTGTAACTGACGCTGAGGATCGAAATCGTGGGGAGCGAACAGGATTAGCTACCCTGGT

A 
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>OTU10742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGACGACGGG

TTTCGGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGTTCGTGCGCGCAACTGTTCACGCAGTTACGGTATCTAACCAG

ACAGTCACGGCTCACTACGTCCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGGTAAGTGTGATGTGAAAGCCATTGGCTTAACCAAAGAAGTGCAGCGGGAACTGTTAG

ACTTGAGTGCAGAAGAGGGAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU10745;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGCGTCCCTTTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGGAGAGTAAGCGTGGTGTGAAAGGCCGCGGCTCAACCGTGGCAGTGCAGCGCGAACTGGTAGCCTT

GAGTGCGCTGGAAGTGGGCGGAATTTGTTGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACTGGATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10747;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTAGGTAGTGAAGAAAGATAGAGGTAGTAACTGTCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAAGAAGTCTGATGTGAAAGGCGTGGGCGCAACCGGAGAATTGCATCAGAAACTGTTGC

GCATGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTTGAATGCGGAGATATATGGAAGAACACCAGTGG

ACAGGGCGGCTGTCTGGTATGCAACTGACGCTGAGGCTAGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU10746;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Betaproteobacteria(0.6730),o:Burkholder

iales(0.3319),f:Burkholderiaceae(0.1485),g:Burkholderia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCGACCCTGATCCAGCAATGCCGCGTGTGGGAAGAAGGC

CTTCGGGTTGTAAACTGCTTTCGTCAGGGAGGAAAAGAGTCAAGTTAATAATGAGGATTGTTGACGGTACCCGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCGCGCAGGCGGTTGGGTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGCTCG

ACTTGAGTATGTTAGAGGGGGGTAGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGG
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CGAAGGCAGCCCCCTGGGGCAAGGCTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGGCAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCCGTTTACTAAGTGTGATGTGAAAGCCGTCGGCTCAACAAGAGAATTGCATCGGAAACTGGTGA

ACTTGAGTGCAGAAGAGGAGAGTAGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU10749;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0560),g:Lachnospiracea_incertae_sedis(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAAAAAGGCTACGTGTAGCTTCTTGCGAGTATCGGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGT

GCGTAGGTGGCATGGCAAGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTCAGGCTAG

AGCGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10751;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.1291),g:Lachnospiracea_incertae_sedis(0.0134); 

ACGGGAGGCAGCAGCAGGATTTGATACCCTGGTGAGATCGGAAGAGCACACGTCTGAACTCCAGTCACTGTTCGATC

TCGTATGCCGTCTTCCGCTCGAAAGAAAAAATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAGC

AGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCATGGTAAGT

CAGATGTGAAAACTGTGGGCTTAACCCAAAGACTGCATTTGAAACTGCCGAGCTAGAGTACAGGAGAGGAAAGTGG

AATTCCTAGTGTAGCGGTGAAATGTGTATTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGAC

GCTCTTCCGATCTACGGGAGGCAGCAGCAGGATTAGATACCCTGGTA 

>OTU10750;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2524),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGCCAGGGACGAAGGGCGTGACGGTACCTGGAGATAAAGCAACGGCTACCTACGTG

CCAGCAGCGGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAG

GCAAGTTGGGAGTGAAATGCAGGGGCTCAACCCATGAACTGCTCTCGAAACTGTACGTCTTGAGTATCGGAGAGGC
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AAGCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10752;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCGGGGGGGAAATTCCGGTGCTCAAACCCGGGGCTGCCCTTGATAATGGCGGGCTG

GAGGGGGGAAGGCGCCGGAGGAATGAGTGGTGGAGGGGTGAAATGCTTAGATATCACTCAGAACAACGATTGCGA

AGGCATCTGGGGAATCCGTAACTGAAGCTGAGGCAAGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10755;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTAAACCGCTTTTGCCTGGGGACAATAAGGGCGTCGCGCACGTCCGATTAGGGTACCAGGCGAATAA

GCATCGGCTACCTCCGTGCCAGCAGCCCCGTTAATACGGGGAATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGGCGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGGGCTG

GAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAA

GGCATATGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10754;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Sporobacter(0.0134); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTTTCCCCCCTGCCCCCTCCACGCCGCGTGAGGGAAGAAGGTCTTCGG

ATTGTAAACCTCTTTTCCCAGAGAAGAAGAAAGTGACGGTACCTGGAGAAAAAGCACCGGCTAACTACGTGCCCGCA

GCCGCGGCCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGACAGGTC

AGATGTGAAATACCGGGGCTCAACCCCGGAGCTGCATGGGAAACCGTTTTTCTTGAGTATCGGAGAGGCAGGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU10753;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacilla

ceae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGATGGAAGTGACGGTACCATAGGAGGAATCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGCGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

ATAAGTCTGGTGTGAAAGTCCTGGTGTCAAGGTGGGAATTGCATTGGATACTGGTGGGCTGGAGTGCAGGAGAGGA
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AAGCGGAATTACAGGTGTAGCGGTGAAATGCGTAGAGATAGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGG

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10757;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumi

nococcaceae(0.0000),g:Clostridium_IV(0.0000); 

AGAATCGTTTGTGAGCGTTGTGGTGTTGAGGTCACAGAGAGTCTGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTCCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGGGTGGGTTGAAATTGAAGACGAGATTGATGCAGAAGATTCAGAAATTGAAAATGAACCC

GTCGTTGGAATGGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTAAATGCTGTTGCTGAACAAGTACG

TGAGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU10758;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAGGAAGGC

TTTCGGGTTGGAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGACACGGCTAACTACGAGC

GAGCAGCCGAGGTAATACGTAGGGGGGAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGATGG

CAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAATCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACCCCAGTGGCGAAGGCGGCTTTCTGGACTGT

TACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10759;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9736),c:Chloroplast(0.9462),f:Chloropla

st(0.7068),g:Chlorophyta(0.4787); 

GAGGAATACGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAAGACAGAGGATGCAAGTGTTATTCGGAATGATTG

GGCGTAAAGAGTCTGTAGGCGGTTTAGAAAGTCTTTTGTGAAATACTTCAGCTCAACTGAGGCTCCGCAAAAGAAAC

TTCTAGACTTGAGGAAAGTAGAGGTACAGGGAATTTCCGGTGGAGCGGTGAAATGCGTAGATATCGGAAGGAACAC

CAATATGGCGAAGGCACTGTACTGGGCTTTTCCTGACGCTCAGAGACGAAGGCTGAAGGAGTGATTAGGATTAGATA

CCCTAGTAATTTCAGCCGTAAACGATGAAAACTCACTGTCGAGCCAATATATGGAGCGGTGGTCAAGCTAACGCGTG

AAGTGTTCCGCCTGGGGATTACGCTTGCAAAAGTGAAACTCAAAGGAATGGACGG 

>OTU10756;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.1098),g:Caloramator(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAATGAGCAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTGT

TAAGTCGGATGTGAAATCCCCGGGCTTAACCGGGGGACTGCATCGAAAACTGGGAGACTAGAGTGCAGGAGAGGG
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AAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGA

CTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGTGAAGAGTAGAAGACGGTACCTAACGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTGATTGGGTGTAAAGGGCGTGTAGCCGGGCAGTTA

AGTCAGATGTGAAATCCCCGGGCTCAAGTCGTGAATTGCTTTTGAAACTACACGTCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10763;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Bacteroidaceae(0.0000),g:Acetomicrobium(0.0000); 

GGTATTGTTTGCGAGCGCTGTGGTGTTGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGCGTGGGCTTCATCAAGCT

CGCTGCGCCGGTGTCCCATGTCTGGTACCTCAAAGGCATCCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTATTTCAACTGCTACGTGGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTACAAGCA

GCTGCTGACCGAAGACGAGTGGCTGGAGATCGAAGACGAGATCTGTGCCGAAGATTCAGAGATTGAGGCTGAGCCT

GGGGTGGGCATTGGCGCTGAGGCGCTCAAGCGTCTACTTGAGGACCTCGAGCTCGCTGAAATGGCTGAGCAGCTGC

GTGAGGACATCGCAGGAAGCAAAGGCCAAAAACGCGCCAAGCTGACCAAGCGGCTACG 

>OTU10761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAAACTCTGTCTTTGGTGACGAAGAAGTGCCGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTACCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAATGCATGGGCTTAACTCATGAGCTGCCGTTGATACTGTTAGGCTTGAGTGTAGTAGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGCGGAACACCAGTTGCGAAGGCGGCCTGCTTAGCTCT

AACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10762;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9719),o:Aeromo

nadales(0.7995),f:Succinivibrionaceae(0.5991),g:Succinivibrio(0.2171); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCC

TTCGGGTTGTAAAGCACTTTCGGAGGGGAGGATAAAAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTACTACGGGGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCGTGCAGGCGGTTCAG

CAAGTAGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATTCGAAACTGGTGGGCTAGAGTATTGCAGAGGGA
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GGCGGAATTCCAAGTGTAGCGGTGGAATGCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGTCTCCTGGGCA

AATACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10764;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4563),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAATAAGTA

TCTCGGGATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCGCGGCTAACTACGTGCCA

GCAGGCGCGGTAATAGGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCA

AGTCTGATGTGAAAGGCATGGGCTCCACCTGTGGACTGCCTTGGAAACTGTTATTCTTGAGTGCCCGAGGCGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2524),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCACGAGGACTGCTTGTGGAATAGTCGAACTATAGTGCAGGAGGAGCAA

TCGGAATTCCTATTGGAGCGGTGAAATGCGTAGATATTAAGAGGAACACCAGTGGCGAATGCGGCTTGCTTGACTGT

AACTGAAACTGAGACTCGAAAGCTTGGGGAGCAAACAGGATTAGATACCCTGTTA 

>OTU10767;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.

0000),f:Halobacteriaceae(0.0000),g:Haladaptatus(0.0000); 

CACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCCTAATGTCACTAGATGTGGTAGAAGTCGTCA

TTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGCAGCAACGGAAACCATA

ACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCACGGCGCTTTAAAATAGTTGTT

ATAGATATTCAAATAACCCTGAAACAGATGCTTAGGGATTTTATTGGTAGCAGGATTAATCGTGCCAAGAAAAGCGG

CATGGCCAATAGAACCAGTAGTGTTAACAGTAGGGAGAGGAGTGGCATTATCACCATCCTGCGTGGACTGAATACAC

TGATCACCATAAACG 

>OTU10765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTCTGAGGGACGAAGGACGTGACGGTACCTCATGAGTAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTGACTGGGTGTAAAGGGCGTGTAGGCGGCGATGC

AAGTCAGGTGTGAAATCTATGGGCTTAAGGTAGAAATCGCATTTGAAACTGGATGTCTTGAGTGCTGGAGAGGTAG
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GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10769;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAAGGGAATAAAGTGAGCCTCGTGAGGCTGTTTGCATGTACCTTATGAATACGG

ACGGGCTAATTCCGTGCCGGCGGCCGCGGTAATTCGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGTGAGTAAGCGTGTAGTGAAATCTAGGTGCTCAACATCTGCACTGCAGTGCGAACTGGTTTTCTTG

AGTACGCGGGACGTTGGCGGAATTCGTAGTGTAGAGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10768;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Erysipelotrichia(0.9711),o:Erysipelotrichales(0.8

737),f:Erysipelotrichaceae(0.7787),g:Turicibacter(0.6681); 

ACGGAAGGCAGCAGGAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTAACCTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGATCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGCAACTGGTC

AACTTGTGTTCAGAAGATGGAAGTTGAATTCCATGTGTAGCGGTGAAATGCGTAGGGTTATGGAGGTCCACCAGTGG

CGAAGGCCGCTTCATGGTCTGTAACTGACACTGAGGCGCGAAAGCCTGGGGCGCAAACAGGTTTAGATACCCTTGTA 

>OTU10771;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Bacteroidaceae(0.0000),g:Acetomicrobium(0.0000); 

GGCATTGTTTGTGAGCGCTGTGGTGTTGAGGTCACCGAGAGCTGGGTGCGTCGTCACCGCATGGGCTCCATCAAGCT

CGCTGCGCCGGTGTCCCATGTCTGGTACCTCAAAGGCATCCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTATTTCAACTGCTACGTGGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTACAAGCA

GCTGCTGACCGAAGACGAGTGGCTGTACATCGAAGACGAGTTCTTTGCCGAAGATTCAGAGATTGAGGCTGAGCCTG

AGGTTGGCATTGGCGCTGAGGCGCTCAAGCTTCTACTTGAGGACCTCGAGCTCGCTGAAATTGCTGAGCAGCTGCGT

GAGGACATCGCAGGCAGCAAAGGCCAAAAACGCGCCAAGCTGACCAAGCGCCTGCG 

>OTU10770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Pept

ostreptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGAAATATTCCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGAGTGAGCGATGAAGGC

CTTCTGGTAGTAAAGCTCTGTCATCAAGGAAGATAATGACGGTACTTTAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGTTATTAGTATGAACACCCGTCGCCAACGCGGCTCTACGCACTGTAACT

GCCCCTCACTCTTCCAATCATCGGGAGGCAACAGGATTAGATACCCTGGTA 

>OTU10772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Euba

cteriaceae(0.4224),g:Eubacterium(0.2171); 

AAGGAAGGAAGGAGAGGGGAAGAGGGAAAAAGGGGGGAAAGAGTGATGAAGAGACGCCGCGTGAAGGATGAAG

TATTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGT

AAGTCTGATGTGAAAACCCGGGGCTCACCCCCGGGACTGCATTGGAACCTATGCGGCTAGAGTGTCGGAGCGGTAA

GTGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTCAGGCTCGAAAGCTTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU10774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.9180),o:Lactobacillales(0.6509),f:Entero

coccaceae(0.2524),g:Enterococcus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGACGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGGGCTCGTAGGCGGTTCGTCGCGTCCGGTGTGAAAGTCCATCGCTTAACGGTGGATCCGCGCCGGGTACGGGC

GGGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU10773;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0149),g:Saccharofermentans(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTACCTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGGGTTAAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGGGGGGT

AAGTGGAATTCCTGGGGTGGCGGGGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAGGGCGACTTACTGGA

CGATAACGGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGAACCCTGGTA 

>OTU10775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTCACTACGTCCC

AGCCGCCGCGGTTATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGACGGGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCTACGAACTGCATTTGAAACTGGTATGCTTGAGTGAAGGAGAGGCAGAC
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GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10776;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCGCGGGGCTAACCCGGGAACTGCATTTGAAACTGGAGATCTTGAAGATCGGAGAGGTAAT

CCGAATTTCTAGTGTAGAGGTGGAAAACGTAGATAATAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10778;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

ATCGCAATCTGCCGCCCCCTCGCGATTCAATCATGTCTTCGTGATAACAGCTTGAGTGTGAGGTTCTAACGCCGTCGC

GGTAAAAATTTTAATTTTTGTTGCTGAGGGGTTGACCAAGCTAAGCGAGGTAGGTTTTCTGCTTAGGAGTTTAATCAT

GTTCCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTC

GGCACCTGTTTTACAGACACCTAAAGCTACATCGTCGACGTTATATTTTGATAGTTTGACGGTTAATGCTGGTAATGGT

GGTTTTCTTCATTGCATTCAGATGGATAAATCTGTCAACGCCGCTAATCAGGTTGTTTCGGTTGGTGCTGATATTGATT

TTGATGCCGACCATAAATAGTTTGCCTGTTA 

>OTU10779;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGTC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGTCGTCGTCACCACAGTTGCATGCACCTTATGAATAAGC

ATCGGCCAACTCCGTGCCAGCAGCCCCGGTAATACGCAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGC

GCGTAGGTTGCCGATTAAGTCAGATGTGAAAGTCAAGGGCTCAACCATGGAACTGCCGTTGAAACTGGTTGGCTGGA

GTGCGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCAGTCGCGAAG

GCGGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTTTAAACTTCTTTTATGGGGGAATAAAGTGCAGGATGCGTCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCATTGAAGTCAGAGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGAG
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TATGGTTGAGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATACCGAAGAACACCGATCGCGAAGGC

GGCTTGCCAAGCCATAACTGACACTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10777;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8189),o:Lactobacillales(0.5766),f:Entero

coccaceae(0.3544),g:Enterococcus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGT

AAAGGGCGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACT

CTTCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10781;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGGGATTTAA

GTAGGGTGTGAAAACTCCGGGCTCAACTTGGAGACTGCATCCTAAACTGGATCTCTTGAGGGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10783;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGGATCGTTTGTGAGCGTTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTCTGGTACCTAAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGATCCCGGTGACCACAAGGAGCTGAAGTACAAG

CAGCTGCTCACCGAGGACGAATGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAGATCGAGAATGAGC

CCGTGGTGGGCATCGGTGCTGAGGCGCTGAAGCAACTTCTCGAAGACCTCAACCTCGAGGAAGTGGCTGAGCAGCT

GCGCGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU10786;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteale

s(0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

GGGATTGTTTGTGAGCGCTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTAACCGCATGGGCTTTATCAAGT

TGGCGGCGCCCGTCTCCCATGTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACGGAGGACGAGTGGCTCGAGATTGAGGACGAGATCTACGCCGAGGAATCGGAGATCGAAAATGAGC
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CGGTAGTGGGCATCGGTGCTGAAGCCCTGAAGCAGCTGCTGGAGGACCTCACCTTGGACGAGGTGGCGGATCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCGAAGCTGACCAAGCGCCTGCG 

>OTU10785;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCGGTGAAATGCATGGGCTTAACTCATGAGCTGCCGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCCTGCCAATCCGTTA

CTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10784;tax=d:Bacteria(0.9450),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumi

nococcaceae(0.0086),g:Pseudoflavonifractor(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCCACGCCGCGTGCAGGAAGACGGT

CTTCGGATTGGAAAATTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCCTGGATAAGACACGGCTACCTACATG

CCACCACCCGCGGCGATACGGAGGTGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGGATG

CAAGTTAGATGTGAAATCTATGGGCTTAACCCAGAGACTGCATTTGAAACTGGAGTTCTTGATTGCTGGAGAGGTAG

ATGGAATGTCTGGTGTAGCGGTGAAATGCGTAGATATAAGAAAGAACACCGATGGCGAAGGCGATCTACTGGACAG

TGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10782;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0149),g:Saccharofermentans(0.0066); 

ACGGGAGGCAGCAGGGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGACGCGGTAATACGTAGGGGGCAAGCGTTGTACGGAATGACTGGGCGGAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGCTAGAGTCGGGTGCTGGATCTGAAACGACGAGTCTGGAGTGTCGGAGAGG

TAAGTGGAATTCCTAGTGTAGCGGTGGAAGGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTTGA

CGATAACTGACGCGTAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10788;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCACCTACGTGTAGGTGTTTGTATGTACTTTATGAATAAGCA

TCGGCTAATTCGGTGCAAGAAGCCCGGTAAATCCGGAGGATGCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGAATTGCAGTTGATACTGGCGGCCTTGAG
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TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCGGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2864),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAA

GTCAGAAGTGAAAATTACGGGCTCAACTCGTAACCTGCTTTTGAAACTGAAATTCTTGAGTGAAGTAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCGGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10791;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

AACACCCCCATTACCAGCCTTAACCGTTAAACTATCCAAATATCACGTTGACGATGTAGCTTTAGGTGTCTTTAACCCA

GGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAA

AAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGTCAACCCCTCAGCGGCAAAAATTA

AAATTTTTACCGCTTCGGCGGTAGAACCTCACACTCAAGCTTTGATCACGAAGTCATGATTGAATCGCGAGTGGTAGG

CAGATTGCGATAAACGGTCACATGAAAGGTAACCG 

>OTU10790;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Porphyromonadaceae"(0.0000),g:Butyricimonas(0.0000); 

TATGATGTTTCTCCTTTGGATGGTCGCCATGCTGGTGGTTCTTCTACCGTCCAGGACTGTGTGACTATTGACGTCCTTC

CCCGTACGCCGGGCAATCATGTTTATGTTGGTTTCATGGTTTGGTCTAACTTTACCGCTACTAAATGCCGCGGATTGGT

TTCGCTGAATCAGGTTATTAAAGAGATTATTTGTCTCCAGCCACTTAAGTGAGGTGATTTATGTTTGGTGCTATTGCTG

GCGGTATTGCTTCTGCTCTTGCTGGTGGCGCAATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCATCCGGTGGC

AGTCAAGGGGATGTGCGTGCTACCGATAACAATACTGTAGGCAGGGGTGATGCTGGGATTAAAGCGGCCAGTCAAG

GCTCTAAGGTTCCTA 

>OTU10789;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.7497),o:Aeromo

nadales(0.4280),f:Succinivibrionaceae(0.2524),g:Succinivibrio(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGAGGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCACTTTCGGCGGGGAGGAAAAGATGACGTTACCCTCAGAATAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTATAC

AAGTAGGATGTGAAAGCCTGGGGCTCAACCTGAGAACTGCATTCTAAACTGTGTGACTAGAGTATTGCAGAGGGAG

ACGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGAGGCGAAGGCAGTCTCCTGGACGA

ATACTGACGCTGAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10792;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTTAAGGTCTATCAGCACGGAAGAAAATGACGGTACTTGTCTACGAAGCCCCGGCTCACTACGAGCCA

GCAGCCGCGGTAATATGTAGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAGAGGGAGCGTAGGTGGTAAGGCA

AGCGAGAAGTGAAAGCCCGGGGCTCAACCGCGAGGACTGCTTTGGGAACTGTCGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10793;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTGCCTACAGAGGAAGCCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGATGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGATTATTAA

GTTGAATGTGAAATACCCGGGCTCAACTTTGGTGTTGCATTCCAAACTGGTTATCTAGAGATTAGAAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTATCTGGATTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAATGCAA

GTCAGACGTGAAAACTTAAGGCTCAACCTTAAGCCTGCGTTTGAAACTGTGTTTCTTGAGTGTCGGAGAGGTTGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGTCAACTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10796;tax=d:Bacteria(0.8696),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Rumi

nococcaceae(0.0073),g:Intestinimonas(0.0039); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGAACCAGCGAAGCAGCGTGAGGGAAGACGG

CCTTAGGATTGTAAACCTCTTTCAACAGGGAAGACAAAAGGACGGTACCTGCAGAAGAAGACATGGCTAACTACGTG

CGAGCAGCCGCGGTAATACGTAGGTGGCAGGTGATATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAATTAAGGGCTCAACCCGTAACCTGCGTCTGGAACTGTTGTTCTTGAGAGTGTGAGACGTAT

GTGGAATTCCCGGTGTAGCGGTGAAATGCTTAGATATCGCGAGGAACACCAGTTGCGAAGGCGGTCTACCGGACCA

CTACTGACGCTCATACTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10797;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7068),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGACCCTGAACCAGCCAAGTAGCGTGCACGACGACGGC

CCTATGGGTTGTAAACTGCTTTTACAAGGGAATAAAGTGAGTCTCGTGAGACTCTTTCCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGCCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAAGGTAGACGCTCAACGCCTGGACTGCAGCGCAAACTGGTTTGCTT

GAGTACGAACAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10798;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGGGGGGAATATTGGGCAATGGAGGCAACTCCGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGACTTT

TAAGTGAGATGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAACGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10801;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

TGCTAAGCTGGTTCTCACTTCTGTTCCTCCAGCTTCTTCCGCCCCTGTTTTCCAGACACCTCCAGCTACATCGTCCACGT

TATATTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGC

CGCTAATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTG

AGTCTTCTTCGGTTCCGACTACCCTCCCGACTGCCGAGGATGTTTATCCGTTGGATGGTCGCCATGATGGTGGGTAGT

ATACCGTCAAGGACGGTGTGACGATGGACGTCCTGCCCCGTACGCC 

>OTU10799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 



7303 

 

CGGAAGGCAGCCGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGATTGAAGAAGTATT

TCGGGATGTAAAGGGCTCTCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGCAAG

TCTGAAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTGGAAACTGTAGAACTAGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10800;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Betaproteobacteria(0.5579),o:Burkholder

iales(0.2679),f:Burkholderiaceae(0.1098),g:Limnobacter(0.0204); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGCCAGGGACGAAAAGGCGTATTTGAACAAAGCACGATGCTGCCGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCAAGCGGTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGGATAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAGCCGCATTTGTAACTGTCT

GACTGGAGTATGTCAGAGGGAGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGGTG

GCGAAGGCAGTCCCCTGGGGAAAAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10803;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9923),o:Campylo

bacterales(0.9775),f:Campylobacteraceae(0.9666),g:Campylobacter(0.9762); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATTGTCGCCCGCCCGCAGCCGCCACGCCGCGTGGAGGATGACACTT

TTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAACAATGACGGTACCTAAGCAATAAGCACCTGCCAACTCCGTGCCAG

CAGCCGCGGTCCTACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAG

TCTTTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGATGG

AATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCATTGCGAAGGCGATCTGCTAGAACTCAACT

GACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0710),g:Paludibacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGC

TCTATGGTTCGTAAACTTCTTTTTTATGGGAATAAAGTCATGGACGAGTCCGTGTTCGTATGTACCATAAGAATACACA

TCGGCTAACTCCGTGCCGGCAGCCGCGGTAATCCGGAGGATGCGGGCGTTATCCGGATTTAGTGGGTTTAAAGGGT

GCGTAGGCGGGCGATCAAGTCAGCGGTAAAATGGTGCGGCTGAACCGTAGCGAGCCGTTGAAACTGGTTGTCTTGA

GTGCGAGTGAGGTAGGCGGAATGTGTTGTGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAAGG

CAGCTTACCAATACGTAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0204); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTTCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10804;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0099),g:Saccharofermentans(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGATCTTGACTTGGCTGCTGCATCTGAAGCTACGAGTGTTGAGTGTCGGAGAGGT

AAGTGGGATTCCTGGTGTAGCGGTCGAATGCGTATATATTAGGAGGTACATCAGTGTCGAATGCGACTTACTGTACG

ATAGCTGACGCTGAGGCACGAAAGCGTGGAGCGCAAACAGGATTAGATACCCTGGTG 

>OTU10806;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Euba

cteriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAATTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCCGTGGAAACTGTGCGGCTAGAGTGTGGGAGAGGTAAGT

GGAATGCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCAGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10808;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Emticicia(0.0000); 

AACTAACGCTTCTGTCACAAACTGCCGCGTTGGATGCGGAGAAGTGGCTTACTATGCTTGGCCCGTTCGTCAAGGACT

GGTTTAGCTATTAGTCACATTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGA

GTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCT

TTGGCCTCTATTAAGCTCATTCAGGCTGCTGCCTTTTTGGATTTAACCGAAGATGATTTCGATTTTCTGACGAGTAACA

AAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCGCGGCGTGGAGGCTTGCGGTGATGGT 

>OTU10807;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG



7305 

 

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGAGGTGAAATCCCAGCGCTCAACGCGGGAGTGGCCGTGGATACGGTACAGCT

GGAATGCTCTGGCCGTGGGAGGAATGAGTAGGGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGAGA

AGGCATCTCACGAAGGGGAGATGGACGCTGAGGCACGAAAGCGGGGGTATCGAACAGGATTAGATACCCGGTA 

>OTU10809;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobact

eriales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobrevibacter(0.0000); 

ATCATTAGCCTTGCGACCCTCGGCCGCAAGAACCATACGACCAATATCCCGCAAATCGTCACGCAAAGCATTGGGCTT

ATCATACAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCT

GTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAAC

ACTCATCCTTAATACCTTTCTTGTTGGGGTAATTATACACAGCGAGAATATCCTGAAGAGGGCGGTCAGAAGCCAGCT

TGCGGCAAAACTGCGTAACCGTCTTCTCGTTCTCTAAAAACCATTTTTCGTCCACTGCGGGGCGGTGGTCTATAGT 

>OTU10812;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTACCACGTGTGACATATTGCATCTGCCCTATGAATAGGG

ACCGGCTAATTCCGTGCCTGCAGCGGCGGTGATAAGGGAGGTCCGGGCGTTATCAGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAAGATAAGCGTGTCGTGAAAAGTCGTGGCTCAACCTCGGCCTTGCAGCGCGAACTGTTTTTCTTG

AGTACGCAGTAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGACCTCCGATTGCGAAG

GCAGCCTGCCGTAGTGCGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10810;tax=d:Bacteria(0.9827),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clost

ridiaceae_1(0.0086),g:Caloramator(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAGAGCCTGAACCAGCCACGTCGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTCTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGCATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCGGGCAGTTCCGGGCCTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGGCTGACAAGTCAGATGTGAAATCGCCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCGTGA

GTGTCGGAGGGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAG

GCGGATTACTGGACGACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10811;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGACGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATGGGTAA

GTCAGCGGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTGATACTGCCTGTCTTGAATGCGGATGCCGTGGGAG
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GAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAAC

TGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10814;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:"Porphyromonadaceae"(0.9573),g:Parabacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGTCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCGTTTTAAGTCAGCGGTGAAAGTCTGGGGCTCAACCATAGAATTGCCGTTGAAACTGTGAAGCTTGA

GTATGGTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCTATTGCGAAGG

CAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10813;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCATGAAGGCAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAATAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCTCCGGCTCACTACGTGCT

CGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTTAGATGTGAAATCCGTGGGCTTAACCCTAGAACTGCATTTGAAACTGTTTTGCTAGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAAGGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10817;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0113),g:Prevotella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCGTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTCTTATAAGCGTGACTTGAAATGCAGCGGCTCAACCGTATGATGTGCGTCGCGAACTTTGAGACTTA

GGTGTATTCGGTGTCAGCGGGATTTGAGGTGTAGGGGTGGAAAGCTTAAGAAACACTAAAAACTCCGAATGCGAAA

GCAAGTGACAAAGATACTACTTGCGCTAGAGCTCGAAAATGCGGGTGTGGAACAGGATTAGGATCCCTGGTA 

>OTU10815;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Gammaproteobacteria(0.8614),o:"Entero

bacteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTAAAGTTAATACCTTTGCTCATTGACGGTACCTGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGACGTGAAATCCCCCGGCTCAACCTGGGAACTGCCTCTGATACTGGCA

GGCTTGAGTCTCGGAGAGGGTGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG
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GCGAAGGCGGCCACCTGGACGAGGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACTTTCGGCATCAGTTTGGAATCTTTCACACTGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATT

TCGGTATGTAAAGCACTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCAA

GTCTGAAGTGAAAGGCCGGGGCTCAACCCCGGGACTGCTGTGGATACTGTGTAGCTGGAGTACAGTAGAGGTAAGT

GGAATTCCACGTGTAGCGGTGAAATGCGTAGATATTAGGAGGTACACCGGTGGCGAAGGCGGCTTACTGGACTGAC

ACTGACGTTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10818;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9740),o:Desulfovib

rionales(0.8955),f:Desulfovibrionaceae(0.6709),g:Bilophila(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCATGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCACTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGGAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATCACTGGGC

GTAAAGCGGACGTAGGCGGCTTGGCAAGTCAGATGTGAAATGCCACAGACCAACCGTGGAACTGCCTTTGATACTGT

CAGGCTTGAGTACCGGAGAGGGTGGCGGAATTCCTGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACACCGG

TGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10819;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.7727),c:Chloroplast(0.2321),f:Chloropla

st(0.0355),g:Bacillariophyta(0.0066); 

GAGGAATACGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTACGACGGAGGCTGCACGTGTTATCCGGAATTATTGG

GCGTAAAGCGTCTGTAGGTTGCCTAGCAAGTCTATTGTTAAAGGTTAAAGCTTAACTTTAAAACTGCAGTAGAAACTG

CTAAGCTTGAGTACAGTCGAAGTAGAGGGAATTTCCAGTGAAGCGGTGAAATGCGTAGATATTGGAAGGAACACCA

ATGGCGAAAGCACCCTACTAGGCTTTTACTGACACTCAGAGACGAAAGCTAGGGTAGCAAATGGGATTAGATACCCC

AGTAGTCCTAGCCGTAAACGATGGATACTAAACATTGCGTGCATCGATCCGCGGGGTGTTATAGCTAACGCGTTAAG

TATCCCGCCTGGGGAGTACGCTGGCAAGGGTTAAACTCAAAGGAATTGACGG 

>OTU10820;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCACCCGCGGCAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGCACTGCGTTGGAAACTGTTCGCCTTGAGTATCGAAGAGGCAA
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GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCTAGCTAGACGA

CGACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10822;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XVII(0.0000),g:Sulfobacillus(0.0000); 

GACATACAAAGTAAAAATGTCTACCGTAGAGTCAATGGCAAGGCCACGCCGCAATGGAGCATGAAGGAGAGCGCCC

ACGGCGTCCATCTCGAGGGAGTCGACAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACCAG

CAAGGAAGCAAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAA

GTAAGGGGCCGAAGCCCCTGCAAATAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCGTTA

GTAGCTCGTAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTGTTTGACCTTTAGACATTACATCACTCCGTCT

GC 

>OTU10821;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2184),g:Sporobacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAGGTGACGGTAACGGGAGAAAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAAGACGTAGGTGGCAATCGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCCGAGAT

TTAAGTCAGATGTGAAATCTCAGGGCTTAACCCTGGAACTGCATTTCAAACTGACTGCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10823;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Cytophagia(0.1159),o:Cytophagales(0.054

7),f:Flammeovirgaceae(0.0149),g:Aureibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGGACAATGATGGTCTCGAGTAGTCCTATGAAAGTATGCGTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGAAGTTCAAGTCAGAGGTGAAATGCCGGCGCTCAACGCGTGAGTTGCCGCTGATACTGTTCATCTGG

AATGAGCTCGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAAG

GCATCTCACGAAGGGTCTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTAAGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGTTGAGAGTATGCGTAGAATAAG

CATCGGCTAGCTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGGGTAAGTGAGAGGTGAAATGCCTGGGCTCAACGCTGGAATTGCCTTTGAAACTGTTTGGCTG
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GAGTGATCCAGCGGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGTATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10827;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobact

eriales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobacterium(0.0000); 

GGCATTGTTTGTGAGCGTTGTGGTGTGGAGGTCACTGAAAGCCCGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGCG

GGATGTGGAGCAGATTGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAGC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAAATCGAGAACGAGC

CCGTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTGCG 

>OTU10825;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0134); 

AAGGAAGGAAGAAGGGGGGAATAGTGGGAAATGGGGGAAAAAAGGACAGAGAAACGCAGCGTGAAGGAAGAAG

GCCTTCGGGTTGTAAACTTCTTTTACCAGGGAAGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACG

TGCCAGCAGCAGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGA

TGCAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGC

AAGCGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGAC

GATAACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10830;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGCATTGTTTGTGAGCGTGGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCTGCACCGGTCTCCCACGTCTGGTATCTTAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTACGTGGTGTTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAA

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATTGAGAGAGAG

CCTGTGGTGGGAATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACATCAATCTGGAGGAAGTGGCTGAGCAGA

TGCGTGAGGAGATCAACGGAAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGCCTGCG 

>OTU10829;tax=d:Archaea(0.0014),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteale

s(0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

GGCATCGTTTGCGAGCGCGGTGGTGTGGAGGTCACTGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCCGCACCGGTCTCTCACGTCTGGTACCTCAAAGGCATTCCCAGCTATGTGACCATCCTGCTGGATATGCCGCTGC

GGGATGTTGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGATCACAAGGACCTGAAGTACAAG

CAGCTCCTCACGGAAGATGAGTGGCTGGAAAGCGAAGATGAGATCTACGCCGAAGAGTCAGAGATTGAAAACGAGC

CTGTTGTTGGCATCGGCGCCGAGGCTCTCAAGCAGCGGCTCGAAGAGCTCACCCGTAAGGAAGGGGCAGAGCAGCT

GCGCGAGGAGATCGACGGAAGCAAGGGGCAGAAGAGGGCGAAGATGATCAAGCGTCTACG 
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>OTU10828;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Negativicutes(0.1740),o:Selenomonadales(0.07

81),f:Veillonellaceae(0.0252),g:Selenomonas(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGTCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTTCTATGGGACGTAGGAAGTGACGGTAACATAGGAGGAAGCCTCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCTGGAGTGAAAGTCCGGGTTTTAAGGGTGGAATTGCTTTTGATACTGTCTGTCTTGAGTGCAGGTGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATCAGTAAGAACTCCAATGGCGAAGGCGGCTTTCTGGGC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10826;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Oscillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTCAATACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCATGAACTGCATTTGAAACTACTCTGCTTGAGTATCGTAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACCGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10831;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGCATTGTCTGTGAGCGTTGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

GGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGGTCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGTGGGTGGAGATCGAGGGCGAGGTCTACGCCGAGGAATCCGAAGTCGAGAGCGAG

CGCGTGGTGGGCATCGGTGCCGAAGCCCTCAAGCAGCTGCTGGAGGACCTCACCCTGGATGAGGTGGCCGAACAGC

TGCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGATCAAGCGTCTGCG 

>OTU10833;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

TCCGCACTGACGGCAGCAATACACTCCACAGGAGCAGGAAAGCGAGGGTATCCTACCACGTCCAGCGTACCATAAAC

GCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAAT

CATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGAT

TGTTCAGTAACTTGACTCATGATTTCTTACCTATTAGTGGGTGAACAGCATCGGACTCAGATAGTAAGCCACGCTCTTG

GAAAATGTCAACAAGAGAATCTCTACCATGAACAAAAGGTGACTCATATC 

>OTU10832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGACGTA

TTTCGGTTTGTAAACTTCTATCAGTAGGGAAGAAAATGACGGTACCTAACTACGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTGTTTAAG

TCTGATGTGAAATCCCGGGGCTCAACCCGGGTACTGCATTGGAAACTGGGTGGCTAGAGTGTAGGAGAGGTAAGGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACGATGA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10835;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAGACTTAAGCGTGCTGTGAAATGCTGGGGCTCAACCGTGGAAGTGCAGCGCGAACTGGGTTTCTTG

AGTGAGTACGAGGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCGTACCAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10837;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Alicyclobaci

llaceae(0.0000),g:Tumebacillus(0.0000); 

GGGATTGTTTGTGAGCGCTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAACCCTGAAGTACAAG

CAGCTGCTGACCGAAGACGAGTGGCTGGAGATCGAAGACGAGATCTTTGACGAAGATTCAGAGATGGAGGCTGAGC

CTGAGGTGGGCATTGGCGCTGAGGCGCTCAAGCATCTACTTGAGGACCTCGAGCTGGCCGAAATGGCTGTGCAGCT

GCGTGAGGACATCGCAGGCAGCAAAGGCCAAAAACGGGCCAAGCTGATCAAGCGGCTGCG 

>OTU10834;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.1508),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Pedobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACGGTAGAACT

AGAGTGCAGGAGGGGCAAGCGGAATTCCTAGGGGAGGGGGGAAATGGGTAGATATTAGGAGAAACACAAGGGGC

GAAGGCGGCTTGCGGGACTGTAAAGGACACGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1299); 



7312 

 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGTTCTTTTATTGAGGACGAGAAGATGACGGTACTTAGTGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGTA

AGTCAGATGTGAAATCCGTGGGCTCAACCCAGGAACTGCATTTGAAACTGGTGTTCTTGAGTGAAGGAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGATGGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGTA

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATTTCGGTATCTGTCTAAGAAGCTCCGGCTATCTACGTGCCAGC

ACCCGCGGTATTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGATGCGTAGACGGCTGTGTAAGTC

TGATGTGAAAACCCGGGGCTCAACCCAGAAAATGCATTGGAAACTATGCGGCTAGAGTGAAGGAGAGGTAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCGTTGACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10842;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

CCGAAAAAAAGTTTGAATTATGGCGAGAAATCAAAGTCTGAACCATGCTTACACTCCTCCGCAGAAAACCTACCGCGC

TTCGCTTGGTCAACCCCTCAGCGGCAAAAATTAAAATTTTTACCGCTTCGGCGTTATAACCTCACACTCAATCTTTTATC

ACGAAGTCATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACT

GCAACAACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAAGAAGTACGCGTTCGGGCAAATCACCAGA

AGGCGGTTCCTGAATGAATG 

>OTU10838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGTGAAGAAGTT

TTTCGGTTTGTAAACCCCTGTCAGCAGGGACGATAATGACGGTACCTAAGTAAAAAGCAACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCAGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTGCAA

GTCTGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTATCGCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10841;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTCTGTGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATCCGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATCCGGATGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGATGTGAAATGGCGGGGCACAACCTGGGCAGTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACACCGATGGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10840;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ostreptococcaceae(0.0710),g:Clostridium_XI(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGACTAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATAAG

CGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAGTGCGCAGGAAGTAGGCG

GAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTACCGTAGCGTTAC

TGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10845;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.

0000),f:Thermoanaerobacteraceae(0.0000),g:Ammonifex(0.0000); 

CGGCAGAAGTGCCAGCCTGCACCGTCCCTTCAAGAAGTCCTTTCCCAGCTTTAGCCCTCGCCCCAGAAACAAAACTAG

GGACGGCCTCATCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATACCAGCATCACCCATGCCTACAGTAT

TGTTATCGGTAGCAAGCACATCACCTTGAATGCCACCGGAGGCGGCTTTTTGACCGCCTCCAAACAATTTAGACATGG

CGCCACCAGCAAGAGCAGAAGCAAGACCGCCAGCAAGAGCACCAAAGATAAAGCACCTCACTTAAGTGGCTGGAGA

CAAATAATCTCTGTAAGAACCTGA 

>OTU10844;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCGGGGAGGAAGGGAGTAAAGTTCATACCCTTGCTCATTGACGTTACACGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGTAGCCGCGGTAATACGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGGACTGCATCTGATACTGGCA

AGCTTGAGTATCGTAGAGGGAGTTAGAATTCCATGTGTAGCGGTGAAATGCATAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTAGGCGAAGACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10846;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCAGCGTGAGCGATGAAGGC

CCTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGGACATGAGGCGGAAGCCCCGGCTAAATACATGCCA

GAAGACGCGGTAATATGTAGGGGGCGAGCGTTATCCGGATTTAATGGGCGTAAAGGGTGCGTAGGCGATCTTTTAA
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GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTCAAACTGGAGGACTTGAGTGCTGGCGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTAGCGAAGGCGGCTCTCTTGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.4224),g:Blautia(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGATGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGAAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGTGAACTGCATTGAAAACTGTTGTTCTTGAGTGTCGGAGAGGTAAGC

GGAATTCCTGGTGTAGTGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10848;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

TCGTGATCTTGGTCGTATGGTTCTTGCTGCCGAGGGTCGCCAGGCTACTGATTCACCCGCCGCCTGCTATCAGTATTTT

TGTGTGCCTGAGTCTGGTACAGCTAATGGCCGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGGTA

GCGTTGACCCTAATTTTGGTCGTCGGGTACGCAATCGCCGCCAGTTAAATAGCTTGCAAAATACGTGGCCTTATGGTT

ACAGTATGCCCATCGCAGTTCGCGACACGCAGGACGCTGTTGCACGTTCGGGTTGGTTGTGGCCTGTTGATGCTAAA

GGGGAGCCGCGTAAAGCTACCAGTGATATGGCTGTT 

>OTU10843;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACAGGCTGAACGCGTGAACTGCATTTGAAACTGGTCGTCTTGAGTGTCGGAGAGGCGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAATGGCGAAGGCGGGTTTCTGGACGA

CTACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10850;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8087),c:Actinobacteria(0.5579),o:Bifidobacteriale

s(0.2999),f:Bifidobacteriaceae(0.1485),g:Bifidobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAGGGGAGCGTAGACGGTTCGTCGC

GTCCGGTGTGAAAGTCCATCGCTAAACGGTGGATCCGCGCCGGGTACGGGCGGGCTTGAGTGCGGTAGGGGAGACT
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GGAATTCCCGGTGTAACGGTGGAATGTGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGCCGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10849;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGCTGCAGCCACGCCGCGTGAAAGATGAAGTA

CTTCGGTATGTAAACCTCTATCAGAAAGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAATCCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGTGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU10851;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Epsilonproteobacteria(0.5963),o:Campylo

bacterales(0.3319),f:Campylobacteraceae(0.1679),g:Campylobacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCAGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCCTTGACGTTACCCTCAGAC

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACTAAGGGTGCAAGCGTTACTCGGGATCCCTGGGCGTAA

AGGACGCGTAGGCGGATTATCAAGTCGTTTGTGAAATCTAATGGCTTAACCATTAGACTGCTTGAGAAACTGATAGTC

TTGAGTGAAGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACCAAGAATACCCGTTGCG

AAGGCGATCTGCTAGAACTCAACTGACGCTAATGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10853;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

TACTCTCTTTACTACCCTGATTCCGCGAAACCAATCCGCGGCATTTAGTAGCGGTACAGTTAGACCAAACCATGACCCC

CACATACACATTATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATC

ATGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACC

AAACAGGCAAAAAATTTAGGGGCGGCATCAAAAGCAAGATCAGCACCAACAGAAACAACCTGATTAGCGGCGGTGA

CAGAGGTATCCATATGAAGGCAATGAAGAAAACCACCAGGACCAGAATTAACCGTCAAACGATCAAAA 

>OTU10852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3204),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGTGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGGTGGAAACTTGTTTTGTCAGGGAGGAGTAGAGGACGGTACGTGACGAATAAGCCACGGCTAACTACGTGC

CAGCGGCCGCGGTAATACGTGGGTGGCAGGCGTTGTCCGGATTTAGTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACGCGTGAACTGCATTGGAAACTACTCTTCTTGAGTATCGGAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACCCCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCCCCTTTGGCAGTGAAGAAAGATAGAGGTATTAACTGGCCTTTATTTTACGGTAATTACTTAGA

AAGTCACGTCTAACTACGTCCCCGCAGCTGCGATAATACGTAGTTGGCAAGCGCTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGGCTTCGGCTCAACCGGAGAATTGCAGCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10856;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGGAATAAAGTGCAGTATGTATACCGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCATCAGCAGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGGAGGTGGACTGGTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTTAAACTGCAGTTCGTACTGTCAGTCTTGAGT

AAAGTAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCCACAGGACTTCTACTGACGCTTATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10855;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACCGTACCTGACGAATAAGCCACGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGT

AAGTCAGGTGTGAAATCCACGGGGTCAACCCGTGAACTGCAGTTGAAACTGGTGTGCTTGAGTACGGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGG

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10859;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XIII(0.0000),g:Mogibacterium(0.0000); 

TATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATTTAACCGACGATGATTTCGATTTTCTGCCGAGTAACAAAGTTTGG

CTTGCTCCTGACCGCTCTCGTGCTCGTCGCTGCGTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATACCCTC

GCTTTCCTGCTCCTGTTGAGTTTATTGCTGCCGTCATTGCTTATTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTC

ATCATGGAAGGCGCTGAATTTACGGAAAACATTATTAATGGCGTCGAGCGTACGGTTAAAGCCGCTGAATTGTGCGA

GTTTACATTGCGTGTACGAGCAGGAAACACTGACGTTCTGACGGACGCAGAAGAAAACGTGCGTAAAAAATTACGTG

CAGAAGGAGTGATGGAAGGTCTAAAGGTAAAAAACGG 
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>OTU10857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTTGGAAGTGAAGAATGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCTATAAGTCTGATGTGAAATGCTTCGGCTCAACCGGTGAATTGCATCGAGAACTATTGGA

CTTGAGTGACGGAGGGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGAGTTTCTAGTCTACAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10858;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTGCTTTTATATAAGAATAAAGTGCAGTATGTATGCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGGCACTGCAGTTCGTACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCGCTGGACTGCTACTGACACTAATGCTCGAAAGTGCGGGTACCGAACAGGATTAGATACCCTGGTA 

>OTU10860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.6350),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCCGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:Marinilabiliaceae(0.0457),g:Alkalitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGAATGAGGC

CCTATGGGTCGTAAACTGCTTTTGTGGCGGAGCAATAAGGTCTACGTGTAGACTGATGAGAGTACGTCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGTTTCCAAGTCAGGCGTGAAATCCCGGAGCCTAACTCCGGAACTGCCTTTGATACTGGGAGTCTTG

AATTCGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGACCTTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU10862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTACTTCGCGAAAAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGA

GCAAGTCAGAAGTGAAATCTATGGGCTTAACCCATGAACTGCGTTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCAATGGCGAAGGCGGCCTGCTGGACG

ACTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10863;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Entero

coccaceae(0.4224),g:Enterococcus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATACCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCG

TAAAGGGAGCGTAGACGGCGATGCAAGTCTGTAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGT

ATGGCTAGAGTGCTGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCG

GTTGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU10866;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Deltaproteobacteria(0.9805),o:Desulfovib

rionales(0.9775),f:Desulfovibrionaceae(0.9387),g:Desulfovibrio(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACCCACCCCCCCCCCCCCCCCCCCCCCCCCCC

CCTGATCGCACCCCCCCCCCCCCCCCCCCCCCCCCACCCCCCCCCCCCCCCCACCCCCCCCCCCCCCCCCCCCCCCCCACC

CCCCCCCACCCCCCCCCCACCACCCCCCCCCATCCCCAGGGTGCCCCCGTTAATCGGAATCACTGGGCGTAAAGCGCA

CGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGACTCGAA

TCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGG

CGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGAAAGAAGGC

TTTCTGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATAAGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTTTAGGCGGAGATT

CAAGTCAGATGTGAAATCTCAGGGCCTAACCCTGAAACTGCATTTCAAACTGAATCGCTTGTGTACCGGAGAGGCAG

GCGGAATGCCTAGTTTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU10864;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0904),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATCGACGTTACCCGCAGA

AGCAGCACCGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGTAGGTGGCAAACGGTGTCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGTGGGGCAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGGCGGCATTGGAAACTGT

CATACTTGAGTGCCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU10869;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.6730),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0157); 

CGGGAGGCAGCAGTGGGGAATATTCCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGAGTATGAAGAAGGCCT

TAGGGTTGTAAAGTACTTTCAGCGGGGTGGAGGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGTCGCGGTAATACGGAGGGTGCAAGCGTTCATCGGAATTACTGGGCGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCCGATGTGAAACCCCGGGGCGCAACACCGGGACAACAGTGGAAACTATGC

GGCTAGAGTGTCTGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGATCTACTGGACAGTAACTCACGCTGACGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10870;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10868;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9966),c:Actinobacteria(0.9726),o:Coriobacteriales

(0.8955),f:Coriobacteriaceae(0.8505),g:Collinsella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTCCCTGCAGAAGAAGCCCCGGCTACCTCCGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCA

GGCCGGGGGTGGAAGCGGGGGGCTCAACCCTGGGATGGCCCTGGAACCTGCTAGGCTAGAGTCCGGTAGGGGAGG
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GTGGAACACCTGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCAGTGGCGAAGGCGGCCCTCTGGGCC

GAGACCGACGCTGAGGCGCGAAAGCGGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAAGTG

GGTCAGATGTGAAATACCAAGGCTAAACCATGGAGCTGCATTTGAAACTGCTTTTCTTGAGAGTGGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACATAG

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10872;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGGGGAAACTCTGACGCAGTGACGCCGCGTGCAGGATGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCGGTCGAATAATCTCCGGCTAGCTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAACCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGGCA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGATGAACTGCAACGAAAACTATCTTTCTTGAGTGCTGGCGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGACTTTCTGGACAGTAAC

TGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10871;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9321),o:"Entero

bacteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGTGAGGAAGGAAATAAGTTTTATCCCTTTTCTCTTTGACGTTACCTGCTTAGA

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCGGGGAATTGCATCAGATACTGGTGA

GTTTGAGTGCAGTAGAGGGGGGTAGAACTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACGTGACGAGTAAGCCACTGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGCCAGATGTGAAATCTAGGGGCTCAACTCGTGAACTGCATCTGAAACTACTCTTCTTGAGTAACGGAGATGCAATC
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GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTTGCGAAGGCGGATTGCTGGACCACAA

CTGACGGTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10874;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0560),g:Ruminococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTGCTTAATGAATAATCTCCAGCTAACTAAGAACC

AGCAGCCGCGGCAATACGTAGGGAGCCAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGC

AGGTCAGATGTGAAATCCGTGGGCTTAACCCATGAACTGCAGTTGAAACTGTGATGCTTGAGTGAAGTAGAGGTAG

GCGGAATTCGTTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACTCCAGTTGCGAAGGCGGCTTGCTGGGCTG

TAACTGACGCTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTTAAATAGCCGGGCTCAACCTGGGTGCTGCATTTCAAACCTGAAGGCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGGAGCGGTTAAATGCGTAGAGATTAGGAAGAACACCCGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGGCGAGGCTTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU10878;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Oscillibacter(0.0134); 

CCTTCATTCCTCCTTTGTTACTATTGGGCAATGGGCGCAATCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGCTTT

CGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTACAAG

TCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGAAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGAGTGCTGGACGATAAA

TGACGGTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU10879;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_2(0.0000),g:Virgibacillus(0.0000); 

TCCCAAGCTGGGTTCCGACGCGACGCCGTTCAACCAGATATTTCCGCCGAACGCAACACGAGAGATGAGATTGAGGC

TGGGAACAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGA

TAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATTTCTGA

TGAGTCGAAAAATTATCTTGATAAAGCAGGAATTACTACTGCTTGTTTACGAATGAAAGCGAAGTGGACTGCTGGCG
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GAAAAGGAGAAAATTCGACCGATCCGTGCGCAGCTCGAGAATCTCGTACTTTGCGACCTTTCGCCGGCAACGAACGA

GTCTGTCAAAAACTGACG 

>OTU10877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTTCTCCAGGAAGATAATGACGGTACTCGTGGCGGAAGCCCCGGCTCCCTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGGAAGCCTTTGAAACTGGGGAACTTGAGTGCAGGAGAGGAGGGT

GGAATGCCCGGTGTAGCGGTGAAATGCGTAGAGATCGCGAGGAACACCAGTGGCGAAGGCAGCTTACTAGACTGTT

ACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGGATGC

AAGTCAGGTGTGAAATCTATGGGCTTAACTCAGAAACTGCATTGGAAACTGTAGATCTGGAGTGCTGGAGGGGTAG

ATGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10880;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTACATGAATAAGGA

TCGGCTAACTCCGTTCCGGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAATGTATCGGCTCAACCGTAAAATTGCGGTGGATACTGTTAGTCTTGAG

TACGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACGCCGATTGCGAAGGC

AGCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10881;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGAAAACTTCTTTTATATAAGAATAAATTACAGTATTTATACTGGTTGGTATGTATTATATGATTAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTAGTAAGTCAGTAGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAG
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TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10884;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Gammaproteobacteria(0.8472),o:"Entero

bacteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGCATT

TCTTGAGTGTCGGAGAGGTAAACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGG

CGAAGGCGGTCTACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

G 

>OTU10882;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGCGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGGTGTGAAATCCCCGGGGTTAAACTAGGAACTGCCACTGCTACTGGCA

AGCGTGAATCTCGTAGAGGGAGGTGGAATTCCAGGTGGAGCGGTGAAATGCGTAGAGATCTGGAAGAATACAAGT

GGCGAAGGCGGGCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAAATGCCCT

GGTA 

>OTU10885;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATCGCACAATGGACGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGAAGGGAGTAAAGTTTATACCTTTTCTTATTGACGATACCCGCAGAA

GAAGCACCGGTTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTTGGAACTGCATCTGCTACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGATGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTTATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10883;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATGGACGTTACCCGCAGA
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AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTGATTCGGAATTACTGGGCGT

AAAGGGCACGCAGGCGGTTTGTTAAGTTAGATGTGAAATCCCAGGGCTCAACCTTGGAATTGCTTCTGATACTGGCA

ATCTTGAGTTTCGTAGAGGGGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAAAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCACCTGGACGAAGACTGACGCTCAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10886;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CCTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACTTTTGCTCATGGATGTTATCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGCAATACGGCGGGTGCAAGTGCGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCGGGGCTCAACCTGGAAACTGCATCTGATACTGGCA

AGCTTGAGTCTAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGATG

GCGAAGGCGGCTCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10887;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.5632),g:Marvinbryantia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACATGCAA

GTCTGGTGTGAAAGGCGGGGGCTCAACCCCCGGACTGCATTGGAAACTGTGTTTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGGGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10888;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Pseudoflavonifractor(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGGAGGATGAAGGC

TTTCTGGTTGTAAACCTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGGCTAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

GAGTCAGATGTGAAATGCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTACAGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTAAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10889;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.5632),g:Dorea(0.3479); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTAGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACGGAGGAACTGCAATTAGAACTGTAATGCTTGAGTGTCGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACGATAA

CTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10890;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Halanaerobiales(0.0000),f:

Halobacteroidaceae(0.0000),g:Halobacteroides(0.0000); 

ATCACCCTTATCGACCTCAACGCCCTGCATACGAACCGACAGCCTCTCTTCCAAAAGCTTGATGCGGTTATCCATCTGC

TTATGGAAGCCCAGCATTGGGGATTGAGAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGAT

ACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTG

GAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCA

GCGTTACCGTATTTCCAGAAATTGTTTCAAGTATCGGCAACAGCGTTAGCAATACCAAGAAAAATATCAACCACACCA

GAAGCAGCATCAGT 

>OTU10891;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATCGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATTTAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTCTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTTAGTTGGAAAACTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGGGTAGCGGGGAAAGGCTTAGATACAACGAAGAACTCCGATGGCGAAGG

CAGCTCACTGGACTGCAATGGACACTGATGATCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGA 

>OTU10892;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGAATAACGGTCTTTACGTGTAGAGATGTGCATGTACCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGATCAAGTCAGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGTTGAAACTGGTTTTCTTGA

GTGCGTAAGGGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CAGCTTGCCGGGCCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10894;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 
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ACGGAAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGGAATAAAGTTAATACCTTTGCTCTTTGACGTTACCCGCCGAA

GAAGCAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGTAT

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGGAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.3884),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGACA

AGTCTGATGTGAAATGTTCAGGCTTAACCGGAGAACTGCATTTGAAACTGGCAGTCTTGAGAGTAGGAGAGGTGAG

CGGAAGTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGG

CAACTGACGCTGATACTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10896;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCGGACGCAGCAACGCCGCGTGAAGGAAGAAGG

TCTTCGGATTGTAAACGTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATG

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTCGTGCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGTGGAACAACAGTGGCGAAGGCGGCTCTCTGGCTG

CCAACTGCTCTTGCGGCCCACAAGCGTGGGCAGCACGTAGGATTAGATACCCTGGTA 

>OTU10895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4351); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTGCTGCCTCCACGCCGCGTGAGTGATGACGGCCTTCGG

GTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGCGGAAGCCACGGCTACCTACGTGCCAGCCGCC

GCGGTAATCCGTAGGTGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGA

TGTGAAATACCCGGGCTCAACGTGGGTGCTGCATGGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGAC

GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU10897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAACAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGAAAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCTTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGCGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACGTGAGTGCAGGGGAGGAGAGTG

GAATGCCTGGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCCGGACTATAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10900;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9947),o:Campylo

bacterales(0.9866),f:Helicobacteraceae(0.9868),g:Helicobacter(0.9085); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATTTTTTCACCCCTGCCTCCTCCACGCCGCGTGGAGGATGAAGGTTTT

CGGATTGTAAACTCCTTTTCTAAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAGCAG

CCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAAGTC

AGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGTGGAA

TTCTTGGTGTAGGGGTAAAATCCGTATAGATCAAGAGGAATACGCATTGCGAAGGCGACCTGCTGGAACATAACTGA

CGCTGATGCGCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10899;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTTTTTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCCTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGAAGTGAAATACCCGGGCTTAACTTGGGAGCTGCATTTCAAACTGGAAGTCTAGAGTGCGGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGTTTCTCTGGACTAAA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10898;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTCCACAATGGGCGCAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGG

CTTCGGGTTGTAAAGCTCTTTTTGTGGGGAAGAAGGTGCTTGAGTGTAAACGTTCGCGCAGTGACGGTATCCAAACA

GAAAGTCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGTAGGCGGACTTTTAAGTCAGATGTGAAATCCCCGGGCTAAACTGGGGAGCTGCATTTGATACTGGAA

GTCTAGAGTGCAGAAGAGGGGGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGT

GGCGAAGGCGGTTCTCTGGACGGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4787); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGTGTGATGACGGC

CTTCGGGTTGTAAAGCACTTTCTTCCGGGACGATAATGACGGTACCTGTAGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGACTTTTCA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACGGGAAGTCTAGAGTGCGGGAGAGGAGAAT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10902;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0519); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAGGAAGGC

CGGCAGGTTGTAAAATCCTGTTGGGACTGAAGAATAAGCGGTGCAGGGAATGGCATTGTGGTGACGGTAGGTCCTG

ACTAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTTAGTTGCGAGCGTTGTTCGGAATTACTGGGCGT

AAAGGGCATGTAGGCGGTCCTGCAAGCTTGGTGTGAAATCTCTGGGCTCAACCCATAGGCTGCATTGAGAACTACAG

AGCTTGAGTCGCTGAGGCGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCGGTAGATATCAGGAGGAACACCAATG

GCGAAGGCGAGTTCCGGGCAGATGACTGACGCTGAGGTGCGAAGGCGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5632),g:Oscillibacter(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGCGGAAGACGGTACCTGACGAATAAGCCACGGTTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGACAGATGTGAAATCCGCGGGCTTAACCCGCAAACTGCATTTGAAACAGTGGATCTTGACTATCGGAGAGGTCAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGAC

AACTTACGGTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10904;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAGGAGAGGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

AAACAGCCGCGGTAATACGGAGGTGGCAAGCGCTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTGCTTGAGTATCGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACGA

AAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10905;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 



7329 

 

ACGGTAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGACGAAGGGAGTAAAGTTAATACCTTTGCTCCTTGACGTTACCCTCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCTGGTGCAAGCGTTGATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCACGGGCTCAACCTGGGAGCTGCATCTGATACTGGAAAG

CTTGAGTGTCGTAGAGGGGTGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCGGTGGC

GAAGGCGGCACCCTGGACGATGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCCGTTTTTAGGGACGATAATGACGGTACCTGTGGAGGAAGCCACGGCTAATTACGTGCCA

GCCGCCGCGGTAATACGTAGGCGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10906;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTAAGAGGTACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGCGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTAGGGGCTTAACACCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAAAGGTTGA

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAAATTAGGAGGAACACCAGTGGAGAAGGCGGTAAACTGGACGAT

AACTGAAGCTGAGGAGAGAAAGCGTGGAGAGCAAACAGGATTAGATAACCTGGTA 

>OTU10908;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGGTGGAGGT

TCTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGATAACAACGTGCA

AGCAGCCGCGGTAATACGCAGGTGGCGACCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTTGAGTGCAGTAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACTCCGGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTGCGGGTAGTAAAGCTCTGTCTTCAGTGACGATAATGACGGTACATGAGGAGGAAGACACGGCTAACTATGCGCCA

GCAGCCGCGGTAACATGCAGGTGGCATGAGTTGTCCGGAGTTACGGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGACGAGAGG

TGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGCAAGACCACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU10911;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGCCTGTGAACCGCTTTTGCCGGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCAGTGCCAGCAGCCGCGGTACTACGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATGCCAGTGCACAACGCTGGGTGTGCCATTGATACTGTCGCG

CTGGCGTGCGAATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGGTTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10910;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:"Entero

bacteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGTC

TTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACCGTACGTGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCCTGGTTATAAGCAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGGTAA

GTCAGACGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAAGCTGGCAAGCTTGAGTATCGTAGAGGGGGGT

GGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAAGACCGGTGGCGAAGGCGGCCTGCTGGACGAA

AACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10913;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5632),g:Intestinimonas(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAAGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTATGAGGGACGAAACAAATGACGGTACCTCATGAATAAGCTCTGCCTAACTACGTGC

CAGCAGCCGCGGTAATACGTGGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTGCTTGAGTACTGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCATAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU10914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATCGTAAAGCTCTGTCAGTGGGGAAGATAATGACGGTACCCACGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAA

GTGGGAAGTGAAATACCCGGGCTCAACCTGGGAGCTGCATTCCAAACTGGTTATCTAGAGTGCGAGAGAGGATAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10912;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8988),c:Actinobacteria(0.7497),o:Coriobacteriales

(0.4652),f:Coriobacteriaceae(0.2864),g:Atopobium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAGGCCCACAAGGTGACGGTACCTGCAGAAGAAGCTCCGGCTAAAT

ACGTGCCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCTCGTAGGCGG

TCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGG

GCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGG

TCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU10915;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Erysipelotrichia(0.8331),o:Erysipelotrichales(0.6

138),f:Erysipelotrichaceae(0.4224),g:Turicibacter(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGTGT

AAAGGGTGCGTAGGCGGCAGAGCAAGTCAGCTGGGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACT

CTTCTTGAGTATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGAATTAGATACCCT

GGTA 

>OTU10916;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9867),c:Actinobacteria(0.9711),o:Coriobacteriales

(0.8737),f:Coriobacteriaceae(0.7787),g:Collinsella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGACAACCCTGACGCAGCGACGCAGAGTGCGGGACGGAGG

CCTTCGGGTCGTAAACCGCTTTAAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGC

AGGCCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGACCCTCCGCGGCTTGGGTCCGGTAGGGGAG

GGTGGAACACCCGGTGTAGCGGTGTAATGCGCAGATATCGCGTGGAACTCCAGTGGCTTAGGCGGCCCTCTGGTCCT

AGACTGACCCTGAGGCACGAAAGTGGGGGGATCGACTAGGATTAGATACCCTGGTA 

>OTU10919;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Syntropho

bacterales(0.0000),f:Syntrophaceae(0.0000),g:Smithella(0.0000); 
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TCCCTCCAAATGAAGAACTAACATCCTGGTAACGCTGCATGACGTAATCACGTTCTTGGTCCGTATGCAAATTAGCCTA

AGCAGCTTGCAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAA

GCGGAGCAGTCCAAATGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGG

TTAGCCTCGGTACGGTCAGGCATACACGGCGCTGTAAAATAGTTGTTATAGATAGTCAAAGAACCCTGAAACAAAGG

CTTAGGGAGTTTATTGGTAGCAGGGTG 

>OTU10917;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9805),o:Campylo

bacterales(0.9707),f:Helicobacteraceae(0.9294),g:Helicobacter(0.7643); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAGCCCTGAAGCAGCAACGCCGCGTGGGTGATGAAGGT

TTTCGGATTGTAAACTCCTTTTCTAAAGGAAGATTATGACGGTATCTTAAGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGAGGGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAAGTG

GAATTCCTGGTGTAGGGGTAAAATTCGTAGAGATCAAGAGGAACACCCATTGCGAAGGCGACCTGCTGGAACATAA

CTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10918;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACTTGTCCTGCTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTTGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAACTTGCCGTTGAAACTGGAGGGCTTGAG

TATGTGTGGGGCAGGCGGAATTTGTAGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCTTACCGAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10920;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CCTCGGGTTGTTAAGTACTTTCAGCAGGGAGGGAGGGTGTAAAGTTAATACCTTTGTTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCGTCTGATACTGGCGA

GCTTGAGTCTCGTAGAGGAGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCAGCCCCCTAGACGAAGACTGACGCTCAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4914),g:Anaerotruncus(0.0712); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCCTTGGGGACGAATAAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTGTT

CAAGTTGAATGTTAAAACTATCGGCTTAACCGATAGATGCGTTCAAAACTGTACATCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10922;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Entero

coccaceae(0.0000),g:Enterococcus(0.0000); 

CTTTACCGTCTTTCCAGCAATTGTTCCAAGTCTCGGCAACCGCTTTATCAATACCATGCCACCTATCAACCACACCCGAC

GCAGCCTCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTT

TGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAG

CCGTTTGAGCTTGAGTAAGCATTTGGCGCATAAGCTCGGAAACCGGCTGTTGCTTGGAAAGATTGGTGTTGTCCATAA

GAGACGCAACGCGAGCAGTAGACTCCTTCG 

>OTU10925;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Oxalobacteraceae(0.0000),g:Herbaspirillum(0.0000); 

ACCAAAATCCTGATCGCAGTCGGCGTGTGAATCATTCGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATC

ACGAAAATAGTCCCGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAA

AAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATT

TCATAGTGGAGGCCTCCAGCAATCGTGAACACTCATCCTTAATACCTGTCTTTTTGGGGTAATGAGACTCAGCGCGAA

TATCCTGAAGAGGGCGG 

>OTU10923;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

AAGGGAGGGAGAAGGAGGGAATGGTACAAAATGGGCGCAAGACGGATGGAGCAACACCGCGTGAGTGAAGAAGG

GTTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACC

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTCGCTTACGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGCGCATCGGAAACCGG

GCGACTTGAGTGCAGAAGAGGATAGTTGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAGCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU10926;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Euba

cteriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCAAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC
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CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCT

AAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10924;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0355),g:Oscillibacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAAGATTGGGCAATGGGCGAAAACCGGACCAAGCAACGACGAGTGAAGGAAGAAGG

CTTTCGGGTGGTAAACGTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGTATCTTGATTGTCGGAGGGGCCAT

CGGCATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGCAACACCCGTGGCGAAGGCGCATTGCTCGCCGCTC

ACTGACCGTGCGGCCCGCAAGTGTGGGCAGCCCACAGGATTAGATACCCTGGTA 

>OTU10927;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAATCCCCTGCTAACTTCTTGCCAG

TAGCCGCGGTACTACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACCCGGGCTTAACTTGGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTGACAGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU10928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCATCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGGCTTTTAA

GTGAGATGTGAAATGCCCGGGCTTAACCTGGGTGCTGCATTTGAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACATCAGTGGCGAAGGCGATTATCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACCGTACCTGACGAATAAGCCACGGCTAACTACGGGC

CAGCAGCCGCCGTAAAAAGGTGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC



7335 

 

AAGTCAGATGTGAAATCCCCGGGCTCAACTTGTGAACTGCATTTGAAACTACTCGTCTGGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10929;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumi

nococcaceae(0.9015),g:Intestinimonas(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGAGTTGTAAACTTCTTTTGTCAGGGGCGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CTAGTCAGATGTGAAAACTATGGGCTTAACCCATAGGCTGGATTTGAAAATGTACTTCTTGAGTGAAGGAGAGGCGG

GGGGAATTCCCTGGGTAGCGGTGAAATGGGTAGATATAGGGAGGAAAACCAGGGGCGAAGGCGGCCTGCTGGAAA

TTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10931;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGCGGGATGAAGGC

CCTCTGGATTGTAAACTGCTTTTTCCGGGGAGTAATGAGTCTTTTGCGAAGCCTGTTGCAAGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCTAGGTAAGTTCGAGGTCAAATGGTGGGGCTCAACAGGGGTATGCCGTGGAAACTGTCTGGCTAGA

GTGTAAGCGGCGCAGGCGGAATGCATGGTGTAGCGGTGAAATGCATAGATATGATGCAGAACACCGATTGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10934;tax=d:Bacteria(0.9450),p:Parcubacteria(0.7547),g:Parcubacteria_genera_incertae_sedis(0.018

1); 

GTGCCAGCAGCAGCGGTAATACAGAGACCTCAAACGTTATCCGGATTTATTGGGCGTAAAGAGTCTGTAGGCGTTCT

GGCTAGTCTTTCGTCAAATTCCGGAGCTCAACTCCGTAACTGCGAAAGATACTTCCAGAATTGAGGGTGGGGGAGGT

AGATGGAATTGCCGGTGTAGCGGTAAAATGCGTTAATATCGGCAAGAACACCAAATGCGAAGGCTTTCTACTAAAAC

ACTCCTGACGCTGAGAGACGAAAGCGTGGGTAGCGAATGGGATTAGATACCCCAGTAGTCCACGCCGTAAACGATG

AATGCTTGACATTGGAAGTTTCGACCCTTTCAGTGTCGCTTAACCAAGTTAACACCTTAAGCATTCCGCCTGGGGAGT

ACGGCCGCAAGGCTAAAACTCAAATGAATTGACGGGG 

>OTU10933;tax=d:Bacteria(0.9073),p:Firmicutes(0.1508),c:Erysipelotrichia(0.0425),o:Erysipelotrichales(0.0

291),f:Erysipelotrichaceae(0.0073),g:Erysipelothrix(0.0039); 

ACGGGAGGCAGCAGTTAGGAATATTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGTGAGGTGAAGGT

CCTCTGGATTGTAAATCACTTTTATTAGGGAAGAATGGTAAGTATAGGAAATGCTACTTACGTGACTGTACCTTTTGA

ATAAGCCCCGGCTAACTACGTGCCACCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGTGTGTAGGCGGTTTATTAAGTCCGAGATGAAAGGCTGAGGCTTAACCTCAGTTTGTTTCGGAAACTGGTAGA
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CTAGAGTGCAGTAGAGGCAATTGGAATTCATAGTGTAGCGGTAAAATGCGTAGATATTATGAGGAACATCAGTGGC

GAAGGCGAATTGCTGGGCTGTTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU10932;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ococcaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGTGCGTAGGCGGCACG

TTAAGTCTGGAGTGAAAGTCCTGGGTTCAAGGTGGGAGTTGCATCCGATACTGGTGGACTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTGGTAGGGACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10935;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Betaproteobacteria(0.9038),o:Neisseriale

s(0.4652),f:Neisseriaceae(0.2864),g:Andreprevotia(0.0808); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATATAAGTCAGATGTGAAGTCCCCGGGCTCAACCTGGGAACTGCGTTTGGAACTGAATAACTAGAGTGTGGCAGAG

GGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGGCAGCCCCCTG

GGCTAACACTGACACTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG

ATGTCTACTAGTTGTTGGGGATGTAAATCCTTAGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU10937;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGGTTGTAAACTTCTTTTATAGGGGAATAAAGTGCGGGATGCATACTGGTTTGTATGGACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGACATTTAAGTCAGTGGTGAAAGTTTGTGGCTCAACCGTAAAATTGCAGTTGAAACTGTAAGTCTTGA

GTACGGTTGAGGCGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGG

CAGCTCGCTAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10939;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1872),g:Eisenbergiella(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGTGACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCATGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTTCCAG

CAGCCGCGGTAATACGTATGCTGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCAAG

CCAGATGTGAAAGGTGGGGGCTCAACGCCCAAGATGCATTGGGAACTGGCAAGCTAGAGTACGGGAGAGGTAAGT
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GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10936;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGATTTTATACGGGGATAAAGTGTGCCATGTATGGCATTTTGTAGGTACCGCATGAATAAGGC

CCGGCTAATTCCGTGCCAGCTACCGCGGTAATACGGAAGGTCCGGGCGTTCTCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCGTTTAAGCGGGTTGTGAAATGCCGCGGCTCAAGTGTGTCACGTCAGCGCTAACTGGATGACTTGAG

ATCGCGTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAATTGCTTAGATGTCACGAAGAACTCCGATTGCGAAGGC

AGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGTATTAGATACCATGGTA 

>OTU10938;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTCGCGTGAAGGACTACGGC

CCTATGGGTCTTAAACTTCTTTAGTCTCGGGGTAAAAATATGTACGTGTACTTCATTGCAAGTACTAGTAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGTATCAAGTCAGCGGTGAAAGGGTGTGGCTCAACCAGAGCAGTGCCGTTGAAACTGATAGGCTTG

AGTGCAGAAGAGGTAGGCGGAATGTGTTGTGTAGCGGCGAAATGCATAGATATGACACAGAACACCGATTGCGAAG

GCAGCACACTGGACTGTAATTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10941;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATGTGGGAATAAAGTCAGGTACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGTGGGTAAGCCTGTTGTGAAAGGCAGCTGCTCAACAGCTGAACTGCAGTGGGAACTGTTCTTCTTGA

GTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGC

CAGCTTACTGTAGCGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10940;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0134); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGGGAAAAAGGGACCCAGCAAAGCCGAGTGAAGGAAGAA

GGCCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGGTGTCCGGATTTACTGGGTGTAGAGGGCGTGTAGGCGGGG

ATGCAAGTTGGGAGTGAAATCCATGGGCTCAACCCGTGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGATG
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CAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10942;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9769),o:Neisseriale

s(0.8846),f:Neisseriaceae(0.8146),g:Neisseria(0.3043); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCC

TTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAGGGTTTGTGTTAATACCATGAACTTATGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAGCGCAGACGGTTACTTAAGCAGGATGTGAAATCCCTGGGCTTAACCTAGGAACTGCGTTCTGAACTGGGTA

GCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAATACCGATG

GCGAAGGCAGCCCCCTGGGATAACACTGACGTTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU10943;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.6036),c:Spirochaetia(0.3483),o:Spirochaetales(0.14

83),f:Spirochaetaceae(0.0560),g:Treponema(0.0087); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAAAGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGAGCGTAGGCGGTCGATTAAGTTAGATGTGAAGCCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTG

ACTTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGTGGAACACCAGTG

GCGAAGGCGATCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10945;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.42

80),f:Spirochaetaceae(0.2524),g:Treponema(0.0326); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGCCTGACGCAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGCTCTTTTGAAACGGAAGAATAAGTATTGCCGGGAATGGCGATATGGTGACGGTAGGTTTCG

AATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGATTTATTGGGCGT

AAAGGGCATGTAGGCGGTGTGGCAAGCTTGATGTGAAATGCATAGGCTCAACCTAGGAACTGCATTGGGAACTGCA

AGGCTTGAGTGACTGAGATGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCCGT

GGCGAAGGCGAGTTTCTGGCAGGTAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10944;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0904),g:Dorea(0.0157); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGAATGCATTTGGAACTGCTGGGCTAGAGTGTAGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

ATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10946;tax=d:Bacteria(0.9073),p:"Lentisphaerae"(0.1508),c:"Lentisphaeria"(0.0525),o:Victivallales(0.0

352),f:"Victivallaceae"(0.0086),g:Victivallis(0.0043); 

ACGGAAGGCAGCAGTCGAGAATTTTGGGCAATGGGGGCAACCCTGACCCAGCAATGCCGCGTGCGGGATGAAGGT

CTTCGGATTGTAAACCGCTGTCAAGAGGGACGAATACAATTGACGGTACCTCCGGAGGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTTCGGATTCATTGGGCGTAAAGGGTCCGCAGGTGGTTTG

ATAAGTCTGACGTGAAATACCGGAGCTCAACTCCGGAACTGCGTTGGAGACTGTTGAACTGGAGTATCGGAGAGGA

AATTAGAATTCCAGTTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACATCGACAGCGAAGGCAGATTTCTGGACG

ATAACTGACACTCAGGGACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10948;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Pedobacter(0.0076); 

ACGGGAGGCAGCAGGGAGGAAGATTGGTCAATGGGCGGAATCCTTAACCAGCCATGCCGCTTTAAGGAATAAGTCC

CTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACTTGTAGACCGATGAGAGTACTCGTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTCAAGTCAGAGGTGAAAGGCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTGA

ATACTGTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAAGCAGACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU10949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2184),g:Acetivibrio(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGACACAGGACGATAATGACGGTACTGTGAAAACAAGCCACGGCTAACTACGTGCCAG

CAACCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGGAGAAAA

GTCAGTAGTGAAATACCACGGCTCAACTGTGGGGCTGCTATTGAAACTTTCTTTCTTGAGTGATGGAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACTTTATTCATCATTTTTTAATTTTTTACAATTTTTCAACCCTTATCCATCCATTCCTCGTTCAGGATGAATGTCTTCGGAT

TTTAAACTTCTTTTGTCAGGGACGAAAAGGATCGTGCCAATACCATGATCTGCTGACGGTACCTGAAGAATAAGCACC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGC
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GTAGACGGTGATGCAAGTCGGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTGTGACTAGAG

TGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10951;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGGGGGGATAAAGTGTGGGACGTGTCCCGTATTGTAAGTACCGGAAGAAAAAG

GATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGATGTAAGTGAGTTGTGAAATGCAGCGGCTCAACCGGGACACTGCAGTTGATACTGGATTGCTTG

AGTTCGGTGGAGGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATCACAAAGAACGCCGATTGCGAA

GGCAGCTTACCGAGGCGTGACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10952;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

AAGGGAGGAAGAAGAGGGTCCTCTTGCACAATTGGCGAACTCCTTCTTCCTCCACTCCTCTTGAGCGATGAAGGCCTT

CGGTTCGTACAGCTCTATCCTCAAGGAAGATAATGACGTTACTTTAGGAGGAAGCCCCGGCTAACTACTTGCCAGCAG

CCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGAGTGCGTAGGTGGTTTCTTAAGTCAG

GAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACTGAC

AATGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU10950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCCACGGCTATCTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGAGTAAAGGGCGAGTAGGCGGACCTGCAAG

TCAGATGTGAAATCCCCGGGCATAAGTCGGGAACTGCGTTTGAAACTGGAGGCGTTGAGTGATTGAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTAA

CTGAAGCTTAGGAGCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU10953;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGGCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGATTTTTGTGACGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGATTCGATCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTCTGATGTTAAAATCTGCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGGT
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ATAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCA

GCTTACGAGAATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10954;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.7428),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGTGGCTTTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTCGGAGATTAAGCGAGTTGTGAAATGTAGATGCTCAACAGCTGCACTGCAGCGCAAACTGGTTTCCTTGA

GTACGGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1485),g:Anaerofilum(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTTTTGGTGACGAAACATGACGGTAGCCAAAGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACAGC

AAGTTGGATGTGAAATACCGAGGCTTAACCTCGGGGCTGCATCCAAAACTGTTGTTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCGAGTGTAGCGGTGATATGCGTAGATATTCGGAGGAACACCAGTGGCGAGGGCGGCCTACTGAGCTTT

ACCTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10956;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Pseudoflavonifractor(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGCGGGAAGACGGT

CTTCGGATTGTAAACCGCTTTTATCAGGGACGATAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGAAGCAAG

TCAGATGTGAAATTTACGGGCTCAACTCGTGAACTGCGTCTGAAACTGTTTTTCTTGAGGGTCGGAGAGGTAACTGG

AATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGAGTTACTGGACGATTAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGAGGAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACG

GCCCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTAGTGGGTTTAAAG

GGTGCGCAGGCGGCGCGCCAAGTCGGCGGTCAATGTGCCGGGCGCAACCCGGTGTCGCCGTGGGAACTGGCGTGC
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TCGAGTGCGTACGAAGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATGACGCAGAACTCCGATTGCG

AAGGCAGCTTTCCGGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Dorea(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGACGTA

TTTCGGTATGTAAACTTCCATCAGCAGGGAAGAAAAGTACGGTACCTGACTAAGAAGCCCCGTCCCACTACGTGCCA

GCACCCCCGGTACTACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGGGAGGCAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTTGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGGGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Erysipelotrichia(0.9747),o:Erysipelotrichales(0.9

280),f:Erysipelotrichaceae(0.9108),g:Turicibacter(0.9085); 

ACTTAATTCATCATTATTTAATCTTCTTCAATTTTCTAAATCCCTACCTAGCAACGCCGCGTGAATGATGAAGGCCTTCG

GGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAGAAAG

CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGA

GCGCGCAGGTGGTTGATTAAGTCGGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACT

TGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCG

AGGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4563),g:Dorea(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCCGCCGCGGTAATCCGGATGGTGCACGCCTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAAGGCTAGAGTGGCGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10960;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0355),g:Intestinimonas(0.0087); 

ACGGAAGGTAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGGGCGTTGTCCGGAATGATTGGGTGTAAAGGGCGTGTAGGCGGAGA

TGCAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGC



7343 

 

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTCTTAGGGACGAAGAAGTGACGGTTCTTAATGAATAAGCTCCGGCTAACTACGTGCC

ATCCGCCGCGGTAATACGTAGGGCGCCAACGTTGTCCGGATTTACTAGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAAGAACTGCATTTGAAACTGTTGGGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTGT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACTGTCCCTGGCGAATACGCCACCGCTAACTACGTGCC

AACAGCCGCGGTAATACGTAGGTCGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTACCTGTCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10964;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAAGGATGACTGT

CCTCTGGTTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGTTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGCTGGATGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGGATATCTTGAGT

GAAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACTCCGATGGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10966;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGCAACCCTGATCCAGCCATGCCGCGTGCAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTTGACGCAGAGCAATAACGGCCACGCGTGGTCCGATGGGAGTATGCGTAGAATAAGC

ATCGGCCAACTCCGTGCCAGCAGCCGCCGTTATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTGAGAGGTGAAAGGCACAGGCTCAACCCGGGAAGTGCGTTTGGAACTGGGAGTCTG
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GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTAAAGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU10965;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.

9941),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

CCTTTCTTCCTCCTTTATTCCTCTTTTTCCCTTGTCGCTCGCCCGCACCCGCCAAGTAGCGTGAAGGATGAAGGTCCTAC

GGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGCGCCTTGTATGTACCTTATGAATAAGCATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCA

GACGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTTGAGTGCA

GTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTC

ACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10968;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGCGGTCCACGTGTGGGGCTTTGTATGTACCTTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGAGGTTAAGGAAGACGTGAAAGGTAGGCGCTCAACCGCAAAATTGCGTCGCGTACGGGCGTTCTTG

AGTGCATTCGGCGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACTAGTCCGTTACTGACGTTAATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10970;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.57

66),f:Spirochaetaceae(0.3884),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCATGAACGAAGAAGGC

CGGAAGGTTGTAACGTTCTTTTGAAACTGAAGACTAAGTATTGCAGGGAATGGCGATATGGTGATGGTAGGTTTTGA

ATAAGCAACGTATAATTACGTGCCAGCAGCCGCGGTAACACGTCAGTTGCGAGCGGTGTTCGGAAGTATTGGGCGTA

AAGGGCATGAAGGCGGTTTTGCAAGCTAGGTGTGAAATGAATAGGCTTAACCTAGGAACTGCATTGAAAACGACCA

GACTAGAGTGTCTGAGGTGGAAGTGGAATTCCAAGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATG

GCGAAGGCGAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GCA 

>OTU10969;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCGCGAGGACTGCTTTTGGAACTGTCGAACTA
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GAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10967;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGGGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGGGTAAAGGGAGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCGACGGCCCAACCGGAGAAAGCCTTTGAAACTGGGAATCTTGAGTGCAGGAGAGGAGAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10972;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomi

crobiales(0.0000),f:Verrucomicrobiaceae(0.0000),g:Luteolibacter(0.0000); 

AGAACGGACAACATCCTTCATAGAAATTTCACGCGGCGGCCAGTTGCCATACAACACAGGGTCGCCAGCAATATCGG

TATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTATGCGGACAACGAACAAGCGCAAGA

GTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAA

CTGGCCTAACGACGTTTGGTCAGTTCCATCAACAGCAGAGCCAGATGCCCAGAGAGTAGAGCGCAGGACAAGTAAA

GGACGGTGGTCAGCGTCATAAGAGGGTTTACCTCCAAATGAAGAAAGAACATCATGGTAACGCTGCAGGAAGTAAT

CACGTTCTTGGTCAGTATGCA 

>OTU10973;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTT

CCTCCGTATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCTACGTGTGGAGCCTTGTCTGTACCTTTTGAATACGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGATGTTGCGAGTGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATGTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCGTAAAAGTGCAGTTGATACTGGCGATCTGGA

GTGCAGGAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCTCACGAAACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.9108),g:Gemmiger(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAATCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTTTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACAGGCAA

GTTGGAAGTGAAATCTATGGGCTCAAACCAGAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGGGAAGAGGTAGGA
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GGAATTCCTGGTGTAGAGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAAC

AACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10971;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGATCATAAGACGGTACCTGAGGCGGAAGCCCCGGCTAACTACGTGC

CAGCCCCCGCGGTAATACGTAGGGGGCACGCGTTCTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCACGGT

AAGTCTGGAGTGAAAGTCCTGGGGTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTAA

GGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10976;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAATGTGCAGGATGTATACTGCGTTGTATGTATTGTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTAGTGAAAGATTCCGGCTCAACGGTGAGGTTGCAGTTGATACTGGGGGTCTGGAG

GGCAGAAGGCGCGGGCGGAATTTGTCATGTAGCGGTGAAATGCATAGATATGACAAAGAACCCCGATCGCGAAGGC

AGCTCACGAGAACGCGACTGACGCTGAGGCACGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10978;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(

0.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

GCGAACCATTCCGCGGCTTTACCCGGCCCCTCGACGCCATTACTCATGTTTTCCGTCACTTCCGCGCCTTCCATGCTGA

GACAGGCCGTTTGACTGTTGACGGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAA

GCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTA

GCAATCCAAACTTTGTTACTCGTCAGGAAAGCGAAATCAACTTCGGTTAAATACAAAACGGCAGAAGCCTGAATGAG

CTTAATAGAGGCCAAAGAGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGAGTTCTTACCTAGTAGTGGT 

>OTU10977;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7428),g:Clostridium_IV(0.4351); 

ACGGGAGCCGCCGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGTT

TTCGGATTGTAAACCTCTGTCCTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTGGCAAG

TCGGGCGTGAAAGCTATGGGCTTAACCCATAAATTGCGTTCGAAACTGTTGAGCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGGGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 



7347 

 

>OTU10975;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5991),g:Gemmiger(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTTTTGTTAGGGACGATAATGACGGTACCTAAAAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGCAGGCGGACCGGCA

AGTTAGAAGTGAAATCTATGGGCTCAACCTAGAAATTGCTTGCAAAACTGCTGACCTTGAGTAGTGCAGAGGTAGGA

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACCAACTGGTCAACA

TCTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTCCTTTTATATAGGAATAAAGTGCAGTATGTATACTGTTTTGCATGTATTATATGAATAAGGA

TCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTCAGTTGTGAAATTCTGCGGCTCAACCGGAGAATTGCAGTTGAAACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10980;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.3043); 

ACGGGAGGCAGCAGTGGGTAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10981;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGAAGGAGGC

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGCCTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGGGCGTTATCCGGATTTATTGGGTTTAAGGGGT

GCGTAGGTGGTTAGTTAAGTTTGAGGTAAAAGGCTCCGGCTCAACAGGGGATTGCCTTGAAAACTGTCTGACTAGGA

TGTGAGCGGCGCCGGCGGAATTAATGGTGTAGCGGTGAAATGCGTAGATATGAGGCAGAACACCGATGGCGAAGG

CAGCTTGCGAGGATAAGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU10982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGAAGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAG

CAAGTCAGAGGTGAAATCCATGGGCTTAACTCCTGAACTGCTTTGGAAACTGTTGGCCTTGAGTACCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCATGCTGGACG

GCAACTGACGTTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10983;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Deltaproteobacteria(0.9719),o:Desulfovib

rionales(0.8737),f:Desulfovibrionaceae(0.7068),g:Desulfovibrio(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCCGTCAGTAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAGGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGCGGTGAAAGCCAACGGCTCAACCGGGGAAGTGCCGTTGATACTGGAC

GACTTGAGTGCGGGAGAGGGAGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCAGGAGGAACATCGGT

GGCGAAGGCGGCCACCTGGACCGGTAGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU10987;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.68

81),f:Spirochaetaceae(0.4914),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCCGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATACGTATTGCAGGGAATGGCGTTATGGTGACGGTAGGTATTGA

ATAAGCAACGGCTACTTACGTGCCAGCAGCCGCGGTAACACGTACGGTGCGAGTGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCAGAGGCTCAACCGAGGAACTGCATTGAGAACTGCGA

GACTTGAGTTACTGAGGTGTAAGTGGAATTCCAGGTGTAGGGGTGAAAGCTGCAGATATCTGGAAGAACACCGATG

GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU10984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATACGGGAATAACAAGCGGCACGTGTGCCGCTCTGCATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGTCCTTAAGTCAGGTGTGAAAGTGTGGGGCTCAAACGGAAAAATGCAGTTGATAATGGGGACGTTGA
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GGGAGGTAGAGGCAGGCGGAATTTGTGGTGGAGGGGTGAAATGGTTAGAAATCAAGAAGAAATCCGATTGCGAAG

GCAGGTTGATGGACCGTAAATGAAGTTGATGCTCGAAAGTGCGGGGATCAAACAGGATTAGATAACCTGGTA 

>OTU10985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Gemmiger(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCAA

GTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10986;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGTCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTACAGTTAATTCCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATGCGGAGGGTGCAATCGCCAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTAGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAATCTCGTAGAGGTAGGTAGAATGCCAAGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGATGG

CGAAGGCAGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU10989;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0355),g:Ruminococcus2(0.0066); 

ACGGGAGGCAACAGTGTGGAATATGGAACAGTGACGCAGACCCGAATGGAACGGCACACCGCTGGTCACGAGTTAT

TTCGGTATCTAGTACGCTATCAGCAGCGAAGAAAAAGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGAGTAGACGGCTTTGCAAG

TCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTGAGGCTTGAGTGCCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGATATGTGTAGATAATAGGAGGACCACCAGGGGCGACGGTCTTTCCCTGGACGGCAAT

TGACCTTGAGGCTCGAAAGAGTGGCGCGCAAACAGGATTAGATACCCTGGTA 

>OTU10990;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGTCACGTGTGACGCATTCCATGTACCTTATGAATACGC

CTCGGCTAATTCTGTGTCAGCAGCCGCGGTAATACGGATGTATCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCTTGTTAAGTCAGAGGTGAAAGTCAGGGGCTCAACCATGGAGTTGCAGTTGAAACTGGCAAGCTTGA
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GTACGTACGGGGAAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATTAGGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTGTTTTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCTTGGTACTGCATTTCAAACTGCAAGTCCAGAGTGCAAGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10991;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTCGTAAACTTCTTTTTTATGGGAATAAAGTCATGGACGAGTCCGTGTTTGTATGTACCATAAGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAG

TGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU10994;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAAGCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGTATCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACAATAACATTGCCGTTGAAACTGGAGGGCTTGAG

TATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATAGCTAAGGC

AGCTTCCCACGCCATAACTTACACTTAAGCACGAAAGAGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU10993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGA

TTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCCCCGGCTAACAACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGAGCA

AGTCAGTTGTGAAATCCGTGGGCTTAACCCCCGAGCTGCTTTGGAAACTGGTTTGCTTGAGTGAAGGAGAGGCAGGC
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GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCGGT

AACTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU10992;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTGG

AATGCGGATGCCGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU10995;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGTGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGC

CCTATGGATTGTAAACTTCTTTTACAAGGGAATAAAACGCGTCACGTGTCGTGCCTTGCATGTACCCCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTGTTAAGTCAGTTGGGAAAGTTAGCGGCTCAACCGATGACTTGCAGTTGGTACTGGCGTTCTTGA

GTGCAGGCGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCTCTAGACTGTCACTGACGGTCATGCTCGAGAGCGTGGGTATCAAGCAGGATTAGATACCCTGGTA 

>OTU10996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Parasporobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGATTCTCTGGACTGTAAC

TGACGCTGAGGCTTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10997;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGTTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGCGACGCGTCCCTTTTTGCAGGTACCTCATGACTAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCCGGATTGTAAGCGAGGTGTGAAATGCCGGGGCTCAACCGTGGCACTGCAGCGCGAACTGGAGGTCTTG
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AGTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU10998;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.68

81),f:Spirochaetaceae(0.4914),g:Treponema(0.0904); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTGAAACCGAGGAATAAGCCGTACAGGAAATGGTACGGTGGTGACTGTAAGTTTTGA

ATAAGCACCGGCTAATTACGCGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGAAGCGCAAGTCCGGTGTGAAATCCCGTGGCTCAACCACGGGGCTGCGCCGGAAACTGCGT

AACTAGAATCACTGAGGGGGAACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATTTGGAAGAACACCAATG

GCGAAGGCAGGTTTCCAGCAGATGATTGACGCTGAGGTGCGAAGGTGCGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTAAACTTGGGTGATGCAGTCAAAACTGGTGATGTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGTTTAGTTAATAAGACGGCGACCACCGGGATCTACACTCCTTCGCAACGCG

ACGCTCCGATCTACGGGAGGCAGCAGCCCGTCATTAGGATTAGAGACCCTGGTA 

>OTU11001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.4224),g:Anaerosporobacter(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAATGGAGCGTAGGTGGTTCGGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTTGAAACTGCCGGACTTGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU10999;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGCGGGAAGACGGT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAACACGTAGGCGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAA

GGCAAGTCAGATGTGAAAATTATGGGCTCAACCGATAACTTGCATTTGAAACTGTGTTTCTTGAGAGACGGAGAGGT
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AAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGAC

GTCAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11003;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATATACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTTTGAAATGTAGTGGCTCAACATCTGCACTGCAGGGCGAACTGGTTTCTTGGA

GTCCGCACAAGGTGGGCGGAATTCGTGTTGTACCGGTGAAATGTTTAGATACACCGAAGGCTCCCGATGGCGAAGG

CAGCCACCTGGAGCGCAACTGCCGCTGAAGCTCGAAAGCGCGGGTACGAACAGGATTAGATACCCTGGTA 

>OTU11004;tax=d:Bacteria(0.6810),p:Firmicutes(0.1112),c:Clostridia(0.0132),o:Clostridiales(0.0109),f:Clost

ridiales_Incertae_Sedis_XIII(0.0033),g:Mogibacterium(0.0028); 

ACGGAAGGCAGCAGAGGATTAGATACCCTGGTAAGATCGGCAGAGCACACGTCTGGACTCCAGTCACCCGACAACC

TCGTATGCCGTCATCTGCGTGATAAAAGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGAGCAGGCGGCATGGCAAG

TCTGAGGTTAAAGCGTGGGGCTCAACCCCATACAGCCTTGGAAACTACCAAGCTAGAGTGCGTGAGAGGTAAACGG

AACTCCATGTGTAGCGGTGAAATGCGTTGATATTTTGAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTCCAC

GACGCTCTTCCGATCTACGGAAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU11005;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Sphingobacterium(0.0000); 

AGGTGAAGTTAAAGGTTCTTATTTAAACATTACTGCTGGTACAATGGAAGAAGTGTACAAACGCGCTGAGTACGCTA

AAGCTGTTGGTTCTGTAATCGTAATGATCGATTTAGTTATGGGTTACACAGCAATTCAAAGTTCTGCTATCTGGGCTCG

TGATAACGATATGCTTTTACATTTACACCGTGCAGGTAACTCAACTTACGCTCGTCAAAAAAATCATGGTATTAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGATCATATCCACGCTGGTACTGTTGTTGGTAAATTAGAAGG 

>OTU11002;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9887),o:Actinomycetales

(0.9940),f:Corynebacteriaceae(0.9873),g:Corynebacterium(0.9837); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGC

CTTCGGGTTGTAAACTCCTTTCGCCCGGGACGAAGCCCACCTGGTGGGTGACGGTACCGTGGAGAAGAAGCACCGG

CTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGCTCGTA

GGTGGTGTGTCGCGTCGTCTGTGAAATTCCGGGGCTTAACTCCGGGCGTGCAGGCGATACGGGCACGACTAGAGTG

CTGTAGGGGTAACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAG

GTTACTGGGCAGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU11006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGCGCAGGATGAAGGC

TCTATGGGCCGTAAACTTCTTTTATATTGGGATAAAGTGAAGTATGTATGCTGTTTTGTATGTATCGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTCAGTTGTGAAATGTTGGGGCTCAACCGGAAAATTGCAGTTGGTACTGGCAGTCTTGAG

TACACTAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGTACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11008;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTGCTTTTATATAGGAATAAAGTGCAGTATGTATACTCTTTTTTATGTATTATATTAATTAAGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGAATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGCAAAATTGCGTTTGAAACTGTTAGTCTTGAGT

GAAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCCACTGGACTGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11007;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGGTGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGCGCTGACCCGATGAGAGTACACAGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTACATCTG

GAATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11009;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAATATGTATCCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGAGTGGTAAGTGAGTTGTGAAAGGTTGCGGCTCAACCGGAAAACTGCAGTTGATACTGTCAGTCTTGAG

TAAAGAAGAGGGAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACGGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU11013;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanosa

rcinales(0.0000),f:Methanosarcinaceae(0.0000),g:Methanosarcina(0.0000); 

GGGAGGGGGGGGGAGGGGGGGGGGGTGGAGGGCACCGAGAGCCGGGTGCGCCGTCACCGGATGGGTTTCATCA

AGCTGGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGTATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCC

TGCGGGATGTGGAGCAGATCGTTTACTTCAACTGCTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTAC

AAGCAATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGA

ACCCGTCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATT

ACGTGAGGAGATTGCTGGTAGCAAGGGACAGAAACGCGCCAAGCTGACCAAGCGCCTGCG 

>OTU11010;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGCGGGAAGACGGC

CTTCGGGTTGTAAACCGCTGTCCTTGGGGAAGAAACAAATGGCGGTACCCAAGAAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGGGCGCAGGCGGGAA

GCTAAGTTGGATGTGAAATACCGGGGCTCAACTCCGGAGCTGCATCCAAAACTGGTTTTCTTGAGTGGAGTAGAGGC

AAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

TCTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11011;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCGACGCCGCGTGACTGAAGAATGA

TTTCGGGATGGAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACGTGACTAAGAATCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATGCCCGGGCTCAACTTGGGTGATGCATGTCAAACTGGAAGTCTAGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGCCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11012;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Alphaproteobacteria(0.1159),o:Rhodospir

illales(0.0547),f:Rhodospirillaceae(0.0149),g:Oceanibaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCATGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTATTAGCGAGGAAGAAAATGACGGTACCTGCAGAAGAAGCCCTGGCTAGCTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATTCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTTAGAAGTGAAATCTATGGGCTTAACCCAGAAACTGCATTTGAAACTGCAACTCTAGAGAGCGGAAGAGGATGGA

GGAATTCCTTGTGTAGAGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGTCAACTGGACAATA

ACTGACGCTGAGGCGCGAGGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11015;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Clostridium_IV(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGGATC

AAGTCAGCGGTCAAACTTCGGGGCTCAACCCCGTTTTGCCGTTGAAACTGATCGGCTGGAGTCTGTTCGAGGGACGC

GGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCTCACTAAACTGTA

ACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11017;tax=d:Bacteria(0.0024),p:"Armatimonadetes"(0.0000),g:Armatimonadetes_gp7(0.0000); 

ACGAAACTAGTCACGCAAAGCCTTGGGATTATCATACAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAATGTCACC

AACGATAAACCAACCATCAGCATTAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCATCTACGAGATTT

CATAGTGGCGGCCTCCAGCAATCTTGTACACTCATCCTTAATACCTTTCTTTTTGGGGTAATTATACTCATCGCGAATAT

CCTTAAGAGGGCGTACAGCAGCCAGCTTGCGGCAAAACTGCGTAACCGTCTGCTCGTTCTATAAAAACCAGTGTTCGT

CCCCTTCGGGGCGGTGGTCTATAGTTTTAGTAAGAGCAAGTTGGGGGAGCACATTGTAGCATGGTGCCAATCCATCC

AGTAACTTCTCAGCAACAGATACAAACTCATCA 

>OTU11014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7068),g:Subdoligranulum(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGGAGGAAGAAGTG

TTTCGGATTGTAAACTCCTGTCGGTAGGGACGAAAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGATGTGAAATCTATGGGCTTAACCCATAACTTGCATTCAAAACTGCTGCCCTTGAGTAGTGGAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTGCTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11016;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9719),o:Desulfovib

rionales(0.8846),f:Desulfovibrionaceae(0.7428),g:Desulfovibrio(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCATAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTCCTGGCGGTACCTTCAAAG

CAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGTTGCAAGCGTTAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTATGTAAGTCAAGTGTGAAAGCCCACGGCTCAACCCTGGAACTGCATTTGATACTGCAAGA

CTTGAATCCAGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGC

GAAGGCGGCCACCTGGACCGTAATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11019;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.8087),c:Subdivision5(0.5579),g:Subdivision5_ge

nera_incertae_sedis(0.0326); 
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ACGGGAGGCAGCAGTCGAGGATCATTCGCAATGGGGGAAACCCTGACGATGCGACGCTGCGTGGAGGATGAAGGC

CCTCGGGTCGTAAACTCCTGTCATGACGGAAAAGGAGAGGGGATCCAACACGTCCCTTATTTGATGGTACGTCAAGA

GGAAGAGACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGTCTCTAGCGTTGTTCGGATTTACTGGGCGTA

AAGGGCGCGTAGGCGGCATGGCGTGTCGGATGTGAAATCCCCGGGCTCAACCCGGGAAGTGCGTCCGAAACTGCCA

GGCTAGAGTGCGGAATGGGAGATCGGAATGCAGGGTGTAGCGGTGAAATGCGTTGATATCCTGCAGAACACCGGC

GGCGAAGGCGGATCTCTGGTACGCAACTGACGCTCAGGCGCGAAAGTCGGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11018;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGCTAGCAA

GTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTGGTCTTGAGTGCTGGAGAGGCAATCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11021;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.0

000),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

TTCAGAGGGCGTTCAGCCGCCCGCTTGCGGCACAACTGCGTAACCGTCTTCTCGTTCTCTAACAACCATTTTTCGTCCC

CTTCGGGGCGGTTGTCTATAGTGTTATTAATATCAAGTTGGGGGAGCACATTGTAGCATTGTGCCAATTCATCCATTA

ACTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACCATTATC

GAACTCAACGCCCTGCATACGAAAAGACAGAATCTCGTCCAAGAGCGTGATGCGGTGATCCATCTGCTTATGGAAGC

CAAGCAGTGGGGATTGAGAAAGAGTAGAAAGGCCACAAGCCTCAATAGCA 

>OTU11022;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.5273),g:Dorea(0.2607); 

ACGGGAGGCAGCGGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCAGCGTGAAGGATGAAGTA

TCTCGGTATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCAGGATAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGTAAAGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTTGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU11023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3479); 



7358 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAGTGGGGGAAACCCTGATACAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTATCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCAACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATCCCCGGGCTCAACTTCGGTGCTGCATTTGAAACTGGAAGTCTAGAGTGTAGGAGAGGTGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTC 

>OTU11024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3204),g:Gemmiger(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACTTGACGAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTATGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAGGCA

AGTCAGAAGTGAAAGCTATGGGCTCAACCCCGAGATTGCTTTCGAAACTGTTGGGCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11025;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGACCCAAAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCA

ACAAGCTCGTATGCCGTCTTCTGCTGGAAAAAAAAAAACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTTGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACTCGGGCTTAATATGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGGG

AATTCATAGTGTAGCGGTGAATTTCTTTTATAATGGGACGGCCACCACCGAGATCTACACTCTTTCCCTACACGACGCT

CTTCCGATCTACGGGAGGCAGCAGACCCAAAGGATTAGATACCCTGGTA 

>OTU11020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGACGAAAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTGGCA

AGTCTGATGTGAAATCCCGGGGCTCAACCTGAGTGCTGCATTGCAAACTGGTAGTCTGGAGTGCAGGAGAGGTGAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11027;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 



7359 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATAAAGGAATTAAGTCGGGTACTCATACCCGTTTGCCTGTCCTTTATCAATCCGGCT

CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTG

CAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATGGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11026;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Gammaproteobacteria(0.9993),o:Xantho

monadales(0.9707),f:Xanthomonadaceae(0.9573),g:Pseudoxanthomonas(0.9705); 

GTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTG

GTTTAAGTCTGCTGTGAAAGCCCTGGGCTCAACCTGGGAATTGCAGTGGATACTGGATCACTAGAGTGTGGTAGAGG

GATGCGGAATTTCTGGTGTAGCAGTGAAATGCGTAGAGATCAGAAGGAACATCCGTGGCGAAGGCGGCATCCTGGG

CCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGCGAACTGGATGTTGGGTGCAACTTGGCACCCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGG

TCGCAAGACTGAAACTCAAATGAATTGACGGGG 

>OTU11028;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACTCGCGGAGGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTTAGAAGTGAAATACCCAGGCTCAACCTGGGAACTGCATTTCAAACTGGAAGTCTAGAGAGCGGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAGCACCAGTGGCGAAGGCGACTCTCTGGTCTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11031;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Saccharofermentans(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCTGCGTGGAGGAAGAAGGT

CTTCGGGGTGTAAAGCTCTTTGTTCAGGGACGAACACACAGACGCGACCTGAAGAACAAGCCCCGGCTAACAACGTG

CCAGCAGCCGCGCTAATACGTAAGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG

CAAGTCAGACGTGAAATACGGAGGCTTAACCTCCGAGCTGCATTTGAAACTGCAATTCTTGAGTGATGTAGAGGTAA

GCGGAATTCCCAGTGTAGCGGTAAAATGCATAGATATTGGGAGGAATACCAGTTGCGAAGGCGGCTTACTGGACATT

TACTGACGCTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.7068),g:Coprococcus(0.4351); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

CTTCGGGTTGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCAACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTGCTGCATTTGAAACTGTGAGGCTAGAGTGTAGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11029;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGA

CTTCGGATTGTAAAGCTCTGTCATTGGGGAAGAAGATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGATTCTTA

AGTGGGATGTGAGATACACGGGCTTAACCCATGTGCTGCATTCCAAACTGGTAATCTAGAGTGCCGGAGGGGAGAG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11032;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.4

280),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGCAGGAAATGGCTAGAGTGTGACGGTACCTTATAA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTAATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTTCGCTTTGGAAACTGTTAAA

CTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGT

AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11035;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 



7361 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTG

AGTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTTGCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTTTTGAAACTGGAGGACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11036;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Gammaproteobacteria(0.2902),o:"Entero

bacteriales"(0.1249),f:Enterobacteriaceae(0.0457),g:Citrobacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGAGGGATGAAGGC

CTTCGGATTGTAAACTTCTATCAGCGGGGAAGAAACTAGTGAGCTTTATTCCTTATCTCACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCTGTTTTGTAAGTCAGAGGTGAAATCCCAGGGCTCAACCGGGGAACTGCACTTGATACTGGAA

GGCTTGAGTACAGGAGAGGAGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCGGT

GGCGAAGGCGGCGGTCTGGACCAAGATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11037;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Epsilonproteobacteria(0.5963),o:Campylo

bacterales(0.3319),f:Campylobacteraceae(0.1679),g:Campylobacter(0.0423); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTGTTCTTCGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGGTGCTCA

AGTTGAATGTGAAATGCAGAGGCTCAACCTCTGAATTGCGTTCAAAACTGAGTATCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11039;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Porphyromonadaceae"(0.9387),g:Butyricimonas(0.9566); 



7362 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCCGTAAACCTCTTTTGTCTGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGTGGGAAAAGACTGGAGCTAACCTGTAGCACGCAGTTGAAACTGGCAGTCTGGA

GAAGAGACGAGGGAGGCGGAATGAGTGAAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATAGCGAAG

GCAGCTTGCCAGGGTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11038;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiaceae_4(0.0099),g:Thermotalea(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCTGATTGTAAACCGCTATCGCTCGGGACGAAGGAAGTGACGGTATCCTGTAAGATAGCCCCGGCTAACTACGTG

CCAGCAGCCGCTGTAATACTTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCG

CAAGTTGGGTGTGTAATACCCAGAGCTTAACTCGGGTGCTGCAGCTGAAACTACGAGTCTTGAGTATCGGAGAGGTA

AGTGGAAGTCCTAGTGTAGCGGTGGAATGCGTAGATGTTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACG

ATGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU11041;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATCTTAGAATAACGTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGGAGGTGGACTGGTAAGTCAGGTGTGAAAGGTTGCGGGTTAACCGTAAAATTGCAGTTGATACTGTCGGTCTTGA

GTACAGTAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11040;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.68

81),f:Spirochaetaceae(0.4914),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAATCTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGGAAGCTGTGTGTGAAATGCATAGGCTCAAACTATGAACTGCATTGAGAACTACAAG

ACTGGATTTACTGAGGTGGAACTGGAATTCCAGGTGGAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAACGG

CGTAGTCGAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGATGCGGGGATCAAACAGGATTAGATACCCTGGT

A 

>OTU11042;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7727),c:Actinobacteria(0.4812),o:Coriobacteriales

(0.2359),f:Coriobacteriaceae(0.1098),g:Gordonibacter(0.0157); 



7363 

 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CCTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCTGATAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGTGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAATGGGGAACTTAGAGTGCGGGAGGGGAGGG

GGGAATTCCTAGTGTGGCGGTGAAATGCGTAGTGATTAGGAAGAACACAAGTGGCAAGGGCGACTCTCTGGACTGT

AACGGACGCTGGGGCTCGAAAGCGTGGGGACCAAACAGGATTAATACCCTGGTA 

>OTU11044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.5766),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGCGGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTTCCA

GCACCCGCGGTAATACGTCGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGAGTAGGCGGGCTAACAA

GTCAGATGTGAAATACCGAGGCTCAACTTCGGAGCTGCATTTGAAACTGTTAGTCTTGAGTGATGGAGAGGTAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGACTGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTAAT

AAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTTCGCTTTGGAAACTGTTAAACTTGAGTGCAGAAGGGGAGAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11049;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0087); 



7364 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCC

CTATGGGTCGTAAACTTCTTTTGTATGTGAGCACTAAGGTCCACGTGTGGACCGATGCGAGTAGCATACGAATAAGC

ATCGTCTCACTCCGTTCCAGCCGCCGCGGTACTACGTAGCTTGCAAGCGTTGTCCGGAGTTACTGGGTGTAAAGGGC

GTGTAGGCGGAGATGCAAGTCAGGAGTGAAAGCCCGGGGCTCAACCACGGAACTGCTTTGGAAACTGTATCACTTG

AGTGTCGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGTA

TTTCGGTGTGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCA

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTA

AGTGAGTTGTGAAATATCCGGGCTTAACCTGGGTGCTGCATTCCCAACTGGGAGTCTAGAGTGCAGTAGGGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTGTGCGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTAGCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGGAGATTAAGCGTGTTGGGAAATGGCGCGGCGAAAACGTGGCACTGCAGCGCGAACTGGTGTTCT

TGAGTGCGCGCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGA

AGGCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATGAGATACCCTGGTA 

>OTU11048;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Erysipelotrichia(0.5579),o:Erysipelotrichales(0.2

999),f:Erysipelotrichaceae(0.1485),g:Turicibacter(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGGTGAAGGC

CTTCGGGTGGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGAT

GACTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11053;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0519); 



7365 

 

CCTTCCTTCCTCCTCTCCTCCTATTCCGACCTGGCCGACAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGCCGG

AAGGGTGTAAAATCCTTGTATGACTGAGGAATAAGTGAGGTGAGGGAAACGCTGCATGGTGACTGTAGGTCATGAA

TAAGCAACGGCTAAGTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGTATGTAGGCGGTTCTGCCAGTCGGGTGTGAAATGCCGGGGCTCAACCTCGGAAATGCGTTGGAAACTGCAGT

ACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGG

CGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11050;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGCGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCGGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTA

GAGTGCAGGAGGGGAGAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGA

AGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2524),g:Robinsoniella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTT

CTTCGGTATGTAAAGCTCTATCAGTAGGGAAGATAATGACGGTACCCGAGTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGTAGCA

AGTCTGATGTGAAAGGCAGGGGCTTAACCCCGGGGCTGCATTGGAAACTGTTTGTCTAGAGTGCAGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11052;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCTTG

AATGCGGTAGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAA

GGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11054;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Epsilonproteobacteria(0.9462),o:Campylo

bacterales(0.8520),f:Campylobacteraceae(0.7068),g:Campylobacter(0.5720); 



7366 

 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAGAAACCCCCTCGGGGGAAAAAAGCGAGGGCTTGGCGGTAACCCCAA

AGGAAGCACCGGCTAACTCCGGGGCAGCAGGCGCGGTAATACGGAGGGTGCAAACGTTACTCGGAACCACTGGGC

GTAAAGGGCGCGTAGGCGGATTATCAAGTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGAT

AGTCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCAT

TGCGAAGGCGATCTGCTGGAACTCAACTGACGCTAAGGCGCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11055;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTATCGGAGGGGTAAGC

GGGATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGATGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11056;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.79

95),f:Spirochaetaceae(0.5991),g:Treponema(0.2607); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CTTAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTATGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGATGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCATGTAAGCGGATTTGAAAGCTGAGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTGAATTAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11058;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACAAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGTGGGGGAAATTCCGGTTCTCAACACCGGTGCTGCCCTTGATACTGTCGCGCT

GTAGTGCGGATGCCGCCGGAGGAATGAGTAGTGTAGCGGTGATATGCTTAGATATCACTCAGCACACCGATTGCGA

AGGCATCTGTCGAATCCGTAACTGACGCTGAGGCCCGAAAGCGTGGTGATAGAACAGGATTAGATACCCTGGTA 
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>OTU11057;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0547),f:Clost

ridiaceae_1(0.0113),g:Clostridium_sensu_stricto(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGGAGC

ATAAGTCCGGAGTGAAAGTCCTGCTTGCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGGGCGGAGGAGGT

AAGTGGAAATCCCAGTGTAGCAGTGAAAAGCGTAGAAATTGAGGGGAACACCAGTTGCGAAGGCGAGTTACTGGGC

CGTAACTGACGCTGGGGCGCGAAATCGTGGGGGGCGAACAGGATTAGGTACCCCTGGTA 

>OTU11059;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTTTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGACAGTACCAGGCGAATAA

GCATCGGCTACCTCCGTGCCATCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTGATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTGCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGAGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCGACTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTAAGTGC

CAGCAGCCGCGGTCATACGTAGGTGGCAGGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACAG

CAAGTCAGCTGTGAAAACTGTGGGCTCAACCCAGGAACTGCAGTTGAAACTGGTAGTCTGGAGTGGATGCGAGGGA

AGCGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

TCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAAGTCTGATGCAGCGACGCCGCGTGAAGGATGAAGGC

TCTCGGTATGTAAACCTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTATGAAGCCCCGGCTAACTACGAGCCA

GCAGCCGCGGTAATACGCCGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGGAACTGGAATGCTAGAGTGTCGGAGATGCGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 



7368 

 

>OTU11063;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTACTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGG

GCGTGTAGGCGGCCGATTAAGTATGGAGTGAAAGTCCTGCTGTCAAGGTGAGAATTGCTTTGTAGACTGGTTGGCTT

GAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGACTGCAACTTACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11062;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGTTGCTT

AGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11065;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Alphaproteobacteria(0.8472),o:Rhizobial

es(0.3639),f:Phyllobacteriaceae(0.1872),g:Nitratireductor(0.0519); 

GTGCCAGCAGCCGCGGTAATACGAAAGGGGCAAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCGCGTAGGCGGAC

CAGAAAGTTGGGGGTGAATTCCCGGGGCTCAACCCCGGAACTGCCTCTAATACTGGTAGTCTAGAGTTCGAGAGAG

GTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGG

CTCGATACTGACGCTGAGGTACGAAGGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGGGTACTAGGTGTTGGGTGTCAAAGCTCAGTGCCGCAGTTAACACAATAAGTACCCCGCCTGGGGAGTACGGTCG

CAAGACTGAAACTCAAATGAATTGACGGGG 

>OTU11064;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGTAAACTTCATTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTG

CGTAGGTGGTTATCTAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTG

CAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCG

GCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



7369 

 

>OTU11066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGTGTAGGCGGGAAGCCAAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGGTTT

TCTTGAGTATGGGAGAGGTAAATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11068;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGTGGCAACCCTGATCCAGCGACGCCGCGTGAGTGAATAAGTAT

TTCGGTATGTAACGCTCTATCAGCCGGGAAGAAAAAGCGCGTAAGCGCCCTTGACAGTACCTGACTAAGAAGCCCCG

GCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGATTCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGT

AGGCGGGATTTTAAGTCAGAAGTAAAAATTACGGGCTCAACGCGTAACATGCTTTTGAAACTGAAATTCTTGAGTGA

AGTAGAGGCAGGCGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGG

CTTGCTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.7881),o:Lactobacillales(0.4652),f:Entero

coccaceae(0.2524),g:Enterococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTCTTTTA

AGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAA

GCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11070;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAAAGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCCCGGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTTAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGTAGAGGAGTAGT

GAATTCCTAGTCTCGCGGTGATATGCGTAGTGATTAGGCAGCGCTCCAGTGGCGTTATCGCTTCTCTGCACTGTATCT

GCCGCTGAGTCTCGAAAGCTTGGGCGTCAAACAGGATTAGATTCCCTGGTA 
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>OTU11069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGTTAGTGGGAGTAACTGGCCACTAATTGACGGTAATCACCTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCGATTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCGGAAACTGGT

GAGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCCCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATATAAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAAGTCCTAGTGTAGCGGTGAAATGAGAAGAGATGAGGAAGAACACCAGTGGAGAAGGCGCTGCTATGGACTGT

AAATGACGATGAGGCTCGAAAGCGTGGGGAGAAAACAGGAGTAACCCTGGTA 

>OTU11071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGCGTGATGACGGT

CTTCGGGTTTTAAAGCTCTGTCTTTAGGGGCGATAATGACGGTACCTGAGGAGGAAGCCACGTCTAACTACGTGCCA

GCAGCCGCGGTAACACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTGCGAACTGGAAGTCTAGAGTGCAGGCGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTACGAAGAACACCAATGGCGAAGGCGCCTCTCTAGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGTAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTGCCA

GCACCCGCGGTAATATGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGTGAGCTGCATTTCGAACTGGAAGTCTAGAGTGAAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU11073;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGGATCTCGAGTGGTCCGATGAGATTACATCACGAATAAGC

ATCAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGACAAGTCAGAGGTGAAAGCCCGGGGCTTAACGCCGGAACTGCATTTGATACTGGTGAGCTGG

AATGCGGATGAGGTGGGAGGAATGAGTAGTGTAGAGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAA

GGCAGCTCACGAATCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11075;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0710),g:Acetivibrio(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGG

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGTATGCAGCCACGGACAACTTCGAGCCA

GCAGCCGCGGGCATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTTATGCAA

GTCGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTTCCGAAACTGTATGCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGCCCGGTAA

GTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGGTACTGTCGGGCTTGAGTGCAGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGTA

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGTAGCCACGGCCAACTTCGTGCCA

GCAGCCGCGGTTATACGCCGGCGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGGAACTGGGGAACTTGAGTGCAGGAGAGGAAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCAGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGACGTGACGGTACCTGAAGGATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTAT

GCAAGTCAGATGTGAAATCTGGGGGCTCAACCCCCAAACTGCATTTGAAACTGTGTATCTTGAGTGATGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACA

TTAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11079;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGCGACGGTACCCGGAGAAAAAGCAACGGCCAACTACGCG

TCAGCAGCCGCGGTAATTCGTAGGTTGCAATCGTTGTCCGGTTCTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTTGGGAGTGAAATCCATGGGCTTAACCCATGAACTGCACTCAAAACTGTATCCCTTGAGTAGCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11080;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGAGGCAACTCCGACCCAGCAACACCGCGTGAATGATGAAGGTC

TTCGGATTGTAAAGTTCTGTGATGGGGGACGGAGAAAGCGACGGTACTCCAAGAGCAAGCCACGGCTATCTATGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTACGTAGGTGGCTATG

CAAGTTAATAGTGAAATCCCGGGGCTCAACTCCGGTGCTGCTGTTAAGACTGTTTAGCTTGAGTACAGTAGGGGTAA

GTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAATACCGGTGGCGAAGGCGACTTACTGGACTG

TAACTGACACTGAAGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11081;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.2

679),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGACCAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGGCAAGCGTTATCCGGATTTACTGGGTG

TAAAGGGAGCGTAGACGGTCTGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCTTGGGATTGCATTGGAAACTGTC

AGACTAGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACACTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU11084;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0149),g:Clostridium_IV(0.0066); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGTATGTAAACTTATGTTGTCAGGGACGAAGAAATGACGGTACCTGAAAGGAAAGCCCCGGCTAACTACGCCA

CGGCAGCCGCGGTTATACGTAGGGAGAGAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTTGC

AAGTCAGACGTGAAGTACCGAGGCTTAACTTCGGGGCTGCATTTGAAACTGTAGGTCTTGAGTAATGTAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGCGGCGAAGGCGGCTTGCTGGACTTT

AACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11082;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGATGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAGTAATAAGACTTTTGCGAAGCTTTATGCAAGTACCCGAAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTTAGTTAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGCTTGCCTTGAAAACTGTCTGACTAGGAT

GTAAACGACGCAGGCGGAATGAGACGTGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCA

GCTTGCGAGGATACGATTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11083;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Alphaproteobacteria(0.4045),o:Rickettsial

es(0.1483),f:Anaplasmataceae(0.0560),g:Ehrlichia(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAGCCTGATGCAGCAATGCCGCATGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTTTTAGGGAGGAAGATAATGACGGTACTCAGAGAAGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAATACTTAGGCTCAACCTTGGAATTGCTTTTAAAACTGCTAGTCTAGGGATTAAAAGAGGATAAAG

GAATTCCTAGTGTAGCGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTCAAATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11088;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGGTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GCAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGTGGACTGGCAAGTCAGTTGTGAAAGTTCGGGGCTCAACCGTGAAATTGCAGTTGATACTGTCA

GGCTTGAGTACAGTAGAGGCGGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACACCGATT

GCGAAGGCAGCTCACTGGTCTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACGGGATTAGATACCCTGGT

A 
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>OTU11085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTGACAGGGACGAATAAGGTGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGGGCGTTGTCCGGATTTACGGGGCGTAAAGGGAGCGTAGGCGGATTTT

TAAGTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

GAGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11087;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGAGCGCGAGAGCAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCCTTGGCTTAACCGAGGAGGTGCATCGGAAACTGTGA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATGTGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11086;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAGGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCTGTGTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATG

CGGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGT

GGCGAAGGCGGATTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11089;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

AAGGGAGGCAGCAGTGGGGAAAATTGCACAATGGGGGGAACCCTGATGCAGCAATGCAGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACATTTAATCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGACAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATTTGAAATCCCCGGGCTCATCCTGGGAACTTCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTTGAGGAATACCGGTGG
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CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGTGAGCAAACTGGATTAGATACCCTGGT

A 

>OTU11092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGCTAGAGGCAGTAACTGGTCTTTAGTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGTGCGTA

AAGCGAGCGCAGGCGGAATGAGAAGTCGGATGTGAAAGCACACGGCTCAACCGGGAAACTGCATAGGAAAATGTC

ATTCTTGAGTGCAGAAGAGGAGCGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGGTATATGGCAGAATACCAGT

GGAGAAGGCGGCTCTCCGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTATTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGAGGAATGATAATTCTGTGGTGAAATCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCAT

TCTTGAGTGCATAAGAAGGGAGTGGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11090;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGATTAAAGTTAATACCTTTTCTCATTTACGTTACCCGCAGAA

GAAGCACCGTCTAACTCCGTCCCAGCAGCCGCGGCAATACGTCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCTCCGAGCTCAACCTGGGAACTGCAGCGGATACTGGCAG

GCTTGAGTGTAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGAATTAGATACCCTG

GTA 

>OTU11096;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0252),g:Mangroviflexus(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACCTTTGCGAAGGGTGATGCAGGTACCTGAAGAATAAG
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GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGTTAAGTGTGAGGTGAAATGCTTCTGCTCAACAGGGGTTTGCCTCGAGAACTGTCTGCCTAGG

GTGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGACGAAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11094;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Prolixibacteraceae(0.0457),g:Mariniphaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCC

CTATGGGTCGTAAACTTCTTTTGTATGTGAGTAATAAGGTCCACGTGTGGACCGATGAGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGCAGGCGGCTGGGTAAGTGTGCGGTGAAATTCCAGTGCTCAACAGTTGACGTGCCGTGGGTACTGGTTAGCTTG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAG

GCAGCTCACGAGGCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11093;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Intestinimonas(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGG

CCTTCGGGTTGGGAACTTGTTTTACTAGGGACGAAGGACGTGACGGTACATGGAGTAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATCCGTAGGCTGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAA

GCAAGTCGGGATTGAAATCCATGGGCTCAACGCATGAACTGCTGTCGAAACTGTATCCCTTGAGTATGGGAGAGGCA

AGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11095;tax=d:Bacteria(1.0000),p:"Deferribacteres"(0.9988),c:Deferribacteres(0.9784),o:Deferribactera

les(0.9707),f:Deferribacteraceae(0.9573),g:Mucispirillum(0.9743); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGCTCGAGAGAGTGACGCAGCGACGCCGCGTGAATGACGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGACAGGGACGAAAATGTATATCAGTAACTGGGTATATCGTGACGGTACCTGTATAA

GCAGCCCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGGTGTTCGGAGTGACTGGGCGT

AAAGAGCACGTAGGCGGTGTTGTAAGTCATTAGTCAAAGGCTAGAGCTCAACTTTAGTAAGGTGAGTGATACTACAA

TACTAGAGTATCAGAGAGGATTGCAGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTG

GCGAAGGCGGCAATCTGGCTGGCAACGGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11099;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.6509),f:Strept

ococcaceae(0.2524),g:Streptococcus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTAGGAGAAGAACTGTGAGAAGAGTGGAAAGATTCTCACTTGACGGTAACTTACC
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AGAAAGGGACGGCTAACTACGTGCCACCAGCCGCGGCAATACGTAGGTCCCGACAGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGTAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTG

GACTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11098;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCTGCGGGGAGGAAGTGAGTAAAGTTAATACCTTTGCTCATTTACGTTATCCGCAGAA

GAAGCACCGGTTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTATGGTGTGAAATCCCCGGGCTAAAACTGGGAACTGCAACTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGAAGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11097;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGTACAATGGAGGGAACTCTGATACAGCAATGCCGCGTGAGTGATGGAGGT

TTTAGGATCGTAAAGCTCTGTCTTTGGGGATGAATAAATGACAGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCACGCAGGCGGCTTGGT

CAGTCAGATGTGAAAGTTTACAGCTTAACTGTAAAAGTGCATTTGATACTGCCAGGCTTGAGTCTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGTAGTGAGATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9903),o:Clostridiales(0.9937),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAAAGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCACAGCCGACTCTCACGCCTGTAC

CTGACGCTCGCGCTCGAGATCTTCGGAAGGAAACAGGATTAGATACCCTGGTA 

>OTU11102;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0073),g:Coprobacter(0.0039); 



7378 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGCATGGGGGCAATAAGGGCGTCGCGCGCGTCCGATGAGAGTCCCAAGGGAATA

AGCATCGGCAAACTCCTTGCAAGCAGCCGCGGAAATCCGGGGGATGCGAGCGTAATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTAAAGTCAGAGGTGAAATGTCGGGGCTCAACTCTTGAGCTGCCCTTGATACTGGCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGCGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU11101;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGTCGAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGCGGTTTGGTAAGTTGGAGGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCG

GACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11103;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCTTGGTAA

GTCAGCGGTGAAATGTCGGGGCTCAACCTCGGAACTGCCGTTGATACTGTCAGGCTTGAATGCGGATGCCGTGGGA

GGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGCATCTCACGAATCCGTCA

TTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11104;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CGTCGGATTGTAAAGTTCTGTCTTTGGGGACGATAATGACGGTACTCAAGGAGGAAGCCACGGCGAACTACTTGCTA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGATTCTTAA

GTGGGGTGTGAAATACCCGGGCTTAACCCGGGTGCTGCATTCCAAACTGGGAATCTTGAGTACAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCGATATGG

GTCAGACGTGAAATACATGAGCTTAACTCATGAACTGCGTTTGAAACTATATGGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGGTGTTGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11106;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9866),o:Xantho

monadales(0.8737),f:Xanthomonadaceae(0.7787),g:Stenotrophomonas(0.6681); 

GTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTC

GTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGACGACTAGAGTGTGGTAGAG

GGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAGGAACATCCATGGCGAAGGCAGCTACCTGG

ACCAACACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG

ATGCGAACTGGATGTTGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACG

GTCGCAAGACTGAAACTCAAATGAATTGACGGGG 

>OTU11108;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

ACCAAACAGGCAAAAAATTTATTTTCTTCCTCACCCGCCATATCAGCACCAACAGAAACAACCTGCTTAGCGGCGTTG

ACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTT

GACGATGTAGCTTTAGATGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAG

AAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTT

CGCTTGGTCAACCCCTCAGCGGCAAAAAGTAAAATTTTTACCGCTTCGGCGTTATAACCTCACAC 

>OTU11107;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTGTCGGGGAAGAGTGGAAGACGGTAACCGACGAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGCCGGGATGG

GAAGTCAGATGTGAAATCTATGGGCTCAACTCGTAAACTGCATTTGAAACTGCTAATCTTGAGTATCGTAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTA

CAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9726),o:Erysipelotrichales(0.8

955),f:Erysipelotrichaceae(0.8505),g:Turicibacter(0.7643); 

ACGGGAGGCAGCAGCTAAGAATCTTCCTCCCTGGCCGCCAGTCTGACGGAGCGACGCCGCGTGAATGATGAAGGCC

TTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTATCTTATGAG
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AAAGCCACAGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGAAATTATTGGGCGTAA

AGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCG

ACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGTAACACCAGTGG

CGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11110;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XII(0.0710),g:Acidaminobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTGAACCTTTTTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGACGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAAGTACTGGGCGTAAAGGGTGCGTAGGCGGTCTG

GTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGAGCTGCATCCAATACTGCTGAACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Anaerotruncus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTATCTTCGGGGACGAAAATGACGGTACCCGAGGAGGGAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGTGGGATTGCAA

GTCTGAAGTGAAAGCCCCGGGCTCAACCTGGGTACTGCTTCGGAAACTGTATTGCTGGAGTGCTGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGCTACCCTGGTA 

>OTU11115;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCCGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGAAGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATTCGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCATCAGCATAACCGAGGAACTGCATCGGAAACTTTTTT

ACTTGAGTGCAGAAGAGGAGAGTGGAACTACATGTATAGCGAGGGAAGGCGTAGATATATAGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGGTAACCTGG

TA 

>OTU11114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Parasporobacterium(0.0615); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGACGACGTA

TTTCGGTATGTAAACTTCTATCAGCCAGGAAGATGATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCATGCAAG

TCAGAAGTGAAAGCCCGGGGCTCAACACCGGGACTGCGTTTGAAACTGTAAGGCTAGATTGCCGGAGAGGTAAGTG

GACTTCCTAGTGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTCA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAATACCCTGGT 

>OTU11113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTGTCAGGGAAGAGGAGAAGACTGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTTAGT

AAGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTGCCAATCTTGAGTGCTGGAGAAGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAG

AAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

TTTCGGTTTGTAAAGCTCTCTCTGCAGGGAAGATAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGAAGGCGGGTTTTCAA

GTTGGATGTGAAATACTCGGGCTTAACCTTGGTACTTCATTTCAAACTGTAAGTCTTGAGTGCAGGAGAGGTGAGGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9719),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGCGTAACTGTTCACGCACTGACGGTATCCAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCTAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCAGCGGCTTAACCGAAGAAGTACATCGGAAACCGGGG

GAATTGAGTGCAGAAGAGGACAGTGGAAGTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCGGT

GGCGAAGGCGGATGTCTGGTATGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACACT

GGTA 

>OTU11117;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Eisenbergiella(0.0423); 



7382 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTTATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGGGCAA

GTCTGAAGTGAAAACTATGGGCTCAACCCATGGCCTGCATTTGGAACTGTTTTTCTTGAGTGCTGTAGAGGCAGGCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTAGACAGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGAGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTTACTACGTGCCAGAAGCCTCGGTAAAACGTCGGTGGCAAACGGTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCTAAGAAGTACATCTGAAACCGGGA

GACTTGAGTGCAGAAGAGGACAGGGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGTTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.0726),o:"Flavobacteriales

"(0.0473),f:Flavobacteriaceae(0.0113),g:Mesonia(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGCGCAATAAGGACCACGCCTGGTTCGTTGATAGTATGCGTCGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGGGGTTGCGATCGTTATCCGGATTCATTGGGTTTAACGGGTG

CGTAGGCGGCTTTGCAAGTCAGGGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCGGTTGATACTGGGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCAGCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11121;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGA

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCTGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGATGCGAGCGTTATACGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGGCTAAGTCAGCGGTGAAAGGTCCCGGCTCAACCGGGTCAGTGCTGATGATACTGGGGGCAT

TGGATGCGGTCGAGGCCGGCGGAATGTGGGGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTGGCCTGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 



7383 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCGGAGGGCTGCATTTCAAACTGGAAGGATAGAGTGCGGGGAGGGAGAA

GGGAATGCCTGGGGTAGCGGTGAAAGGCGTAGAGATTAGGAAGAACACCGGTGGGGAAGGCGCGTCTCTGGACTG

TAAATGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Pept

ostreptococcaceae(0.5273),g:Clostridium_XI(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGTCCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCCACGGCGCAACCGTAGTAAGCTCATGAAACTGGGTAACTTGAGTGCAGGAGAGGAAAGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTGTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGTGAGCAAACAGGATACCATACCCTGGTA 

>OTU11123;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4812),o:"Sphingobacte

riales"(0.2359),f:Sphingobacteriaceae(0.1098),g:Olivibacter(0.0157); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGCAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGCGTCTAAGTCAGTGGTGAAAGGTACTGGCTCAACCGGGGCAGTGCCGAGGGTACTGGGGGCC

TTGAATGCGGTCGAGGCCGGCGGAATGTGTCGTGTAGCGGTGAAATGCATAGATATGACGCAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11125;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTGCGGGAGGATAAAGTGCGCCACGCGTGGCGCTTTGCAGGTATCCCGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTGAAAGG

GAGCGTAGGCCGGAGGGTAAGCGTGTTGTGAAATGCAGTTTCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTTCCGGCCCGTCAACGACGCTCATGCTCGAAGGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11124;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.2524),g:Roseburia(0.0326); 



7384 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCTA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGCAA

GTCAGATGTGAAAATTATGGGCTTAACCCATAACCTGCATTTGAAACTGCAGTTCTTGAGAGCCGGAGAGGTAAATG

GAATTCCCGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11128;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTGTGTACGTGTAGATTTTTGTATGTACCATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGTTGTTAAGTGTGTTGTGAAAGGTAGCGGCTCAACCGTTAACTTGCAGCTGGAACTGGCGATCTTGAG

TGCAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACCAGTGCTTAACTGACGCTAATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGCGTCTAA

GTCAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCTTGAATGCGGTCGAGGCCGGC

GGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGAAGGCAGCTGGCAAAGGCAC

GATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTGCGGCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCTGGGAATTGCATTCTAAACTGATAGACTAGAGTATTGCAGGGGGAGAC

GGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAAGGCGAAGGCGCTTCTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 



7385 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGATGCA

AGTGTGGTGTGAAAGACCCGGGCTCAACTTTGGTGCTGCATTTGAAACTGGAAGGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTTTTCTGGACAGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11130;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGACGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TGAAGTCTGAAGTGAAAGTCCTGGTTTCAAGGTGGGAATTGCTTTGGAGACTGGTTGACTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGGGTAGGGGGGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGCAGGATGACGGC

CCTCTGGTTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACTTGTGGCTTATTGCACGTCCCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGTAGACTTG

AGTGGGGAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACACCGATGGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGAAGGTTATGCAA

GTCTGAAGTGAAATGCGGGGGCGTAACCCCTGAACTGCTTTGGAAACTGTAAACTGGATTGCAGGAGAGCTAAGGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGGAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU11133;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0110); 



7386 

 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTAAGAGGGACGATAATGAAGGTACCTCTTGAATAAGCCAAGGCTAACTAAGTGCAAG

CAGACGCGGTAATACGTAGGTGGCAAGCGTTGTACGGATTTACTTGGTGTAAAGGGCGAGTAGGCGGACCTGCAAG

TCAGATGTGAAATCACCGGGCTTAACCCGGGAACTGCATTTGAAACTGTAGGCCTTTAGTGATGGTGAGTCAGGCGG

AATTCCCGGTGTAGCGGTGGAATGCGTATATATCGGGAGGAACACCAGGGGCGAAGGCGGCCTGCTGGACATTAAC

TGACGCTGAGGAGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11135;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCCTGAAGAAGTC

TTTCGGGATGTTAAGCTCTATCTGTAAGGAAGAAACTGACGGTACTTGAGTCAGAAGCCCCGTCTCACTACGTGCCAG

CAGCCGCAGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCGTTTCGAACTGTCGACCTAGAGTGCAGGAGGGGCCAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTAGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU11134;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clost

ridiaceae_2(0.0086),g:Alkaliphilus(0.0043); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCCCCGCTTAACTACGTGCC

ACCACCCGCGGTAAACCGTAGGGAGTAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGAAAAGCA

AGTTAGTAGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTTTTCTTGAGTGTTAGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAATAA

CTGACGTTGAGGCACGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Gemmiger(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTACACAATGGGGGCAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAGGGT

TTTCGGATTGTAAACTTCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACCGGCA

AGTTAGAAGTGAAATGTATGGGCTCAACCCATGAATTGCATTCGAAACTGTTGGCCTTGAGTAGAGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11138;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomi

crobiales(0.0000),f:"Rubritaleaceae"(0.0000),g:Rubritalea(0.0000); 



7387 

 

GGCATCGTTTGTGAGCGTTGTGGCGTTGAGGTCACAGAGAGCCGGGTACGAAGGCATCGGATGGGCTTCATTAAGT

TGGCGGCTCCTGTCTCCCATGTTTGGTACTTGAAAGGGATCCCGAGTTATGTGGCCATCCTGTTGGATATGCCTCCGC

GGGATGTTGAACAGATTGTGTATTTCAACTGTTATGTGGTGCTCGATGCGGGCGATCACAAAGACTTGAAGTACAAG

CAGTTGCTCACGGAGGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAGAACGAAC

CCGTCGTTGGAATTGGCGCTGAGGCGCTGAAGCAGCTGCTTGAGGACCTCCAACTCAATACTGTTGCTGAACAATTG

CGTGAGGAGATGGCTGGCAGTAAGGGACAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU11136;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5273),g:Clostridium_IV(0.2171); 

CCGGAAGGCAGCAGTGGGGGATATTGCACAATTTTTTCCCCCCTGCTTCCTCCACGCCGCGTGAAGGAAGAAGGTCT

TCGGATTGTAAACTTTTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGCGGAAGCTCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCAAG

TCAGTAGTGAAATCCATGGGCTTAACCCGTGAACTGCTATTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTAGGCGG

AATTCCCGTTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAAC

TGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11139;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pept

ococcaceae_1(0.0710),g:Peptococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGGGGAAAGAGTTATCCGGATTTACTGGGTGT

AAAGGGCGCGTAGGCGGGATGGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTC

GTGCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCT

GGTA 

>OTU11140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGTTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGTTTTAA

GCGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCGAACTGGATGTCTAGAGTGCAGGAGAGGAAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCGCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11142;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0560),g:Alloprevotella(0.0110); 



7388 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTGCCTTTAGTCGGGAATTAAAGGGCGCACGTGTGCGCCGTATTGCAAGTACTATCAGATAAA

GGCCCGGTTAATTCCGTGCAAGCAGCCGCGGTAATACGGAAGTTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGACTGGTAAGTCTGCTGTGAAAGCGAGGGGCTCAACGCCGGGACTGCAGTGGGTACTGGCAGAC

TTGAGTGCGCGCGGAGATGCCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCG

AAGGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAGTGATGACGGC

CTTCTGGTTTTAAAACTCTGTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAATGCACGGCTAACTACGTTCAAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TGAGATGTGAAATACCCTGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGAAGAGGAGAAGG

GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11143;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriale

s(0.0000),f:Bifidobacteriaceae(0.0000),g:Scardovia(0.0000); 

CTCACCTTTAGCATCAACAGGCCCCACCCAACCAGACCGTGACAAAGCGTCCTGCGTGTCGCGAACTGCGATGGGCA

TACTGTAACCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGT

CAACGCTACCTGTAGGAAGTGTCAGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCA

GGCACACAAAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGGCCCGCGGCAGCAAGAACCATACGACC

AATAGCACGAACATAGTCACGCGAAGCATTGGGAGTATCAGAAAACGCCTCG 

>OTU11145;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Myxococc

ales(0.0000),f:Nannocystaceae(0.0000),g:Enhygromyxa(0.0000); 

AACGGACTGGAAACCCTGGTCATCCTCATGGTGGCGCATACGTCCGCGTTCTTGCACATCACCAGCAGGCTGTTCCTG

AATGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCA

GCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAAGTTCACGCGGCGGCAAGTTGCCA

TACAAAACAGGGTCGCCAGCAATATCGGTAGAAGGCAAAGCACCGTTAGCGTTAAGGTACTGAATCTCGTTAGTCGC

AGTAGGCGGAAAACGAACAAGCGCAAGAG 

>OTU11144;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVb(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATCGTAAACTTCTATCAATAGGGACGAAACAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCAGGT
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CAAGCCAGATGTGAAATCCCGGGGATTAACCCCGGAACGGCAGTTGAAACTGTGTCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGGGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCCCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11147;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCCACGCCGCGTGAGTGAAGAAGGA

CCTCGGGATGTAAAGCTCTTTTAGTAGGGAAGAAAATGACGGTACCTGTCGAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTGGCA

AGTTAGATGTGAAAACCCGGGGCTCAACCCCGGAAGTGCATTTGAAACTGTTAATCTTGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11146;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Papillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCCAACTACGC

GCCAGCAGCCGCGGTAATACGTAGGCAGGAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGGGTGTAGGCGGAGA

TGCAAGTAGGGAGTGAAAGCCATGGGCTTAACCCAGGGACTGCTCTCAAAACTGTATAGCTTGAGTATCGGAGAGG

CAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.5273),g:Intestinimonas(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGAAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATAG

CAAGTCAGATGTGAAAACCACGGGCTCAACCGGGGACCTGCATTTGAAACTGTAGGTCTTGAGTACCGGAGAGGCA

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGGCTGCTGGACA

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11148;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCTGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAATGGCTAACTACGTG

CCAGCAGCCGCGGTATTACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGAAGTGAAATCCCGGGGCTAAACCGCGGAACTGCATTTGAAACTGATCGCCTTGAGTATAGGAGAGGCA
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AGCGGAATTCCTTGTGTAGGGGTGAAATGCGTAGATATTGGGAGGATCACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11150;tax=d:Bacteria(0.8319),p:"Proteobacteria"(0.1508),c:Alphaproteobacteria(0.0525),o:Rhizobial

es(0.0231),f:Hyphomicrobiaceae(0.0059),g:Pedomicrobium(0.0035); 

AGGGAAGGGAGAAGGAGGGAAGAGGGGAAAAAGGGCGAAAGCCTGATCCAGCAATACCGCGTGAATGATGAAGG

CCTTCGGGTTGTAAAGTTCTTTTAATAGGGAAGATAATGACGGTACCTATAGAATAAGCACCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGTGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGTGTAGGCGGTTTCGTAA

GTTAATTGTGAAATCCCGGGGCTCAACCTCGGAATTGCGGTTAAAACTACGGAACTAGAGTAAGATAAGCGATGGCA

GAATTTCTAGTGTAGGGGTAAAATCCGCAGATATTAGAAGGAATACCGGTGGTGTATACGGCTATCTTGGTCATTACT

GACGCTAAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.6350),g:Coprococcus(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGTA

TTTCGGTATGTAAACTATTGTCATCAGGGAAGAAATTGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCTGGGCTCAACCCCGGAACTGCATCGGAAACTGTGCTGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11154;tax=d:Bacteria(0.0024),p:"Fusobacteria"(0.0000),c:Fusobacteriia(0.0000),o:"Fusobacteriales"(0

.0000),f:"Fusobacteriaceae"(0.0000),g:Fusobacterium(0.0000); 

ACTGTTGCCGGGATGAACATACTCAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAACGCGAGGGTATCCT

ACACAGTCCAGCGTACCATCAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTT

GTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCA

AAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTGGACTCATGATTTCTTACCGAGTAGTGGTTGAACAGCAGCGG

ACGCAGATAGTAATCCACGCTCGTTTAAAATGGCAACAAGAGAAGCTCGACCATGAACAAAATGTG 

>OTU11153;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3204),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCAGCTCACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGGCTGATGTGAAAGGCAGGAGCTCAACCCCTTGAATGGATTGGGAACGTTTGATCTTTAGTAACGGAGGAGTAAG

CGGAATTCCTTGGGTAGCGGTGAAATGCGTTGATATTAGGAGGAACACCAGTGGCGGAGGCGGCTTACTGGGCGGT

AACTGACGTTGAGGCTCGGAAGCGTGGGGAACCAACAAGATTAGATACCCTGGTA 
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>OTU11152;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Papillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGCTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGCACCTGGAGAAGAAGCAACGGCTAACTTCGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAACTGCATTTGAAACTGTTGCACTTGAGTGTCGGAGGGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GTGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11156;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ATGGGAGGCAGCAGTTGGGAATCTTCCACAATGGGCGCAAGCCTGATGGTGCAACACCGCGTGAGGGAAGAAGGG

TCTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGCGTGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGGTGTGAAAGCCTTCGGCTTAACCGGGGAAGTGCATCGGAAACTGGAT

AGCTTGAGTGCAAGAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCATAGATATATGGAAGAACACCAGTA

GCGAAGGCAGCTGTCTAGATTGCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAGCAGGATTAGATACCCTGG

TA 

>OTU11157;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAATCGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATCAGCA

TCGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATGTTAAGTCAGATGTGAAAGTTTGCGGCGCAACCGTAAAAGTGCAGTTGATACTGGCGTTCTTGAG

TGCAGTAGAGGAGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCTCACTAAACGGTAACTGACGTTCATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGTAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATCCGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGAGCAACTCGTGAAGTGCATTTGAAACTGTGTTTCTAGAGTATCGGAGAGGCAATA

GGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGATTGATGGACGACA

ACTGACGGTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11155;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:Pasteur

ellales(0.8955),f:Pasteurellaceae(0.8505),g:Actinobacillus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCAGAGCTTAACTTGGGAATTGCATTTCATACTGGGTC

GATAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACACAACG

CGCACCCAGACCCTTGGGCATGTCCTGCAGGTCATGTGTGCAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11159;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTGCCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACGTCGGGCGTGCAGTGGATACTGTTTAACTAGAGTGCGGGAAGGGTAAG

TGGAATTCGTCGTGTAGCGGTGAAATGCGTAGACATTAGGAAGAACACCGGTGGCGAAGGCAGCTTGCTGGAGGGT

AACTGACGTTGAGGCTCGAAAGCGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.7068),g:Coprococcus(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGCGAAGACTTA

TTTCGGTATGTAAAGCTTTATCTGTAGGGAAGAAAATGACGGTACCTGACTAAGTAGCACCGTCCCAATACGTTCCAG

CAGCCGCGGTACTACGCATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGGTGGAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAAGAGGAAGCCACGGCTAACTAGGTGCC

AGCAGCCGCGGCAATACGTAGGCGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGACAGGCTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAGCGCCGCGTGAGCGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGTCTAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGGGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCGACGGCTCACCCGTAGTAAGCCTTTGAAACTGGGTAACTTGAGTGCAGAAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAAGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11163;tax=d:Bacteria(0.8696),p:Firmicutes(0.1905),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumi

nococcaceae(0.0073),g:Intestinimonas(0.0039); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGACTGAACCAGCAAAGCCGAGTGAAGGAAGAAGG

CTTTCGGGTTGTAAAGTTCTTTTATTAGGGACGAAGCAAGTGAAGGTACATAAGGAATAAGCTCCGGCTAAATACGT

GACAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATGCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGGA

AATAAGTTAGTTGTGAAATCCCTCGGCTTAACTTAGGAACTGCAACTAAAACTGTTTTTCTTGAGTGCTGGAGAGGAA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGTATGATCACCAGTGGCGAAGGCGACTTTCTGGACAT

TAACTGACGTTCAGTCTCGAAAGTGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU11166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATGGGTCAATGGGCGAGAGCCGGAACCAGCCAAGTAGCGTGAGGGATGAAGG

CCCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGATGTTTTGCATGTACCTTATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCGTTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATGAATATCACGCAGACCCCCGATAGCGACG

GCAGCCCGCCAGGCCGTGACTGACACTGATGCACGAAAGCGCGGGTATCGATCAGGATTAGATACCCTGGCA 

>OTU11165;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lach

nospiraceae(0.0252),g:Coprococcus(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGCGCAATGGAGGAAACTCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGAATTGTAAACCTCTGTTCTCAGGGAAGATAATGACGGTACCTGAGGAGTAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGCATTGTAA

GTCAATCGTGAAATCTGTAGGCTTAACCTACAGACTGCGTTTGATACTGCATCGCTTGAGTTGAGTAGAGGTAAGCG

GAATTTCTGGTGTAGCGGTGAAATGCGTAGATATCAGAAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGCTA

CCGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11167;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGTGACGAAGGACGTGCCGGTACCTGGAGATAAAGCAACGGCTAACTACGTG

CCAGCACCCGCGGTACTACGTAGGTTGCAACCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTTGGGAGTGAAATCCATGGGCTTAACCCATGAACTGCGCTCAAAACTGTATCACTTGAGTATCGGAGAGGCAAG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11164;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGTCTGACCCAGCAACGCCGCGTGAGGGAGGAAGGT

TTTCGGTTTGTAAACCTCTGTCCTCAAGGAAGAAGAAAGTGATGGTACTTGAGGAGGAAACCCCGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGTGGGGGGCGGGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTAGA

TTAAGTCTGATGTGAAATACCTGCGTTTAAGGTGGGTCGTGCTTTTGAAACTGATGGGCTTGAGTACGGAAGGGGTA

AGTGGAATTCCCAGTGTAGCAGTGAAATGCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGACTTGCTGGGCC

GAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11168;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGC

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGATGCGTCCCGTATTGAGAGTACCCGACGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGTGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGAGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTGA

ATGCTGTAGCCGTGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCAGTTGCGAAGG

CGTCTCACTAAGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11170;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGATTTCTTGGGCGTAA

AGGGAACGCAGCCGGTCTTTGAAGGGTGATGTGAGAGCCTTCCGCTTAACCTGAGTAGTGCGTTGGAAACTGGAAG

GCTGGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGGGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU11171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTTCCAGCAGCCGCGGTCATACGGCAGGTCCGGTCGTCATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGTTAAGCGTGATGTGAAATGTCGGGGCTCAAGCTGGGCACTGCAGCGCGAACTGCAAGACTTG

AGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTCAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11169;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:"Prevotellaceae"(0.9387),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGCGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCCTATTTCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGATAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGATAAGCGTGTTGTGAAATGTCGGGGCTTAACCTGGGCACTGCAGCGCGAACTGTGGGGCTTG

AGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11172;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Parapedobacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGGCGCGTACGTCCGATGAGCGTACCAGGCGAATA

AGCAGGCGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGGGGAGGCGAGAGTTATCCGGATGCATTGGGTTTAAA

GGGGGCGTAGGCTGTGCGTCAAGTCGTGGGTGAGATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCCCTC

TGGAGTGCGCATGACGCCGGAGGAAGGAGTGGTGTAGCGGTGAAATTCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11173;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumi

nococcaceae(0.9108),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTCAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGGGCAAGCGTCGTCCGGAATTACTGGGTATAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATGGATGGGCTCAACCCATAAACTGCTTTTGAAACTGTCAGGCTTGAGTAGTGGAGAGGTAGGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAACA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11174;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAAAGCCGCGTGAAGGATGAATGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAAATGACGGTACTTAATGAATATGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGAGCACGCGTAGTCCGGATTTACTGGGTGTAAAGGGTGCGTATGCGGGCTGACAA

GGCAGATGTGAAATGTTCGGGCTTAACCCATAGACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTCGAGGTTGGCG

GAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTTA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11175;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2524),g:Lachnobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGA

TCTCGGGATGTAAAGCTCTGTCAGCAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGGCCGGC

AAGTCTGATGTGAAAACCCGAGGCTCAACCTCGGAAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11178;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Porphyromonadaceae"(0.3544),g:Parabacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGCGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGTGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCAGTTAAGTCAGAGGTGAAAGTTTGTGGCTTAACCATAGAATTGCAGTTGAAACTGGAGGGCTTG

AGTATGGTTGGGGAAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATGGCGAA

GGCAGCTGGCTAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACATGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGCAA

GTCTGAAGTGAAATCATAGGGCTCAAACCTGTAATTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGCAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11177;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

ATCTCGGTTTGTAAAGCTCTGTCGACAGGGAAGAAAATGACGGTACCTGTCAAAAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGCGGC

AAGTCTGATGTGAAAATCCGGGGCTCAACCCAGGGCGTGCTTTGGAAACTGTTTCTCTAGAGTGACGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTG

TTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11179;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAATTGGGTTCGTGTGGGATATTGCATGTACCCTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTACTGGGCTTAAAGGGC

GCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTGA

GTGTCGGAGAGGTTGACGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11181;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCGTGAACTGCATTTGAAACTGTGGA

TCTTGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGAAGAGAAGAAGACGGTACCTCTAGAATAAGCCGCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGG

AAGTCAGATGTGAAATCCATGGGCTTAACGTATGAACTGCATTTGAAACTGTAGATCTTGAGTGTAGGAGAGGAGAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11182;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Youngiibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTACGTAGGCGGTTATG

CAAGCGCGTGGTGAAAGGCATAGGCTCAACCAATGTCAGCCGCGCGAACTGTATGACTCGAGTGCGGGAGAGGAAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11183;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactob

acillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAGGCGTAATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAGAT

AAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCCGTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11185;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATCGGGTTTAAAGG

GGGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGGTTGGGGCTCAACCTTAAAATTGCAGTTGAGACTGGGTGCCT

TGAGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTACTATTGCGAA

GGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11184;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGCGTAAAGG

GTGCGTAGGTGGTTTAGCAAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACT

TGAGTGTGGGAGAGAATAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCGGTGGCGA

AGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11186;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCACGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGA

GTACAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTGTCTGGTCTGCAACTGACGCTGAGACTCGAAAGCATGGGTGGCGAACAGGATTAGATACCCTGGTA 

>OTU11190;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCCTGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

TCAGCCGCGGTAATACGTATGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAAGTTGGGTGCAGCATGTCAAAATGGAAGTAAAGAGTGCAGGAGAGGAGAA

TGGAATTCATAGTGTAGCGGTGAAATGCGTAGAGTTTAGGAAGAACACCAGTGGAGAAGGAGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGGTA 

>OTU11187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCCTAAGTCAGCTGTGAAAGTTTTGGGCTCCACCTTAAAATTTGAGTTGATACTTGGGGCCTTGAT

TGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCCGTTAAATTCTTAGATTTCACCAAAAACTCCTATTGCGAAGGCAG

CTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11189;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTATGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAAAAAATGACGGTAACCGAGTAGGAACCCACGGCACACTATGCGC

CCGCACCCGGGGAAACACGTGGGGGGAAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTAGAGTGGAGGAGAGGCGA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Porphyromonadaceae"(0.8864),g:Butyricimonas(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAATGATGACGAGTCCTTGGTTGCCAGTACTTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTAAGCGGTAAAAGACTGGAGCTAACCTGAAGAGTGCAGTTGATACTGGCGCCCTGGA

GACGAGACGAGGGAGGCGGAACTAGTGGAGTAGCGGTGAAATGCATAGATATCACTAGGAACCCCTATAGCGAAG

GCAGCTTGCTAGGGTGGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11191;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacilla

ceae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCTGGT

AAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11193;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Fastidiosipila(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCTGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGCGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGA

TTAAGTTAGATGTGAAACCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGG

GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTTACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11194;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCAGGTTGTAAACTTCTATTATCAAGGACGAAGATAGTGACTGTACTTGATAAGCAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGAGAGGC

AAGTCAGGCGTGGAAATTACGGGCTCAAACCGTAACTTGCGCTTGAAACTGTTTCCCTTGAGTGTCGGAGAGGTAAA

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACGAC

AACTGACGCTGAGACACGAAAGTGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11196;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGGTTGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGATGGCA

AGTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGTCGTTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11197;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGTACTTTCGTCAGGGAAGAACGTGGGAGAGAGCATACGTTTACGCATTGACGGTACCCAACGA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTTGTTAAGTGCGATGTGAAATCCTCTGGCTTAACCAGGGAGGTGCATCCCAAACTGTCAA

TCTTGAGTGCAGGAGAGGAGAGTGGAACTCCGAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTG

GCGACGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11195;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Deltaproteobacteria(0.9719),o:Desulfovib

rionales(0.8737),f:Desulfovibrionaceae(0.6350),g:Desulfovibrio(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTCCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCAGAAGGGAAGAAGCTAGGGTGCTGCAATCATCATCCTACTGACGGTACCTTCCCAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATGATTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCGCGGCTTAACCATGGAACTGCCCTTGAAACTGCACG

ACTCGAATCCGGAAGAGGGTGGCGGAATTCCAGGTGTAGCAGTGAAATCCGTAGATATCTGGAAGAACAGCAGTGG
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CGAAGGCGGCCACCTGGTCTGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11198;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAGCTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAACTCTGATGTGAAAGCCTTGGGCTTAACCAGAAAAGTGCATCGGAAACTGTCA

GACTGGAGTGCAGAAGAGGACAGTGGAACGCCGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGGCAACAACAGACGCAGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATTCCCT

GGTA 

>OTU11199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3043); 

AAGGAAGGAAGAAGGAGGGAAGCGGAAAAAAGGGGGGAACGCCTGATGGAGCAACACCGCGTGAGTGAAGAAG

GGTCTCGGCTCGTAAATCTCTGCTGTTATAGAATAACGTGCGTGAGAGCAACTGTTTCTGCAGTGACGGCCTCTAACC

AGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGCGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTCGCGTGAAAGCCTTTGGCTTAACCACAGATGTGCATCGGAAACTGTCA

GACTGTAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGCACTGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGCAGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11200;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9791),o:Bifidobacteriale

s(0.9280),f:Bifidobacteriaceae(0.9108),g:Bifidobacterium(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACT

ACGTGCCAGCAGCAGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGG

TTCGTTGCGTCCGGTGTGAAAGCCCAAAGCCTAACGGGGAATCTGCGTCGGGTACGGGGGGGCTTGAGTGCGGTAG

GGGAGACTGGAATTCCAGGTGTAGCGGTGGAATGTGTAGATATCGGGAAGAACACCAATGGCGAAGGCAGGTCTCT

GGGCCGTTACTGACGCTGATGAGCGAAAGCGTGGTGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11203;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTATAGCTCTGTTGTTGGTGAAGAAGTATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTCCCCGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA
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GCGAGCGCAGGCGGAAAGATAAGTCAGAAGTGAAAGCCCCGGGCTGAATCGGGGAACTGCTGCGGAAACTGTCCT

TCTGGAGTGCAGAAGAGGAGAGTGGAACTCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGATGAGGGC

CTTCGGGTTGTAAAGCGCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGATGCGTAGGTGGAATTTTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGAACTGCATTCCAAACTGGAATTCTAGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGACCACCACCGGCGAAGGCAGCCTTCCCGACCGCG

ACTGACTCCGAGGCAACAAAGCGTAGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU11202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTAAGTGCCA

GCAGCCGCGGGAATACGTAAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGGAGAGGGCAGTGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGAAGCTAGAGTACAGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11204;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGCGGCAGCCACGGCTAACAACGTGCCA

GCAGCCGCGGTAATACGTCGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCAGTCCGAACTGGTTGGCTAGAGTGCAGTAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11206;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Pept

ococcaceae_1(0.1872),g:Peptococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCGGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGAGTGAGGACGGTAGAAAAGAA

GGAAGCAGCGGCTAACTAGGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCG
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TAAAGGGCGCGTAGGCGGTCTGTTAATTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTCCCTCTGATACTGGC

AGACTTGAGTGCGCATGAGGCACTTGGAATTCCTCATGTAGCGGTGAAATGCGTAGATATTAGGCTGAACACCAGTG

GCGATGGCGACTTGCTGGCCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGCGCAAACCGCATTAGCTACCCTGG

TA 

>OTU11205;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCCACGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGG

GAAGGCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACCGTTTTTCTTGAGTATCGGAGA

GGCAATCGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGATTGCTG

GACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11207;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAG

CGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAG

TGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTAGCGAAGG

CGGCTTTCTGGACTGCAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11208;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTGTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAG

CGTAGGCGGGAGTGCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTG

AAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCG

GCTTACTGGACGATCACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11210;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Deltaproteobacteria(0.9604),o:Desulfovib

rionales(0.8629),f:Desulfovibrionaceae(0.6709),g:Bilophila(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTATCAGGGGGGAAGAAACTCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCG
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TAAAGCGCACGTAGGCGGCGTGGTAAGTCCGAGGTGAAAGCCCACGGCCCAACTGTGGAACTGCATTTGATACTGC

GATGCTTGAGTGCCGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATATGGAGGAACACCG

GTGGCGAAGGCGGCCGCCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU11211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.8146),g:Lachnospiracea_incertae_sedis(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCAGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTCAGGCTAGAGTGACGGAGAGGAAA

GCGTCATTCCGAGTGTAGCGGTGAAATGCGTATATATTAGGAGGACCGCCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11209;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.6036),c:Actinobacteria(0.3483),o:Bifidobacteriale

s(0.1483),f:Bifidobacteriaceae(0.0560),g:Bifidobacterium(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCGGTTCGTCGC

GTCCGGTGTGAAAGTCCATCGCCTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGATGCCGCCGGA

GGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11212;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Rikenellaceae"(0.8505),g:Alistipes(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGCACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCGTTTGTACGAGGGTAAACGCCGATACATGTATACGGCTGAAAGTATCGTACGAATAAGG

AACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGGGCTTAACACCGGTACTGCCTCTCATACTGGTGGGCTAGA

GAGTAGTTGAGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCAGACAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11213;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9462),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGGTGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTACAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTCACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGTGTTCTAAGTCTAATGTGAAAGCCGTCGGCTAAACCGGAGAAGTGCAACGGAAAATGGAAA

ACGTGAGTGCAAGAAAGGACAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACAACAGTG

GCGAAGGCGGATGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGAGTAGATAACCTGG

TA 

>OTU11215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGACGAAGGG

TTTCGGCTCGTAAAGCTCTTTTTTTAGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCAAGGTAATAGGTACGGGGCTAACCTTATCCGGATTTATTGGGCGGAA

AGCGAGCGCAGGCGGTTTGATAAGCCTGATGTGAAAGCCTGTGGCTCAACCAAAGAAGTGCATCGGAAACTGTGAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTGTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11214;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGATGACGGT

TTTCTGATCGTTAAGCTCTGTCTTTGGGGAAGTTAATTACGGTACCCATGGCGGTTGCCACGTCTAACTACGTTCCAGC

AGCCGCGGTACTACGTCGGTGGCAAGCGTTATCCGGATTTAGTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAAGTC

TGATGTGAAAGGCTTCGGCTGAACCGGAGAAGTGCATCGGAAACTGGATAACTTGAGTGCAAGAGAGGACAGTGGA

ACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCGAGCTTGCAACT

GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAAACCTGGGACTGCTTTGGAAACTGTT

TTGCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 



7407 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGGGACCA

AGTCAGGTGTGAAAACTATCGGCTTAACCGGTAGCCTGCACTTGAAACTGGCCCTCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCGAGTGCAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCGGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAA

AGGGAGCGTAGGCGGGAAGATAAGTTGGACGTTTAATCTATCGGCTCAACCGATATCAGCGTTCAAAACTGTTTTTCT

TGAGTGAAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGA

AGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11218;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Rikenellaceae"(0.6709),g:Alistipes(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCC

CTATGAGTTGTAAACTGCTTTTGTAGGGGAGTAAACGCCCTTACGTGTACGAGACTGAAATTATCGTACGAATAAGGT

ACGGCCAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACAGGAACTGCCTCTAATACTGTTGAGCTAGAG

AGTAGTTGAGGTAGGTGGAATGTCTGGTGTAGCGGTGAAATGCGTAGATATCAGACAGAACACCGATTGCGAAGGC

AGCTTACCAAGCTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.2184),g:Gemmiger(0.0519); 

ACGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCTGCGTGGAGGAAGAAGGTT

TTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTACAAGAAAGCACCGGCTAACTACGTGCCAGC

AGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGGCAAG

TCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11221;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_1(0.0904),g:Sarcina(0.0181); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGCAATACATAGGTGTCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGATATTTAA

GTGGGATGTGAAATACCCGAGCTTAACTTGGGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTC

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11222;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGC

CCTATGGATTGTAAACTGCTTTTTCCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCATGTACCCGAAGAACAAGG

ATCGCCTAACTCCGTGCCAGCAGCCGAGGTACTACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGGGGTTAGATAAGTTGGAGGTTAAATGCTTCTGCTCAACAGGGGTTTGCCTTGGAAACTGTCTGGCTAGGA

TGTAGTCGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pept

ostreptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCGGCAGTGGGTCCTATTTCACCCTGTTCTAACTCCTTCTGCCTCAACTCCTCTTGAGCGATGAAGGCCTTC

GGTTCGTACCGCTCTGTCCTCAAGTAAGATAATGACGTTACTTTAGGAGGAAGCCCCGGCTAACTACTTGCCAGCAGC

CGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCAGG

AGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGGAATTC

CTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACTGACA

CTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11224;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGATCGTAGGCGGCGGAGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACGGCTTTTGAAACTGCCCTGCTTGATTTCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCAA

GTCAGATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11226;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Deltaproteobacteria(0.8331),o:Desulfovib

rionales(0.5395),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACCTCTGTCAGAAGGGAAGAATAGGAAGCGTGCTAATCAGCGCTTCTGTGACGGTACCTTCAAA

GGAAGCACCGGTTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCATGTAGGCTGTACGGCAAGTTGGAAGTGAAATACCAAGGCTCAACCGAGTAACTGCCTTCAACACTACCG

AACTAGAGTGCGAGAGAGGATAGCGGAATTCCAGGGGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTG

GCGAAGGCAGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Strept

ococcaceae(0.2184),g:Streptococcus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCCGTAATACGTAGGGAGCGAGCGTTATCCGGATTTACTGGGTG

TAAAGGGCGAGTAGGCGGGCTGGTAAGTTGGAAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGC

TGGTCTTGAGTGATGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

AGGCGAAGGCGGCTTTCTGGACATTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11227;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.3

959),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGGAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGCGTAGGTGGCAGGGCAAGTCAGAGGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTT

TGCTGGAGTGCAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU11229;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Deltaproteobacteria(0.6346),o:Desulfovib

rionales(0.3639),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGGGAGCGTAGGCGGGCCGCCAAGCGTTCTGTGCAATCCCGGGGCCCAACCCCGGACCCGCAGAGCGAACTGGC

GTCCTTGAGTGGTTCAGAGGCCGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAAGAACACCGAT

GGCGAAGGCAGGTTTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11231;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Cytophagia(0.0726),o:Cytophagales(0.047

3),f:Cytophagaceae(0.0113),g:Adhaeribacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCAATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAACATGGGAGCAATAAGGTGTACGCGTACACGGATGAGAGTACCATGAGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCAGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGATGTGAAAAGTCGGGGCTAAACCTAGAGGGTGCCGTTGAAACTGTTGTACTAG

AGTGTCGATGAGGCCGGCGGAATGTGTCGAGTAGCGGTGAAATGCATAGATACGACGAAGAAGGCCGATTGCGAA

GGCAGCTGGCTAAGGCATGGTTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11232;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAACTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTATGCGGGGGTAAAGTGTGGTACGTGTCCCATTTTGCAGGTACCGCATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGTGTGTTGGGAAATGCAGCGGCTCAAACGTGGCACTGCAGAGCGAACTGGATGACTTG

AGTTCGCGGGAGGTAGGGGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCTAGAAGAACTCCGATTGCGAAG

GCAGCTTAACGTAGCGTTACTTACGCTGAAGCTCGAAAGTGGGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pept

ostreptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTTAAGGAAGATCACGACGGAACTTGAGGAGGAAGCCCCGGATAACTACTTGCCA

GCAGCCGCGGTATAACGTCGGGGGCTAGCGTTATGCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTGGTAAGCTTTGGAAACTGGAGGACTTGAGTGCAGGAGAGGTGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTAGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11235;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.79

95),f:Spirochaetaceae(0.5991),g:Treponema(0.0423); 

ACGGGAGGCAGCAGCTAAGAATATTCCGAAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGAAAGGTTGTAAAATCCTTTTGAACTGGAAGAATAAGCAGTGTAGGTAATGACATTGTGGTGACGGTACAGTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACGCGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTATCTAAGCTTGGTGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGAGAACTGGAT

AACTAGAGTTACTGAAGTGAAATCAGGATTCCAGGTGTAGGGGTGTAATCTGTCTATATCTGGACGACTCCCTATGGC

TAACGCCAGTTTTCATGAGCCGATTTCTGCTGAGGTGCTAAGGAACGGGGTGCAATCAGGATTATATACACTAGCT 

>OTU11233;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0113),g:Anaerophaga(0.0056); 

ACGGGAGGCAGCAGTGAGTCCTATTGGTCAATGGGCGGAAGCCTGAACCATCCATTCCGCGTGAAGGACTAAGGCC

CTATGTGTCGTAAACTTCGTTAGACGCAGAGCAATCAGGGTCTCGCGAGATCCTATGCGATTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTATGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACAGCTGG

AATGCTCTTGCCGTGTGAGGAATGAGTAGTGTACCGGTGAAATGCATAGAGATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11234;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0560),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTATCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGTAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAG

AGCAAGTCAGATGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGATTTTCTTGAGTGAAGTAGAGGT

TGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGAC

GATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Intestinimonas(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAGCAGGGACGAAGGAAGTGACGGTACCTGCAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAGA

GCAAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCAGTTGAAACTGCCCTTCTTGAGTGTCGGAGAGGTA

GACGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11237;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ostreptococcaceae(0.0710),g:Clostridium_XI(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTAAGAGGGAACAGCAGAAGAGGGTACCTCTTGAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGTAGGTGGTTGATT

AAGTCTGATGTGAAAGCCCACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11239;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAACCCCGATGCAGCGACGCCGCGGGAGTGGAGGAGGA

TTTCGGTATGTAAAGCCCTAGCAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCTGCTAACTACGTACCA

GCAGCCTCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTCGGGAGTGAAAGCCATGGGCTTAACCCATGAACTGCATCCAAAACTGTAGATCTTGAGTGAAGGAGAGGCTGGC

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGTGCAAACAGGATTAGATACCCTGGTA 

>OTU11238;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Strept

ococcaceae(0.3204),g:Streptococcus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAACGTTATCCGGAATTACTGGGTG

TAAAGGGAGCGCAGGCGGGATAGCAAGTCAGCGGTGAAATGCATAGGCTTAACCCATGAGCTGCCGTTGAAACTGT

TATTCTTGAGTGGAGTAGAGGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11240;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Strept

ococcaceae(0.2184),g:Streptococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTCATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGAG

ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG
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GCGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTGTCAGGAATTACTGGGTGTAAAGGGTGAGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGACTCAACCGTAGTAAGCTATTGAAACTGGGAGACTTGAGTGCAGAGTACGAAAGTT

GAATTCCTAGTGCAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGATTTATTGGGTGTAAAGGGAGCGTAGACGGCAATGCAA

GTCTGAAGTGAAAGGACGGGGCTGAACCCTGCGACGGCGTCAGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11244;tax=d:Bacteria(0.4171),p:"Proteobacteria"(0.1112),c:Gammaproteobacteria(0.0324),o:Aeromo

nadales(0.0170),f:Aeromonadaceae(0.0046),g:Aeromonas(0.0032); 

GTGCCAGCAGCCGCGGTAATACAGAGGTGGCGAGTGTTGTTCGGATTTACTGGGCGTAAAGGGTCCGCAGGCGGCT

TTGTGTGTCAGATGTGAAAGCCCACGGCTTAACCGTGGAATGGCATTTGAAACTACAGAGCTAGAGTACAGGAGAG

GATAGGGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATCATGAAGAACACCGGTGGCGAAAGCGCCTATCTGG

ACTGATACTGACGCTCAGGGACGAAAGCCAGGGGAGCAAAGAGGATTAGATACCCTCGTAGTCCTGGCCATAAACG

GTGCGCACTTGATGTGGGAGGTTTACCCCCTTCCGTGTCGAAGCTAACGCGATAAGTGCGCCGCCTGGGAAGTACGG

CCGCAAGGTTAAAACTTAAAGGAATTGACGGGG 

>OTU11243;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAACGTTAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTCGG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGTGGTTAGTTAAGTGGGATGTGAAAGACCCGGGCTTAACCTGGGAGCTGCATTCGAAACTGGATA

ACTAGAGTGCAGGAGAGGAAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAATACCAGTGG
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CGAAGGCGGCTGTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11246;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Marinilabiaceae"(0.0355),g:Anaerophaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGCGTACGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTTGATACTGCTGGGCTTG

AATGAGGATGCCGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACAAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11245;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9638),c:Actinobacteria(0.9038),o:Actinomycetales

(0.6509),f:Acidothermaceae(0.1872),g:Acidothermus(0.0519); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTA

GTCACGTCGGATGTGAAAACCCAGTGCTTAACACTGGGCCTGCATTCGATACGGGCTGACTAGAGTGTTGTAGGGGA

GACTGGAACTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAAGAACACCGGTGGCGAAGGCGGGTCTCTGGGC

AACTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGT

GGGCGCTAGGTGTGGGGAACATTCCACGTTCTCCGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG

GCCGCAAGGTTAAAACTTAAAGGAATTGACGGGG 

>OTU11247;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCCAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATGGTA

AGTTAGGTGTGAAATCTATGGGCTCAACCCATAAATTGCACTTAAAACTGCGGGTCTTGAGTGAAGTAGAGGTTAGC

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGACGGCGGCGTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11248;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.1905),c:Spirochaetia(0.0726),o:Spirochaetales(0.04

73),f:Spirochaetaceae(0.0113),g:Treponema(0.0056); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGGTGAAGGT

CGGAGGATTGTAAAATCCTTTTATAACTGTGGAATAAGCAGTGTGAGAGAAACGCATTGTGGTGACTGTAGGTTATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGATTTACTGGGTGT

AAAGGGCGTGTAGGCGGAGATGCAAGTCGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTT

GGTCTTGAGTATCGGAGAGGTAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT
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GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11249;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Gammaproteobacteria(0.8472),o:Gamma

proteobacteria_incertae_sedis(0.3319),g:Solimonas(0.0423); 

GTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAAAGCGTGCGCAGGTGGTT

TCGTAAGTCGGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTCGATACTGCGAGACTCGAGTTTGGTAGAGG

GTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACATCAATGGCGAAGGCAGCCACCTGG

GCCTGAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAGAACTTGACGTCGGCCCGTTTTACGAGTCGGTGTCGCAGCTAACGCGATAAGTTCTCCGCCTGGGGAGTACGG

CCGCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU11250;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Erysipelotrichia(0.2902),o:Erysipelotrichales(0.1

249),f:Erysipelotrichaceae(0.0457),g:Clostridium_XVIII(0.0087); 

ACGGGAGGCAGCAGTAGGGAGTTTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CCTATGGGTCGTAAAATTCTGTTGTAAGGGACGAATGATAAGGGTAGGAAATGATCTTTATTTGACTGTACCTTACGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTGAGCAGGCGGTTATTTAAGTTTGGAGTCAAATGCTGTGGCTTAACCACAGTTCGCTTTGAAAACTGAATG

ACTAGAGTCCGGAAGAGGCAAATGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGATTTGCTAGGCCGGTACTGACGCTCAGTCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGT

A 

>OTU11251;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GTGTAGGCGGGAATGCAAGTCAGAAGTGAAAACTATGGGCTTAACCCATAGCCTGCTTTTGAAACTGTATTTCTTGA

GTGAAGCAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAG

GCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAACAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTCGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATACTTAA

GTGTGATGTGAAATACCCGGGCTTAACCAGGGTGCAGCATTGCAAACTGGGAATGTAGAGTGCAGGAGGGGAGAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGAAGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11254;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGTTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCCACTCGTGGCCTTTTGCAGGTACCGCATGAATAAGC

ACCGGCCAATTCCGTGCCAGCAGCCGCGGTCATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGGCGCTCAACGTCTGAACTGCAGCGGAAACTGCACAGCTTG

AGTGCGGGCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCAGTTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11252;tax=d:Bacteria(0.9073),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Clost

ridiaceae_1(0.0073),g:Sarcina(0.0039); 

ACGGGAGGCAGCAGTAGGGAATTTTACACAATGGGCGAAAGCCTGGTGGAGCAATACCGCGTGGATGATGAAGGT

CTTCGGATCGTAAAATCCTTTTATAAGGGACGAATGGTTTTAGTAGGAAATGACTAGAATTTGACTGTACCTTTTGAAT

AAGTAACGGCAAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTACAAGCGTTATCCGGATTTACTGGGCGTAAA

GCGAGCGCGGGCTGATTAATCAGTCTGGTGTGAAATGCAATTGCTTAACAATTGTTTGCATTGGAAACTATTATTCTA

GAGTGTGATAGAGATTTCTGGAACTCCATGTGGAGCGTTTGAATGCGTAGAGATTAGGAAGAACACCTGTGGCGAA

GGCGATTCTCTGGACTGTAACTGACGCTGAGGGTCGAAAGCGTGGGGAGCAAACAGGATTGGATACCCTGGTA 

>OTU11255;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiales_Incertae_Sedis_XI(0.0355),g:Sedimentibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCGACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAAGAGCAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTT

GTAAGTTAGTAGTGAAATTCCGTTGCTCAACGACGGCGCTACTACTAAGACTGCAGGACTTGAGTACAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAAGCGGCTTACTGGCCT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11256;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pept

ostreptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATCCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGTGAATCTAGAGTGCAGGAGGGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11257;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGCGTAAAGAG

TGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTAGCCCCCGGAACTGGGCTACTTGA

GTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11259;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8087),c:Spirochaetia(0.5579),o:Spirochaetales(0.29

99),f:Spirochaetaceae(0.1485),g:Treponema(0.0134); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CCGACGGTTGTAAAACTCTTTTATGACTGAGGAATAAGTGAGGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGTATTATTGGGCGT

AAGGGGTATGTAGGCGGTACTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTTCA

GGACTTGAATCGCTGAGGTGCAGGCAGGATTCCAGGTGTAAGGGTGAAAACTGTTGATATCTGGGAGAATACCAAT

GGCGAAGGCAGGCTGACAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAGACAGGATTAGATACCCT

GGTA 

>OTU11258;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGAAGGCGGACTTTTAA

GTTTGATGTGAAATACTCCGGCTTAACCGAGGAAGTGCATTGCAAACTGGGAGTCTAGAGTGCAGAAGGGGAGAGT

GGAATTCCATGTGTAGCGGTGGAATGCGTAGAGATAAGGAAGAACACCAGTGTCGAAGGCGACTGTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11260;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Sphingobacterium(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTACGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGCGAGCTCCGTTGTGAGTATGCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCAGTTGATACTGTACAACTTG



7418 

 

AATGCTCTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATGACGCAGAACACCGATTGCGAAG

GCAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11262;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Cytophagia(0.0626),o:Cytophagales(0.041

3),f:Flammeovirgaceae(0.0099),g:Aureibacter(0.0046); 

ACGGGAGGCGGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGTGTCGTAAACTTCTTTAGCCGCAGAGCAATAAGGTCCGCGCGTGGACCGATGCGAGTATGCGTAGCATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGACTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGAGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTGGATACTGTTTGGCTA

GAATGATCGCGAGGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACACCGATGGCGA

AGGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTACTTTTGTCGGAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCGGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCGGTAAGTCTGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGTTACTGTTGGCCTGG

AGTGCGCATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACCCCGATTGCGAAG

GCATCTCACGATTCCGCTATTGACGCTGAGGCACGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11264;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCTGAGTGTAAACTTTTGTCTTTGGTGAAGATAATGACGGGAGCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGAAATACGTAGGGAGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAATAGCA

AGTCAGTAGTGAAATCCATGGGCTTAACCCGTGAACTGCTATTGAAACTGTTGTTCTTGAGTGTGGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTTCTAGACGATA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU11263;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGAATGACGAAGGC

CTTATGGGTTGTAAACTGTTTTTATGCGGGGAAAAAGTGGGCCACGCGTGGCCTATTGCAGGTCCCGCATGAATAAG

GCCCCGGCAATTCTGTGCCAGCAGCCGCGGTTATACGGAAGGATCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGAAGATTAAGCGTGTTGTGAAATGTAGTGGCTCAACCTCCGAATTGCAGCTCGAACTGGTCTTCTTG
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AGAACGAACAACGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAG

GCGGCTCACGGGAGCACAACTGACGCTGAAGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11265;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCC

AGCTTGAGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCG

CGAAGGCAGCCTTCCGGCCCGTCAACGACGCTCATGCTCGAAGGCGCGGGTATCAAACAGGATCAGATACCCTGGTA 

>OTU11268;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGTTTTTATGCGGGGATAAAGTGTGGGACGTGTCCCATATTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTCTTATAAGCGTGACGTGAAATGCAGCGGCTCAACCGTATGATGTGCGTCGCGAACTGTGAGACTTG

AGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAG

GCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGTAGGAATAAGGCT

CTATGTGTCGTAAACTTCTTCTGTGGTGGATCAATCAGATCTACGCGTAGGTCGATGAGAGTACATCACGAATAAACA

TCGGCTAACTCCGTGCCCGCAGCCGCTGTAATACGGAGGATGCACGCGTTATCCGGAATTATTGGGTTTAAAGGGTG

CGTAGGCTGTTTTGCAAGTCAAGGGCGAAAGCCCGGAGCTCAACTCCGGAACTGCAGTTGATACTGCGAGGCTTGAA

TACGGAAGCGGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCGATTGCGAAGG

CATCTCACGAATCAGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11266;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATCGGAGCAATAAGGGCCACGAGTGGTCCGATGAGATTACGATACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGCGTCAAGTCAGCTGTGAAATGTCGCGGCTCAACCGTGGAGCTGCAGTTGAAACTGGCGTTCTT
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GAGTGTACATAAGGATGGTGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTAGGTGGCAAGAGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGCTTAGGTCTGATGGGAAAGCCGTCGGCTTAACCGAAGAAGTGCCTCGGAAACCGGGC

GACTTGAGTGCAGAAGACGACATTGGAACTCCATGTGTAGCGGTGGAATGCGTTGATATAGGGGAGAACACCAGTG

GCGAAGGGGGCTGTCTGGTCTGCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCAACAATGGGCGCATGCCTGATGGAGCACCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCGCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTTAAAGCCTTCGGCTTAACCGAACAAGTGCATCTGAGACCGGGCA

TCTTGTGTGCAGGAGTGGACAGTTGAACTCCATGTGTAGCTGTGGAATGCGTAGATATATGGAAGTACGCCAGTGTC

GGAGTTGGCTGTCTGGTCTGCAACTGACTCTTAGGCTCGAAAGCATGGGTAGCAAGCAGGATTAGATTCCCTGGTA 

>OTU11271;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAGGGGAAGAGCAGAAGACGGTACCCTGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCTAGGGGCTCAACCCCTAAACTGCATTTGAAACTGTTGATCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11270;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTCTGTGCGGGAATAACGTCAGCCACGCGTGACTCAGTGCATGTACCGCATGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGCGGGGGCTCAACGTCTGCACTGCAGCGCGAACTGGAGGGCTT
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GAGTGCACGGGAGGCTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAA

GGCAGCTGGCTGTAGTGCTACTGACGCTGAAGCTCGAAAGTGCGGGTACCGAACAGGATTAGATACCCTGGTA 

>OTU11272;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGGGCGAGCCTGAACCAGCCGAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACTTGTCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCTAGCAGCCGCGGTAAAACGGAGGTCACAAGCGGTGTCCGGAATTACTGGGTGTAAAGGGA

GCGCAGGCGGAGATGCAAGTTGGGAGTGAAATCTATGGGCTCAACCCATAAACTGCTTCCAAAACTGTATCCCTTGA

GTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11275;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAGCCAGCCAAGTAGCGTGAGGGATGACGGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGGATAAAGTAGGGGACGTGTCCTGTTTTTGATGTACCTTATGAATAAGG

ACCGGCTAATTCCGGGGCAGGAGCCGGGGTAATACGGAAGGTCCAGGGGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGTCTTATAAGCGTGACGTGAAATGCAGCGGCTCAAACGTATGATGTGCGTCGCGAACTGTGAGACTT

GAGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACAAGGCTACAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11276;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTAATAGGGGAATAAGGTGGGCCCCTGGAGGCTTTTTGCTTGTACCTTTTGATAAAGG

ACCGGCTAATCCCGTCCCAGCAGCGGCGGTAAAACGGAAGGTCGGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11277;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATTGGGTCACGTGTAACCTTTTGCATGTACCTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAGTACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGCCTGCTGTGAAATGCACGGGCTCAACTTCTGTGCTGCAGTGCGAACTGGTTTTCTTGAG
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TACGGACAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGACTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11274;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCATCAGGGACGAAAAAAGACGGTACCTGAGAAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGTA

AGTTGGATGTGAAATACCGAGGCTTAACCTCGGAACTGCATCCAAAACTGTAGTTCTTGAGTGGAGCAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11281;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

AATATCCGCACCAACAGACACAACCTGATTAGCGGCGTTTCCAGATGTATCCATCTGACTGCCATGAAGAAAACCCCC

ATTACCAGCATTCACCGTCAAACTATCAAAATATAACGTTTACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGA

AGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGA

AACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGTCAACCCCGCAGCGGCAAAAATTAAAATTTGG

ACCGCTGCGGCGTTATAACCGCACACGCAAGCTTTGAGCACGAAGTCATGATTGAATCGCGAGGGGTCGGCAGATTG

CGATAAACGGGCACAGTAAATTTAACCTGACTAGTC 

>OTU11279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTCTCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCCACTCCGGTAATACGTAGGGTGCAAGCGTTATCCGGATGAATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCGTAGGTCTGATGTGAAAGCCTTGGGATTAACCGCAGAAGTGCATCGGAAACCGGGC

TACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTACCGGTTGAATGCGTAGATATATGGAAGAACACGAGTG

GCGAAGGCGGCTGTCTGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTGGCGAACAGGATTAGATAAGCTGG

TA 

>OTU11278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8614),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGTGGGGAAGAAGGATAGAGGTTGTAACTGGCCGTTATTTGACGGTAATTGCTGA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCGATAAGTCTGATGTGAAAGCCCTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA
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GCTTGAGTGTAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11280;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCGACACCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATCCACCTA

GAAAGTCACGGCTTACTACGTGCCAGCAGCCCCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCAACGGAAACCGGGC

GACTTAAGTGCAGAAGGGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11283;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGGAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTACCCAACCA

GACAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTGTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGGAAACGATGGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGGAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11282;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Entero

bacteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAGGGACGAAGAAGTGACGGTACCTGATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGGGTGCAGGCGGTTCAATA

AGTCTGGTGTGAAAGCCTTCGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGT

AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11284;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGGAGAAGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC
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CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGACGGTTATGC

AAGTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTGTAACTCGAGTGCGGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

ACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11286;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1098),g:Roseburia(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGTGCGTAGGCTGTTTTGCAAG

TCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTGGAATACGGATGCCGTGGGAG

GAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGGGCGA

TTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11285;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4914),g:Clostridium_IV(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGGGAAAAAGATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGTAA

GTCAGATGTGAAATCTACGGGCTCAACTCGTAAACTGCATTTGAAACTGCTGATCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGTAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGTAGGATGGCGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTCTCCGGATTTATTGGGTTTAAAGG

GAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTG

AGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAG

GCAGGCATCCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCCTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTC
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AAGTCAGATGTGAAAACCGAAGGCTCAACCTTCGGCCTGCATTTGAAACTGAAGTTCTTGAGTGCTGGAGAGGCTAA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACGCCAGTGGCGATGGCGGCTTACTGGGCTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1098),g:Eisenbergiella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCTACGCCGCGTAAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

TCTGACGTGAAAATCCGGGGCTCAACCCCCGAACTGCGTTGGAAACTGCAGGACTTGAATCGCTGAGGGGCAGCCA

GAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAAGGCAGGTTTCAGGCAGATAA

CTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11290;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.1905),c:Spirochaetia(0.0726),o:Spirochaetales(0.04

73),f:Spirochaetaceae(0.0113),g:Treponema(0.0056); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

GATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATCGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCG

GACTAGAGTGTCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGT

GGCGATGGCGACTAACTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTG

GTA 

>OTU11292;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0904),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTGTAAGGGACGAAGCCGGTCACGGTCCCTTATGAATAAGCGAGGGCAAAGAAGGGG

CCGGCAACCACGTTACAACAGAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACGGCATTGGAAACTGTATCGCTTGAGTGCTGGAGAGGTAG

ATGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGGTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11289;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTTAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAGAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGACG
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GGCAAGTCTGATGTGAAAGGTGGGGGCTCAACTCCCAAACTGCATTGGAAACTGTTCATCTTGAGTGCTGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

ATTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11293;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_2(0.3544),g:Natronincola(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTGGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Erysipelotrichia(0.8048),o:Erysipelotrichales(0.5

395),f:Erysipelotrichaceae(0.3544),g:Turicibacter(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGGAGGC

TTTCGGGTTGTAAAACTCTGTCATAAGGGAAGAAAGACATTAGTAGGAAATGGCTAGCGCGTGCCGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTATGTGGCGAGCGTTATCCGGAATTATTGGGCGA

AAAGGGCGCGCAGGCGGTTGGTTAAGTCAGATGTGAAAGCCCGCGGCTTAACCGCGGGAGGGCATTGGAAACTGG

ACGACTAGAGTGCAGGAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCA

GTGGCGAAGGCGACTTCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU11298;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Gamma

proteobacteria_incertae_sedis(0.0000),g:Cocleimonas(0.0000); 

TTTTATCGCTTCCATGACGCAGACGTTAACACTTTCGGATCTTTCTGATGAGTCGACAACTTATCTTGATAAAGCAGGA

ATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTATCCTTGCGCA

GCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGATGAGGAGA

AGTGGCTTAAGATGCGTGGCACGTTCGTCAAGGACGGGGTTAGATATGAGTCACATTGGGTTCATGGGAGAGATGC

TCGTGTTGAC 

>OTU11296;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Papillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGACGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCCTAAACCATTAAATTGTCTTAAAACTGTAATCCCTGAGTATCGGAGAGGCAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11295;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGTGGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAATGC

AAGTCAGAAGTGAAAACTATGGGCTTAACCCATAGCCTGCTTTTGAAACTGTATTTCTTGAGTGAAGCAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11297;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.1291),g:Butyricicoccus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGAAGAAGCAACGCAGCGTGATGGAAGAAGG

TCTTCGGATTGGAAAAATCTTTTAACAAGGACGAAGAAGTGACGGTACGTGAGGAATAAGCTCCGGCGAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGATTGG

CAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCATAACTGTTGTTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACCCCAGTGGCGAAGGCGGCCTGCTGGACCT

TAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11301;tax=d:Bacteria(0.0024),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquifi

caceae(0.0000),g:Thermocrinis(0.0000); 

GGTCAACCCCTCAGCGGCAAACATTCCAATTTTTACCGCTTCGGCGTTCTACCCTCCCACTCAATCTTTTATCACGCAGT

CATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCCACTGCAACAA

CTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTT

CCTGAATGAATGGGAAGCCTGCAAGAAGGGGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACGGAC

CCTCAGCAATCTTAAACGGCGTAGACGAATCACCAGAAGGGAAAACAGCCGTCATAGAAATTGCACGC 

>OTU11299;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Deltaproteobacteria(0.1740),o:Desulfovib

rionales(0.0781),f:Desulfovibrionaceae(0.0252),g:Desulfovibrio(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGT

GCGTAGGTTGTTTTGTAAGTCAGAGGTGAAATCCCACGGCTTAACCGTGGAACTGCCTTTGATACTGCATGACTTGGG

TCCGGGAGGGGACAGCGGAATTCCAGGTGTAGAGGTGAAATCCGTAGATATCTGGAAGAACATCAGTGGCGAAGG

CGGCTGTCTGGACCGGTATTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11302;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Prevotellaceae"(0.0099),g:Paraprevotella(0.0046); 

ACGGAAGGCAGCAGCGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGCTAAGCAAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGGAACTGCTTTGCTTGA

GTGCCGGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAAGG

CAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11300;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAGTGGGGGAAACCCTGACGCAGCAACGCCGCGTGCAGGATGACGGC

CTTCGGGTTGTAAACTGTTGTCGCAAGGGAAGAAAAAAATGACGGTACCTTGTGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTCTG

CAAGTCAGTCGTGAAATACCGGGGCTTAACTCCGGGGCTGCGATTGAAACTGTAGATCTTGAGTATCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACA

GTAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11305;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Pseudonocardiaceae(0.0000),g:Thermocrispum(0.0000); 

GGTATTGTCTGCGAGCGCTGTGGTGTGGAAGTCACCGAGAGCAGGGTGCGTCGCCACCGCATGGGTTTCATCAAGCT

CGCTGCTCCCGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGCG

GGACGTTGAGCAGATTGTTTATTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTGAAGTACAAGC

AGCTCCTCACTGAAGATGAGTGGCTGGAAATGGAGGATGAGATCTACGCAGAAGACTCAGAGAGTGAAAATGAGCC

TGTGGGGGGTATCGGCGCCGAGGCTCTCAAGCAGCTGCTCGAAGAGCTAACCCTTGAGGAGGTAGCCGAGCAGCTG

CGCGAGGAGATCGACGGCAGTAAGGGGCAGAAGCGGGCGAAGCTGACCAAGCGCCTACG 

>OTU11304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0560),g:Paraprevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCGCTTTTGTTTGGGAACAAAGAGTGCCACGTGTGGCGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGCCGGCGGTCAAAGGCGGGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGACTTGA

GTTCAGACAGGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU11303;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGATAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA

AGAGCATGTAGGCGGTTTTTTAAGTCCGGAGTGAAAATGCGGGGCTCAACCCCGTATGGCTCTGGATACTGGAAGAC

TTGAGTGCAGGAGAGGAAAGGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3544),g:Alloprevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGATGACGTGTCATCCGTTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCTGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGACATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGTGTCTCTTGA

GTGCATGCAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CAGGTGTCCGGAATGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGAAGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTGTTTGTAGTGAAGAAAGCTAGAGGTAGTAACTGGCCTTTAGTTGATGCTACTTACTAAG

AAAGTCACGCCTCACTCCGTGCCACCAGCTGCGGTAATACGTAGGTGGCAAGTGCTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCTGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGGGTGGAACCCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11309;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGACGGAAGTCTGAACCAGCCACGTAGCGTGCAGGATGACGTCC

CTATGGGTTGTAAACTGCTTTTATGTGGGGATAAATTTCGGGACGTGTCCTGATTTGCAGGTACCACATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTATGGTAAGCGTGTTGTGAAATGTAGGCGCTCAACGACTGAATTGCAGCGAGAACTACCGGACTTGA

GTGCGCAGGAAGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGAAGGCGAAG

GCAGCTCACTGTAGAATTACTGACGCTGAAGTTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU11307;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Acetanaerobacterium(0.0181); 

ACGGAAGGCAGCAGTGGGTGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCGGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CAAGCAGCCGCGGAAATACGGAGGGGGCGAGCGATGTCCGGAATTACTGGGTGTAAAGGGAGCGGAGGCGGGCA

GGCAAGTCAGGCGTGAAAGATATCGGCTCACCCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGCCGTAGAGGTT

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGATGGAGAAGAATGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAACGTCACGGCTAACTACGTGCCCGCCGCCGCGATGATACGTCCGTGGCACGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACGGAAGAAGTGCATCGGGAACCGGG

AGGCTTGAGTGCGTAAGATGACAGTGGAACTCGAGGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCGG

TTGCGAAGGCGGCTGTCTGGGCCGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU11311;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.7428),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGGTGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTGA

GTGCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGTAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11312;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Gammaproteobacteria(0.9711),o:Aeromo

nadales(0.7995),f:Succinivibrionaceae(0.5991),g:Succinivibrio(0.2607); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCACGTGTGTGAAGAAGGCC

TTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAAAAGATTACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGCC

AGCAGCCGCTTTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCTTAAAGGGCATGCAGGCGGTTATACA

AGTAGGATGTGAAAGCCTGGGGCTCAACCTCAGAACTGCAGTGTAAACTGTGTGACTAGAGTATGGAAGGGGGAGA

CGGAATTTCACGTGTAGCGGTGGAATGCGTAGATATCTGAAAGAACACCAATGGCGAAGGCAGTCTGCTGGGCAGC

TACTGACGCTCATATGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU11316;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillales_I

ncertae_Sedis_XI(0.0000),g:Gemella(0.0000); 

GAAGGCGCATACCGTTACCACTGACCCTCAGCAATCTTAAACTTCTTCGACGAATCCCCAGACCGGAAAACATCCTTC

ATAGAACTTTCACTCTGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTA

GCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTC

AGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGGTGAACACGACCAGAAAACTGGCCTAACGACGGTTGG

TCAGTTACATCAACAGCAGAGCCAGATGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATA

AGAGGGGTGACCACCAAAGGAAGAAAGAACATCATGGGAACGCTGCAGGAAGTAAT 

>OTU11315;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCCTGTTGGGAAATGTAAGTGCTCAAAATCTGCACTTGAGGGCGAAATGGTTTCCTTGA

GTACGGAAAAAGGGGGCGGAATTCGTGGGGTAGCGGGGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11314;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTCAGAGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGGTA

AGTCTGGAGTGAAAGTCCTGGCTTCAAGTTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.4914),g:Sarcina(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATATT

TAAGTGGGATGTGAAATACCCGAGCTTAACTTGGGAGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACCCCGGTGGCGAAGGCGACTTACTGGACG

ATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCC

CTACGGGTTGTAAACTGCTTTTATGCGGGGATTAAGTGTGCCATTTATGGCATTTTGCAGGTATCGCTTGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCTGGGGTCTAAGCGTGTTGTGAAATGCAGGCGCTGAACGTCGGAATTGCAGTGCGAACTGGTGGCCTAGA

GTTCGCGGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGCGACGGTATCCAACCA

GAAAGTCGCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGAAGGACAAGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTT

TTTCTTGAGTGGTGTAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11319;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.65

09),f:Spirochaetaceae(0.4563),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGACGGTTGTAAAATCCTTTTAAGGATGAGGAATAAGCGGTGGGAGAGAAACGCCTTGTGGAGACTGTAGTACTT

GAATAAGCAACGGCTAATTACGTGCCAGCAACCGCGGTAACACGTAACTTGCGAACGTTGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCCGGAGCTTAAGTTCGGAATTGCGTTGAGAACTGCA

TACCTAGAGGCACTGAGGGGCAATCAGAATTTCAGGTGCAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT

GGCGAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11321;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.7787),g:Coprococcus(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCGACGCCGCGTGAGCGAAGAAGG

ACTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGAGGCTGCTTTGGAAGCTATGCAGCTAGATTGTCGGAGAGGTAAG
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TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACTCTGGTA 

>OTU11320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.5273),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTATCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGGCA

AGTCAGATGTGAAAACCCAGGGCTTAACTCCAGGACTGCATTTGAAACTGTCAGTCTGGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCAGTGGCGAAGGCGGCCTGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11322;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGAGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGGCAA

GTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTTGAAACTGTCCTGCTGGAGTGCCAGAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

TCTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11323;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobact

eriales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobacterium(0.0000); 

GGGATTGTTTGTGAGCGTTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTCGATCCCGGCGACCACAAAGACCTCAAGTACAAGC

AGTTGCTGACTGAGGACGAATGGCTGGCAATTGAGGACGAGATCTACGCCGAGGAGTCGGAGATCGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGCAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGTCTGCG 

>OTU11324;tax=d:Bacteria(0.9827),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiales_Incertae_Sedis_XIII(0.0086),g:Anaerovorax(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGTCTGATGCAGCAACGCCGCGTGAGCGTAGAAGGT

CTTCGGATCGTAAAGTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCTGCTAACTACGTGCCA

GCAGCCGAGGTAATACGTAGGGGGCAAGCTTTATCCGGAATTATTGGGCGTAAAGAGTGCATAGGTGGTTACCTAA

GCAGGGAGTGAGAGGCAATGGCTCCACCATTGTTAGCCCCCTGAACTGAGCTACTTGATTGCAGGGAAGGAAAGCG
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GAGTACCTAGTGTGGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGAAGCAAGGGCGGTTTACTGGACCATTA

CAGACGCTGAGACACAAAAGCGTGAGGCGCAAAAAGGATTAGATGCCCTGGTA 

>OTU11326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Rikenellaceae"(0.0252),g:Alistipes(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGACGGT

TCTATGAATTTTAAACTTCTTTTGTAGGAGAGCAATAAGAGTCTCGCGTGATTCGTTGAGAGTATCGGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCTGGTAAGTTAGCGGTGAAATGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTGGA

AAGCGGATGCGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATGACACAGAACACCGATTGCGAAG

GCATCTTACGAATCTGCAACTGACGTTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0457),g:Dysgonomonas(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGTGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGCTTGGTAAGTCAGATGTGAAATGTATGGGCTCAACCCATGAACTGCATTTGAAACTATCGAGCTT

GAGTGAAGTAGAGGTAGGCGGAATTCCCTGTGTAGCGGTGAAATGCATAGAGATAGGGAGGAACACCGGTGGCGA

AGGCGGCCTGCTGGACAGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGACTGGT

TTCTGCTCGTAAAGCTCTGTTGGTCATGAAGAAAGATAGAGGTAGTAACTCTCCTTGATTTTACGGGAATTACTTAGA

AAGTCACGTCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGGCGTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11329;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTAGCATACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTGGTAAGTCAGCGGGGAAATTCCAGGGCTCAACATTGGCCGTGCCGTTGGTAATGGTGGGCTT
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GAATGGGGGATGCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAAAACCGATTGCGA

AGGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11327;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGATAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGTGTA

AAGGGAGCGTAGGCGGGATGGCAAGTCAGATGAGAAGACTGAGGGCTCATCCTTCAGACTGCATTTGAAACAGCTT

TTCTTAAGTGAAATAAGTGTGAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGGGATCAGGAGGAACATCTGTG

GCGAAGGCGTCTGACTGGGCTTTTACTGACGCTGAGGCTCGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3204),g:Blautia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGCGGGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACATGACGGTACCTGACTAAGCAGCCCCGGCTAACGAACTGCCA

GCATCCGCGGTAATACGCAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTAAGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCCTTGGAGACTGCTGTGCTTGAGTGCCGGAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11330;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTCCTTTCTTCAGGGACGAAGGACGTGACGGTACCTGGGGAAAAAGCAACGGCTAACTACGTA

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGATG

CAAGTTGGGTGTGAAATCCATGGGCTCAACCCATGAGCTGCACTCGAAACTGTATCTCTTGAGTATCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGGAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGAATGTAAAGCTCTGTCTTTAGGGAAGATAATGACGGTACCTGACGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTCAA

GTGGGATGTGAAAGCCCCGGGCTCAACCTGGGTGCTGCATTCCGAACTGGAAGTCTAGAGTACAGGAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTG

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1098),g:Butyricicoccus(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAAGGACGAAGAAGTGACGTTATTTGATGAATAAGCTCCGGCGAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGATTGGCA

AGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAAGTGCATCCGAAACTGTTGATCTAGAGTGATGGAGGGGCAGG

CGGAATTCCCAATGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11336;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGCATCGTCTGCGAGCGCTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGT

TGGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTTCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGC

GGGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAG

CAATTGCTCACGGAAGATGAGTGGCTGGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATGGAAAATGAAC

CCGTCGTTGGAATTGGTGCCGAGGCGCTTAAGCAGCTGCTTGAGGATCTCCAACTCAATGCGGTTGCTGAACAATGA

CGTGAGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCAAAGCTGATCAAGCGCCTACG 

>OTU11334;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2184),g:Papillibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGA

CAGGTCAGAAGTGAAATGCCGGGGCTCAACCCCGGAGCTGCTTTTGAAACCGTTTTTCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTG

TTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGAATAACGTCAGCCACGTGTGACTGAGTGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATTGGCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTGTTGAAACTGTTAGTCTTG



7437 

 

AGTGAAGTAGAGGTAGGCGGAATCCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11338;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGGTAGTGAAGAAAGATATAGGTAGTAACTGGCCCTCATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

ATCGAGTGCAGGCGGTTCAATTAGTCTGATGTGAAAGCCGTCGGCTCCACCGGAGGATTGCATCAGAAACTGTTGCA

CTTGTGTGCAGAAGAGGGGGGTGGAACTCCATGTGTAGCGGTTGAACGCTTAGATATATGGGAGAATACCAGTGGC

GCAGGTGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGCACAGGATTAGATGCCCTGGTA 

>OTU11339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3479); 

CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTGGCGCTAGCCTGCCCCCGCCAAGTAGCGTGCAGGATGACGGCCCTAT

GGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGGACCGG

CTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTA

GGCCGGAAGATAAGCGTGTTGTGGAAAGTCGAGGCTCAACCTCGGCCTTGCAGCGCGAACTGTTTTTCTTGAGTACG

CAGTAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCT

CACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11337;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.9180),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGCAGCAACGCCGCGTGAATGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGGTAGTGAAGAAAGTTAGAGGTAGCAACTGGCCTTTATTTGACGGTTATTACTTAG

AAAGTGCCGGCTAACTACGTGCCAGCAGCTGCGGTAATACGGCGGTGGCAAGAGCTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGATCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGGGAATTGCATCGGAAACTGTTG

AGCTTGAGTGCAGGAGAGGTGAGTGGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11340;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0457),g:Coprobacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGATTGTAAACCTCTTTTGTTAGGGAACAAGCTGGGGAACCCGTGCCCCGTTGAGTGTACCTTACGAAAAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGCCGTTAAGTCAGTGGTAAAATTGAGGGGCTCAACCTTTGCCGGCCATTGAAACTGGCGGACTTGA
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GTGAGCAAGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACGCAGCGACGCCGTGTAAAGGAAGAAGGT

CTTCGGATCGTAAACTTATATCGATTGTGAAAAGGTAGGATGGTAGCAAAGTAAGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGCA

AGTCAGATGTGAAAGGCAGGGGCTTAACCCCTGGACTGCATTTGAAACTGCCATTCTGGAGTGCCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGC

AAGTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGGTGGAAACTGTGGGACTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4914),g:Coprococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGACGTA

TCTCGGTTTGTAAACTTCTGTCTGCAGGGACGATAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGGAGCAA

GTCAGAAGTGAAAGCCCGGGGCTCAACCTCGGTACGGCATTTGAAACTGGCAGGCTTGATTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTGAC

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11344;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.7907),c:Spirochaetia(0.5195),o:Spirochaetales(0.26

79),f:Spirochaetaceae(0.1291),g:Treponema(0.0157); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAGGGTTGTAAACTCCTTTCAAGTATGACGAATAAGCAGAGTGTGAGAAACGCATTGTGGTCACTGTAGTACTTG

ACTACGCAACGGCTAATTCCGTGCCAGCAGCCGCGGTCACACGTAAGTCGCGGGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTGGATGTGAAAGACAGGGGCTTAACTTCGGAACTGCGTTGAGAACTGGA

TGACTAGAGTCAATGAGGGGCAATCGGAATTCCTGGTGTAGGGGTGAAATGTGTAGATATCAGGAAGAATACCGGT
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GGCGAAGGCAGGTTACCAGAATATGACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8472),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.0712); 

ACGGCCGGCCTCCTGCTGGCCTCTTTCCCCCTGGAGGAAAATCTGATGCAGTGACGCCGCGTATAGGAAGAAGGTCT

TTGGATTGTAAACTATTGTCGACAGGGAAGAAACGAATGACAGTACCTGAGGAGGAAGACCCGGCAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAA

TAAGTCTAATGTGAAAGCCCTCCGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTTGAATGCGTATATATATGAAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGC

AACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Roseburia(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGGAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGATAACTACGAGACA

GCAGCCGCGGTAACACGTAGGGGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTCCTGCA

AGTCTGACGTGAAAGCCCGGGGCTCAACCCCGAGACTGCATTGGAAACTGTGGGACTTGAGTGTCGGAGGGGCAAG

TGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11347;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGT

TCTATGGATTGTAAACTTCTTTTGCCTGAGGGTAAAACGCGGTACGAGTACCGCCTTGTAAGTATCAGGTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGATGTTAAGTCAGCAGTGAAAGTTTGAGGGTCAAACGGAAAAATGCCGGTGAAACTGGCGTTCTTG

AGTGTAAAAGAGGTAGGCGGAATGTGAAGTGTAGCGGTGAAATGCTTAGATATGTCACAGAAACCCGATTGCGAAG

GCAGCTTACCAGCATACAACTGACGCTGAGGAACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11348;tax=d:Bacteria(0.2022),p:Firmicutes(0.0264),c:Clostridia(0.0087),o:Clostridiales(0.0063),f:Clost

ridiaceae_1(0.0019),g:Clostridium_sensu_stricto(0.0018); 

GTGCCAGCAGCCGCGGTAATACGAGGGGGGCGAGCGTTATCCATAATAATTGGGCGTAAAGAGTTTGTAGATTGTA

TTGTTTGTTTTAAGTGAAATATTGAAATTATTATTTAATAGTGCTTATAATACTGCATTACTAGAGTGTAGGAGAGGAT

AATAGAATTCTATATATAGGGGTAAAATCCAATAATTTATGGAGGAATGCCAATGGCGAAGGCAATTATCTGGACTAT

TTACTGACATTGAGGAACGAAAGCATAGGGATCAAACAGGATTAGATACCCTGGTAGTCTATGCTGTCAAATATGAA
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TGCTAATAGTAGGTTTTAATACTCTGCTGTAAAGTTAACACGTTAAGCATTCCGCCTGGGAAGTACGATCGCAAGATT

GGAACTCAAAGGAATTGGCGGGG 

>OTU11350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4224),g:Anaerostipes(0.0904); 

ACGGAAGGCAGCAGTGGAGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGTACGGCAA

GTCAGATGTGAAATATATGGGCTCAACACATAGACTTAATTTGAAGCTGCGGTTCTTGAGTGAAGCAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTCA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11349;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGCGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGCGTAGGCGGGACAGCAAGTAAGATGTGAAATATACGTGGTTCACATGTAGACTGCATTTGAAACTGTTGTTCTT

GAGTGAGGTAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACATCGGTGGCGA

AGGCGGCTTACTGGGCCTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11353;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTTGGGATGTATCCCATTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGTGTTGTGAAAAACCGGGGCTCAACTCCGGTCGTGCAGCGCGAACTGGACGGCTTG

AGTTCGCTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTAGCGTTACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Pseudoflavonifractor(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAAGTTCTTTTAATGAGGAAGAAGAGATGACGGTACTCCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGCCGGGTGTGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGATGTAGAGGCAAT



7441 

 

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGT

AACTGACGCTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11354;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGTAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAGAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTCGGTA

AGTCTGATGTGAAAGCCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCGAACTAGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11352;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGGTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGG

GCGTGTAGGCGGCCTGATAAGAGTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGCAGACTGTCGGGCTT

GAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11355;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCCATAATGGACTAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGGT

TTCGGCTCGTAAAGTTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGTCTTTATTTGACGGTAATTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATAAGTAGGTGGCGAACGTTATCCGGATTTACTGGGTGTAAA

GGGCGCGTAGGCGGGGATACAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTC

GTGTGTGTCGGAGAGCTAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAGTGGCG

AAGGCGGTCTACTTGACGATAACTGACGCTGAGGCGCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11357;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCTGCA

AGTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTAGATCTTGAGTGCCGGAGAGGTAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTGACTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11356;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0113),g:Intestinimonas(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACTCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCTGGTTGTTAACCTCTTTTACCAGGGACGAAGGACTTGACGGTACCTTTAGAAAAAGCAACTGCTAACTACGTGC

CTGCAGCCGCGGTAATACGTAGGTTGCAATCGTTGTCCGGATTTACTGGGTGTAAGGGGCGTGTAGGCGGAGATGT

AAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTGATTCTAGAGTGAAGTAGAGGTAAG

CGGAATTCAGGGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGAGCTTT

AACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11358;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGTGCGTAGGCGGAAGAGCAAGTCAGTAGTGAAATCCATGGGCTTAACCCGTGAACTGCTATTGAAACTGTTCTT

CTTGAGTGAAGTAGAGGTAGGCGGAATTCCCGGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGC

GAGGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11359;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Graci

libacteraceae(0.0113),g:Lutispora(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGTGACGGCC

CTATGGGTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGTACCAGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCG

CACGCAGGCGGTTTGTTAAGTCAGGTGTGAAATCCTCGGCTCAACCGAGGAACTGCACTTGAAACTGGAGATCTTGA

GTGTCGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCCGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11360;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGATGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAACAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCCGGAGATTAAGCGGGTTGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCGCGAACTGGTCTTCTTGA
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GTGGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11361;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Alphaproteobacteria(0.9776),o:Rhizobial

es(0.8737),f:Beijerinckiaceae(0.4563),g:Beijerinckia(0.2171); 

GTGTCAGCCGCCGCGGTAATAAGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGAT

CTTTAAGTCAGAGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCTTTGATACTGGGGATCTCGAGTCCGGGAGAGG

TGAGTGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGC

CCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGATGCCAGCCGTTGGACAGCTTGCTGTTCAGTGGCGCAGTTAACGCTTTAAGCATCCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGGCGGGG 

>OTU11363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTAGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTAAACCGGAGAATTGAATCAGAAACTGTTGAA

CTTGAGTGAAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTGGGATTATGGAGGAACCCCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11362;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Graci

libacteraceae(0.1098),g:Gracilibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTTCTTAGGGAAGAGCAGAAGACGGCACCTGAGGAGGTAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCCAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGG

TAAGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTAA

GTGGAATTCGCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTGACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11364;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9462),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGGTTGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTCGACGGTAATAACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTAAATACGTAGGTGGACAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTAAATAAGTATGATGTGAAAGCCTTCGGCTCAACCGGGGAATTGCATCAGAAACGGTTGA
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GCTTGAGTGCAGATGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATGTATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGT

A 

>OTU11368;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGGAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTATGTAGGTGGCTATTCAAGTTAGTTGTGAAATTCCGGGGCTTAACTCCGGCGCTATAATTAAGACTGTTTA

GCTTGAGTGCAGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11367;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Alphaproteobacteria(0.8614),o:Rhodospir

illales(0.5023),f:Rhodospirillaceae(0.2524),g:Oceanibaculum(0.0615); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCGCGCGTTGTTCGGACTTACTGGGCGTAAAGGGCGCGTAGGCGGC

GCTCCAAGTTAGGCGTGAAAGCCCCTGGCTCAACCTGGGAATTGCGCTTAAGACTGGAGTGCTCGAGTGCGGAAGA

GGTGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTCACTG

GTCCGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGACCACGCCGTAAAC

GATGAGTGCTAGACGTTGGGGGACTCAGTCCCTTGGTGTCGCAGCTAACGCATGAAGCACTCCGCCTGGGGAGTAC

GGCCGCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU11365;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lach

nospiraceae(0.0149),g:Blautia(0.0066); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTGTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCAT

GAATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGTG

TAAAGGGTATGTAGGCGGTGCTGCAAGTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGT

AGATCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11366;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Thermoanaerobacterales(0.

1249),f:Thermoanaerobacteraceae(0.0457),g:Calderihabitans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGGGACGAAGGAAGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGGGAT

TTAAGTAGGGTGTGAAAACTCCGGGCTCAACGTGGGGACTGCAGCGAAAACTGGATATCTTGAGAGCAGGAGAGGA

AAGTGGAATTCCGAGTGTAGCGGTGAAATGCATAGATATGAGGAGGAACACCAGTGGCGAAGGCGACTGACTGGA

CTGTACCTGACGCTGAGTCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11372;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Sphingom

onadales(0.0000),f:Sphingomonadaceae(0.0000),g:Sphingomonas(0.0000); 

CCCTTCTTTTCCTTCTTTTACCAATGACCACATCAAAGAAATGACTCGCAAGGTTAGTGCTGAGGTTGACTTAGTTCATC

AGCAAACGCAGAATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAAGGATATTTCTAATGTCGTCACTGATG

CTGCTTCTGGTGTGGTCGATATTTTTCATGGTATTGATAAAGCTGTTGCCGATACTTGGAACAATTTCTGGAAAGACG

GTAAAGCTGATGGTATTGGCTCTAATTTGTCTAGGAAATAACCGTCAGGATTGACACCCTCCCAATTGTATGTTTTCAT

GCCTCCAAATCTTGGAG 

>OTU11369;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5273),g:Clostridium_IV(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAGATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCCGTAAGG

GTCAGACGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGTAATCG

GAATGCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1485),g:Coprococcus(0.0326); 

CCTTTCTTCATCAGTTTGGAATATTGCACACTGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTTTTT

CGGAATGTAAAGCCCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTGGCAAGTC

AGAAGTGAAAGCCCAAGGCTTAACCATGGGACTGCTTTTGCAACTGTCAGACTGGATTGCAGGGGAGGTAAGTGGA

GTTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTGTAAAT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11373;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Negativicutes(0.9180),o:Selenomonadales(0.83

03),f:Veillonellaceae(0.6350),g:Selenomonas(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAATGTACCTTTTGTGCATAATGAGAGGTAATGACGGTACCTGACG

GGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGAGTTGTCCGGAATTAATGGGCG

TAAAGGGAGCGCAGGCGGGAATGCAAGTCAGTCTTAAAATTGAGGGGCTCAACCCCGTGATTGGATTGAAACTGTC
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TTTCTTTAGGTGAGGAGAGGAAAGCGGAATTTCTAGTGGAGCGGTGAAACGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11374;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAATTCAGTACGTGTCGCATATTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGGGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTTCTTGA

GTGCGTGCGAAGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.4914),g:Coprococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGGAGAAGTT

ATTCGTAACGTAAAGCTCTATCAGCAGGAAAGATCATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTTCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGAGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3544),g:Blautia(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCGCG

CAAGTCTGATGTGAAAGGCTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTATGGCTGGAGTGACGGAGAGGTA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11378;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Alphaproteobacteria(0.8048),o:Rhizobial

es(0.3639),f:Hyphomicrobiaceae(0.1485),g:Pedomicrobium(0.0230); 

GTGCCAGCCGCCGCGGTGATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

TTTTAAGCCAGAGGTGAAATCCCGGAGCTCAACTTCGGAATGGCCTTTGGAACTGGAAAGCTAGAGAACGGTAGAG

GTGAGTGGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTCACTGG

ACCGTTTCTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCTTAAACGA

TGGATGCTAGCCGTTGTGAGGCATGCCTCTCAGTGGCGCAGCTAACGCGTGAAGCATCCCGCCTGGGGAGTACGGCC

GCAAGGTTAAAACTCAAATGAATTGACGGGG 

>OTU11380;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACGTGCACCACGTGTGGTGTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTCTGGTAAGCCTGTTGTGAAATGTAGGCGCTCAACGTCTGAATTGCAGCGCGAACTACCGGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGGAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTAGCGTTACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11379;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCGACGCCGCGTGAGGGATGAAGAT

CTTCGGATTGTAAACCTTTGTCAACAGGGACGAAGCAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTAACCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATTG

CAAGTCAGATGTGAAAATTATGCGCTCAACTCATATCCTGCATTTGCAACTGCGATTCTTGAGTGTGTGATAGGTAAG

GGAATTCCCGTTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11370;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGTGACGAAAATGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGTGCAGGCGGTTCGCCAA

GCGGGATGTCAAAGCCCGGGGCTCAACCCCGGCCCGCATCCCGAACTGGCGGGCTTGAGTTCGGTAGGGGAAGGCG



7448 

 

GAACTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAGGAACACCGATGGCGAAGGCAGCCTTCTGGGCCGTAA

CTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11382;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGAGTGTTGTGAAATGCCGCGGCTCACACGTGTAACTGCAGCGCGACATTGATGGATTG

AGTTAGCGGGAGGTAGGCGGAATTCGTGGTGAAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTAGAAGTAGCGTTACCGACGCTGAAGCTCGAATGCGCGGGTATCGAACTGGATTAGATACCCTGGTA 

>OTU11381;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCCGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCGAAGCA

AGCCAGAGGTGAAAACCCGGGGCTCAACCACGAGGATTGCCGTTGGAACTGTTTTGCTTGAGTGCTGGAGGGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATTCCCTGGTA 

>OTU11385;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:Sphingobacteriia(0.8755),o:"Sphingobacte

riales"(0.7252),f:Chitinophagaceae(0.4563),g:Hydrotalea(0.0615); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGTGTAGGCGGGT

ATTTAAGTCAGTGGTGAAATCTCCGAGCTCAACTCGGAAACTGCCATTGATACTATTTATCTTGAATATTGTTGAGGTA

GGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCGATTGCGAAGGCAGCTTGCTAAACAA

TTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGAT

TACTGGACATTTGCGATATACAGTGAGTGTCTGAGCGATAGCATTAAGTAATCCACCTGGGAAGTACGTCCGCAAGG

ATGAAACTCAAATGAATTGGCGGGG 

>OTU11386;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGCTGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAAGAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTCGGT

AAGTCTGAAGTAAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCATGAGAGGTAAG
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TGGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11383;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Betaproteobacteria(0.9180),o:Burkholder

iales(0.6881),f:Comamonadaceae(0.4563),g:Xenophilus(0.2607); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

GTGTAAGACAGTTGTGAAGTCCCCGGGCTTAACCTGGGAATTGCATCTGTGACTGCACAGCTAGAGTGCGGCAGAG

GGGGATGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGG

GCCTGCACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGTCAACTGGTTGTTGGGTGCATTAGTACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU11384;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Gammaproteobacteria(0.7881),o:Legione

llales(0.3319),f:Coxiellaceae(0.1679),g:Coxiella(0.0423); 

GTGTCAGCAGCCGCGGTAATACAGAGAGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGTGGAT

CTTTAAGTCGGATGTGAATGCCCTGGGCTTAACCTAGGAATTGCATTCGATACTGTGGGTCTAGAATATGGTAGAGG

GAAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCGGAAGGAACATCAGTGGCGAAAGCGGCTTCCTGGA

CCAATATTGACACTTAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTCAACGAT

GATAACTAGATGTTGGGGAGTTTACTCCTTAGTATCGAAGCTAACGCGTTAAGTTATCCGCCTGGGGAGTACGGCCG

CAAGGTTAAAACTCAAAGGAATTGACGGGG 

>OTU11388;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGCATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTACAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCAGTGAAAGTGTGGGGCTCAAGCTTAAAATTGCAGTTGAGACTGGGTGGCTTG

AGTGCAGTGTAGGCAGGAGGAATGCGTGGGGTAGCGGTGAAATGCTTAGCTATCACGAAGAACTTCTAGTACGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACATAATTAGATACCCTGGTA 

>OTU11387;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ATGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCAAGCGTTGTCTGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGCA

AGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTATCGTTCTTGAGTATCGGAGAGGCAAGC
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GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCATAAGTCAGCTGTGGAAGTTTGGGGCGCAGCCTTAAAATTGCAGTTGATACTGGGTGCCTTG

AGTGCAGTATAGGGATGCGGGATTCGTGGTGTAGCGGTGAGATGCTTAGATATCACGAAGAACACCTATTGCGAGG

GCAGCTTGCTGGGGTGTAACTGACGCTGATGCCCGAAAGTGTGGGTATCAAACAGGATAAGATACCCTGGTA 

>OTU11390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCTGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTAGGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGTTGATTAA

GTGGGATGTGAAATACCCGGGCTCAACATGGGCACTGCAGTCCAAACTGGTTACCTAGAGTGCAGGCGAGGAGAGT

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCAACTCTCTGGACTGTA

ACTGACGCTGAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11393;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATGGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGTTGTGCAAGTTGAGGGCTAAACCTTAAAATTGCAGTTGATACTGGTTAGCTTGA

GTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGATGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGGGTGTAACTGACGCGGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11391;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCACGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACGGAATTTGTTGAGTGTCGGAGGGGAAA
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TGGGAATTCCTGGTGTAGCGGTGAAAGGGGTAGATATTAGAAGAAAAACAAGGGGCGAAGGCGGATGGCGGGAC

GATAACTGACGGTGAGGCGCGAAAGTGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11392;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATCATGACGGTACCTGAGGAGGCAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGTGGCGCGCGTTGTCAGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTAGGATGTGAAATACTCGGGCTCAACTTGGGTACTGCATCTCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAGCACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11396;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGTGTCCCATTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTGGTAAGCGTGTTGTGAAATGTCGTTGCTCAACAACGTCACTGCAGCGCGAACTGCTGGGCTTG

AGTGTGCGGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACAAGGCTACAACTGACGCTAAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGATAGTTAA

GTCAGCGGTAAAATTGAGAGGCTCAACCTCTTCGAGCCGTTGAAACTGGTTATCTAGAGTGAGTGAGAAGTACGCGG

AATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCACGCCACT

GACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGG

AGCGTAGGCGGGCAGGCAAGTAAGGCGTGAAAGATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTG
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AGTGAAGTAGAGGTTGGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAA

GGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11395;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTTAGAGGTGAAATACCCGAGCTCAACTTGAGTGCTGCATTTCAGACTGGAAGGCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCGAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAGGGACGAAAAAGTCACGGTACTTAATGAAAACGCTCCGTCTATCTACGTCCCC

GCAGCCGCGGTAATGCGTAGGGCGCACGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCGCGAACTGCATTTGAAACTGGTTTGCTTGAGTGAAGGAGAGGCAGGC

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11399;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCGCCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGTGTGAAATCCCGGGGCTTAACGCCTGGGCTGCCTTGGATACTGTCGGGCT

GGAGTGAGGATGACGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGA

AGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVb(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCTGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAA

GGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAG

CTAGAGTACAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG
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CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11402;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTCTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCCAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCCCGCAGGCGGTTTGTTAAGTCAGAGGTGAAATCCCCGGGCTCAGGCTGGGAACTGCATCGGAGACTGGC

AAGCGTGAGTCTCGTAGAGGGGGGTAGAAGTCCAGGTGTAGCGGTGAAAGGCGGAGAGATCGGGAGGAATACCG

GTGGCGAAGGCGGCCCCCGGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGAGTAGATACC

CTGATA 

>OTU11401;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAAGTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCCGGG

GCGAAGCCGGCCCCCCGGACGAAGACTGCCGGTCATGCGCGCGATCGTCGGGAGCAAGCAGGATTAGATACCCTGG

TA 

>OTU11403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9321),o:Lactobacillales(0.7623),f:Strept

ococcaceae(0.3544),g:Streptococcus(0.1299); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACTGTGAGAAGAGTGGAAAGTTTCTCACTTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGT

CCTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11404;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG
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AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGTATCAAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTAT

GCTCGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11405;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGTAAGTGACGTTACCCGCAGAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCAA

GTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Rikenellaceae"(0.9666),g:Alistipes(0.9743); 

ACTTTAGTCAGCAGTGAGGAATATTTTTCAATTTACTCAATTCTTAACCAGCCATTCCTCTTTCAGGAAGACGTCTCTAT

GAGTTTTAAACTGCTTTTGTACGAGAGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAACTAGAGAGT

AGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCAGC

TTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11408;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCCGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCAG

ACTTGAGAGCAGAAGAAGACAGTGGAACTCCATGTGTAGCGGTGGAAGGCGTAGATATATGGAAGGACACCAGTG

GCGACGGCGGCTGTCTGGTCTGCAACTGGCGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11407;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Incer

tae_Sedis_XI(0.0560),g:Dethiosulfatibacter(0.0134); 
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ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTG

GTAAGTTGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGGGCC

GCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGATA 

>OTU11411;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTAGGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGCGAG

CGCAGGCGGTTTGATAAGTCTGATGTGAAAACCTATGGCTTAACCAAAGAAGTGCCTCGGAAACTGTCGGACTTGAG

TGCAGAAGAGGACGGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCGGTGGCGAAGG

CAGCTGTCGAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGCCTGCAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11409;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTCATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGGTTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGTGGGCTGCATTCCAAACTGGTTTGCTAGCGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTCGAGATTAGGAAGAACACCAGGGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0519); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGG

TTTCGGCTCGTAAACTTCTATCAATGGGGAAGAAAGAAATGACGGTACCTAGATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGTTAATCCGTAGTGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGG

CAAGTCTGATGTGAAAATTTGGGGCTCAACCCAAAAACTGCATTGGAAACTGTCAAGCTGGAGTGCAGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACT

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAA

GAACGTCCCGGCTACCTACGTGCCAGCAGACGCGGTGATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGAAAAACAAGCCTAATGTGCAAGACCGCGGCGTAACCGAGGAACTGCATCGGAAACTGTG

TTTCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11415;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.9180),o:Lactobacillales(0.6881),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGGCAGCAGTAACTGGCTGTCGTTTGACGGTATTCAACAAG

AAAGTCACGGTCAACTATGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATGTGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGGCTGAAGTGAAAGCCCCCTGCTTAACCGGGGAACTGCTTCGGAAACTGTCCT

TCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGCGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11414;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Gammaproteobacteria(0.8897),o:"Entero

bacteriales"(0.5023),f:Enterobacteriaceae(0.3204),g:Escherichia/Shigella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAA

GACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU11417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGGGCGTAGACGGTTGATCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACA

GCTGGAGTGCAGGAGAGGTAAGGGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTGGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGTCGGAAAAATAAGTCTAATGTTACAGACCTCGGCTCAACCGAGTACGTGTGTCGGAAAATGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGTTGGAATGCTTAGATATATGGAAGAACACCAGTGGC

GAAGGCTGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9747),o:Lactobacillales(0.9172),f:Strept

ococcaceae(0.6350),g:Streptococcus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAATCCTGACCGAGCAACGCCGCGTGAGCGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCCGTAATACGTAGGTACCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTAAAAGGCTGGGGCTTAACCATAGTACGGTTTTGAAACTGTCGT

ACTTGAGTGCAGGAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGGGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGG

TA 

>OTU11416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.5579),o:Erysipelotrichales(0.2

999),f:Erysipelotrichaceae(0.1485),g:Turicibacter(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGTGTAGGCGGCAGTACAAGTCAGGAGTGAAAACTTGGGGCTCAACCCCAAGACTGCTTTTGAAACTGTAC

AGCTAGAGTGTAGGAAGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTG
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GCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11421;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGTTCTGTTGGCAGTGAAGAAAGTTAGAGGACGTAACTGGCATTTATTTGATGGTAATTACTTAG

CAAGTGACGGCTCACTACGTGCCAGAAGCTGCGGTAATACGACGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCACTAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGGATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11420;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCG

TGTAGGCGGGCTAGCAAGTCAGATGTGAAGACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTGGTCTTGAG

TGCTGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCCTGCTGGACTGATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11422;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCTTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTTCTTTTATACAAGAATAAAGTGCAGCACGCGTACCCTTTTGCATGTATCATATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACGGTTAAGCCGGTTGTGAAAGTTTGCCGCTCAACGGTAGAATTGCAGTGGGTACTGTGTGTCTTGAGT

ACGCGGGACGTGGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCTCACGGGAGTGTTACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11424;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

TTGGATACGCCCATCATTTTTCTCGCCGCGCGCATACATTTGAGCAGCTTTGTCGTCACCGGTTGCGCCGCCAAAACGT

CGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCG

TCGTAACCCAGCTTGGTAAGTTGGATTAAGCACTCCGTGGACAGATTTGTTATTGTGAGCATTTTCATCCCGAAGTTGC
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GGCTCATTCTGATGCTGAACAGCTTCTGGGGAAGTAGCGACAGCTTGGTTTTTAGTGAGTTGTTCCATTCGTGAGCTC

CTAGACCTGTAGCAGCAAGGGCCATA 

>OTU11423;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGAACCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTTGTAAACCTCTGTACTATGGGACGAAGGAAGTGACGGTCCCATAGGAGGAAGCGCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGGCGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGGGAAAGTCCTGCTTTCAAGGTGTGAATTGCGTTGGGTACTGTTAGGCTGGAGTGCAGTAGATGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCAGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11425;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7428),g:Clostridium_IV(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTTGGCAGGGAAGATAATGACGGTACCTGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGACTGCA

AGTCAGAAGTGAAAATTATGGGCTCAACTCATAACCTGCTTTTGAAACTGCTGTTCTTGAGTGAAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11427;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clost

ridiales_Incertae_Sedis_XIII(0.1098),g:Anaerovorax(0.0204); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGC

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCG

GCAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGAATTAGTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTATCCCGCTGAACTGGGCTACTTGAGTGCAGGAGAGGAGAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACGCCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11426;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9604),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCTCTGTCATCAGGGACGAAAAAAGACGGTACCTGAGAAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTA

GGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTTGAGTGCAGAAGAGGACAG
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TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGACACCCTGGTA 

>OTU11429;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACCCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTGG

AATACGGATGCCGTGGGAGGAATGAGTGGTGTAGCGGTGAGATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTAAGTTGTCAGGGACGAAACATGACGGTACCTGAAGAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGC

AAGTCTGAAGTGAAAGGCAAGGGCTCAACCTTTGGACTGCTTTGGAAACTGTCAGGCTAGAGTGTCGGAGAGGCAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGGAGTAACTGGTCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAGGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATACGTCTTCTGTGAAAGCCTTCGGCTCAACCGGAGACTTGCCTCAGAAACTGTTATT

CTTGAGTGCTGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTCATTATAAGGAAGAATGCCAGTGGC

GAAGGAGCCTCTCTGGTTTGCAACTAACGCTGAGGCCCGAAAGCCTGGGTAGCGACCAGGATTAATACCCTGGTA 

>OTU11430;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.6881),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGATAGGGGAGTAAGATAGACGTAGTAACTGGCCTTTCTTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTCCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTTGGCGTAA

AGCGAGTGCGGGCGGTTCAATAAGACTGATGGGAAAGCCGTCGGCGCAACCGGAGAGTTGGATCAGAAACTGTTG

AACCTGAGTGCAGAAGAGGGGAGTGGAAATCCATGGGGAGCGGTGGAATGCGTAGATATATGGAAGAAAACCAGT
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TGCGAAGGCGGCCCTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGATACCCCT

GGTA 

>OTU11433;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATAAGGGAATAAAGTGAGTTTCGTGAGATTTTTTGTATGTACTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGGAGATTAAGTGAGTTGTGAAATGTAGTGGCTCAACCGCTACACTGCGGCGGGAACTGGTCGTCTTGAG

TACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTAAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGAGCGCAGCTGACACTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11432;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTAGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGCCGGGGAGCAATAAGGTCTACTTGTAGACTGATTCGATTACTCGTTGAATAAGC

ATCGGCTAACCCCGTGCCAGCAGCCGCGCTACTACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAGAGGGT

GCGTAGGCTGTTTGTCAAGTCAGAGGTGAAAGGCCGCGGCTCAACCGTGGAATTGCCTTTGATACTGGCAGGCTTGA

ATACTGTAGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAGTGCATAGATATTACGCAGAACACCGATTGCGAAGG

CATCTCACGAAGCAGACATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11435;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAGAGGACGAAGACGTGACGGTACTCTGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGAT

TAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGTTATCCGACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCTAAGAAGTGCATCGGAAACCGGGCA

GCTTGAGTGTAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAATACCAGTGG
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CGAAGGCGGCTGTCTGGTCGGAAACTGACGCTGAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11437;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9474),c:Chloroplast(0.8048),f:Chloropla

st(0.3544),g:Bacillariophyta(0.0519); 

GTGCCAGCAGTCGCGGTAAGACAGAGGATGCAAGTGTTATCCGGAATTACTGGGCGTAAAGCGTTTGTAGGTTGTCT

AATAAGTCAATTGTTAAATCTTGAGGCTTAACTTCAAAACAGCAATTGATACTGTTAAACTTGAGTATGGTAGAGGTA

AAAGGAATTTTCAGTGGAGCGGTGAAATGCGTAGATATTGGAAAGAACACCGATGGCGAAAGCATTTTACTGGGCC

ATAACTGACACACAGAAACGAAAGCTAGGGGAGCAAATGGGATTAGATACCCCAGTAGTCCTAGCAGTAAACTATG

GATACTAGATGTTGCCCGTATCAACTCGTGCAGTGTCAAAGCTAACGCGTTAAGTATCCCGCCTGGGAAGTATGCTCG

CAAGAGTGAAACTCAAAGGAATTGACGGGG 

>OTU11436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1291),g:Coprococcus(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGAAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGACGCGGTAATACGTATGGTGAAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCAA

GCCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTTCATTTCTAACTGTCAAGCTAGAGTATCTGATAGGTAAGTG

TAATTCCTAGTGTAGCTGTTAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAAC

TGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGTTA 

>OTU11438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGCAGCGTGCAGGATGACGGC

CTTATGGGTTGAAAACTGTTTTTATGCGGGGAAATAGTGAGGGATGCATCCCTTCTTGCAGGTACCGCATGAATCAG

GACGGGCTAATTCTGCGCCAGCAGCCCCGGTAATACGGAAGGACCGGGTGTTATCCGGGTTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGTTTAAGCATACTGTGAAATGCCGGGGCTAAACTCTTGCACTGCACGGCGAACTGGCTGACTTG

AGTGAGTCGGAGGTAGGCGGAAAACGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAA

GGCAACTTAACGGAAAGTTACTGACGCTGAAGCACGAAAGTGAGGGGATCAAACAGGATTAGATACCGTGGTA 

>OTU11439;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTCAA

GTCGGAGGTGAAATACATGGGCTTAACCCGTGAGCTGCAGTTGAAACTGGGAATCTAGAGTGGAGGAGAGGAAAG
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CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCCGCTGGGCTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11442;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Olivibacter(0.0056); 

ACGGGAGGCAGCAGTAAGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCCATGCCGCGTGAGGGAAGTAGGC

CCTACGGGTCGTGAACCTCTTTTATGTGGGGACAACGGCGGAGTCGGGAACTCTGCGTGCGGGTACCACATGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGCAGGCGGCCCGGTAAGTCAGAGGTGAAAGTCAGGGGCCCAACCCGGGAAGTGCCGTAGAAACTGTCGGGC

TGGAGTGCGGACGAGGCGGGCGGAATGTGGTGGGTAGCGGTGAAATGCATAGATATGCGACAGAACGCCGATGGC

GAAGGCAGCTCGCCAGGCCGGCATTGACGCTCGGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCAGCAACGCCGCGTGAATGATGACGGT

CTTCGGTTTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCGACTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGCCGGGTTTGCAA

GTCAGATGTGAAATCCGCGGGCTCAACCTGTGGACTGCATTGGAAACTGCAGGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11440;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0110); 

ACGGCAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTCGTCAGGGACGAGGAGAAGACGGTACTTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGTGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTTAACCAATGAACTGCAGTTGAAACTGTATCTCTTGAGTATCGGAGAGGTAGA

CGGAATTGCGAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGTCTGCTGGACGA

TGACTGACGCTGGGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TCTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGCAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTTGGTGCTGCATTCCAAACTGGGA

ATCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT
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GGCGAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11444;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGAATGTAAACCTCTATCATTGGGGAAGAAAATGACGGTACCCGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATGAGTAA

GTCTGATGTGAAAGCCCGCGGCTTAACCCAGGAACTGCATTGGAAACTATGCTGCTAGAGTGCCGGAGAGGTGAGT

GGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTATG

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11445;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCAGAAGAATAAG

GATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTTATGTTAAATGCTTCTTCTCAACAGGAATTTGCCTTTAAAACTGTCTGACTAGTAT

GTAAACATCACAGGCAGAATGAATCATGTAGCAGTAACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCAG

CTTGCGAGAATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAAGATTAGATACCCTGGTA 

>OTU11446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGTAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGATTAACCCATAAAATGCAATTGAAACTGTATCTGTTGAGTGACGGTGAGGTAGA

CGGAAGTCATAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACCCCAGTGGCGACGGCGGTCTACTGGACGAT

AACTGACGCCGAGGCGCGCAAGCGGCGGGAGCAAACAGGATTAGAAACCGTGGTA 

>OTU11447;tax=d:Bacteria(0.9827),p:Firmicutes(0.1905),c:Negativicutes(0.0525),o:Selenomonadales(0.03

52),f:Veillonellaceae(0.0086),g:Anaerovibrio(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAATGATGAAGATC

GTAAGATTGTAAAATTCTTTAGTCAGGGATGAAGATAGTGACGTTACCTGAAGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTTTGGT

AAGTTAAAAGTGTAATGCCTGGGCTTAACTTGGGCGCTGCTTTTGATACTGCTAGACTTGAGTGCAGTAGAGGTTAAT
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GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGACTGTA

ACTGACACTGAGACACGAAAGCATGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU11449;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCAGGGATAAAGTGGGGCACGCGTCGCCGTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGACGGTCAAGCGTGTTGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGCTAGCTTG

AGTGAGTGCAATGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCCGACAAGTGCGTTACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11448;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Rumi

nococcaceae(0.9201),g:Ruminococcus(0.8124); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGGTTGTAAACTTCTTTTATTAAGGACGAATAATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCTA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGGAGGCGGCTAAGCA

AGTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGCATAGCTTGAGTGGAGTAGATGCAGGC

GGAATTTCCCGTGTAGCGGTGAAATGCGTAGAGATGGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGGA 

>OTU11451;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomi

crobiales(0.0000),f:"Rubritaleaceae"(0.0000),g:Rubritalea(0.0000); 

TGTTGAACACGACCAGACAACTGGCCTAACGCCGTTTGGTCCTTTCCATCAACATCATAGCCAGATGCCCAGATATTAT

AGCGCATGACAAGTCAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGACATAACATCATGGTAA

CGCTGCATGAAGTAATCACTTTCTTAGTCAGTATGCAAATTATCATAAGCAGCTTGCAGACCCATAATGGCAATAGAT

GTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGA

AGCAACGGAAACCATAACGAGGATCAGCTTGATTAAGCGCATTAGGGGTAGCCTCGGTACGGTCAGGGATGCACGG

CGGTTTAAAATAGTTGTTATAGATAGTAAAAGAACCCTGAAACAAATGCTTAGGGATTTTATT 

>OTU11453;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTGGGCACGGGTGGCCTTTTGCATGTACCGCATGTATAAG

GACCGGCTAAGTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAATTATTGGGTTTAAAGG

GAGCGTAGGCGGCCGGGCAAGTGTGTTGTGAAAGTCAGTCGCTCAACGTCTGAACTGCAGCGGGAACTGCCGAGCT
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TGAGTGCGGGAGACGTGGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGGGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11452;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTCACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGTGGCTCAACCTCTGCACGGCAGCGCGAACGGGTCTTCTGG

AGTACGAACAACGGGGGCGGAATTCGTGGTGTAGGGGGGAAATGCTTAGATATAACGAAGAACTCCGATGGCGAA

GGCAGCTCACGGGAGCGAAAAGGACGCTGAAGCTAGAAAGGGCGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11454;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0181); 

ACGGGAGGCAGCAGCCAAGAATATTCCGCAATGAACGAAAGTCCGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGTAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGCAACGCTTCATTGTGACTTGAGGTCATG

AATAAGCAACGGCTAATTACTTGCCATCAGCCGCGGTAACACTTAAGTTGCAAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTAAACCCAGGAAGTGCATTGGAAACTGAAG

GACTTGAATGGATGAGGGGCAGGCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATG

GCGAAGGCAGGTTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11450;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTAGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGCTACCTGGAGAAAAAGCCACGGCCAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAACAAGCAATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACAG

CAAGTAAGATGTGAAATCCATGGGATTAACCCATGAACTGCTTGTTAAACTGTTCTTCTTGAGTATCGGAGAGGGAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGAGCGAAGGCAGCTTTCTGGACTG

TTACTGACACTGATGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11455;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

CTCACTAACAACCACGCTGTCGCTACTTCCCAAGACGCTGTTCTGAATCAGCATGAGCCGCACCTTCGGGATGAACCT

GCTCACCCTGACAACTCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCA

GATATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCG
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CAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCGTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTT

AGCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATGGCTGATGAGTCGAAAAATTATCTTGATAAAGCAGGAA 

>OTU11456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9733),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGAGTGCGTAGGTGGTTACCTAGGCAGGGGGTGAAAGGCATTGGCTTAACCAATGTTAGCCACCTGAACTGGGCT

ACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTGGTTGGAGAAGAATGTGCGTGAGAGTAACTGTTAACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGGGCCAGCAGCCGCGGTAATACGGGGGTGGCAAGCGGGATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGGTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCCAAGAAGTGCTTCGGAAACCGCG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATTTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGAGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTAACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTATGTCTGTTTGGAAATCCTTCGGCTTAACCGAAGTAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCTGTGG

CGAAGGCGGCTGTCTGGTCTTCAACTGACGCTGAGTCTGGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7068),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAACCTCGTGTGGCTTTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCGGGTGATTAAGCGTGTTGTGAAATGTTGAGGCTCAACAGTTGAACTGCAGCTCGAACTGGTTGCCTTGA

GTACACACGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGTTTAAGCCTGTTGTGAAAGTTTGTGGCTCAACCGCTGCACTGCAGCTCGAACTGGATATCTTGA

GTACGGACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCACACGGGAGCGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4563),g:Coprococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGATGCAA

GTCAGATGTGAAATTTCGAGGCTTAACTTCGGAACTGCATTTGAAACTGCAACTCTTGAGAGTCGGAGAGGTAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGCGAAGAAGGC

TTTCTGGATGTAAAGCTCTATTAGTAGGGAAGAAAATGACGGTACTCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTGGCA

AGTCTGATGTGAAAGGCCGGGGCTCAACCCTGGGACTGCTTGGGAAACTGTCAATCTAGAGTAACGGAGAGGTAAG

TGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACATTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11460;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Negativicutes(0.1159),o:Selenomonadales(0.05

47),f:Veillonellaceae(0.0149),g:Selenomonas(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTTTGGGACAAAGGAAGTGACGGTACCATAGGAGGAAGCACCGGCTAACGACGT

ACCAGCAGCCGCGGTAATACGTAGAGGGCGGGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GCTAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTATGGATACTGGGAGGCTGGAGTGCAGGAGAGG
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AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCATTCTGG

ACTGGAACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAGCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGGTGGAGAAGAAAGTTCGTGAGCGTAAGTGTTCACGCAGGGACCGTATCCATCCA

GACAGTCACGGCTAATTCCGTGACAGCAGCCGCGATAAAACGTAGGTGGCTCGCGTTATCCGGTTTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGCTGAGGTCTGATGGGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTGGAGTGCAGAAGAGGACAGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0423); 

CCTTCCTTCCTCCTTTGTTCCTCTTTCTCCATTTCGGCTCCTCTGACGCAGCGATGCCGCGTGAGTGAAGAAGGTCTTCG

GATTGTAAAACTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGTAAGTTA

GGTGTGAAAACTATGGGCTTAACCCATAGACTGCACTTAAAACTGCTGTTCTTGAGTGAAGTAGAGGTTGGCGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCCAACTGGGCTTTTACTGAC

GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11468;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTGGCCTGAACCAGCCAAGTAGCGTGGAGGAAGTATGC

CCTACGGGTTGTGAACTTCTTTTATGCGGGGCTAAAGTGCGCCACTTGTGGCGTTTTGTAGGTACTGCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGGTTGTTAAGGCCGTTGTGAAAGTTTGCGGCTCAACCCTAAAATTGCTACTGATACTGGTAGTCTTGAG

TGCTGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTAAATCGGCACTGACGTTGATGCGCGAAGGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11467;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATTGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGTGACGGCTAACTATGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGGGTTATTCGGATTTATTGGGCGTAAAGCGGGCGCAGGCGGTTGATTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGGGGAAGTGCATCGGAAACTGGCCAACTTGAGTGCAGAAGGGGAAAGC
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GGAATTCCATGTGTAGCGGTGGAATGCGTAGATGTATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCAGGAGAAAACGCAACGGCTAACTACGTA

CCAGCAGCCGCGGTACTACGTAGGTTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGAGGTGAAATCCATGGGCTCAACCCAGGAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CATCTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11469;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGTCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGGATAAAGTGCGCCACGTGTTGTGTATTGCATGTACCGTTCGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGCAGGCCGCGCGTTAAGCGTGTTGTGAAATTCCGTCGCTCAACGGCGGACGTGCAGCGCGAACTGGTGGGCTTG

AGTGCGCGCAGCGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGTCGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4224),g:Eisenbergiella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAGTGAA

AGTCAGAAGTGAAAACCCGGGGCTCAACGCCGGGGCTGCTGTTGAAACTGGACAGCTAGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCG

GAAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11472;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTGAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATCAG

GACCGGCTCATTCCGTGCCATCCGCCGCGGTAAGACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCCGGCAAGCGTATTGTGAAATCCAGCGGCTTAACGTAGGAACTGCATCGCGAACTGCCCATCTTG
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AGTGCGGGCAACGTGGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11471;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Graci

libacteraceae(0.0904),g:Gracilibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACCTCTTTTATAAGGGACGAAGGACGTGACGGTACCACAGGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGGGAG

GTAAGTCAGATGTGAAATCTATGGGCTTAAGGTAGAAACTGCATTTGAAACTGCAGCGCTTGAGTGCAGGAGAGGA

AGGCGGAATTACTGGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CTGTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11475;tax=d:Bacteria(0.0024),p:"Lentisphaerae"(0.0000),c:"Lentisphaeria"(0.0000),o:Victivallales(0.0

000),f:"Victivallaceae"(0.0000),g:Victivallis(0.0000); 

CAAAAACATTTGGACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCCACATGACGCCTTCTACCACATCTATTGAC

ATTATGGGTCTGCAAGCTGCTTATGCTAATTTGCATACTGACCAAGAACGTGATTACTTCATGCAGCGTTACCATGATG

TTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAATCTCTGGGCA

TCTGGCTATGATGTTGAGGGAACTGACCAAACGGCGTGAGGACAGGGTTCTGGGCGTGTGCAACAGACCGATAAAC

ATGCT 

>OTU11473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.3884),g:Peptostreptococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTGTTTCAGGGGACGATAATGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTCCATCAA

GTCGGTGGTTAAAGGCTACGGCTCAACCCAAAAAAGCCCACGAAACTGTTAGACTTGAGTGCAGGAGAGGATAGGG

GAATTCCCAGGGGAACGGTGAAATGCGTAGATAATAGGAGGAACACCAAGTGCGAAGGCGGCTCTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU11474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCGCGTAAAGCTCTGTTGGTAGTGAAGAAAAATAGGGGTAGTGACTGGCCTTTGTTTGACGAGTATTACTTA

GGAAGTCACGGCTAACTACGTGCCGGCGGCCGAGGTAGTACGGAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGAGGCTCAACCGGAGAATTGCATCAGAAACTGTT

GAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11479;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Pept

ococcaceae_1(0.0000),g:Desulfitobacterium(0.0000); 

TAATACCTTTCTTTTTGGGGTAATTATACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGACAGCTGGCGGCAAA

ACTGCGTAACCGTCTTCTCGTTCTCTAAAAACCATTTTTCGTCCCTTTCGGGGCGGTGGTCTATAGTGTTATTAATATCA

AGTTGGGGGAGCACACTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCATCACGAACG

TCAGAAGCAGCCTTATGGCCGTCAACATACTTATCACCATTATCGAACTACGCGCCCTGCATACGAAAAGACATAACC

TCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATAGAAGCCAAGCATTGGGTATTGAGAAAGAGTAGAAATGCCA

CAAGCCTCAATAGAAGGTTTAAGAGCCTCGATAC 

>OTU11476;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGTTGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGATGTTAA

GTCAGCGGTGAAAGTTTGCGGCTTAACCGTAAAATTGCCGTTGATACTGGTGGCCTTGAGTGCACACAAGGAAGGTG

GAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCGGCCTGCTGGGCTCTAAC

TGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAACAACGCCGCGTGAGTGATTACGGT

CTTCGGATTGTAAAACTCTGTCTTTCGGGGAGGTAATGACGGTACCCAAGGAGGGAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAATCGTAGGGGGCGAGGCTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11478;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

CCTTCCTTCCTCCTTTTTGACTATTGCACCCTGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGTCTTC

GGATTGTAAAGCTCTGTCTTTGGAGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGCAAGTC

AGATGTGAAACCTATGGGCTTAACCCATAGCCTGCATTTGAAACTGTGATTCTTGAGTGTGGGAGAGGTAAGCGGAA
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TTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCACAACTG

ACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11480;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCGGATAGTTAAGTCAGCGGTAAAATTGAGAGGCTCAACCTCTTCGAGCCGTTGAAACTGGTTAT

CTAGAGTGAGTGAGAAGTACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGC

GAAGGCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11483;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGATTCCTCTTGGTCAATTGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTTTAAACTGCTTTTGTGCGGGGATAAAATGTGGGACGCGTCCCATATTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGGGGTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGGGGAACTGCAGCGCGAACTGGTTGTCTTG

AGTGCGCGCGATGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTTGCGTGAGCGTAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11482;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0712); 

AGGGGAGGGAGAAGGGAGGAAGAAGGGGGAAGGGGGTAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACG

GCCGTATGGGTTGTAAACTGCTTTTATGCGGGGCTAAAGTGGGGGATGCATCCCTTTTTGCAGGTAACGCATGAATA

AGGACCGGCTAATACCGTGCCAGCAGCCGCGGTAATACGGAAGGGCGGGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCTGGAGATTAAGCGTTGTGTGAAATGCCGCGGCTCAACCGTGGCCGTGCAGCGCGAACTGGTTTC

CTTGAGTGCGCTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCG

AAGGCAGCTCACTGTATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11481;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Alphaproteobacteria(0.9604),o:Sphingom

onadales(0.6881),f:Sphingomonadaceae(0.4914),g:Sphingomonas(0.3043); 

ACGGGAGGCAGCAGTAAGGGAGATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGAATAAGGCC

CTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGATCTACGAGTAGGTCGATGAGAGTACATCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTATTCGGAATTACTGGGCGTAAAGCG

CACGTAGGCGGCTTTGTAAGTACGAGGTGAAAGCCCAGAGCTCAACTCTGGAATTGCCTTTTAGACTGCATCGCTTGA
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ATCATGGAGAGGTCAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGG

CGGCTGACTGGACATGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11485;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGACCCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGCGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATATGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGTAGGCTGGAGATTAAGCGAGTTGTGAAATGCACCGGCTCAACCGTTGCACTGCATCGGGAACTGGTTTCCTTG

AGTACGGTAGAGGTAAGCGGAATTTGTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACTCCGGTTGCGAGG

GCGGCTCACTGGATCGCGACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGAATTAATGGGTGTAAAGGGAGCGCAGGCGGGACAGC

AAGTTGGATGTGAAATACCGAGGCTTAACCACGGAGCTGCATCAAAAACTGTTGTTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGCTCCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11487;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0560),g:Fastidiosipila(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGTGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAG

GGTGCGTAGGCGGTTGATTAAGTTGGATGTGAAATACCCGGGCGTAACTTGGGGGGTGCATTCAAGACTGGTCAAC

TAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGC

GAAGGCGGCTTTCTGGACTGACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1872),g:Roseburia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGGCGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTACGGCAA

GTCAGAAGTGAAATGCCGGGGCTTAACCCCGGAACTGCTCTCAAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACACAGTACACCGATTGCGAAGGCATCTCACGAATCCGTTATT

GACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1485),g:Fusicatenibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

ATTCGTAACGTAAAGCTCTATCAGCAGGAAAGATCATGACGGTACCTGACTAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGCAAAGGGAGCGTAAACGGCAGAGCA

AGTCTGATGTGAAAGCCCGGGGCCCAAACCCGGAACTGCATTGGAAACTGTTAGGCTGGAGTGCAGGAGAGGTAAG

CGGAATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCACTGGCGAAGGCGGCCTGCTGTGCTTT

AACTGACGCTGAAGCACAAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11489;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTAAGTTAACAGGGACGATAATGACGGTACCTGAAGAAAAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGCTGGCA

AGTCAGGCGTGAAATTCCGAGGCTTAACTTCGGGGCTGCGCTTGAAACTGTCGGTCTTGAGTGAGGTAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCCTT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11490;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAGGTGGGGGATGCATCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCGGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTACAGGG

AGCGTAGGCCGGAGAGTAAGCGTGTTGTGAAGTGCCGCGGCTCGACCGTGGCACTGCAGCGCGAACTGGTTTTCTT

GGGTGCGGGCGACGCAGGCGGGATTGGGTGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGA

AGGCAGCTTGCGGGGGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTTGATACCCTGGTA 

>OTU11493;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAGCTTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGTCGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCTGCGGTGAAAGTCGGTGGCTCAACCATTGAATTGCGGTGGGAACTGGCGGGCTTG
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AGTACGGACGGAGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAA

GGCAGCTTGCCATAGCGTGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11492;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0457),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAACTCTGTCTTTGGTGACGCAGAAGTGACGGTAACCAAGCAGGAAGCCCCAGCCAACTACGAAC

CAGCAGCCGCGGTAATACGAAGGTGGCCAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAATGCATGGGCTGAACCCAGGAGGTGCCGTTGAAACTGTGAGGCTGGAGTGGAGTAGAGGC

AGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGG

CTGTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCATTTGAAACTGCATCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11495;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGGAGAATCTTGCACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTGGTAAGCGTGTTGTGAAATGTCGTTGCTCAACAACGTCACTGCAGCGCGAACTGCCGGGCTTGA

GTGTGCGGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11496;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7881),o:Aeromo

nadales(0.3959),f:Succinivibrionaceae(0.2184),g:Succinivibrio(0.0326); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGAGTTGTAAAGCACTTTCAGAGGGGAGGAAAAGATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGTTCTAC

AAGTAGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGGAA
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GCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11498;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudo

monadales(0.0000),f:Moraxellaceae(0.0000),g:Acinetobacter(0.0000); 

CGGCTATTTAACGACCCTGCCCTGAACCGACGACCGGGTCGAATTTGCTTTCGAATTTCTGCCATTCATCCGCTTATTA

TCACTTATTCAGGCGTAGCAACCAGGCGTTTAAGGGCACCAATAACTGCCTTAAAAAAATTACGCCCCGCCCTGCCAC

TCATCGCAGTACTGTTGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACAAACGGCATGATGAACCTGAATC

GCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAATATTTGCCCATGGTGAAAACGGGGGCGAAGAAGTTGTCCAT

ATTGGCCACGTTTAAATCAAAACTGGTGAAACTCACCCAGGGATTGGCTG 

>OTU11494;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0710),g:Cellulosibacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTTTT

TAAGTCTGAAGTGAAAGTACGGGGTTCAAGGTCGGAATTGCGTTGGAGACTGGAGGGCTAGAGTGCGGGAGAGGT

AAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11499;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGCGTCCCGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGAAGGTTAAGCGTGTTGTGACATGTAGTCGCTCAACGGGTGCACTGCAGCGCGAACTGGCTTTCTTGA

GTGCGCGGAAAGCGGGCGAAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGTAGCATTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGTAAAACCCTTATTCAGCAACGCCGCGTGAGTTATGACGTTCT

TCGGCTTGTAAAGCTCTTTCTTTGTGTACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAGTG

GGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGAGAGTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Marinilabiliaceae(0.0099),g:Alkalitalea(0.0046); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGGAAGGGAAGGAAGGAGGAACCAGACATGCCGAGTGAAGGAATAAG

GCCCTACGGGTCGTAAACTTCTTGTGTGGTGGAGCAATAAGACGTACGTGTACGTCGATGAGAGTACATCACGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGGTAAGTCAGAGGTGACAGGTCCGCGCTCAACGCGGGAACTGCCTTTGATACTTTCGTGCT

GGAGTGCGGATGCCGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTTCGA

AGGCATCTGACGAATCCGTAACTGACGCTGATGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11503;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAAGAAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTAGAAAGGAGTACTATCGGGTATGCATACCTGATTGCAAGTACGTTATGAATAAGG

ATCGGCTCACTCCGTGCCATCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCAGGATTTATTGGGTTTAAAGGGT

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCCTAAAAGTGCAGTTGATACTGGATATCTTGAG

TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11500;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Papillibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGCAACCCTGACCCAGCCATGCCGCGCGAAGGACTAAGGC

CCTATGGTTTGTAACTTCTTTTAGACGCAGAGCAATAAGGGCCACGCGTGGACCGATGACAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGG

CGTGTAGCCGGGTCGGTAAGTCAGATGTGAAATCTAGGGGCTCAACTCGTAAACTGCATTTGAAACTGCTGCTCTTG

AGTATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11502;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGA

GCGCGGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTG

AGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 



7479 

 

>OTU11506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTTCTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTTGGACTGCTTTGGAAACTGTTTT

GCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGG

CGAAGGCGGATTGCTGGACAGCAACTGACGGTGAGGCGCGAAAGTGGGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11507;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGACTGCC

TTCGGGTTGTAAAGTTCTTTAATTGGGGACGTAGGATGTGACGGTACCCAATGATTAAGCGACGGCTACCTACGTGC

CAGCAGCCGCTGCAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGCGGCGCAA

CAAGTTAGGAGTGAAATCCCGAGGCTTAAACTCGGAACTGCTTTTAAAACTGTTGTGCTTGATGGATGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTTCTGGACAT

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGCGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTGGAGGGTACCAGGCGAATA

AGCATCGGCTATTTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTTAAGCGGGGTGTGAAATTCCGGGGCTCAACAGCGGGGCTGCCCTGGATACTGTGGCGC

TGGAGTGCGGACGGCGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGC

GAAGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11505;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGACGCGTAGAACACGGTACCTGACGAATAAGCCACGGCTAACTACGCGCC

AGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAGGGGCGTGTAGGCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGGGTGCTGCATTTGAAACTGCTCGTCTTGAGTATCGGAGAGACGAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11509;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Deltaproteobacteria(0.9733),o:Desulfovib

rionales(0.9063),f:Desulfovibrionaceae(0.7068),g:Desulfovibrio(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCATAAGGGAAGAAGCTAGGGTGCTCTAATCATGATCAGACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTACGTGCCAGCAGACGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGTCTGTTATGTAAGTCAGAGGTGAAATCCCACGGCTCAACCGTTGCACTGCCCTTGATACTGCACG

ACTCGAATCCAGTAGAGGGTGGCGGAATTCCCTGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCTGTATTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11510;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAGGGGGATAAAGTGTGCCACGTGTAGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGTGTGGTGAAATGTTGGGGCTCAACCCGGGCACTGCAGCGAGAACTGTGAGACTA

GAGTGTGGAGGAGGTAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATTGCGA

AGGCAGCTTGCCGTAGTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11511;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 

TGCCAAATCTGTCCCCGGGGTGCTTAATCCAACTTACCAAGCCGGGTTACGCCGCGCCGCCGTTCAACCAGATATTGC

AGCAGAACGCAACAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGT

GACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCC

ATGACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTCGAAAAAGTATCTTGATAAAGCAGGAATGACTACTGCT

TGTTGACGAATTAAATCGAAGTGGACTGCGGGCGGAAAATGAGAAAAGTGGACCTATCCTTGCGCAGCTCGAGAAG

CTC 

>OTU11508;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGC

AAAGCGCACGCAGGCGGTTTGTGAAGTCGGATGTGAAATCCCCGGGCCAAACCGGGGAACTGAATCGGATCTGGGA

AAGCTGGGGGCTCGGAGGGGGGGGTAGAATTCCAGGGGTAGGGGTGAAATGCGTAGAGATCGGGAGGAATACCG
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GGGGCGAAGGCGGCCCCCGGGACGAAGACGGACGCTCAGGTGCGAAAGCTGGGGGAGAAAACAGGATTAGAAAC

CCGGGTA 

>OTU11515;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCCCAACCGTAAAATTGCAGTTTATAATGGATATCTTGAG

TGCAGTTGAGGCAGGAGGAAATCGTGGTGGAGCGGTTAAATGCTTAGATATCACGAAGAAATCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAAATGACATTGAGGCTCGAAAGTGTTGGGATTAAACAGGATTAGATACCCTGGTA 

>OTU11513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGAAGAAGGGAGGAATATGGGGCAAGGGAGGAAACTCTGAACCAGCAACGCCGCGTGAGCGAGGAAGG

CCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAAGGACGGTACGTGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTGGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGACACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGGAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCAA

GTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU11516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Rikenellaceae"(0.8505),g:Alistipes(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGGATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGGGCTTAACACCGGAACTGCGTCGAATACGGTTGAAATAG
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AGGGTAGTAGCGGGAGGCGGAATGTATGGGGTAGCGGGGAAATGCTTAGAGATCAGAAAGAACACGGATTGCGAA

GGCAGCTTACCAAACTATATGTGACGTGGGGGTAGGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11514;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TCTCGGATTGTAAACTTCTGATCTGTGGAAATAAACAAATGACGGTACCACAGGACAAATCTCTGGCAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCTTTGTCCGGAATACCTGGGCGTAAAGGGAGCGTAGGTGGCGATTT

AAGTGAAATGTGAAATACCAGGGCTCAACCCCGGGGCTGCATTCGAAACTGGCAGAATTGAGTGCAGGAGAGGAAA

GCAGAAGTCCGAGAGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACAGGTGGCGAAGGCGGCTTTCTGGACT

GTAGCTGACGCTGGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11518;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0252),g:Lachnobacterium(0.0076); 

ACGGAAGACAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCATGAGTGATGAAGGCT

TTCGGTTTGTAAAGTTCTATCAGCGAGGAAGAAAATGACGGTACCCACAGAAGAAGCCCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGAGGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAAG

CTAAAAGTGAAAGCCCGAGGCTCAACCTCGGAATTGCATTTAGAACTGCTAAGCTAGAGATTGAGAGAGGAAAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGATCATGA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11519;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.0904),g:Paraprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTTTGGGTTGTAAACTGCTTTAGCCGGGGAATAAAGTGGGCCCCGTGTGGCCTTTTCCTTTTACCCGGGGATTAAGC

ATCGGCTAATTCCGTGCCAGCACCCCGGGTAATGCGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGATGGTAAGTCAGCGGTCAAATGTCCGTGCCCAACGCGGTCATGCCGTTGATACTGCCGTTCTTGAA

TACACACAAGGGAGATGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGTCTCCTGGGGTGGCATTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU11517;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.6036),c:Actinobacteria(0.3483),o:Actinomycetales

(0.1483),f:Actinomycetaceae(0.0560),g:Trueperella(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTTTGT

TGCGCCTGCTGTGAAAGACCGGGGCTTAACTTCGGGTTTGCAGTGGGTACGGGCAGACTAGAGTGTGGTAGGGGTA
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ATTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11520;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Roseburia(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGATGAAGGT

TCTCGGATTGTAAACCTCTGTCTGGGGGGAAGAAAACCCCTCGAGCGAATAATGCGAGGGCTTGACGGTACCCTCAA

GGGAAGCACCGGCTAAGTCAGTGCCAGCAGCTGTGCTGATATGCATGGCACAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGAAGGCGGAAGGCTAAGTGTGATGTGAAAGCCCGGGGCTCAACCTCGGTACTGCATTGGAAACTGG

TCATCTAGAGTGTCGGAGAGGTGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAG

TGGCGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11523;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.

0000),f:Halobacteriaceae(0.0000),g:Haladaptatus(0.0000); 

TATCCTTGCGCAGCTCGCGAAGCTCTTACTTTGCGACCTTTCGCCATCCACTAACGCTTCTGTCACCAACTGACGCGTT

GGATGCGGAGACGTGGCTTAATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGG

TAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAA

GAAATCATGAGTCAAGTTACTGAACAATCCGTACGGTTCCAGACCGCTTTGGCCTCTAGTAAGCTCATTCAGGCTTCG

GCCGTGTTGGATTTAACCGAAGATGATTGCGATTTTCGGACGAGTAACAAAGTTTGGAGGGCTACGGACCGCTCTCG

GGCGCGTCGATGCGTGGAGGATTGCGTTTATG 

>OTU11521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8472),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATGATTGGGCGT

AAAGGGCGTGTAGGCGGCTTTATAAGTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTAG

GGCTTGAGTGCAGGAGAGGTTAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11522;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Strept

ococcaceae(0.2184),g:Streptococcus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACTGTGAGAAGAGTGGAAAGTTTCTCACTTGACGGTATCTTACCA

GAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCG
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TAAAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTAC

GAGTCTTGAGTGTCGGAGAGGTAAGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGACCGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3884),g:Dorea(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAATGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCGGACTAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

TCAGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTTGGAACTGTAACGCTTGAGTGCAGGAGAGGTGAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11527;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCCGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTGTGTTGTGAAAGGTAGCTGCTCAACCTCAGAATTGCAGTGGGAACTGGCCGGCTTG

AGTGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACTGGGGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11525;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACCGAGCGACGCCGCGTGAACGATGACGGCC

GGAAGGTTTTAAAGTTGTTTTGAAACTGAAGTATAGGTATTGCAGGGACTGGCGATATGGTGACGGTAGGTATTGGA

TAAGGCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCGGAGCGTGATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGGCGGGAAAGCAAGTCAGACGTGAAATCCAAGGGCTCAACCCCTGAACTGCGTCTGAAACTGTAA

TTCTTGAGTGTCGGAGATGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCAACTAGGCCTTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11524;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Graci

libacteraceae(0.0560),g:Gracilibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCCATGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTCTTGGGGAAAATAATGATGGTACTCAAGAAGGAAGCCCCGGCTAACTACGTGCCAG
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CAGCCGCGGTAATACGTCGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTAACTAA

GTTTGAAGTGAAACTCCTGCGCTTAAGGTAGGAACTGCTTTTGAAACTGGATGGCTTGAGTGCAGGAGAGGTAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACGGTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11529;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lach

nospiraceae(0.0000),g:Clostridium_XlVa(0.0000); 

GTGGCTCAATACGTTAACAAACAGTCAGATATGGACCTTGCTGCTAAAGGTCTAGGCGCTACCGAATCGAACAACTCA

CTAAAACCCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGAATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTC

ACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATA

TTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCGGGGAAAAGTTACTGTAGCCGAAGTTTTGGCGGCGCAA

CCTGTGACGACAAAGCTGCGCAAATTTATGCGCGCTTC 

>OTU11528;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGAGGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCTGGAATGC

CAGTCAGACGTAAAATCCAAGGGCTAAACCCTTGAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGCGAAATGAGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGGTA 

>OTU11530;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8614),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGAGAGAGCAACTGTTCATGCAGTGATGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGGCGAGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGGGAACGCAGGTGGTCTTTTAAGTCTGACGTGAAAGCTTTCGGCTTAACCGTAGTAGTGCAGTTGAAACTGGCA

GTCTTGAGTGCAGTAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU11531;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGTTTGTAAACTGCTTTTATAGGGGGATAACGTGTGCCACGTTTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGTCGTATAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGGGAATTGCAGAGCAAACTGTGAGACTTGA

GTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGAGAAACTGACGCTGAAGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTG 

>OTU11532;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCATGATGAAGCCATGCCGCGTGTATGAAGAAGGC

ATTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAGTACGTTTGCTCATTGACGTTACACGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGAAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTATGTTATGTCAAATGTGAAATCCCCGGTCTCAACCTGGGTACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGGATACCGGTG

TCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCCGG

TA 

>OTU11533;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

CCGGGAGGCAGCAGTGAGGAATATTGGTCAATTTTCTCCCGCCTGCACCCTCCAAGTAGCGTGAGGGAAGACTGCCC

TACGGGTTGTAAACATCTTTTGTTTGGGAAGAAAGTGCGGGACGCGTCCCGCATTGCATGTACCCTTTGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAG

TACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11534;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATTTTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTGATAAGCGTGTTGTGAAATGTCGTGGCTCAACGTGTGCACTGCAGCGCGAACTGTTAGTCTGGA

GTGCGCAGGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11536;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGCGGGATGCGTCCCGCTTTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGCAGGCCGTGGTTTAAGCGAGTTGTGAAAGTCCGCGGCTCAACCGCGGAAGTGCGGCGCGAACTGGTTCACTTG

AGTGCGCGTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACGGTGCCGCAACTGACACTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11535;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACTTCTGTTCAGAGGGAAGAGCAGAAGACTGTAGCCCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAACCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGAAATGT

AAGTCAGATGTGAAATCCATGGTTTTAAGCCAGGAAGTGCTTTTGAAACTGTAAGGCTTGAGTGCAGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGAATTACTGGACTGC

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11537;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacilla

ceae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCGGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTTTGGGACGAAGGAAGTGACGGTCCCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGGGCGTTGTCCGGAATGGTTCGGCGTAAAGGGCGCGTAGGCGGCCT

GCTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTGTGGATACTGGCGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATGACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTAG

ACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11538;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pept

ostreptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAATTTCTTTTGTCAGGGACTAGTAGAAGACGGTACCTGACGACTAAGCCACGGCTAACTACGTGCC

AGCAGCAGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGATGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAGACTTGAGTAAAGTAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGAAGGAACATCTGTTTCGAATGCGGCTCTCTGTACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11540;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0046); 

AAGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGGAGGAAGACGGAACCAGCCATGCCGCGTGCAGGAAGGAG

GTCCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGGCTAG
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GATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Erysipelotrichia(0.9755),o:Erysipelotrichales(0.9

389),f:Erysipelotrichaceae(0.9201),g:Turicibacter(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGT

CGACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11542;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pept

ococcaceae_2(0.0099),g:Desulfotomaculum(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGTGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGAGTGAAAGTCCTGGTTTCAAGGTGGGAATTTGTTTGGGTACTGTTTGGCTTGAATTGAAGGGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGGAAACGGTAAGGACAACCGTTGCGAAGGCGGGCTTCTTGGC

CTGAACCTGCGCTTGGGCGGGAAAGCCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11541;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Thermoacti

nomycetaceae_1(0.0149),g:Desmospora(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGG

GCGCGTAGGCGGCCTGTTAAGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCGGGCTT

GAGTGCAGGAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGA

AGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11543;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAT
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGAGTGCTGGACAAT

AACTGACGGTGAGGCACAGAAGTGTTGGGAGCAAAGAATATTAATAAGCGTAGGA 

>OTU11544;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCGACTCTGAACCAGCCATGCAGCGTGAAGGACTACGGC

CCTATGGGCTGTAAACTGCTTTTAAAGCGGGACAATGAGGGCCACGTGTGGTCCGTTGCAAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTTGCAAGTCTGTGGTGAAATGTCCGGGCTCAACCTGGACAGTGCAGTGGAAACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCCTGCAGATGCGCTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11546;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1098),g:Blautia(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCTACGCCGCGTGAAGGATGAAGGA

TTTCGGAATGTAAACTTCTTTGACAGGGGACGATAATGACGGTACCTTGAGAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGACGGAA

AGTCAGATGTGAAAAACCGGGGCTTAACTTCGGGAATGCATTCTAAACGTCTGATCTTGAGTGATGGAGGGGCAAGC

GGAATTCCCCGTGTAGCGGTGAAATGCATAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4914),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVb(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGAATCGTAAACTTCTATCAATAGGGACGAAACAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGCATGTC

AAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCA
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AGCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACA

GTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11547;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_2(0.1679),g:Natronincola(0.0423); 

ACGGAAGGCAGCAGTGGGGGATACTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGATGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGAATGTAAAGGCCTATAAGACAGGAAGAAAATGACGGTACTTGACTAGGAGGCCCCGGCTAACTACGGCCCA

GAAGCGGCGGTAATCCGAAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTATGTTAAGCGTGTTGTGAAATGTCGAGGCTCAACATCGGCACTGCAGCGCGAACTGGTTGCCTTGA

GTACGCAGAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11551;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCCTAACCCCTAAACTTCCTTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT
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TGAATTCCTTGTTTAGCGGTTAAATGCCTAGATATAAGGAAGAACCCCAGTGGGCAAGGCGGTCTTCTGGAACGTAA

CTGACGCTGAGGCGCGAGGGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11550;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAAAAGGACAGTACCTGTAGAAGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATTTCA

AGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGAGATTCTTGAGAGTCGGAGAGGTAAAT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATTTACTGGACGACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11553;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9733),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGCTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCCAACTTCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCCAGCGATAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTCACGCAGATGTGAGATCCCCGGGCTCATCCTGGGAACTGCATCTGTTACTGGCG

AGCTTGAGTCTCGTAGGGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGCTCTAGGGGAATACCGATG

GCGAAGGCGACCCCCTGGACGAAGACTGCCGCTCAGGTGCGGAAGCGTGGGGAGCAAGCAGGATTAGATACCCTG

GTA 

>OTU11554;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCGGGATGAAGGC

CCTATGGGTTGTAAACCGCTTTTACCGGGGGATAAAGTGAGCGACGTGTCGCTCATTGCAGGTACCCGGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGATGTCAAGCGTGTTGTGAAATGCCGGGGCTCAACCTTGGCACTGCAGCGCGAACTGGCGTCCTTG

AGTGCGCACGCCGCGGGTGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTCGCGAGAGCGCAACTGACGCTGATGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11556;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9733),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAAGCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCATTGACCACTGACGTTACCCGCAGA

AGAAGCACCGGCAAACTCCGTGGCAGCAGCCGCGGTAAGAAGGAGGGGGCAAGCGGTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAGTCAGAGGTGAAATCCCCGGGCTCAACCTGGGAACTGCTTCGGATACTGGC
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AGGCTTGAGTGTCGGAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGGAAACTGACGTTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU11555;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGACGCAGCCATGCCGCGTGTAGGAAGAAGGC

CTTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTGCTCACTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGGTTGTTAAGTCAGATGTGGAAGCCCCGGGCTCAACCTGGGGACTGCCTCTGATACTGGC

AAGCTTGAGTGTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGT

GGCGAAGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGCGTGAAGACGTA

TTTCGATATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGCTACCTGACTAAGAAGCTCCGGCCAACTACGTGCAA

GCAGCCGCGGTTCTACGTAGGGGGCCGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCGGGGCTCAACCGTGGGACTGCGTTGGGAACTGGATGGCTAGAGTGCGGTAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11558;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTCTGCAGTTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGG

GAGCGCAGGCCGCCGGCCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCAAACTGGACAGCTT

GAGTGCAGGAGAGGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11559;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGGTTGGTACGCGTGGCATATTGCAGTTACCTTATGAATAAGG

ATCGGCTAACTCCGTGTCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGCCGCGCAAGCGAGTTGTGAAAGTCTGTCGCCCAACGTTAGAACTGCAGTTGGAACTGGGCGGCTTG

AGTGCGGGCTAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGGCGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11560;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCGCAAGTGTGTGATTGCATTGGAGACTGTCAAGCTGGAGGGTCGGAGAGGTAA

GTGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGATCGAAAGCGTGGGGAGCAAACATGATTAGATACCCTGGTA 

>OTU11561;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTCGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCCATGACGGTATCTAACCAG

CACGTCACGGCTAATTACGTGCCAGCAGCCGCGTTCATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGCGTGTAGGCGGGATTGCAAGTCAGGTGTGAAAGCCCCGGGCTTAACCTGGGACCTGCATTTGAAACTGTAGG

GCTTGAGTACTGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCTGCTGGGCAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11562;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGG

GAGCGCAGGCCGCCCCTTAAGCGTGATGTGAAAGGCAGCGGCTCAACCGGTGCACTGCATTGCGAACTGGGGGGCT

TGAGTGCGGGCAGGGCAGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCG

AAGGCAGCCTGCGGGAGCGCAACTGGCGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGCCTTTTGTATGTACTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG
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CGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAAGTGCAGTTGGTACTGGCTGTCTTGAG

TGAGGAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCGCACTAGACTGCAACTGACGCTAAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGGCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGATCGTAAACTTCTTTTATAAGGGAATAAAGTGCAGTATGTATACTGTTTTGTATGTACTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAGTTATTGGGTTTAAAGGGTG

CGTAGGTGGCCTGGTAAGTCAGTCGTGAAAGTCTGTGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAGGCA

GCCTACTGAACCGTAACTGACACTGATGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11567;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Porphyromonadaceae"(0.7068),g:Butyricimonas(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTGGTCAGGGAAGAATAAGGATGACGAGTCACACGATGCCAGTACTAGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAAACAGCAGCTAAACTGTAGCAGGCCGATGAAACGGGCGCCAAT

GAGACGAGACGGTGGAGGCGGGACAAGTGAAGTAGGGGTTAAATGGAATGGAAATCCTGCGGACCCCGATAGGCA

AGGGAGCTTTACAGGATCGATCTGAAGCTGATGCGCGAGAGCGTGGGTAGCGAACAAGAATTGATACCCTGGTA 

>OTU11566;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACGATGGAGGCAACTCTGACCCAGCCATGCCGCGTGCAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGACCCACGTGTGGGCCGATGAGAGTATGCGCAGAATAAG

AATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGGTTAAAGG

GTGCGTAGGCGGCTTTGCAAGGCAGGTGTGGAAGGCCGGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAGAGCGGTTGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCAGCTCACAAAGCCGAAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11564;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAGCCTGATCCAGCCACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTTAGGGAAGATAATGACGGTACCTGTGGAGGAAGTCACGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGCAGGCGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGATGTGAAATGCCCGGGCTCAACTTTGGTGCTGCATTTCAAACTGTAAGTCTAGAGTGCGGAAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTATCTGGTCTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11568;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTCTATAAAGGAATAAAGTCGGGCATGGATCTCCGTTTGCATGTACTCTATGTACATGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGAGATCTTGA

GTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGGTTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11570;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCGGCCAAGTAGCGTGAAGGATGACTGG

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCAACGCGTGGAATTTTGTAGTTACCATATGTAAACGGA

TCGGCAAACCTCGTGCCATCAGCCGCGGTAATACGGTGGATCGGAGCGATATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCTGTCGTGAAAGTTTTCGGCTTAACCGTAAAATTGCATTTGATACTGTCTGTCTTGAGT

ACAGTAGAGGAGGGCGGAACTCGATGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTATGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11571;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGCTAGCCTGAACCAGCCAAGTAGCGTGTAGGATGAAGGC

TCTCTGGGTCGTAACCTTCTTTTATATAAGATTAAAGTCCAGTCTGTATACTGTTTTGTATGTCTTATATGAATACGGAT

CGGCTAACTCCGCGCCCGCAGCCGCTGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGAGGTCTTGAAT

AGAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGAGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11569;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9812),o:"Entero

bacteriales"(0.9280),f:Enterobacteriaceae(0.9108),g:Escherichia/Shigella(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAACTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGGGGTAATACGGCGGTTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCGTATGTGAAATCCCCGGGCTCAACCTGGGAAATGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAAGGCGTAGAGATCTGGAGGAATACCGGT
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GGCGAAGGCGGCCACCTGGACGAAGACGGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAATACCCGG

TA 

>OTU11572;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

GGTAGGTGGACTTGTAAGTCAGGTGTGAAAGTTTGCGGGTCAACCGGAAAATTTCAGTTGATACTGTCAGTCTTGAA

GACAGTTGAGGTTGGCGGAATTCGTGGTGGAGCGGTTAAATGCTTAGATTTAACGAAAAACTCCGATTGCGAAGGG

AGCTCACTTGACTGCAACTTACACCGATGCTCGAAAGTGTGGGGATCAAACAGGAATTAATACCCTGGTA 

>OTU11573;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTGTGGGTTGTAAACTGCTTTTGTACGAGAATAAACTCAGTTACGCGTACCTTTTTGTATGTACCCTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCTGGATGTTAAGCGAGAGGTGAAATGCCGGTGCTCAACCGGGGAAGTGCCTCGAGAACTGGTGACCTTGA

GTGTGGATGAGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CAGCATACCAGTCTATATCTGACGTTAAAGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11576;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.

9843),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAATGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCCCAAACGTAAAATTGCAGTTGATAATGTCAGTCTTTGTTA

CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATTGTTAAATACCACCAAGAACTCCGATTGCGAAGGCCG

CTCCCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11575;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTTTTTTATATAAGAATAAAGTGCAGTATGTATACGGTTTTGTATGTAGTATATGAATAAGGA

TCGGCTAACTCTGTGTCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGGGGCTCAACCGTTAAATGGCAGGTGATACTGGCAGTCTTGA
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GTACAGGAGAGGTGGGCGGAATTCGGAGTGTAGCGGTGAAATGCCTAGATATCACGAAGAACACCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11574;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGGAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTCATTGGGTTTA

AAGGGTGCGTAGGCTGTGCGTCAAGTCAGTGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGCACG

ACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11577;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATAACCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGAGGGATGTTTAAGTTAGTTGTGAAAGTATGCGGCTCAACCGTAAAATTGCCGTTGATACTGGATCTCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCAACTAAGCTGCTACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11580;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Micrococcaceae(0.0000),g:Arthrobacter(0.0000); 

TCCAACGGCCTGTCTCATCATGGCAGGCGCTGCATTTACGGACAACATTATTAATGGCGTCGCGCGTCCGGTTAAAGC

CGCTGAATTGTTCTCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAGAAAACGTGCG

TCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGTCGCTCGCCCTGGTCGTCCGCA

GCCTTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTATTGGGTATGTAGGGGGTCAACAAATTTAATTGCAGG

GGCGTCGGCCCCGTACGTGAGGATAAATTATGTCTAATATTCAAACTGGCGCCGAGCGTATGCCGCATGACCTTTCCC

ATCTTGGCGGCCTTGCG 

>OTU11578;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGCATTTTGTATGTACCTTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGAAGTGCAAGCCAGCGGTGAAATCCACGCGCTCAACGCGGGAGTTGCAGCGGATACTGGACATCTGGA



7498 

 

ATGCGCATGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAAGG

CAGCTCACGAAGAGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTTTCGTGAGACCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGGGCAAGTCAGCAGTGAAAGACCCGCGCTCGACGCGAGAATTGCCGTTGATACTGTGCATATG

GAATGCTCTGGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGAAATTACTCAGAACACCGAATGCGAA

GGCAACTCACGAAGGAGCGAATGACGCTGAGACACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11584;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteri

a_genera_incertae_sedis(0.0000); 

GCCCAGCATCGGACTCAGATAGTCATCCACGCTCTTTTAACATGTCACCAAGAGAATCTCTCCCATGAACAAAATGTG

ACTCATCTCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGA

CAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCA

TTTTCCGCCAGCAGTCCACTGCGAGTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTAGCAAGAGAATTTTTCGAC

GCATCAGAAATATCCGA 

>OTU11581;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCACATCGACGTTACCCGCAGAC

GAAGCACCGGCTAACACCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGAGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGTCCCGGTCTCAACGTGGGAACTGCATCTGATACTGGCA

GGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCAGTG

GCGAAGGCGGCTTCCTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11582;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Coprobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGAAGGATTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGGGCAATAAGGGTCTCGAGAGATTCGATGAGAGTACGCGTAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAATTGCCGTTAGTACTGTACATCTTG
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AATGCTCATGCCGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCAATTGCGAAGG

CATCTCACGGAGGGGCTATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1291),g:Lactonifactor(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGACGTA

TTTCGGTATGTAAACTTCTGTCATCAGGGGAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGTAAGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGAGGTA

AGTCTGATGTGAAATACCCGGGCTTAACCTCAGTACTGCATTGGAAACTGGATGACTTGAGTACAGGAGAGGAGAG

GGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAAGCAGCCAAGTCGCGTGAAGGATGACTGA

CTTATGTGTTGTAACCTTCTTCAATAAAGGAATAAAGGCAGGTATGCATCTCCGGTTGCCTGTACTATATGAATCAAG

AACGGCCAACTCCGCGCAAGCGGCCACGGTAATACGGAGTATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTGTAAGTCAGATGTGAAAGTCTGCGGCTCAACCGTAAAATTGCATTTGGAACTGGATATCTTGA

GTGCAGTAGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCTTGCTAGGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11586;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGAAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATAGTGTATTGTATGTATTATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGGC

AGCTCGCTGGACTGCAACTGACACTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11587;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Porphyromonadaceae"(0.9015),g:Butyricimonas(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTCTGGCCCGTAAACCTCTTTTGTCAGGGAGGAATAAGGGTGACGAGTCATTCGATGCCAGTACTCGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGAACGCAGCTAAACTGTATAACGCCGTTGAAACTGGCGGCCTGG
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AGACGATGCGAGGAAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGGAGAACCCCGATAGCGAA

GGCAGCTGTCCAGGCTCGTACTGACGCTGATGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGCCGCGTGAAGGAAGAAGGC

TTTAGGGGTGGAAAACTCCTTTCATATAAGAATAAAGTGCAGTATGTACACTGTTTTGTATGTATAATACGAATAAGG

ATCGGCCAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGTCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTTGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAGTGGCGAAGG

CGGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGTGTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTT

GAGTACACACAAAGTAGGCGGAATTCATGGTGTAGTGGTGAAATGCTTAGATATCATGAAGAACCCCGATTGCGAAG

GCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11591;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Larkinella(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAGGCCACTCGGCCGAGGGCACGCCTGCCTGGGCGTCACGCC

AAAACACGCTCTCAATCCCCTCATCGGGAATCGGGATGCGGCATCTGGTCCCTCGTCTCGCAAGGGGCGGTGGACCG

AAGATCGGGCTGCCGGCGTACCGCGCCGGACACAGCGCATGGTGGGCGTCCTCGCTTTATCAACGCAGTGCATCCGA

CGCGTAGCCGGCATGATGGCCTCAAAACGACCCAGCAAACGAAGCGCACGTCGCTTCGACCGCGACCCCAGGTCAG

GCGGGACTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 

>OTU11589;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGGTAAATGCCGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTG

AGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU11592;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGAGGGTTAGATACCCTGGTAAGATCGGACACACGTCTGAACTCCAGTCACCCAACAAACTCGTA

TGCCGTCTGTTAATTGAAACTAAAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTG

CAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTCGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11593;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGGTAAATGCAGTGGATCACCGTCTGCACGGCAGCGCGACCTGCCCAGCTGG

AGTGCGCGCAACGGTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGAGATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTACCTGACGCTCATGCTCGAAAGGGCGGGTATCGAACAGGATAGATACCCTGGTA 

>OTU11594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACCGTCGCCACGTGTGGCGTCTTGCAGGTACCGCATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGCGTTATCCGGATTTAGTGGGTTTAAAGGG

AGCGTAGGCAGCAGGGTAAGCTTGCAGTGAAAGGTACCGGCTCAACCGGTGATTTGCATCGCGAACTGCTGCGCTT

GAGTGTGCGGTAGGAAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACCCCGATTGCGAA

GGCAGCTTGCTGCCGCATGACTGACGCTGATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TCTTGGGTTGTTAACTTCCTTTTTTAGGGACGAATAGTTGAGGGTACCTGAGGAATAAGTCACGGCTAATTACGTGCC

AGCAGCCGCGGAAATACGAAGGTGGCAAGCGTTATCTGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAACTCAGGGCTCAACCCTTAGCTTGCAGTTGAAACTGTAGTTCTTGAGTACAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11595;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0710),g:Caloramator(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGGT

TTTCGGCTCGTAAACCTCTGTCCTAAGGGAAGAAGAAAGTGACGGTACCATATGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGACTG

ATAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGGAGTTGCTTTTGATACTGTGGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11597;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTTGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCGGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACTGTCGCATAGGAGGACGCCCCGGTTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGATCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTGGATGTGAAATACCCGGGCTTAACGTGGGGGCTGCATCCAATACTGCAGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGATT

GTAACTGACGCTGAGGCACGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Coprococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTGACAA

GTCAGAAGTGAAAGCCCGGGGCTTAACTCCGGGACTGATTTTGAAACTGACGGACTAGATTGCAGGAGAGGTAAGT

TGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU11601;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTACTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAATGTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTTAAAGTGCGGTGGGGACTGGCTGTCTTGA

GTGCAGAAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCGAGACCGCAACTGACACTAATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU11599;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAGGGCGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTGGCAAGCTCTTGAAACTGGTCAACTTGAGTGCATGTGACGAAAGTG

GCATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTAGCGCAGGCGGCTTTCCGGACTGCAAC

TGACACTTAGGCACGAAAGCGTGGGTAGCCAACAGGATTAGATACCCTGGTA 

>OTU11600;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGATTAAGTGAGTTGTGAAAGGTTGCGGCTCAACCTTAAAATTGCAGTTCATACTGGATATCTTGA

GTGCATTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTAAGCTGCTACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11602;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.53

95),f:Spirochaetaceae(0.3544),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGGAGGATTTG

AATAGGCAACGGCTAGTTACGTGCCAGCAGCCGCGGTAACACGTACGGTGCGAGCGTGGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACA

AGACTTGAGTTACTTAGGTGGAACTGGAATTCCTGGTGTAGCGGTGAAATCTGCAGATATCTGGAAGAACACCAATT

GCGAAGGCAAGTGGCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.6709),g:Blautia(0.3043); 

ACGGGAGGAAGAAGAGGGGAATATTGCACAATGGGGGAAACCCTGATTCAGCGACGCCGCGTTAATGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGAATGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGAAGTTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATAAAAGGGTA 
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>OTU11604;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAACGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGACATTCAAGTCTGCGGTCAAATTCCGGGGCTCAACCCCGGCCAGCCGTGGAAACTGTTAGTCTTGAG

TGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11605;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGTGGGGATAAAGTGCACTACGTGTGGCGCATTGCAGGTACCGCGTGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTGTTAAGCGTGTTGTGAAATGTCGCGGCTCAACCGTAGAACTGCAGCGCGAACTGGGGGTCTTG

AGTGCAGGAAGGGCAGGCGGAACTCGTGGTGTAGCGGTAAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCGGGGGCGCAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11606;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCTGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGGGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTTG

AGTGCGCGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCAGGTTGTAAACTTCTATTGTCAGGGAAGATGAAGAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGATA

AGTCAGGCGTGAAAACCAGAGGCTCAGCCGCATGCCTGCGTGTGAAACTGTTTTTCTGGAGTACTGGAGAGGTTGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTTCAACTGGACAGCA

ACTGACGCTGAGGCGCGAATGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 
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>OTU11608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGCAAACTTCTTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCGAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAACGCAGGCGGTCTTTT

AAGTCTGATGTGAAAGCCTTCGGCTTCACCCGAGTAGTGCATTGGAAACTTGAAGACTTGCGTGCCGGAGAGGAGA

GTGGAACTCCATTTGTAGCGGTGAAATTCGTAGATATATTGAAGAACACCAGTGGCGAATGCGGCTCTCTGGTCTGT

AACTGACGCTGATGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGTCAGTAACTGGTCTTTATTTGACGGTACTCAACCAG

CAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGGTAAGTCAGATGTGAAAGGCCGGGGCTCAACCGAGGAACTGCATCGGAAACTGTCA

TTCTTGAGTGCAGGAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11610;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGGGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGCAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTACTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGGAAGCGTGGTCCGGAATTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCGGTTGTGAAAGCCTGCGGCTCAACCGGAGAGCTGCATCAGGAACTGTTG

ACCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAACGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11611;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.5579),o:Desulfovib

rionales(0.2999),f:Desulfovibrionaceae(0.1485),g:Desulfocurvus(0.0230); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCGGCT

TTGCAAGTCAGGTGTGAAAGCCCTCGGCTCAACCGGGGAATTGCACTTGAAACTGCATGGCTCGAGTCTCGGAGAGG

GTGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCACCTGG

ACGATGACTGACGCTGAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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ATGTCAACTAGCCGTTGGGGGACTTGATCCTTTAGTGGCGAAGCTAACGCGATAAGTTGACCGCCTGGGGAGTACGG

CCGCAAGGTTAAAACTTAAATGAATTGGCGGGG 

>OTU11612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTCGGCTACGCGTGGCTGTTTGTATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGAATGTTAAGCGTGTCGTGAAATGTCCGGGCTCAACCGTGGAACTGCGGCGCGAACTGGTATACTTGA

GTGCGTAGGACGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCTTGCGGGTGCTTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11615;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),f:SAR11(0.0

000),g:Candidatus_Pelagibacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAAAGAGTAAG

GGTGCTCAGCGCCCGACCTCCAACCCTTTGTTGTTAAAACTACCTTGTTGCTTTGGCGGGACCGCTCGGTTCCGAGCC

GCTGGGGATTCGTCCCAGGCGAGTGCCCGCCAGAGTTAAACCAAACTCTTGTTATTAAACCGGTCGTCTGAGTTAAAA

TTTTGAATAAATCAAAACTTTCAACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU11614;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATTTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGA

ATGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGGAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11616;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lach

nospiraceae(0.7787),g:Clostridium_XlVa(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGGAAGCGTTATCCGGACTTACTGGGTTTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTGTGCTAGAGTGTCGGTGAGGTAAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCGATTGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU11613;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Betaproteobacteria(0.8755),o:Burkholder

iales(0.6138),f:Sutterellaceae(0.4224),g:Sutterella(0.2171); 

ACGGAAGGCAGCAGTGGGGAATTTTGCACAATGGGGGCAACCCTGATCCAGCTATGCCGCGTGCATGATGAAGGCC

TTCGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGACCGTGTTAATACCATGGTCTGCTGACGGCACCTGAAGAA

TAACCACCGGCTAACTACGTTCCAGCACCCTCTGTAATACTTAGGGTGGAAGCGGTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGTGAGATGTGAAATCCCCGGGCTCAACCTGGGAGTTGCATTTGTAACTGCAGGA

CTAGAGTGCAGCAGAGGGGAATGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGC

GAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTCTTTTAA

GTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGAGTATGTTTGAGGTAGGCG

AAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCATCTCACAAATCCGCAAT

TGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11618;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGCAGAGTAATAAGTGTCTCGAGTGATCCGATGAAAGTATGCGTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGTGGTTATACGGGAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGGTTTAAGCGTGTCGTGAAATGCCGTGGCTCAACGTGGGACGTGCGGCGCGAACTGGTCCACTTG

AGTACGCAGGACGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11620;tax=d:Archaea(0.0024),p:"Thaumarchaeota"(0.0000),o:Nitrosopumilales(0.0000),f:Nitrosopum

ilaceae(0.0000),g:Nitrosopumilus(0.0000); 

TTGAGGCTTGTGGCCTTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCCTAAGCAGATGGATAACCGCATCACGCT

CTTGGAAGAGATTCTGTCTTTTCGTATGCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCATAAGGC

TGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCT

CCCCCAACTTGATATTAAGAACACTATAGACCACCGCACCGAAGGGGACGAAAAAGGGTTTTTAGAGAACGAGAAG

ACGGTTACGCAGTTGTGCCGCAAGCTGGCTGCTGAACGCCCGCGTAAGGATATGCGCGAGGAGGATAATGACCCCA

AAAAGAAAGGTAGTA 
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>OTU11619;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Intestinimonas(0.0519); 

CCGGGAGGCAGCAGTGGTGCCTCTTTTTCCCTTTTCTCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCCTT

CGGGTTGTAAACTTCCTTTAAGAGGGACGAAGAAGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCAAG

TCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCAGGCGG

AATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGCAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGTTCTGTCTTCAGGGACGATAATGACGATACTTGATCAGGAATCCACGGCTAACTACGTGCCAG

CAGCCGCGGTGATACGTAGGTGGCAAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTTTTAAG

TGAGATGTGAAATACCCGGGCTTAACTTGTGTGCTGCATTTCAAACTGTAAGTCTAGAGTGCAGGAGAGGAGAATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11622;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Helio

bacteriaceae(0.0149),g:Heliobacterium(0.0066); 

CCTTTCTTCCTCCTTTGGGCCTATTTTTCCATGGGCGCCCGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTTC

GGATCGTAAACCTCTGTTGCAGGGGACGAGCAGTAGACGGTACCCTGCGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGTGGTTTTGTAAG

TCTGGAGTGAAACCCCCGTTTTCAAGGCGGGGCCTGTTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGATAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACATAG

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11623;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGTAGCAGAGCAATAAGGGCCACGTGTGGTCTGATGCGAGTACGCGATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCTGAGGTGAAAGGCCGGGGCTCAACCCGTGAAGTGCCGCGGATACTGTGAGGCTGG

AGTGCGGATGATGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU11624;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAACTCTGTTGATGGAGAAGAAAGTGCGTGAGAGTAACAGTTCACGCAGTGACGGTATCCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATAGGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGGTGTCGGCTTAACCGAAGAAGTGCATCGGGAACCGGGC

GACTTGAGTGCATAAGATGACAGTGGAATTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCCTCAACTGGCGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU11625;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.1159),o:"Flavobacteriales

"(0.0547),f:Flavobacteriaceae(0.0149),g:Mesonia(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGCGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCTACGTGTAGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAACAGTGAAAGGCCAGGGCTCAACCCTGAAAGTGCCGTTAATACTGTGAAGCTGG

AATGCGAATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAGTCCAATATTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11626;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

AGGGGAGGGAGAAGGGGGGGAGAGGGAAAAAGGGGGGAAAAAAGGAAGGAGGGAAGGGGGGTGAGGGAAGA

AGGATTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAT

GCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTTGGACTGCTTTTGCAACTGTATGGCTAGAGTGCTGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU11628;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Deltaproteobacteria(0.3483),o:Desulfovib

rionales(0.1483),f:Desulfovibrionaceae(0.0560),g:Desulfovibrio(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGAGCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGAGCGTAGGCGGTCGATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTG

ACTTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG
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GCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11629;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGCCGGTATCCAACCA

GAAACTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGGTGGCACGCATTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTAACGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGG

GACTGGAGTGCAGAAGAGGACAGCGGAACTACAGGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGTTAGTAACTGTCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGTGCAGGCGGTTCAATAAGGCTGATGTGAAAACCTTCGGCTCAAACGGGGAATTGCATCGGAAACTGTTGA

ACTTGAGTGCAGAAGGGGCGAGTGGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11631;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATGTAAGAATAAAGTGCGGCATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAATGTTGCGGCCCAACCGGTAAAGTGCAGTGCGTACTGGCAGTCTTGAG

TACAGAAGACGTCGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACGAGTCCGTAACTGACACTAATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11630;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiales_Incertae_Sedis_XIII(0.0560),g:Mogibacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGATGCCGCAACGCCGCGTGAAGGATGAAGGCC

CTTGGGTCTTCAACGTCTGTTCTAAGGGAATATAACGACGGTACCTTAGGAGCTAGTCCCGGCTTACTACGTTCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGACGTAAAGCGTACGTAGGTGGTTACCTAAGC
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AGGGGGTTTAAGGCAATGGCTTAACCATTGTTCGCCACCAGGACTGGGCTACTTGAGTGCAGGAGAGGAAAGCGGA

ATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTG

ACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11632;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0046); 

AAGGGAAGCAACAGTAGTGAATAGGGGGAAAGGGGAGAAAGAGTGACGGAGAAACGCCGCGTGAGGGAAGAAG

GGCTTCGGCTCGTAAACCTCTGTTCTATGGGACGAAGGAAGTGACGGTACCACAGGAGGAAGCTCCGGCCACCTACG

TGCCCGCAGCCGTGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCCGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGTTACTGTCGGGCTTGAGTGCGGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCGTTCTGG

ACTGAAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11633;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.5174),c:Spirochaetia(0.2902),o:Spirochaetales(0.12

49),f:Spirochaetaceae(0.0457),g:Treponema(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGATCCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTCTATAAGGGAATAAATGTGGGTACGCGTACCCGTTGGCACGTACCTTATGAATACGG

ATCGGCTAACTCTGTGCCAGCAGCCGCGGTAACACGTAAGTAGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGC

ATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCCTAGGCTCAACCTAGGGACTGCATTGAGAACTACAAGACTAGA

GTTACTGAGGTGGAAGTGGAGTTCCAAGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGCGAAGG

CAAGTTTCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11635;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(

0.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

ATGAGTCACATTTTGTTCCTGGTCGCGATTCTCTTGTTGACATTTTACCAGCGCGTGGCTTCCTATCTGATTCCGATGCT

GTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCTCTAT

TAAGCTCATTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGATTTCGATTTTCTGACGAGTAACAAAGTTTGGATT

GCTACTGACCGCTCTCGTGCTCGTAGCTGCGTTGAGGCTTGCGTTTATGGTACGCTGGACTTGGGAGGATACCCTCGC

TTTCCTGCTCCTGGTGAGTTTATTGCTGCCGTCATGGCTTATTATGTTCATCCCGGCAACA 

>OTU11636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCTAAGAAGCCACGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGCGCTCAACCCTGGGTCTGCTGTGGATACTGTATGGCTAGAGTGCTGGCAAGGTAAGT
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GGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11634;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0457),g:Papillibacter(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCCTTTTTTAGGGACGTAGGATGTGACGGTAGTTGCCTATTAAGCCACGTCTATCTACGTGCC

AGCACTCGTGGCAATACGTCGGCCGCGATCGTTCTCCGGATTTACCGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTGGAAGCTGCATTTCTTGAGTGTCGGAGAGGTAGAC

GGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGTCTACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11639;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.84

12),f:Spirochaetaceae(0.6709),g:Treponema(0.3479); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGTTATGGTTACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGTGCGCTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTGTGCAAGGTTAGTGTAAAATGCGTGGGCTCAACCTATGAACTGCATTGAGAACTAGAA

GACTTGAGTGAGTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATG

GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11638;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAGGAATAACGTGCAGCACGTGTAGTGTTTTGCATGTACTGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTAGTAAGTCAGTTGTGAAATGTTGCGGCTTAACCGTTAAATTGCAGTTGATACTGTCAGTCTTGAG

TACATAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATACCACGAAGAACTCCGATTGCGAAGGC

AGCTCACCGGGCTGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11637;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Erysipelotrichia(0.9769),o:Erysipelotrichales(0.9

606),f:Erysipelotrichaceae(0.9387),g:Turicibacter(0.9705); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGCGAAAGCCCGCGGCTTAACCGTGGGGGTGCATTGGAAACTGGT
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CAACTTGAGTGCAGGAGAGGGAAGTGGAATTCCATGTGTAGTGGCGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11640;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pept

ococcaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGACGTGACGGTAGCCAAGGAGGAAGCCGCGGCTAACTACGTG

CTAGCAGCCGCGGTAATCCGTAGGGGGAGAGCGTGTTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGGA

TTAAGTCTGGGGTGAAAGTCCTGGGTTCAAGGTGGGAAGTGCATTGGATACTGGTCGGCTTGAGTGCGGAAGAGGG

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTAACTGGG

CCGTAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11641;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.72

52),f:Spirochaetaceae(0.5273),g:Treponema(0.2171); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGAAATGGCGAAATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCCGCCGCGGTAACACGTACGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGGGGTTTTGCAATCTTGGTGTGAAAGGCTTAGGTTAAAACTATAAACTGCATTGAGAACTACTAG

ACTTGAGTTACTGAGGGGGAACTGGAATTCCAGGGGGAGGGGTGAAATCTGCAGATTTCGGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAATACCCTGGTA 

>OTU11642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAATCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAACTCTTTTGTTGCAGAAGAACTTGCGTGCGAGTAACTGTTCACGCAGTGACGGTATTCATCCAGA

AAGTCACGGCTAACTACGTCCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTGGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGGCGGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11643;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0712); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGCAGTTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTTCAGTGAATGGCGATATGGTGACGGTAGGTTTTGAA

TAAGCAACGTCTAATTACTTGCCAGCAGCCGCTGTAACACGTCTGTTGCTAGCGTTGTTCGGAATTATTGGGCGTAAA
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GGGAATGTAGGCGGTTTTGCAAGCTTGGTGTGAAAGGCAGAGGCTCAACCTATGAACTGCATTGAGAACTACAAGA

CTTGAGTTACGGAGGTGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCGGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11645;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACAGCGTGCGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCATTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCATCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGCG

ACTTGAGTGCGGACGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCCGCCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Erysipelotrichia(0.8897),o:Erysipelotrichales(0.7

623),f:Erysipelotrichaceae(0.5632),g:Turicibacter(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCCACGCCGCGTGAATGATGACGGC

CTTCTGGTTGTAAAATTCTGTTATTAGGGAAGAATGGCTCTAGTCGGAAATGGCTTTAGTGTTACGGTACCTTTTGAG

ACCGCCTCAGCTAACTACGTGCCAGCAGCTGCTGTCATACGTCGGTGGCTAGCGTTATCCGGACTTATTGGGCGTAAA

GAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGGCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCAA

CTTGAGTGCATAAGAGGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGG

CGAAGGCGGCTGCCGAGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11646;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCAGGGCAAGCCAGCTGTGAAATGCAGGCGCTCAACGCCTGCACTGCAGCGGGAACTGCCGAGCTT

GAGTGCGGGAAACGTTGGCGGAATTCGGAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTTGCTAAGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11647;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGGTTTG
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AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGT

AAAGGGAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTA

TGGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11650;tax=d:Bacteria(0.0093),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTAATTTGACTCAACACGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGTCGTTCTTAGTTGGTGGAGCGATTTGTGTGGTTAATTCCGATAATGAATGAGACC

TCAGCCTGCTAACTAGCTACGCGGAGGTTCCCCTTCGCGGCCAACTTCTTAGAGGGACTATGGCCGTTTAGGCCATGG

AAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU11648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.5766),f:Pept

ococcaceae_1(0.3884),g:Peptococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCATGTCCAAGAGAGCAGAGTATGATAACTGATAGTCGGAGGACGGTAGACAGGA

AGGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAGACATAGGGGGCAGGCGTGGTCCGGAATCACTGGGC

GTAAAGGGCGCGTAGGCGGTCTGTTAAGTCTGAAGTGAAATGTCAGGGCTCAACCTTTAACGTGCATCTGATACTGT

CAGACTTGAGTGCGGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Pept

ococcaceae_1(0.4224),g:Peptococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTATCCTCGTCCAAGAGAGCAGCGTCTAGTAACTGCTAGTCTGCGGACGGTAGACCAGAC

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTCCAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAAAGGTAAGGGCTCAACCCGGAACGTGCATCGGATACTGGC

AGACTTGAGTGCGGAAGAGGCAAGTGGAATTCCGAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11651;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:"Porphyromonadaceae"(0.9852),g:Butyricimonas(0.9762); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATACGC



7516 

 

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTAAAGTCAGCGGTAAAAGACTGCAGCTAACCGGGAGCATGCTGTTGAAACTGGAGGCCTGG

AGTGGAGAAGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATGGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11652;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.0710),g:Anaerosporobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGTACAATGGGCGAAAGCCCGATCCAGCGAAGCCGCGTGAGTGAAGAAGTA

TTTAGGTATTTAAAGCTTTTTAAGTAGGGAAGTAAAGGACGGTACCTGACTAAGAAGCCACGGATAATTAGGTGCCA

GCAGCCGCGGCAATATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTGATGCAA

GTCAGGAGTGAAAGCCCAGGGCTCAACCCTGGAATTGCTGTGGACACTGTATGGCTAGAGTGCTGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGAGAAGATCGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGAAGCAGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AGGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGACTTCGGCTTAACCTAGGTAGTGCATCCGAAACCGGGC

GACTTGAGTGCAGGAGAGGACAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11653;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGAAGCAATGACGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCGGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTATGAAGAAGACACGGGGACAAGCGGCATCTACACACTTTAC

CTAACCGTCGCTTCCGATCTACGGGAGGCAACAGAGGATTAGATACCCTGGTA 

>OTU11655;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

CCAGCAAGAGCAGACGCAATACCGCCCGCAATAGCACCAAACATAAATCACCTCACTTAAGTGGCTGGAGACAAATA

ATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCTGCATTTAGTAGCGGTAAAGTTAGACCAAACCATGAAACCA
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ACATAAACATTATTGCCCGGCGTACGGGGAAGTACTTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCA

TGGCGACCATCCAAAGTATAAAGAGCATAGGCAGTCGAGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCA

AACAGGCAAAAAATGTAGAGTCGGCAACAAAAGAAATATCAGCACCAACAGAAACAACCTGAGTAGCGGCGTTGAC

AGAGGTAGACATCTGAATGCAATGAAGAGAACCACCATTACCAGCATTAACCGTCAAA 

>OTU11658;tax=d:Bacteria(0.0058),p:"Thermotogae"(0.0000),c:Thermotogae(0.0000),o:Thermotogales(0.

0000),f:Thermotogaceae(0.0000),g:Thermosipho(0.0000); 

CCTCCTCCCCCTTTCTTCCCCCCTTCCTTTCCTCCGGCTTGCTGTCCTGTCTCAAGGTCCAAAACGTTCTGGCGCTCGCCC

TGGTCGTCCGCCGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAAT

TTTAATTGCAGGGGCTTCGGCCCCTTACTTGAGGATAAATTATGTCTAATATTCAAACTGGCGCCGAGCGTATGCCGC

ATGACCTTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGGCGTCTTATTACCATGTCAACTACTCCGGTTATAGCTGG

CGACTCAGTCGAGATGGACGCCGTTGGCGCTCTCCGTAGTGCTCCATTGCGTCGTGGCCTTGCTATTGACTCTACTGG

AGACATTGTT 

>OTU11656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGAAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGCT

TTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AACGTCACGCCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGCCTAGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTGTGGCTTAACCAAGGAAGTGCATCGGAAACTGTCGG

ACTTGAGTGCAGAAGAGGTAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11660;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCATGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTCCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTCTGTATGTATAATTTGAATAAGGA

TCGGCTAAATACGTGCCAGCAGCTGCGGTAATTCGGAGTAACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTAGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGTCAGTCTAGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTACAACTGACGCTGATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11657;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAATGTTAATACCTTTTCTCATTGACGTTACCCGTAGAA
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GAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGCTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGGTACTGGCAA

GCTTGAGTGACGTAGAGGAGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGATG

GCGAAGGCAGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11661;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTATTGCACGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGATGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGATAAGTCAGGTGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGTGGAAACTGTCAGGCTTGA

GTGCAGTAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11659;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Negativicutes(0.2321),o:Selenomonadales(0.10

15),f:Veillonellaceae(0.0355),g:Selenomonas(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCTCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAATGAGATGACGGTACCATAGGAGGAAGCCCCTGCCTCCTTCGCGC

CAGCAGCCGCGGTAATACGTAGGCTGCCAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGAT

AAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAAA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTATACA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAAAACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTTTGAAGTGAAAGGCTTTGGCTTAACCAAGGAAGTGCATCGGAAACTGTCA

GAATTGAGTTCGTAAGAGGACAATGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11663;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTTCAGAGAAGAACGTTCGTGAGCGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AACGTCTCGGTTCACTACGTCCCAGCAGCTGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGACAAGGGTGATGTGAAAGGCTTTGGCTTAACCAAAGAAGTGCATCGGGAACTGTCAG

ACTTGAGTGCAGAAAAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAATGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTGGTAAACTTCTTTTATATAGAAATAAAGTGCAGTACGTATACTGTTTTGTATGTATTATATGAATAAGGA

ACGGCTGATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACGTGTAAGTCAGATGTGAAAGGCTGCGGCTCAACCGTGAAAGTGCAGTTGAAACTGTGTGTCTTGA

GTACAGGAGAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11664;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTACACTGATTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTCTTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTAGCGGCTCAACCGTAAAATTGCAGTTGATGCTGTCAGTCTTGAG

TTCGGTAGAGGTAGGCGGAATTCGTATTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTGTCAAACAGGATTAGATACCCTGGTA 

>OTU11666;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTATACAGGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACGGTAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTAACTAGACTTCTACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11665;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTTGTAAACTGCTTTTATATGGGAATAAAGTGCACTACGTGTAGTGTTTTGTATGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTTAAGCGAGTCGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGCGGGTACTGGCAGTCTTG

AGTGAGGTCGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACCAGACTGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2184),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGATTGAAGT

ATTTCGGTATGTAAACTTCTCTCAGCAGGGAAGATGATGACGGTACCTGCATAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCTGGCA

AGTCTGATGTGAAACCCTGGGGCTCAACCCCGGGACTGGATTGGAAACTGTTTGGCTGGAGTGCCGGAGGGGTAAG

CGGGATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGC

AAATGACGTTAAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCCTGGTA 

>OTU11670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTAATAATACCAGTG

GCGCAGGCGTCTGCACTGTCTGCCACCGCCGCTGAGGTTCGAACTACTGGGTAGAGCACAGGATTAGATACCCTGGT

A 

>OTU11668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTAT

TTCGGTATGTAAAGCTCTATTAGCAGGGAAGAGAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCAG

CAGCCGCGGTAAATCGTAGGGGGCAAGCGTTAGCCGGAATTAATGGGAGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGATTGCTTTGGAAACTGCATGTCTAGAGTGCTGAAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTTACGGTATCCAACAA

GAACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGCCTGATGTGAAATCCATCGTCTTAACCGAAGAAGTGCATCGGAAACTGGGC

ACCTTGAGTGAAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTT

GCGAAGGCGGCTGTCTAGGCTTCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11673;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTGTTGAATAAGG

ATCGGCTAACCTCGTGCCAGCAGCCGCGGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTCCGGCTCAACCGTAAAATTGCATTTGATACTGGATTTCTTGAG

TACAGTTGCGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTAGGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCTCACGTCCGATGAGAGTACCAGGGGAATA

AGCATAGGCTAGCTCCGTGCCAGCAGCCGCGGTAATACGGGGTATGCGAGCGTTATCCGGATGCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATGCCGGGGCTAAACTCAGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGAGGATGCCGCCGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGGTTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11671;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACATTTGCACATTGCGGTTACCCGCGGA

AGAACCACCGGCTAACTCCGTGCCAGCAGCGGCGGTAATACGTTTGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGGCAAGCCAGATGTGAAATCCCCGGGCTCAACCTCGGGACTGCATTTGATACTGGAGT

GCTTGAGTCTCGTAGAGGGAAGTAGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGG

CGAAGGCGGACTCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU11676;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

GCCGCTGAGGGGTTGACCAAGCGCCGCGCGGTCGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTC

GCCATACTTCAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACAC

CTAAAGCTACATCGTCAACGTTATATTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCA

GATGGATACATCTGTCAACGCCGCTAATCAGGTTGGGTCTGGTGGTGCGGATATTGCTTTTGATGCCGACCCTAAATT

GTGTGCCTGTTTGGTGCGCTTTGAGTCTGCTGCG 

>OTU11675;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0560),g:Roseburia(0.0110); 

AAGGAAGGCAGAAGGGGGGAAGAGGGGAAAAGGGGGGAAAGAAGGAGGGAGAGACGAGGAGTGAGGGAAGAA

GGATTTCGGTATGTAAAGCTCTATGATCAGGGAAGAAGAAAACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTG

CCAGCAACCGCGGTAATAAGTAAGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGACA

CAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11679;tax=d:Archaea(0.0014),p:Diapherotrites(0.0000),g:Diapherotrites_Incertae_Sedis_AR10(0.000

0); 

TGCTTATGGAAGCCCAGCCTTGGGGCTTGAGAAAGAGTATCAATGCCCCACGCCTCCATAGCAGGTTTAAGAGCCTC

GATCCGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGAT

TTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCA

TCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAAGATCAACCACAC

CAGAAGAAGAAGCAGGGACGACAGTAGAAATATCCTGGGCAGTAGCGCCAATAGGAGAAGAGCCATACCGCTGAT

GCTGCGGTTGCT 

>OTU11678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGGAGAACGTTCGTGTGCGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCTGCAATACGTCGGGGCCAAGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCTTTCGGCTTAACCGAAGAATTGCATCGGAAACCGGGTG

ACTTGAGTGAAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU11677;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGGAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGTGGAGGAAGGCCCGGATAACTACGTGCCA

GCAGGCACGATAATACGTAGGTGGCCAACGTTATACGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGATAA

GTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCAGCGGAAACAGTAAGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAGATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGTCGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11682;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATATCGGCATAAAGTGTGACATGTGTACTTTTTTGTATGTATCGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTGGTAAGTCAGTTGTGAAAGTTAGGGGCTCAACAGTAAAATTGCAGTGGATACTGGAGACCTTGA

GTACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTGACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.6350),g:Roseburia(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTG

CCAGCAGCCGCGGTAATAAGTATGGTGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGG

TAAGTATGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGTAAACTAGCGGACTAGAGTGTCGGAGGTGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11683;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCGGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCGCATTGACGTTACCCGAAGAA

GAAGAAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTATTGGGCGTA

AAGCGCACGCAGGCGGTTTGATAAGTCAGATGTGAAATCCCCTGGCTTAACCTGGGAACTGCATCTGATACTGGCAG

ACTTGAGTGTCGTAGAGGGCGGTAGAACTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTGG

CGAAGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCAAGTAGCATGAGGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTTAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAGT

GCAGTAGAGGTGAGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACTCCGATTGCGAAGGCG

GCTCACCGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11686;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACAAGCCAAGTAGCGTGAAGGATGAGGGC

TCTATGGGTCGTAAACTTCTTTTAGATAAGAATAAAGTGCAGTATGTATACTGTTTTGTTTGTATTATATGAATAAGGA

ACGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGTGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTTTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTAAGGCATGCGGAATTCGTGGTGTAGCGGTGTAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCAGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11685;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATGTGAGAATAAAGTGCAGTACGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCGGATTGGTAAGTGAGATGTGAAATTTTGCGGCTCAACCGTAGAACTGCATTTGAAACTGTCAGTCTTGAG

TGCGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAGGC

ATCTCACAAAGCCGTAACTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU11687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1291),g:Syntrophococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAGCCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTTACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCTGTGCA

AGGCTGAAGTGAAAGCCCGCGGCTCAACTGCGTAATTGCTTTCGAAACTGTATAGCTTGAGTATCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGGTAAAAGCGTTGATATTAGGAAGAACACCGGTGGGGAAGGCGGCTTACTGGACGATA

ACTTACCTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU11688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Oscillibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAGTCCACGGGCTCAACGCGTGAACTGCATTTGGAACTGTTCTTCTTGAGTATCGGCGAGGCTATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCAAGACGACA

ACTGACGGTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9775),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCATA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

AATTGAGTGCAGAAGAGGTCAGTTGAACTCCATGTGTAGCGGTGGAATACATAGATATATGGCAGAACACCCGTGG

CGATAGCGGCTGTCTGGTCTGCAACTTGCGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCTCGTA 

>OTU11691;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5632),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAACCAAGTGACGGTACCTGACGTATACGCCACGTCACACTAAGTGC

GAGCAGGCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTACCGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTATACTTCTTGAGTGCTGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGAGATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11692;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Epsilonproteobacteria(0.9726),o:Campylo

bacterales(0.8629),f:Campylobacteraceae(0.7428),g:Campylobacter(0.6200); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACC

CTTCGGAGCGTAAACCCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCATCGGCTAACCCCGTGCCA

GCACCCGCGGCAATACGGAGGGGGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCA

AGTCACATGTGAAATCTAATGGCTTAACCATGGAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGA

TGGAATTGGTGGTGTAGGGGTGAAATTCGTAGATATCAGGAAGAATACCAATTGCGAAGGCGTTCTGCTGGGACTC

ATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11690;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Parabacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAACAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGACTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TACGTAGGCGGGCGAGTAAGTCAGTAGTGAAAGACCGCGGCTCAACCGTGGAAGTGCAGTTGATACTGTTTGGCTT

GAATGCAGCCGCGGCGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCATCTTGCGAGGGGGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11693;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATCCTGTTTTGTATGTATTCTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTGAGTCGTGAAAGTTTGAGGCTCAACCGTAGAATTGCAGTTGAAACTGACAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11695;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9726),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTTGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGTGAGCAACTGTTCACGCAGTGACGGTTTCTAACCAG

AAAGTCACGGATAACTACGTGCCCGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGAAGGCGGATTGATAAGTCTAATGTGAAAGCCTAAGGCTTAACCATAGAAGTGCATTGGAAACTGTCAA

ACTAGAGTGTAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGAAATGCGTAAATATATGGAAGAACACCAGTGG

CGAAGGCGTCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU11694;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGATGAAGGG

CTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCATGCAGTGACGTTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCACGGGAATACGTAAGTGGCAAGCGTTATTCGGATTTATTGGGCGTAA

AGCGAGCGTAGGCGGTTTGATAAGTCTGATGTGAAAGTCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGGCAG

ACTTGAGTGCAGCAGAGGAAGGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATAGGGAAGAACACCAGTGG

CGAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11697;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.

9843),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGGAATAAAGTGCAGTATGTGAGCTGTTTTGCATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTTAAACTGCAGTGCAAACTGGCAGTCTTGAG

TACAGTCGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11696;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4914),g:Roseburia(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAATCCCTGTATAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGTA

AGTCTGATGTGAAAGACCGGGGCTCAACCCCGGTACTGCCTTGGAAACTATCGGACTAGAGTGTAGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAC

TACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11699;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Natrialbales(0.000

0),f:Natrialbaceae(0.0000),g:Natrinema(0.0000); 

ACCTTCCAACGGCCTGTCGCATCATGGAAGGCGCTGAATTTACGGAACACATTATTCATGGCGTCGAGCGTCCGGTTC

ACGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAGAAAAC

GTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGT

CCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTTAAGT

GCAGGGGCTGCGGCCCCTTACTGGAGGATAAATTAGGTCGAATGGTCAAACTGGCGCCGAGCGTAGGCCGCAG 
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>OTU11698;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCACTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGTTGGAATGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCCGTCTTGAGT

ACATTGAAGGTTGGCGGAATTTGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CACACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11700;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGTAATATTGCTCAATGGGCGGGAGACTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGTTTGTAAACTTCTTGTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATCTACTTTATGAATAAGG

ATCGGCTAACTCAGTGCCAGCAGCCGCGCTAATACGGGAGATCCTAGCGTTATACGGAGTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAATTTTCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCGTAAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11702;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAGTCTTGCGGCTCAACCGTAAAATTGCAGTTGTTACTGGATATCTTGGG

TGCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGTTGAAAGGCTTAGGTATCACGAAGAACTCCGATTGCAAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGCGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGACGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAC

AAAGTCCCGGCTAACTACGTGCCAGCCGCCGCGGGAATACATAGGTTGCGAGCGTTATCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATGATTAAGTTGAATGTGAAACCCCCGGGCTCAACTTGGGTGCTGCATTCAATACTGGTTAT

CTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGACTAGGAAGAACACCAGTGG

CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU11701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9934),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTGGAGAAGAGCGTGCGTGAGAGTAACTGTTCACGCAGTGAAGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGTCAGCAGCCGCGGCAGAACGTAGGAGGCAAGCGCTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAAGTCTGTTGTGAAAGCCTTCGGCTTAACCGTAGAAGTGCATCGGAAACCGGG

CAACTTGAGTGCAGTAGAGGACAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCGGT

GGCGAAGGCAGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5273),g:Butyrivibrio(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAAGAGCA

AGTCTGAAGTGAAAACCTGCGGCTTAACTGCAGGATTGCTTTGGAAACTGTTTTTCTTGAGTACTGGAGAGGTAAGC

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGGCTTACTGGACAGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11705;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATCCTGTTTTGTATGTACTGTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGTGGGCTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGGTACTGTCAGTCTTGAG

TGCAGTAGACGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGACTGCAACTGACGCTAAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGAGGATAAAGTGTGCCACGTGTAGCATATTGCAGGTATTCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGATAACACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTTGTAAGTGTGTTGTGAAAGGTCGGGGCTCAACCGGGACATTGCAGTGGGAACTGTCAGTCTTG

AGTACAGTAGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU11707;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Porphyromonadaceae"(0.8505),g:Butyricimonas(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGG

CCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGTTGTCAGTACTTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGACGTTAAGTCTGTGGTAAAAGACTGCAGCTAAACTGCAGCATGCCGTTGAAACCGGGTCCATGGA

GACGCGAAGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTGGGAACCCCGATAGCGAAG

GCAGGTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11709;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATTGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCACTATGTGTACTGTTTTGTATGTATTCTATGAATAAGGAT

CGGCTAACTTCGTGCCAGCAGCCGCGTTCATACGGAGGGTCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTGAGTTGTGAAAGTTTGGGGCTCAACCGGAAAATTGAAGTTGATACTGGATATCTTGAGT

GCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGATAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11708;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTAAAAGTTTTCGGCTCAACCGTAAACGTGCAGTTGTTACTGGATATCTTGAT

GTCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCCGCTGAGCTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11710;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

CCTTTCTTCCTCCTTTCGGCCTCCTTTTCCCTGGGCGCGCGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTA

TGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGCTATGGATACCCGTTTGTATGTACTTTATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGATGGTTGTTTAAGTTAGTTGTGAAAGTTTACGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACA

GTAGAGGTAGGCTGAATGCATGGTGTAGCGGTGAAATGCTTATATATCACAAAGAACTCCGATTGCGAAGGCAGCTC

ACTAGACTACAGCTGACCCTGATGCTCGAAAGTGTGGGTATCAAACAGGTTTAGATACCCTTGTA 
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>OTU11712;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTCGCGTGAATGATGACGGC

CCTATGGGTTGTAAACTCTTTTTATAAAGGAATAAAGTCGGGTATGGATAGCCGTTTGCATGTACTTTATGAATAAGG

ATCGCCCAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTTAAAATTGCAGTTGATGCTGTCAGTCTTGAG

TACAGTAGAGGTGAGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11714;tax=d:Bacteria(0.0024),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

GCGTATCCAACCTGCAGCGTTTTATCGCTTCCATGACGCAGACGTTAACACTTTCGGATATTTCTGATGAGTCGAACCA

TTATCTTGATAAAGCAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAA

ATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACT

GACGCGTTGGATGAGGAGAAGTGGCTTAATATGCTTGGCACGTTCGTCAAGGACGGGTTGAGATATGAGTCACATTT

TGTGCATGGTAGAGATTCTCTTGGTGACATTGTAAAAGAGCGTGGAGGACTAT 

>OTU11711;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Porphyromonadaceae"(0.4563),g:Parabacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAATGA

CCTACGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCGACGCGTCGTGCTTTGTATGTACCGTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTCCTTTAAGTCAGCGGTGAAAGTTCGTGGCTCAACCATGAACTTGCGATGGAAACTGGGAGACTTGA

GTATGTGTGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGGCCGAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11713;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9740),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTGGGAGAAGAAGGAGCGTGAGAGTAACTGTTCATGCACTGACGGTATCCAACCA

GCAAGACCCGGCTAACTACGTGCCAGCAGCCGGGGTAACACGTTGGTGGGAAGCGTTATCCGGATTTATTGGGCGT

AAAGTGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCATCGGAAACCGTG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTA

GTA 
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>OTU11715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGGAAAGCTCTGTTGTTGGGGAAGAAAGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGTCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATACGCTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGGTTAGGCGTGATGTGAAAGGCTGCGGCTTAACCGAAGAAGTGCGTCGGAAACTGGG

CGACTTGAGTGAAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATGTAGCGACGCCGCGTGAGGGAAGAAGGA

TCTCGGTATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGAAGGCA

AGTCAGATGTGAAAACCCGGGGCTCAACCCCTGGAGTGCATTGGAAACTGTTTGTCTTGAGTGCCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCAGAACAAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGCCGTAAACTGATTTTTTAGGGGAATAAAGCTAGTCACGTGTGGTTATTTGCATGTACCCTACGAATAAGG

ACCGGTTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTTTGGTAAGCGTGTTGTGGAATGTCCGGGCTCAACCTGGGCACGGCAGCGCGAGCTACCAGACTTG

AGTGCACAGGAAGCAGGCGGAATTCGTGGTGTAGCAGTGAAATGCTTAGTTATCACGAAGAACTCCAATTGCGAAG

GCAGCTCTCTGTAGTGTTACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11719;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GCCCAATCTGACCAGCACGGACGCCACGATGGGAACGGTCCTGCGGCCTACGCTCGGCGCCCGTTTGAATATTAGAC

ATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCT

TTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTGTTTTACCTTTAGACATT

ACATCACTCCTTCTGCACGTAATTTTTGACGCACGTTGTCTTCTGCGTCAGTAAGAACGTCAGTGTTTACTGCGCGTAC

ACGCAAGGTAAACGCGAACAATTCAGCGGCTTGAACCGGAC 

>OTU11718;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCAGGAAGAAGGC

CCTATGGGCTGTGAACTGCTTTTATCTGGGGATAATAAGGGCGACGTGTTCGTCCGTTGCAGGTACTGGGTGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCCGTGCATTAAGCGTGACGTGAAATGCCGGTGCTCAACACCGGGGCTGCCCTTGGAACTGTCGCGCT

GGAGTGAGGATGACGCGGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCG

AAGGCAGCCGACGAGTCCGTAACTGACGCTAAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTGTAAAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTAATGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTGTAAGTCAGTTGTTAAAGTTTGCGGCTCAACCGTATGATTGCAGTTGATACTGTATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGCTTGCGAAGGC

AGCCTGCTACTCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11721;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAATGATGACTGC

CTTCTGGGTTTTAAACTTCTTTTATAAGGAAGTAAAGTCGGGTATGGATACCCGTTTGCCTGTACTTGATGAATCAGGT

TCGTCTGTTCCCGTGGCAGCAGCCACGGTAATACGGAGGATCTGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTCTGGGGCTCAACCGTGAAATTGCATTTGATACTGGATATCTTGAGT

GTAGTAGAGGAAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCGATTGCGAAGGCA

GCCTGCTAAGCTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCTGAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCA

GAAAGTCACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAGGTGTGATGTGAAAGGCAGCCGCTTAACCGATGAAGTGCATCGGGAACCGGG

AGACTTGAGTGAAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTAAAGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU11725;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 
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CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCTCGCCTGCCCCCTCCAAGTCGCGTGAAGGATGAAGGTCCTATG

GATTGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTCTGTATGTATTATATGAATAAGGATCGGCA

AACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGG

TGGACTGGTAAGTCAGTTGTGAAAGTTTACGGCTCAACCGTGAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTA

GAGGTGAGCGGAATTCGTGGTGTAGCGATGAAATACTTAGATATCACGAAGAACTCCCATTGCGAAGGCAGCTCACT

GGGCTACAACTGATACTGATGCTCGAAGGTGTGAGTATCAAACAGGTTTAGATACCCTTGTA 

>OTU11723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTG

CGTAGGTGGTCCATCAAGTCGGTGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGT

GCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATGATGGCGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTGACTAA

GTGGGATGTGAAATACCGGGGCTCAACTTGGGTGCTGCATCGCAAACTGCATATCTAGAGTGTAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGAGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11727;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Thermales(0.0000),f:Thermaceae(0.0000),g:Meiothermus(0.000

0); 

GGGATTGTTTGCGAGCGCTGTGGTGTGGAGGTGACCGAGAGCCGCGTGCGTCGTCACCGCATGGGCTTCATCAAGC

TCGCGGCCCCCGTGTCCCACGTCTGGTACCTCAAGGGCATCCCCAGCTATGTGGCCATCCTGCTGGACATGCCCCTGC

GGGACGTTGAGCAGATCGTTTATTTCAACTGCTATGTGGTGCTGGATCCCGGTGACCACAAGGACCTGAAATACAAG

CAGCTTCTCACCGAAGATGAGTGGCTGGAAATCGAAGATGAGATCTACGCCGAAGATTCAGAGATTGAAAATGAGCC

CGTTGAGGGCATCGGCGCCGAGGCTCTCAGGCAGTTGCTTGAAGATCTCACCCTCGACGAGGTGGCCGAGCAGCTG

CGCGAGGAGATCGGCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGATCAAGCGCCTGCG 

>OTU11726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCCAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATAACCGTTTGAATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTATATTGATGTTTAAGTCAGTTTTGAAAGTTTGCGGATCAACCGTAAAATTGCATTTGATACTGGAAATCTTGAG

GGCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTAAAATGCTAAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATGGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11728;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Burkholderiaceae(0.0000),g:Pandoraea(0.0000); 

CGTGTGACTCATTAGCCTTGCGACCCTCGGCAGCAAGAACCATTCGACCAATATCACGCCACTAGTCACGCAAAGCCT

TGGGATTCTCATAACACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCAT

GAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATC

TTGAACACTCATCCTTAATACCTTTCTTGTTGGGGTAAGTATACTCATCGCGAATATCCTTAAGAGGGCTTGCAGCAGC

CAGCGTGCGGCAAAACGGCGTAACCGTCGTCTCGTT 

>OTU11730;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGGGCCCGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATAGGAATAAAGTCGTGTATGTATACGCGTTTGTATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

TGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATGTCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAGGCTGTCACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11731;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGG

CTTCGGGTTGTAAAGTACTTTCATCTGGGAGGAAGGAAGTAAAGTTAATACCTTTGCTCATCGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTACCAGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGTTCAAGCTGGGAACTGCATCGGATACTGGCA

AGCTTGAGTCTCGGAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11729;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Gammaproteobacteria(0.6730),o:"Entero

bacteriales"(0.3319),f:Enterobacteriaceae(0.1679),g:Escherichia/Shigella(0.0230); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGT

ATAGGGCGTGTAGGCGGCTTTATAAGTCTGGAGTGAAAGTCCTGTTTTCAAGATGGGAATTGCTTTGGATACTGTGG

GGCTTGAGTGCAGGAGAGGTTATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGT

GGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAA

GTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11734;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCATTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCTCTGTAATACTTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGATTAGGTCTGATGTGAAAGCCTTAGGCTTAACCGAAGAAGTGCATCGGAAACCGGGA

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGCCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Erysipelotrichia(0.8331),o:Erysipelotrichales(0.6

138),f:Erysipelotrichaceae(0.4224),g:Erysipelotrichaceae_incertae_sedis(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCTTGGTGAAAATGATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGTGCGTAGGCGGTACGGTA

AGTCTGTAGTAAAAGGCGGCAGCTCAACTGTCGTAGGCTATGGAAACTGTCGAACTAGAGTGCAGAAGAGGGCGAT

GGAACTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGTCGCCTGGTCTGTA

ACTGACGCTGAAGCACGAAAGCGTGGGGAGCAAAGAGGATTAGATACCCTGGTA 
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>OTU11735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGCTCACGCAGTGACGGGATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCAGCACCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTGGCTTAGGTCTTATGTGAAAGCCTTCGGCTCAACCGGATCATTGCATTGGAAACTGTTGA

CCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CCAAGTCGGCTCTCTTGTCTGCATCTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAAGAGGAAGCCCCGGCTAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGGAGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGGTAAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGGGT

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTTGCGAAGGCGGCCCTCTGAACTGTGA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11737;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Burkholderiales_incertae_sedis(0.0000),g:Leptothrix(0.0000); 

AAAGCTGTTGCCGATACTTGGCACACTTTCTGGAAAGACGGTACAGCTGATGGTATTGGCTCTAATTTGTCTAGGACC

TCACCGTCAGGATTGACACCCTCCCAATTGTATGTTTTCATGCCTCCAAATCTTGGAGGCTTTTTTATGGTTCGTTCTTA

TTACCCTTCTGAATGTCACGCTGATTATTTTGACTTTGAGCGTATCGAGGCTCTTAAACCTGCTATTGAGGCTTGTGGC

ATTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACCGCATCAAGCGCTTGGAAGAGAGTC

GGTCTTTTCGTATGCAGGGCGTGGAGTTCGATAATGGTGAGAGGTATGGGGACGGCCATAAGGCGGCTTCTG 

>OTU11738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.7787),g:Clostridium_XlVa(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTTAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCACGTCTCACTACGTTCCAG

CCGCCGCGATACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCAAG

TCTGAAGTGAAAGGCCGGGGCTCAACCCCGGTACTGCGTTGGAAACTGTTAGACTTGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1299); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGCAGGAAGAAGTC

CTTCGGTTTGTAAAGCTCTATCTTCAGGGACGATAATGACGGTACCTGAGTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAAAACCCGGGCTGAACTTGGGGGCTGCATTTCAAACTGGAAGACTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACATCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGATGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCTACCA

GCAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGAAGGTGCCGAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACATTGGTGCTGCATTTCAAACTGATTA

TCTAGAGTGCGGGAGAGGAGAGAGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTG

GCGAAGGCGACTCTCTGGATTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11740;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGACTAATGCAGCCATGCCGCGGGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATAACTTTGCTCATTGACGTGACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGAAGCCGCGGTAATACGGAGGGGGCAAGCGTAAATCTGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTTAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAAGTCCAGGTGTAGCGGTGAAATGCGTATAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11743;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGAAGGCAGCAGGGAGGAATATTGGTCAATGGGCGCTAGAGTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAAGTTCGTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTCGTGAAAGTTTGCGACTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCCCCTACCACTCATGCTCCCGAGTGTCGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU11745;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Euba

cteriaceae(0.4914),g:Eubacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAGGCCCTGATGCAGCGATGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGAAAATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGAGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGAACTGCATTGAAAACTATGAAGCTAGAGAGTCAAAGAGGTAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11744;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCGGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGAAACGGCTAACTACGTGCCAGCAGCCGCGGTAAGAAGGGGGGTGCGAGCGTGATCCGGATTCATTGGGTTTAAA

GGGTGCGGAGGCTGTGCGTCAAGTCAGGATTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGC

TTGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATCGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11742;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Erysipelotrichia(0.2902),o:Erysipelotrichales(0.1

249),f:Erysipelotrichaceae(0.0457),g:Turicibacter(0.0110); 

CCTTCCTTCCTCCTTCTTTCCTCTTCTTCCCTTTTCTCCCGCCTGCCCGCTCCACGCCGCGTGAATGATGAAGGCCTTCGG

GTTGTAAAATTCTGTTCTAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAGACAGC

CACGGCTCCCTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACCGGGTGTAAAGGGC

GCGTAGGCGGGATGGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATGGGAAACTGTCGTTCTTGA

GTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11746;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Clostridium_III(0.0326); 

ACGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAAGCCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGTGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATGCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11748;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGACGGGATAGTAAGTTAGTTGTTAAATCCCTAGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAG

TGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGG

CGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11747;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Porphyromonadaceae"(0.9294),g:Butyricimonas(0.8605); 

ACGGGAGGCAGCAGTGAGGGATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGC

TCTATGGGCCGCAAACCTCTTTTGTCAAGGAAGAATAAGGCTGACGAGTCATTCCATGCCGGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGCCAGCGGTAAAAGAGTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGGCCTGGA

GTGGAGACGAGGGATGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTACTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGAAGGT

CCTATGGGTTGTAAACTGCTTTTATAGGGGGACAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGTTTTATAAGCCAGTGGTGAAATGTAAGGGCTCAACCTGTGCATTGCAGTGGAAACTGTGAGACTTG

AATGCGGAGGCTGTGGGAGGAATGTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTACTGTACCGTGACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11749;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGAGCGTAGGCCGGAGATTAA

GCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGAGTACGCACAAAGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCAA

GTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTCGAAACTGTATTTCTTGAGTACTGGAGAGGCAATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGCAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11752;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGC

AAGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11753;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Betaproteobacteria(0.5195),o:Burkholder

iales(0.2679),f:Comamonadaceae(0.1098),g:Schlegelella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTGTTGTCAGGGACGAAAAGTCGTATTTGCACAAAGTACGATGCGGACGGTACCTGAAGA

ATAAGCACCGGCTAACGAAGTGCCAGCAGCCGAGGCAATACGTAGGGTGCAAGCGTGAATCGGAATTACTGGGCGT

AAAGCGTGCGTAGGCGGTTGGATAAGTCGGATGTGAAATACCCGGGCTTAACCTGGGAACTGCATTTGTAACTGTCT

GACTGGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATG

GCGAAGGCAGCTCCCTGGGGCATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGGAGTGCAAGTCAGATGTGAAATCCATGGGCGTAACCAATGAACTGCATATGAAACTGTATT

TCTTGAGTACGGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGG
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CGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11756;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTG

AGTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCGAGAGCGCTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.7068),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAACGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGGGAAATGTCGGGGCTCAACCTTGGCATTGCAGTGCGAACTGGCAGGCTTT

AGTTCGCCGGAAGTAGGCGGAATTCGTCGTGTAGCGGGGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTTACGCTGAAGCTCGAAAGCGTGGGTAACGGGCAGGATTAGATACCCTGGTA 

>OTU11757;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCTGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAG

TACAGACGAGGTAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11758;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATTGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCCGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTTAAATGTCGGGTCTCAACCTGGGCATTGCACCGCGAACTGGCAGACTTGA



7543 

 

GTGCACGGGAAGTAGGCGGAATTCGTCGTGTAGCGCAGAACTCCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.5273),g:Roseburia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGGTTAAAGGGAGCGCAGGCGGTACAGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGGTCTAGAGTGTGGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCATACTGGACGATT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Roseburia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCCATCAACAGGGACGTAACAAATGACGGTTCCCGCATAAGAAGGCCCGGCTATCTACGTGC

CAGCAGCCGCGGCAATCCGGAGGGAGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGC

TAAGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGGTCATCTAGAGTGACTGAGGGGTA

AGTGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGCCG

ATAACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Negativicutes(0.9812),o:Selenomonadales(0.97

98),f:Veillonellaceae(0.9868),g:Allisonella(0.9085); 

CCTTTCTTCCTCCTTTTTTCCTCTTCCTCCCTGTCCTCCAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGTCTTCG

GATTGTAAAGTTCTGTGATCCGGGACGAAGGCATTGATTGAGAACATTGATTGATGTTGACGGTACCGGAAAAGCAA

GCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAG

CGCGCGCAGGCGGCCGCGCAAGTCCATCTTAAAAGCGTGGGGCTTAACCCCATGGGGGGATGGAAACTGCAGGGCT

GGAGTGGCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCG

AAGGCGACTTTCTAGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11762;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4563),g:Roseburia(0.1299); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGAACGTAAAACTCTATCAGCAGGGAAGAACAAATGACGGTACCTCACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCAGCGGTAATACGTAGGGAGCAAGCGTGATCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGAAGGC

TAAGGCTGATGTGAAAGCCCGGGGCTCAACCGCAGTACTGCATTGGAAACTGGTCATCTTGAGTGTCGGAGAGGTG
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AGTGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11764;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCTGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTATTTCGGAAGGTCAGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAAGTTCGGGGATCAAACTGGGCATTGCAACGCGAACTGGCAGACGT

GAGTGCGAAGGAAGTAGGCGGAATTCGTCGTGTGGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),g:Natr

anaerovirga(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCTTGTGGGACGATAATGACGGTACCACAGGAGGAAGCAACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGAACGCAA

GTCAGATGTGAAAGACCACGGCTCAACCGTGGTACTGCATTTGAAACTGTGTTTCTTGAGTGCAGGAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTAA

CTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11766;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGGAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

AAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGC

AAGTCAGATGTGAAATCCATGGGCTTAACCCATTAACTTCATTTTAAACTGTATTTCTTGAATACTTGAGAGACAATCT

GAATTCCTAGTGTAGCGGTTAAATGCTTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGATTGCTAGACAGCAAC

TTACGGTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGTTA 

>OTU11763;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0457),g:Butyricimonas(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAAGTGCGTGGTGCTAATCAGCCATGTATTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTA

AAGGGCGCGTAGGCGGGACGCCAAGTCAGCGGTAAAAGACTGCAGCGAAACTGTAGCACGCCGTTGAAACTGGCG

ACCTGGAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGAGATCTGGAGGAATACCGGT
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GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11767;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Betaproteobacteria(0.7881),o:Burkholder

iales(0.5023),f:Sutterellaceae(0.3204),g:Sutterella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCCGTCTTAT

AAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCATTTGTGACTGCAGGACTAGAGTTCATCAGAGGGGG

GTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGCGAAGGCAGCCCCCTGGGATG

CGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2184),g:Ruminococcus2(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TCTCGGTATGTAAAACTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGTCA

AGTCTGATGTGAAAACCCGGGGCTCAACCGCGAGAGTGCATTGGAAACTGTTTATCTTGAGTGCCGGAGGGGTAAG

TGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AGCTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 

>OTU11771;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAAACAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTATTGTGGAATGTCGGGGCGCAACCTGGGCAGTGCAGCGAGAACTGGCAGACTT

GAGTGCACGAGAAGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GTCAGCCTGCTGTAGTGAAACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACATGATTAGACACGCTGGTA 

>OTU11768;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGCAGACGGGCTGTTAA

GTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGAGTGCGGTTGAGGCAGGC
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GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCTTTCCAGCACGCCA

CTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11769;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCGGCTTTGC

AAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11772;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAACGGGCGCCACGCGTGGCGCAGAGGAGAGTACCCGGAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGGCTGCTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGCGGTCT

TGAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATACCACTCAGAACACCGATTGCGA

AGGCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAGCAGGATTAGATACCCTGGTA 

>OTU11773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.5991),g:Ruminococcus(0.3479); 

ACGGAAGGCAGCAGTGAGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTTTCGAGGGACGATAATGACGGTACCTCGGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATTGCA

AGTCAGGTGTGAAATGCAGGGGCTCAACCCCTGAGCTGCACTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11775;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9993),c:Spirochaetia(0.9979),o:Spirochaetales(0.99

73),f:Spirochaetaceae(0.9980),g:Treponema(0.9932); 

ACGGAAGGCAGCAGTGAGGAATAAGCGGGACAGGGAATGGTTCCGCGGTGACTGTAGATTATGAATAAGCACCGG

CTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTAAAGGGCACGCA

GGCGGCTTTGCAAGCTTGGTGTGAAATCTCAGGGCTCAACCCTGAAACTGCATTGAGAACTGCATGGCTAGAGTTAG

TGAGGGGAAACCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGGCGAAGGCAGGT

ATCCAGCACATAACTGACGCTCAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU11774;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTGCGGATTGCAAAGATCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCTTAGGCTGCAGAGC

AAGTCAGATGTTAAATCCGTGGTCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAAAGGCAGGC

GGAATTGCCTGTGTAGCGGGGAAATGCGTTGAGCGAGGCAGGAACACTAGTGGCGAGGGCGGCCTGGTGCGCTTT

ATCTGTCGCTGAGGTACGAGAGCGCTGGTAGCCAGCAGGATTAGTTTCCCTGGTC 

>OTU11776;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCGTCTAGGTGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAA

CTAGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11777;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGAAGCAGCCACGCCGCGTGAACGATGACGGC

CTTCGGATTGTAAAGCTCTTTTTTTACGGACGAAGAAGTGACGGTACTTAACGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGGAGCCAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGGGGGCTTAACCCACGAACTGCATTTGAGACTGTTGTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTGT

AACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11780;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_I(0.0000),g:GpI(0.0000); 

ATGTGACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTCAGCCACTTCTCCTCATCCATCGCGTCAGTT

TTTGACAGAATCGTTTTTTTATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCTAGCTGCGCAAGGACAGGTTGACTTTT

CTCATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTC

GACTCATCAGAAATATCCGAAAGTGTTAACTTATGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCAATC

ATTTTTATCGAAGAGCGCATAAATTTGAGCAGATCTGTCGTCACAGGTTGCGCCGCCAAAGCGACGGCGACAGTAAC

TTTTCACAGCCTCAACCTCAT 
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>OTU11779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Dorea(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACCTCTATCTTCGGGGAAGAAAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTTAGCAA

GCCAGATGTGAAAGCTCGGGGCTCAACCCCGGAACTGCGTTTGGAACTGTAGTGCTAGAGTGGCGGAGAGGCAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11778;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Solitalea(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCGGGGGGAAATAAGGGGGTCGCGCACGGCCGATGAGAGTACCAGGGGAAT

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAGGGGGGATGGGAGCGTTATCCGGATTGAGTGGGTTTAA

AGGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCCGGGCTCAACTTCGGGGCTGCCCTTCATACTGTAGCG

CTGGAGTGCGGATGCCGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATTTGGCTAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11783;tax=d:Bacteria(0.0076),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquifi

caceae(0.0000),g:Hydrogenivirga(0.0000); 

GGCTTACTTTGCCTCAACGCGGGGAAACTTATCAGGTCCAGACATAGTAAGGATTGACAGACTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAACTAGCTATGTGGAGGTATCCCTCCACGGCCAGCTTCTTAGAGGGATTATGGCCTGTTAGGCCACGG

AAGTTTGAGGCAATAACAGGTCTGGGATGCCC 

>OTU11781;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0423); 

ACGGGAGGCAGCAGTGGGAGATATTGCGCTAAGGGGGCAACCCTAACGCAGCGACGCCGCGTGAACGATCAAGGT

CTTCGGATTGTAACGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAACCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCG

AGTCAGATGTGAAATCCGTGGGCTTAAACCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGTTAGTGAGGAACACCCGTCGCGCACGCAGCCCGCCGCGCTTTCC

CTGCCCGTCGCTCATGAGAGCTTGGGGAGCCAGCAGGATTAGATACCCTGGTA 

>OTU11782;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Ruminococcus(0.0230); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCA

AGTCAGGGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAATGCGGATGCTGTGG

GAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTGCCAGCGCG

CTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Lach

nospiraceae(0.8864),g:Blautia(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAACTATATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCGGGGGCTCAACCCCGGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTC

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11786;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3043); 

ACGGGAGGTAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGGGAATAAAGTGACCTACGTGTAGGTTTTTGCATGTACCGTAAGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGCTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTTTAAGCGTGTTGTGAAATGTAGGCGCCCAACGTCTGCACTGCAGCGCGAACTGGATGACTTGA

GTACGCACGAGGCTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGGCCAGGGCGCAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATCCGGGGAAGCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGCGTCTTGA

GTACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.1735); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

TTTCGGATTGTAAAGTTCTTTTATTAAGGAAGAAGATGTCACTACACTTAATAAATAACCTCCGTCTATCTACGTCCCA

GCAGCCGCTGTTATACGTAGGGAGCAAGTGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTGTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11789;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTCCTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGATAATACTTAGGGAGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCAACGAACTGCATTTGAAACTGGGTTGCTTGAGTGAAGGAGAGGAAGG

AGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11790;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCCGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CTTACGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGCGTATGCGTAGAATAAG

CATCGGCTAACACCGTGTCAGCAGCCGCGGTTATACGGGGGATGTGAGCGTTATCCGGACTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTGAGCGGTGAAAGACTGGGGCTCAACCCTGGAGGTGCCGTTGAAACTGTATGGCTG

GAATGAACCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACTAAGAACACCAGTTGCGAA

GGCGTCTCGCGGGAGGGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11792;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

AGAAGTTTAAGCTTGCTGAGGGTCAGTGGTATCGTTATGCGCCCTCGTATGTTTCTCCTGCTTATCACCTTCTTGACGG

CTTCCCCTTCATTCAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGATTATGACCAGTGT

TTCCAGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGCCGACCACTC

GCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGGGAGGTTATAACGCCGAAGCGGTAAAAATTGTAATGGTTG

CCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTGTGCGGCTGAGGAGTTTAATCATGGTTCAGAC 

>OTU11788;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Ruminococcus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGGGCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGAACGATGACGGT

CTTAGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTAACGGTACTTCATGAATAAGCTCCAGCTAACTACGTGCC
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AGCAGCTGCTGTCATACGTACGGCGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTGTTGCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCTTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGTCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11791;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAATGCCGCGCGAACGATGAAGGT

CCTCTGATTGTAAAGCTCTTTTATTAAGGACGAAGTAGTGACGGTACTTAATGAATAAGCTCCTGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGGTGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAAATGCATTTGAAACTGTTTTGCTTGAGTGAAGAAGAGGCAGGC

GGAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGAGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11794;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACATTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTCCTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGGAATGTCGGCGCTCAACGTCTGCAGTGCAGCGCGAACTGGGTTGCTTG

AGTACGAACAAAGTGGGTGGAATTCGTAGTGTAACGGTGAGATGCTTAGATATCACGAAGAACGCCGATTGCGAAG

GCAGGTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGGCGGC

CCTATGGGTTGTAAACTGCTTTTCTAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGTCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTTGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAACCCCGATTACGAAGA

CAGCTTGCGAAAGCGCTACTGACGCTGTAGCTCAAAGGTCCGGGTATTGAACAGTATTAGATACCCTGGGA 

>OTU11795;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0355),g:Dorea(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAAGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGTGGGTGAA
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GCGTGTCGTGAAATTCCGTCGCTCACCGGCGGACGTGCGGCGCGAACTGGTCCACTTGAGTACGCGGGACGTTTGCG

GAATTCGTGGTGCAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGATGCCCGGAGCGCAA

CTTACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11796;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCAGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCAGTATGCGTCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAAGGGT

GCGTAGGTGGCCTTTTAAGTCAGCGGTGAAGGTTTGTTGCTCACCCATAAAATTGCCGTGGAAACTGGAGGGCGTGA

GTATGTGTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCTTGACAAGCCATAACTTACATTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11798;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Blautia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGC

AAGTCTGAAGTGAAAGGACGGGGCTTAACCCTGTGACTGCTTTGGAAACTGTGTAGCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11797;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0710),g:Coprococcus(0.0157); 

ATGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATAAGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAGC

AAGTCAGAAGTGAAATACATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTGCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1679),g:Coprococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCAACAGGGACGAAACAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGTGGTAAG

GCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGG
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CAAGCGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGG

CTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACTTCTTTCAAGAGGGAAGAGCAGAAGACTGTACCACTAGAATACGCCACGTCTAACCACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGC

AAGTCAGATGTGAAATCCATGGGCTTAACCCATGTGCTGCATTTGAAACTGTATATCTAGAGTGCTGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGC

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11802;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTTTGGTATTCCAAAGGGCATGCCTGTTTGAGCGTCATTTCTCCC

TCAAACCCTCGGGTTTGGTGTTGAGCGATACGCTGGGTTTGCTTGAAAGAAAGGCGGAGTATAAACTAATGGATAGG

TTTTTTCCACTCATTGGCACAAACTCCAAAACTTCTTCCAAATTCGACCTCAAATCAGGTAGGACTACCCGCTGAACTTA

AGCATATCAATAAGCGGAGGA 

>OTU11801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCAA

GTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTAGAGTGTCGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11803;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTGCTGGGGAGCAATAAGGGTTACGCGCTTACCCGATGAGAGTACACAGAGAATAA

GCATCGGCGAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATGCGAGCGTTATCCGGAGTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGTAAGTCAGATGTGAAAGGTCCGCGCTTAACGCCGGAACTGCCTTTGATACTGCCGTGCTA

GAGTGCGGGTGCGGTAGGCGGAATGACTGGTGTAGCGGTGAAATGCATAGATATCAGTCAGAACACCGATTGCGAA

GGCAGCTTACGAAACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 



7554 

 

>OTU11805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTACGGGCTGTAAACTGCTTTTAGGCGGGGGTACAGGGGCGCACGTGCTGCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCTGAGGTGAAAGCCGGCGGCTCAACCGTGGGCCTGCAGTGGAAACTGGTGGGC

TTGAGTGCGGGAGAGGGAGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCG

AAGGCAGATGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11804;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1485),g:Coprococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGACGGGCTGTTAA

GTCAGCTGTGAAATGCCGCGGCTCAACCGCGGACCTGCAGTTGATACTGGCGGCCTTGAGTACGCTGGAGGTAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCAGCCTACCGTAGCGGC

ACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAATCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTGTCATATTGCAGGTACCCTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCCGTCTTATAAGCGAGAGGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGAGCGGAGGAAGTAGGAGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCAGCTTGCGAGAGTGCTACTGACGCTGAAGCTCGAAGGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11810;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGCGTGATGAAGGC

TTTATGATCGTTAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCTATGGAGGATGCCACGGCTAACGACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCATTCCAAACTGGGTATCTAGAGTGCAGGCGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTGACGGGACTGT

AACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11809;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9805),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCCACCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCCGCCCCGGTAATACGTATGTTGCAAGCGTTATTCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTTATGTGAAAGCGTTTGGGTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11807;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ococcaceae_2(0.1098),g:Desulfotomaculum(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTAACC

TAAGCAGGGGGTGAAAGGCAAAGGCTTAACCATTGTCAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11808;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2524),g:Robinsoniella(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCTCAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGA

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGGATGCA

AGTCTGGTGTGAAAGCTCAGGGCTCAACCGTGAGACTGCATTGGAAACTGTATGGCTAGAGTACAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGGTA 

>OTU11812;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XI(0.0000),g:GpXI(0.0000); 

TGGTCACCAATTTTAATTGCAGGGGCTTCGGCCCCTTACTTGAGGATACATTATGTCTCCTATTCAAACTGGCGCCGAG

CGTATGCCGCATGACCTTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTATTACCATTTCAACTACTCCGGT

TATCGCTGGCGACTCCTTCGAGATGGACGCCGTTGGCGCTCTCCGTCTTTCTCCATTGCGTCGTGGCCTTGCTATTGAC

TCTACTGTAGACATGTTTACTTGTGATGTCCCTCATCGTCACGTTTATGGTGAACAGTGGATTAAGTTCATGAAGGAG

GGTGTGAGGGCCACTCCGCTCCCGACTGTTAACACTA 
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>OTU11811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTAGGCTCGTAAAGCTCTGTTGGCAGTGAAGTAAGATATAGGTAGTAACTGGCCTTTCTTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGTGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCGACCGGAGAATTGCATCGCAAACTGTTGAA

CTTGAGTGTAGAAGAAGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACTCCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.3884),g:Intestinimonas(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATGAGGGACGAAGGAAGTGACGGTAACTCATGAATACGCTCCGGCTAACTACGCGC

CAGCAGCCGCGGTAATACGTACGGACCGCCCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAAGC

AAGTCAGATGTGAAAACCAGTGGCTTAACCGATGGACTGCATTGGAAACTGTGTGTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTGAAAGCCTTTGGCTTAACCAGAAGAGTGCAACGGAAACTGTCA

GACTTGAGAGCAGAAGAGGACGATGGGACTCCATGTGTGGCGGTGGAATGCGTTGATATATGGAAAAACACCAATG

GCGAAGGCGGCTGTCTGGTCTGCAACTTGCGCTGAGGCTCAAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATCCAGCGACGTCGCGTGAAGGATGAATGCT

TTAGGTGTTGAAACTTCTATTTGCAGGGAAGAAAATGGAGGTACCTAAATAATAAGCTACGGCTCACTACAATACGG

ACGGCGCGGTACTACGTAGGTGGCGAGGGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGCTGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCATGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU11816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGGTAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAAACA

GAAAGTCAAGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGATTAGGTCTGATGTGAAATCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGGAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11817;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGCTAGCCTGATCCAGCCACGTAGCGTGAAGGATGAAGGCT

CTCTGGGTCGAAAACTCTATCAACAGAAGAGTAAAGTGCAGTATGTATACTGTATTGTCAGTATTACATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGTGTTATCCGGATTTATTGGGTTTAAGGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAG

TGCAGGAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGGC

GGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11820;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

CGGTCTGGCAACGTACGGATTGTTCCGTAACTTGACTCATGATTTCTTCCCTATTAGTGGTTGAACAGCATCGGACTCA

GATAGTCATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGT

CCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATG

GCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAAGTTTCTCATATTCCGCCAGCAGTGCA

CTTCGAGGTAAGGCGTAAACAAGCAGTAGTAAGTCCTGCTTTATCAAGATAAGTGGGAGACGCATAAGAAATATCAA

AAAGG 

>OTU11818;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCACAGAA

GAAGCACCGGCTAAATCCGTACCAGCAGCCCCGGTACTACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGTAGGCGGTTTGGTAAGTCAGTTGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCTGATACTGGCAG

GCTTGAGTGTAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCGGTG
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GCGAAGGCGGCTCCCTGGACAAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11819;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5273),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTTGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGCGTGCAACTGTTCACGCAGTGACGGTATCTATCCAG

AACGTCACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATGTGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCGGAAGAGGACGGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGATGG

CGAAGGCGGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTTAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCATGCATTGACGGTATCCAACCAG

AACGTCTCGGCTCACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGGCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11821;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGTGTGAAGAAGGCT

TTCGGCTTGTAAAGTACTGTCGTTAGAGAAGAACGTGCGTAAGTTCAACTGTTTACGTATTGACGGTATCTAACCAGA

AAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAACCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGGCAGA
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CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11824;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGA

TTTCGGATTGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCATTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAAGGTTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGTACTGCATTGCAAACTGCTGAGCTAGAGTGCTGGAGGGGGAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11825;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1291),g:Blautia(0.0181); 

CCGTAATTCCGCCTTAGTTCCTATTGTTCCATGGGCGCCAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGTTTT

CGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTACCTACGTGCCA

GAAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAAGCA

AGTCAGATGTGAAAACCAGTGGCTCAACCACTGGCCTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11826;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTTTCTTTGGGGAAGATAATGACGGTACTCAAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTTAAATGTGAAATACCAAGGCTTAACCTTGGTGCTGCATTTAAAACTGGTAATCTAGAGAGCAGAAGAGGAGAGAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTAGTCTATATC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11828;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATACAGTTTTGTATGTATTACATGAATAAGGAT

CGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGCCAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTGGAAACTGTCAGTCTTGAGT



7560 

 

ACAGGAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11829;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAGGGAGGAAGATCAGAAGACGGTACCTCTAGAATAAGCCACGTCTCACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTTTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTTAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGCAGATCTTGAGTGTGGGAGGGGAAATC

GGAATTCCTAGTGTAGAGGCGAAATGCGTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGATTGCTGGATGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGTA

TTTCGGTATGTAAAGCTCCATTTGTAGGGAAGAAAAGGACGGTATCTGACTAAGAAGCTCCGGCTAACTACGATCCA

GCAGCCGCGACAACACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGTAGTGAAAGTCCGGGGCTCAGCCCTGGAACTGCTTTGGATACTGTATGTCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11827;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Marinilabiliaceae(0.0099),g:Alkalitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAATGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGAGCGTCGCGCACGTCCTATGATAGTACCAGTGGAATAA

GCATCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGTGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACCCCGGGGCTGCCGTTGATACTGTCGCGCTG

GAGTGCGGATGCAGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAA

GGCCTCTCGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU11832;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCAGCAGA

CGAAGCACCGGCTAACTGCGTGCCAGCAGCCGCGGTAATACGAAGCGTGCAAGCGTTAATCGGAATTAGTGGGCGT

AAAGCGCACGCAGGCGGTTTGTCAAGTCAGATGTGATATCCCCGTGCTCAACCTTGGAACTGCATCTGATACGGGCA

AGCTTGAGTGTCGTAGAGGGGAGTAGGATTCCAGGTGTAGCGGTGAAATGTGTAGATATCGGGAGGAATACCGGTG
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GCGAAGGCGGCCCTCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11833;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9321),o:"Entero

bacteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGACGAGTGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGTAGGGAGTAACGTTAATACCTTTGCTCATTTACCTTACCCGCAGAAG

CAGCATAGGCTAGCTCCGTCCCAGCCGCCGCGGTAGTACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTATGTTAAGTCTGATGTGAAATCCCCGGGCTCAACCGGTGAAGTGCATCGGGTACTGGAAA

GCTTGAGTCACTTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCTGCCGGGACGTAGACTGACGCTCAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGTTTGTAAAGCTCTGTCATCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGGATGTTAA

GTCAGATGTGAAATCCACGGGCTTAACTCGTGTGCTGCATTTGAAACTGGAAGTCTTGAGTGTAGGAGAGGAAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCTGCTCGTAAAGCTCTTTTGTTAGAGAAGAAAGTGCGTGAGAGCAACTGTTCACGCATTGACGGTATCTAAACAG

AACGTCACGGCTAACTACATGCCCGCCGGCGAGGTAATACGTAGGTGGCATGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCGTTCGCTCAACCTAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGACGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGACTGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11835;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobact

eriales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanosphaera(0.0000); 

ATTACCATTTCAACTACTCCGGTTATCGCTGGCGACTCCTTCGAGATGGACGCCGTTGGCGCTCTCCGTCTTTCTCCATT

GCGTCGTGGACTTGCTATTGACTCTACTGTAGACATTTTTACTTTTTATTTCGCTCATCGTCTATTTTATGGTGAACACT

GGCTTCATTTCATGAAGGATGGTGTTAATGCCACTCCTCTCCCGACTGTTAACACTACTGGTTATATTGACCATGCCTC

TTTTCTTGGCAAGATTAAACCTGATACCAACAGAATCCATAAGCATTGGTTTCAGGGTTATTTGAATATCTATAACAAA
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TATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACACTAATGAGCTTAATCAAGATGATGCTCGATATGGT

TGCCGTTGCTGCCATCTCAAAAACATTTG 

>OTU11836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9321),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTATCCAACCA

GATCGTCACGGTTCACTCCGTGCCAGCAGCCACGGCAATACGTAGGTGGCTAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCGGAGGTGAAAGCCATTGGCTTAACGAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACGGAGGAACGCCAAGTGTAGCGGTGGAATGCTTAGATATATGGCAGAACACCAATG

GCGAAGGCAGCTGACTAGTCTGCAACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATAGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGGAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATTTGAAATACCCGGGCTCCAATTGGGTCGTTCCTTCCAAACTTGTTATCGAGCGTGGAGAAGGGGAGGATG

GAATTCCTTGTTTTGCGGTGAAATTCGTTAAGATTAGTAAGCACCCCAGTGGCGAAGGCGACCCTCTGGTCTGTAACT

GACGCTGAAGCTCGAAAGCATGGGGACCAAACAGGATTTGGTACCCTGGTA 

>OTU11839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGCGTGAAGACGGG

TTTCGGCTCGTAAAGCCCTGTTGTTAGGGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GACAGTCTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTATCCGGATTGATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGGCAGTGGCTTAACGAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGACTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU11838;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCATGGGGAAGGAAGGGCGTGAAGTTAATACCTTTACTCATTGACGTTACCCGCAGG

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGGTGCAAGCATTAAGCGGAATTACTGGGCGT
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AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCCAGGAACTGCATTTGATACTGGCA

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGTCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11841;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiaceae_1(0.0000),g:Caloramator(0.0000); 

GGCTTACTTTGCCTCAACACGGGGACACTTACCAGGTCCAGACATAGTAAGGATTGACAGACTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGTTAACGAACGAGACC

TCAGCCTGCTAACTAGCTATGCGGAGGCATCCTCCGTGGCCAGCTTCTTAGAGGGACTATGGCCTTTTAGGCCAAGGA

AGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU11840;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATAGCCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGCT

CTATGGATTGTAAACTTCTTTTATAAGGGAATAAATTTCGGTACGTGTCCCCTTTTGCATGTACCTTATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGGCGTTTAAGTCAGTGGGGAAAGTTTGGGGCTCAACCTGAAAATTGCAGTTGATACTGGGTGTCTTGAGT

GCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTTGCTGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11842;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATTGGGGAAACCCTGATGCAGCAACGCCGCTTTAGAGATGAGTGTT

TTCGGATCGTCAAGTTCTGTCTTTTGGTAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACTTGCCAGC

CGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTAAACGTGGGTGCTGCATTCCAAACTGGATATCTAGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGACGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GGCGCTGAGACTGGAAAGAGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGATCTTAAAGCTCTGTCTTTGGGGAAGATAATTACGTTACCCAAGGCGGAAGCCACGGCTAACTACGTTCCAG

CACCCCCGGTACTACGTAAGTGGCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATCCCGAACTGGTTATCTAGAGTGAAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11846;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGACTGAACCAGCCAAGTAGAGTGAAGGATGAAGGT

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGTAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACTCCGATTGCGAAGGCA

GCTCTATGGACTGCCACTACAAGAGATGCTCGCGAGTGTCGGAATCCAGCAGGATTAGATACCCTGGTA 

>OTU11844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAAGCCTGACGCAGCAACGCCGCGTGAAGGATGAAGG

CTTTCGGGTTGTAAACTTCTTTTATGAGGGAAGAGCAGATGACGGTACTTCAAGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGCAGCCGGGTGTGC

AAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11843;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9755),o:Actinomycetales

(0.8846),f:Actinomycetaceae(0.6709),g:Actinomyces(0.5239); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGGGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCT

TGTAGTCGGTTGGTTGCGTCTGCCATGTAATGCTCGGGTGTAGCTGGGGGCGGGCGGTGGGTACGGGCTGGCTTGA

GTGCGGTAGGAGAGACTGGAATTCCTGGTGTAGCAGTGGGATGCGCAGATATCAGGAGGAGCACCGGTGGCGAAG

GCGAGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11847;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGAATAAATGTAGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTGAGTTGTGAAAGGTGGGGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGCCTTG
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AGTGCAGTAGAGGCAGGCGGAGTTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGGCGGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATTTATACTGTTTTGTATGTATTCTATCAATAAGTAT

CGGCTAACTCCGTTCCAGCAGCCGCGATCATACGGAGGATCCGCTCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTTAGCGGCTGAACCGTAAAAATGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11849;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTTCATGTACCTTATGAATAAGGA

TCGGCTAACTCCCTGCCAGCAGCCGCGATAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGAGCATAAGTCAGATGTGAAAGTTTGGGGCTCAACATTAAAATTGCAGTTGATACTGGGGGCCTTGA

GTGAAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGATTGCTGGAGAGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11850;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCCGGTACGCGTACCCGTTTGCATGTACCTGATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTAGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGA

GTGTAGTTGAGGACAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTAGTCCACAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11851;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Comamonadaceae(0.0000),g:Delftia(0.0000); 

AAACCAGTACCGCACGACGGTTTTTGGAGTATGCCGCTTCGTCATGACCCAGTACTGCAGGTTTTTCTTTACCGTAAG

AAACGATGGAGATCTGGTCTGCAGAAACGCCTTTACCCTGCAGGTACATCTTAACGGCGTTCGCACGACGTTCACCCA

GGGAGATGTTGTATTCCGGAGTACCACGTTCGTCCGCGTGACCTTCTACGGTGACTTTGTAAGACGGGTTGCTACGCA

GGAAGTTTGCATGTGCATCCAGCATTTGAGCGAAGTCAGAACGGATATCGTACTTGTCCAGATCGAAGTAAACGATG

TTGTGCGGCTGCAGCTGTGGCATTT 
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>OTU11853;tax=d:Bacteria(0.0058),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquifi

caceae(0.0000),g:Thermocrinis(0.0000); 

GGCTTACTTTGCCTCAACGCGGGAAAACTTATCAGGTCCAGACATAGTGAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGACT

CTGGCATGCTAACTAGTTATGCGGCCCCGAGCGGTCGGCGTCCAACTTCTTAGAGGGACAAGTGGCGTTCAGCCACA

CGAGATTGAGCAATAACAGGGCTGTGATGCCC 

>OTU11852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGGGGGGAATATTGCACAATGGGGGAAACCCTGATGCGGCAACGCCGCGGGAGTGATGAAGG

TTTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGACACGGCTAAATACGTGCC

AGCAGCAGCGGTAATACGTAGGTGGCGCGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGTGATGTGAAATACCCGCGCTCAACTTGGGTGCTGAATTCCAAACTGGTTATCTAGAGCGCAGGAGAGGAGAGT

AGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACGGGACATTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11854;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

TCTATGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTAAGTTTACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTACCTCCGTGCCAGGAGCCGCGCTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGCG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGGTTGCGAAGGCA

GCTCACTGGACTTCAACTGACACTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11855;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCCGGTACGCGTAGCCGCTTGCATGTACCTCATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTGATTAAGTCAGCTGTGAAAGTCTGGGGCTCAACCTTAGAATTGCAGTTGATACTGTCAGTCTTGA

GTACGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.6350),g:Prevotella(0.4787); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGTGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTCCCCGTTTGCCTGTACCTTATCATTACGGA

TCGGCTAACTCCGCGCCAGCGGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11857;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiales_Incertae_Sedis_XI(0.3204),g:Helcococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGCGTACGATGAAGAT

CTTCGGATTGTAAAGTACTGTCCTTGGTGAAGATAATGACTGTAACCAAGAAGCAAGCCCTGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTGCTTAG

GTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGTATAGGCAGGC

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGTGTAA

CTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11856;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTTAGCGAAAATGTTCTCGCAGTGACGGTACCTAACCAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTTTGATGTGAAATCCTTGGGCTCAACCAAAGAAGTGCATCGGAAACTGACAG

ACTTGAGTACGGTAGAGGACGGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGACTGTCTGGTCTGAAACTGACGCTGAGGTTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11860;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.6709),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGCCTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGTTAAGCGAGTTGTGAAATGTTGCGGCTCAACCGGAGAATTGCAGCGGGAACTGGAAGACTTG

AGTGCGGGGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11862;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0087); 
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ACGGAAGGCAGCAGTAAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCAAAGTCGCGTGAGGGAGGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGAGGTGTTTTGAATGTAACTTATGAATAAGA

ATCGGCTAACTCCGTGCCGGAAGCCGCGGTAATCGGAAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCTTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTTAACCATGGAACTGCCGTTAATACTGTCGAGCTTGA

GTACAGACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11858;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGCGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTACTTCT

TGAGTGATGGAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU11861;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTCTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCACCAGCCGCGGTAATACGGCGGGGGCAAGCGTTAATCGGAAGTACTGGGCGT

AAAGCGCACGCGGGCGGTTTGTTAAGTCGTATGTGAAATCCCCGGGCGCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTGTAGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11863;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACTGCC

CTATGGGTTGTAAACTGCATTTATATGGGGCTAAAGTGGCCCACGTGTGGCTTATTGCAGGTACCTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTGTTAAGCGTGATGTGAAATGTCGGGGCTCAACCGGGGAAATGCAGCGCGAACTGGGAGACTTGA

GTGCGAGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11864;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATAGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGTT

TTCTGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGAAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACTTAGTTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAAACAAAGAAGGGCATCGGAAAATGTCAG

ACTTGAGTGCAGAGGAGGACAGTGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

AGAAGGCGGCTGTCTGGACTGAAACTGCCGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTGAAAGG

GAGCGTAGGCGGGCTATTAAGGCGGCTGTGAAATCCGGCGGCTCAACCGTCGTCGTGCAGTTGAGACTGGTGGCGT

TGAGTGCGCGCAGTGGTGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGAACGCGA

AGGGAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11868;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales

"(0.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCCTGTTCGAGCGTCATTTGTACC

CTCAAGCTTTGCTTGGTGTTGGGCGTCTTTTGTCTCCAGTTCGCTGGAGACTCGCCTTAAAGTCATTGGCAGCCGGCCT

ACTGGTTTCGGAGCGCAGCACAAGTCGCGCTCTTCGCCAGCCAAGGTCAGCGTCCAGCAAGCCTTTTTTTCAACCTTT

GACCTCGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU11867;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGCCGGACGCGTTCCGGTATTGCAAATACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGCTTTAGTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCGGCTGTGAAATCCGGGGGCTCAACCGGCGGGCTGCAGTTGATACTGGTGGCCT

TGAGTGCGCGCAGGGGGGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGA

AGGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGGTACCCTGGTA 

>OTU11865;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Faecalibacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGTTTGTAAACCTCTATCCTTGGGGAAGATAATGACGGTACCTTTGTAGGAAGCCCCGGCTAACTACGTGCCAG
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CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACAA

GTCGGAAGTGAAATCTATGGGCTCAACCCAGAAAGTGCATTGAAAACTGTTTATCTGGAGTGGTGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAGC

AACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11870;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:"Prevotellaceae"(0.9666),g:Prevotella(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGGTAAGCGTGTTGTGAAATGTACCGGCGCAACCGGTGATGTGCAGCGCGAACTGTCGACTTG

AGTGCGCGCAACGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTTATGCAGCGACTCCGCGTGAGTGAAGCAGTAT

TTCGGTATGTCAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGAAGTGAAAGCCCCGGGCTCAACCTGGGTACTGCGTTGGAAACTGTAAGGCGGGAGTGCGGGAGAGGTAAGC

GGAATTCCTAGTGAAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11872;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCAAAGTAGCGTGAAGGATGAAGGC

TCTAGGGGTCGAAAACTTCTTTTATATAAGAATAAAGTTCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTGACTCAGTGCCAGCAGCCGAGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGGGGCTTAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGGAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATACTACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGACAGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11871;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGATAGTAACTGTTCACGCAGTGACGGTATCCAACCCG

ACAGTCGCGGCTAACTACGTGCCAGCAGCGGCGTTACGACGTACGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA
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AGGGCGTGCAGCCGGGGCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGGGGA

TCTTGAGTGTCGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU11873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGC

CTTCTGCTCGTAAAGCTCTGTTTTTAGAGAAGAACGTGCGTGCGCGCAACTGTTCACGCAGTGACGGTATCTATCCAG

AACGTCACGGCTAACTCCGTCCCCGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGCTAAGTGGGAGGTGAAAGGCTGTGGCTTAACGAAAGAAGTGCATCGGAAACTGGCA

GACTTGAGTGAAGAAGAGGAGAGAGGAATGCGAAGTGTAGCGGTGGAATGCGTAGAGATAAGGAAGAACACCAGT

GGCGAAGGCGGCTGACGGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU11875;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGACGCGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTATCTGGGAATAAAGTCGGGTACGGATACCCGTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTCGGGGCTCAACGGGGGAAGTGCAGTTGATACTGGTTGTCTTGA

GTGCAGTTGAGGCGGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATCACGCAGATCGCCGATTGCGAAGG

CAGCCTGCTAAGCTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11874;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Gammaproteobacteria(0.8189),o:Aeromo

nadales(0.4280),f:Succinivibrionaceae(0.2524),g:Anaerobiospirillum(0.0712); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5273),g:Clostridium_IV(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGCATAAGCCACGGCTAACTACGTGC
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CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGC

AAGTCAGATGTGAAAACCACGGGCTCAACCCGTTGCCCGGCTTTGAAACTGGAGTTCTTGAGTACCGGGGAGGCCGA

CGGAATTCCTAGTGTTGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTTCTGGACAGCA

ACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11877;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Porphyromonadaceae"(0.5632),g:Parabacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGATTGTAAACTTCGTTTTTGGGGGAATAAAGTGCGGGACGTGTCCCGTATTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAGTTGCGGTGGAAACTGGTGGGCTTGA

GTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGG

CAGCTTGCCAGGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11879;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGTGTTGTAAACTGCTTTTGTACGGGGATAAAGTGAGCCACGTGTGGCTTATTGAAGGTACCGTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCAAACTGTCAGACTAG

AGTGCACTGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGCAACTGACGTTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11878;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGTGTGTTGCATGTACCTTATGAATACCC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTGGTTAAGTCAGCGGTGAAAGGCAGTGGCTCAACCATTGGATGGCGGTTGAAACTGGCGAGCGTG

AGTACGGGCGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATAGCACGCAGAACGCCGATCGCGAA

GGCAGCCGGCCAGGCCGTGACTGACACGGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11880;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGAA
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AGTCTGAAGTGAAAACCCAGGGCTCAACCCGGGGAATGCTTTGGAAACGGGTTTGCTAGAGTGTCGAAGAGGTAGG

GGGAATTCCTAGGGTAACGTTGAAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGCCTATGGGAAGA

TAACTGACGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Oscillibacter(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTTAACTTCTTTTGTCCGGGAAGAGCAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGAGGTCATACGTAGGGCGCAAGCGATGTCCGGATTTACTGGGTTTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAATTGCAGTTGAAACTGTGGATCTTGAGTATCGGAGAGGTAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGAGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11882;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Erysipelotrichia(0.2902),o:Erysipelotrichales(0.1

249),f:Erysipelotrichaceae(0.0457),g:Turicibacter(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGAGC

GCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGA

GTGCAGAAGAGGGAAGTGGAATCCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11885;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGTTCTGGATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTATCTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGAAG

CGTAGATGGATGTTTAAGTCAGTGATGAAAATTGGCGGCTCAACCATAAAATTAAAGTTGATACAGGATATCTTGAG

TGAAGTTGAGGCAGGCGGAAGTCGTGGTGAAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGGATGATAAGCTGCAACAGACATTGAGGATCGAAAGAGTGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU11884;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.6036),c:Actinobacteria(0.3483),o:Coriobacteriales

(0.1483),f:Coriobacteriaceae(0.0560),g:Collinsella(0.0134); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGT

AAAGCGCGCGTAGGCGGCTCGCCAAGCGGGATCTCAAGCCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCG
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GGCTCGAGTTCGGTAGGGGAGGGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGT

GGCGAAGGCGGCCCTCTGGGCCGAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU11883;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGAA

GAAGCACCGTCTAACTCCGTTCCAGCATCCTCGGTAATACTGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCGCAACCGGGGAAATGCATATGATAATGGAAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATGCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTATTTTCGGTGACGAACAAATGACGGTAGCCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11887;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Alphaproteobacteria(0.1159),o:Rhizobial

es(0.0413),f:Methylocystaceae(0.0099),g:Terasakiella(0.0046); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGACTAGCGTTGTTCGGAGTCACTGGGCGTAAAGAGTGAGTAGGCGGTT

TAATAAGTTAGATGTGAAATCCTTGGTCTTAAGCCAAGAACTGCATTTAATACTGTTAAACTTGATGACAGGAGGGGG

TATTGGAATTCCAAGTGTAGAAGTGAAATTCGTAGATATTTGGAGGAACACCAGAAGCGAAGGCGTATACCTGGCCT

GTTAATGACGCTGAGTCACGAAAGTATGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCATACTGTAAACGATGA

GTGCTAGATGTTGGTAACAATAGTTATCGGTATCTGAGCTAACGCATTAAGCACTCCGCCTGAGTAGTACGGTCGCAA

GATTAAAACTCAAATGAATTGACGGGG 

>OTU11888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAACCTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATCCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG
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GAGCGCAGGCCGCCGGGCAAGCGAGGTGGGAAATGCAGTGGCTCAACGTCGGAACTGCAGCGCGAACTGGCCAGC

TTGAGTGCGGGCGAGGGTGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGATATGGCGAAGAACACCGGTTGC

GAAGGCGGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11890;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3204),g:Syntrophococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTTTGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGTTACCTGACTAAGAAGCCCCGCCTACCTACGTGCC

ACCACCCGCGGCAATCCGAAGGGGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGATGGCTGTGCA

AGTCTGAAGTGAAAGCCCGCGGCTAAACTGGGGAGGTGCTTTGGAAACTGTATAGCTAGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAGGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11889;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGGTGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCAGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGT

AAAGGGTGCGTAGGCGGCACCGAAAGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGGG

AGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11892;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.76

23),f:Spirochaetaceae(0.5632),g:Treponema(0.2171); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGTCGCGTGAACGAAGACGGC

CGGAAGGTTGTTAAGTTCTTTTGAAACTGAAGAATAAGTATTTCAGGGAATGGCGATGTGGGGACGGCAGGTTTTAA

ATAAGCAACGGCTAGTTACGTGCCCGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTGTTGCAAGCGTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCAGTGAGAACTACAA

GACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATGTGCAGATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

TTTCGGTTTGTAAACCTCTATCATCAGGGAAGAAGATGACGGTACCTGAGTAAGAAGCCACGGCTAACTACGTGCCA



7576 

 

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTGCAA

GCCAGATGTGAAAGACCGGGGCTTAACCCGGGGACTGCATTTGAAACTGCGTGGCTAGAGTGTCGGAGAGGCGGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11893;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAATACCGCGTGTATGAAGAAGGCC

TTCGGCTTGTAAAGTACTTTCGTCGGGGAGGAACGGAGTAAAGTTAATCCCTTTACTCATTGACGTTACCCGCAGAGG

AAGCAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCACTGGCTCAACCGGGGAACTGCATCTGAAACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGTGGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11896;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGGTTTG

AATAAGCAACGGCTAATTACGTGCCCGCAGCCGCGGTAACACGTAAGTTGCGAGCGGTGTTCGGAATTATTGGGCGT

AAAGGGCGTGTAGGCGGTTATGCAAGCTTGATGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTGGAA

GACTTGAGTTACGGAGGGGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGAGACCTGGAAGAATACCAGT

GGCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11894;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGCC

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTCGGGTATGGGTCCCCGGTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGGAGTTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCCTGCGAGGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCTGCGTGAAGGATGACGTA

CTTCGGTATGTAAACCTCTATCAGTAGGGAAGAAAATGCCGGTACCTGTCTAAGAAGCCCCGGCCTTCTACGTGCAAG

CAGCCGCGGTAACACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCAGATGTGAAAACCCGGGGCTCAACCCCAGGACTGCATTGGAAACTGTGCGGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11897;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.

9942),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

TTATGTGTTGAAAACTTCTTTTATATGGGAATAAAGTATTCCACGTGTGGGAGTTCGTATGTACCATAAGAATAAGGA

TCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGCTCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGATTGGTAAGTCAGTCGTGAAAGTTTGGGGCTCAACCGTAAAATTGAAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTCAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

GGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11898;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TCTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAAACGACTCGTGTGGATAATGCGAGCGCTGGACGGTACCCCCA

AAGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGGAATACGTAGGTGGCGACGGTTATCCGGATTGACTGGGT

GTAAAGGGAGCGTAGACGGCGATGCAAGTCTGAAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTG

TATGGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTGGATATTAGGAGGAACACCA

GTGGCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU11899;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Graci

libacteraceae(0.0149),g:Gracilibacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGAAATGGGGGGAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

TTTTCGGATTGTAAACTTCTGTCCTATGAGACGAAGGAAGTGACGGTATCATAGGAGGAAGCCCCGGCGAACTACGT

GCCAGCAGCCGAGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTATGCAGCCT

GGTAAGTCTGGAGTGAAAGTCCTGCGTTCAATGTGGGAATTGCTTTGGATACTGTCGGGCTGGAGTGCAGGAGAGG

TAAGCTGAATTCCCGTTGTAGCGGTGAAATGCGTAGAGATCGGGATGAACACCAGTGGCGAATGCGGCTTACTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU11900;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGCGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAAGTCCTGGTGTCAAGGTCGGGGCTGCTCTGGATACTGGCGGGC

TGGAGTGCGGATGCGGACGGAGGAATGAGCGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11901;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8808),c:Gammaproteobacteria(0.7114),o:"Entero

bacteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTACGGGCTCAACCCATAAACTGCAGTTGAAACTGTT

ATTCTTGAGTGGAGTAGAGGTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11902;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGAAAGTCTGAACCAGCCAAGTAGCGCGAAGGACTACTGC

CCTATGGGCTGTAAACTTCTTTTATAAAAGAATAATGAGGGGTACGTATACTCGGTTGCATGTACGTGATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGCTGTGAAAGTTCGCGGCTCAACCGTAAAATTGCCGTTGATAATGGGTGTCTTGA

ATGCAGTTGCGGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CATCTTACAAATCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11904;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGATTATAAGACGGTACCTGGCGAATATGCCACGTCTCACTACGTCCC

AGCGGCCGCGGTAATACTTAGGTGTCACGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAAGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGGGAACTGCATTTGAAACTGTTTTTCTTGAGAATGGGAGAGGAAATA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU11905;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Porphyromonadaceae"(0.3544),g:Parabacteroides(0.0904); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAATTGAGCCACGTGTGGATTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGTTGGTCTTTTAAGTGAGCTGTGAAAGTTTTTGGCTCAACCATTAAATTGCCATGGATACTGGGAGACTTGAGT

ATGTTTAAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATCACTAAGAACTCCGATTGCGAAGGCAG

CTTGCCAAGCCATAACTGACCCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Porphyromonadaceae"(0.9201),g:Butyricimonas(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGAAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAATAATAAGGATGACGAGTCATTTGATGCCAGTACTTTACGAATAAGT

ATCGGCTAACTCCGTGCCAGCAGCCGTGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGATGTCAAGTCAGCGATAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGGAACGGGCGCCCTGGA

GTCGTGACGATGGTGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTGGGAACCCCGATAGCGAAGG

CAGCTCCCCAGGCTCGTTCTGACGCTAATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGT

CTTCGGATTGTAAACCCCTGTCCCAGGGGACGATAATGACGGTACCTTGGGAGTAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGCA

AGTCAGGAGTGAAATCTCTGGGCTCAACCCAGGAATTGCTTTTGAAACTGTCAGTCTTGAGTGGTGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11908;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCGGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAATTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTACGGATACCGGTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTGAGTTGTGAAATTTTGCGGCTCAACCGTAGAATTGCATTTCAAACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11910;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylo

bacterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 
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CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTTCGTAGGTGAACCTGCGGAAGGATCATTGTCGAAACCT

GCAAAGCAGAACGACCCGCGAACACGTTTTAAACACTTGGGGGCGCTTGCGCCCTCCCGTCCCCAGCGCGGAAAGCG

CCAAGGAATACTAAAATCGGCAGCCCTCCCCTCGCGCCCCGTTCGCGGATCGTGCGGGGGGACGCAGGCTGCTCTTT

AAACACAAACGACTCTCGGCAACGGATATCTCGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU11909;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:"Porphyromonadaceae"(0.9852),g:Butyricimonas(0.9743); 

ACGGGAGGCAGCAGCGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGC

TCTCTGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCCTTCGATGCCAGTACTTGACGCATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGCCCGGAGCTAAACTGTGGAACGCCGTTGAAACTGGCGCGCTGG

AGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACGAGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTAGTACTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11911;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Mucilaginibacter(0.0000); 

ATACAACACAGGGTCGCCAGCCATATCGGTATCAGTCAAAGCCCCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGC

AGTAGGCGTAAAACGCACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGT

TTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCC

CAGAGAGTAGAGCGCATGACAAGTAAAGGACGGGTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAA

CATCATGGTAACGCTGCATGAAGGAATAACGTTCGGGGTCAGTATGCAAAGGAGCAG 

>OTU11907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4914),g:Oscillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTGTAGGGGACGAGTAGAAGACGGTACCTGGAGAATAAGACACGGCTAACTACGTGC

CAGCAGCAGCGGTAATAAGTAGGTGGCAAGCGTTGTCCTGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAATGC

AAGTTAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11912;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCCGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGATGTGAAATGCAGTCGCTCAACGTCTGAACTGCAGCGCGAACTGCCCAGCGT
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GAGTGCGCGGAACGGTGGCGGGATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGCGA

AGGCAGCTGACGGGGGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACGCTGGTA 

>OTU11913;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAAGTGTGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGCAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGAATAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCATTGCAGCGCGAACTGCCCGGCTTG

AGTGCGAAGAACGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11914;tax=d:Bacteria(1.0000),p:"Deinococcus-

Thermus"(0.9993),c:Deinococci(0.9882),o:Thermales(0.9939),f:Thermaceae(0.9900),g:Vulcanithermus(0.98

94); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTACCCGGATTCACTGGGCGTAAAGGGCGCGTAGGCGGTA

AGGCAAGTCCGGTGTTAAAGCCCACGGCTCAACCGTGGATCAGCATCGGATACTGCCTCACTCGACGGCCGAAGAG

GGGAGCGGAATTCCCGGAGTAGCGGTGAAATGCGTAGATACCGGGAAGAACGCCAATGGCGAAGGCAGCTCCCTG

GTCGGCCCGTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCCTGTAGTCC 

>OTU11915;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATTTATACTGTTTTTTATGTATTATATGAATCAGGAT

CGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGAGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGAGAGGAATTCGTGGTGTAGAGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCTAACTGGACTGCAACTGACACTGATGCGAGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU11916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGCGTGAAGACGTC

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATTACGGTACCTGTCTAAGAAGCCCCGGCCAACTACGTGCCA

GCAGCGGTGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGGCCAGGGCTCAACCCTGGAACTGCTTTGGGAACTGTATGGCTAGAGTGAGGAAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTAAAGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11918;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:"Entero

bacteriales"(0.1249),f:Enterobacteriaceae(0.0457),g:Escherichia/Shigella(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGTAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCACGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGATACTAGCAAGCTTGAGTCTCGTAGAGGGAG

GTAGAATTCCAGGTGTAGCGGTGAAGGGCGTAGAGATCTGGAGGAAGACCGGTAGCGTGTGCGGCCCCATGTACG

AAGACTGACGCACGGGTGCGGAAGCGTGGGGGGCGAACAGGATTAGATACCCTGGTA 

>OTU11919;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGAAGGAAGAAGGC

CCTATGGGTTGTAAACTCTTTTTAAAAAGGAATAAAGCCGGGTATGTATACCGGATGGCACGTACTTTATGAATAAGG

AAGGGCTAACTCCGTGCCAGCAGCGGCGGTAATCCGGAGGATCTGAGCGTAATCCGGATTTATTGGGTTAAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGATAGGTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTGAAGGCAGGCGGAATTCGTGGTGTAGCGTTGAAATGCTTAAATATCACGAGGAACTCCGTGTGCGAAGG

CAGCCTGCTGGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11920;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATAGGAATAAAGTGCCGCACGTATACTGTTTTGTAGGTACTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTTGATTGGTAAGTCAGTCGTGAAAGTTATCGGCTCAACCGTTGAACTGCGTCTCGTACTGTCAGTCTTGAGT

GAATTAGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTACTAAGCTGCTACTGACATTAAGGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11917;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGAAGGCGGTTGGTGAAGGCAGATGGGAAATCCCCGGGCTCAACCTGGGAACTGCAACTGATACTGGC

AAGCTTGAGGCGCGTAGAGGGGAGGAGAATTCCAGGTGGAGAGGGGAAATGCGTTAAGATCTGGGGGAATACCG

GTGGCGAAGGCGGCCCCCTTGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTTGTA 
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>OTU11921;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9903),o:"Bacteroidales"(0.

9937),f:"Porphyromonadaceae"(0.9871),g:Butyricimonas(0.9818); 

ACGGGAGGCAGCAGTGAGGAAGATAGGTCAATGGGAGAGAGCCAGAACAAGCCAAGACGCGTGAGGGAAGAATG

GTCTATGGCCTGTAAACCTCTTGTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GCGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTG

GAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGTTGAAATGCATAGTTATCACTTGGAACCCCGCTAGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTCATGCGCGAGAGCGTGGATGGCGCACAGGATTAGATACCCTGGTA 

>OTU11923;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATTGGAATAAAGTGCAGCATGTATACTGTTTTGTATGTATTCTATGAACAAGGA

ACGGCTAACTCCGTGACAGCAGCCGCGGTCATACGGCGGATTCGCGCGTTATCCGGATTTATTGGGTTTTAAGGGAG

CGTAGGCGGACTGGTAAGTCTGTAGTGAAAGTTTGCGACTCAACCTTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACCGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAAGGCA

GCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11922;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGAAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGGATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCATATTTGCAATCCCCGGGCTCAACCTGGGATCTGCCTCTTATACTGGCAA

GCTTTAGTCTCGTAGATGTGGGTAGAACTCCAGGTGTAGCGGTGACATGCGTAGAGATCTGTAGGAATACCTGTGGC

GAAGGCGGCCCCCTTGACGAAGACTTACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11925;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTCTGTATCGTAAACTTCTTCTATATAAGAATAAAGTGCAGTACGTATACTGTTTTCTACGTCTTATATGATTCAGGATC

GCCTAACTCTGCGCCAGCAGCCGCGGTTATACGGAGGTACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGGCTTGAGTA

CAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATATCGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAGCTGACACTGATGCACGAAAGTGTGGGTATCAGACAGGATTAGATACCCTGGTA 
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>OTU11926;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATGCTGTTTTGTATGTATTGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTTGTGAAAGGTTGCGGCTCAACGGTAAAATTGCAGTTGATACTGGCAGTCTTGAG

TGAAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACAAGACTGTTACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11924;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGAGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATGGACGTTACCCGCACA

AGAAGCACCGGCTAACTCCGTGCAAGCAGCCGCGGTAGTAAGGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCGGGGAACTGCATCTGATACTGGT

AGGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU11928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.5273),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11927;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9988),c:Actinobacteria(0.9755),o:Coriobacteriales

(0.9389),f:Coriobacteriaceae(0.9201),g:Collinsella(0.5720); 

ACTTAATTCATCATTTTTTAATCTTTCTCAATTTTTTCAACCCTTACTCATCTACTCCGCTTTCGGGACGGAGGCCTTCGG

GTCGTAAACCGCTTTCAGCAGGGAAGAGAAGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAGGCCG

GGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGAACCTCCGCGGCTTGGGTCCGGTAGGGGAGGGTGGA

ACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTGGCGAGGGCGGCCCTCTGGGCCGAGAC

CGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU11929;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Gammaproteobacteria(0.9321),o:"Entero

bacteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGGATGAAGAAGGC

CTTCGGGTTGTAAAGTACGTTGAGCGGGGAGGAAGGGAGTAAAGTTAATAGCTTTGCTCATTGGCGTTACCCGGAG

AAGGAGCACGGGCTGACGCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGC

GTAAAGCGCACGCAGGCGGTTTGGTAAGTCCGCTGTGAAATCCTCGGGCTCCATCTGGGCACTGCATCTGATACTGG

CAAGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGATATGCGTCGAGATCTGGAGCAATACCGG

TGGCGAAGGCTGCCCCCTGGACGAAGCCTGGCGCTCAGGTGCGAAAGCGTCGGGAGCAAACAGTATTAGATACCCT

GGTA 

>OTU11930;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTTAGTAGGGAAATCCCCGGGCTCAAACTGGGAACTGCATCTGATACTGGCA

AGGCTGGGGCACGGTGAGGGGGGGTGAAATCCAGGTGGAGGGGTGAAATGCGGAGAGATCCGGAGGAATAACGG

GGGCGAAGGCGGCCCCCCTGATGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU11932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lach

nospiraceae(0.7787),g:Clostridium_XlVa(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCGTGAAGGAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGACGAAGCCCCGGCTCACTACGTGCCA

CCAGCCGCGGTAATACGCCGGCGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTGGGAGAGGTAAGTG

GAATGACTAGTGTAGCGGTGTAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11933;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTGATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTGAGCGGTGAAAGGCAGTGGCTCAACCGTTGAATTGCCGTGGAAACTGGCGTGCTTG
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AGTGCGTACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTACCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11931;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 

AAGGGAGGAAGAAGAGGGGAAGAGGGAAAAAGGGGGGAAAGGAGGATGCAGAGACGCCGAGTGAGTGAAGAA

GTATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAACCTGTTAGTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTTGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11934;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9776),o:Desulfovib

rionales(0.9497),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGTAAGAAACTAGGGTTCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTAATCGGAGTCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTAAGGGGTGAAAGCCCACGGCGCAACCGTGGAACTGCACTTGATACTGAAC

GACGCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATAAGT

GGCGAAGGCGGCCACCTGGACCGGTATAGACGCTGAGGTGCGAAAGAGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU11935;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Alphaproteobacteria(0.9784),o:Sphingom

onadales(0.8412),f:Sphingomonadaceae(0.6709),g:Sphingomonas(0.4351); 

TACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAACGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGG

CCTTAGGGTTGTAAAGCTCTTTTACCCGGGATGATAATGACAGTACCGGGAGAATAAGCCCCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTA

AGTTAGAGGTGAAAGCCCAGGGCTCAACCCTGGAATTGCCTTTAAGACTGCATCGCTTGAACATCGGAGAGGTAAGT
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GGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTTACTGGACGATT

GTTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 

>OTU11937;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGCGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCATCCGCGGTAATACGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGGTAAGCGTGTGGTGAAAGGTCGGGGCTCAACCCGGGCAGTGCAGCGCGAACTGTCAGACTGG

AGTGCGCAGGAAGCGGGCGGAATCCGTCGTGCAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGAGGGTAACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11939;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9769),o:Desulfovib

rionales(0.9606),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CCTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAGTTATGCTGTTCTAATCAGCAGCATATTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGTCCACGGCTCAACCGTGGAACTGCCCTTGATACTTCACG

ACTCGACTCCGGGAGAGGGTGGCGGAAGTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCAACTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU11940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4224),g:Coprococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGT

AAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTGGAGTATCGGAGAGGCAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11938;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Euba

cteriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACTTCTATTCTTTGTGAAGAAACAAATGAAGGTAGCAAAGGAATAAGCATCGGCTAACTAAGTGC

CAGCAGCCGCGGTAATACGTGGGTGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCGTAACCTGGGCAATGCATCAGAAACTGGAGTTCTTGAGTGCAAGAGAGGTAA
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GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11941;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0252),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGATTAAACCAGGAAATGCATATGTAAGGGTTTTGCGTGAATGAAGGAGAGGCAG

GCGGAATTGCCTGTGTAGCGGTGAAATGCGGAGAGATAGGGAGGAACACCAGTGGGGAAGGCGGCCTGCTGGGAT

TTAACTGTCGCTGAGGCACGAAAGCGTGGGTAGCAAAAAGGATTAAATACCCTGGTA 

>OTU11944;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGATAACTACGTGCCA

GCAGCCGCGGTCATACGCAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGACAA

GTCTGAAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGCCTGGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11945;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0457),g:Alloprevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGTTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAGG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTCAACCGTAGAATTGCAGTTGAAACTGGAAGCCTT

GAGTGCACGCAGGGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGAAAGCGAA

GGCAAGTGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11942;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTCTGGATTGTAAACTTCTTTCTTGGGGAATAAAGAGCGGGCCGTGTCCCGTTTTGTATGATCCTCATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGTGGCCTTTTAAGTCGGAGGTGAAAGGTTGTGGCTCAACCATGAAATTGCCGTTGAAACTGGAGGGCTTGAGT
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ATGTTTGAGGTAGGCGGAATGTGGGGTGTAGCGGTGAAATGCATAGATATCACGAGGAACACCGGTGGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Coprococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGACGTAAA

GTCAGATGTGAAATGCGGAGGCTCAACCTCCGAACTGCATTTGAAACTTACGTTCTTGAGTGGAGTAGAGGCAAGCG

GAATTCCCGGTGTAGCGGTGAAATACGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0113),g:Porphyromonas(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

ATTATGTATTGTAAACTTCTTTAGCTGTGGAGAAATAAGGTGCTCGTGAGCACCGATGCTAGTACACAGAGAATAAG

GGTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGCAGGCGGCTTCTTAAGTGAGCGGTGAAATCGCGGGGCTCAACCCGGGCCCGCCGGTGATACTGGGGAGCTTG

ATTACGGTCGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACACCGAATGCGTAG

GCAGCCTACCAGGCCGTTAATGACGCTCATGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU11947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGCGTAACTGTTCACGCCGTGACGGTATCCAACCAG

AAACTCACGGCTAACTACGTGCCAGCACCCTCGGTAATACTAAGGTGGCAAGCGGTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTGCTTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU11950;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

CGAGTGGTCGGCAGATTGCGATACACGGTCACATTCAATTTACCCTGACTATTCCACTGCAACAACTGAACGGACTGG

CGACACTGGTCATACTCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGG

GAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAA

ACTTCTTAGACGAATCACCAGAACGGAAAACAGCCTTAAGAGAAATTTCACGCGGCGGCAAGTTGCCATACAACACA

GGGTCGCCAGCAATATCGATATAATGCAAAGCACCTTTAGCGTTAAGGTACTGAA 
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>OTU11948;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGTAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCCCAACTCGTGAACTGCATTTGAAACCTCTCTGCTTGAGTATCGGTGAGGCAAGC

GGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

AATGAAGGTGAGGCGTGAAAGCGTGGGGAGCAAACCGGATTAGATACCCCGGTA 

>OTU11949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4914),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACACGGACGCAGCAACGCCGCGTGAACGATGAAGG

AATTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTAATTAATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCAGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCTGCAGAGC

AAGTCAGATGTGAAATCCTTGGGTTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTCGATGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTCGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGTCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTTGTA 

>OTU11951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGAGGGTACCTGACGAATAGGCCGTGGCTAACGACGAAC

CAGCAGCCGAGGCAGTACGAAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGATACTACTCTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11952;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1291),g:Lachnobacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCTGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU11954;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCAGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGAGGGCCAAGTCAGTCGTAAAAGTGCCGTGCTCAACCCGATCTCGCCGTTGAAACTGGCGCGCTCG

AGTGCATGCGAGGAAGGCGGAAGGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACGCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGATGCACGAAAGCGTGGGTATTGAACAGGATTAGATACCCTGGTA 

>OTU11955;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Epsilonproteobacteria(0.9462),o:Campylo

bacterales(0.7995),f:Campylobacteraceae(0.5632),g:Campylobacter(0.3915); 

ACGGAAGGCAGCAGTCGGGAATATTGCTCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGGAGGATGACACTT

TTCGGATCGTAAACTCCTTTTCTTAGGGAAGAACAATGACGGTACCTAAGGAATAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGACGCGTAGGCGGATTATCAA

GTCTGTTGTGAAATCTAATGGCTTAACCATGAAACTGCTTGAGAAACTGATAATCTAGAGTGAGGGAGAGGCAGGTG

GAATTGATGGTGTAGGGGTGAAATGCGTAGAGATCACGAAGAATACCAGTTGCGAAGGCGATCTGCTAGAACGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3544),g:Pseudobutyrivibrio(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTGGCA

AGTCTGATGTGAAAGGTCTGGGCTCAACCCGCAGACTGCATTGGAAACTGGTGTACTTGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11958;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Entero

bacteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

ACCGCTTTCTCCATACCCTGACACATCTCAACCACACCAGCAGCAGCCTCAGTGACGACCTTCGACATATCCTTTGCCG

TAGCGCCAATATTCGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGC

GAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTC

GGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTGCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATA

AGCAAGCATCTCATGTTGTGCATAGACCTGGGCTTTCGTATTCTGGCGTGAAGTCGCAGACGGAATGCCAGCAATCG

CTTTTTGAGTCTCATTTT 
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>OTU11956;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Kordia(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCT

CTCTGGGCTGTAAACTTCTTCAGACGCAGAGCAATAAGGGCTACCCGTGGTCCGATGCGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCGGGGCTCAACCCGGAGAGTGCCGTTGATACTGTGAGGCTG

GAGTGCGGGTGCTGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATCAGGCGGAACACCAGTGGCGA

AGGCGGCTCACAGGTCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11959;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGACGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACTCCATGATTCAGG

ACCCGCTTACTCCGTGCCAGCAGCCGCGGTAATTCGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAGGTTTGAGGTTAAATGCTTCTGCTCAACAAGAATTTGCCTTGAAAACTGTCTCACTAGGGT

GTAAACGGCGCGGGCGGAATGGATGATGTAGCAGTGACATGCATAGATATGATTCAGAACACCGATGGCGAAGGCA

GCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU11957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CCTCGGATTGTTAAGCTCCTTTATTAAGGACGTAGAATTGACTGTACTTAATGATTAAGCTCCGGCTAACTACTTGCCA

GCAGCTGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTCAACCCACGAACTGCGTTTGGAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTAGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11960;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCCGGGGGCAATAAGGGCGTCGCGCTCGCCCGTTGAGAGTACGAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCCCGGTAATACGGGGGATGCGACCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGAGGTGAAATTCCGGGGCTCAACGCCGGGGCTGCCCTTGATACTGTCTCGCT

GGAGTGCGGATGCTGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCAGCTGGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 
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>OTU11961;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

AAGGGAGGCAGAAGGGGGGAAGAGGGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACG

GTTTTCGGAGTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGGAAAGGGAGCGCAGGCGGGAT

AGCAAGTCAGCTGTGAAAACCATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATGCTTGAGTGGAGTAGAGGC

ACGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCTGCGGAACACCAGTGGCGAATGCGGCTTGCTTGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGCTTCGCTACCCTGGTA 

>OTU11962;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Rubrobacterales

(0.0000),f:Rubrobacteraceae(0.0000),g:Rubrobacter(0.0000); 

ACCTCACCAGGCCACAACCAACCAGAACGTGCAAAAGCGTCCTGCGTGTAGCGAACTGCGATGGGCATACTGTAACC

CTCAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACC

TGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGCACACAAA

AATACTGATAGCAGTCGGCGTGTGAATCATTAGACTTGCGACCCGCGGCAGCAAGAACCATACGACCAATATCACGA

AAAGAGTCACGCAAAGCAGGGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAAC

GATAAACCAACGATCAGCATGAGCCTGTCGCAGGGCATTCA 

>OTU11963;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Rikenellaceae"(0.0710),g:Rikenella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCTAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGC

TCTATGAGTAGTAAACTGCTTTTGTATAAGGGTAAAAGTTTATATGTGTAGGGGTTTGAAAGTATTGTACGAATAAGG

ATCGGCTAACTCCGAGCCAGCAGCAGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTCGGTAAGTCAGTTGTGAAAGGTCTGGGCTCAACCCTAAGACTGCCTCTGATACTGTCAGGCTTGA

GTACAGTAGCAGCAGGCGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGG

CAGCTTACTAGTCTGTATCTGACGCTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11964;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.61

38),f:Spirochaetaceae(0.4224),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAGGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTTAACGAAGAAGGC

CGGACGGTTGTAAAGCTCTTTTGATACTGAAGAATAAGTATGGAAGGGAATGGCGATACGGTGACGGTAGGTTTTG

AATAAGCAACGGCTAATGACGTGCCCGCAGCTGCGGTAAAACGTAAGTGGCGAGAGTTGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACA

AGACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAAT

GGCGAAGGCAAGTGTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU11965;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTCAACGATGAAGGT

CTTCGGCTTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAGTACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCGCAACTCGTGAACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAA

GTGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGATGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11967;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGATTTGTATGTACCATCCGAAAACGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTTTTAAGTCAGTAGTGAAATCCGGCGGCTCAACCGTCGAATTGCAGTTGAAACTGGAAGTCTTGA

GTTCGCAAGAGGATGGCGGAATTCATAGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGGTGGCGAAGG

CAGGTATCTGGGGTGATACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCGGATGCGCCGCCCCCCGGTGAGTGAAGAAGTA

TTTCGGTAGGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGAAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGATTGCTGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU11968;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGGGCAAGCCTGATGAAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACATTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCAGTGCCAGCAGCCGCGGAAATAAGGAGGGTGAAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTCAGTCAGATGTGACATCCCCGGGCTCAACCTGGGAACTGCATCCGATACTGGCA

AGCTTGAGTCTCGTAGAGTGGGGTAGAATTCCCGGTGTAGCGGTGAAATTCGTAGAGATCTGGATGAATACCGGTG

GCGAAGACGGCACCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTATATACCCTGG

TA 
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>OTU11971;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

TCTCCCGCCTGTTACCACTACTGGTTCTATTGACCATGCCGCTTTTCTTGGCACGATTCCCCCTGATACCAATAAACTCC

CTAAGCATTTGTTTCAGGGTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGC

TAACCCTAATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGGACTGCTCCG

CTTCCTCCTGAGACGGAGCTTTCTCGCCAAATGACGACTTCTACCACATCGATTGACAGTATGGGTCTGCAAGCTGCTT

ATGCTAATTGGCATACTGACCAAGAACGTGAGTACTTCATGCA 

>OTU11972;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.72

52),f:Spirochaetaceae(0.5273),g:Treponema(0.1299); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGAGGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGACGAATAAGTATTGCAGGGAATGGCGATATGGTGAGGGTAGGTTTTGA

ATAAGCACCGGATAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCATAGGCTTAACCTGTGAACTGCATTTAGAACTACAAG

ACTTGAGTGACGGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAATGCAAGTTTCAAGCCGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11969;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Euba

cteriaceae(0.0457),g:Alkalibaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCACAGGGACGAAGGAAGTGACGGTACCTGAGGAGGACGCCCCGGCTAACTACGT

GACCGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTT

TGTAAGTCTGGTGTGAAAGTCCTGCTTTTAAGGTAGGAATTGCATTGGAGACTGTAGAGCTTGAGTGAAGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CTTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU11970;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0113),g:Coprobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCCCGTCCGATGAGAGTCCCAGGGGAATA

AGCATCGGCTAACTCCTTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTGAGGGGTGAAATGCCGGGGCTCAACGCCGGGGCTGCCGTGGGTACTGTCGCG

CTGGAGTGCGGAGGCAGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGC

GAAGGCATCTGGCGAATGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11974;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAATGATGACTGC

CCTATGGTTTTTAAACTTCTTTTATAAAGGAATAAATTCGGGTATTCATACCCGTTTTCATGTACTTTATGAATCCGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATGTGTAAGTCAGATGTGAAAGTTTGAGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGAGT

GCAATAGAGGAAGGAGGAATTCGTGGTGTAGAGGTGAAATGCGTAGATATCAGGAAGAACTCCGATGGCGAAGGC

GGCTTGCTAGGCTGAAACTGACATTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGCGAAGGATGAAGTA

TTTCGGTTTGTAAACTTCTATCATCAGGGAAGAAAATGACGGTACCTGACGAAGGAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGTAA

GTCAGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTACGGCTAGAGTGCCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11976;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1679),g:Hespellia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAAGGATGAATTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATTACGGTACCTGACCAAGAAGCCCCGGCTAATTTCGTTCCAG

CAGCCCCGGTACCATGTAGGCGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCAGGAGTGAAAGCTCAGGGCTCAACCCTGGGACTGCTGTGGGAACTGTATGGCTAGAGTGCTGGAGAGGTAAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGACAGTAA

CTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGTCCGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCGGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGTAGGCTGTGTGTCAAGTCTGGGGTGAAATTCCGGGGCTCAACTCCGGAGCTGCCTTTGATGCTGTCGCGCT

GGAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGA

AGGCATCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11977;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 
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ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGATGAAGTCT

TTCGGTATGTAAACCTCTTTTAGTAGGGAAGAAAATGACGGTACCTAACTAAGAAGTCCTGGCTAACTCCGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTGGCAAGT

CAGATGTGAAATACCGAGGCTTAACCTCGGAACTGCATTTGAAACTGTCGTTCTTGAGTGAAGTAGAGGCTGGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Flavobacteriia(0.1740),o:"Flavobacteriales

"(0.0781),f:Flavobacteriaceae(0.0252),g:Chryseobacterium(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGGAATCCGATCCAGCCATGTCGCGTGAAGGAATACGGTC

CTATGGATTGTAAACTTCTTTTATATGGGAGCAATAAGGGCTACGTGTAGACCGTTGAGATCACCATATGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGATGTAAGTCAGTGGTGAAATGTGGCGGCTTAACCGCTAAACTGCCGTGGGTACTGCATTGCTGGAA

TACGGTTGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGC

ATCTCACGAAGCCGCTATTGACGCTAATGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11980;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Marinilabiliaceae(0.0113),g:Alkalitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGTGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGACGCGCACGTCCGTTGAGGGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTGCGCGGCTGCCATTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGA

AGGCAGCATGCGAATCCGTAACTGACGCAGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11978;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAA

GGGGGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAG

TCTTGAGTGTCGGAGAGGTAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU11981;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGTCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGACAGTACCAGGCTAATAG

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACCGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGAGTCAAGTCGGTGGTGAAATTCCGGTGCTCAACACAGGGGCTGCACTTGATACTGTCGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGACACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU11982;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9802),c:Acidobacteria_Gp4(0.9711),g:Gp4(0.6200); 

TACGGGAGGCAGCAGTGGGGAATTTTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAGGAAAT

CCTTCGGGATGTAAACTTCATAAGTAAGGGAAGAAAGCTGCGAGTTGAATAAATTCGCAGTCCGACGGTACCTTACG

TAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCGCGTAGGCGGTTTGCTAAGTCAGTTGTGAAAGCCCGGGGCTCAACCCCGGAGGGTCGGCTGATACTGGTGG

ACTAGAGTACGGAAGAGGTAGCTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCTGAG

GCGAAGGCGGGCTACTGGGCCGATACTGACGCTGAGGCGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCTG

GTAGTCC 

>OTU11983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGTGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTT

GAGTGGAGTAGAGGCAAGCGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11984;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lach

nospiraceae(0.8146),g:Butyrivibrio(0.3479); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGACTCGAAAGAGAGATGACGGTACCTGAGTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

CAGACGGTCAAGCAAGTCTGAAGTGAAGACCGAGGGGTGAAACGTGAGCTGGCGTTGGAAACTGTGTGACTAGAG

TACTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGC

GGCTTACTGGACAGCAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11985;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0904),g:Lactonifactor(0.0157); 



7599 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTCAAGAGGGAAGAGCAGAGGACGGTACCTCTAGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGATGGTGCAGGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTTGATC

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCACGGACTGCATTGGAAACTGATTGGCTAGAATGCAGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTG

TAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTATCTTTCGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATCTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGTTGCTGCATTCCAAACTGGTTAGCTAGAGGGAAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTCGAAGTTAGGAAGAACACCAGTGGCGAGGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11987;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAAGAAATGACGGTACCTCTTGAATAAGCAACGGCTAACTCCGTGC

CAGAAGCCGCGGTAATACGTAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGCTCAACTCATAGCCTGCATTTGAAACTGGTTTTCTTGAGTGCGGGAGAGGTAATT

GGAATGCCGGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU11988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCCGGGGGCAGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCAAGACA

AGTCTGAAGTGAAATGTGGGGGCTCAACCCCTGAACTGCGTTGGGAACTGTGTAGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGATAGCTAGGCGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11991;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0252),g:Mangroviflexus(0.0076); 



7600 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTGTCGGGGAATAATAAGACTTTCGTGTAGGGTGTTGCATGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTATGAGGTTAAATGCTTGTGCTCAACAGGGGTTTGCCTTGGATACTGTCTGACTAGAA

TGTAAACGGCGCAGGCGGAATGAGTCGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATGCGATTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU11989;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAA

GCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11990;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGAC

AAGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTGTAGCTAGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGACTTGCTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Ruminococcus2(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGTGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCGTCACCCCGGGCGTGCATTGGAGACTGTGTATAGTGAGTGCCGGAGGAGTAAG

TGGACTTGCTAGTGTAGCGGTGAAATGCGTAGAAATTAGGAGGAACACCAGTGGGGAAGGCGGCTTACTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11994;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3043); 



7601 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGTTTGTAAACTGCTTTTATACGGGGATAAATTGGGCCACGTTTGGCTTATTGCAGGTCCCGTATGATAAAGG

CCCGGCTAATTCCGTGCCAGCAGCCCCGGTAATCCGAAAGGTCCGGCCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGGGC

AGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11995;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCATGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACAGTTAAGTCAGCGGTCAAAACGGGCGGCTCAACCGCCTGCCGCCGTTGAAACTGGCAGTCTAGA

GTGGGCGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATTGCGCAGAACTCCGATTGCGAAG

GCAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU11996;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Deltaproteobacteria(0.9038),o:Desulfovib

rionales(0.7995),f:Desulfovibrionaceae(0.5273),g:Desulfovibrio(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCTCTTTCAGACGGGAGGAAACTCGGGTGCTCTAATCATCCTCCTACTTACGGTACCTTCAAAG

GCCGCACCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGTTGCAAGCGTTAATCGGAATCACTGGGCGTAA

AGCGCAAGTAGGCTGTTCTGTAAGTCAGGTGTGAAAGCGCAAGGCTCAACCGTGTAACTGACCTTGATACTGCACGA

CTCGAATCGGGGAGAGGGTGGCGTAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGC

GAAGGCGGCCACCTGGCACGTTATTGACGCTGAGGTGCGAAAGCGGGGGGAGAAAACAGGATTAGATACCTTGTA 

>OTU11993;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAAACGCGGGGCTCAACTCCGCGCCTGCAGTTGATACTGTCGGACTTG

AGTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11997;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Pept

ococcaceae_2(0.0099),g:Desulfotomaculum(0.0046); 



7602 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCGTAGGAGGAAGCCCCGGCTAACTAAGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGACCT

GGTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACGGCGGGGCTGGAGGGAAGGAGAG

GAAGGCGGAATTACCGGGGTAGGGGGGAAATGCGTAGAGATCGGTAGGAAAACAAGTGGGGAGGGCGGCTTCCT

GGACGGAAACGGCCGCTGAGGGGCGAAAGGGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11998;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAACAACGGGCATCACGTGTGGTGCTGTGAGTGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGTTGATCAAGTCTGATGTGAGAGCCCGGGGCTAAACCCCGGGACTGCATTGGAAACTGAACAGCT

GGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12000;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGCGTAGACGGGATAGTAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTG

AGTACTGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU11999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGGACGT

AAAGTCAGATGTGAAATGCGGAGGCTCAACCTCCGAACTGCATTTGAAACTTACGTTCTTGAGTGGAGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2184),g:Blautia(0.0423); 



7603 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCTTAAAGCTCTTTCCTCATGGAAGATAATGACGGTACTTGAGGCGGAAGCCCCGTCTCACTACGTTCCAG

CAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAAG

TCTGATGTGAAAGGCGGGGGCGCAAACCCTGGAATGCAGTGGAAACTGGTAGTCTTGAGTGCAGGAGAGGTAAGA

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12004;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.9736),c:Synergistia(0.9462),o:Synergistales(0.8520)

,f:Synergistaceae(0.7068),g:Cloacibacillus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCGACGCCGCGTGAGCGAAGAAATC

CCTCGGGATGTAAAGCTCTGTTGTGTGGGAAGATAATGACGGTACCACACGAGAAAGCCCCGGCAAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGCAGGCTGGCCGTTAA

GTCTATTGAGAAAGACGGTGGCTCAAGCACTGGGCTGCGATAGATACTGGGGGCCTAGAGTATGTGAGAGGGAAGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGTGAAGGCGGCTTACTGGCACAC

GACTGACGCTCATGTGCGAAAGCCAGGGCAGCGAACAGGATTAGATACCCTGGTA 

>OTU12002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9747),o:Erysipelotrichales(0.9

280),f:Erysipelotrichaceae(0.9108),g:Turicibacter(0.9085); 

ACGGGAGGCAGCAGTAGGAAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGACCGACTTTGGTAGAAAATGGCTAGAGTGTGCCGGTCCCTTAGGA

AAAAGCACGGCCTAACTACGTGCCGGCAGCGCCGGAAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGT

CGACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12005;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clost

ridiaceae_1(0.8505),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGTTACCTGTGGTGGATGCCACGTCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGCGGCGGCGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATGCACGGGCCCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12003;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2524),g:Ruminococcus2(0.0615); 



7604 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGACTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAATAAGCCCCGTATAACTACGTGCCA

GCAGCCGCGGTACTATGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGTACTGCATTGGAGACTGTTTATCTAGAGTGCCGGAGGGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12008;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGAGCCTGATGCAGCGACGCAGCGTGAAGGATGAAGG

ATCTCGGTATGGAAACTTCTATCAGCAGGGAAAAAAATGACGGTACCTGACTAAGAAGCCCCGGCCAACTACGTGAC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATTCA

AGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCAGCTGAAACTGAATCCCTTGAGTATCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCATGCTGGGCTTTA

ACTGACGCTGAGGCACGAAGGCGTAGGTAACAAACAGGATTAGATACCCTGGTA 

>OTU12007;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATTACGGTAACCTAAGAGGAAGCCACGGCCAACTAAGTGCCA

GCCACCGCGGTAATACGTAGGGAGCAAACGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCATGAACTGCATTTGAAACTACTTGGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAACGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12009;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Mucilaginibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCAGATGAGAGTAACAGGGGAATA

AGCATCCGCTGAATCCGGGCCAGCAGCCGCGGTAATACGGGGGATGGGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATCCCGGGGCTCAACTCCGGGGTTGCCTTTGATACTGTCGCGC

TAGAGTGCGAATGCCGCCGGAGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGGTTGCG

AAGGCATCTAGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12006;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGAAACGCCGCGTGAGGAAAGAAGG

CCTTCGGGTTGTAAACCTCTGCCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGCAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAC

TTTAAGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGACAGCATCCAATACTGGAGGTCGAGCGTGCAGGGGAGG

GAAGCGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCGGCTTTCTGG

ACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12012;tax=d:Bacteria(0.0014),p:Parcubacteria(0.0000),g:Parcubacteria_genera_incertae_sedis(0.000

0); 

ACTTCAGCGGCTTTAACCGGACGCTCGACGCCATTAATAATGTTTTCCGTAAATTCAGCGCCTTCCATGATGAGACCG

GTCGTTTGAATGTTGACGGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAG

GGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACCCAGCGACGAGCACGAGAGCGGTCAGTAGCAATC

CAAACTGTGTTACTCGTCAGAAAATCGAAATCATCTCCGGTTAAATCCATAACGGCAGAAGCCTGAATGAGCTTAATA

GAGGCCAAAGCGGTCTGGAAACGTACGGATGGTTCAGTAACTTGACTCATGATTTCTGACGTAGTAGTGGTTGAACA

GCATCGGACTCAGATAGTAATACACGCTCTTTTAAAATGGCGAGAAGAGAATCTCTACCAAGAACAAAATGTG 

>OTU12013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumi

nococcaceae(0.7068),g:Gemmiger(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGATGAAGAAGTT

TTTCGGTTTGTAAACTCCTGTCGTTAGGGACGATGATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGCCCGGCA

AGTTGGAAGTGAAAGCTCGGGGCTCAACCCATAAATTGCTTTCGAAACTGCTGGGCTTGAGTGGTGCAGAGGTAGGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGACACCA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12010;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiales_Incertae_Sedis_XII(0.0710),g:Acidaminobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGCAGCCAAGGAGGAAGCCCCGGCTAACTCCGTG

CCAGCCGCCGCAGTAATACGTAGGGAGCGAGCGTCGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCGTG

TAAGTTGGATGTGAAATGCCCGGGCTTAACTGGAGGTCTGCATGAAAAACTGGGAGACTAGAGTGCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12011;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1679),g:Robinsoniella(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTACGGGGCAGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCGATTAA

GTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCCAATACTGGGAGACTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12014;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Spirochaetaceae(0.0000),g:Spirochaeta(0.0000); 

ATTTAGGGTCGGCATCACAAGCAATATCAGCCCCACCAGACACCACCTGATTAGCGGCGTTGACAGATGTATCCATCT

GAATGCCATGAAGAAAACCACCATTACCATCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAG

GTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATT

ATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCGAAGCAGAAAAACTACCGCGCTTCGCGTGGTCAACCCCT

CAGCGGCAAAAATTAAAATTTTTACCGCGTCGGCGTTATAACCGCACACTC 

>OTU12015;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3884),g:Syntrophococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAACGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGTGCA

AGTCTGAAGTGAAAGGCGGGGGCACAACACCCGGATTGCTTTGGAAACTGCATGGCTAGAGTACCGGAGGGGTAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

AAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12017;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Prevotellaceae"(0.0073),g:Prevotella(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCAGGGGGCAATAAGGGCGTCGTGCACGTCCGATGAGAGTACCAGGCGAAAA

AGCATGGGCTAATTCGGTGCCAGCAGCCGCGGAAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGTGTGAAATGCAGGTGCTCAACACCGGATCTGCCCTGGGTACTGTAGCG

CTGGAGTGAGGATGCCGCCAGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCAGCTGGCGAATCCTTAACTGACGCTGAGGCTCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12016;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Pept

ococcaceae_1(0.3544),g:Peptococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCGCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGCTAGTCTGAGGACGGTAGACAAGAA
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GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGCGGTCTGTTAAGTCAGATGTGAAATGTCAGGGCACAACCCGGAACGGGCATCTGAGACGGGC

AGACTGGAGTGCGGAAGAGGTAGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGT

GGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12019;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Thermomonosporaceae(0.0000),g:Actinomadura(0.0000); 

TTCTCCTCAAGTAAGGGGCCGCAGCCCCTGCAATTCAAATTGTTGACCACCTACATCCCCACGACGAGCGCCTTTACG

CTTGCCTTTAGTCCCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATC

ACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCA

AGGTAAACGCGAACAATTCAGCGGCTTTAACCGGACGCTCGACGCCAGTAATAATGGTTTCCGTAAATTCAGCGCCT

GCCATGAGGAGACAGGCCGGTGGAATGTTGACGGGATGAACATAAGAAGCA 

>OTU12020;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

ACTTCTCCCACCTCTATTGACCTTCTGGGTCTGCACGCTGCTTCTGCTCATTTGCATACTGCCCACGAACGTGATTCCTT

CATTCCGCGTTACCATGATGTTATTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGCCAACCGTCCTTTACTTGTCC

TGCGCTCTAATCTCTGGGCATCTGGCTATGATGTTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCGTG

TTCAACAGACCTATAAACATTCTGGGCCGCGTTTCTTTGTTCCTGAGCATGGCACTATGGGTACTCGTGCGCTTGTTCG

TGTGCCGCCTACTGCGACGAAAGAGATTCAGTACATTAACGCTAAAGGTGCTTTGACTTAGACCGATAGTGATGGCG

ACCCTGTTGTGGATGGC 

>OTU12018;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTCTGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGGTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGAGGTGAAATCCCGGGGCTCAACCCGGGGGCTGCCCTTGATACTGTGGGG

CTGGAGTGCGGAAGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACGCAGAACACCGATGG

CGAAGGCATCTTGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU12021;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTACACAATGGGCGAAAGCCCGACGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGTGGCA

AGTCTGATGTGAAATCCCGGGGCTCAACCCCGGGATTGCATTTGAAACTGCTTATCTAGAGTGTGGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12022;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCGATGGGCGGAAGCCCGAACCAGCCATGCCGCGTGAGGGAAGAAGGT

CCTATGGGTTGTAAACCTCTTTTGCTCGGGAACAATAAGACGGATGCGTCCGCCGACGCAAGTACGGGATGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCGCGATAAGTGAGTGGTGAAATGTCGCGGCTCAACCGGGGCACTGCAGTGGGTACTGTCATGCTT

GAGTGCGAACGGCGTAGGCGGAATTCGTGATGCAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTGGCGGTGGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12025;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

CATCAACCTCATAGCCAGATGCCCCGAGATTAGAGCGCATGACCAGTCAAGTACCGTTGTCAGCGTCATAAGAGGTTT

TACCTCCCAATGAAGAACTAACATCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCAT

AAGCAGCTTGCAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGA

AGCGGAGCAGTCCAAATGTTGTTGAGATGGCAGCAACGGAAACCATAACGAGCATCAGATTGATTAAGCTCATTAGG

GTTAGACGCGGTAAGGTCAGGCAGCAACGGCGATTTAAAATAGGTGTGATAGATA 

>OTU12023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGGGAGACA

AGTTGAATGTCTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAAC

TGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.6350),g:Ruminococcus(0.3915); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTCCGGATTGTAAAGCTCTTTTATTAAGGACGAAGAAGTCACGACATTTAATGAATACGCCGCGGCTAACTACGTCCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATGCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTGTGCTTGAGTGAAGTAGAGGCAGG
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CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12026;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACTCTGACCCAGTAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGCACCTGGAGAAAAAGCAACGGCTAACTACGCG

CCAGCAGCCGCGGTAATATGTAGGTTGCACGTGGTGTCCGGATTTAGTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGACAA

CAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12027;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCAAAGCCGCGTGAGTGATGACGGC

CTTCGGGGTGTAAAGCTCTGTCTTCAGGGACGATAAGGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGAGAA

AGCAGCCGCGGTTATACGCAGGTGGCAAGCGTAGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGTGGTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTGTACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12028;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0181); 

ACGGGAGGCAGTAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGTGTGAAGGAAGAAGGC

TTTCGGGTTGTAAATTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CCGCAGCCGCGGTAATAGGGAGGTGGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCAATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATAGCTGGACGAT

AACTGACGGTGAGGCGCGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGCCTGATGCAGCAACGCCGAGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGCAGATAATGACGTTCCTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAACTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGATAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGAGTAGAGATTAGGATGAACACCAGTTGCGAAGGCGGCTCTGTGGACTGTAA

CTGACACTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12031;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0076); 

AGGGGAGGAAGAAGGGGGGAAGATGGGGAAAGGGGAGAAAGAGGGAGGGAGAAACAAGGGGTGAAGGAAGAA

GGGTTTCGGATTGTAAAATTCTGTCCTAAGTGACGAAGGAAGGGACGGTAGCTTAGGAGGAAGCCCCGGGTCACTA

CGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGAGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGG

GATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGATTGCTGGAGAGG

TAGACGGAACTCCTTGTGTAGCGGTGTAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGTCTACTGGA

CAGTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU12029;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0324),o:"Sphingobacte

riales"(0.0231),f:Sphingobacteriaceae(0.0059),g:Mucilaginibacter(0.0035); 

ACGGAAGGCAGCAGGGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGGACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGTGTGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGACCACAGAGTGAGC

AGGGATATGGAGACTCCGTCCCTGCACGTGGGGCACCCGAGCGTGGGGATAGAGCAGGATTAGATACCCTGGTA 

>OTU12032;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGAACCAGCAACGCCGCGTGAAGGAAGACGGT

CTTAGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGCGACGGTACCTCATGAATAAGCCACGGGTAACTACGTG

CCAGCACCCGCGGCAATACGTCGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAGGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCATTTTGAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATGGCGAAGGCGGTCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATGTTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGTGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCTTAACACGTGAACTGCATTTGAAACTACGCTTATTGAGTATCGGAGAGGCA
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AGCGGAATTCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAACAGTGGAGAAGGCGGATTGCAGGAC

GACAAATGACGGTGAGGCGAGAAAGAGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU12035;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCGGGGGGCAATAAGGGCGACGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCGGCAGCGGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGCCGGTAGTGAAATTCCGGTGCTCAACCCCTGGGCTGCCGTTGGTACTGTCGCGCT

GGAGTGCGGATGCCGCTGGAGGAATTCGTCGTGCAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGA

AGGCATCTGGCGAATCCGTTACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12034;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCAGGTGCGATGAGAGTACCAGACGAATA

AGCATCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGGGGATGGGGGCTGTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGGAATTCCGGTGCTCAACCCCGGGGCTGCCCTTGATACTGTCGCG

CTGGAGTGCGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGCA 

>OTU12037;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

AGGGAAGGAAGGAGGGAGGAAGAGGGGGGAAGGGGGGGAGGAAAGAAGAAGACAAGGGGGGTGAGGGAAGA

CGGTCCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAA

AAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTG

CTCGAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGC

GAAGGTAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTGTGTAA

GTGTGATGTGAAAGACCGGGGCTCAACTCGCGTACTGCATTTGAAACTGGGAGTCTGGAGTGCAGGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTTTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12038;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTTGTAGGGGACGAGGAAAAGACGGTACCCTACGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGACCGTTGTCCGGAATGACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGC

AAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAG

GCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGC

AACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.7787),g:Coprococcus(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTCCATGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATATGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTTAACGTCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGAAGAGGTAAGT

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAAATTGGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12040;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9900),c:Actinobacteria(0.9711),o:Coriobacteriales

(0.8737),f:Coriobacteriaceae(0.7787),g:Collinsella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGGGGC

CTTCGGGTCGTAAACCTCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCA

GGCCGGGGGTCAAAGCGGGGGGCTCAACCCCCGAAGTGCCCCGGAACCTGCGCGGCTTGAGTACGGTAGGGGAGG

GTGGAACTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGCC

GAGACTGACGCTGAGGCGCGAAAGCGGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12042;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Cellulosibacter(0.0181); 

ACGGAAGGCAGCAGTTGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCAACGCCCCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTATTAAGGACGAAACAAATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGAGTAGGCGGACTCA

ACAGTCAGGTGTGAAATACCCGGGCTTAACCCGGGGGCTGCATTTGAAACTATGAGTCTTGAGAGATGGAGAGGTA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACA

TCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12041;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0473),f:Pept

ococcaceae_2(0.0113),g:Sporotomaculum(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGCGGGAAGAAGGT

TTTCGGATTGTAGACCTCTGTCCTAAGGGCCGAAGGAAGTGAAGGTACCTTATGAGGAAGCCCCGGCTCACTACGTG

CCAGCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCGTTCAAGGGGGGAATTGCTGTGGAGACTGTACAGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCGGTGGCGAAGGCGGCTGTCTGGA

CTGACCCTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5632),g:Ruminococcus(0.3043); 

ACGGAAGGCAGCAGTGAGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTTTCGGGGGACGAGGAAGGACGGTACCCCGGGAGGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATGG

CAAGTCAGATGTGAAATACACGGGCTCAACCTGTGGATTGCATTTGAAACTGTGATCCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTT

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12044;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGCAACCCTGATGCCGCGACGCCGCGCGGAGGGTGGAGTAA

TTCGGGATGTAAACTTTTAACAGCCGGGAAGAAAATGACGGTAACTTACCAAGAAGCCCCCGGTAAATTCGTGCCAG

CAACCGCGGTAATACGGAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ATTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTTGTCAATGGGCGCTAGCCTGAACAAGCCAAGTAGCGTGAAGGATGAAGGAT

CGATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGTCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTCTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCAGTCCATACTGTCAGTCTTGAGT
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ACATTATAGGTTGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTATATATCGCGAAGAACTCCGATTGCGAAGGCAG

CTCACTGTACTGCAACTGACACTGATGTGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8412),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTGCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGGTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCCCAACCGTAGTAAGCCTTTGAAACTGGGGAACTTGGGTGCAGGAGAGGAGAGT

GGAATTCCTGTTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAC

CTGACACTGAGGCACGCAAGCGTTGGCACCAAACAGGATTCGATACCCTGGTA 

>OTU12046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGACTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCAAGGCTATCTACGTGC

AAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAAACAATGAAGTGCCGTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCGTTGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AATTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

AAGGGAGGAAGGAGAGGGGAAGAGGGGGAAAGGGGAGAAAGAAGGAGGAAGGAACGGAGAGTGAGGGAAGAA

GGTTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTAC

GCGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGAGGAT

GATTAAGTGGGACGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGG

AGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGA

CTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12049;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

AGGGGAGGGAGAAGAGGGGAAGAGGGAAAAAGGGGGGAAAGAAGGAAGGAGAAAAGAAGGGTGAGAGAGGGC

GGCCTTCGGGTCGTAAAGCTCTGGCTTCAGGGACGATAATGAAGGTACCTGAGGAGGAAGCCACGGGGAACTAAGT

GCCAGGAGCCGCGGTAAGACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACT

TTTAAGTGAGATGTGAAATAGCCGGGCTCAACTTTCTTGCTGCATTTCATACTGGAAGTCTTGCGTGCAGGAGAGGA
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GAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTCGGAAGAACACCAGTGTCGAAGGCGATTCTCTGCACT

GTAACTGACGCTGCGGCTCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTCCTA 

>OTU12051;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Deltaproteobacteria(0.9798),o:Desulfovib

rionales(0.9753),f:Desulfovibrionaceae(0.9201),g:Desulfovibrio(0.9085); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGGTGCAAGCGCTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCATGGGTGAACGCCCACGGCACAACCGTGGAACCGCCCTTGATACTGCACG

ACTCGAATCCGGGAGGGCGTGGCGGAATTCCTGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGTGAGCAAACAGGATTAGAAGGCCTGG

TA 

>OTU12053;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGACGGCT

TTCGGGTTGTAAAGCACTTTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TTAGATGTGAAATCCCCGGGCTTAACTTGGGTACTGCATTTAAAACTGGAAGTCTAGAGTGCGGGAGAGGGGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTACTCTGGACTGTGA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12052;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTGTCATCAGGGAAGAAAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGGAGTGCAA

GTCAGATGTGAAATCCCCGGGCTCAACTTGGGAACTGCATCTGAAACTGGAGAGCTTGAGTCTCGTAGAGGGGGAT

AGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCGGTGGCGAAGGCGGCCCCCTGGACTAAG

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12050;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9747),o:Erysipelotrichales(0.9

280),f:Erysipelotrichaceae(0.9108),g:Turicibacter(0.9085); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTGAGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTATAGTAGGAAATGGCTAGAGTGTGACGGTACGTTATGA

GAAAGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGGTGTGAAATCCCACGGCTTAACCGTTGAGCGTCATTGGGAACTGGTC
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AACTTGAGTTCCGGAGATGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12054;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTTCAGGGACGAGTAGAAGACTGTACCTGACGAATAAGCCTCGTCTCACTACGTGCC

AGCACCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAGCTGCATTTGAAACTGCTCTTCTTGAGTAACGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12056;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAAGCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCCGACTAAGAAGCCCCGGCTAAATACGTGCTA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCCGATGTGAAAACCCGGGGCTCAACCGTGGGATTGCATTGGAAACTGTACGGCTGGAGTATTGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12055;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGATGCCGCGTGTGGGACGGAGGC

CTTCGGGTTGTAAAGCGCTTTTAGCAGGGAAGATAAGAGACTGTACCAGCAGAAGAAGCCCCGGCTAACCACGTGCC

AGAAGCAGCGGTAAAACGCAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATT

AAGTGAGAGGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGTAATCTAGAGTTTGGAAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGACTA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3204),g:Intestinimonas(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCAGTCAACAGGGAAGAAACAAATGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCT

GCAAGTCAGATGTGAAATCTAGGGGCTCAACCCCTAAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCA
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GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACC

ACAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGACCGATGCAGCCACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTAGCGAAGGCGGCTCTCTTGACTGTCAC

TGCCACTGAGTCACGAAAGAGTGGAGAGCACACAGGATTAGATACCCTGGTA 

>OTU12059;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Fastidiosipila(0.0157); 

ACGGAAGGCAGAAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGC

AAGTCTGAATTGAAAGCCCGCGGCTCAACTTCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCCGGACGGT

AACTGACGCTGAGGCGCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGCACGATGAAGGC

CCTCGGAGTGGAAAGCTCTTTTTTTAAGGAGGAAGAAGTGACGGTACTTAATGAATAAGCGCCGGCTAACTACGTGC

CAGCAGCCGCGGTCATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATCTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAAGAACACCAGTGGCGAAGGCGGCCTGCTAGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCCGATGCAGCGACGCCGCGTGAGGGATGAAGG

ATTTCGGTATGTAAACTTCTATCATCGGGGACGAAAATGACGGTACCTGAGTAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGGTGTGT

AAGTCTGATGTGAAAACTCGGGGCTCAACCCATAGCCTGCATTTGAAACTGTAGTGCTAGAGTGACGGAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12064;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Rikenellaceae"(0.0086),g:Rikenella(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACAAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GAACGGCTAAATCCGTGCAAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTCAATGCTTCTGCTCAACAGGAGTTTGCCTTCAAACCTGTCCGACTAGGA

TGTAAACCGCGCAGGCGGAATGACTCATGTAGCGGTGACATGCATTGATATGCTTCAGACCACCGATCGCGAAGGCA

GCTTGCGAGGATACGATTGTCGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12062;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0710),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAGACCTCTTTCAGCAGGGAAGACAAAAGGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCGGGAACTGGGGGTCTTGAGAGAGTTAGATGTA

GATGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACC

ACTACTGACGCTGAGACACGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12063;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9892),o:Actinomycetales

(0.9938),f:Nocardiaceae(0.9294),g:Rhodococcus(0.9085); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGCGCAAGTGACTGTACCTGCAGAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGTTCGTAGGCGGTTT

GTCGCGTCGTGTGTGAAATCCCGCAGCTCAACTGCGGGCTTGCAGGCGATACGGGCAGACTTGAGTACTGCAGGGG

AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTGG

GCAGTAACTGACGCTGAGGAACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12067;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATACAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGGAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCAGTCTTGAG



7619 

 

TACAGTACAGGTGGGCGGAATTCGTGGTGTTGCGGTGGAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGGCACCGAAGCTCGAAAGTGTGGGTATCAAACAAGGTTTGGTACCCTGGTA 

>OTU12068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGTACGTAAAGCTCTATCATCAGGAAAGATAATGACGGTACTTGAGTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAA

GTCAGAAGTGAAATACGGGGGCTCAACCCCGGAACTGCGTTTGAAACTGTATACCTTGAGTGTCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12066;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTTAGCGGGGAGGAAGGGGGTAATGTTAATACATTTACTCATTGACGTTACCGGCAGA

AGAAGCACCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGTGGGCGCAAGAGTGAATCGGAATTACTGGGCGT

AAAGAGCACGCAGGCGGTTTGTTAAGGCAAATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCATAGAGGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAAAGATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGTCGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12065;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGTTGCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGGAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGACATCCATGGGCTCAACCCATGAAATACATTTGAAACTGTAGATCTTGAGTGTCGGAAGCGCGGT

CAGGATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGAGGAACAACAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12069;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9719),o:Coriobacteriales

(0.8846),f:Coriobacteriaceae(0.8146),g:Collinsella(0.3043); 

CGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGCC

TTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAACGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCCCGGCAG

GACGGGGGTCGAAGCGGGGGGCTCAACCCGGGGAATGCCCTGGATCCTGCCGGGCTTGGGTGCGGTAGGGGAGG
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GTGGAACACCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGTGGAACACCGGTGGCGAAGGCGGCCCTCTGGGCC

GAGACCGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12070;tax=d:Archaea(0.0024),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

GCTTCAGTACCTTACCGCTAACGGTGCTTTGCCTTATACCGATATTGCTGGCGACCCTGTTTTGTATGGCAACTTTCCG

CCGCGTGAAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGATTGCTGATGGTCAGTGG

TATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGGAACCGCCTTCTGG

TGATTTGCAAGAACGCGTACTTATTCGCCACCAGGATTAGGACAAGTGGTTCCAGTCCGGTCAGTTGTTGAAGTGGA

AGAGTCAGGTTAAATTTAATGTGACAGTTTATCGAAATCTGCCGACCACTCGCGAGTCAAGCATGACTGCGTGATAAA

AGATGGAGGGGGAGGT 

>OTU12072;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGGATATTGGTCAATGGGCGCTAGCCTGACCCAGCCACGTCGCGTGAAGGATGACGGCT

CTCTGGTTCGTAAACTTCTTTTATATAGGAGTAAAGTGCAGTATGTGTACTGTTTGGTCTGTCTTATATGGATAAGGAT

GGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGGCTTGGGCTCAACCGTAAAACTGCAGTTGATACTGTTAGTCTTGAGT

ACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAACACCGGTGGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3204),g:Saccharofermentans(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTCCCTGATGACTAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCAGAAGCTGCATTTGAAACTGTAATGCTTGAGTGCTGGAGAGGAAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12073;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTTAAATACTTTTAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGCTACCCGCAGAA

GAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGGTGCAAGTGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGATGG
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CGAAGGCGGCCCCCTGGCCGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGAAGGCAGCAGGGGGGAATATGGCACAATGGGCGAAAGCCGGATGCAGCAACGCCGCGTGAGCGATGAAGG

CCTTCGGGTAGTAAAGCTCTGTAATCAAGGAAGATAATGAAGGTACTTGAGGAGGAAGCCCCGGCTAAATAAGCGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGATCAACACCTGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12077;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCATTTATATAAGAATAAAGGGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACAGCGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGATTGCGGCTCATCCGTAACGTTGCAGTTGATGCTGTCAGGCTTGAG

TACAGTAGACGTGGGCGGAATTCGTGGTGTAGCGGTCAAATGCTTAGATATCACGAACAACTCCGATTGCTAAGGCA

TCTCACTGTACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTTGTA 

>OTU12076;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9507),c:Actinobacteria(0.8472),o:Coriobacteriales

(0.5766),f:Coriobacteriaceae(0.3884),g:Olsenella(0.0326); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGT

CTTCGGATCGTAAACCGCTTTCAGCAGGGACGAGGGCGAAAGCTGACGGTACCTGCAGAAGAAGCTCCGGCTAACT

ACGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGG

CCTGTTAGGTCGAGGGTCTAATCCCGGGACTCAACCCCGGGCCGCTCTCGATACCGGCAGGCTTGAGTCTGGTAGGG

GAAGGCGGAACTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCTTCTG

GGCCATGACTGACGCTCAGGCGCGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3544),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGAAACTCTGATCCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAGGAAAATTACGGTACCTGACTAAGAAGCGTCGGCTAACTACGTGCAA

GCAGCCGCGGTTATACGTACGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTCGAACTGTAATGCTAGAGTGTGTGAGAGGCAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTAAAGCTCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12075;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTCCACAATGGACGCAAGCCTGATGGAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATATCTTTGCTCATTGACGGTACCCGCAGA

AGAAGCAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAGCTGAAACTGGC

ATGCTTGAGTCTAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGAAGAGATATGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12079;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9936),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTCCGTGAGAGTAACTGTTCACGTAGTGACGGTATCCACCCAG

ACAGTCACGGCTCCCTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCCGCGTTATCCGGCTTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGGACAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12082;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Pedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGTGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGATGTTAAATGCTTCTGCTCAACAGGAGTTTGGCTGGAAGACTGCCTGACTATGAT

GTAACAGGCGCAGGCGGAATTAATCAGGTTACGGTTACATGCATAGATTTGATTCAGAACACCGATCTCGAAGGCAG

CTTGCGTGGATACGATTGACGCTTAAGCACGAAAGCTTGGGTATCGAACAGGAATTGATACCCTGGTA 

>OTU12080;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiaceae_2(0.0252),g:Tindallia(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGCATGAAGAAGGT

CTTCGGATTGTTAAGTTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTATCTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTAA
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CAAGTTGGTAGTGAAATTCCGAAGCTTAACTTCGGCGCTACTACCAAGACTGTTGAACTTGAGTACAGGAGAGGTAA

GTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTAGCCTG

CAACTGACACTAAAGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9877),o:"Bacteroidales"(0.

9940),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCGGTACGTATTCTGTTTTGTATGTATAATTTGGATAAAGA

ACGGCCAACTCCGTGCCGGCAGCCGCGGTTATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12081;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Intestinimonas(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCAGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGATTTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGA

CAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGAGTCGGAGGGGTAA

TCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGACATCGGGAGGGACACCAGTGGCACAGGCGGATTACTTGACGC

CAACCGACGCTGAATCACGAAATCGTGGAGAGCACACAGGATTAGATACCCTGGTA 

>OTU12085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Dorea(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGACGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTCT

TTCGGAATGTAAACTTCTGTCAGCGGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATTGCAAG

CCAGATGTTAAAGCCCGGGGCTCAACCCCGAGACGGCATTTGGAACTGTAATGCTAGAGTGTCTGAGAGTTAAGTGG

AATTCCTAGTGTACGGTTGAAATGCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCATGCGGGACTATGAC

TGCCGTGGAGGCTCGAAAGCGTGGGGAGCAACAGGATTAGATACCCTGGTA 

>OTU12084;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTATAGGGGAATAAAGCGCGGGACGGGTGGAGCATTGAGTGTACCTGAAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGACGGGGTGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTT
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GAGTGCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12086;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2864),g:Papillibacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAGAGGGCGTGTAGGCGGAGCTG

CAAGTCAGCTGTGAAATCTCAGGGATCAACGCTGAAACTGCATGTGAAACTGTAGCACTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTTGATATGAGGATGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12087;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTACTAGGGACGCAGGACGTGATGGTACTTGGAGAAAAAGCAAACGCTAACTACGTG

CAAGGACTCGCGGTAATACGTAGGCTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCAA

GCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCTTGCTGGACGG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12089;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0087); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGGTAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTTTAAGTGAGCGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGGCGATGATACTGGGGGTCT

TGAAGGCGGTCGAGGCGGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGGTATGCCCGAGAACACCGATAGCG

AAGGCAGCTGGCCGAGCATGCATTGACGGTGAGGCAAGAAAGCGTGGGGTACGAACAGGATTAGATACCCTGGTA 

>OTU12088;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pept

ococcaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGGCGAAGGAAGTGACGGTACCTTAGGAGGAAGTCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGTATTGGTATGGAGAATGTACAGCTTGATGGCGGAAGAAGT



7625 

 

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAAAGATTGAGAGGAAAACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGGCGCTGAGGCGTGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTAGCAGGGAAGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGAATTATTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

TAAGTCAGAAGTGAAAACTAGGGGCTCAACCCCTGAACTGCGTTTGAAACTGTAGATCTTGAGAGTGGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACC

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12091;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0252),g:Hespellia(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCTTTATGTAAATTTCTATCAGCAAGGAAGAAAATGACGGTACCTGAAGAACACGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCTTTTTCCGGAATGCCTGGGCGTAAAGGGTGTGTAGGCGGGAGCGCAA

GTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGG

GGAAGTCCTAGTGTAGAGGTGGAATGAGTAGAGATTAGGAGGAACATCAGTGGCGAAGGCGACTGAATGGACGAT

AACTGACGCTGAGGCAAGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU12093;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGCA

TCTCGGTATGTAAAGCTCCATCAGCAGGGAAGCAAATGACGGTACCTGACTAAGAAGCCCCGGCTACCTACGTGCCA

GCACCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGTAA

GTCTGGAGTGAAAGGCCAGGGCTCAACCCTGGGACTGCTTTTGAAACTGTATGGCTAGAATGCTGGAGAGGTAAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAATGGCGAAGGCGGCTTACTGGGCAGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU12092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCTGTATGTAAAGCTCTATCAGCAGGGAAGCAAAAGACGGTACCTGACGAAGAAGCCCCGGCTAAGTACGTTCCA

GAAGCCGCGGCACTACGCAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGTAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCCGTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGAAGGCGGCTTACTAGACAGTA

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12095;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTCAGTCTCGTGCAACTTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCGATTAAGCGTGATGTGAAATGTAGTGGCTCAACATCTGCACTGCGGCGCGAACTGGTATTCTTGA

GTGCGAACGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACGGGGGCGAAACTGACGCTGAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGCAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTTGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAAGGGGCAAGCGCTATCCGGATTTACAGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGAGCTTAACCCACGAACTGCGTTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGGATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCATT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12096;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8189),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGCGTAGGCGGCTATGCAAGTCAGGCGTGAAAACTATGGGCTTAACCCATAGCCTGCGTTTGAAACTGCGTA

GCTTGAGTGAAGTAGAGGCAGATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12097;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Alphaproteobacteria(0.8331),o:Sphingom

onadales(0.2999),f:Sphingomonadaceae(0.1485),g:Sphingomonas(0.0326); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAACAAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAGGCGCACGTAGGCGGCTTTGTA

AGTAAGAGGTGAAAGCCTGGAGCTCAACTCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGT
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GGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGTCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12098;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCTTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTTAGAAGTGAAAGCTTGAGGCTCAACCGTAAAATTGCAGTTGAAACTGGATATCTTGAG

TGCAGTAGAGGCAAGAGGAATTCGTAGTGTAGAGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAGGC

AGCCAGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12100;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTCTGTACCTTATGAATAAACA

TCGGCTAACTCCGTGCCAGCAGCCCCCGTAAAACGGAGAATGCGAGGCTTATTCGGATTTATTGGGTTTAAAGGGAG

CGCAGACCGGATGTTAAGTGAGACGTGAAAGGTTGCGGCTCAACCGTGAAATTGCGGTTGATACTGGCGTTCTTGAG

TGAAGTTGATGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAAGCTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12099;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5632),g:Acetanaerobacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAATGCA

AGTCAAGTGTTAAATCTATCGGCTCAACTGATAGCTGCGCTTGAAACTGCGTTTCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12102;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GAACGGCTAACTCCGCGCCAGCAGCCGCGGTAATTCGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGTCGGTTAGATAAGTATGAGGTTAATTCCTTCTGCTCACCTTGGGTTTGCCTTGAAAACTGTCTGACTAGGAT
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GTAAACGGCGCTAGCGGAATTAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCG

GCTTGCTAGGATACGTTTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12104;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.4224),g:Dorea(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGACGAAACTCTGATCCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATTACGGTACCTGACTAAGAAGCCCCGGCTCACTACGTGCCAG

AAGCCGCGGTAATGCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCGCAGGATTGCATTTGGAACTGTAATGCTAGAGTGCAGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12103;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.3544),g:Parabacteroides(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGA

GCGTAGGTGGTAAGGCAAGCCAGAATTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTA

GAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12101;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.1098),g:Lachnospiracea_incertae_sedis(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGACGGCTTT

GCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGC

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12105;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.4224),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGAGACGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGATTAAGCGAGTAGTGAAAGTTTGACGCTCAACCGTTAAACTGCAGCGCGAACTGGATGCCTTG
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AGTGCGGTGGAGGTAGGCGGAATTCGTGGTGTAGCAGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12107;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Porphyromonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCATGCCGTGTGAAGGATGACGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGTAATAATGGTCTCGTGAGATCCGTTGAGTGTATCCTACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTCTGTTAAGTCAGCAGTGAAAGGCCGCCGCTCAACGGGATAAGTGCGGTTGATACTGGTAGACTGGA

GTGCAGATGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAG

GCAGCTCACGAGTGCGTAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12106;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGTAGACGGGAAGGCAAGTTAGTCGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATCTTTCTTGA

GTGCTGGAGAGGAAAGTGGAATTCCTAGTGTAGCTGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGG

CGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGT

GCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAGCT

GCAAGTCAGATGTGAAATCTCAGGTCTCAACCCTGACACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTTGACG

ACTACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12110;tax=d:Bacteria(0.0041),p:"Fusobacteria"(0.0000),c:Fusobacteriia(0.0000),o:"Fusobacteriales"(0

.0000),f:"Fusobacteriaceae"(0.0000),g:Fusobacterium(0.0000); 

ATTGGCCCAATGCTCCACTGTGCTCCCCCAACTTGATATTAATCACACTATCGACCACCGCCCCGAAGGGGACGAACA

ATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTC

GCGATGAGTATAATTACCCCAAAAAGGAAGGTATTGAGGATGAGTGTTCAAGATTGCTGGAGGCCTCCACTATGAAA

TCGCGTAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAAGGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTTTT

GACACGCTCACGTTGGCTGACGACCGAGGAGAGGCGTTT 
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>OTU12109;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Flavonifractor(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGTTTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATGTACCAGGGCTAACTACCCCC

CCGCAGCCGCGGTCATACGCAGGTGGCATGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Dorea(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAATTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCT

GCAGCCGCGGTAATACGTAGGGGGCAAGCAGTATCCGGATTTACTGGGTGGAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGCGACTGCATTTGGAACTGCAATGCTAGAGTTTCGGAGATTCAAGTG

GAATTCCTAGTGTATCAGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGAC

TGACGTTGATCCTCGAAAGCGTGGTTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGAGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGAGTAGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGACCTGGTTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAGGGGTGCGTAGGTGGTTTCTTAA

ATCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAGCTGAAGTGCAGGAGAGGAGAGT

GGAATTCCTATGGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACCAGTTGCGAAGGCGGCTCTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Euba

cteriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAAGTTCTTTCAGCAGGGAAGAAGATGACGGTACCTGAATAAAAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGGCA

AGCCCGATGTGAAAACCCGGGGCTCAACCGCGGGATTGCATTGGAAACTGTCCAGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1679),g:Ruminococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCTGTATGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCAGCTAACTACGTGCC

AGCAGCCTCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTAGCTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12115;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Papillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACCTCTTTTATCAGGGACGAAGTAAGTGACGGTAGCAGATGAAAAAGCCACACCTAAATACTAG

CCAGCGGCCGCGGCAATACCTGGGTGGCAAGCGTTAGCCGGATTTAGTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGGTGTGAAATCTATGGGCTTAACCCATGGGCTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACG

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGGAGTAAGGCTTTGAAACTGGGAAACGTGAGGGCAGGAGAGGGGAGT

GGAATTCCGAGGGGAGCGGTGAAATGCGTAGAGATTAGGAGGAAAACCAGGTGCGAAGGCGGCTCTCGGGACTGT

AACTGACACTGAGGGACGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTAA 

>OTU12119;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAACTTCTATCATCAGGGAAGCAAATGACGTTACCTGACTAAGAATCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGTAGACGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCGCAACCCCGGGACGGAAGTGGAAAAGAGGCGGCTAGAGTGTAGGAGAGGTAAGT

GGAATTACTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



7632 

 

>OTU12117;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGAGAAAAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGA

CAAGTTGAATGTCTAAACTATCGGCATAACTGATAGTCGCGTTCAAAACTATCCCTCTTGAGTGCAGTAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12118;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Hydrogenoanaerobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCCCTGTTCTCAGGGACGAAGAATGACGGTAGCTTAGGAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATTGC

AAGTCAGTGGTGAAAGGTGTGGGCTTAACCCATAGGCTGCAATTGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.2524),g:Intestinimonas(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGT

AAGTCTGATGTGAAAACCCGGGTCTCAACCTGGGGACTGCATTGGATACTATGCGGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12122;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0204); 

CCTTTATTCCTCCTTTGTTCCTATTTCCCCATTTGGGCCCCCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCTTC

GGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGTAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCCTGGTAAGTC

CGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGATACTGCTGGGCTTGAGTGCAGGAGAGGAAAGCGGA

ATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12123;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2864),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACTTCCTAG

CAGCCGCGGCAATACGACGGGAGCGACCGTCGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCAG

GTCTGAAGTGAAAGGACGGGGCTTAACGCTGTGACTGCTTTGGAGACTGTGTAGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12121;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTTAACCTCTTTTACTAGGGACGTAGGACGTGACGGTACTTGGAGATTATGCAACGGCCAACTACGTGC

CAGCAGTCGCGGCAATACGTAGGCCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGATGC

AAGTTGGGCGTGAAATCCCGGGGCTCAACCGCTGAACTGCGTTCAAAACTGGATCCCTTGAGTAACGGAGAGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTTGCGAAGGCAGCTTGCTAGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12126;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Xantho

monadales(0.0000),f:Xanthomonadaceae(0.0000),g:Luteimonas(0.0000); 

CCCAGAGCTTGCTGCGGTTATCCCTCTGCTTCTGGGAGCCCAGCATTGGGGCTTGAGAAAGAGTAGAAATGCCACAA

GCCTCAATAGCAGTTTTACGAGCCTCGATACTCTCAAAGTCAAAATAATCAGCGTGACATTCAGACGGGTAATAAGCA

CGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTT

CCTAGACAAATTAGAGCCAAGACCATCAGATTTACCGTCTTGACAGAAATTGTGCCAAGTAGCGGCAACAGCTTTATC

AAGACCATGAAAAAGATCAACCACACCAGAAGCAGCAGCAGTGACGACATGAGAAATATCCGTTGCAGTAGCGCCA

AGATGAGAAGAGCCATACCGCTGATGCTGCGTTTGC 

>OTU12124;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0149),g:Clostridium_IV(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACGATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTATGAAGCTACGGCTAACTACGTGCC

AGCAGCCGCTTTAATACGTAGGTGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAGAATGCATTTGAGAATGTATCTCTTGAGTGGTGGAGAGGTAGAT

GGGATTCCGTGTGTAGCGGTGAAATGCGTAGAATTAAAGAAGAACACCAGTGGCGAAGGCGATCTAATGGACAGTA

AACGGAGACGAGGCGCGAGAGCTTGGGGAGCAGACAGGATTAGATACCCTGGTA 
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>OTU12127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.3544),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGACGCGTGAAGGATGAAGTA

TTTCGGTATATAAACTTCTAACAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGGAATAAGTAGGGGGCAAGTGATATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCCCCAGTGGCGAAGGCGGCTTTCTTGACTGACA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12125;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.0560),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGCTGCAAAGCCTTGTCTTCAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCAAGCGCTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGACA

ATTTGAACGTCTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGCGG

AATCCCGAGTGTGGCGGTGACATGCGTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCCTACTGGGCTGTAAC

TGACGCTGAGGCTCGGGAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12129;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Deltaproteobacteria(0.9798),o:Desulfovib

rionales(0.9753),f:Desulfovibrionaceae(0.9108),g:Desulfovibrio(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGCAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAC

GAACAACCGGCTAACTCCGTGCCAGCAGCCGCGTTACTACGGATGGTGCAAGCGATAATCGGAATCACTGGGCGTAA

AGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCTCACGGCTCAACCGTGGAACTGCACTTGATACTGCACGA

CTCGAGTCTGGGAGAGGGTGGCGGAATTCCCGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGC

GAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTACGTAAAGCTCTATCGGCAGGGAAGAAGGAAGAGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAGA

GGCAAGTCTGAAGTGAAATGCGGGGGCCCAACCCCGGGACTGCTGTGGAAACTGTCAGTCTGGAGTGCAGGAGAG

GTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGG

ACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGACTAGATACCCTGGTA 
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>OTU12128;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5991),g:Oscillibacter(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGTCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACCGGGGAAGAGCAGAAGGCGGTACCATGAAAACAAGCCACGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGAACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGACGGGCTGAC

AAGTCAGATGTGAAATCCCGGTGCTTAACCGCGGAACTGCATTTGAAACTGTTGGGCTTGAGTATCGGAGAGGTCAG

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12134;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.9889),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCGGATGGGAAAGCCTTCGGATGAACCGAAGAAGTGCATCGGAAACCGGG

CGACTGGAGTGCAGAAGAGGACAGGGGAACTCCAGGTGTAGCGGGGGAATGCGTAGATATATGGAAGAAAACCAG

TGGAGAAGGCGGCTGGCGGGTCTGCAACGGACGATGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAATACCCT

GGTA 

>OTU12132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCCACGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTAAAGCTCCTTCTTCAGGGACGATAATGACGGTACCTGTGGGGTAAGCCACGGCTAACTACGTGCCG

GCAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACACAGGCTCAACTTGGGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTTGCGAAGGCGATTCTCTGGACTGTTA

CTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12133;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTGGCGTATTGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGCGCCAAGTCAGCGGTAAAAGGTTGCGGCTAAACCCGGTGACGCCGTTGAAACTGGCGTGCTC

GAGTGCATGCGATGAAGGCGGAAAGCGTTATGTAGCGGTGAAATGCTTAGATATCACGCAGAACTTCGATTGCGAA

TGCAGCTTCCCAGCGCGTTCCTGACGCTGAGGCACGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12131;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9462),o:"Entero

bacteriales"(0.6509),f:Enterobacteriaceae(0.4563),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGGATGAAGAAGGC

CTTCGGGTTGTAAAGAACTTTCAGCGGGGAGGAAGGGAGTAAAGGTAATACCGTGGCTCATGGACGGGACCCGCAG

AAGAAGCACCGGCTAAAGCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAGTCAGCTGTGCCATCCCCGGGCTCCCCCTGGGTACTGCCTCTGCTACTGGCA

CGCTTGAGTCTCGTAGGTGGGGGTAGAATTCCCCTTGTAGCGGTGACATGCGTAGCTATCTGGAGGACTACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12136;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAAGGGGCGAAAGCCTGATGCAGCACCGCCGCTTGAGCGATGAAGGC

CTTCGGTTCTTAAAGCTCTGTCCTCAAGGAAGATATTGCCGGTCCTTGGGGAGGAACCCCCGGCTAACTCCGTGCCAC

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGGGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGAACTGTAACT

GACACTGAGGCACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTTTGTAAAGGTCTATCAGCAAGGAAGAAAATGACGCTACTTGAGTAAGAAGCGCCGGCTATCTACGCGCCA

GCAGCCGCGGTAATACGTGGGGGGCGAGCGTTATCTGGATTTACTGGGGGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCCAACCCGAGGACTGCTTTTGGAACTGTTGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12135;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTGCTTTTATAAGGGGATAAAACGCTCGACGTGTCGCGTCTTGTATGTACCTCATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAGGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGACGGGAAGGTAAGTTAGATGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATCTGTCTTGA

GTGCTGTAGAGGATAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGACTTTCTGGACAGTAACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 



7637 

 

>OTU12138;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

CAGCGCCTTCCATGCTGAGACCGGCCGTTTGAATGTTGACGGGCTGAACATCATAAGCCATGCCGGCAGCAATAAAC

TCCACAGGAGCAGGCCCGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAG

CACGAGCGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGG

CAGAAGCCTGAATGAGCTTAATAGAGGACAAAGCGGTATGGAAACGTACGGATTGGTCAGTAACTTGACTCATGATT

TCGTACCTATTAGTGGTTGAACAGCAGCGGACTCAGATAGTAATCCACGCTCTTGTAAAATGTCAACAAGAGAATCTC

TACCATGAACGAAATGGGACTCATATCTAAACCAGTCCTG 

>OTU12140;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

CCCGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCGCGCATTGGGGATTGAGCAAGAGTAGAAATGCCACAAG

CCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATAAGAA

CGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATGT

CCTAGACAAATGAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAATTGGGCCAAGGATCGGCAACAGCTTTCTC

AATACCATG 

>OTU12139;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACTTCTTTTATAAGGGAATAAAGGACATCACGTGTGATGTTTTGCATGTACCTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTGAGCGGTGAAAGGCAGGGGCTCAACGATTGAATTGCAGTGGAAACTGGCGAGCTTG

AGTACGTACGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCTTGCGAGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Euba

cteriaceae(0.5991),g:Eubacterium(0.4351); 

ACGGGCGGCAGCAGTGTGGCATCTGTCCCCCTGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGAAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGAGTCGAAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 



7638 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CTTATGGGTTGAAAACTTCTTTTATAAAGAAAAAAAGTCGGGTATGGATACCCGATTGCATGAACTTTAGGAATAAGG

AACGGCTAACTCCGAGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATATTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTTTATCTTGA

GTGCAGTTGAGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12142;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAGGCGCACGCAGGCGGTTTGTTAAGTCGAATGTGAAAGCCCCGGGCTCAACCTGTGAACTGCGTCGGATACTGGC

AGGCTTGAGTGTGGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU12143;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Euba

cteriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATAGGGGAAACCCCGATCCAGCAACGCAGCGTGAAGGAAGACGGT

TCTCGGATTGGAAACTTCTTTTCTTAGTGAAGAAGAAAGTGACGGTAGCTAAGGAATAAGCATAGGCTAACTACGTG

CCAGCACCCGCGGTAATACGTAAGATGCGAGAGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTG

CAAGTTTGATGTGAAATGCCGCAGCTTAACGGCGGAGCTGCATCGAGAACTGCAGTGCTTGAGTGGGGTCAAGGCA

AGCGGAATTCCGCGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12147;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0086),g:Lutibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTAAGCGGTGAAAAGTCGGGGCTAAACCTGGGGGGTGCGGTTGAAACTGATTTACTA

GAAGGTGGAGGATGCCGGCGGAAGGGGTCAAGAAGCGGTGAAAGGAATAGAAAGGACACAGAAGGCCGATGGG

GAAGGCAGCTGGCAAAGGAACGATTGACGCGGAGGCACGAAAGTGCGGGGATCGAACAGGATGAGATACCTTGGT 

>OTU12146;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Gemmiger(0.0181); 



7639 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGTTACCTAACAAGAAATCACCTGCTAACTACTTGCCAG

CAGCCGCGGTAAAACGTAGGTTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGACGCAA

GTTGAATGTCAAATCCATCGGCTCAACCGGTGATCGCGTTCAAAACTGTGTGTCTTGAGTGGAGTAGAGGCAGGAGG

AATTCCCAGTGGAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGAGAAGGCGGCGTGATGGGCTATAA

CTGAAGCTGAGGTTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12145;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTA

TCTCGGTATTTAAAGCTCTATCAGTGGGGAAGAAAATGACGGTACCTGACTAAGTAGCTCCGTCTAACTACGTGCCAG

CAGCCGTGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGGAGGCAA

GTCTGATGTGAAAACTCGGGGCTCAACCGCTGAAGTGCGTTGGAAACTGGTTGTCTTGAGTGAAGGAGGGGTAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACGTTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12148;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGTGTACGGATACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGATTAAGTGAGTTGTGAAAGTTTGCGGCTCAACGGTAGACTTGCAGTGGATACTGGTTATCTTGA

GTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAGGGTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12151;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATTGAGGCACGTGTGCCTTTTTGCATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGGTTAAGTCAGTTGTGAAAGTTAGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCGGTCTTGAG

TGCGGAAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGTTCGCGAAGGC

AGCTTGCGGGACCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2184),g:Eisenbergiella(0.0326); 



7640 

 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAAAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGTAGACGGCATGACA

AGCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12150;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.2184),g:Lachnospiracea_incertae_sedis(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGATGCCGCGTGAGTGACTAAGTAT

TTCGGTATTTAAAGCTCTATCAGAAGGAAAGAAAATGACGGTACCCGACTAAGAAGCTCCGGCTGAATACGTGCCAG

CAGCCGCGGTACTACGTATGGAGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGTAAG

TCAGATGTGAAAGACCGGGGCTCAACCTCGGTGGTGCATTTCAAACTGCTTTGCTGGAGTACGGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACCGCAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12152;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGATGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTAAGTCAA

GTCAGCGGTGAAAAGTCGGGGCTAAACCGTGAGGGTGCCGTTGAAAATGATTTACTAGAATGTGGATGATGCCGGC

GGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATCGCGAAGGCAGCTTGCGAGGATACG

ATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12154;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGT

AAGTCTGGCGTGAAATGTCACAGCTTAACTGTGAAGGGTCGTTGGAAACTGGACAGCTTGAATCCAGAAGAGGTAA

GTGGAATTCCATGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTG

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12155;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0181); 



7641 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCCAACTACGCG

GCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTCGTCCGGTTTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGA

GCAAGTCAGATGTGAAATCTATGGGCTTAACCCATGAGCTGCATTTGAAACTGGTTTGCTTGAGTGAAGTAGAGGCG

GGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12153;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCATAGTGAGGGGGTAAAATGTGGAAATATTAGGGGGAACACCAGTGGGGAAGGCGGCTTGCTGGACG

AAAACTGACGCTGAGGCGCGAAAGCGGGGGGAGCAAACGGAATTAGATACCCTGGTA 

>OTU12157;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Acetanaerobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGA

CAAGTTGAATGTCTAAACTATCGGCATAACTGATAGTCGCGTTCTAAACTATCACGCTTGAGTGCAGTAGAGGTAGGC

GGAATTCCTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCTGCATACTGGGCTGTA

CCGGACGCTGAGACTCGAGAGCGGGGGTAGCAAAAAGGATTAGTACCCTGGTA 

>OTU12156;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.8505),g:Clostridium_IV(0.5720); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAAATGATGGTATCCGTTTAGACAGCCACGGCTAACTATGTGCCAG

CAGCCGCGGTAATACGTAGTTGGCACGCGCTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATGTTAAG

TAAGAAGTGAAAAGTACGGGCTGAACTCGTAACCTGCTTTTGAAACTGAAATGCTTGAGTGAAGTAGAGGCAAGCG

GAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12158;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 



7642 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGGGGAGTAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGAGCTCAACTCCAGAGTTGCCTTTAAAACTGGAGAGCTGTAATGCAGGAGAGGTGAAG

GGAATTCCGAGTGTAGAGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU12159;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiaceae_4(0.0355),g:Thermotalea(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGGTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGT

AAATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTACTGGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGCA

TTTCGGTATGTAAACTCCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCTCGGCTAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGCAAAGGGAGCGTAGACGGATGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGACCTGCAGTGCGAACTAGGCGGCTAGAGTGTCTGAGAGGTAAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCAGCTTCCTGGTCTGTT

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12164;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Thiotric

hales(0.0000),f:Francisellaceae(0.0000),g:Francisella(0.0000); 

ACTCTCACGTTGGCTGACGACCGCTTCGAGGCGTTTTATGATAATCCCCATGCTTTGCGTGACTATTTTCGTGATCTTG

GTCGTCTGGTGCTTGCTGCCGAGGGTCGCAAGGCTAATGATTCACACGCCGACTGCTATCAGTATTTTTGTGTGCCTG

AGTATGGTACAGCTAATGGCCGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGGTAGCGTTGACC

CTAATTTTGGTCGTCGGGTACGCAATCGCCGCAAGTTAAATAGCTTGCAAAATACGTGGCCTTATGGTGACAGTATGC

CCATCGCAGGTCGCGACACGAAGGACGCTTGTGCACGTTCTGGTTGGGTGGGGACTGTGGATGCTAAAGGTGAGCC

GCTTAAAGCTACCAGTTATATGGATGGTGGTTTCTATGTGGCTAAA 

>OTU12162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumi

nococcaceae(0.8505),g:Gemmiger(0.0712); 



7643 

 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGG

TTTTCTGAGTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCCAACAAGAAATCACCGGCTAACTACATGCCA

CCTGCCGCGGTACAACGTAGGGTGCAGCCGTAGTCCGGAATTACTGGGTATAAAGGGAGCGCAGGCGGACCGGCAA

GTTGGAAGTGAAATCTATGGGCTCAACCCAGAAATTGCTTTCAAAACTGCTGGACTTGAGTAGTGAAGAGGTAGGTG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGCGGAACACCAGTGGCGAAGGCGACCTACTGGGCAGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12163;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Prevotellaceae"(0.9387),g:Prevotella(0.7162); 

CCTTCCTTCCTCCTTTCGGCCTCTTTTTCCCTGGCCGGGCGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCTA

TGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGACACGTGTGGCATATTGCAGGTACCCTATGAATAAGGACC

GGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCCGTCTTATAAGCGTGTTGTGAAATGTCAAGGCTCAACCTGGGCATTGCAGCGAGAACTGTGAGACTTGAGTG

CGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAAATATGACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACTTGAGGATGAAGACACGGCTGATAACGTGCCA

GCAGCCGCGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACATGGGTACTGCATTTCAAACTGGAAATCTGGAGTACAGGAGAGGAAAGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATACGGGAATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTAAAAGTCAGTGGCTCAAACATTGAATTGCCGGTGAAACTGGCGAGATTGA

GGACGTAGGGGGCAGGGGAAATGCGGGGGGTAGGGGTGAAATGCATAGATATAACGAAGACCCCCAATGGCGAA

GGAAGCCAGAAAGGCCGTAACTAACACAGAGGCACGAAAGCGTGGGTATCGAGCAGGATTAGATACCTGGTA 

>OTU12165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3915); 



7644 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGGGAGTCTGAACCAGCCAAGCCGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTAAAGGGGGATAAAGTGTGCCATGCGTGGCATATTGCAGGTACCCTATGAGTAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATAAGGAGGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGACTGATAAGCGTGTGGTGAAATGTCGTGGCTCAACCTGGGCATTGCAGCGCGTACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGCGCGACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAGCCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTTAGAGTACCCGACGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGAGGGAAAAGTTAAGGGCTAAACCCGGTGTCGCCGTTAAAACTGGCGAGCTAG

AGAGTGAGAGAGGAAGGAGGGATGCGTAGTGTAGAGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTATCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12168;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Euba

cteriaceae(0.4914),g:Eubacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCCAACTACGTGCCA

GCAGCCGCGGTACTACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACGGCGGGGCTGCGTTGGGAACTGGGCGGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTACGGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCATGAATGATGAAGTAT

TTCGGGATGTAAACTTCTATTAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATAAGCAA

GTCTAATGTGAAAACCCGGGGCTCAACCCTGGAAGTGCATTGAAAACTGTTAATCTGGAGTGTCGGAGGGGTAAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12170;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Porphyromonadaceae"(0.4563),g:Parabacteroides(0.1735); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCAGGACGTGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTATGTAAGTCAAATGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTAAAACTGGGGGGCTAGA

GAATGTTTGGGGCAGGCGGAATGTGTGGTGTAGAGGTGAAATGCATAAATATCACGCAGAACTCCGATGGCGAAGG

CAGCTTGCCAAGCCATAACTGACGCTGATGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12171;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGTAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTAACTGTCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGAAGCGGTAATACGTAGGGGGCAAGGGTAATCCGGATTTACCGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGACGTGAAAGCCCGGGGCTCAACCCCGAGACTGCAGTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTGGAAACTGTTTATCTGG

AGTGCCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12174;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCTGCGTGAGGGATGAAGTA

TTTCGGATTGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAGGAAGCCACGGCTAACTACATGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACACGGGCTCAACTCAGATGCTGCATTTCAAACTGGTAGTCTAGAGTGAAGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12175;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfuro

monadales(0.0000),f:Geobacteraceae(0.0000),g:Geobacter(0.0000); 
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TCAAATCGTTGTTATAGATATTCCCCTAACCCTGAACCAACTTCTTAGGGATTTTATTGGTCTCAGGGTTAATCGTGCC

AAGACAAGCGGCATGGTCAATATAACCAGTAGTGTTAACAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGA

ACTTAATCCACTGTTCACCATAAACGTGACGATGAGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCA

AGGCTACGACGCAATGGAGAAAGACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGAGAAACGGA

GTAGTGGAAATGGTAATAAGACGACCGATCGGACCAGCAAGGAAGCCAAGATGGGA 

>OTU12172;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1485),g:Subdoligranulum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCA

GGCAAGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTAGTGCAGAGGTA

GGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGC

ACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTATCAGGGACGAATGAAGTGACGGTACCTGATGAATAAGCTACGGCTCACTACGTCCC

AGCAGCCGCGGTAATACGTAGGTGTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCATTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAGAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACAAGGGGAGAAGGCGGTATACTGGACGAA

AACGGACGCTGAGGCGCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCGGGT 

>OTU12177;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGGATAAAGTGTGCCGCGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCGTATAAGTGTGTTGTGAAATGTCGCGGCTCAACCTTGGAATTGCAGTTCATACTGTGTGTCTTGAG

TACAGAAGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGGACTGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.4914),g:Eubacterium(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCTGTATTTAAACTTCTATTAACAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCAAACTACGTGACAG
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CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGAAGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGATACTATACGGCTAGAGTGTAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGAACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12180;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACAGCTTTAGACTGGGGGCAAAAAGGGCGTCGCGCACGTACGATGAGGGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGATATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGATGGATGATTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGGCT

AGAGGACAATAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATAGCACGAAGAACTCCGATTGCGA

AGGCAGCTCACTTGACTTCAACTGACACTGATTCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12179;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGACGAGAGTCTGATCCAGCCAAGTCGCGTGCATGATGACGGCC

CTATGGTTTTTAAACTGCTTCTATAGGGGGATAAAGTGTGTTACGTGTGGCATATTGCAGGTACCCTATGAATACGGA

CCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTCTTATAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGGAAGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATGACGAAGAACACCGATGGCGAAG

GCAGCCTGCTGGAGCGCAACTGACGCTGAGGCTTGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12181;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACATGAAAGCACCGTCTAACTACGTGCCA

GCACCCGTGGTAACACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTCAGATGTGAAATGCATGGGCTAAACGCATGAACTGCAGTTGAAACTGTGGGTCTTGAGTGTCGGAAGGGCAGTC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12182;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0355),g:Parasporobacterium(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCGACGTCGCGTGACTGAAGAAGTA

TCTAGGGATGGAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCTACGGCCAACTTGGTGCA

AGCAGCGGCGGTAATACGCAGGGGGCAACCGTTATACGGAGTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGC
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AAGCCAGAAGTGAAAGCCCGGTGCTCAACCACGCGTACTGCTTCTGGAAATGTCGAACTAGAGTGATGCAGGGGCA

GGCGGAATTCCTCGTGTAGCGGTGAAATGCGTCTATATTATGACGAACACCTGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGCATTAGATACCCTGGTA 

>OTU12183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Erysipelotrichia(0.9726),o:Erysipelotrichales(0.8

955),f:Erysipelotrichaceae(0.8505),g:Turicibacter(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAGGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGAGCGCAGGTGGTTGATTAAGTCGGATGTGAAAGCCTGTGGCTTAACCGTGGAGTGGCATTTGAAACTGGG

CGACTTGAGTACAGATGAGGGAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAATAGATACCCTG

GTA 

>OTU12185;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Erysipelotrichia(0.9321),o:Erysipelotrichales(0.8

412),f:Erysipelotrichaceae(0.6709),g:Turicibacter(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGCCCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTTTTATAAGGGAAGAACGACTTTCGTATGACATGTCTATAGTGTGACGGTACCTTATGAG

AAAGCCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTATGTGGCGAGAGTTATCCGGAATTATTGGTCGTAA

AGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGTGGCATTGGAAACTGGTCG

ACTTGAGTATAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGG

CGAAGGCGGCTCCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12184;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Saccharofermentans(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAACACAATGACGGTACCTGAAGAACAAGACCCGGCTAACTACGTG

CAAGGAGTCGCGGTAATACGGAGGGGGCAAGCGTAGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGGTGGATGTGTAATACCCAGTGCTTACCTCAGGTGCTGCATCTGGAACTACGAGTCTTGAGTGTCGAAGATGT

TGGTGGAATTCCTCGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACCTCAGTGGCGAAGGCGACTAACTGGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU12186;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.68

81),f:Spirochaetaceae(0.4914),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGTAGGATCGTAAAGTCCTTTTGAATCTGACGAATACGCAGTGCGCGAAATGGCCTTGTGGTGACGGTAGGGTTTGA
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ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATCTAGGCTGTATCTCAAGCTAGGGGTGAAATGCCGGGGCTTAACCGCGGAATTGCATTGAGAACTAAGA

TACTTGAGTTGGTGAAGTGCAGCCAGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATATCAATGG

CGAAGGCAGGCTGCAGGCAGACGACTGACGCTGAAGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATTACGGC

CCTATGGGTTGTAAACTGCTTTTATCGGGGGATAAAGTGTTCCACGCGTGGCATATTGCAGGTATCCTTTGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTATAAGCGTGCTGTGAAATGTCGGGGCTCAACCTGGGCAGTGCAGTGGGAACTGTGAGGCTTG

AGTGCGCACGAAGCAGGAGGAATGCGTCGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCCTGCGAGACGGCAATTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGCGCAACACCTCGTGTCTGCAGAAGGTT

TTCTGCTCGTACATCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTATGGTCTGCAAACGACGCTGAGGCTCGAAAGAAGGGGGAGAGAACAGGATTAGATACCCTGGT

A 

>OTU12189;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGACGGC

TTTCGGGTTGTAAAGCTTTGTTTTCAGGGACGATAATGACGGTATCTGAGGTGGTAGTTACGGCTTATTACGTGCCAG

CAGCCGTGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTGGATGCTGCAGTTCAAACTGGAAGTCTAGAGTACAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCGATTCTCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12190;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3479); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGTAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATCCGTAGGGGGGACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGCCCGGGGCCCAACCCCGGGACTGCATTTGGAACTGCGTGGCTTGAGTGTCGGAGAGGCAGGC

GGAATTCCGAGTGTAGCGGGGAAATGCGTTGATATTAGGGGGAAAACCAGTGTGGAAGGCGGCCTGCTAGACGAT

GAATTACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAAGATTAGATACCCTGGTA 

>OTU12191;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTC

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGAATTGCATTGGAAACTGTGAGGCTAGAGAGTGAGAGAGGTAAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCCAAGCCATA

ACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12192;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCAAGCCGCGTGAAGGATGAAGTA

CTTCGGTATTTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCCAAGTATCCACGGCCAACTTCGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCCGATGTGAAAACCCGGGGCTCAACGCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGAAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12193;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGAGCCTCGCGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGCTAATACGGAAAGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGGTGCGCAACATCTGCGCAGCAGGGCGAACTGGTTTCCTTGT

GTACGCACAAGGTGTGCGGGATTCGTGGTGTAGAGGTGAAATACTTAGAGATAACGAAGAACTCCGATTGCGAAGG

CGGCGCACTGGAGCGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCGAACAGGGTTAGATACCCTGGTA 

>OTU12195;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0149),g:Oxobacter(0.0066); 
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ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTTTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTAGGATTGTAAACTATTTTAGACAGGGAAGAAAAATGACAGTAATTGTGGAATAAGTTAGGGCTAACTAGGTGCC

AGCAGCGGGGGTAATACGTAGGGAGCAAGCGTAATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAATAC

AAGTTGGTTGTGAAAGCCCTCGGCTCAACTGAGGAACTGCCACCAAAACTATATTTCTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12194;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCACGCCGCGTGCAGGAAGACGGC

TTTCTGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAG

CAAGTCAGAAGTGAAATCCATGGGCTTAACCCAGGAACTGCTTTTGAAACTGTTGGCCTTGAGTATAGGAGAGGCAG

GCGGAATGCATAGTGTAGCGGTGAAATGCGTAGAGATTATGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12196;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Erysipelotrichia(0.1740),o:Erysipelotrichales(0.0

781),f:Erysipelotrichaceae(0.0252),g:Turicibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAG

CGCGCAGGTGGTTGATTAAGTCTGAGGTGAAAGCCCACGGCTTAACCGTGGAGGGGCATTGGAAACTGGTCGACTT

GAGTGCAGAAGAGGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGAGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12198;tax=d:Bacteria(0.0024),p:SR1(0.0000),g:SR1_genera_incertae_sedis(0.0000); 

ACTAACCCTGACACAAATGCTTAGGGCTTTTCTTGGTATCCGGGTTACTCGTGCCACGCCACGCGGCATGGTCAATAT

AACCAGTCGTGTTAACAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAA

CGTGACGATGAGGGACATAAAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAG

ACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGA

CCAATCTGACCAGCAAGGAAGCCAAGATGGGAAATGGCATGCGGCAGACGCTCGGCGCCAGGTTGAATAGTAGACA

TAAT 

>OTU12199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTCTTGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGTGACGTGTCCTGTTTTGCATGTACCTTATGGATAAGGA
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CCGGCTAATTCCTTGCCAGCATCCTCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGATC

GAAGGCGGTCTTATAAGCGTGACGTGAAATGCAGCGGCTCAACCGTATGATGTGCGTCGCGAACTGTGAGACTTGA

GTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACAAGGCTACAACTGACGCAAAAGCTAGAAAGTGCGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU12197;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Betaproteobacteria(0.9321),o:Burkholder

iales(0.7995),f:Sutterellaceae(0.5273),g:Parasutterella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTTTTAGGAACGAAAAGGCTTTGACGAATAATCAGAGCTGCTGACGGTACCTAAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCTCTGCAATACGTAGGGTGCGAGCGTTAACCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGGGTAAGACAGATGTGAAATCCCTGGGCTTAACTTGGGAGTAGCATTTGTAACTGGTCG

ACCGGAGTGTGTCAGAGGGAGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGATGG

CGAAGGCAGCCTCCTGGGATAAAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGACCGATGCGGCGACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGGGGCAGAATCCCTGGCTAGCTACGTGCCA

GCAGACGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCTTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGAATGTAAAGCTCTATCAGCAGGAAAGAAAATGACGGTACCTGACGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTCCAA

GTATGAAGTGAAAGCCCGGGGCTTAACCCCGGGGCTGCTTTTGAAACTGTAGGACTAGAGTGTAGGAGAGGGAAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12203;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGAATAGTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAGTGAAGAAGG

ATTTAGGTGTGGAAAGCTCTATCAGCAGGGAAGAAGAAAGGACGGTACCTGAGTAAGAAGCCCTGGCTAACTACGT
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GCGAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAC

GCAAGTCTGAAGTGAAAGGCCTGGGCTCAACCCCGGGACTGCTGTTGATACTGTGTAGCTTGAGTACAGAAGAGGT

AAGTGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Ruminococcus2(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTC

TTTCGGTATGTAAAGCTCTATCATCAGGGACGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGTAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGTAA

GTCTGGTGTGAAATGCTGGGGCTCAACCCGGGGACTGCATTGGAAACTGGAAGTCTAGAGTGCAGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12205;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rickettsial

es(0.0000),f:Anaplasmataceae(0.0000),g:Neorickettsia(0.0000); 

ACTCGGTCGTCCGCCAACGTGAGCGTGTCAAACACGATAAACCCACCATCAGCATGAGCCTGTCGCATTGCATTCATC

AAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCTT

TCTTTTTGGGGTAATTATACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCTTGCGGCAAAACTGCGTAA

CCGTCTTCTCGTTCTCTAAAAACCAGTGTTCGTCCACTGCGGGGCGGTGGGCTAGAGTGTTATTAATATCAAGTTGGG

GGAGCACATTG 

>OTU12204;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGCCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTGGTAAACTGCTTTTATAGGGGGATAAAGGGGGTAACGTGTGGGATATTGCAGGTACCCTATGAATAAG

GAACGGCTAATTCCGTGCCAGGAGCCGCGGTAATACGGAAGGTCCGGGGGGAATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCCTGTTGTGAAATCTCTGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGTCGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12208;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

TTTAGTCGCAGTAGGCGGAAACCGCCCAAGCGCAAGAGTACACATAGTGCCATGCTCAGGACCAACGAAACGCGGC

ACAGAATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAG

CCAGATGCCCAGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGA
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AGAAATAACATCATGGTAACGATGCAGGAAGTAATCACGTTCTTGGTAAGGATGCAAATGAGCATAAGCAGCGTGCA

GACCCATAATGGCAAGAGATGTGG 

>OTU12210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTCGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGCCAGATGTGAAATGCAGCGGCTCAACCGTTGGCCTGCGGTGGGTACTGGTGGTCT

TGAGTGCGCGCAGGGGGGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGA

AGGCAGATGCCCGGGGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12209;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTCGGTGGCGATCGTTGTCCGGATTTACTGGGCGTAAAGGGAACGCAGGCGGTCTGTTAA

GTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCAGTTGAAACTGGCAGTCTGGAGTGCAGAAGAGGAGAGT

GGAACTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGGCCGGT

ACTGACGCTGAGGTTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAAGCCTGACGCAGCAACGTAGCGTGAAAGATGAAGGT

CTTCTGAGTGTAAAGTTCTTTTTTTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCTTAGAGATAGGGAGGAACTCCGGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTAAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12206;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGTGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGCTGGT

AAGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCAG
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GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12212;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Epsilonproteobacteria(0.9038),o:Campylo

bacterales(0.7252),f:Helicobacteraceae(0.3884),g:Helicobacter(0.1299); 

ACGGAAGGCAGCAGTAGGGAATAATGCTCAATGGGGGAAACCAAGAAGCAGCAACGCCGCGGGGAGGATGAAGG

TTTTCGGATTGTAAACGCCTTTTGTGAGAGAAGATAATGACGGTATCTCACGAATAAGCACCGGCGAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGCAGGTGGATTAATAA

GTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGACACTATTAGTCTAGATTGTGGGAGCGGTAGGTG

GAACTCTTCGTGTAGGGCTAAAATCCGTAGTTATCAACAGGAATATGTATTTCGAAGGCGACCTACTGGAACATTACG

TTCGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1291),g:Coprococcus(0.0230); 

ACGGGAGGCAGCAGTGCGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGAGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

TAAGTCTGAAGTGAAAGTCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12213;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4914),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGAGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGTTACCTGGCGAATAAGCCACGGTCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTACTTTTCTTGAGTATCAGAGTGGCGGTCG

GAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGGCGACAA

CTGACGGTGAGGCACGAAAGCTTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCCTTCTTCAGGGACGCTAATGACGTTACCTGAGGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGTGCTGGAGTTCAAACTGGAAGGCTGGAGGGAAGGAGGGGAGGA
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AGGAAGTACTAGTGGAGCGGTGAAATGCGGAGAGATTAAGAAGAAAAACGAGGGAGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

CTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGAGCAA

GTGAGATGTGAAATCCACGGGCTCAACCTGTGAACTGCATTTGAAACTGCTCTTCTTGAGTATCGGAGAGGCGAACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGAGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGATGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU12214;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Subdoligranulum(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACGAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTA

GGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12217;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGTAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGAAGTTGATACTGGCGTTCTCGA

GTGCAGTTGAGGTGGGCGGAATTCGTGGGGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCAGATGGCGAAG

GCAGCTCACTAAACTGTAACGGACGTTCATGCTAGAAAGGGAGGGTAGAAAACAGGATTAGAGACCCTGTA 

>OTU12221;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Lawsonia(0.0000); 

GCCATATCCGACAGTGTTAACTTCTGCGTCATGGAAGCGATACAACTCTGCCGGTTGGCTACGCCAATCATTTTTATCG

CAGCGCGCATAACTTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCC

TCAATCTCATCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGAACGGCGTCGCGTCGTAACCCAGCTTGGTAAGTTG

GATTAAGCACTCCGTGGACAGATGTGTCATTGTGAGCATTTTCATCCCGAAGTTGCGGCTCATTCTGAGTCTGAACAG
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CTTCTTGGGAAGTAGCGACAGCTTGGTTTTTAGGGAGTTGTTCCATGCTTTAGCTCAGAGACAGTTAGCAGCAAGGG

CCATAGCTGACTTTTTGTGAACGGAGTTAGC 

>OTU12218;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Alphaproteobacteria(0.2321),o:Rickettsial

es(0.0547),f:Anaplasmataceae(0.0149),g:Ehrlichia(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCACTTTTAGTGAGGAGGATAATGACGGGACTCACAGAAAAAGTCCTGGCTAAATCCGTGCGA

CCAGCCGCGGTGATACGGGGAGGGCTCGCGTGATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGGA

AGTTAAAAGTGAAATCCCAAGGCTCAACCTTGGAATTGCTTTTAAAACTGCTAATCTAGAGATTTAAAGAGGATAGAG

GAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTAAAATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12219;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGCCGTATGTATACTGTTTTGTATGTATCATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGTAAAGTTGCGGTTTGAACTGGCATTCTTGAG

TGAGTTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTAATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12220;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCATCGGGGACGATAATGACGGTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGATGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTTAGATGTGAAATACCAAGGCTCAACCTGGGGACTGCTTTTCAAACTGGAAGTCGAGAGATCAAGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAGTGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGAA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12222;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTCCCCTTCTCCCTCCAATTCTCGTGAATTATGACGGCCCTATGG

GTCGTAAACTTATTTTATATAAGAATAAAGTTCAGTATGTATACTGTCTTGCATGTATAATATGAATAAATACCGGCGA

ATTCCGTGCCAGCAGCCGCGGTAATACGGAGTTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGT

GGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGTATTGCAGTTGATACTGTCAGTCTTGAGTGCAGTA
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GAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCAC

TGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGGA 

>OTU12224;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTATGGATTGTAAACTTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGGTTTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCCCGCCAAGTCTGCGGTCAAAGTTACGGGCTCAACCCGTGGTCGGCGTTGAAAATGGCGTGCTCG

GGTGCATGCGAGGAAGGCGGAAAGCGTTGTGTAAGGGTGAAATGGATAGGTATGAAGCAGAACTCCGAATGCGAA

GGCAAGTCTACAGGGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGAACGAAAAGGAATAGATACCCTTGTA 

>OTU12227;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Flammeovirgaceae(0.0000),g:Limibacter(0.0000); 

TCCTGTCGGCCTGGGTGATGCTGGTCTTAAATCTGCCATTCACGGCTCTAATGTTCCTCCCCCTGATGAGGCCGTCCCT

AGTTTTGTTTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCTGTCACTTCTGCCGTTT

CTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAGGATACTCGTGATTATCTTG

CTGCTGCATTTCCTGAGCTTAATGCTTGGGAGCGGGCTGGTGCTGATGCTTCATCGGCGGGTATGGTTGACGACGGA

TTTGAGAATCAAAAAGAGCTTAATAAAATGCAACTGGACAATAAGAAAGAGAGTGCCGAGAGGCAAAAGGAGACGC

AAAAAGAGATTGCTGGCATT 

>OTU12223;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0149),g:Ruminococcus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGG

TGCGTAGGCGGCTACGTAAGTCAGACGTGTAATGCAGGGGCTTAACCCCTGAACTGCGTTTGAAACTGTGTAGCTTG

AGTGGAGTAGAGGCAGATGGAATTTCCAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTTCTCAATGAATAAGCTCCGGCTAACCACGTTCC

CGCAGCCGCGGTTATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCATAGCA

AGTCAGATGTGAAATCCGCGGGCTTAACCTACGAACTGCATTTAAAACTGTGTTGCTTGAGTGCAGGAGAGGCAAGC
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTATCCTTGGGGAAAATGATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGAGCGTAGGTGGACTTGTAA

GTCAGTTGTGAAAGTCTTCGGCTTAACCGGAGAATTGCAGTTGATACTGTAAGTCTTGAGTACAGGAGAGGTGAGCG

GAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACTCCGGTTGCGAAGGCAGCTCACTGGACTGCAAC

TGACGCTGATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCAGTTGAAACTGGAAGGCTAGAGCGTAGTAGAGGAGAA

GAGAATTCCAGGTGGAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCAGTGGCGAAGGCGGTTCGCTGGACGG

TGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12229;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.4914),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAACGACGCCGCGTGAAGGAGGAAGTA

TCTCGGTATGCAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGATGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACGTGTAGACTGCATTGGAAAGTGTTAGTCTAGTGTGCCGGAGAGGTAAGC

GGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACGAGTGGCGAAGGCGGCTTACTTGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACGGCATTAGATACCCTGGTA 

>OTU12233;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAATAGGGAAGAGCAGAAGACGTTCCCTCTAGAATAAGCCACGGCTACCTACGTGCC

ACCAGCCGCGGTAATCCGTAGGTGGCAAGCTTTGTCCGGTTTTCCTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

TTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTAGGAGGGGCAATCG
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GAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

ATGACGGGGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU12231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTCACCAGGGACGAAGGTCGCGACGGTAGCCGGAGAAAAAGCAACGACTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTCAACCCCGGAACTGCATTTGAAACTGTAGCACTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCTGTAATACGTAGTGAGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGGCCGGCA

AGTTGGGAGTGCAATCCCGGGGCTTAACCCCGGAACTGCTGTCAAAACTGGTGGTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumi

nococcaceae(0.7787),g:Gemmiger(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGACA

AGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCGTTCAAAACTGTTTTTCTTGAATGGTGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12234;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9887),o:Clostridiales(0.9938),f:Rumi

nococcaceae(0.9294),g:Subdoligranulum(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGTTTTTAAACTCCTTTCGTTAGGGACGATAATGCCGTTACCTACCAAGAAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGTTAAAACGTCGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACGGGCAAG

TTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGGGAAGAGGGAGGTGG
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AATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATAACCTGGTA 

>OTU12235;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.3448),c:Acidobacteria_Gp21(0.1740),g:Gp21(0.007

6); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGAGCAGAAGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGAG

GCAGCAGCCGCGGCAATACGAAGGGGGCTAGCGATGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCG

GTAAGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTTGATACTGTCGGGCTTGAGTGCAGGAGGGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12236;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1679),g:Coprococcus(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTA

GAGTGTCGGAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12238;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhodospir

illales(0.0000),f:Acetobacteraceae(0.0000),g:Rhodovarius(0.0000); 

ACGGAACCCATTATTAATGGCGTCGCGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCA

GGAAACACTGACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCT

AAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCG

CTCGTCTTTGGTATGTAGGTGGTCAACAATGTTAATTGCAGGGGCGGCGGCGCCTGACTTGAGGATAAAGTATGTAT

AATATTCAAACTGGCGCCGAGCGTATGCCGCAGGACCTTG 

>OTU12237;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCACGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGAACCGAGCGTTATCCGGATTCATTGGGATTAAAGGGT

GCGTAGGCGGATTTGCAAGTGAGCGGTGAAAGGCCCGGGCTCAACCTGGATGGTGCCGTTGATACTGGGAGGCTGG

AGTGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU12239;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTACGGATTGTAAACTCCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGAGGTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAGAACTGCAGTTGAAACTGGCGTTCTTGA

GTGCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTCACTGTAGCGCAACTGACGCTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12240;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATAAAGGAATACATTCGGGTATGCATACCCGTTTGCATTTACTTTATGAATCCGGA

TCGTCTCACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACTCCGATTGCGAAGGCA

GCCGGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12242;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0149),g:Mangroviflexus(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGTAGGTGGTTGCAGGTACCCGATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGGGGTTAGATAAGTATGAGGTAAAATGCTTCTGCTCAACAGGAGATTGCATTGAAAACTGTCTGACTAGGA

TGTAGACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATGATGCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACAATTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATACGGGAATAAAACGCTCCACGTGTTCAGCCTTGTATGTAACTTATGAATAAGCA

TCGGCCAACTCCCTGCCAGCAGCCGCGGTAATACCGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATATTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTCAAATTGCAGTGGATACTGGCGTTCTTGAG

TGCATTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAAGCTGTAACTGACGTTAATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU12241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1291),g:Parasporobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAATCCTGATGTAGCGACGCCTTGTGACTGAAGAAGTTT

TTCGGTATGTAACGGTCTATCAGCAAGGAAGACAATGACGGTCCTTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATCTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGCCCGGGGCTCAGCCCCGAGGACTGCTATTGGAACAGTCGAACGAGAGTGCAGGAGGGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGGTTGCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAAGAGGATTAGATACCCTGGAA 

>OTU12243;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCGTTCTTGAG

TGCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12245;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1679),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

TTTCGGGTTTTAAACTTCTTTTACTATGGACGAAGAAAGTGACGGTACCTGGATAAAATGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATTC

AAGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTGGAAACTGAATACCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTTGCGAAGGCGGCCTGCAGGGCGAC

AACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Rumi

nococcaceae(0.9201),g:Gemmiger(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGAT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAAATACGTGCCA

GCGGCCGCGGTAAAACGTCGGGTGCAAGAGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGCAGGCGGACCGGCA

AGTTGGAAGGGAAATCTATGGGCTCAACCCAGAAATTGCTTGCAAAACGGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAAGACCCGGTGTAGCGGTGGAATGCGAAGATATCGGGAGGAAAACCAGTGGCGAAGGCGACCTACTGGGCAC

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12247;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Kordia(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCGGTAAACTTCTTTAGAAGCAGAGCAATAAGGGCAACGCGTGGTTGGATGAGAGAAGGCGTAGAATAAG

CATCGGCTAACTCCGAGACAGCAGCGGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGCCCCGGGCTCCACCCCGAAACTGCCTTTGATACTGTCAGGCTG

GAATGCCGATGCTGTGGGAGGAATTCGTTGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCAAAAATGGGCGCAAGACTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGACTAGTAAAGCTCTGTTGTTGGAAAAGAACGTGCGTGAGAGTAACTGTTCAAGCAGTGACGGTATCAAACCA

GAAAGTCACGGCTAACTAAGTGCCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAACGCAGGCGGTTGCTTAGTTCTGCTGTGAAAGCCTTCGGCTTAACCGAAGTAGTGCAGCGGAAACCGGGC

ACCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGCAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTTCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12249;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9719),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGGAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGGGGGGAGGAAGGGAGTAAAGTTAATATGTTTGCTCATTGACGTTACTCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCTAGCAGGCGGTTTGTCAAGTCCGATGTGAAATCCCCGAGCTTAACCTGGGGACTGCCTCTGGAACTGGCA

GGCTTGAGTTTCGTAGGGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATG

GCGAAGGCAGGCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATCAGCCACGGCTAACTACGTGTC

AGCAGCCGCGGTAACACGTTGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACGCGTGAACTGCATTTGAAACGGCTCATCTTGAGTATCGGAGAGGCGATC
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GGAATTCCTGGGGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACGAC

AACTGACGATGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12252;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Epsilonproteobacteria(0.9726),o:Campylo

bacterales(0.8629),f:Helicobacteraceae(0.6350),g:Helicobacter(0.1735); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAAAGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAACTCCTTTTTTAAGAGAAGATTATGACGGTATCTTAGGAGTAAGCACCGGCAAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGCGCGAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCTATGGCTTAACCCTATAACTGCATTTGCAACTGGTGTTCTTGAGTGTGGGAGAGGTAGGTG

GAATTCTCGGTGTAGGGGTGAAATCCGTAGAGATCAAGAAGAATACTCAGTGCGAAGGCGGCCTGCTGGAACATTA

CTGACGCTGCTGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGCGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAAGTAATGACGGTACCCAAGGAGGAAGCCAAGGCTAACTTCGTGCCA

GCAGCCGCGGTATTACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTCCAAACTGGTGATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCATAGTGTAGCGGTGAAATGCGTAGAGATTATGACGAACACCAGTGGCGAAGGCGACGCTCTGGACTGTA

ACTGACGCTTAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12255;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumi

nococcaceae(0.0000),g:Clostridium_IV(0.0000); 

GCCGCCATTAATAATGTTTTCCGTCCCTTCAGCGCCTTCCATGCTGAGACAGGCCGTTTGAATGTTGACGGGATGAAC

ATAATCCGCAATGACTGCAGCAATAAACTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCAT

AAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCG

AAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTAC

GGATGGTTCAGTAACTTGACTCATGATTTCTTACCTAGGAGTGGTTGAACAGCATCGGACTCAGAGAGGAATCCAC 

>OTU12253;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGGGGGGGATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCT

GCAAGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTAGACCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACAAGTGGCGAAGGCGGCTCTACGCACT

ACACCTGAACGTCACGCGCGAGAGCGTCGGGAGGAAGCAGGATTAGATACCCTGGTA 
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>OTU12254;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Alphaproteobacteria(0.8331),o:Rhodospir

illales(0.6138),f:Rhodospirillaceae(0.3544),g:Rhodocista(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCACCCA

AGTCAGGCGTGAAAGCCCCGGGCTCAACCTGGGAACCGCGCTTGAGACTGGTTGGCTCGAGTTCCGGAGAGGTGGG

TGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCCCACTGGACGGA

CACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12258;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Entero

bacteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

AGCCATACCGCTGATTCTGCGTTTGCTGATGACCTAAGTCAACCTCAGCACTAACCTTGCGTGTCTTTTCTTTGATTTG

GTCTTTGGTAACATTCTGACCAGCCGCTTGAGCTTGAGTGAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTT

GGAAAGATTGGTGTTTTCCATAATAGACGAAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTG

TGCATATACCTGGTCTTTCGTATGCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTATTGTTGAGTCTCATTTTGC

ATCTCGGCAATCTCGTTCTGATTGTCCAGTGGCATTTTAGTAAGCTCTTTTTGATTCTCAAA 

>OTU12257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGCAAAGTCCTGTCTTCAGTGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGACGTAAAGGGAGCGTAGGCGGACTTTTAC

GTGAGATGTGAAATACCCGGGCTCAACTTGGATGCTGCATATCAAACTGGAAGTCTGGAGTGCAGGAGAGGAGAAT

GGAATTCCTGGTGTGGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

GCTGACGCTGAGGCTCGAAGGCGTGAGGAGCAAACAGGATTAGATACCCTGGTG 

>OTU12256;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGTGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAATGTTAATATCTTTACTCATTGCCGTTACCCGCCGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGACGGGTGCAAGCGGTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTCAAGTCAGATGTGAAATGCCCGGGCTTAACCTGGGAACTGCTTCTGATACTGGCAA

GCTTGAGTCTCGGAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAATACCGGTG

GCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU12259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGT

CTTCGGATTTTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATTAATAAGCAACGGCTAACTACGTGC

CAGAAGCCACGGTAATCCGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTCCATTTGAAACTGTATCTTTTGAGTGCTGGAGAGGTAGAT

GGAATTACGTGTGTAGCGGTGAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGAGCTACTGGACAGTAA

CTGACGCTGAGGCGCGAGAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGATACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGACAGATGTGAAATCCTGGGACTTAACCCCGGAACTGCATTTGAAACTGTAGCACTTGGGTATCGGAAAGGCGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACACCAGTAGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTAGTG 

>OTU12262;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Cellulomonadaceae(0.0000),g:Oerskovia(0.0000); 

GACCAAGCGCAAGAGTAACCATAGTGCCATGCTCAGGAACAACGAAACGCGGCACAGACTGTTTATCGGTCTGTTGA

CCCCGACCAGAAACCTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCCAGAGATTAGAGCGC

ATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTG

CATGAAGTAATCACGTTCTTGGTCAGTAGGCAAATTAGCATAAGCAGCGGGCAGACCCATAATGGCAAGAGATGTGG

GAGAAGTCGTAATGTGGCGAGAAAGCTCAGTCGCAGGAGGAAGCGGAGCAGTCCAAATGTTGTG 

>OTU12263;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATTCAGCCATGCCGCGTGTATGAATAAGGCC

TTCGTGTTGTAAAGTACTTTCAGCGGGGATGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCATACG

ACGCCCCGGCTAACTCCGTGCCAGCAGCCGCTGTAATTCGGCTGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGCAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGC

GTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC

GAAGGCGGCACCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGAATTAGATACCATGGT

A 
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>OTU12261;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0904),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGATTG

GTAAGTCAGAAGTGAAATCCATGGGCTTAACTCATGAACTGCTTTTGAAACTGTTAGTCTTGGGTGAAGTAGAGGTA

GGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TTAGACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12264;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGTGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTAAAATCGTGAAATGCAATTGAAACTACGCTTCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGAGGCGAAGGCGGAGTGCTGGACGAC

AAATGAAGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU12265;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTAAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGACTTGAGTGCAGAAGAGGAAAG

CGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12266;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

TTTCGGAATGTAAAGTTCTTTCATCAAGGACGAAGAAGTGACGGTACTTAACGAATAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGAGC

AAGTCAGATGTGAAAGCCGGGGGCTTAACCCACGTACTGCAGTTGAAACTGTTTTGCTAGAGTGAAGTAGAGGCAA

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCACCTGGACG

ATAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12268;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGTTCTTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGGTAGCGTTATCCGGAATTACTGGGCGTAAATGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACAGTAGTAAGCCTTTGAAAATGGGAAAGTTGAGTGCAGGTGAGGCGAGT

GGAATTCCTAATGTAGCGGTGAAATGCGTAGATATTAGTAGGAAAACCAGTTGCGAAAGCGGCTCTCTGGAGTGTAA

CTGACACTGAGACACGAAAGCGTGGGGAGCAAACAGGGTTAGATACCCTGGTA 

>OTU12267;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pept

ococcaceae_1(0.1485),g:Peptococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCCGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCTGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGCGGTTAATTAAGTTGGATGTGAAATTCCCGGGCTTAACTTGGGAGCTGCATTCAAAACTGGTT

AACTAGAGTTCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12270;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.1735); 

ACGGGAGGCAGAAGTGGGGGATATTGCGCAATGGGGGCAACCCGGACGCAGCAACGCCGCGTGAAAGATGAAGGT

CTGCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCA

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGACCTGCCTTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTATCTGTGAAATGCGTAGAGATAGGTCGGAACACCAGTGGCGAAGTCGGCCTGCTAGGCTTTA

ACTGACGCTTAGTCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12271;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiales_Incertae_Sedis_XIII(0.2864),g:Mogibacterium(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAGAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGGAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTATGCGTGCAGATCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGAGAAAT

CAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAAGCGGCTTTCTGGTCTGTA

ACTGACGCTGAGACTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCCGAAGAATAAGCTACGTCTAACCACGCGC

CAGCAGCCGCGGTAATACGTAGGTGTCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTAAAACTACTCATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12272;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9719),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTTTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAATTTAATACCTTTACTCATTTACGTTACCCGCAGAA

GAAGCACCAGCTAACTCCGTGCCAGCAGCCGCTGTAGTACGGAGGGTGCAAACGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCTCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCCCGTAGAGGCGGGTAGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCGGTG

GCGAAGGCGGCCCGCTGGACGAGGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGTA

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAATTGTAA

GTGAGATGTGAAATACCGGGGCTTAACTTCGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACGGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12274;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGTAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGATGGTAGCGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCATGCGGTTCAATAAGTCTGATGTCAAAGCCGTCGGCTCAACCGGAGAATTACATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGAAAGAACACCAGTGAC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATAGGTAGAGAACAGGATTAATTACCCAGGTA 
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>OTU12277;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Olivibacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCACCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCAGTCTAAGTCGGAGGGGAAAGTTCCGGGCTCAACCGGGTCAGTGCCTAGGAAACTGGGGGCC

TTGAATGCTGGCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGACACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGGCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGCTGTAAAATTCTGTTATAGGGGAAGAAGGGCTCTAGGAGGAAATGGCTAGAGTGTGACGGTACCTTGTG

AGAGAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGGGGCTATCGTTATCCGGATTTACTGGGCGT

AGAGGGTGCGTAGGTGGCTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAAGCGTAGTAAGCTCTTGAAACTGGGA

AACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGTAATGGGGGAAACCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAGGGCCGTGACGGTAACTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCTGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTAGTCCTTGAGTGTCGGAGAGGCCG

GGAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACCA

TAACTGACGCTTAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12279;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.9201),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAAGATTGGTCAATGGACGGGAGTCTGAACCGGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTAGCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGAGTTGTTAAATGTCGAGGCTCAACGTGGGCATTGCAGCGCGAACGGTGAGACGTG

AGTTCGTAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGGAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12280;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteri

a_genera_incertae_sedis(0.0000); 

GGAATTGTTTGTGAGCGTTGTGGTGTGGAAGTCACAGAGAGCCGGGTGCGTCGCCGCCGCATGGGTTTCATCAAGCT

CGCTGCTCCCGTGTCCCACGTTTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGCG

GGATGTGGAGCAGATCGTCTATTTCAACTGCTACGTGGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTACAAGC

AGCTCCTCACCGAAGATGAGTGGCTGGAGATCGAAGACGAGATCTACGCCGAAGATTCAGAAATTGAGACCGAGCC

TGAGGTGGGCATCGGAGCTGAAGCGCTGAAGGCTCTGCTGGAAGATCTCGAGCTCACTGAAATGGCTGAGCAGCTC

CGCGAAGACATCAGCGGCAGCAAGGGTCAAAAACGGGCCAAGCTGACCAAGCGCCTACG 

>OTU12278;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1291),g:Caloramator(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTCCTTGGGGACGAAGGACGTGACGGTAGCCAAGGAGTAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTGATT

TAAGTTGGATGTGAAATCCACGGGCTTAACTCGGGAACTGCATTCGATACTGGGTGACTAGAGTGCAGGAGAGGGA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12282;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0076); 

ACGTGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGAAGAGCAAAAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCCGAGTAAGTCAGCAGTGAAAGTTCGGGGCTCAACCCTGGAAGTGCAGTTGATACTGTTAGTCT

GGAGTGCAGCCGCGGCAGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTCGCGAGACTTCCACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12281;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0252),g:Clostridium_XlVa(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGACTGAAGAAGTC

TTTCGGTTTGTAAAGGTCTATCAGCAAAGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTTCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTTGGTA

AGTCTGGAGTGAAAGTCCTGCGTTTAAGGTGGGAATTGCTTTTGATACTGCTGGGCTCGAGTGTAGGAGAGGATAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAAATATTGGGAGGAACACCAGTGGCGAAGGCGTCTTTCTGGTCTGAAT

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12283;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Papillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTTACCAGGGACGAAGAAAGTGACGGTACCAGGAGAAAAAGCTACGGCTAACTACGTG

GCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGGA

ACAAGTCAGATGTGAAATGCATGGGCTCAACCCATGAGCTGCATTTGAAACTGTTACCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12284;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCCGCAACGCCTCGTGACGGAAGAAGGC

TTTCGGGTTTGAAACTTCTTTTGTCAGGGACGGATAGAAGACGGTGCCTCACGTATAAGCCACGCCTCACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGGACACGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGCTTTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12288;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGGATTGTCTGCGAGCGTTGTGGTGTAGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGATTTATCAAGT

TGGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGTCCATCCTTTTGGATCTGCCCCTTAG

GGATGTTGAGCAGATTGTTTACTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGC

AATTGCTCACGGAAGATGAGTGGCTTGAAACCGACGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCC

GTCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTGGCTGAACAATTACG

TGAGGAGATTGCGGGGAGCAAGGGGCAGAAACGCGCAAAGCTGACCAAGCGCCTACG 

>OTU12285;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9769),o:Aeromo

nadales(0.9063),f:Succinivibrionaceae(0.8864),g:Succinivibrio(0.6200); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGAAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAAGAAAAAAATGACGTTACCATAAGAAGAAGCACCGGCTAACTCCGTG

CGAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGACGGTTCAT

CAAGTAGGATGTGAAATCCCCGGGCTTAACCGTGGAACTGCATACTAAACTGGTGGGCTAGAGTATTGCAGGGGGA

GACGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAATGGCGAAGGCAGTCTCCTGGGCA

AATACTGACGTTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12286;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Alcaligenaceae(0.0000),g:Azohydromonas(0.0000); 

CGGTTATATCCAAAACGGCAGCAGCCTGAATGCGCTTAATAGCGGCCAAAGCGGTCTGGCACCGTACGGATTGTTCC

GTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACGCTCTTTTAAAAT

GTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATT

AAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGAAAGGGCGCAAAGGAAGAGC

TTCTCGAGCGGCGCAAGGATAGGTCGAATGTTCGCAGGGTCCGCCAGCAGTCCACTT 

>OTU12287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumi

nococcaceae(0.9015),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGAAGAAGG

ATTTCGGATTGTAAACTCCTGTCGGTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGCGGC

AAGTTAGAAGTGAAATCTATGGGCTCAACCCCGAGATTGCTTTTGAAACTGCTTTCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12290;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGTCGCGTGCAGGAAGAAGGT

CCTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCCTGAATAAGCAACGGCTAACTACGAG

CAAGCAGCCGCGGCCATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCTGGGATG

CAAGTCAGATGTGAAATCTAGGGGCTTAACCCATAAACTGCAGTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAG

ATGGAATTCCTTGTGTAGCGGTGAAATGGGTAGATATAAGGAAGAACCCCAATGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12289;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1098),g:Caloramator(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAAATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACCTTA

AGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGGGGAACTAGAGTGCAGGAGAGGGAA

GCGGAATTCCTAGTATAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCACCAACCCCCCGTGAGTGTTGAAGGTC

TTGGGACCTTAAAGCCTTGCCTTCAGGGCCGATAATGACGGTACCTGAGGAGGAAGCCCCGGCAACCTACTTGCAAG

CAGCCCCGGTAATACGTAGGTGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGGGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12294;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCAACGGGGGGCTTATTGAGGGTACCGTATGAATAGG

GACGGGCAAATTCGGGGCAAGAAGCCGCGTTAATACGGAGGGTCGGGGGGTTATCCGGATTTATTGGGTTTAAAGG

GAGCTTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12295;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0224),o:"Sphingobacte

riales"(0.0170),f:Sphingobacteriaceae(0.0046),g:Parapedobacter(0.0032); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGAGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTGGGACTGGGGGAAATAAGGGCGGCGCGCACGGCGGATGAGAGGACCAGGGGAAT

AAGCAGAGGCTAACTCAGGGCCAGCAGCCGAGGTAATACGGGGGATGCGAGCGGGATCCGGATTCATTGGGTTTAA

AGGGTGCGTAGGCTGTGCGTCAAGTCCGCCGTCGCATTCCGGGGCTCCCCACCGGGGCTGCCCTTGCTACTGTCGCG

CTGGATTGCGGATGCCGCCGGAGGAATTCGTTTTGTAGCGGTGACATGCTTAGCTATCACTCAGACCACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12293;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.7428),g:Dorea(0.5239); 

ACGGGAGGCAGCAGTGCGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCCCGTGAAGGATGAAGTAC

TTCGTCATGTAAACTTCCATCTGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCACGGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGTAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCGATGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTTATGCTCGAAAGAGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12292;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pept

ococcaceae_1(0.3884),g:Peptococcus(0.1735); 
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ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGT

TTTCGGGTTGTAAACCTCTATCCTCGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGCCGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGAGCGTAGGCGGTATGTTAAGTCAGATGTGAAATGTGAGGGCTCAACCCCCAACCTGCATCTGATACTGGA

GTACTTGAGTGAAGTAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12296;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGATACCTGACGAATAAGCTGTGGCTAACTACGTGC

GAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGTTGTGAAATCTACGGGCTCAACCTGGGAACTGCAGTTGAAACTACTAGTCTTGAGTACAGAGGAGGCAAG

CGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGTACGAC

AACTGACGGTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12298;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGGATCGTTTGTGAGCGCAGTGGTGTTGAGGTCACAGAGAGTCGGGTGAGACGTCACCGCATGGGCTTTATCAAGT

TGGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATACGCCCCTGC

GGGATGTTGAGCAGCTTGTTTCTTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTGCAAGC

AATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCC

GTCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCGAACTCAATGCTGTTGCTGAACAATTACG

TGAGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU12297;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Negativicutes(0.0626),o:Selenomonadales(0.04

13),f:Veillonellaceae(0.0099),g:Selenomonas(0.0046); 

ACTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTCTCCCTCCTTCCCCCTCCACTCCTCTTGATTTAAGAAGGTTTTCGGAT

TGTAAACCTCTGTCCTGGGGGACGAAGTAAGTTACGGTACCCCTTGAGGAAGCCCCTGCTAACTACGTTCCAGCAGCC

GCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGACGGCCGAGTAAGTTATA

GGTGAAAGCAAATCTTTCAAGGATGGAATTGCCTGTAATACTGCTTGGCTTGAGTGCAGGAGAGGGAAGCGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGCTTTCTGGACTGTAACTGAC

GTTGAGGCGCGAAAGCGTGGGGAGCAAAAAGGATTAGATACCAGGGTA 

>OTU12301;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legione

llales(0.0000),f:Legionellaceae(0.0000),g:Legionella(0.0000); 
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ATCGTTTTTGACACTCTCACGTTGGCTGACGTCCGATTAGCGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATT

TTCGTGTTATTGGTCGTATGGTTCTAGCTGCCGAGGGTCGCAAGGCTAATGATTCACACGCCGACTGCTATCAGTATT

TTTGTGTGCCTGAGTATGGTACAGCTAATGGCCGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGG

TAGCGTTGACCCTAATTTTGGTCGTCGGGTACGCAAGCGCCGCCAGTTAAATAGCTTGCAAAATACGTGGCCTTATGG

TTACAGTATGCCCATCGCATGTCGCTACACGAGATCGGAAGAGCGTCGTG 

>OTU12302;tax=d:Archaea(0.0058),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Thermoproteale

s(0.0000),f:Thermoproteaceae(0.0000),g:Pyrobaculum(0.0000); 

ACGAGGTTTTCCCTCCAAATGAAGCCATAACATCATGGTAACGCTGCCTGACGTAATCCCGTTCTTGGTCAGTATGCC

ACTTAGCATAAGCAGCTTGCAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTC

TCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAG

CTCATTAGGGTTAGCCTCGGGACGGTCAGGCAGCCACGGCGCTTTAAAATAGTGGGTATAGATATTCAAATAAACCT

GAAACAAATGCTTAGGGAGTGTAGTG 

>OTU12299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGAAGAAGGGTGTGACGGTACCTGGAGAAAAAACAACGGATAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTCACCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGCTTGCTGGACGG

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12300;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lach

nospiraceae(0.0099),g:Clostridium_XlVa(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCTGATTTTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGACGGTTTGGC

AAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCCGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGTTA

ATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGAATCTCCGGTCTG

TACCTGACGCTCAGACTCGAAAGTGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU12303;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTTTTGTTGAAGAAGAACGTGCGTGAGAGTACCTAATCACGCAGTGACGGCATTCAACCAG

AAAGTCACGGCTAACTACGTGCCATCAGCCGCGTCAATACGAAGGTGGCTAGCGTTATCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAATCGGAGAAGTGCATCGGAAACTGGATAA

CTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATTCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12305;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGAGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCAGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCCGGGCATTGCATCGCAAACTGTAAGACTGG

AGTGCGCAGGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAAG

GCGGCCTGCTGTAGCGCGACTGACGTTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12304;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Pseudoflavonifractor(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTAAATATCAGGGAAGAAAAGAGTGACGGTACCTGAAGGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGGACTGC

AAGTCAGGTTTGAAAATTACGGGCTCAACCCGTGAACTGCATTTGAAACTGTAGTTCTTGAGAGCCGGAGGGGTAAA

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGATTTACTTGACGGC

AACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Marinilabiaceae"(0.0560),g:Anaerophaga(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCCGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGCGAAATAAGGTCTACCTGTAGGCCGATGAGAGTCCTCGTCGAATAAG

CATCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGGTGTGAAATACTGGAGCTCAACTGTGGTATTGCCTTTGAAACTGGCAGTCTTGA

ATGCTGTAGCCGTGGAAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CGTCTCACGAAGCAGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12308;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

CCCTCTGAATGCAATGACGAACACCACCATTACCAGCATTAACCGTCCCACTATCACAATATAACGTTGACGATGTCGC

TTTAGGTGTCTCTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTG

AATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCTACCGCGCTTCGCTTGGTCAACC
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CCTCAGCGGCAAAAAGTAAAATGTTTACCGCTTCGGCGTTATAACCTCACACTAAATCGTGTATCACGAAGTCAGGAT

GGAATCGCGAGGGGTCGGCAGAGTGCGATA 

>OTU12311;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGGATTGTTTGCGAGCGCTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATTCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTACTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATGGGTGCCGAGGCGCTTAAGCAGCTGCTTGAGGACCTCCAACTCAATGCTGTGGCTGAACAATTACGT

GAGGAGATGGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGATCAAGCGTCTACG 

>OTU12310;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Porphyromonadaceae"(0.7068),g:Parabacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGGCGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTTCGTGCCTGCAGCCGCGGTAATACGCAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGTGAGAGGCCGTGTCTCAACAATAGAAGTGCCGTTGAAGCTGAGAGGCTTG

AGTATATATGAGGACGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGAGATTACGAAGAACCCCGATTGCGAAG

GCAGCCTGCTAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12307;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lach

nospiraceae(0.0099),g:Coprococcus(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAATCTCTTTTGCCGGGGAAAAACGTGCATCACGTGTGGTGCTGTGAGTGTACCCGGAGAAAAAG

CATCGCCTAACTCCTTGCCAGCAGCCGCGCTAATACCGAGTATGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGAGATGCAAGTCAGAAGTGAAATCCCGGGGCTCAACCCCGAAACTGCTTTTGAAACTGTATCCCTTG

AGTGACGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGTTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12309;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTAAAGCTCTTTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAATTACGTGACA

GCAGCCGTGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGTAGTAA

GTCAGTTGTGAAATCCCGGGGCTTAACCCTGGAACTGCAGTTGATACTGTCTGCCTTGAGTGTCGGAGAGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12312;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACGAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCATCAGCCGCGCTAATACGGAACGTACGGGCCTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTAATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCGGGGAATTGCAGCGGGAACTGTTAGACTT

GAGTGCGGAGGAAGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1679),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTTACCCCGGAAATGCATTTGAAACCGTAGCCCCTGAGTAGCGGAGAGGCAA

GCGGAATTTCTAGTGTAGCGGTGAAATGCGGTGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAAGA

CAACCGAAGGTGAGGCGCCAAAGCCTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12315;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0710),g:Ethanoligenens(0.0087); 

CCTTTCTTCCTCCTTTTTTTCTCTTTCCCCCTTTCTTCCCCTCTGCTGCCTCCACGCCGCGTGAGGGAAGAAGGTTTTCGG

ATTGTAAACCTCTGTTTTTAGTGAAGAAACAAATGACGGTAGCTACAGAGGAAGCACCGGCTAACTACGTGCCCGCA

GCCGCGGTCATACGTGGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGACTGCAAGTT

GGATGTGAAATACCGGAGCTTAACGCCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAAGCGGA

ATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAACT

GACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12314;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Flavonifractor(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACTTCTTTTCTTAGGGACGATGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTACCTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATGC

AAGTCAGATGTGAAAACTTAGGGCGCAACCCTAAGAATGAATTTGAAACTGTAGATCTTGAGTACTGGAGAGGCAGA
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CGGAATTCCTAGTGTAGCGGTGAAATGCGGAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGA

AAATGAAGCTAAGGCGAGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU12317;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9740),o:Aeromo

nadales(0.8303),f:Succinivibrionaceae(0.6350),g:Succinivibrio(0.2607); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGCAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGCC

TTCGGGTTGTAAAGCACTTTCGGCGGGGAGGAAAAGCCGACGTTACCCTCAGAAGAAGCACCGTCTAACTCCGTGCC

AGCCGCCGCGGCAATACGGAGGGTGCAACCGTTAATCGGAATAACTGGGCGTAAAGGGCACGCAGGCGGTTATACA

AGTAGGATGTGAAAGCCTGGGGCTCAACCTCAGAACTGCATTCTAAACTGTGCGACTAGAGTATTGCAGGGGGAGA

CGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGAAAGAACACCAAAGGCGAAGGCAGTCTACTGGGCAAA

TACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Marinilabiaceae"(0.0904),g:Anaerophaga(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGACTAAGGC

CCTATGGGTCGTAAACTGCTTTTGTGGTAGAACAAAAAGGTTCACGTGTGGACCGATGAGAGTACAATACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGGTGCAAGTCAGATGTGAAATATCCTGGCTCAACCGTGAGGTTGCCTTTGATACTGCAGTGCTTGA

ATACTGTAGCCGCGGGCGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCGCGAAGCAGTTATTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12316;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.6036),c:Cyanobacteria(0.2321),f:Family

_IV(0.0252),g:GpIV(0.0076); 

GAGGAATAAGCCTCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGGGGATGCAAGCGTTCTCCGGAATCATTGT

GCGTAAAGCGCCGGTAGGTTGTTTATTAAGTCTGTTGTTAAAGACTAGGGCTTAACCCTAGAAAAGCAATGGAAACT

AATAGACTAGAGTATGGCAGGGGTAGAGGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAAGAACACC

AGTGGCGAAAGCGCTCTACTGGACCATTACTGACACTCAGAGGCGAAAGCTAGGGTAGCAAAAGGGATTAGATACC

CCTGTAGTCCTAGCCGTAAACGATGGATACTAGATGTTGTGCGTTATGTACAGTATCTTAGCTAACGCGTTAAGTATC

CCGCATGGGGAGTACGCTCGCAAGGGTGAAACTCAAAGGAATTGACGG 

>OTU12319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGGCCCGCATTGCATGTACCATGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTGGGTTAAGCGTGTAGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCTAACTGGTCCACTTG



7682 

 

AGTACGCGGTACGTTGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGACGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACCGGATTAGATACCCTGGTA 

>OTU12321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGTGCTTTAAACCTCTTTTATAAGGGAATAAAGGACATCACGAGTGGTGTTTTGAATTTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCCGCCGCGTTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGGTG

CGTAGGTCGCCGATTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTGGATACTGGTTGGCTGGAG

TACGTAAGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGGAGG

CAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACTTGACGGTCCCTGGGGAAAAACCACCGGCTAACTCCTTGC

CAGCAGCCGCGGCAATACGTTGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTATCCCTTGAGTGTCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12322;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Gammaproteobacteria(0.6346),o:Pasteur

ellales(0.3639),f:Pasteurellaceae(0.1872),g:Actinobacillus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATCGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGAGTGCGCAGGCGGATTAATAAGTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTATTAG

TCTAGAGTGTGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTG

CGAAGGCGATCTGCTGGAACTCAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12324;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACAGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCTGGGGAATA

AGCATCGGCTATTCCCGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTGAGGGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCGCTTGAAACTGTCGGGC
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TGGAGTGCGGATGCAGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCAATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12323;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACCTCTATCAGCAGGGAAGAAATTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGCAGGTAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGAGCTGCATTTGAAACTGGTAATCCAGAGTGCAGAAGAGGAGGGA

GGAATTACTAGTGTAGCGGCGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12325;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Strept

ococcaceae(0.1872),g:Streptococcus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTACGAGAAGAACGTTGATGAGAGTGGAAAATTCATCAAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCG

TAAAGAGCGCGTAGGCGGGATAGCAAGTCGGATGTGAAATCCTATGGCTTAACCATAGAACTGCATTTGAAACTGTT

ATTCTAGAGTATGGGAGAGGTAGGTGGAATTCTTGGTGTAGGGGTAAAATCCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCCTGCTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12327;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9348),c:Fusobacteriia(0.8048),o:"Fusobacteriales"(0

.5395),f:"Fusobacteriaceae"(0.3204),g:Fusobacterium(0.0204); 

CAGGGAGGGAGAAGAGACTCCTCTTCCTCCCTTTCCTCCCTTCTTCCGGCTCGACGCCTCGTGAACGAAGAAGGCCGG

AAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGAATA

AGCAACGGATAATTACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAG

CGCGTCTAGGTGGTTTGGTAAGTCTGAGGTGAAAATGCGGGGGTCAACTCCGTATTGCGTTGGGAACTGCCTAACTA

GAGTATCGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAA

GTCAGCTCACTGGACGAATACTGGCACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12326;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:Pasteur

ellales(0.9172),f:Pasteurellaceae(0.9015),g:Actinobacillus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGCGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGGGGCAAAAGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCTGATGTGAAAGCCCCGGGCTTAACTTGGGAATTGCATTTCATACCGGGTCG
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CTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGGC

GAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9775),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTATCTAACCA

GACAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTATGATGTGAAAGGCAGTGGCTTAACGAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACGCGAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCAGT

GGCGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12330;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7727),c:Actinobacteria(0.4812),o:Coriobacteriales

(0.2039),f:Coriobacteriaceae(0.0904),g:Olsenella(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGAAGGAGG

CCCTCGGGCCGTAAACCGCTTTCAGCGGGGGCGATCGTGACTGTACCCGCAGAAGAAGCCCCGGCTAACTACGTTCC

AGCAGCCGCGGTACTACGTCGGGGGCGAGCGTTGTCCGGATTCATAGGGCGTAAAGCGCGCGTAGGCGGCCCGGC

AGGTCGGGGGTGAAAACACGTGGCCCAACCCCGGGCCTGCCGCGGAAACCGGCGGGCTCGAGTCCCGCAGGGGAA

GGCGGAACTCGCGGTGCAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGATGGCGGCCATCTGGGC

GGGCACTGACGCTGAGGCGCGAGAGCCGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12329;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATTACGGTTACCCAGTAGGAAGCCACGGCTAACTACGTTCC

AACCGCCGCGGTAATTCGTAGGTTGCAAGCCTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGATGTGAAAACTATGGGCTCAACCGATAGACTGCAGTTGAAACTGTTGTTCTTGAGTGGAGGGGAGGCAAG

CGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGATGGCGGCTTGCTGGGCGCT

AACTGACGCTGAGACTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8331),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGATCGTAAAGCTCTGTTGTTGGGGAAGAAGGATAGTGCCAGCATCCGGCCATTATTTTACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGCCTGACGTGAAAGGCCGGGGCTTAACGGGGGAACTGCGTCGGGAACTGTCC
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TGCTTGAGTGCAGGAGAGGAGAGTGGAACTCGAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCAGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12333;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGTT

CTATGAGTTTTAAACTGCTTTTGTACGAGGGTAAACCCGGGTACGTGTACCCTGCTGAAAGTATCGTACGAATAAGGA

TCGGCTAACGCTGTGCCAGTAGCCGCGGCAATACGGATGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGCGTCAAGTCCGGGGTGAAATTCCGGGGCTCAACCACGGGGCTGCACTTGAAACTGTCGCACTTGAG

TGCGGATGCGGCAAGAGGAATTACAGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12332;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0076); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGAGTGCGTAGGTGGTTATCTAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTA

CTTGAGTGCAGGAGGGGAAAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12334;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1485),g:Robinsoniella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTACAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12335;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTGCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCATGTAGGCGGTTTTGCAA

GCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAACCG
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GAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12336;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7727),c:Actinobacteria(0.4812),o:Actinomycetales

(0.2359),f:Actinomycetaceae(0.1098),g:Actinomyces(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTG

CGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGT

GCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAATACCGGTGGCGAAGGC

GACTTTCTGGACTTTTACTGACGCTCAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12337;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.0904),g:Sporacetigenium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

TTTCGGTTTGTAAACCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGTAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGTGGTAATACGTAGGGGGCTAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCAACGGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGGAAGGGGGGAGAGTG

GAATTCCTAGGGTAGCGGTGAAATGCGTAGGTATTTGGAGGAAAACCAGTGGCGGAGGCGGATGTATGGTCTGGAA

CTGACGCTGGGGCTGGAAAGGATGGGTAGGGAAACGGATTAAGTACCCTGGTA 

>OTU12338;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCCAGGAGGAAGCCACGGCTAACAACGACCCA

GCAGCCGCGGCAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTGATTAA

GTGGGATGTGAAATAACCGGGCTTAACTTGAGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTAGCGAAGGCGGCTCTCTGGTCTGTA

ACTGACGCTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12339;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9933),o:Actinomycetales

(0.9730),f:Mycobacteriaceae(0.6709),g:Mycobacterium(0.5239); 

TACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCACGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG

CCTTCGGGTTGTAAACCTCTTTCAGTACAGACGAAGCGTAAGTGACGGTATGTACAGAAGAAGCACCGGCCAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGTGGTT

TGTCGCGTTGTTCGTGAAAACCGGAGGCTTAACCTCTGGCGTGCGGGCGATACGGGCAGACTTGAGTACTGCAGGG
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GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG

GGCAGTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 

>OTU12341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCAGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGTCGGTATCCAACCA

GAAAGGCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCGCTTAGAGCTGATGTGACATCCTTCGGCTTAACCGCAGAAGTGCATCGGCAACCGTGC

GACTTGAGTGCAGAAGAAGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCCGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12340;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGAGTAAAGGGTGTGTAGCCGGGTCGG

CAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAGCTGCATTTGAAACTGTTGAACTTGAGTATCGGAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTA

CAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12342;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactob

acillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAGGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCTAAGCA

GAAAGTCACGGCTAAATACGTGCCAGCAGCGGCGGAAATACGTAGGGGGCGAGCGAAGTCCGGATTTACTGGGTGT

AAAGGGAGTGTAGACGGCTTTGCAAGTCTGACGTGAAAATCCTGGGCTCAACCCCGGAACTGCGTTGGAAACTGTAA

TGCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA
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GTCAGAGGTGAAAGGCTACGGCTCAACCGTGTTAGGCCTTTGAAACTGGGAAACTTGGTGGAGGGAGAGGAGGGT

GGAATCCCTAGTGTAGCGGTGAAAGGCGTAGATATTAGGGGGAACACCAGTTGCGAAGGCGGTTTTCTGGACTGTA

ACTGACACTGAGGAACGAAAGCGTGGGGAGCAAACAGGATTAGATACCTTGGA 

>OTU12344;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACGATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAATGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCG

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGATAGCAAGTCAGCTGTTAAAACGATGGGCTCAACCCATAAACGGCAGTTGAAACTGTTA

TTCATGATTGGAGTAGAGGCGAGCGGAATTCCGAGTGTAGCCGTGAAATGCGTAGATATTCGGAAGAACACGAGTG

GCGAAGGCGGCTTGCTAGGCTCTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGTTACCCTGG

TA 

>OTU12345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3544),g:Eisenbergiella(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGCGCCAA

GTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCTGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12346;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGTGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGCAATGTCGGGGCTCAACCTGGGCATTGCAACGCGAACTGTGGGGATTG

AGTGAGGAGGAAGAAGGCGGAATTCATAGTTTAGCGGTGAAATGCTTAGATATTACGAAGGACTCCGATTGCGAAG

GCAGCCCGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU12347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGATGAAGAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGATA
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AGTCAGGCGTGAAAACCAGAGGCTCAACCGCTGGCCTGCGTTTGAAATTGTTTTTCTTGAGTACTGGAGAGGTTGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGTGGAACACTCGTGGCGAACGCGGACATCTGCACAGCCC

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAA

GCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTTCTTGAGTGCAGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGACTATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGCGTGATGACGGTT

TTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTCGGTGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTGGTGTGCTGCGTTGCGAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACCCCAGTGGCGAAGGCGACTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12349;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAAGTCCGGGGCTCAACGCCGGGGCTGCCCTTGATACTGTAGCGCTGG

AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAA

GGCGGCTATCTGGACATAGACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12351;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9798),o:Pasteur

ellales(0.9497),f:Pasteurellaceae(0.9294),g:Bibersteinia(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGAGGAGGAAGGTGTTTTTTGTTTAATAGACAAGGCAATTGACGTTAGTCACAG

AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCG

TAAAGGGCACGCAGGCGGATTGTTAAGTGGGATGTGAAATCCCCAGGCTTAACCTGGGAATTGCATTTCAGACTGGA
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AATCTAGAGTATGTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA

GGCGAAGGCAGCCCCTTGGGAATATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12352;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCCGGGTTGAAATTCCGGGGCGGAACTCCGGGGCTGCCCTTGATACTGTCACGCT

GGAGTGCGGATGCCGGCGGAGGAATGAGTGGTGTAGCAGTGAAATGCTTAGATATCACTCAGATCACCGATTGCGA

AGGCATCTGGCGAATGCGTAACTGACGCTGAGGGACGGAAGGGTGGGGATAGGACAAGATTAGATACCCTGGTA 

>OTU12353;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACGATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGTGAGAGGGAGTAACTGTCCACGCTGTGACGGTAACCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGATGCATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAAGTGCATCGGAAACTGGTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12354;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Epsilonproteobacteria(0.6346),o:Campylo

bacterales(0.3639),f:Campylobacteraceae(0.1872),g:Campylobacter(0.0519); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTATTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCTTGATAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACATCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGATGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12356;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9733),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.2607); 

CCTTTCGGCAGCAGTCTTTCCTCTTCCCCCATTTCCTCCAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTTTTC

GGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGC
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GAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACT

TGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12355;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

TTTCGGGTTGTAAACTCCTTTCACCATCGACGAAGGGTTTCTGACGGTAGATGGAGAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTG

CTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGG

ACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGT

CTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12358;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTTAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGTGTAGGCGGGAAGGCAAGTCTGATGTGAAATCTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTTCTTGA

GTACTGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGATGAACACCAGTTGCGAAGG

CGGCCTGCTGTACAGCAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12357;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Alphaproteobacteria(0.9321),o:Rhizobial

es(0.4652),f:Phyllobacteriaceae(0.2864),g:Nitratireductor(0.0808); 

GTGTCAGCCGCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGACT

GGAAAGTTGGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTATCAGTCTTGAGTTCGAGAGAGG

TGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGCGGCGAAGGCGGCCTGCTGGA

CGAGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGAAGCTAGTTGTCAGGCAGCATGCTGTTTGGTGACGCAGTTAACGCATTAAGCTTCCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU12360;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTAGCGTGAAGGATGACTGC

CCTACGGGTCGTAAACTTCTTTTATAAAGGAATAAAGACGGCTATGGAAACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCCGCCGCGGTTATACGGAGGATCCGAACGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATAGCTTGA
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GTGCAGTTGAGGCAGGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12361;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTATTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGCTGACA

AGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAATC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12362;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactob

acillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCC

TAAGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAG

CGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12359;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Euba

cteriaceae(0.0355),g:Alkalibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGGCCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTTCTCAAGGACGAAGGAAGTGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCAGTAATACGTAGGGGGCGGGTGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGGAGGCGGCTT

TTTAAGTCTGGAGTGAAAGCCCTGCTTTCAAGGTGGGAATTGCTTTTGATACTGGGAAGCTTGAATGCGGGAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGGCGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAATTAA

GTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGGAAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12367;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCTGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTCTTAAGTGAGCTGTGAAATGTTGGAGCTCAACCTTAAAAGTGCAGTTGGTACTGGGAGCCTTGA

GTGCAGTAGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTGGCTGGAGTGTAACTGACGCTGATGCTAGAAAGTGTGGGTATCAAACAGGATTAGATAACCTGGTA 

>OTU12366;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGAAGG

GTCTATGGCCTGTAAACCGCTTTTGCAAGGGAAGAATAAGGGTGACGAGTCATTCGATGCAAGTACTTGACGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCCGGCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGTGCACTGCAGCGCGAACTGACAGTCTT

GAGTGCGCAGGACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCGGCTGGAGCGTAACTGACGCTTAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12364;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9979),o:Actinomycetales

(0.9934),f:Streptomycetaceae(0.9573),g:Streptomyces(0.9085); 

TACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAACGCCTGATGCAGCGACGCCGCGTGAGGGATGACGG

CCTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCT

TGTCACGTCGATTGTGAAAGCTAGGGGCTTAACCCCGAGTCTGCAGTCGATACGGGCTAGCTAGAGTGTGGTAGGG

GAGATCGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGG

GCCATTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 

>OTU12365;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCAA

GTCAGGCGTGAAAACTATGGGCTTAACCAATGGCCGGCGTTTGAAATGGCGTAGCGTGAGTGAGGTAAGGGCAGAT
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GAAATTCCCGGGGTAGGGGGGGAATGGGTAGAGATCGGGAGAAACACAAGTGGGGAGGGCGGTCTGCTGGGCTTT

AACTGACGTTGGGGAACGAAAGTGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTAGGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCAGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGTCCGGTAAGGCAGATGTGAAATGCCTCGGCTCAACCGGGGTACTGCAGTTGATACTGTAGGTCTGGA

GTTCAGATGCGGTTGGAGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTAACGGATCCGCAACTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12370;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacte

riales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Olivibacter(0.0134); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCGGAGGTGAAAGTCCCGGGCTAAACCTGGTCGGTGCCTCTGATACTGGGGGCCT

TGAATGCGGTCGAGGACGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACGGAACACCGATGGCG

AAGGCAGCTGGCCGGGCCTGAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAAGGACGGGACCGGACTAAGAAGCCCGGGCTAACTACGTGCC

AGCAGCCGCGATAAGACATAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTACAGGGAGCGTAGACGGAGAGGC

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTTGGAACTGCGTGGCTGGCGTGTCGGCGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATCTTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGTACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12369;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTACAGCTCTATCAGCAGGGAAGAAAATGACGGCACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCGATTAA

GTTAGATGTGAAACCCCCGGGCTTAACGTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGGAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12372;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1291),g:Parasporobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAA

CTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12373;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATCCGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTCCTGTAAGTCAGCTGTGAAAGGTCCCCGCTCAACGGTGGTAGTGCGTTTGATACTGTATGACTTG

AGTGCGGATGCCGTGGGAGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCAGCCCACTAAGCTGCAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTGAAGTCAGCGGGAAAAGCTTGGGGCGCAACCTTAAAATTGCAGTGGATACGGGGTGCCTG

GATGGCAGTATAGGCAGGGGGATTTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAATTCCTATGGCGAA

GGAAGCTTGGTGGAGTGAAACTGACGCTGAGGTTCGAAAGTGTGGGAATGAAAAAGGATTAGATCCCCGGTA 

>OTU12375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5991),g:Dorea(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGGTGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAACCCGTGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTA

ACCGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12374;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8448),c:Actinobacteria(0.5963),o:Coriobacteriales

(0.3319),f:Coriobacteriaceae(0.1679),g:Paraeggerthella(0.0157); 

AAGGAAGGAAGAAGGGGGGAAGGGGGAGAAAGGGAGGAAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAG

GCCCTCGGGTTGTAAACCGCTCTCAGCAGGGAAGACTTCGACTGTACCTGCAGGAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCC

AAGCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCGAGTTCGGTAGGGGAAGG

CGGAACTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAGGAACACCGATGGCGAAGGCAGCCTTCTGGGCCGT

AACTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12376;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Gammaproteobacteria(0.8755),o:"Vibrio

nales"(0.5023),f:Vibrionaceae(0.3204),g:Vibrio(0.0615); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCATGCAGGTGGTT

TGTTAAGTCAGATGTGAATGCCCGAGGCTCAACCTCGGAATTGCATTTGAAACTGGCAGACTAGAGTACTGTAGAGG

GGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGAAGGAATACCGATGGCGAAGGCAGCCACCTGG

GTCAACACTGACGCTCATGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAATGCTAGGTGTCGGGAGTCGAATCTCGGTGCCGCAGTTAACGCAATAAGCATTCCACCTGGGGAGTACGGTCGC

AAGACTGAAACTTAAAGGAATTGACGGGG 

>OTU12378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Strept

ococcaceae(0.7428),g:Streptococcus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTTACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTACGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTCCCGAGCGTTGTCCGGATTTAGTGGGCG

TAAAGCGAGCGCAGGCGGTTTAATAATTCAGAAGTTAAAGGAAGTGGCTGAAACATTGTTCGATTTGGAAACTGTTA

GACTGGAGTGGAGAAGGGGAGAGTGGAATGCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACAACGGT

GGCGAAAGCGGCTATCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12380;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pept

ostreptococcaceae(0.1679),g:Peptostreptococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGCAGGGGAAGATAATGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTGCAGAAGAGGACAGTG
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GAACTCCATGTGTAGCGGCGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12381;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAAC

TAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACTGGATGGCTTGAGTGCAGGAGAGGTAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU12379;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0252),g:Cellulosilyticum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTCAA

GTCTGAGGTGAAATACCGGGGCTCAACTGCGGGGCTGCAGTTGAAACTGGAGGGCTGGAGTGCAGATGAGGACGG

AGGAATGAGTGGTGTAGCGGTGAAATGCGTAGAGATCACTAAGAACACCGATTGCGAAGGCGTCTGGCGAAACCGT

AACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12382;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2184),g:Blautia(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGGAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCGTGTCAA

GTCTGGTGTGAAAGGCAGGCTCTCAACTCGTGGAATGCATTGGAAACTGGTATGCTCGAGTGCAGGAGGGGTAAGC

GGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCTAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU12384;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

AGGGGAGGAAGAAGGGGGGAAGATTGCACAATGGGCAAAAGCCTGATGCAGAAACGACGCGAGAGTGATGCACG

CCTTCGGGACGTACAGCTCTGACATACACGACGAAAATCACGGCACTTAACGAGGAAGCCCCGTATAACTACGTGAC

CACCAACGCGGTAATACGTAGGGGGCTAGAGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAAA

CTTACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.4563),g:Eubacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGA

TTTCGGATTGTAAAGTTCTATCTTCAGGGACGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACCCCGATTGCGAAGGCAGCTTACTGGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12385;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTT

GAGTGGAGTAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGTAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCTGGTA 

>OTU12387;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGCC

TTCGGGTTGTAAAATTCTTTTACCAGGGACGGAGGACGTTACGGTACCTTGAGGAAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCCGTAAAAACTAAGTTGCCAACGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGC

AAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12388;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9775),f:Lactob

acillaceae(0.9573),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAGCACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAACGTCACGGCTAACTACGTGCCATCAGCCGTGGTAATACGTTGGTGGCAAGCGTTATCCGGATTTATTTGTCGTAA

AGCGAGCGAAGGCGGTTTGATAAGTCTGATGTGAAAGACTTTGGCTTAACCAAAGAAGGGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGGGGAAAACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12391;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

ACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACCAGC

AAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTACTTACCAAGCTGGGTTACGACGCGAC

GCCGTTCAACCAGATATTGAAGCAGAACGCATAGAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGAC

GTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTATCCAAC

CTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTCGAAAAATTATCTTGATA

AAGCAGGAATTACTACTGCTT 

>OTU12389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGCGTAGCCCTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCTTTTAAGCGTGACGTGAAATGCCGGGGCTCAACCTTGGAATTGCGTCGCGAACTGGCGGGCTT

GAGTACGCTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAA

GGCAGCCTGCCGGGGTGTTACTGACGCTCATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGCAGGT

CTTCGGATCGTTAAGTTCTGTTGCAGGGGAGGATAATGACGGTACCCTGTGAGGAAGCCGCGGCTATCTACGTGCCA

GCAGCCTCGGTAATACGTATGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTAA

GTGGGATGTGAAATACCCGGGCTGAACTTGGGTGGTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTATATGGACTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU12393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Bacilli(0.8897),o:Lactobacillales(0.6881),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCGGTGAAGAAAGACGGCAGCAGTAACTGGCTGTCGCTTGACGGCAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGGCGCGTCAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAGAGATAAGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGGACTGCTTCGGAAACTGG

CTGTCTTGAGTGCAGAAGAGGATAGTGGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAG

TGGCGAAGGCGGCTGACTGGACTGCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU12392;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACGAAGGT

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAACGGCCACGAGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGCAGGCGGCTTCGCAAGCCAGCGGTGAAAGGCCCGGGCTCAACCCGGGAAGTGCCGTGGAAACTGTGAGGCT

GGAGTGCGGAAGCAGTGGGAGGAATGCGTGGTGTAGCGGTGGAATGCATAGATATCACGCAGAACACCGATTGCG

AAGGCAGCGCACAGGTCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTG 

>OTU12395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGGATAATAAGACTTTTGCGAAGGATGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTGGAGGGTAAATGCGGCGGCTAACCAGGAGTTTGCCGTGAAAACTGTCTGACTAG

GATGCAAACGACGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGACGCAGAACACCGATTGCGAAG

GCAGCTTGCGAGGATACGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTATGACTAGAGTGTCGGAGAGGCA
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AGTGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACA

GTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.5273),g:Coprococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

TCTCGGTATGTAAACTTCTTTCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGTAA

GTCAGAAGTGAAAGCCCGAGGCTCAACCTCGGAACGGCTTTTGAAACTGCTCTTCTTGATATCGGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACTGACA

ATGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12399;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.6350),g:Coprococcus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTC

TTTCGGGTTGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACTAATAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCAGGGGCTCAACCCAGAGCCTGCTTTGGAAACTATGGAGCTAGAGTGTCGGAGAGGTAAGT

GGAACTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12397;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4914),g:Dorea(0.1735); 

ACGGAGGCAGCAGTGGGGAATATTGCCCAATGGAGTACACTCTGATGCAGCGCCGCCTCTTGAAGGATGAAGTATTT

CGGTATGTACACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTACTAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGAAGCGTAGACGGCTTTGCAAGCC

AGATGTGAAAGCCCGGGGCTCAACCACGGGACTGCATTGGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12398;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiaceae_2(0.0113),g:Alkaliphilus(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGTAAGCCTTACCCAGCAATGTCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGCTCCTTATATAGGGACGTAAAATATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGTGGCATGACGTAGGGGGCAATCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTGGC

AAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGGGCAGGAGTGGTTA
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ATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGCCTG

TAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7068),g:Hydrogenoanaerobacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGACGGC

CTTCGGGTTGTAAACTCCTGACTTCAGGGACGAAACTGACGGTACCTGAGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTCAGCA

AGTTGGATGTGAAATGTACCGGCTCAACTGGTAAACTGCATTCAAAACTGTTGGTCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACGTGACAAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAAGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCTGAG

CAAGTCAGAAGTGAAATCCCTGGTCTTAAGGTGGGAACTGCATTGGATACTGTTCCCCTTGAGTACCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12402;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0066); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGTGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGGAGCCCTT

GAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12404;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrio

nales"(0.0000),f:Vibrionaceae(0.0000),g:Vibrio(0.0000); 

GCCGCCCGTTCCATAGCTTGCCACATCCGTGGCCTTCTGGTTCCAGTCTGCCCATCGCCGTTCGCTACACGCAGGACGC

TTTTTCCCGTTCTGGTTGGTTGTGGCCTGTTGATGCTAAAGGTGAGCCGCTTAAAGCTACCAGTTATATGGCTGTTGGT

TTCTATGTGGCTAAATACGTTAACAAAAAGTCAGATATGGACCTTGCTGCTAAAGGTCTAGGAGCTAAAGAATGGAA

CAACTCACTAAAAACCAAGCTGTCGCTACTGACCAAGAAGCTGTTCAGAATCAGAATGAGCAGCAACTGCGGGATGA

AAATGCGCACAATGACAAATCTGGCCACGGAGTGCG 
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>OTU12403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1872),g:Ruminococcus2(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGTAAGCCTGATGCTGCGACGCCGCGTGAGCGAAGAATTAT

CTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGTCTAAGATTCCCCGGCTCACTACGTGCCAGC

CGCCGCGGTTCTACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAAGT

CTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGAGGGAGGGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGAGGAACACCAGTGGAGAAGGCGGCTGACGGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12406;tax=d:Archaea(0.0041),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

TTTTACCGCTTCGGCGTTATACCCTCCCACTCAATCTTTTCTCACGAAGTCCTGATTGCCTCGCGCGTGGTCGGCCGCTT

GCGATCAACGGTCCCATTAAATTTAACCTGACTATTCCACTGCAACAACTGAACGGACTGGAAACACTGGTCATAATC

ATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGT

GATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGAAATCTTAAACTTAGTAGACGAATCA

CCAGAACGGAAAACATCCTTCATAGAAAGGTCACGCGGCGGCAAGTTGCAATACAAAACAGGGTCGACAGCAATAT

CGGTATAAGGCAAAGCACCTGTAGCGTG 

>OTU12405;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

CCTTTCTTCCTCCTTCCTTTCTCTTTTTCCCTTGGCGGCAGCCTGAACCAGCCATGCCGCGTGAAGGATGACTGCCCTAT

GGGTTGTAAACTTCTTTTGTACGGGAATAGCACGCGGCACGTGTGCCGCTCTGCATGTACCGTATGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGACGGATCCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGGACCTTGAGAGC

GGCAGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TTGCTGGACCGTAACTGACGTTGATGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12407;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGAAGGCAGCAGTGGGGAATCTTGCACAATGGGCGCAAGTCTGATGCAGCCATGCCGCGTGTACGAAGAAGGCC

TTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTACAGTTAATACCTTTGCCCATTGACGTTACTTGCAGAA

GAAGCACCGGCTACCACCGTGCCAGCAGCCGCGGTAAAACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCGGGGAGCGTCATCTGAGACTGGCA

AGCTTGAGTCTCGTAGAGGAAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU12410;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Marinilabiaceae"(0.0073),g:Anaerophaga(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCTTAAACTTCTTTTGCGGTGGAGCAATAAGACCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATTCGGAGGATGCAAGCGTTATGCGGAATTATTGGGTTTTAAGGG

TGCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTCAACGCCGGAACTGCCTTTTATACTGCGAGGCTGG

AGTACGGATGACGTGGGAGGAATGATGAGTGTAGCGGTGAAATGCATAGATATGATTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCGGGGGCACGAAAGCGTGGGGGTCAAACAGGATTAGGTACCCTGGTA 

>OTU12409;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGCAGCGTGAAGGAAGAAGGC

CCTATGGGTCGTAAACTTCTTTTGTAGCGGAGTAAAAAGGGTCACGAGTGACCCGATGAGATTACGAGACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTCTGCAAGTCAGTGGTGAAAGCCCGGGGCTCAACCCCGGGCCTGCAGTTGATACTGCGGGGCTTG

AGTACGGATGACGTAGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACCCCGATTGCGTAG

GCATCTCACCAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12411;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AACGTCACGGCTAACTATGTGCCAGCAGCCGCGGTACTAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

ATCGAGCGCAGGCGGAAAAATAAGTCTAATGGGAAAGCCCTCGGCCTAACCGAGGAAATGCATCGGAAAATGGTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGGGTAGCGGTGGAATGCGTAGGTATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTATGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATAACCTGG

TA 

>OTU12408;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Hydrogenoanaerobacterium(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGGTCAATGGGGGAAACCCTGAACCAGCGACGCCGCGTGGGGGAAGAAGG

TCGTTAGATTGTAAACCTCTGTCGTTAGGGAAGAAAATGACGGTACCTAACAAGGAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATCACTGGGTGTAAAGGGAGTGTAGGCGGGAAAGC

AAGTTGAATGTGAAATCTATCGGCTCAACCGGTAGGCTGCGTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCAGG

CAGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAATACCGGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12414;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp3(0.0000),g:Gp3(0.0000); 

AGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGA

TGGCAGCAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCA

CGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTTAGGGATTTTATTGGTATCAGGGTT

AATCGTGCCAAGAAAAGCGGCAGGGTCAATATAACCAGTAGTGTTAACAGTCGGGAGAGGAGTGGCATTAACACCG

TCGTTCAGCAACATAGTCGAACGTCTA 

>OTU12412;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Pseudoflavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGCAGGAAGAAGGT

CTTCGGATTGTTAACTTCTTTTATCAGGGACGAAGGACGTGACGGTACCTCCTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTACTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT

GGAGTGCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTTGCGAAGGCGACCTACTAGACAGTA

ACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12416;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_II(0.0000),g:GpIIa(0.0000); 

GTCATTGCTTCTTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTCCTCATGGACGGCGCTGAATTTACGGAAACCA

TTATTCCTGGCGTCTAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTG

ACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAA

AACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGGCTGGG

GTATGTAGGTGGTCAACAAGTTTAAGTGCAGGGGCGTCGGCCCCTTACTTGAGGATAAATGAGGTCTAA 

>OTU12413;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Papillibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACTTGACGGTACCTGGAGAAAAAGCAACGGCTAACTAAGTG

CCAGCAGCCGCGGTCGTACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACGGCGTGCAGAACTGGATGCCTTGAGTATCGGAGGTGCA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGAC

GACTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12415;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTCTTT

TAAGTCAGGAGTGAAAGGCTACGGATTAACCGTAGTAAGCTTTTGAAACTGGAGGACTTGAGTGCAGGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12417;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGTGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGACTAAGTCAGAGGTGAAAGCTCACGGCTCAACCGTGTCAGTGCCTTTGAAACTGGTGGCCT

AGAGTGCGGTCGAGGACGGCGGAATTTGGAGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGGTAGCG

AAGGCAGCTAGCCGGGTCTGCATTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12418;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.2321),o:Lactobacillales(0.1015),f:Lactob

acillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAAGGACGAAGAT

TTTCGGATCGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGAGTGCGTAGGTGGTTACCTA

AGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGAATTAGATACCCTGGTA 

>OTU12419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Saccharofermentans(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACTTGACGGTACCTCATGAATAAGCAAGGGCTAACTACGTGC

CAGAAGCCGCGGTAATAGGAAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAAG

CAAGTCAGATGTGAAATCTATGGGCTTAACTCATAAACTGCAGTTGAAACTGTATTTCTTGAGTGCTGGAGAGGGAG

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12421;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Betaproteobacteria(0.9755),o:Burkholder

iales(0.9280),f:Sutterellaceae(0.8864),g:Sutterella(0.7643); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCACGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGTTAGGGACGAAAAGGAATGTGTTAATACCATAGTCTGCTGACGGTATCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA
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AGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGCTTAACCGGGGAATTGCATTTGTGACTGCAGG

ACTAGAGTGCATCAGAGGAGAGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGG

CGAAGGCAGCCTCCTGGGATGCGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12420;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Pseudosphingobacterium(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAGTCTGATCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAATCACGTGTACGCGTACATCGATGAGAGTACCATGAGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGGGGCTGCCTTTGAAACTGATTTACTAG

AGTGTGGATGAGGCCGGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACGAGGAAGGCCGATTGCGAA

GGCAGCTGGCAGGGGGACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CCTTCTGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGTTACCTGGCGAAAAAGAAACGCGGAGCTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAGTCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GGAAGTCAGATGTGAAATCCCGGGGCTTAACCGCGGAGCTGCATTTGATACTGTCCCACTTGAGTACAGGCGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGGCTTGCTAGAAG

AGAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12423;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.5632),g:Blautia(0.2607); 

ACGGAAGGCAGCAGTGGGGAATAGTGGAAAAGGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGG

ATCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCC

AGAAGCGGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGATTGCATTGTAAACTGTTAGTCTTGAGTGCCGGAGGTGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12424;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Anaerotruncus(0.0066); 

ACTTTATTCCTCATTTGTTACTATTGGGCAATGGGCGAAATCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGTCTT

CGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGCTACGGTACCTGCAGAAGAAGTCACGCCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGAGGGGAAGCA
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AGTCAGACGTGAAAACCAAAGGCTCAACCTTTGGCTTGCATTTGAAACTGTTTTTCTTGAGAGTGGGAGAGGTAGAC

GGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTGTACTGGACCACA

ACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12427;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Alteromonadaceae(0.0000),g:Microbulbifer(0.0000); 

CATTGGGGATTGAGAAAGAGTCGCACTGCCACAAGCCTCACTAGCAGGTTTCAGAGCCTCGATACGCTCAAAGTCCA

CATAATCCGCGTGCCATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACA

TACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCC

AGAAATTGTTCCAAGTATCGGCAACAGCGTTATCAATAACATGAAAAAGATCAACCACACCAGAAGAAGCATCAGTG

ACGACAGTAGAAATATCATTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACT

AAGTCAACATCAGCACGAACCTTGCGAGTCATTTCTTG 

>OTU12425;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Sphingobacterium(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCATGCCGCGTGCGGGAAGGAGGT

CCTATGGATGGTAAACTGCTTTTTTGGGGGAATAATAAGACGTTTGCGAAGGTGGATGCAGGTACCCGAAGAATAAG

GATGGGCTAACTCTGTGCAAGCAGCCGGGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTATGAGGTTAAACGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGG

ATGTGAACGGCGAAAGCGGAATTAATCATGTAGCGGTGACATGCATAGATATTATTCAGAACACCGATCGCGAAGGC

GGCTTGCTAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12426;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGCTGCAGCGACGCCGCGTGACTGAAGAAGTA

CTTCGGTATGCAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGTGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGATCACCCGTGGAGCAGGCGGCTTTCCGGACGG

TACCTGACGTTCACGCTTGCGAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU12429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

TTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGGACACGAGAATGAAACCCCGGGGAAATACGTGCC

AGCAGCCGCGGTAAAACGTAGGGGGCTAGCGCTATCCGGAATTACTGGGCGTAAAGGGTGCGCAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCACCAGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT



7709 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12428;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1098),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAG

GCAAGTCTGATGTGAAAGGCAGGGGCGAAACACCTGGACTGCATTGGAAACTGGTAGGCTCGAGTGCCGGAGGGG

TAAGAGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAGA

CGGTAAATGACGTTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGAGACACTGGTA 

>OTU12430;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATACAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGAGATGACGGTACCATAGGAGGCAGCCCCGGTTAACTACGTGCCAG

CAGCCGCGGTAATCCGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGGTAA

GTCTGGAGTGAAAGTCCTGGCTTCAAGTGGGGAATGGCTGTGGATACTGTCGGGCTTGAGTGCAGGAGAGGTTAGT

GGAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12431;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Alphaproteobacteria(0.5963),o:Rhodospir

illales(0.3319),f:Acetobacteraceae(0.1679),g:Gluconobacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGT

TTTCGGATTGTAAAGCACTTTCTGCAGGGACGATGATGACGGTACCTGCCGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTTGTCAA

GTCAGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGAAACTGGAAAGCTGGAGTGTAGGAGAGGTAAGT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCCGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGTCTCAACTCCGGGACTGCATTGGAAACTGGTATGCTCGAGTTCCGGAGGGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGTGTCTTACTGGATTGTAT

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12433;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.1707),c:Synergistia(0.0626),o:Synergistales(0.0413)

,f:Synergistaceae(0.0099),g:Dethiosulfovibrio(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTATGAGACGAAGGAAGTGACGGTCTCATAGTAGGTAGCCCCGGCTACCTACGTGC

CAGCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGG

TAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGTGGATTGCTGTTGATACTGTCGGGCTGGAGTGCGGGAGAGGGA

GGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTGGCGAAGGCGGATGTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12434;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTTAGCGTTGAATGTTCCCGGTTCAACGGGGTAAGTGCGGCGGATACTGGCGGCCT

TGAATGCGGTCGAGGTCGGCGGAATGTGGCGTGTAGCGGTGAAATGCCTAGATATGACAAAGAACACCGATAGCGA

AGGCAGCCGGCAGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12437;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0326); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGT

CGGACGGTCGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGACACGTTTCATGGTGATTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCTTCGGTAACATGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCAGCAAGTCTGGTGGGAAATGCCGGAGCTCAACCGCGGAACTGCGTTAGAAACTGCA

GGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACTAAT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12435;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTTGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGGCGTGACGGTACCTCCTGAATACGCCACGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAATCGTTATCCGGATTTAGTGGGTGTAAAGGGGGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATGTAGGTGCTTAACGCATAAACTGCATTTGAAACTGTATCTCTTGAGTACTAGCAAGGTGGGT
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GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACACCAGTGGCGAAGGCAATCTACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12436;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Euba

cteriaceae(0.0113),g:Alkalibaculum(0.0056); 

ACGGTAGGCAGCAGTCGGGAATATTGCGCAATGGGGGAAACTCTGACGCAGTGACGCCGCATGCAGGAAGAAGGT

TTTCGGATTGTAAAGTGCTTTAGACAGGGAAGAAGAAGGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGGAAGAC

AAGTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTATCATTCTTGAGTACTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGACCTTCTGGACAAC

ACCTGACGCTGAGGCACGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12439;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGATTACGGCC

CTATGGGTTGTAAACTTCTTTTGTGGTGGAGTAATATGATCTACGTGTAGCTTGTTGTGTGTACCTCACGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGAG

CGTAGGCTGTCTTGCAAGTCAGCTGTGAAAGGTTGGGGCTAAACCTTGAAGGTGCAGTTGAAACTGATTGACTTGAG

TGTAGTGGAGGCCGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATGACGCAGAAGGCCGATTGCGAAGG

CAGCTTACAGGACTGCAATTGACGCTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAAAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGATTA

AGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTGAGTACAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAC

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTTAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGTCCGGTAAGTCAGCTGTGAAAAGCGCGGGCTTAACGCGGGTCGTGCGTTTGATACTGTTGTGCTGG
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AATGCGGATGACGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAAG

GCAGCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12442;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGCAGCAGTGAGGAATATTGGTCAATGGCCGCGAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGCC

CTATGGGTTGTAAACTGCTTTTGCAGGGGAATAAAGTATGCCACGTGTGGTGTTTTGCATGTACCCTGCGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGAACGCGAAGTCAGTTGTGAAATACTGCGGCTCAACCGGAGAAGTGCAGTTGAAACTTGGATTCTTGA

GTGTACATAGGGATAGTGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGGTTGCGAAGG

CGGCCATCTGGGTTACGACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACTCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAGGTTCTTTTATTAAGGACGAAGTAGTGACGGTACTTAATGAATAAGCTCCTGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCTATGTCCGGATTTACTGGGTTTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCTTGGGCTTAACCCACGAACTGCATTTTAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATGCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAGGGCGGCCTGCCGGGCCTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12443;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGCCAATGGGCCCAAGCCTGACCAAGCAACGCCGCGTGAAGGAAGAAGGC

TTCCGGGTTGTAAACTTCTTTAGTCAGGGACGAGGAGAAGCCGTTACCTGTCGATTAAGCCCCGCCTAACTACGTGCC

ACCACCCGCGGTAATACGAAGGTGGCAAGCGTTGTCCGGTTTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGTCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGATGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCTATA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12444;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Galbibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGGAAGCCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

TCTATGGTTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTTTCGAGAGATCCGATGACAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGTTTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAACTGCAAGTCAGCGGTGAAAACCACGGGCTCAACGCAGAAGTTGCAGTTGATACTGTACATCTTG
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AATGCTGTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTAGTAAGAACACCAGTTGCGAAG

GCATCTCACGAAGCGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12445;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTTGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGCGACGCCGCGTGCAGGAAGAAGGC

CTTCGGATTGTAAACCGCTTTCTACAGGGAAGAAACTAGACAGTACCGGTAGAATAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGGTAGGC

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGGAGTGCTGCATCTAAAACTGGCTTTCTTGAGTGCTGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGT

AACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTTTTGGAGAAGAACGTGCTGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

ACCGTCCCGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGTCCGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTGAGGTCTGAGGGAAAAGCCTGGGGCCTAACGGAAGGAGTGCATCGGAAACTGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12449;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Methanobacteria(0.0000),o:Methanobact

eriales(0.0000),f:Methanobacteriaceae(0.0000),g:Methanobrevibacter(0.0000); 

GCATCACGCTCTTGGAAGGGATTCTGTCTTTTCGTATGCAGGGCGTTGCGTTCGATCATGGTGATATGTATGTTTCCG

GCCATACGACTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTACTGGATGAATTGGCACAATGCT

ACAATGTGCTCCCCCAACTTGATATTAATAACACTATAGACCACCGCCCCGAAGGTGACGAATAATGGTTTTTAGAGA

ACGAGCAGACGGTTACGCAGGTTTGCCGCAAGCTGGCTGCTGAACGTCCTCGTAAGGATATGCGCGATGAGTATAAT

TACCCCAAAAAGAAAGGTATTAAGGAGGAGTGTTCAAGATTGCTGGAGGCCGCCACTATGAAATCGCGTAGAGGCTT

TGCTATGCAGCGGTTGATGAATGCAATGCGACAGGC 

>OTU12446;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAGGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGT
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AAGTGGAATTCCTAGTGTAGCGGTGTAATGCTTAGATATTAGGACGACCATCGATGGCGAAGCCGACTTACTGCACT

GTAACTTACGCTGAGGCACGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU12450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTCCGTACCTCATGATTCAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGTGAGCGTAATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGTCGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCGTTCTTGAGT

GCAGTGGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTAGACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTTTTTTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACTCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCTTTATCCGGATTTATTGGGCGGAA

AGCGAGCGCAGGCGGTTTTCTAAGTCAGAGGTGAAAGCCTGCGGCTAAACCGGAGAAGTGCAGCGGAAACTGGAT

AACTGGAGTGCGAGCGAGGAGGGTGGAACTCCGTGTGTAGCGGGGAAATGCGTAGATATATGGAAGAACGCCGAT

AGCGAAGGCAGCTCTCTAGGTTGGAATTGACGCTAGGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12448;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Gammaproteobacteria(0.9462),o:"Entero

bacteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCGTCGGGGAGGAAGGAAGTAAAGTTAAGACCTTTGCTCACTGACGGTACCCGCAGA

AGAAGCACCGGGTAAACCCGTGCCCGCCGCCCCGGTAATACGGAAGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAAGTGCATCTGATACTGGCA

GGCTTGAGTGTCGTAGAGGGAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12452;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lach

nospiraceae(0.0355),g:Dorea(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGACGAAGGT

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGAGAAAGGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTATTGCA
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AGCCTGGTGTGAAAGGCAGGGGCTCAACCTCTGGACTGCGCTGGGAACTGCGATACTAGAGTCGCTGAGGGGCAAG

CAGAATTCCAGGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12453;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAATGCC

CTATGGGTCGTAAACTTCTTTTGTATCGGAGCAATAAATGTCACGAGCGACCCGATGTGTTTACGATATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTTCTGTAAGTCAGCGGTGAAAGCCCGGGGCTCAACCGCGGAAATGCCGTTGATACTGCGAGTCTGGA

ATACGGAAGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAGG

CATCTCACGAGTCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12455;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Deltaproteobacteria(0.9798),o:Desulfovib

rionales(0.9753),f:Desulfovibrionaceae(0.9201),g:Desulfovibrio(0.9566); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAAAGGGCGAAAGCCTGACGCAGTGAAGTCGCGTGAGGGATGAAGGT

CTTCTGATCGTAAACCCCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACG

ACTCGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTATATATCTTGAGGAACATCAGTGG

CGAAGGCAGCCACATGGACCGGTATTGACGCTGAGGTGCGAAAGCTAGGGGAGCAAGCAGGATTAGATACCCTGGT

A 

>OTU12457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.3544),g:Fusicatenibacter(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGAGTAGACGGCGGAGCA

AGTCTGATGTGAAAGCCTGGGGCGCAACCCCGGAACTGCATTGGAAACTGCCCTGCTTGAGTGCCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTGGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACCGGGTGTAA
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AGGGCGTGCAGCCGGAGAGACAAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTTCC

CTTGAGTATCGGAGAGGTAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12454;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGGAGGATGACGGC

CTTCGGGTTGTAAACCTCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGATTGTA

AGTCAGATGTGAAATGTATGGGCTTAACCCGTGTGCTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGAGAAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACATCGGTGGCGAAGGCGGTTCACTGGACTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12458;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Lach

nospiraceae(0.7787),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCCGGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGTCGGACTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGACATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU12460;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobial

es(0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

ATTTGAGAATCAAACAGAGCTTACTCAAATGCAACTGGACAATCAGAACGAGATTGCCGCGATGCAAAATGAGACTC

AAAAATAGATTGCTGGCATTCAGTCGGCGACTTCACGCCAGAATACGAAAGACCAGGTATATGCTCAAAATGAGATG

CTTGCTTATCAACAGAAGGAGTCTACTGCTCGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAA

GTTTCCGAGATTATGCGCCAAATGCTTACTCAAGATCAAACGGCTGGTCAGTATGTTACGAATGAACAAATCAAAGAA

ATGAGTCGCAAGGTTAGTGATGAGGTTGACTTAGTTCATAAGCAAACGCAGAATCAGAGGGAGGGCGCTTCTCATAT

TGGCGCTACTGCAAAGG 

>OTU12459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAAGTGTACCACGTGTGGCGTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGTGGTCAAGCGTGTTGTGAAATGTAGCCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCATCTTG
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AGTGCGTGCAACGTCAGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACCCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12462;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCATTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCATCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTATGATGAAAGCCCTCGGCTTAACCGAGGAAATGCATCGGAAAACAATT

TTCTTGAGGGAAGAGGAGGAGAGTGGAACGCTATGTGCAGCGATGGAATGCGTAAATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGATCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACACTGG

TA 

>OTU12461;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Negativicutes(0.4045),o:Selenomonadales(0.17

19),f:Veillonellaceae(0.0710),g:Anaerovibrio(0.0157); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGTTTA

AAGGGTGCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAAATATCGGCTTAACTGGGGAAATGCAACTAAAACTATTG

GTCTTTAGTGGTGGAGAGGAAAGTGGAATTCCTAGTGGAGGGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGACTTTCTGGACAATAACTGACGTTGAGGCACGAAAGTGTTGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12464;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTTACGCATTGACGGTATCCAACAAG

AACGTCACGGCTAACTACGTGCCAGGAGCCGCGGTAATACGTAGGTGGCAAGTGCTATCCGGATTTGTTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12463;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Graci

libacteraceae(0.0560),g:Lutispora(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTAAGGGAAGAGAAAGGACTGTACCTTACAAGAAAGCTCCGGCTAACTACGTGCC
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AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCTGAT

AAGTATGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACGGTCGGGCTTGAGTGCGGAAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

AAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCTGGTA 

>OTU12465;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Intestinimonas(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGTACCGGCTAACTACGCG

CCAGCAGCCGCGGTAATACGAAGGGGGGGAGTGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTCTGAAGTGAAAGTCCTGGGTTCAAGGTGGGAATTGCTTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9934),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTAAAGCTCTTTTTTTGGAGAAGAACATGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTCCGTGCCAGCAGCCGCTGCAAAACGTAGGTGCCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGGCTTCGGCTTAACCGCAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCGGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCAGCTCTCTGGTCCGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12467;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Erysipelotrichia(0.3483),o:Erysipelotrichales(0.1

483),f:Erysipelotrichaceae(0.0560),g:Erysipelothrix(0.0134); 

ACGGGAGGCAGCAGTAAGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTTGCGAAGGAAGAACACCGCCATCAGGAAATGGATGGCGGCTGACGGTACTTCGTCA

GAAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGTGCGCAGGCGGCCTGCCAAGTTCGAGGTGAAAGCGTGGGGCTCAACCCAATACAGCTTCGAATACTGGCAG

GCTCGAGTGCAGGAGAGGATGTCGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGCGG

CGAAGGCGGACATCTGGCCTGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGT

A 

>OTU12468;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2864),g:Alloprevotella(0.0326); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTTTAAACTGCTTTTAGTAGGGAATAAAAGTGCGCACCGTTGCGTCGTTTTGCAAGTACCGTCAGAAAAAG

GACGGCCTATTTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGTTTTAAAGGG

AGCGTAGGCGGTCTGGTAAGTCAGACGTGAAAACGCGGGGCTCAACTCCGGGCCTGCAGTTGAAACTGTCGGACTT

GAGTGCATGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGTGTCCGGAGTGCTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCCGGTA 

>OTU12469;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Solitalea(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTGACGTTCTGACCCGATGAGAGTACAAAGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGGGGTAAGTCAGAGGTGAAAGGTCAGCGCTTAACGCGGGAACTGCCTTTGATACTGTCGGGCT

GGAGTGCGGATGACGTAGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGA

AGGCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12470;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0560),g:Coprobacter(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGTCGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGTGTATGCGTAGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGGGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTG

GAATGCGCATGAGGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACTAAGAACACCGATTGCGAA

GGCATCTCACGAGGGGGCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGAGGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGATGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATACGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCGAATGTGAAAGCCCCCGGCTTAACCGAGGAACTGCATCGGAAACTGTTT

TCTTGGAGTGCAGAAGAGGAGAGGGGAACTCCAGGGGTAGCGGTGAAAGGCGTAGATATATGGAGGAACACCGGT

GGCGAAGGCGGCTCTCTGGCATGCAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Eisenbergiella(0.0712); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGACGGTGATGCA

AGTCAGATGTGAAATGCTAGGGCTCAACCTTAGAACTGCATCTGAAACTGTATTACTAGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12476;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 

CTGCGACTCACGAGATTCCGTACCTTCACGCTCAAGGTGCTTTGACTTATACCGATATTGCTGGCGACCCTTTTTTGTA

TGGCAACTTGCCGCCGCGTGAAATTTCTATGAAGGATGTTTTCCGTTCTGGTGATTCGTCTAAGAAGTTTAAGATTGCT

GAGGGTCAGTGGTATCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATTCAGG

AACCGCCTTCTGGTGATTGGCAAGAACGCGTACTTATGCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTGCAGG

TGGTGCAGTGGAATAGGCAGGTG 

>OTU12475;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.6709),g:Blautia(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCCGGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGAGTGCAATGGGAACTGTCGGACTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACGAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGGAGAAAAAATTAGATACCCTGGTA 

>OTU12473;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCTCAACCCATAAACTGCATTCGAAACTGTATCCATTGAGTATAGGAGAGGCGA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU12474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCGGAACCAGCCAAGTAGCGTGCAGGAAGAAGGT

CCTACGGATTGTAAACTGCTTTTATACGGGGATAAAATTCAGCACGTGTGCTGTTTTGCATGTACCGCATGAATAAGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGATGTTAAGTGAGCCGTGAAATGTAGGGGCTCAACCTTTGAATTGCGGCTCGTACTGGCGTCCTTGA

GTGCGTACGACGCGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGAGTCTGCAACTGACGCTAAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12479;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

CTTAATCGAGGCCACAGCGGTCTGGAAACGTACGGCTTGTTCCGTAACTTGCCTCATGCTTTCTTACCTATTAGTGTTT

GAACAGCATCGGACTCAGATAGTAATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTG

ACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGA

CAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCGTCGCGAGATGCGCAAGGATAGGTCGAAGTTTCTC

ATTTTCCGCCAGCAGTCCACGGCGATGTAATTCGTAAACAAGCAGTAGTAATTCC 

>OTU12478;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8189),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

AGGGGAGGGAGAAGAAGGGAAGAGTGCACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGG

GTTTCGGATCGTAAAGTTCTGTTGTTGGAGAAGAACGTGCGCGAGAGTAACTGTATAAGCAGCGACGGTATCCAACC

AGAAAGTCACGGTAAACTACGTGCCAGCAGCGGTGGCAATATGTAGGTGGCAAGAGTTATCCGGATTTATTGGGCG

TAAGGCGAGCGCAGGCGGATGCTTAGGTCTAGTGTGAAAGCCTTCGGCTTAACCAAGAAAGTGCATCGAAAACCGG

GCGACTTTAGTACATAGAAGGACAGTGAAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTTTCTGGTCTTCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12477;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATCGGGTTGTAAACTGCTTTTATGCGGGATCAATGGCAGTCACGTGTGACTGAGATGTGCGTACCGCATGAATAA

TGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCAGGGCGATATCCGGATTTATTGGGTTTAAAGG

GAGCGAAGGCGGATTTGCAAGTCAGCCGTGAAAAGCTGTGGCTCAACCACAGTCGTGCGTTTGCAACTGCATGTCTT

GAGACAGCGCAGCGGCACTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAA

GGCAGGTGCCGGGAGCTGTTCTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTGGATACCCTGGTA 

>OTU12480;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAATGACGGTATCAAACCA

GAAAGTCACGGCTCACTACGTGCCCGCAGCCGCGGTAGAACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTGGGGCTTAACCGAAGAAGTGCAGCGGGAACCGTGC

AACTTGAGTGCAGAAGAGGTAGGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12482;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGAAGGC

CCTCCGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGTGGGACGCGTCCCGCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCACGTCAAGTCAGCGGTCAAAATGCGGCGCTCAACGCCGTACCGCCGTTGAAACTGGCGGGCTC

GAGTGCGTGGGAGGATGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGA

AGGCAGCTGGCCATCACGCCACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGGGCGCGCTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGGTA

AGTTGGATGTGAAATACCCGTGCTCAAGTTGGGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12483;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGTGGAGGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACGGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTAAAAGGCTACGGCACCACCGTAGTAAGCCTTTGGAACTGGGAGACTTGAGTGAAGGCGAGGTGGGT

GGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCCCTCAGGACTGTA

ACTGACACTAAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1872),g:Lactonifactor(0.0326); 

ACGGGAGGAAGAAGGGGGGAAGATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGT

ATCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTATGCA
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AGTCAGATGTGAAAGCCCGGGGCTTAACCCCGGGAATGCATTTGAAACTGTGTAACTAGAGTGTCGGAGAGGTACG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGCGGAACACCAGTGGCGCACGCGTCTTACTCGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGCTTAGCTACCCTGGTA 

>OTU12486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clost

ridiaceae_1(0.9015),g:Clostridium_sensu_stricto(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGACGAACACCAGTGGCAAAGGCGCTCCTCTGGAACGCA

ACTGACGCTGGGGCTACAAAGCGTGGGAGGCAAATAGGATTAGATACCCTGGTA 

>OTU12484;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGCCTAGGGGCAATAACGGGGTCGCGTTCGTCCGATGAGAGTGCTGTGTGAATAA

GGATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTTTGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGGATGCCGCCGGAGGAATGAGTGTTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGTCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12489;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.1299); 

CCTTTCTTCCTCCTTCTTTCCTCTTCCCCCCTTGGCGCCAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTTC

GGCTCGTAAAGCTCTGTGGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCAAGCAGTGAAGGTATCCAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTGCTTATGTCTGATGTCAAAGCCTTCGGCTTAACCGAATAAGTGCATCGTAAACCGGGCAACT

TGAGTGCAGAGGAGGACAGTGGAACTCCATGTGTAGCGGTCGAATGCGTAGATATATGGAAGACCACCAGTGGCGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCCTGGGTAGCGACCAGGATTAGATACCCTGGTA 

>OTU12487;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Ruminococcus(0.0076); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GCGAGATGTGAAAGCCCCGAGCTTAAATTGGGAATTGCCTTTCCTAATGGGTCGCTAGGATACTTTAAGGAGGGGTA
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GAATTCCACGGGGAGCGGTGAAATGCGGAGAGATGTGGAGGAATACCGAAGGGGAAGGCAGCCCCTTTGGAATGT

ACTGACGCCCATGTGGGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU12488;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGCTTGTAGGCGGTTGGTTGC

GTCTGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGTGCGGTAGGGGAGACT

GGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12490;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCGGTTGTGGAAGAAGAACGTTCGTGTGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACTGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGTAAGCCTTCGGCTTAACCGGAGAAGTGCATCCGAAACTGGATG

ACTTGAGTGTAAGAGAGGACAGTGGAACTCCATGCGTAGCGGTGGAATGCGTCGATATATGGAAGACCACCAGTGG

CGAAGGCGGCTGTCTAGCTTGCATCTGACGCTGAGGGTCGAACGCATGGGTCGCGAACATGATTAGATACCCTGGTA 

>OTU12491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.0712); 

CCGGGATTCAGCATTAGTTCATCTTCCCCAATTGGCGCCAGCCTGAAGGAGCAACATCGCGTGCGTGATGACGGGTTT

CGGCTCGTAAAACTACGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCATGTAGTGACGTTATTCAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCTGCGGCAATAAGTAGGTGGCATGCGCTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTGTCTAAGTCTGATGTGAAAGGCATCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATAGC

TTGAGTGCAAAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATAGAAGAACACCGGTGGCG

AAGGCGGCTGTCGAGCTTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12493;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Larkinella(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCTTCTGGCCGAGGGCACGCCTGCCTGGGCGTCACGCA

TCGCGTCGCCCCCTCCACAATCCCTATGGATCTTGGAGCGGGGGCGGAAATTGGTCTCCCGTGCGCCTCCGGGCTCGT

GGCCGGCCTAAATTAGATCCTGCATCGACGGATGCCTCGACCAGTGGTGGTTGAAAAACTCTCTTGCTGTCGAGCTGC

ACGACGCTTGCTAGGCATCGTCCAAACCCACCGGCGCTTCGCGTGCCTACGACCGCGACCCCAGGTCAGGCGGGACT

ACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 
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>OTU12492;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTTTTTGGGGAAGATAATGACGGTACCCAAGGAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTTGAATGTGAAATACCAAGGCTCAACTTTGGTGTTGCATTTAAAACTGCTTATCTAGAGTGCGGGAGAGGATAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCGCGAAGGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU12495;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9856),o:Clostridiales(0.9942),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGAGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCGAGTGTAGCGGTGAAATTAGTAGAGATGAGGAAGAACACCCCGAGATATAGACACTCTCTGTACAGTAA

CCGATGCTGATGTACGCAAGCGAGGAGAGCAAGCAGGAGAAACCCTGGTA 

>OTU12496;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCAGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGTTTTACTGGGTGTAAAGG

GAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCT

AGAGTGCTGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGCGATGAAGGT

AATTTTATTGTAAAGCTCTGTTCTCAGTCAAGAATAAATGACTAGCTGAGGAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGCGCCAAG

TCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGGCGG

AATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCTACT

GACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU12498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.4280),f:Strept

ococcaceae(0.2184),g:Streptococcus(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGTTTGATAAGTCTGAAGTAAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTCAAACTTGAG

TGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGG

CGGATTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGAAACTAAGGAGGAAGCTACGGCTAACTACGTGCCA

ACAGCCGCGGTAATACGTAGGTGGCGCGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTGTCTGGAGTGCAGGAGAGGAGAGT

GGAATTCCTCGTGTAGCGGTGAAATGCGTAGAGATGAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12497;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clost

ridiaceae_1(0.0086),g:Caloramator(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCTGCACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCGTTTGCGTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTGTCCGGAATTACTGGGCGTAAA

GGGAGCGTAGGCGGTCTGATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTTAA

CTAGAGTACAGGAGAGGGAAGCGGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGG

CGAAGGCGGTTTTCTGGACTGACACTGACGCTGAGGCACGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12500;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Alphaproteobacteria(0.8755),o:Rhizobial

es(0.3959),f:Hyphomicrobiaceae(0.1679),g:Devosia(0.0423); 

TACGGGAGGCAGCAGTGGGGAATCTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGG

CCTTAGGGTTGTAAAGCTCTTTTACCCGGGAAGATAATGACGGTACCGGGAGAATAAGCCCCGGCAAACTTCGTGCC

AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAAGCGCACGTAGGCGGATGGTTA

AGTCAGGGGTGAAATCCTGGAGCTCAACTCCAGAATTGCCTTTGATACTGGCTTTCTAGAGGCTGGAAGAGGTTAGT

GGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATCAGGAAGAACACCCGTGGCGAAGGCGGTTCTCTGGGACGGT

ACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATATCCTGGTAGTCC 
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>OTU12501;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1679),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGGCGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCTGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGA

GGCAAGTCAGATGTGAAATACGGAGGCTTAACCTCCGAGCTGCATTTGAAACTGCAATTCTTGAGTGATGGAGAGGT

AAGCGGAATTCCCAGTGTAGCGGTAAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGAC

AGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12503;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCCGCGTGAGCGATGAATGC

CTTCTGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATTACGGTACTTGAGGAGGAAGCCCCGTCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGGAGATTAAG

CGTGATGTGAAATGTAGACGCTCAACGTCTGGACTGAAGCGCGAACTGGATTACTTGAGTGAGCACAAAGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTGACTGGAGCGCAA

CTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12502;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pept

ostreptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGCAGGCGGCCACCGCA

AGTTGAATGTGAAATCCCCGGGCTTAACCCGGGAAGTGCGTTCAAGACTGCGGGGCTTGAATACGGGAGAGGATCG

TGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTCGTGGCGAAGGCGGGTCTCTGGGCAGT

AACTGACGCTGAGGAGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12504;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2524),g:Syntrophococcus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAGGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGCACAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGTGATGCAA

GTCAGAAGTGAAATCCCCGGGCTCAACCCGGGGGCTGCTTTTGAAACTGTATGACTAGAGTACTGGAGGGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACATGT

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12507;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5273),g:Ruminococcus(0.3043); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGCCGAAGAAGTGACGGTACTTAATGAATCAGCTCCGGCTAACTACGTCCC

CGCAGCCGCGGTAATACTTATGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTAAACCCACGAACTGCATTTGAAACTGTTTGGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGAACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12505;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAATACGGC

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGTAGCCACGGCCAACTACGTGCC

AGCAGCCGCCGCAATACGAAGGTGGCAAGTGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGAGCTCAACCCATAAACTGCAGTTGAAACTGTTAGTCTTGAATAGAGTAGAGGCGAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTG

TCTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCGTTTTAA

GTCAGGAGTGAAATACCAGGGCTTAACCTGGGTGCTGCATTGGAAACTGGAAGGCTAGAGTGCTGGAGAGGAGAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGTAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGGCGAAGCGTTGTCCGGAAGTACTGGGTGT

AAAGGGAGCGCAGGCGGAGAAGCAAGTCAGGTGTGAAAGGTACGGGCTTAACCTGTAGACTGCCATTCAAACTGTA

TGCCTAGAGTGCAGTAGAGGCGGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGT

GGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU12509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTCCGCGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGGAAAGGGAGCGTAGACGGCGATGCA

AGCCGGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12510;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactob

acillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGCTTGTAAAGCACTGTTGTTGGAGAAGAACGTGCGAGAGAGTAACTGTTCACGCAGTGACGGTACCCACCCA

GAAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGGAGGCGGATGATTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAGCTGCATTCGAAACTGGTT

ATCTTGAGTGCAGGAGAGGGGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGACTATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12511;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCATTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTT

CCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTCCGGAATTACTGGGAGTAAAGGGTGCGTCGGCGGTCTTT

TAAGTTGGATGTGAAATCCCCGGGCTTAACGTGGGGTCTGCATTAAATACTGGTAGACTAGAGTACAGGAGGGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACA

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Parasporobacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTTTCTTAA

GTCAGCGGTGAAAGTTTGTGGCTTAACCATAAAATTGCCATTGATACTGGGAGACTTGAGTATGTTTGAGGTAGGTG

GAATGCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12512;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9856),o:Actinomycetales

(0.8955),f:Actinomycetaceae(0.6350),g:Actinomyces(0.4787); 

ACTTCCTTCCTCCTTTTTTCCTTTTTCCCCCTTTCCTCCCCTCTGATGCAGCGACGCCGAGTGAGGGATGGAGGCCTTCG

GGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGCAGTGGGTAAAGAAGCGCCGGC

TAACTACGTGCCCGCAGCAGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCTTGTA

GGCGGTTGGTTGCGTCTGCTGTGAAATCCTCGGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTGAGTGC

GGTAGAGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGG

GTCTCTGGGCCGTTACTGACGCTGAGTAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12514;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCACGCCGCGTGAAGGAAGAAGTT

CTTCGGATTGTAAACTTTTGTCTTTGGTGAAGATAGTGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGACGGGTCTGCAAG

TCAGATGTGAAATACCGCAGCTTAACCGCGGGGCTGCATTTGAAACTGTGTGTCTTGAGTGTGGGAGAGGAAAGCG

GAGTTCCGAGTGTAGCGGTGTAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCGATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Rikenellaceae"(0.0252),g:Rikenella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCTGGGAATAATATGACTTTTGCGAAGGTTGATGTATGTACCCTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTAGAGGTGAAATGCTGCGGCTCAACAGGAGAATGGCATGAAAACTGTCTAACTAGGA

GGTAAACGGAGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATGCTTCAGAAAACCGATCGCGAAGGC

AGCTTGAGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12518;tax=d:Bacteria(0.0041),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteri

a_genera_incertae_sedis(0.0000); 

AGCTTAATAGAGGCCAACGCGGTCTGGAAACGTACGGATTGTTTAGTCCCTTGACTCATGATTTCTTACCTATTAGTG

GTTGAACCGCATCGGCCTCAGATAGTAATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAAT

GTGACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTT

TGACAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCGTCGCGAGCTGCGCAAGGATAGGTCGAATTTG

CGCATTTGCCGCCAGCAGTCCACGTCGATGTAATTCGTAAACAAGCAGTAGTAACTCCTGCGGTATCAAGATAATTGT

TCGACTCATCAGAAATATCCGA 
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>OTU12515;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGATGTGACGGTACCTCATGATTAAGCCTCGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTGAGATGTGAAATCTATGGGCTTAACACATAAACTGCAGTTGGAACTGGATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGATGGCGAAGGCAGTCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12517;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGCAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GCGCGCAGGCGGGCGTCTAAGTCAGCGGGAAAAGTTCCCGGCTAAACCGGGGCAGTGCCGATGATACTGGGAGCCT

TGAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGACATGCCACAGAACACCGATAGCGA

AGGCAGCTGGCCAGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12520;tax=d:Archaea(0.0041),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

TCAACGGTCACCTTAAATTTACCCTGACTATTCCACTGCACCATCTGCCCGGACTGGACCCACTGGTCATAATCATGGT

GGCGAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGTGATAA

GCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGA

ACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGTAT

ATGGCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCA 

>OTU12519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGTTAAAAAGCAACGGCTACCTACGT

GCCAGCCGCCGCGGTAATCCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGACTTT

TAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGAGCTGCATTTCAAACTGGAAGGCTAGAGTGCAGGAGAGGGG

AGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAAGGGCCGCAGGCCGGAGGGGGCAAAACCGGGTGATTGAAGAAGG

GTTTCGGCTGGTAAAGCTCGTTGGTTGGAGAAAAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACC

GGAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12521;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGATGAAGGC

TCTCGGATTGTAAACCTCCGTCCATGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGTGGCAATACGTAGGGGGCGAGCGTAGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGTTTT

TTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAGAACTGGAGGACTAGAGTACAGAAGAGGT

AGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGAC

TGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12522;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAACACGGC

CCTATGGGTCTTAAACTTCTTTGGTCCCGGGGTAAAAAGAGCAACGCGTGCCCTTTTGAGAGTACGGGATGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCAGGCGTGAAACTCCGCGGCTCAACTCCGGGACTGCCCGGGATACTGTCGCGCTGG

AGTGCGGATGACGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATTGAACAGGATTAGATACCCTGGTA 

>OTU12524;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGATGTAAAGCTCTATCTGCAGGGACGAAAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCATTATAA

GTGAGATGTGAAAACCCAGGGCTCAACGTTGGGACTGCATTTCGAACTGGAAGGCTGGAGTGCAGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12525;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiaceae_3(0.0457),g:Caloranaerobacter(0.0110); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCAAGGACGAAGGAAGTGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGAT

TTAAGTCAGATGTGAAAACTCAGGGCTCAACCTTGAGACTGCATCTGAAACTGAGTTGCTAGAGTGCAGGAGAGGAA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTGTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGAAGGT

TTTCGGATCTTTAAGCTCTGTATATGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGACCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATATCCGGGCTCAACGTGTGTGCTGCATTCCAAACTGGTTGTCTAGAGTGCGGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAAGAACACCAGTCGCGAAGGCAACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12528;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGCCGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATATATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTGAAAGCCGTTGGCTTAACCAAAGAAGTGCGTCGGAAACTGTC

AGACTTGAGTGCAGAAGAGGACAGGGGAACTCCATGTGTAGCGGTCGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAATGCGGCTGTCTGGACGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTT

GTA 

>OTU12527;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTTAGTGAAGAAGGGT

TTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AACGTCACCGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTCA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGAGGTGAAAGCCGTCGGCTTAACCGAAGAAGGGCATCGGAAACCGGGC

GACTTGAGGGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGATGTCTGGTCTGCAACTTACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCATGG

TA 



7734 

 

>OTU12530;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudo

monadales(0.0000),f:Moraxellaceae(0.0000),g:Acinetobacter(0.0000); 

GCTTGCTACCGCTAACACTACTGTAGGCATGGGTGCTGCTGGTCTTAACTCTGCCATTCCAGGCTCTAATGTTCCTAAC

CCTGATGAGGGCGTCCCTAGTTTTGTTTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAG

GCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAG

GATACTCGTGATTATCTTGCTGCTGCAGTTCCTGAGCTTAATGCTTGGGAGCGTGCTGGTGCTGAGGCGTACTCTGCT

GGTATGGTTGACGCCGGATGAGAGAAGCAAAAAGAGCTGACTAAAATGCAACTGGACAATCAGAAAGAGAATGCC

GAGATGCAAAATGAGACTCAAAAAGAGATTGCGGGCATGCAGTC 

>OTU12529;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGTT

TTCGGATCGTAAAGCTCTGTCTGTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGTTTTGTAA

GTCTGATGTGAAATCCTTCGGCTTAACCGGAGAAGTGCATCGAAAACTGGATAACTAGAGTGCGAGAGAGGATAGA

GGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGCTTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGTGGGCGAAGCCACGGCCAACTACGTTCCA

CCTGCCGCGGCAATACGCCGGCGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCAGTTCAAACTGGAAGGCTAGAGTGCAGGAGAGGAGAAG

GGAATGCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12533;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGCTGGAGCAAAACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGTGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTGAACCGAAGAAGTGCATCGGAAACCGGGC

GACGGGAGTGCAGAGGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGG

GGCGAAGGGGGCTGTATGGTCTGCAACTGACGGTGAGGCTCGAAATCAAGGGTAGCGAGCAGGATTAGATACCCTG

GTA 
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>OTU12532;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Rikenellaceae"(0.1291),g:Alistipes(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGAGTAAACGCTCTTACGTGTAAGAGCCTGAAAGTATCGTACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGG

TGCGTAGGCGGCGATTTAAGTCAGATGTGAAAACTCAGGGCTCAACCTTGAGACTGCATCTGAAACTGAGTTGCTAG

AGTGCAGGAGAGGAAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGGGGGGAATATTGCACAAAGGGGGGAACACTAATGGAGCAAAGCCGCGTGAGAGATGAAGG

TTTTAGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGTTTTGTATGATCACCCGTCGCCAACGCGACTCTCTGCACTTTAC

CTGCCCCTGACTCTCGCAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU12535;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:Pasteur

ellales(0.9389),f:Pasteurellaceae(0.9201),g:Actinobacillus(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGAGGAGGAAGGTGTTTGTTTTAAAAGAACAAGCAATTGACGTTAGTCACAGA

AGAAGCACGGGCTAACGCCGTGCGAGCAGCCGCGGTAATACGGAGGGTGCGAGAGGTAATCGGAATAACTGGGCG

TAAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGG

TCGCTAGAGTACTTGAGGGAGAAGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA

GGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12538;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTATTATATAAGAATAAAGTGCAGGAAGTATACTGTTTTGTCGGTATTAAATGAATAAGG

ATAGGCGAACTAAGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTTCGGCTCAACCGTCAAATTGCATTTGATACTGTCATTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU12536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGGTGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGTCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGCCTGATGTGACGACTTTCGGCTTAACCGAAGAGATGCATCGGAAACCGGGCG

ACTTGAGTGCAGAGGAGGACAGTGGAACTCCATGTGTGACGGTGGAATGCGTAGATATATGGAAGAACCCCAGTGG

CGAGGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATGCCCTGGT

A 

>OTU12537;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTAAAGTTTATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCAGTAATACTGCTGGTGCAAGCGGTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCTGTTTGTTAAGTCAGAAGTGAAACCCCCGGGCTCAACCTCGGACCTGCATCTGATACTGGCAGG

CTTGAGTATAGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC

GAAGGCGGCCTACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9776),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTCAGAGAAGAACGTGCGTGAGAGTAACTGATCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCATCGGAAACCGGGC

GACTAGAGTGCAGCAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTGGCAAACAGGATTAGATACCCTGG

TA 

>OTU12539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGACGAAGGT

TTTCGGATTGTAAAGCTCTGTCTTCGGGGAAGATAATGATGGTACTCAAGGAGGAAGCCACGGCTAACAACGTGCCA

GCAGCCGCGGCAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGTTTATCTAGAGTGCAGGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGAATCTCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12541;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Porphyromonadaceae"(0.6709),g:Parabacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGCCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTACGGGACGTGTCCCGTTTTGTATGTATCTTATGAATAAGG

CTCGGCTAACTCCGCGCCGGCAGCCGGCGTAATACGGAGGAACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACTTTTAAGTCAGAGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAGGCTTGA

GTATGTTAGAGGCAAGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATGGCGAAGG

CGGCTTGCCGGGCCATGACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12544;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTGTATAAGCGTGTGGTGAAATGTAGGGGCTCAACGTCGGCATTGCAGCGCGAGCTGTGTGCCTT

GAGTGAGCACGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGGAAAGCTCTATCAGCAGGGAAGAAAATGACGCTACGTGACTAAGATGTCCTGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGGTGCAAGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAATCCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTGTCTGGAGTGCAGGAGGGGTAAG

TGGAATTCCTTGTGTAGCGGTTAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12543;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGTTATCCAACCAG

AAAGCCACGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGAAGTAAGTCTGAAGTGAAAGCCCAGGGCTCAACCCTGGGATTGCTTTGGAAACTGTCTT

GCTAGAGTGTAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTG
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GCGAAGGCGGCTTACTGGACTACAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9711),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGAGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCC

ACTTGAGTACAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12546;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTAGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACTTTTGCTCATTGACGTTACCCGCAGA

AGAAGCATCGGTTACCTCCGTGCCAGCAGCCGCGGTAATACGGTGGGTGCATGCGTTAATCGGATTTACTGGGCGTA

AAGCGCACGCCGGCCGTTTGTTAAGTGTGATGTGAAATCTCCGGGCTCAACCTGGGAACTGCAGCTGGTACTGACAA

GCTTGAGTCTCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCTTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12548;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9711),o:Burkholder

iales(0.8629),f:Sutterellaceae(0.6350),g:Sutterella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCCGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCCTTTGTCAGGGACGAAAAGGACTGTGTTAATACCACGGTCTGCTGACGGTACCTGAACAA

TAAGCACCGGCTCACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTTCCAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATCCCCGGGCTTAACCTCGGAATTGCATTTGTGACTGCAGGA

CTAGAGTTCAGCAGAGGGGAGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGC

GAAGGCAGCCCCCTGGAATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12549;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

ATCCCGTCCACCTTCAAACGGCCTGTCTCATCATGGCAGGCGCCGAATTTACGGAACACCTTCTTACTGGCGTCGCGC

GTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAG

AAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCC

CTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTGTGGGATGTAGGTGGTCAACA
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ATGTTAATGGCAGGGGCTTCGGCCCCTTACTGGAGGATAAATTATGTCTTATAGTCAAACTGGAGCCGAGCGTATGC

CGCATGACCGTTCCCATC 

>OTU12550;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Thermales(0.0000),f:Thermaceae(0.0000),g:Thermus(0.0000); 

CCCTGTTCACCCTAAACGTGACGCTGAGGGACCTAACAAGTAATAATGTCTCCAGTCGCGTCAATAGCAAGGCCACGA

CGCAATGGAGAAAGACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAA

ATGGTAATAAGACGACCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCACCAG

TTTGAATATTAGACATAATTTAGCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAAGGGGTTACCACCGACATACC

AAAGACGAGCGCCTTTACGCGTGCCTTTAGT 

>OTU12547;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3204),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGCGAAGAAGTA

TCTCGGTATGTAAAGCTCCATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGTCCATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCAAGGGCTCAACCGTGGGAGTGCGTTGGAAACTGTCAAGCTGGAGTGGCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTAAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAACGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGCAGGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCCTGTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGTTGTTAAGTGTGTTGTGAAAGTTGGCGGCTCAACCGTCGAATTGCAGTGCGAACTGGTAGCCTTGA

GTGAGGAAGAGGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGAGTCCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12553;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTGTGTTGGTAGTGAAGAAAGATAGAGGTCGTAACTCGCGTTTATTTGACGGTAATTACTTAG

AACGTGCCGGCTCACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGCCGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCATCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGG

ACTTGAGTGAAGAAGATGAGAGTGGAACTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCAGCTCACTGGGCTGCTACTGACGCTGAGGCTCGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12552;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Betaproteobacteria(0.8331),o:Burkholder

iales(0.5395),f:Sutterellaceae(0.3544),g:Sutterella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATTTTGGTCAATGGGGGCAACCCTGATCCAGCCATGTCGCGTGCGGGATGAAGGCC

TTAGGGTTGTAAACTGCTTTTGTCAGGGACGAAAAGGAACGTGTTAATACCATGGTCTGCTGACGGTACCTGAAGAA

TCAGCATAGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTTTGCAAGACTGATGTGAAATGTCCGGGCTCAACCTGGGACTTGCATTGGTAACTGCAGGA

CTAGAGTTCGTCAGAGGTTGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATTGC

GAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12554;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9733),o:Desulfovib

rionales(0.8955),f:Desulfovibrionaceae(0.7068),g:Desulfovibrio(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGAAGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAGAAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTGAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGCTATGGAAGTCAGGGGTGAAAGCCCAGGGCTCCACCGTCGAACTGCCGTTGGAACTGCA

CGCCTCGAATGCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGT

GGCGAAGGCGGCCACCTGGACCGGTATTGACGCTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12556;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Prevotellaceae"(0.9294),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCGAAGTAGCGTGCAGGATGACGGC

CCTATGGGGTGTAAAGTGCGTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCTGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACTAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCACCTGCCGCTCACGCTCGCGAGCGTGGGTATCGAGCAGGATTAGATACCCTGGTA 

>OTU12557;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTACCGCTTTGCATGTACCTTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGTTTAAGCCTGTAGTGAAATTCCGTCGCTCAACGGCAGACGTGCGGCTGGAACTGGACAACTTGA
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GTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTGGCGCAACTGACATTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12558;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACAGGAGACTGATCCAGCCAAGTAGCGTGCAGGAATACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCAACGTGTGCCACATTGCAGGTACCCTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTTATAAGTGTGTCGTGAAAAGTCGGGGCTCAACCTGGGAATTGCAGCGGAAACTGTGAGACTT

GAGTGCGGATGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAA

GGCAGCCCACAGTTGCGAAACTTACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVb(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGAGCGTAGGCGGCACGT

CAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGCGGATTGCATTTGGAACTGGCGAGCCAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12559;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGTCTCGTAAAGCTCTGTTGGTAGTTAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTATCTAACCAG

AAAGTCACTGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGTCGTAA

ATCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCGTCGGCTCAACCGGAGAATTGCAGCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGGGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGATGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12560;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9755),o:"Fusobacteriales"(0

.9389),f:"Fusobacteriaceae"(0.8864),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGACTGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATG

GCAAGTCTGATGTGAAAACCCAGGGCTAAACCCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGT
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GGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAATGCCGATGGGGAAGCCAGCCCACTGGAC

AGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12561;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCGACAATGGACGAAAGTCTGATGGAGCCACGCCGCGTGCGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGGAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACAGCTCACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAATCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGCCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGTA

CTTGAGTGCAGAAGAGGAAGGTGGAACTCCAGGTGTAGCGGTGGAATGCTTAGATATATCGAAGAACACCAGTGGC

GAAGGCAGCTTACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12562;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.0904),g:Blautia(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAAATTCTATCAACAGGGACGAAACAAATGACAGTACCTGAATAATAAGCGCCGGATAACTACGTG

CCAGCACCCGCGGTAATACGTAGGGGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAACCGTAGGAGTGCATTGGAAACTGTCAGGCTGGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.7428),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGAGCCTCCTTAGGCTTTTTTCATGTACCTTCTCATTAAGGA

CCGGCTAATTCCGTTCCATCAGCCGCGCTTTTACGGAAGGTCCGGCCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGGAGATTAAGCGTGATGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTAGACTTGAG

TACGAACAAAGTGGGGGGAATTCGTGGTGTAGCGGTGAAATGCTAAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCAAAGAGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAACCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGGGAAATGCCGTCGCCCAACGGCTTGACTGCAGCGCGAAATGCCCAGGTT
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GAGGGCGGGGAACGTTGGCGGAATTTGCCGTGTAGCGGTGAAATGCTTAGATATTGCGAAGAACCCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGAAAAGTGTTCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCAGTGCAGCGGGAACTGTGAGACTT

GAGTGCGGAAGAGGTCGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCGTCTGTAGCGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12567;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhodobac

terales(0.0000),f:Rhodobacteraceae(0.0000),g:Roseovarius(0.0000); 

CTTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGTACCCT

GGAAACAGAACGACCTGAGAACGATGAAACATCACTCTCGGTAGGCCGGTTTCTTACTGTGCCTGCTGATTCCGTGG

TTATGCGTTCATCCTTGGCCAAGACTTCAGTTTTGGTTGGATCGTACGCATAGCTTCCGGATATCACCAAACCCCGGCA

CGAAAAGTGTCAAGGAAAATGCAACTAAACAGCCTGCTTTCGCCAACCCGGAGACGGTGTTTGTTCGGAAGCAGTGC

TGCAATGTAAAGTCTAAAACGACTCTCGGCAACGGATATCTCGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU12566;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCCGCCGCGGTAATCCGTAGGTGGCACGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAACGCAGGCGGTCTTTTAAGTCTGATGGGAAATCCTTCTGTTTAACCGGAGTAGTGCATTGGAAACGGGAAGGC

TTGAGTGCAGAATATGAGAGTGGAACTCCGTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAAGCGTCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12568;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAAGGAAACAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCCC

GCAGCCGCGGTACTACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTAAG

TCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAACTGCAGTTGATACTGGGTATCTGGAGTGCAGTTGAGGCAGGCGG

AATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAACT

GACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU12569;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

CAAACCATGAAACCAACCTAACCATTCTTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACCCAGTCCTTGACGGTC

TCATAACCACCATCCTGGCGACCATCCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAG

ACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGA

TTAGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACGATCA

AAATATAACGTTGACGAGGGAGCGTTAGGTGTCTGGAAAACAGGTGCCGAAGAAGCGGGAGTAACAG 

>OTU12570;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.6350),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCACGTACCGTTTGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGATGTGAAATGTCGGGGCTCAACCGGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATGGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12572;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9994),c:Fusobacteriia(0.9897),o:"Fusobacteriales"(0

.9937),f:"Fusobacteriaceae"(0.9480),g:Fusobacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACTAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTACATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGACAAAATAGAGGACTGGAGAGGTGG

GCGGAAGTACAAGTGTAGAGGTGAAATTCGGAGATATTTGGAGGAATGCCGATGGGGAAGCCAGAACACTGGACA

GATAATGAAGATAAAGCGCGAAAGCGTGGGTAGAAAACAGGATTAGATACCCTGGTA 

>OTU12571;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGCGGTACGTGTCCCGCATTGCATGTATCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTCGAGGGGTAAGCCTGTCGTGAAAGTCCGTGGCTCAACGGCGGACGTGCAGCGGGAACTGGTCGACTTG

AGTACGGGAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12574;tax=d:Bacteria(0.0041),p:"Deferribacteres"(0.0000),c:Deferribacteres(0.0000),o:Deferribactera

les(0.0000),f:Deferribacteraceae(0.0000),g:Calditerrivibrio(0.0000); 
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CCGTCAACCTTCAACCGGCCTGTCTCATCATGGAAGGCGCTGACTTTCCGGAAAACATTATTAATGGCGTCGAGCGTC

CGGTTACAGCCGCTGCATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAG

AAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTG

GTCGTCCGCAGCCGGTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAAGT

GTAAGTGCAGGGGCTTCGGCCCCTGACTTGAGGATAAAGTATGTCTAATAGTCAAACTGGCGCAGAGCGTAGGC 

>OTU12576;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp1(0.0000),g:Gp1(0.0000); 

ATAAGACGCCCAATCTGCCCAGCAAGGAAGCCCAGATGGTCACGGTCCTGCGGCATCCGCTCGGCGCCAGTTTGACT

ATTAGACCTAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACG

AGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTGT

AGACATTACATCACTCCTTCTGCACGTAAGTGTTGACGCACGTTTTCTTCTGCGTCAGGAAGAACGTCAGGGGTTCCT

GCGCGTACACGCAAGGTAAACGCGAACA 

>OTU12575;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGACTAATAAGTCTGATGTGAAAGGCCTCGGCTTAACCGGGGAAGTGCATTGGAAACTGTTT

GGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12573;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Graci

libacteraceae(0.1098),g:Gracilibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

CTTCGGATCGTAAACTTCTGTCCTACAGGACGAGGAGAAGACTGTACTGTAGGAGGAAGCCCCGGCTAACTACGTGC

CAACAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCATTT

AAGTCTGGAGTGAAAGCCCTGCGTTCAAGGTGGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTCA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGAGTGACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12578;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGT

CCTACGGGTTGTAAACTTCTTTTGTTCGGGAATAAAGTTCGGGACGCGTCCCGCATTGCATGTACCAGTTGAATACGG

ACTGGCTAATCTCCTGCCAGCAGCCGCGGTAAATCGGAAGGTCGGGGCCTTATCCGGATTTATTGGGTTTAAAGGGA



7746 

 

GCGCAGGCCGTGGGTTAAGCGTGTGGTGAAATTCCGGCGCTCAACGGCGGACATGCGGCGCGAACTGGTCCGCTTG

AGTACGGAGGCGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACACCGATTGCGAAG

GCAGCAGACCGTGGCGCGACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12577;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGAGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCACGGTAATACGGAGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCTTTTAAGTCAGGGGTGAGAGTTTGTGGCTCAACCATAAAGTTGCGGTTGAAACTGGGGGGGTGG

AGTATGTTGGGGGCGGGGGGAATGTGTGGTGTGGGGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAA

GGCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTTCTTTTATGCGGGGATAACATGGCCCACGTGTGGGGCCTTGCAGGTACCGTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGTCGACTGTTAAGCGAGTCGTGAAATGTAGATGCTCAACAGCTGAACTGCGTTGCGAACTGGTAGTCTTG

AGTGAAGTAGATGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCCACAAGGCCTTTACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12580;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Rumi

nococcaceae(0.9573),g:Gemmiger(0.1735); 

ACGGGAGGAAGAAGAGGGGGATCTTGCCCAATTTGGTCCCCCCTTCTTCCTCTACGCCTCGTGGAGGAAGAAGGTTT

TCGGATTGTACACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAGC

AGCCGCGGTAAAACGTAGGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCAGCAAG

TTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTGG

AATTCAAGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACAATGGTA 

>OTU12581;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactob

acillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCGGGCGGTTGCTTA

GGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACAG
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TGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1291),g:Anaerotruncus(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCATGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGTAAACA

AGTCCGTTGTGAAATCTATCGGCTCAACCGGTAGCTGCGGCGGAAACTGTATATCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATAGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTTTAAAGCTCTGTCTTCAGGGACGATAATTACGGTACCTGAGGAGGAAGCCACGTCTCACTTCGTGCCAG

CCGCCGCAGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCATGTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGGATG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTGTCGGGACTGTAA

CTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12585;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Fusicatenibacter(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGAACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTAACTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATTTGAAAACCCAGGGGTCAACCGTTGGACTGGATTGGAAACTGTCAATCTGAAATGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCCGTTAAATGCGTAGATATTTGGTAGGACACCAGTGGCCAAGGCGGCTTACTGGACGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12587;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5632),g:Dorea(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGTGACGCCGCGTGAAGGATGACGTCT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCAGTGGGAACTGTGAGGCTAGAGTGTGGGGGAGGCAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCTGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12584;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2184),g:Blautia(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATAGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCACGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCATGGCAA

GTGTGATGTGAAAACCCAGGGCTCAACCGGGGGACTGCATTGGAAACTGCCCGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12588;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGCACAATGGGGGAAAGCCTGAAGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGGATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGATAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCAA

GTCTGATGTGAAAAGTCGGGGCTCAACCCCTGGACTGCATTGGAAACTGCATGGCTGGAGTGTCGGCGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12586;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Pept

ostreptococcaceae(0.0904),g:Peptostreptococcaceae_incertae_sedis(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGACGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATTTCAA

GTAAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTGGAAACTGAGATTCTTGAGAGTAGGAGAGGTAAATG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGATTTGCTGGACGACAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12589;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0

.9934),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGAGTTGGAAAATGTCAAACTAGAGTAATGGAGAGGTGGG
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CGGAACTACAAGTGGAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGGCAGGCCAATGGAACG

ATAACGAAGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCGTGGTA 

>OTU12590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGATCCAGCCATGCCGCGTGAAGGAATAAGGT

CCTATGGATCGTAAACTTCTTTTGTACGGGAGCAATAAGGGCGACGAGACGTCCGATGAGAGTACCGTACGAATCAG

CATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGTCAAGTCAGGGGTGAAATACCTGGGCTCAACCGAGGAATTGCCTTTGATACTGGCATGCTTG

AGTACTGTTGACGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTACGCAGAACACCGATTGCGAAG

GCATCTCACGAAGCAGCGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12592;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATTAAAGGGCGCACGTGTTCGTCGTATTGCAAGTACCTTCAGAAAATG

GTCCGGCTACTTCCGTGCCACCAGCCCCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGGTAAGGCAGCTGTGAAAACGCGGGGCTCAACACCGGGCCTGCAGTTGATACTGTCGGACTT

GAGTGCACGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCATAGATATCATGCAGAACTCCGATCGCGAA

GGCAGGTGTCCAGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12593;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.6350),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGACAATGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTATGTTAAGCGGGATGTGAAATGTCGGGGCTCAACCTGGGAAGTGCAGCGCGAACTGGTGGACTT

GAGTGAGCAGGAAGTAGGAGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACTCCGATTGCGAA

GGCAGCCTGCTATAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12594;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lach

nospiraceae(0.0000),g:Roseburia(0.0000); 

CCTTTCTTCTCCCTTTCTCTTCTCTCCCTCCTTGAACCCCTGACTAAAAACCAAGCTGTGGCTACTTCCCAAGAAGCTGTT

CAGAATCAGAATGAGCCGAAACTTCGGAATGAAAATGCTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAAC

TTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGAAGAACGCAAAAAGAGAGATGAGATTGAT

GCGGGGAAAAGTTACTGTAGCAGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTT

CGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCAATGACGCAGA 
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>OTU12591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGTCGCGTGAGTGAAGACGGTT

TTCGGATCGTAAAGCTTTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTCGCCTTTCTTTGACGGTAATCAACCAGA

AAGTCACGGCTCACTACGTGCCCGCCGGCGAGGCAATACGTAGGTGGCAAGCGCGGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGTGGAAAAATAAGTCTAATGTGAAAGCCTTCGGCTTAACCGTGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGTAGAGGAGGGTGGAATTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTTGC

GAAGGCAGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12595;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8331),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGCGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTCTGTGGCAAGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGCAGGCCGTGGGTTAAGCGTGAAGTGAAATTCCGTCGCACAACGGCGGAAGTGCGGCGCGAACTGGGC

AACTTGAGTACGAGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGATG

GCGAAGGCAGCTGACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8755),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCACTGTTGTTGGTGACGATGGTTAGAGGTAGTAACTGGCCTTTATTTGACAGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGAAGCCGCGGTAATACGTAGGTGGCAAACGTTGTCCGGATTTATTGGGCGTAA

AGCGTGCGCAGGCGGTCTTTTAAGTCTGATGTGAAATCCCTGGGCTTAACCGGGGAAGTGCATTTGAAACGGGAAG

ACTTGAGTGTAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATTCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5632),g:Eisenbergiella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACCTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAAGCA

AGTCTGGAGTGAAAACCCGGGGCTTAACCCCGGGATTGCTTTGGAAACTGTTTAACTGGAGTGCAGGAGAGGTAAG
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CGGAATTCCTAGTGTAGCGGTGAAATACGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAGGTCTGATGGAGCAACGCCGCGGGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGGAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGGCTGATCTGCCAGCCTTCGGCTCCCCCGGCGAATTGCTTCCCCCACTGCTGCCC

TTGAGTGCAGAAGAGCAGAGTGGAACTCCATGTGTAGCGGTGGACTGCGTAGCTCTCTGGAAGAACACCCGTGGCG

ACGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12599;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCCATTAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAATCCCTGGCTAACTACGTGC

CAGCAGCCGCGGTAGTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAATCCAGGGCTCAACCGTGGGGGTGCATTGGGAACTGTCAAGCTTGAGTGTCGGAGAGGTA

AGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGCCG

ATGACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12600;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCACTGCAGCGCAAACTGTGAGACTTG

AGTGCGCGAGAGGTAGACGGAATTCCTCGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATTGCGAAG

GCAGCCTTCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12601;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGGTAGTGAAGAAATATTGAGGTAGTAACTGGCCTTTATTTGTCGGTAATTACTTAGA

AAGTCACGGCTAACTACGTGCCAGCACCCGCGGTCATACGTTGCTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGAGGTGAAAGCTGTCGGCGCAACCGGAGAATTGCATCAGAAACTGGTGAG
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CTTGAGTGCAGAAGAGGAGAGTGGAACGCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCACTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCTCTCGGCTTAACCGGGGAACTGCAGCGGAAACTGGTTG

TCTTGAGTGCAGAAGAGGAGAGTGGAACGACATGTGTAGCGGTGAAATGCGTAGATATATGAAAGAACACCAGTGG

CGAAGGCGGCTGGCGAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12603;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGAAAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATTCGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCTTGTTGTGAAATCTCGGGGCTCAACCTGGGAATTGCAGTGCAAACTGTGAGACTTG

AGTGCGTAAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGGTTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12605;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVb(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGTA

AGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12606;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1872),g:Dorea(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACCGGGCGTAAAGGGCGCGTAGGCGGTCTGTTAA

GTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCCGATGTGAAAACCCGCGGCTCAACTGCGGGATGGCATTGGAAACTGTCAGGCTTGAGTACTGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGTA 

>OTU12607;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTCGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTCTGCTCATTGTCGTTACTCGCAGA

AGAAGCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGATAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCTGGGCTCAACCTGGGAACTGCATCGGATACTGGCG

AGCTTGAGTGTCGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12608;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGTTCTTTTCTTAAGGACGAAGCAGTGACCGGACTTAATGAATAAGCTCCGGCCTACTACGTGGC

AGCCACCGCGGTAATACCTAGGGAGCAAAGGGTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGTGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGACCTGCATTTGAAACTGTAGTGCTTGAGTACAGGAGAGGCAGAC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGC

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12609;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGATGATTA

AGTGAGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA
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TGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2864),g:Alloprevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGTCGTACGTGTACGCCGAATTGTCTGTACCATCAGCAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGTTTTTAAGTCAGTTGTGAAAGTCAGCGGCTCAACCGTAGAATTGCAGTTGAAACTGGAAGCCTT

GAGTGAAGGAAGGGGTGACGGAATTCATGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGAAAGCGA

AGGCAAGTGACCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12610;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGGCGATAATGACGGTACCTGAGGAGGAAGCCACCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACGGGCAGTCTAGCGTGCAGGAGAGGAGGAA

GGACTTCCTTGTGTAGCGGTGAAATGCGTAGAGGTTAGGAAGAAAACCAGTGGCGAAGGCGATTCTCTGGGCTGTA

ACGGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12611;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.2184),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGAGAAGAAGAAATGACGGTACCTGACTAAGACGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTCATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCGAGCTGGAGTGTCGGAGACGTAA

GCGGAAGTCCTAGTGTCGCGGTGAAATGCGTAGGTAGTAGGAGGAACACCAGTGGCGAAGGCGGCTGAATAGACG

ATGATTGACGCAGAGGGTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clost

ridiaceae_1(0.8505),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGG

CCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAAATGAAAGTCTAGATTGCAGGGGAGGAGAA
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TGCAAGGCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGATCACCAGTGGCGAAGGCGATTCTCTGGACTGT

AGCGGACGCTGAGGCTCGAAAGGGTGGGGAGCAAACAGGATTAGATACCTTGGTA 

>OTU12614;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGAAGTAACTCGCCTTTATTTGACGGTAATCAACCAG

AACGTCACGTCTCACTACGTGCCAGCAGCTGCGGCAATACGTCGGGGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCAGCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12615;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

GTGAATCATCGAATCTTTGAACGCACCTTGCGCCCATTGGTATTCCGATGGGCATGCCTGTTTGAGTGTCTTGAAATCA

TCAAGCCCGTTCGGTTTCACCGCCGAGCGGGATTGGACTTGGGGGCTTGCCGCTTCGCCGCGGCTCCCCTTAAATGCA

TCGGTTTCGGGTCTCTGTGGGAGTAACCCCTTGGGCGTTGTATAACCCTCGCCGTCTGGGAACTCCTCGCGACGTCCG

CGTCGTCGAAGGGCCTTGAAGGAACCTCGACCTGCTGGAGAGTGGCGGGCAACGTTAATTTGAAATCTGACCTCAAA

TCAGGTAGGACTACCCGCTGAACTTAAGCATATCAATACGCGGAGGA 

>OTU12616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGTGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTTACGTGTGGCATATTGCAGGTACCCCATGAATCCGG

GCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGATGTGAAATGCCGGGGCTCAACCGGGGGATTGCAGCGCGAACTGGGAAACTTG

AGTGAGCAGGAGGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATGGCGAA

GGCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGGAGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTAGTACGTGTAGTGTTTTGTATGTATCATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAATGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCATGCTTGA
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GTGCGGCAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12621;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Prevotellaceae"(0.9015),g:Prevotella(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTAACTTATGAATAAGG

CACGGCTAATTCCGGTCCAGCAGCCGCGGGAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTAGTGAAATGTAGATGCTTAACGTCTGCACTGCAGTGCAAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12618;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTTTCTTCAGGGACGATAATTACGGTACCTGAGGATGAATCCATGTCTAACTACGTTCCCGC

AGCCGCGGTTATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTC

AGGAGTGAAAGGCTACGGCTAAACCGAAGTAAGCACTTGAGACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACG

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12623;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:"Prevotellaceae"(0.9201),g:Prevotella(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGTAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGTCAGTTGTGAAATTTCGTGGCTCAACCTGGGCATTGCAGCGCGAACTGGCGGACTTG

AGTGCGCAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12620;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0252),g:Saccharofermentans(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGAAATGGGAGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCACGGCTACCTACGTG

ACAGCAGCCGCGGTAATACGTAGGGGGAAAGCGTTGACCGGAATGACTGGGAGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGAATGTGTAATACCCAGGGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGG
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AAGTGGAATTCCTAGTGTAGCGGTGTAATGCGTAGAGATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGAC

GATGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12622;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAATGTTAATACCTTTACTCATTGCCGTTACCCGCCGAA

GAAGCACCGTCTAACTCCGTGCCAGCAGCCGTGGCAGTACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTAGAGTGTCGGAGAGGGGGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12619;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0457),g:Lachnospira(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGATAATGACAGTAACTGAATAAGAAGCCCCCGCTAACCACGGGCCA

GCAGCCGCGGTAAAACGGTGGGGGGAAGCCGTTTCCGGATTTACTGGGTGTAAAGGGAGGGTAGACGGAACGGCA

AGTTTGATGTGAAATACCTGGGCTTAACCCGGGAACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12624;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACAGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGGATAATGTGTGCCACGTGTGGCATATTGCAGTTACCCTATGAATAAGG

ACTGGCTAATTCCGTTCCCGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTGGTGAAAAGTCGGGGCTTAACCAGAGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGGAGGAAGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATGTGACGAAGAACTCCGATTGCGAA

GGCAGCGTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12625;tax=d:Bacteria(0.8319),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumi

nococcaceae(0.0073),g:Intestinimonas(0.0035); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGACTGACCCAGCAAAGTAGCGTGAAGGAAGACGGC

CCTAGGATTGTAAAACTGCTTTTAGAGGGACGAAGGACGTGACGGTTGTTCATTATTAAGTCTAGGGTATCTATGTGC

CACGAGTAGCGGCGTTACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGTGCTTAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCCAGC
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GGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATTCCGAAGAACCCCGATGGCGAAGGCAGCTTGCTAGGCTCTTA

CTGACGCTAAGGCTCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12628;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.0

000),f:Haloferacaceae(0.0000),g:Halohasta(0.0000); 

TTCTGTCTTTTCGTATCCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCATAAGGCTGCTTCTGCCGT

GCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGA

TATTAATAACACTATAGACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGT

TTTGCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCGAGAAGAAAGGTATG

AAGGATGAGTGTTACATATTGCTGGAGGCCTGCGGTATGCAATCGCGTAGAGACTTTGCTATT 

>OTU12626;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCGGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCAGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAACGCCCTCGGCTTAACCGAGGACCTGCATAGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGTTATATGGAAGCACACCAGCGG

CGAAGGCGTCTCTCTGGTCTGCAACTGTCGCTGAGGCTCGAAAGAATGGGTAGCGAAGAGGATTAGATACCCTGGTA 

>OTU12631;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Ruminococcus2(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGATCGAAGAAGTA

TCTCGTTATGTAAAGCTCTATCAGCATGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTTCCAG

CATCCTCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAAA

TCTGATGTGAAAACCCGGGGCTCAACCACGGGAGTGCATTGGAAACTGTTTATCTGGAATGCCGGAGGGGTAAGTG

GAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAAGGTAA

CTGACGTTGAGGCTAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12629;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Deltaproteobacteria(0.7881),o:Desulfovib

rionales(0.5023),f:Desulfovibrionaceae(0.2524),g:Desulfovibrio(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGAACCAGCGACGTCGCGTGCGGGATGAAGGT

CTTCTGAGCGTAAACCTCTGTTTGAAGGGAAGAAACTAGGGTGCCCTAATCATCATTCTACTGACGGTACGTTCAAAG

ACAGCACAGTCTAACTCCGGGACAGCAGCTGCGGCAATACGGCGGGTGCAAGCGCGAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCTCGCGGCTCAACGGTGGAACTGCCCTTGATACTGGACG

TCTTGAGTCCGTGAGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATGCGTAGATATCTGGAGGAACATCGGTGG

CGAAGGCAGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12632;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGTGGTACGTGTGGCATATTGCATGTCCCCTATGAATAAGG

CACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATTCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCCTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12633;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

AAGGGAGGCAGAAGGGGGGAAGAGGGAAAAAGGGGAGGAAGAAGGAGGAAGAAAAGAAGGGTGAAGGAGGAA

GGCCTTCGGGTCGTAAACTTCTGGCCAAAGGGAAGAAGAAGGACGGTACCTGGGGAGGAAGCCCCGGATAACTAC

GTGCAAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCT

TTGCAAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGG

AAGGCGGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGA

CTGTAACTGACACTGCGGCACGAAAGCGTGGGTAGCAAACCGGATTAGATACCCTCTTA 

>OTU12635;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Rikenellaceae"(0.4224),g:Alistipes(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTATAGTACGGATACG

GAACGGCTGACTCTGTGGAAGCAGCCGCGGTAATCCGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGGTAAGTTAGAGGTGAAATCCCGGTGCTCAACACCGGAACTGCTTCTAATACTGTTGAGCTAG

AGATTAGATGCGGTAGGCGGAATTCATGGTGTAGCGGTGAAATTCTTAGAGATCAGACAGAACACCGATTGCGAAG

GCAGCTTACCAATCTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12627;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9719),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCACCGGGGAGGAAGGGAGTAAAGTTACTACCTTTGCTCATTGCCGTTACCCGCAGAC

GAAGAACCGGCTAAATCCGCGCCAGCAGCCGGTGTAATACGGTGAGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTGAAGTCAGATGTGAAATTCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGCG

AGCTTGAGTATCGTAGAGGGGGGCAGAATACCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

TGTA 

>OTU12636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAA

GTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTAGAGTACAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12637;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0252),g:Meniscus(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAACAATAAGGTCCACGCGTGGACCGATGCGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTGAGTAAGTCAGTGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCAGTTGATACTGTATGGCTG

GAATGCAGCTGCGGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCATCTCGCGAGGGGTCAACTGACGTTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGTTCTTAAACGTCTTTGGTCCCGGAGAAATAAGAGCCACGCGTGGCTCGATGACAGTACGGGAATACAAAG

CATCGGCTACCTCCGTGCCAGCAGCCGAGGTAATACGGGGGATGCGAGCGCTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGACGTGAAATGTCCACTCTCAACGTGGAACGTGCTTTTGATACTGCCGGACTTG

AATGCGGAAGCAGTGGGAGGAATGGGTGGCGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12639;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGTCGCGTGTATGATGAAGGCC

CTCGGGTTTTAAAGTACTTTCAGCGGGGGGGTAGGGAGTAAAGTTAATACCTTTTTTCATTGACGTTACCCACAGAAG

AAGCATCGGTCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGTAA

AGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC

GAAGGCGGCCCCCTGGTCGAAGACTGACGCTCAGGTTCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGTTAATACGGAGGATGCGAGCGTGATCCGGATTTATTGGGTGTAAAGGGAGCGTAGGCCGTCTTA

TAAGCGTGTTGTGAAATGTCGTGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAGTGCGGAGGAAGTA

GGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACACCGATTGCGAAGGCAGCCTGCTGTAGC

GCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCGGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTGGAGTACAGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGCAGGCGGCCTGCTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATAGATACCCTGGTA 

>OTU12642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.2524),g:Lachnospiracea_incertae_sedis(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCCCGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTG

CAAGTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTAGAGTACGGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12638;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGTCT

TTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTTATACCTTTACTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACTGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGGTGGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCC

AGCTTGAGTGTCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12645;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.5273),g:Blautia(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGGATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATCCGTAGGAGGGAAGCGTTATCCGGGTTTACTGGGTGTAAAGGGAGCGTAGACGGGCTGGCA

AGTCAGATGTGAAAGGCATGGGCTTAACCTGTGGCCTGCATTGGAAACTGTTGGTCTTGAGTGCCGGAGGGGTAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12643;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGAATTATTGGGCGTAAATGGTGCGTAGACGGTTTAG

GAAGTTACCGGTAAAAATGCCGGGCTCAACCCGGTAGGGCTGGTAATACTAATAGACTAGAATACAACAGAGGCAA

GTGGAACTTCATGTGTAGCGGTAAAATGCGTAAATATATGGAAGAACACCGGTGGCGAAGGCGGCTTGCAAGGTTG

ATATTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Euba

cteriaceae(0.8505),g:Eubacterium(0.7643); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

CTTCGGATTGTAAACTCCTGTTATTAGTGAAGAAAAATGACGGTAGCTAAGGTGCATGCTACGGCTAAATACGCGCC

AGAAGCCGCGGTAATACGTATGTGGCAAGCGCTGTCCGGAATTATTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTGAAATCTATGGGCTTAACCCATAAACTGCAGTTGAAACTGTTCATCTTGAGTGAAGTAGAGGTTGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGACTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12646;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAATACGGC

CCTATGGGTCTTAAACTTCTTTTGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGCAGTGAAAGGTCCACGCTAAACGGGGAAAGTGCGTTTGATACTGCCGGCCTG

GAATGCGGAAGCAGTGGGAGGAATGTGTGGTGTAGAGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGA

AGGCAGCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGAAATCTTCCACAAAGGACGCAAGTCTAATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATGGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGTATGAAGATCAGTGGA

GAAGGGGGCTCTCCGGTCTGCACCTGCCCCTCAGTCTTGAAAGCATGGGTAGGGAGCAGGATTAGATACCCTGGTA 

>OTU12651;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.7068),g:Roseburia(0.5239); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGACAAGGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAG

TATTTCGGAATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACGAAGAAGCACCGGCGAAATACG

GGCCAGCAGCCGCGGGAATAAGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAA

GGCTAAGTCTGATGTGAAAGCCCGTGGCTCAACCCCGGTACTGCATTTGATACTGGTCATCTAGAGTGTCGGAGGGG

TAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ococcaceae_1(0.3204),g:Peptococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCTGGTTGTAAAGCTCTATCCTTGTCGAAGAAAGCAGAGCATAGTAACTGATAGTCTGGGGACGGTAGACAAGAA

GGAAGGCCCGGCTAACTATGTGCCAGGAGCCGAGGCAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGAG

TAAAGGGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAAAGTGCATCTCGTACTGGC

AGACTTGAGTGCGGGAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU12650;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGA

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGTGTAGAGATTAGGAAGAACATCAGTGGCGAAG

GCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGATGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATATGTAGGTGGCAAGAGTTGTCCGGATTTACTGGGTGTAAGGGGCGTGCAGCCGGGTGTGC

AAGTCAGATGTGAAATCCATGGGCCCAACCCATGACCTGCATTTGAAAATGTACATCTTGAGTGTCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCAGGACGTT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12653;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Marinilabiliaceae(0.0560),g:Alkalitalea(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGAAGGGGAGCAATATGATCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGGTTGTTAAGTCAGTTGTGAAATACCGCAGCTCAACTGTGGAATTGCAGTTGATACTAGCAGGCTTG

AATACTGTTGAGGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAG

GCAGCTTACTGAGCAGTCATTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12655;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCGAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGATCGTAAACTTCTATCAACAGGGACGAAACAAATAACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAGAGGGTGCGTAGGCGGTTTG

GTAAGTTGGATGTGAAATACCCGGGCTTAACTGGGGGGCTGCAGTCGATACTGTCGGACTTGAGTGCAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGTAACTGACGCTGAGGCACGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12654;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0252),g:Porphyromonas(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGAAGGAAGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATACGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCTGG

AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12657;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATAACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCATTTGCAGGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACCGAAGGTCCGGGCGCTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATGAAGTCAGGTGTGAATGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCT

AGAGTGTCGGAGATGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGCAACACCAGTGGCGA

AGGCGGCATGCTGTACGAGTACTGAAGTTGAGTCTCGAAAGCGTGGGGAGGAAACAGGATGAGATACCCTGGTA 

>OTU12656;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiaceae_2(0.0099),g:Alkaliphilus(0.0046); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTTTAGGAAGAAGGC

CTTCGGGTTGTAAACTACTGTCGTCAGGGAAGAAAAGGACGGTACCTAAGGAGGAAGCCCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACAAAGGGGGCGAGCGTTATCCGGAATTATTGGGTGTAAAGGGTGTGTAGACGGGAAATTA

AGTTAGTAGTGAAATCCCTAGGCTTAACTTGGGAATTGCTCCTAAAACTGGTTTTCTTGAGTGTTGGAGAGGAATGTG

GAATTTCCAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACATTCTGGACAAAAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12658;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Gammaproteobacteria(0.6730),o:Aeromo

nadales(0.3959),f:Succinivibrionaceae(0.2184),g:Anaerobiospirillum(0.0615); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTATCAGTGGGGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAGTAACTGGGCGTAAAGGGCATGTAGGCGGAAAGG

TAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGCCGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCCGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGATAGCCCGCGGCTTAACCGAGGAACTGCACCGTAAACTGTTTGTC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGGATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGAAACTGACGCGGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGAAACCCTGGTA 

>OTU12660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTATTTGGGAAGAAAACATGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAATGATA

AGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTTGTTTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12662;tax=d:Bacteria(0.9827),p:Firmicutes(0.3448),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumi

nococcaceae(0.0086),g:Oscillibacter(0.0043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGGAAAACTCCGTTTTTGCAGAAGAACGTGCGGGAGAGTAACTGTTCACGCAGGTACGGTATTCATCCA

GAAAGTCACGTCTCACTACGTGCCCGCAGCCGCTGCGATACGTCGGTGGCATGCGCTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGAGGGCAAGTGAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCAGTTGAAACTACGC

TTCTTGAGTAGCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGACCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTACTTAA

GTCTGATGTGAAAACCTTCGGCTTAACCGGAGGAGTGCATCGGGAACTGGGGGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATGTATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU12664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGGTAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACTGCTAACTACGTGCCAGCAGCCGCGGGAAGACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGC

AAAGCGAGCGCAGGCGGAAAAATAAGTTTAATGTGAAAGCCCTCGGCCTAACCGATGAACTGCATCGGACACTGTTT

CTCTTGCGTCCAGAAGACGTGAGTGGAACTCCATGTTTAGCGGTAGAATGCGTAGCTATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGATCTGCACCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12663;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9726),o:Burkholder

iales(0.8629),f:Sutterellaceae(0.7428),g:Sutterella(0.6200); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTGCGGATTGTAAATTGCTTTTGTCAGGGACGAAAAGGACTGTGCTAATACCACGGTCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAACCCCCGGACTTAACCTGGGAATTCCATTTCTGACTGCATG

ACTAGATTTCATCAGAGGGGGGTGGCATTCCAAGTGTAGCAGTCAAATGCGTAGATATTTGGAAGAACACCAATGGC

GAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGTAGCAAACAGGCTTAGATACCCTGGTA 

>OTU12648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGCGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCCGAGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGATA

AGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGAGTGCATTCAATACTGTTTGACTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU12667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCGGGAGATTAAGCGTGTTGTGAAATGTAGATGCTTAACATCTGCACTGCAGCGCGAACTGTTTTCCTTG

AGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGCAGCCGGGAATGCAAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTATTT

CTTGAGTACTGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGATTGCTGGACAGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12666;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGGGGAACCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGAGCGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTACTTAAGTCCGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTGT

TTCTTGAGTGCAGAAGAGGGGAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12668;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCTGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGGTTGCGACACAGCCGTAAAAATGCAGTTGAGAGTGGATATCGTG

AGTGCAGTGGAGGCAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGGTTAGATACCCTGGTA 

>OTU12669;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGAGGGATAAAGTGTGCCACGGGTGGCCTATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGTGTGTTGTGAAAGGTCGGGGCTCAACCTGGACATTGCAGCTGGTACTGTGTGTCTT

GAGTGCGGATGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTGGTGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12672;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.00

00),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

GTCGGGAGGGTAGTCGGACCCGAAGACGACTCAAAGCGAACCCCACAGGCCCAAAATTTAGGGTCGGCATCAAAAG

CCATCTCAGCACCACCCGAACCAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGCAATGAAGAAAACCAC

CATTACCAGCATTAACCGTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCG

AAGAAGCTGGAGTAACAGAAGTGAGAACCAGATTAGCAGAAAAAAAGGTTGAATGATGGCGAGAAATAAAAGTCT

GAAACATGATGAAACGACTAAGCAGAAAACCTACCGCGCTTCGCGTGGTCAAACCCTCAGCGGCAAAAATTAAAATT

TTTACCGCTGCGGCG 

>OTU12671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATTGACGCAAGTCTGATTTAGCAACGCCGCGTTATTTAATAATTTTTT

CGGATCGTAAATCTCTGTTGTTGTTGGAGAAGTATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTTGCAAGCTTTGTCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGAAAAATAAGTATAAGGCGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTCTT

GAGTGCAGAAGAGGAGAGTGGAAGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGAAGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGAGACACTGGTA 

>OTU12670;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCCCTTAA

GCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTTGAGTGCGCGCAGCGCAGGC

GGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCA

ACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12674;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGAAGGCAGCAGTGAGGAATATTGGGAAATGGGCGAGAGCCGGAAAGAGCGAAGTAGAGTGAAGGATGACTG

CCCTATGGGTTGGAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTACATACCCTGGTA 
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>OTU12673;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0355),g:Cellulosilyticum(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCAGATTTATTGGGTGTAAAGGGTGCGTAGGCGGGGTGGTAA

GTCAGCCGTGAAATGTCCACGCTCAACGTGGGACGTGCGTTGGATACTGCGGACCTTGAGTGCGGAAGAGGTGAGA

GGAATGTGTAGTGTAGCGGTGAAATGCATAGATATCAGAAGGAACACCAGTTGCGAAGGCGGCTAACGGGTCCGCA

ATTGACGCTGAGGCGCGAAGGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12677;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.

9941),f:Bacteroidaceae(0.9666),g:Bacteroides(0.9762); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATACGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTAAGTC

AGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGCGGAA

TTCGTGGTGTAGCGGTGAAATGCTTAGATGTCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAACTGA

CATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12675;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGGTAAGTCAGTTGTGAAAACGCGGGGCTCAACTCCGCGCCTGCAGTTGATACTGTCGGACTTGA

GTGCGCGCAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGG

CAGGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12676;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Betaproteobacteria(0.8048),o:Burkholder

iales(0.5023),f:Sutterellaceae(0.3204),g:Sutterella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCGTGATGAAGGC

CTTCGGGTCGTAAACTGCTGTTGTCAGGGACGATAAGGACCGTGTTAATACAATGATCTGCGGACGGTACCGTGCGA

ACAAGCACCGGCTAACGACGTGCCCGCAGCCTCGGCAGTACTTATGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGACGGATGTGAAATACCCGGGCTCAACCTGGGAATTGCATTTGTGACTGCAG

GACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGAGATTTGGAAGAACACCAGTG

GCGAAGGCAGCTCCCTGGGATGCAACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG

GTG 
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>OTU12678;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9834),o:"Fusobacteriales"(0

.9866),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGTTCCAGCAATTCTGTGTGCACGATGACGTTC

TTAGGATTGTAAAGTCCTTTCACTTGGGAATAAACAAATGACGGTACCAATAGAACAAGGGACAGCTAAATACTTGCC

AGCACCCGCGGTAATACGTATGTCGCCAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTCGGTGGTTTGGTAA

GTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAGACTGCCTAACTAGAGTATTGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACGAAGA

CTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGTTGAAGAAGGCTAGCGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGGCTAAGGTGAAAGCAATCGGGTTAACAGAGGAAATGCATCGGAAACTGGTT

TACTAGAGTGCAGAAGAGGAGAGTGGAAGTCCAGGTGTAGCGGTGAAATGAGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTATCTGGGCTGAAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU12679;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGCCTGCAAGTCAGGTGTGAAATTCCAGGGCTCAACCCTGGAACTGCACTTGAAACTGTGG

GTCTTGAGTGATGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTG

GCGAAGGCGATCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4914),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAAACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCAGAATTGCATTGGATACTGGTAGGCTGGAGTGCAGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAAGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAC

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12682;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTAGGGTCTTAAAGCTCCGTCTTCAAGGAAGATAATGATGGTACTTGAGGCGGAAGCCCCGGCTAACTACGTGCAA

GAACGCGCGGTAATACGCCGGCGGCTAGCGTTATACGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGTGGTGAAAGGCGACGGCTCAACCGTAGTAAGCCTTTGGAACTGGGAGACGTGAGTGCAGGAGAAGAAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12686;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhodospir

illales(0.0000),f:Acetobacteraceae(0.0000),g:Rhodovarius(0.0000); 

GGCATTGTCTGCGAGCGTTGCGGTGTCGAAGTCACCGAAAGCCGCTTGCGTCGTCACCGCATGTGTTTCATCAAGCTG

GCTGCGCCGGTGTCCCATGTTTGGTACCTGACAGGCATCCCCAGCTATGTGGCGATCCTGCTGGACATGCCGCTGCGT

GCTGTGGAGCAGATTGTCTACTTCCACTGTTATGTAGTGCTGGATCCAGGCGATCACAAGACCCTGAAGTACAAGCA

GCTGCTGACCGAAGACGAGTGGCTGGAGATCGAAGACGAGATCTTTGCCGAAGATTCAGAGATGGAGGCTGAGCCT

GAGGTGGGCATTGGCGCTGAGGCGCTCAAGCGTCTACTTGAGGACCTCGAGCTCGCTGAAATTGCTGAGCAGCTGC

GTGAGGACATCGTAGGCAGCAAAGGCCAAAAACGGGCCAAGCTGACAAAGCGCCTACG 

>OTU12684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCCGATCCAGCCATGCCGCGTGAAGGGCGAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGGCACGCGTGGTCCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGTGAGTGCCGTTGAGACTGTGAGGCT

TGGATGCGGATGCTGTGGGAGGAATGAGTTGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGA

AGGCATCTCACAAAGCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGTTCGAACAGGATTAGATACCCTGGTA 

>OTU12685;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTCCCGCTCGAACAAG

CCTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGGGGTAAGTCAGACGTGAAAGGTCGACGCTCAACGTGGAGAGTGCGTTTGATACTGGCGACCTT
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GAGTGCGGAAGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCAGCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGCGTAAAGGGAACGCAGGCAGTCTTTTAA

GTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12688;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGCGAGTCGTGAAATGCAGTCGCTCAACGGCGAACGTGCGGCGGAAACTGGTCCGCTTG

AGTGCGCGGGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12687;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9321),o:Burkholder

iales(0.8303),f:Sutterellaceae(0.5991),g:Sutterella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCCATGTCGCGTGCGGGATGAAGGC

CTTCGGGTTGTAAACCACTTTTGTCAGGGACGAAAAGGTTCAGGCCTATACCTCGTACTGCTGACCGCACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGGGGCATACGTTAATTGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGATAGGTGTGAAATCCCGGGGCTTAACCTTGGAATTGCATATCTGACTGCAAGA

CTCGAGTTTGTGAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATGAGGAAGAACACCGATGGC

GAAGGCAGCCCCCTGGGACATAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATGACTGGGCGT

AAAGGGTGCGTAGGTGGTTTAACAAGTTGGTAGTGAAATTCCGAAGCTTAACTTCGGCGCTACTACCAAGACTGTTG

AACTTGAGTACAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGCAGATATCGGGTGGAACACCGGTG
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GCGAAGGCGGCCCTCTGGGCCGAGACCGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Lach

nospiraceae(0.9666),g:Clostridium_XlVb(0.8605); 

AAGGAAGGAAGAAGGGGGGAAGAGGGAAAAAGGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAG

GGTTTCGGCTCGTAAACTTCTATCAATAGGGAAGAAACAAATGACGGTACCTAAATAAGAAGCACCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCA

TGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTACCAAGCTAGAGTACAGGAGAG

GAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12691;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.5991),g:Dorea(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGAGAAAGCCTGATGCAGCGACGCCGCGTGAACGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAAGGCATGGGCTCAACCTATGGACTGCTTTGGAAACTGTGCAGCTAGAGTGACGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAAG

ACTGACGCTCGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12692;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Prevotellaceae"(0.0086),g:Prevotella(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAAAGACCGAACCAGCCAAGTAGCGTGAGGGACGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCTTTGCATGTACCATACGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGTGTGTGGTGAAATGTCGTGGCTCAACTTTGGCATTGCATCGCGAACGGGGGGCTTGGA

TACCGCAGAGAGTAGTCGAATTTCGTCGTGAACGGGTAAAATCTTAGAACTGACCAAAAACTTCGGTTGGCAAGGCA

ACCGCCTGGTAGCCCATTTACGCCTAAACCTGAAAGGCCTGGTAACCGACCAGATTAAATAACCCTGGTA 

>OTU12695;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Fontibacter(0.0000); 

CTCACACTCAATCTTTTATCACGACGTCATGATTGACTCACGCGTGGTCGGCAGCTTGCGATCAACGGTCACATTAACT

TTAACCTGACTATTCCACTGCAACAACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGCATAAGTACGCGT

TCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGTAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGA

AGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAATGAATTAGACTAATCACCAGAACGGAAAACATCCTTCAT
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AGAAATCTCACGCGGCGGCAAGGTGCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAG

CGTTAAGGTACCGAAGCTCTTCAGTCGCAGTAGGAGGAAAACGAACAAGAGCAAGAGTAA 

>OTU12696;tax=d:Bacteria(0.4548),p:"Proteobacteria"(0.0319),c:Gammaproteobacteria(0.0102),g:Candida

tus_Carsonella(0.0021); 

GTGTCAGCCGCCGCGGTAATACGGGAGGGGCAAGCGTTATTCAAAATCATTGGGCGTAAAGGGTTCGTAGACGGTA

TTTTAAGTTAAATGTAAACTTTTAAAGCTTAACTTTAAACATAATATTTAATAGTATTATACTTGAGTTATAAATAGAAA

AGTAGAATTTTATGAGTAGGGATAAAATCTGCAAATACATAAAGGAATATCGATAGCGAAGGCAACTTTTTAGTAAT

AACTGACGTTGAGGAACGAAAGTATAGGTAGCAAACAGGATTAGATACCCTGGTAGTGTATACTGTAAACGCTGAGT

GCTAGAATTTAAAAAAATTAGATTTTATAAGCTAACGCAATAAGCATTCCGCCGGAGGAGTATGATTGCAAGATTGG

AACTCAAATGAATTGACGGGG 

>OTU12693;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pept

ococcaceae_1(0.2864),g:Peptococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAACCCCGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAAAGCAGAGTATAGTAACTGATAGTCTGCCGACGGTAGACACGAA

GGAAGCGCCGGCTAACTATGTACCAGCAGCCGCGGGAAAACATAGACGGCAAGCATAGTCCGGAATCACTGGGCGT

AAAGGGAGCGTAGGCGGTCTGTTAAGTCGGAAGTGAAATGCTAAGGCTCAACCCGTAACGTGCATCTGATACTGGC

AGACTTGAGTGCTGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12697;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCCGATCGTTAAGCCCCTTTGGTGGTGAAGTAGGATGGAGGTAGTAACTGGCCTTTCTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTCCGTCCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTAAGATAAGTGTGATGTGAAAGCCCGCGGCTTAACGGAGGAACTGCATCGGAAACTGGTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12694;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Deltaproteobacteria(0.2321),o:Syntropho

bacterales(0.0413),f:Syntrophaceae(0.0099),g:Desulfomonile(0.0046); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCTCCCTTTCTTCCCCTCCTCCTCCTCCATTCCTCGTGAGTTATGAAGGCCTTCGGG

TTGTAAAGCTCTGTCTAAGGGGAAAAATGATTCGATGTCGAATATGCATGGCAAGTGATGGTACCCTTAAAGAAAAC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCGTAAAGGG
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CGTGCAGGCGGCCACCGCAAGTTGAATGTGAAATCCCTGGGCTTAACCCGGGAAGTGCGTTCAAGACTGCGGGGCT

TGAATACGGGAGAGGATCGTGGAATTCCTGGTGTAGAGGTGAAATTCGTAGATATCAGGAGGAACACTCGTGGCGA

AGGCGACGGTCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12698;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Graci

libacteraceae(0.0113),g:Gracilibacter(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAACTTCTTTCCTTGGTGAAAATGATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGTCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAAGCGGCCTGTTAAG

TTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAATTGCTTTGAAAACTGGCGGGCTTGAGTGCAGGAGAGGTAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCTAGTGAAACACCGATGGCGAAGACGGCTAACTGGTCCGTAG

CTGACGCTGATGCGCGATAGTGTAGGGAGCAGCCAGGATTAGATACCCTGGTA 

>OTU12700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGTT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12699;tax=d:Bacteria(1.0000),p:"Armatimonadetes"(0.6899),g:Armatimonadetes_gp4(0.0157); 

GTGCCAGCAGCCGCGGTAAGACGGAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGTAAAGAGCGCGTAGGTGGT

TATGTCAGTCGGCGGTGAAAGCCCCGGGCCCAACCGGGGGAGGACTGCCGATACTGCATGACTAGAGGACTGGAGA

GGGAAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCCGTGGCGAAGGCGGCTTCCTG

GACAGTCCCTGACGCTGAGGCGCGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCTGTAAAC

GATGGTCACTAGGTGTCGGGGGTATCAACTCCCCCGGTGCCGCAGCTAACGCACTAAGTGACCCGCCTGGGGAGTAC

GGCCGCAAGGCTGAAACTCAAAGGAATTGACGGGG 

>OTU12702;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.6709),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GGCTGAAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTGGAAAATATGGCGCCAGAGTGGCGGAGAGGTAAG
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CGGAATTCCCAGGGTAGCGGTGAAATGGGTAGAAATTGGGAGGAACACCAGTGGCGAAGGCGGCTTAATGGACGA

TTACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATTCCCTGGTA 

>OTU12703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCTGATGTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGTAACCGGGC

GACTTCAGTGCAGAAGAGGACAGTGGCACTCCATGTGTAGCTGTCGATGTCTTAGATATATGGAAGAACGCCTGTTG

CGAAGGCGGCTGTCTCGTTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCTAACAGTATTAGATACCCTGGTA 

>OTU12701;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:"Entero

bacteriales"(0.1249),f:Enterobacteriaceae(0.0457),g:Escherichia/Shigella(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGTAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTTTAAAGCACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGAA

GAAGCCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGGTGGTAAGGAAAGCCAGCATTGAAAGCCCGGGGACCAACCCCTATGCATGCTTTTGGAACTGTC

GAACTAGAGTGCAGGAGGGGCAAGCGGAATCCCTAGTGTAGCGGTGAAATGCGTTGATATTAGGAGGAACTCCAGT

TGCGAAGGCGGCTTGCTGGACCGTAACTGACACTCATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGATGGAGAAGAAAGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATCCAACCA

GAAAGTCTCGGTCAACTACGTGCCAGCAGCTACGGCAGAACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGATTAGGTGTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGTC

AACTTGAGTGCAGAAAAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCAGTG

GCGAAGGCAGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12704;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGAAGGTC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAACTTAATACCTTTGCTCATTGACGTTACCTGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA
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AAGCGCACGCAGGCGGTTTGTTAAGTCGAAGGTGAAATCCCAGGGCTCAACCGGGGAACTGCCTCTGATACTGGAA

AGCTTGAGGCTCGTAGAGGAGGGCAGAATTCCAGGTGTAGCAGTGAAATGCGTAGAGATCTGGAGGAAGACCAGT

GGCGAAGGCGGCCCTCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12707;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Porphyromonadaceae"(0.0073),g:Coprobacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGACCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTCTGGCTCGTAACTTCCTTTATACGCCGCGCAATACGGGTCTCGTGAGCTCTGATGAGCCTCTGCGTAGAATAAGC

CTCCACTACCTCCGTTCCAGCAGCCGCGGTCATACGCGGGATGTCCGCGTTATCCGGATTTATTGGGTGTAAAGGGTG

CGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCACGCGCTGAACGCGTAAGTTGCAGTTGAAACTGTACATCTGGA

GTGCTCGAGAGGTAGAAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTAGTAAGAACACCGATTGCGAAGG

CGGCTCACGGAGGAGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12706;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTACAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA

GTTAGATGTGAAATACCCGGGCTCAACCTTGGTGTTGCATTTCAAACTGGAAGTCTAGAGTGTAGGAGAGGAGAATG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGATTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12708;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAAAAAGGGCGTCGCGTACGTCCTTTGAGAGTACCAGCGGAATAA

GCACGGGTTAATCCCGTGCAACCAGCCCCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTCTTTGGGTTTAAAGG

GTGCGTAGGCTGCGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCTGGGCTGCCGTGGATACTGTCGCGCTG

GAGTGCGCATGCCGCCGGCGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12712;tax=d:Archaea(0.0024),p:"Nanoarchaeota"(0.0000),g:"Nanoarchaeum"(0.0000); 

GGGATTGTTTGTGAGCGCAGCGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGC

TGGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTG

CGGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAA

GCAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGGGGGCGGGGTCTACGCCGAGGAATCCGAAATCGGGAACGA
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GCCCGGGGTGGGCATCGGGGCCGAGGCCCTCAAGCAGTTGCTGGGGGAACTCACCCTGAACGAGGTGGGCGAACA

GCTGCGGGAGGAGATCAACGGGAGCAAGGGGCACAAGCGGGCCAAGCTGATCAAGCGTCTGCG 

>OTU12711;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Marinilabiaceae"(0.0099),g:Anaerophaga(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCCTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTGAGGGGTGAAATCCAGCAGCTAATCTGTGAAATTGCCTTGGAAACTAGCAGGCTTG

AGTACTGTTGCCGGGGGAGGAAGGAGTAGTGTAGCGGTAAAATGCATAGATATTACTCAGAACACGGATTGAGAAG

GCATCTCACGAACCAGGCATTGACGCTGGGGCACGAAAGCATGGGGATCAAAAGGGATTGGATACCCTGGTA 

>OTU12709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGTCCCAGCAACGCCGCGTGCAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGATAGGGACGAGTAGAAGACGGTATCTGCCGTATAAGCCATGCCTAACTACGTGCC

AGCAGCTGCTGCCATACGAAGGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACGCGTGAACTGCATTTGGAACTACTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12710;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Adhaeribacter(0.0000); 

TCTATTGACATTATGGGTCTGCACGCTGCTTATGCTAATTTGCATACTGACCAAGACCGTGCTTACTTCATGCAGCGTT

ACCATGCTGTTCTTTCTTCATTTGGAGGTAAAACCTCTTATGACGCTGACAACCGTCCTTTACTTGTCATGCGCTCTAAT

CTCTGGGCATCTGGCTATGATGGTGATGGAACTGACCAAACGTCGTTAGGCCAGTTTTCTGGTCGTGTTCAACAGACC

TATAAACATTCTGGGCCGCGGTTCTTTGTGCCTGAGCATGGCACTATGTTTACTCTTGCGCGTGTTCGTTTACCGCCTA

CGGCGACTAAAGAGATTCAGTACCTGAACGCTAAAGGTGCTGTGACTTATACCGATATTGAGGGCGACCCGGG 

>OTU12713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

CTTATGGGTTGTAAACTGCTTTTTTACGGGGATAAAGTGGGCCACGTGTGGATTATTGAAGGTAACGTATGTACAAG

GACCGGCCAATTCTGAGACAGCAGACGCGGTAATACGGCAGGTCCGGGCGTCATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCGTTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGGTTGCGAA

GGCGGCCTGCTGTAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12715;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Porphyromonadaceae"(0.8146),g:Butyricimonas(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAATCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGCAGAATAAATCGCACGTGTGCGATCTTGCCAGTACTAGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGGAAAAGACTGCACCTAAACTGTAGCACGCCGGTGAAACTGGCGTCCTGGA

GACGGGAGGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATAACACTATGAACCCCGATAGCGAAG

GCAGCTTCCCAGCATCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACGCTGGTA 

>OTU12714;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAGTATTGGCCAATGGTCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCGTTTAAGCGTGTCGTGAAATGCCGGGGCTCAACCTGGGCACTGCAACGCGAACTGCGATACTT

GAGTGCGCAGAAAGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTCGCTGTGGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12716;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiales_Incertae_Sedis_XII(0.0099),g:Acidaminobacter(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGAATCGTAAGCCTCTGTCCTAAGTGACGAAGGAAGTGACGGTAGCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGCGCGTTGTCCGGAATGTCTGGGCGTAAAGGGCGTGTAGGCGGCAGA

TTAAGTATGGAGTGAAATTCCAGCTGTCAAGGTTGGAATTGCTTTGGAGACTGGTTGGTTTGAGTGCGGAAGGGGTA

AGGGGAATTCCCTGGTTAGCGGGGAAATGCGTAGATATTAGGAGGAACAACAGTGGCGAAGGCGGCCTGCTGGAC

GATTACTTACGTTGAGGCTCGAAAGCGTGGGGAGCAAACCGGATTTGATACCCTGGTA 

>OTU12718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3204),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GGCTGGAGTGAAAGCCCAGGGCTAAACCCTGGGACGGCTTTGGAAAGTGTATGGCGAGAGCGCTGGGGAGGTAAG

TGGAATGCGTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12717;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Pseudoflavonifractor(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGGATACAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATCTCTTGA

GTGTCGGAGAGGTAGACGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12719;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGACCACGCGTGGTTCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATACCACTCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTATCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTAGTGAAAAGCCAGGGCTCAACGTCTGCAGTGCAGCGGGAACTGCCGAGCTT

GAGTGCGAGCGACGTTGGCGGAATGCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12723;tax=d:Bacteria(0.0024),p:"Thermotogae"(0.0000),c:Thermotogae(0.0000),o:Thermotogales(0.

0000),f:Thermotogaceae(0.0000),g:Thermosipho(0.0000); 

GGCATCGTTTGTGAGCGTTGTGGTGTGGAAGTCACCGAGAGCCGGGTGCGTCGTCACCGCATGGGCTTTATCAAGCT

CGCTGCTCCTGTGTCCCACGTCTGGTACCTCAAGGGCATTCCCAGCTATGTGGCCATCCTGCTGGATATGCCGCTGCG

GGATGTTGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGTGATCACAAGGACCTGAAGTACAAGC

AGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATTTACGCCGAGGAATCCGAAATCGAAAACGAGCC

TGTTGTGGGCATCGGCGCCGAGGCTCTCAAGCAGCTGCTCGAAGATCTCACCCTTAATGAGGTGGCAGAGCAGCTGC

GCGAGGAGATCGCCGGCAGCAAGGGGCAGAAGCGGGCGAAGCTGACCAAGCGCCTGCG 
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>OTU12722;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTAGAAAGGAATAAAGACGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGGTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGGAAAGTTGCAGTTGATACTGGAGATCTTGA

GTGCAGTTGGGGCAGGCGGAATTCGTGATGTAGCGGTGAAATGCTTAGATATCACGTAGAACACCGATTGCGAAGG

CAGCCGGCGAGGCTGCAACTGACATTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12721;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Paludibacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGTCTGAACCAGCCATGCCGCGTGAAGGGAGAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGAGCAATAAGGTCTACGTGTAGGCTGTTGCGAGTACTCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTTAAGTCAGTGGTGAAATGTCGGAGCTCAACTGTGGAATTGCAGTGGATACTGGCACGCTTGA

ATACTGTCAACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATTACGCAGAACGCCGATTGCAAAGG

CAGCTCACGGGGCAGGAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGGATGCATACCTGTTTGTAGGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTAGAACTGCGGCTGATACTGGATATCTTGAG

TGAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCAAAGCTGCAACTGACATTAAAGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12727;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGTCGGCCTCCTTTCGGCCTCTTTCTCCCTGGGCGAGAGCCGGAACAAGCCAAGTAGCGTGCAGGTCGACGGCCT

CATGGGTTGTAAACTGCTCTTATAAGGGAATAAAGTGAGTATCGTGAGACTTTTTGCATGTAAATCATGAATAAGGAC

CGGCTAATTTAGTGCCAGCAGCCGCGGTAATAAGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGGAGATTAAGCGTGTTGTGAAATGTACGCGCTCAACGTCTGCACTGCATCGCGAACTGGTATCCTTGAGT

ACGCACAAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTATATATCACGAAGAACTCCGGTTGCGAAGGCA

GCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12726;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Coprobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGGGGATGCGAGCCTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGACGAGTAAGTCAGCAGTGAAAGACAGGGGCTCAACACTGGAAGTGCGGTTGGAACTGGTTGGCT

GGAGTGAGCTCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCG

AAGGCAGCTCGCGAGGGGTCAATTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12725;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAAGATTCGGTGATGGGAGCAAGACAGAACCAGCAACGCCGCGTGTAAGAAGAAGG

CTTTGGGTTTGGAAACTTCTTTGGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGT

GCAAGTCAGACGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCA

GGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGTTTTACTGAGGAATACCACTACCGACGGCGGCCAGCCTCACAC

CATATGAGGCTCACTTCCGAAATCCTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU12729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCGGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTACGGATAACTACGTGCCA

GCAGACGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGTAAGTCTAGAGTGCAGGAGAGGTAAAGT

GAATTCCTATTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTTAGTCTCGAAAGCGTGGGGAACAAACAGGATTTGATACCCTGGTA 

>OTU12728;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAATACGGC

CCTCTGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGACACGCGTGGATCGGTGAGAGTCCGGTAAGAACAAG

CATCGGCTAACTCCGTGCCAGCAGGAGCGATAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAAGGCCCACGTTCAACGTGGAACTTGCGTTGGATACTGCCTGCCTG

GAATGCGGAAGCCGTAGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCAGCTTACGGATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU12730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3204),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGTCGGGCTGACA

AGTCAGATGTGAAATCCCGAGGCTTAACCTCCGAACTGCATTTGAAACTGTTGGTCTTTAGTATCGGAGAGGTCATCG

GAATTCCTTGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12731;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7547),c:Actinobacteria(0.4428),o:Coriobacteriales

(0.2039),f:Coriobacteriaceae(0.0904),g:Collinsella(0.0134); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGCGGGACGGAGGC

CTTCGGGTCGTAAACCGCTTTCAGCAGGGAAGAGACGAGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGGCCGCCGGGCA

AGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGCCCAGCTTGAGTGCGCGCAACGTTGGC

GGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12733;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGGAAATCAGCCGTGTAATGTGCACGCTGAAAGTGGATCGTGCGTTTGATACTGCCGTCCTT

GAAAGCGGAGGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACGCCGATTTCGA

AGGCAGCCTACTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAACCAGGATTAGATACCCTGGTA 

>OTU12732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGATGATTAAGTGGGCAGTGAAATAGCCGGGCTCAACTTGGGTGCTGCATTCCAAACGGGTTA

TCTAGAGTGCAGGATAGGAGAGTCGAATTCCTAGTGTAGCGGTGAAATGCGTATCGATTAGGAAGAACCCCAGTGG

AGAGGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCCTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU12734;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9572),c:Fusobacteriia(0.8755),o:"Fusobacteriales"(0

.7252),f:"Fusobacteriaceae"(0.4563),g:Fusobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCAATTCTGTGTGCTCTATTAAGTTT

TTCTGACTGTAAATTGCTTTCAGTTTGGACGAAGTAAGTGACGGTACCAACAGACGAAGCGCCGGCTAAATCCGTGC

CAGCCGCCGCGGTAATACGTATTTCGCACTCGTTATCCGTATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAA

GTCTGATGTGAAAATGCGGGGCTCAACTCCGTATGGCGTTGGAAACTGACTAACTAGAGTATCGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAAGGCCGATAGAGAAGACAGCTCAATGGACGAATA

CTGACACTGAAGAGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12737;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAGGGGGATAAAGTGTGCCACGGATTGAATATTGCAGGTACCCGATGCATAAG

AGCCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTAGTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGAGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCCGCGCGAACTGTGAGACTT

GAGTACGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12735;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Oscillibacter(0.0066); 

ACGGAAGGCAGCAGTAAGGAATCTTGCTCAATGGACGAAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGT

CTTCGGATTTTAAAACTCCGTTGTTAGAGAAGAACACTAGTGAGAGTAAGTGTTCATTCGATTACGGTAGCAAAGGA

GGAAGGTTCGGCTAACTACAGGACAGCAGCCGCGGTAATACGTAGGTGGATAGCGTTGTCCGGAGTTACTGGGTGT

AAAGGGAGTGTAGCCGGGAAGGCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTT

TTCTTGGGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCATGTGTGGCTTATTGCAGGTACTGTATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTCGTCTGTTAAGTGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGCTAACTTG

AGTGCACAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTGGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU12738;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.1707),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0086),g:Meniscus(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAAATCCGGGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTGTCCGGATTTGCTGGGTGTAAAGG

GCGTGTAGCCGGGAGGGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTT

GAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAA

GGCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12739;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCAAACTGTGAGACTTG

AGTGCGCAAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATGGCGAAG

GCGGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12741;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCGGAACAAGCCAAGTAGCGTGCAGAACGACGGC

CCTATGGGTTGTAAACTGCTTTTTTAAGGGAATAAAGTGAGTCTCGTGGGACTTTTTCAATGTACCTAATGAATAAGG

ACCGGCTAATTCCGTCCCAGCAGCCGCGGTAATACGAAAGGTCCGGCCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAAGATCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12740;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactob

acillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCAAGGCTAACTACGTCCCAGCAGCCGCGGTAATACGTACGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGTGTCTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGTAAACTGGCAAA

ATAGAGTACTGGAGAGGTTGGCGGAACTACAAGTGTAGAGGGTAAAATGGTAGAAATTTGTAGGAAAGCCGAAGG

GGAAGCCAGCCCACTGGACAGATATTGAAGCTAAAGCGCGAAAGCGTGGGTGGCAAACAGGATTAGATACCCTGGT

A 
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>OTU12742;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGGAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

GGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTAATCGGAATTATTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGC

AAGCTTGAGTGTAGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAGGAATACCAGT

GGCGAAGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTTTTTA

AGTGTGATGTGAAAGCCCGGGGCTTAACCTGGGGACTGCATTTGAAACTGTAAGGCTAGAGTGCAGGAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGCTTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12745;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9201),g:Fusobacterium(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTACATACGT

GCCAGCAGCCGCGGTAATACGTAGGTCGCAATCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCGGATGTGAAAATGCGGGGCTCAACTCCGTAGTGCATTGGAAACTGTCAGACTAGAGTACAGGAGAGGTGG

ACGGAACTACTAGTGTAGGGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGGCAGCCCACTGGACAG

ATACTGACGCTAAAGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12744;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTCGGTAGTGAAGAAAGATAGAGGTAGTATCCGGTTTCTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTACTGCATTTCAAACTGGAAG

GCTAGAGTGCAGGGGAGGAGAATAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG
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GCGAAGGCGATTCTCTGGACTATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12746;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGATTGTTAAGTTCTTTTATTAAGGAAGAAGAAGTGACGGTACTTAACGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGGAGCCAGTGATGTCCGGATTTAGTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTATTGCTTGAGTGCAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTAGGCTGT

AACTGACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12747;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1872),g:Blautia(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

CAAGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12748;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.5174),c:Actinobacteria(0.2902),o:Actinomycetales

(0.1249),f:Actinomycetaceae(0.0457),g:Actinomyces(0.0110); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAG

CGTAGACGGCTGTGTAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGA

GTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12749;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGATGGCAGCAGTGGGGAATCTTGGGCAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTGACAGGGGACGAAGGAAGTGACGGTACCCTGTGAGGAAGCACCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTGGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTTG

AATAAGTATGTAGTGAAATTCCAAGGTCTAACGTTGGAAGCGCAATCGACACAGTTCGACTTGAGTACGGGAGAGGC
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AAGTGGAATTCCCAGTGTAGCGGTGAAATGCACAGAGATCGGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGG

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12752;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCACGATGAGCGTACGGGAACAACAA

GCATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATTCGGGAGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGTTAGTAAGTCAGCCGTGAAATCGCAACGCTCAACGTGGGACGTGCGTTTGAAACTGTCGGCCT

GGAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGA

AGGCATCTTACGAATCCGTAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12750;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCATTGACGGTATCTAACCAG

AAAGTCACGGCTACCTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCACCGTTATCCGGATTTATTGGGCGTAA

AGAGGGCGTAGGTGGTTATCTAAGCGTAAGGTTTAAGGGTGCAGCTCGACTGCATCTCGACTTGCGAAAGGGAGTA

CGTGAGTGCAGGGGGGGAAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGG

CGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGCAGGCGGCAAGGGTTATCCGGATTTACTGGGTGTTAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGATTGCAGTGGGAACTGTATGGCTAGAGTGCTGGGGAGGTAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATAGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACGGTC

CTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACACGTCCCGTATTAAGGGTCCCCGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCACCCGCGGTAATACGGGGGATGCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGTGCGAAGTCAGTGGTGAAAGTTCCGGGCTCAACCCGGTGTCGCCGGTGAATCTGGCGTGGTTGA
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GTGCGTGAGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGGATAGATAAGACGCAGAACCCCGATTGGGAAG

GCAGCTCCCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12754;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1872),g:Parasporobacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAGCTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GTGCGTAGGTGGCAGGGCAAGTAAGATGTGAAAGACCGGGGCTCAACCCCGGGGCTGCATTTGAAACTGCTTTGCT

GGAGTGCAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5632),g:Clostridium_IV(0.2607); 

ACGGGAGGCAGCAGTGAGGGATATTGGTCAATGGGGGAAACCCTGGACCAGCAACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTGTCCTCCGTGAAGATAATGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTAGGCAA

GTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGCTTGGCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCTAA

GCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTTA

CTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.4914),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATACCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTATTGGGGAAGAAAACATGACGGTACCCAATGAGGAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGACAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGACGGCTTTGC

AAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12758;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGTGCGTAGGCGGTCTTTTAAGTTGGGTGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCCAATATTGGGA

GACTAGAGTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTTAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCAA

GCAGCCGCGGAAATCCGTAGGTGGCACGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAAGACCCGGGCCTAACTTGGGTGCTGCAGTTCAAACTGGCAGTCTAGAGTGCAGGAGAGGAGGA

GGGAATTCCTAGTGTAGCGGTGAAATGCATAGAGATTAGGAAGAACGCCGGTGGCGAAGGCGGTTCGCTGGACTGT

AACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7252),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTCAACGCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12762;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTTACGCATTGACTCCTCGTGCAGGAAGAAGGTT

TTCGGCTTGTAACCTGCTTTATACCGTTAAGCAACCCTACATTACCTGTAGAATAATCTCCTGCTCACTACTTTCCAGCC

GCCTCTGTAATACGTAGGTGTCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAAGTCT

GATGTGAAAACCCGGGGCTCAAACCCGGGAGTGCATTGGGAACTGTTTATCTGGAGTGAAGGAGGGGTAAGTGGA
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ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12761;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pept

ococcaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATTTTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGATGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGTTACTACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGGA

TTAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGTGGGAATTGCTGTGGATAATGGTCGGCTTGAGGGCGGAAGAGGT

AAGTGGAATACCCAATGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCGGTGGCGAAGGCGACTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12763;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9851),o:Actinomycetales

(0.9821),f:Micrococcaceae(0.9108),g:Micrococcus(0.6681); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTT

TGTCGCGTCTGTCGTGAAAGTCCGGGGCTTAACCCCGGATCTGCGGTGGGTACGGGCAGACTAGAGTGCAGTAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGG

GCTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACG

TTGGGCACTAGGTGTGGGGACCATTCCACGCTTTCCGCGCCGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTAC

GGCCGCAAGGCTAAAACTCAAATGAATTGGCGGGG 

>OTU12764;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGCGCTGCCCCTATGAGAGTACACAGCGAATAA

GCATCGCCTATCTCCTTCCCACCAGCCCCGGTAATCCGGAGGATGCGAGCTTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGGTAAGTCCGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCATTTGATACTGCCGAGCTG

GAGTGCGGATGCCGTTGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCAGCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12765;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGTCTGTGAACCGCTTTTTCCTGGGGGCAATAAGGGCGTCTCGCACGTCCGATGAGAGTACCAGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCCCGGTAATACGCGGGATTCGAGCGTTATCCGGATTCATTGGGTGTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGAGGTGAAATCTCGGGGCTTAACTCAGGAGCTGCACTTGATACTGTCGCGCTG
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GAGTGCGGATGACGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12767;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12768;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.7428),g:Coprococcus(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGACGTA

TTTTGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCATAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTCTGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCGACCCCTGGACTGCTTTGGAAACTATGCAGCTATATGGTCGGAGAGGTAAGT

GGAATGCCCAGTGTAGCGGTTAAATGCGTTGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12769;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACCTAGCAATGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAAGCTCTTTGTCCGGGGACGATAATGACGGCACCCGGGGAAGAAGCCACAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGAATGTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTCGGGGCTGCATTTCAAACTTGAGGTCTAGAGTGAAGGAGAGGCGGGC

GGAATTCCTGGTGTAGCGGTGAAATGCATAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12766;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiaceae_3(0.0149),g:Caloranaerobacter(0.0066); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCCCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGACTCGGCTACCTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCGTAAAGGGTGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGGCTTAACTGGGGAGGTGCATCCAAAACTGTTGGACTAGAGTACAGGAGAGGA
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GAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGATGGCGAAGGCGGCTTTCTGGAC

TGCGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12771;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTAAAAGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCGTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTAAGATGAGAGTACGAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGACGCGGTAATACGGAGGATCCGAGAGTTATACGGATTTAATGGGTTTAAAG

GGAGCGTAGATGGATGTTTAAGTCAGTTGTAAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTT

GAGTTCAGTTGAGTCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGCTACCCTGGTA 

>OTU12770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGAGTGAAGATGGG

TTTCGGCCCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGACAGTAACTGCTCACGCAGTGCCGGTATCAAACCC

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTCGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTGGCTAAGGTCTGATGTGAAAGCCTGCGGCTTAACCCAAGAGGTGCAGCGGAAACCAGG

CGGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12773;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGTTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTACCTCCGTGCCAGCAGCCGCGGTATTACGCGGGATGCGAGCGTTATCCGGATTCAGTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGAGTGAAATGCCGGGGCTAAACTCCGGGGCTGCTGTTGATACTGTCGCGC

TGGAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAGCACCGATTGCG

AAGGCATCTGGCGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pept

ostreptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGCTCTATCCTCAAGGAAGATAATGACGGGACTTGAGGAGGAAGCCCCCGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGATAGCGTTATCCGGAATTACTGGGCGTAAAAGGTGCGTAGGTGGTTTCTTAA

GTCAGGGGTGAAAGGCTACGGCTCAACCGTAGAAAGCCTTTGGAACTGGTCAACTGGAGTGCAGGAGAGGGAAGT
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GGAATTCCATGTGTAGCGGTGGTATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGTA

ACTGACACTGAGGCGCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU12775;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTAGGGGCTGTGAACTGCATTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCTGACGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCCTGCAGGCAGCCGCGGTAATACGGTGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCCGGGGTGAAATTCCGGGGCTCAACTCCGGGACTGCCCTGGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCTAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12774;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Bacteroidaceae(0.0113),g:Bacteroides(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGATGAAGGT

CCTATGGATTTTAAACTTCTTTTGTCGGGGAACAATAAGGGTCTCGCGAGATCCGTTGAGTGTATCGTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGACGTGCGTTGCGTACTGTTGGACTGG

AATGTATATGCCGTGGGAGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12777;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9938),o:"Bacteroidales"(0.

9933),f:Bacteroidaceae(0.9480),g:Bacteroides(0.9724); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTAGGGGTGGTAAACTTCTTTTATATGGGAATAAAGTTTTCGACGTTGGGAATTTTGTATGTACCATATGAATAAGG

ATCGGCTAACCCCATGCCAGCAGCCCCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCTTAAAGGGA

GCGTAGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCATCCGTAAAATTGCAGTTGATACTGGCTGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12779;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:"Porphyromonadaceae"(0.9759),g:Butyricimonas(0.9724); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGACGTCAAGTAAGCGGTAAAAGACTGCAGCTAAACAGTAGCGTGCCGTTGAAACTGTCGGCCTAGG
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AACTAAACGGGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTTAGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12776;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lach

nospiraceae(0.0252),g:Clostridium_XlVa(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATGAGGGAATAAAGTTCGGGACGTGTCCCGTCTTGTATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCTGTGCAAGTATGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTTG

AGTATCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACAGTAACTGACACTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9952),o:"Bacteroidales"(0.

9941),f:Bacteroidaceae(0.9868),g:Bacteroides(0.9818); 

ACTTTATTCATCATTTAGGAATATTTTTCAATGGTCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCT

ATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGTGGACAGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGAGTAC

AGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12778;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.0904),g:Bacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCAC

TTGAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12781;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_2(0.1291),g:Alkaliphilus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCGGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGTCTCAACCATTGTGATCCTCCGGAACTGGGCTACTTGAGTGCAGGGGAAGAAAACC
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GAATTCCTCGTTTTAGGGTTAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTAACTGGACTGTAAC

TGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12782;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGTGGAACTGTTCTCGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCTGCTGTAATACGTAGGTGGCAAGTGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGACGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAAAATTGCATCGGAAACCGGACGA

CTTGAGTGCGGATGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12783;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3204),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACTCGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAAATGTGAAAGCCCGAGGCTCAACCCCGGAATTGCATTTAGAACTGTTATGCTAGAGAGTCGAAGAGGCTAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGT

CTGACGTTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTTCCTGCCA

GCAGCCGCCGTAATACGTAGTTGGCGAGCCTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTGGGGAGCTGCATTTCAAACTGGGAGACTTGAGTGCAGGAGAGGAGAGTG

GAATCCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTGTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTACGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGGAGTTTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGCAAAATTGCAGTTGATACTGGTTATCTTGA
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GTGCAGTCGAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTAGGGTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9940),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGGGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCCAACTACGTCCCAGCAGCCGAGGCAATACGTAGGGGGCAAGCGCTATCCGGATTTATTGGGAGG

AAAGCGAGCGCAGGCGGTTGCGTAAGTCTGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACGGG

GCAGCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATAGATGGAAGAACACCA

GTGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCC

TGGTA 

>OTU12787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2864),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGG

CAAGTTGGAAGTGAAATCTATGGGCTCAACCCATGAAGTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAG

GTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12786;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACCGTAACCGAGTAAGCAGCCCCGGCTAACTAACTTCC

AGTAGCCGCGGTAATACGTAGGTGGCAAGAGGTATCCGGCATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCGACCCATGAACTGCAGTTGAAACTGTGATTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12791;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp23(0.0000),g:Gp23(0.000

0); 

CGTAAAGGCGCTCGTCTTTGGTATGTCGGTGGTCAACAATTTTAATTGCAGGGGCTTCGGCCCCTTACTTGAGGATAA

ATTATGTCTAATATTCAAACTGGCGCCGAGCGTATGCCGCATGACCTTTCCCATCTTGGCTTCCTTGCTGGTCAGATTG

GTCGTCTTATTACCATTTCAACTACTCCGGTTATCGCTGGCGACTCCTTCGAGATGGACGCCGGTGGCGCTCTCCGTCT
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TTCTCCATTGCGTCGTGGCCTTGCTATTGACTCGACTGTAGACATTGTTACGTTTTATGTCCCTCATCGTCACGGTTAGG

GTGAACAGGGGATTAAGTGCAGGAAGGATGGGGGGAATGCCA 

>OTU12792;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.0

000),f:Haloferacaceae(0.0000),g:Haloferax(0.0000); 

TGGATACCCGCCTCAAGCTCTTGGTAGAGATTCTGTCTTTTCCTATGCCGGGCGTTGAGTTCGATAATGGTGATATTTA

TGTTGCCGGCCATGCGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGC

ACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAGACCACCGCCCCGAAGGGGACGAAAAATGGTT

TGTAGAGAACGAGAAGACGGATACGCAGTTTTGCCGAAAGCGGGCTGCTGAACGCCCTCTTAAGGATATTCGCGAT

GAGGATAATGACCCCAAAAAGAAAGGTATTAAGGA 

>OTU12789;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pept

ococcaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGATGAAAAGAAGAAGATGGTAATCGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATGGGGCGTAAAGGGCGTGTAGGCGGCTTGG

TAAGTCTGGAGTGAAAGTCCTGCGTTTAAGGTGGGAATTGCTTTTGATACTGTCGAGCTTGATTGCAGGAGAGGTTA

GCGGAATTCCCGGTGTAGCGGTGAAGTGCGTAGAGATCGGGAAGAACACCAGTGGCGAAGGCGGGTAACTGGACT

GCAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12793;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTCACACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGTCGGACTTTTAA

GTGGGATGTGAAATCTCCGGGCTCAACTTATGTGCTGCATTTCAAACTGGGTGTCTAGAGTGCAGGAGATGAGAATG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGAAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGATGCAGCAACGCCGCGTTAGTGATGACGGCCT

TCATGTTTTCAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTTATACTTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGACAGCCTAGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGGTTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU12794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Cellulosilyticum(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAGGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTATCAGTAGGGAAGAAAATGAACCATAGGTTCATGTGACGGTACCTAACTAAGAAGCTCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGTGC

GTAGGCGGCCACCTAAGTCTAAAGTGAAATTTCGGGGCTCAACTCCGGAGCTGCTTTGGAAACTGGGTGGCTAGAGT

ATAGGAGAGGAAAGCTGCACTCCACGTGTAGCGGTGAAATGCGTCTAGATGTGGAGGAACACCAGTAGCGAAGGC

GGCTTTCTGGACTATTACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCCGGGAAGATAATGACGGTACCTGACTAATAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGGATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGCGTGCGTAGGCGGCAGTGTAA

GTCAGAGGTGAAAGACCGGGGCTCAACCCCGGGGTTGCATTTGAGACTGCTTCGCTTGAGTACAGGAGAGGCAGGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ATTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12796;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGAAGTTTTGCATGTACCATATGGATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGAGTGTTAAGTCAGCGGTGAAATTCAGTGGCTCAACCTTTGACTTGCCGTTCAAACTGGCGCGCTTGA

GTACGTACGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCTATCGCGAAGG

CAGCTTGCCAGGCCGTAACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGATA 

>OTU12798;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCACGCAGCGTGCAGGATGACGGC

TCTCCGGGTTGTAAACTGTTTTTAGTTGGGAATAAAGTTCGGGACGTGTCCCGACTTGTACGTACCACCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTTGA

GTTCAGACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGGTCGCGAAGG

CGGGCATCCGGAGTGTTACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCATGGTA 
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>OTU12797;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9784),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGGATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAATGCAGATGCTCAACCGATGAAGTGCGTCGGAAACTGGG

TGACTTGAGCGCAGAAGAGGACAGCGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTTCAACTGACGCTGAGGCTCGAAGGCACGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCACGGCTAACTACGTGCCA

CCACCCGCGCTAATACGTATGTGTCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTGAAACTGGAAGTCTAGAGCGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGAAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGGAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTTTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTGTTATGAGAAAGCCCTCGGCTTAACCGAAGAACTGCATCAGAAGCTGTTTG

TCTTTGGTGCAAAATAGAAGGGTGGAGCTCCATGTGGAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTAG

CGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12799;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCCGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGCAGGCAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATTCCCGGGCTCAACTTGAGTGCTGCATTTCAAACTGTCAGTCTAGAGTGCAGGAGAGGAGAGTG



7802 

 

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTACGAAGAACTCCGGTTGCGAAGGCGGTTCTCTGGACTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACTTTCGGCATCAGTGAGGCCTCTTTTTCCCTTTTCTTCAGCCGGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCT

ACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGCCGGACGCGTTCCGGGATTGCAAGTACCGCCAGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGGGAAATGTCGGGGCTCAAACTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGGGCGCAGGAAGTAGGCGGAATTCGCCGTGTAGCGGTGTAATGCTTAGACATGACGCAGAACTCCGATTGCGATG

GCCGCCTGCTTCAGCCTAACGGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8897),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGCGAGTGAAGGAGTG

TTTCGGATCGTAAAGCTCTGATGTTGGTGAAGAAGGATAGAGGTGGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTAACGGCTAACTACGTGCGAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAGTGCTAGTGTGAAAGCCCTCGGCTTAACCGAGGAACGGCATCAGATACTGTT

ATTGTTGCGTGCAGAAGAGGGGGTTGGAACTCGATGTGTAGCGGTGAAATGCATCGATATATGGAAGAACATCAAT

GGCGAAGGCGGCTCTCTGGACTGCAACTGACACTGAGGCTCGAAAGCGTGGGTAGCCAGCAGGATTAGATACGCTG

TTA 

>OTU12803;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Bacilli(0.9180),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGT

AAAGCGCGCGTAGGCGGCCCGGCAGGCCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGAACCTCC

GCGGCTTGGGTCCGGTAGGGGAGGGTGGAACACCCGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCA

GTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCC

TGGTA 

>OTU12805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGAGGATAAAGTGGGCCACGTGTGCCGTATTGCATGTACTATATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGTGGTCTGTTAAGCCTGTTGTGAAAGGTTGGGGCTCAACCGGGGCATTGCAGTGGATACTGTCAGTCTTGA

GTGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCACTGGACTGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12807;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:"Prevotellaceae"(0.9573),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATCTTTTTCAATTTACTTTAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCC

TATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGTCTTATAAGCGTGTCGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACCTGAGT

GCGCAGGAAGTAGGAGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCAATTGCGAAGGCA

GCTTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12808;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:"Entero

bacteriales"(0.9280),f:Enterobacteriaceae(0.9108),g:Escherichia/Shigella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGCTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACTGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGAAACGACATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGTGGGGTAGAATACCAGGTGTAGCGGTGACATGCGTCGGGTTCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGAGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12806;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9812),o:"Entero

bacteriales"(0.9172),f:Enterobacteriaceae(0.9015),g:Citrobacter(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGAGGAGGAAGGCGTTGTGGTTAATAACCGCAGCGATGGACGTTACTCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTCTGTCAAGTCGGATGTGAAATCCCCGTGCTCAACCTGGGAACTGCATCCGAAACTGGCG

GGATAGAGGCTTGTAGAGGGGGGTAGAATTCAAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12809;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTAAACCGCTTTTGCATGGGGGCAATAAGGGCGTCGCGCACGTCCGTTCAGAGTACCAGCGAAATAG
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GCCTCGGCAATCTCCGTGCCAGCGGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATGCCGGTGCTCAACGCCGGCGCTGCAGCGGATACTGTCGCGCT

GGAGTGCGGATGACGTCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12810;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9321),o:Lactobacillales(0.7252),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGGGTGTAACTGTTCACGCAGTGACGGTATTAAACGA

GAAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCCAGCGATGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTGGGTTTAAGCGGAGAAGTGCTTTGGAAACTGGGC

GACTTGAGTGCAGAAGAGGTAAGTGGAATTCCAAGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12812;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TCTCGGTATGTAAAGCTCCATCAGTAAGGAAGAAAATGAAGGTACTTGACTAAGAAGCCCCGGCTATCTACGTGCCA

GCCGGCGCGGTTACATGTCGGGGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCGGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAAGCGGCCACAATGGACGAAAGGCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

GTTTCGGAGCGTAAAGCTCTGTTGTGGGAGAAGAACGGGCGTGAGAGCAACGGGTGAAGCAGGGACGGTAGCGAA

CCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGC

GTAAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGT

TGCACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU12811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiales_Incertae_Sedis_XI(0.1485),g:Sedimentibacter(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCTTTGGTGAAGATAGTGACGGTAGCCAAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGGTCTGCAA

GTCAGATGTGAAATACCGCGGCTTAACTGCGGGGCTGCATTTGAAACTGTGGGTCTTGAGTGCGGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGATCGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5720); 

CCTTTCTTCCTCCTTCTGGAATCTTCCAAACTGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCCCGTTAATACGTTGGTGGCACGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGGTTAATAAGGCTGATGTGAAAGCCTTTGGCTTAAGCAAAGAAGTGAATCGGAAAATGTCAGAC

TTGAGTGCAGAGGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTGGCGAACAGGATTAGATACCCTGGTA 

>OTU12817;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAATTTCTTTTTTAAAGGAATAAAGTAGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGC

TCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAGGGGAG

CGTAGATGGATGTTTAAGTCAGGCGTGAAAGTTTGCAGCTTAACCGTAAAATTGCATTTGATACTGGATATCTTGAGT

TCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12818;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9941),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTCACTACGTGCCCGCAGCCGCGGTAATACTTAGTTGGCAAGTGTCATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTAATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGAGA

GACTTGAGTGCAAAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTTTGGTCTGCAGCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12815;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTGGGCCGTCGCTTAAGCGTGTTGTGAAATGCTGCCGCTCAACGGCAGAGGTGCAGCGCGAACTGGGTGACTTG

AGTGCGCGGAACGTGGGCGGAACTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Faecalibacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGAAGAAGG

TCTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGAC

AAGTTGGAAGTGAAATCTAGGGGCTTAACCACTAAACTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGTTGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12820;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9762),o:Rhodospir

illales(0.9280),f:Acetobacteraceae(0.8864),g:Acetobacter(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGT

CTTCGGATTGTAAAGCACTTTCGACGAGGAAAATGATGACGGTACCCGTAGAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTTGTACA

GTTAGATGTGAAATCCCCGGGCTTAACCTGGGAGCTGCTTTTGATACGTCTAGACTAGAGTTTGAGAGAGGGTAGTG

GAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGTCTATCTGGTTCATTAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12819;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.2586),c:Synergistia(0.1159),o:Synergistales(0.0547)

,f:Synergistaceae(0.0149),g:Dethiosulfovibrio(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGGT

TTTCGGAGTGTAAACCTCTGTTGCAGGGGACGAAGGAAGTGACGGTACTCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGTGTAAAGGGCGCGTAGGCGGCCATT

TAAGTCTGGCGTGAAAGTCCTGTTTTTAAGATGGGAACTGCATTGGAAACTGGATGACTTGAGTGCAGAAGAGGTTA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGACATCGGGAAGAACACCGGTGGCGAAGGCGGGTAACTGGACT

GCAACCGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU12822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6200); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTTATGGAGAAGAACGTGCGTGAGAGTAACTGTTATCGCAGTGACGGTATCCAACAA

GACAGTCACGGCTAACTACGTCCCAGCCGCCGCTGTAATACGTAGTGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCAGCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAAGCTCGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCCACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCTAGGAATTGCATTTGAAACTGTTTAGCTTGAGAGAGGTAGAGGCAGG

AGGAATTCCCTGTGTAGAGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

ATCTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12824;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0113),g:Ruminococcus(0.0056); 

AGGGAAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGCGAAAGAATGAACCAGCAACGCAGCGTGAGGGAAGAAG

GTTTTCGGAGTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGGATTCGGGGAGGAAGCGCAGGATAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTGGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGT

CTGATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGCGAG

GAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGG

ACTGCAACTGACGCTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12821;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0355),g:Clostridium_XlVb(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCCTTGTTTTCGGGGACGAACAAATGACGGTAACCGAGTCGGAAGCCACGGCCAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCCAGCGTTGCCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGAT

AAGTTAGATGTGAAATACCCGGGCTTAGCTTGAGGGATGCATCCGAAACTGTTGGGCTAGAGTACAGGAGAGGAAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACATCGGTGGCGGAGGCGGCTTTCTATACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12825;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0076); 



7808 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGGAGACTGAACCAGCCAAGTCGCGTGCGGGAAGAAGGC

CCTCCGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGGGGGACGTGTCCCCCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCGGCAGCCGCGGTAATACGGAGGCTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGAGCAGGCGGCGTGTCAAGTCAGCGGTCAAACTGCGGGGCTCAACCCCGTACAGCCGTTGAAACTGGCATGCTC

GAGGTTGTGCGAGGATGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAA

GGCAGCTGTCCAGCACACTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12826;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGACTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCAGAACGTGTGCTGTTTTGTAGGTACCGCATGAATAAG

GACCGGCCAATTCCGTGCCAGCAGCCGCGGTAAAACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCTGATTATTAAGCTTTCCGTGAAATGTAGCCGCTCAACGGCTGAACTTCGTCGCGAACTTGTAGTCTTG

AGTGAGTTCGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACTCCTATTTCGAAGG

CAGCCTACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12828;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGCACCTGAGGTGGAAGCCACGGCTAACTACGAGCCA

GCAGCGGCGGTAATATGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTACTGCAGTTCAAACTGGCGGTCTAGAGTGCGGGAAAGGAGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCTCGGGACTGTT

ACTGACGCTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12827;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.7727),c:Synergistia(0.4812),o:Synergistales(0.2359)

,f:Synergistaceae(0.1098),g:Dethiosulfovibrio(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCAAA

TCAAGTCAGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATTTGAAACTGAATTGCTTGAGTGAAGTAGAGGCA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12830;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 



7809 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGCGCTTTGTATGTACCTTATGAATAAGG

ATCGGCCAACTCCGTGCCAACAGCCGCGGTAACACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTAGAGGCTCAACCGTAGCATTGCGGTTGGTACTGGCCTCCTTGA

GTGCAGCAGAGGCAGGCGGAATTTGTGGTGTAGCTGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12829;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAAATTCTTTTAACAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACGAAGTG

CCAGCAGCCGAGGTAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCGG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTCGCTCTTGAGTATCGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12833;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGGGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTGGCATGTACTTTATGAATAAGG

ATGGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGAATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTGTAAGTCAGTCGTGAAAGTTTGCGGCTCAACTGTCAAATGGCAGTTGATACTGAGTATCTTGA

GTGCCGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTTCGAAGG

CAGCCTACTAAGCTGCAAATGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTCGATACCCTGGTA 

>OTU12832;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAGCCCTGACGCAGCAATGCCGCGTGAACGATGAAGGC

CTTTGGATTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTCAATGAATAAGCTCCGGCTAACTACGCGCC

AGCAGCCGGGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAAATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTAAAACTGTTTTGCTAGAGAGAAGTAGAGGCTAG

CGGAATTCCCTGTGTAGAGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCAGCTGGGCTA

AAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9776),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 



7810 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTTGGCTGTGAAAGCCGTCGGCCTACCCGAAGAAGTGCATCGGGAACTGGGC

AACTTGAGTGCAGACGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCTACTGACGCTAAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clost

ridiaceae_1(0.8146),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATTACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGTCA

GCAGCCGCGGTTATCCGTCGGTGGCCCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATGCCGGGGCTCAACTTGGGTGCTGCATGTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGAGTCACTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAACCAGCCACGCCGCGTGAGTGATGACGGC

CTACGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCGGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTGTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGGGCTGCATTTCAAACTGTAAGTCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCAGGATGAAGGC

TCTCGGGTTGTAAATCTCTGTCCTCGGGGACGAAGGAAGTGACGGTTGCCAAGGAGGAAGCCTCGGCTAACTACGTG

CCAGCACCCGCGGCAATCCGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTT

TAAGTGAGGTGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU12836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2184),g:Dorea(0.0615); 



7811 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAGGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCACCGCA

AGTCAGTTGTGAAACCCATGGGCTCAACTTAGGTGCTGCATTTCAAACTGGTGGTCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTGGTGTAGCGGTGAGATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGTGCAAGCCTGATGGAGCAACACTGCGTGAGTGAAGAAGGG

TTCGGCTCGTTAAAATCCGTTGTTTAAGAAAAACGTTCGGGAGAGTAACTGTTCACGCCGTGACGGTATTCAACCCGA

AAGTCCCGGCCAACCACGTGCCAGCAGCCGCGGTAATACGTAGGTGGGAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATAAC

TTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12839;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Betaproteobacteria(0.9733),o:Burkholder

iales(0.7252),f:Oxalobacteraceae(0.4914),g:Oxalobacter(0.2607); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAAAGGACCGGGCCAATACCCTGGTGTCATGACGGTACCTGAAGA

ATAAGCACCGGCTAACTCCGTGCCAGGAGCCGCGGTAATACGTAGGGTGCGGGCGTGAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGTGTAACGCAGATGTGAAATGCCCGGGCTTAACCTGGGAATTGCATTGGGGACTGCA

CGTCTAGAGTGTGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGAT

GGCGAAGGCAGCCCCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12841;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTCAGTCGGGAATAATTCATCGGTCGTGACCGACGTTGCAGGTACCGTCATAAGAAGA

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTCAAGTCAGTTGTGAAATCCACGCGCTCAACCTGCGAACTGCAGTTGGAACTGGCTGTCTTGA

GTGCGTTCAAGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGC

AGGCATCCAGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATGAGATACCCTGGTA 

>OTU12840;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Porphyromonas(0.0076); 



7812 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGCGACGGCC

CTATGGGTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGGTGAGAGTACCAGACGAATAAGC

ATCGGCTCACTCCGTGCCAGCAGCCGCGGTAATATGGGGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGGCGGCTTGTTAAGTCAGCGGTGAAATGTCGTCGCTCAACGAGGAAAGTGCCGTAGATACTGGTGGGCTTG

AATGCGGAAGAGGTTGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACACGGAACACCGATTGCGAAG

GCGGCTGACGGGTCCGCGATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU12842;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTTCTCAAGGACGATAATGACGGTACCTGAGGAGTAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGGTTCTTAA

GTCAGATGTGAAAGGCTGCGGCTCAACCGAAAGAAGCCTTTGGAACTGGGAAGCTTGGATGCAGGAGAAGGGAAT

GGAATTCCTGGTGGTACGGTGGAAAGCGTAGATAATAGGGGAGACAACAGTTGCGGAGGGGGGTCTCTGGACTGT

AACTGGCACTGGGGCACGGAGGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU12843;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Gemmiger(0.0230); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGGGCAGGAGAGGTTAAT

GGAATTCCTATTGGGGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGTCGATTAACTGGCCTGTA

ATTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12844;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pept

ococcaceae_2(0.1098),g:Desulfotomaculum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTTGCTGAAGAGAGGTATGGGTGTAAAGAATGCTCATATTGGACGGTAGGCGAGG

AGGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATCACTGGGCG

TAAAGGGCGCGTAGGCGGTTCTGTAAGTCAGCCGTGAAATGCCGGGGCTTAACCCCGGAGCTGCGGTTGAAACTGA

CAGTCTTGAGTATCGGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACGACAACTGACGCTCAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12846;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Marinilabiaceae"(0.0099),g:Anaerophaga(0.0046); 



7813 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAAGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CTTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGATCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTACAAGTCAGGGGTGAAAGCCCGGCGCTCAACTCCGGAACTGGCTTTGATACTGCGAGGCTGG

AATACGGATGCCGTGGGAGGAGTGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGCACACCGATTGCGAAG

CCATCTCACTAATCCGCCATTGACGCTGATGCACGACAGCGTGGAGCTGAAACAGAATTAGTTACCTTGTA 

>OTU12847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTCGGGTCGTAAAGCCCTGTCTTCAAGGAAGATAATGACGGTACTAGAGGAGCAAGCCCCGGCCATCTACGTGCCA

CCTCCCGCGGCAATACGCAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCTGGGCTCAACCAGGGTGCTGCAGTTCAAACTGGGAGTCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTG

ACTGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGA

CCTATGGGCTGTGAACCGCTTTTGCATGGGGGCAATAAGGGTGTCGCGCACGGCCGGTGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGGTATCCGGATTCATTGGGGTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACCGCGGGGCTGCACCTGATACTGTCGCG

CTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGACTGC

GAAGGCATCTGGCGAATCGGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12845;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.4311),c:Actinobacteria(0.2321),o:Coriobacteriales

(0.1015),f:Coriobacteriaceae(0.0355),g:Eggerthella(0.0056); 

ACGGGAGGCAGCAGTTAGGAATATTCGTCAATGGGGGAAACCCTGAACGAGCAATGCCGCGTGAGTGATGACGGTC

CTTTGGATTGTAAAACTCTGTTGTTAGGGAAGAACGACCTGTATAGGAAATGATACAGGAGTGACGGTACCTTTCGA

GAAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACCTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTA

AAGCGCGCGTAGGCGGCTCGCCAAGCGGGATCTAAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGG

GCTCGAGTTCGGTAGGGGAAGGCGGAACTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAGGAACACCGATG

GCGAAGGCAGCCTTCTGGGCCGTAACTGACGCTGAGGTGCGAAAGCGAGAGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU12849;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.7787),g:Blautia(0.4787); 



7814 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACTGTATCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGAGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAAGCGGTGGACTGGATTGGAAACTGTCATACTGGAGTGCCGGAGGAGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGTAGGAACGCCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12850;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGTTTGGCAA

GTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGTTAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGAA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12851;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTTTGTTCTTGGTGAAGAAAAATGACGGTCGCCAAGGAGGAAGCCACGGCTACCTCCTTGCCA

GCGCCCGCGGAATAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGTTAATCAA

GTTGGATGTGAAATGTCGGGGCTTAACCCCGGAACTGCATCCAAAACTGATAATCTTGAGTGAAGTAGAGGAAGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGTCCAACTGGGTTTAA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2864),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTTTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGGAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATAC

AAGTCAGTAGTGAAATCTATGGGCTTAACCCCGAAGCTGCTTTTGAAACTGTTCTACTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAAGACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12855;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Deltaproteobacteria(0.9321),o:Desulfovib

rionales(0.8412),f:Desulfovibrionaceae(0.6709),g:Desulfovibrio(0.5239); 
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GTGCCAGCCGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGTACGTAGGTGGCA

AGGTCAGTCAGGCGTGAAAGCCCTCGGCTCAACCGAGGAATTGCGTTTGATACTACTTTGCTAGAGTCTCGGAGAGG

TTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGA

CGAGTACTGACACTGAGATACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAATACTAGGTGTCGGGGGGTACCACCCTCGGTGCCGCAGCAAACGCAATAAGTATTCCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTTAAATGAATTGGCGGGG 

>OTU12853;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Hydrogenoanaerobacterium(0.0230); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAAGCCCTGTCGTCAGGGACGATAATGACGGTACCTGACAAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATCGGTA

AGTTGGATGTGAAATCCATGGGCTCAACCCAGATATTGCATTCAAAACTGGTGGCCTTGAGTGGTGGAGAGGTAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumi

nococcaceae(0.8505),g:Gemmiger(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGGATGAAGAAGGC

CTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCGAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGTGTAAAGGGAGCGCAGGCGGAGCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTAGTCTTGAGTAGTGAAGAGGTAAGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTACCTGGGCAAA

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12857;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTTCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATAGGGGGGTAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCAGCTAATTCCGAGCCAGCAGCCGCGGTAATACGAGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGACGGGGCTGAACCTGGGCATTGCAGGGCGAACTGTGGGACAT

GAATGCGCAGGAAGTAGGCGGCATTCGTCTTGTAGCGGTGAAATGCTTAGACATGACGAAGAAATCCGATGGCGAA

GGCAGGCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGCTACCCTGGTA 

>OTU12856;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8808),c:Fusobacteriia(0.7114),o:"Fusobacteriales"(0

.4280),f:"Fusobacteriaceae"(0.2524),g:Fusobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGGAAAGCGCGTCTAGGCGGTTTGG

TAAGTCAGATGTGAAATCCCCGGGCTAAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGG

GTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12858;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGCGTAGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCGGGCAAGCGCGTTGTGAAAGGTAGTCGCTCAACGTTAGCATTGCAGCGGGAACTGTCAGTCTT

GAGTGCGGGAAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12862;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATCGGGGGATAAAGTGGGGCACGCGTGCCTTTTTGCAGGTACCCGGTGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGTCAAGCGTGTCGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGCCTTGCTTG

AGTGCGTGCAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGACGAGTGCGTAACTGACGCTCATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGCAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTACCAGCAGCCGCGGTAATACGGTGGATGCGAGCCTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGGTAAGTCGGGTGTGAAAGTTTGCGGCTAAACCTTAGAATTGCAGTAGATACTGGCGTTCTTGA

GTGCGGTTGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGCAGATATCGTGAAGAACACCGATCGCGAAG

GCAGGCATCCGGTGTGTTACTGACGCTGAGGCGCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12863;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTTCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACCGTTAAGTCAGTGGTAAAATTGAGAGGCTCAACCTCTTCCGGCCATTGAAACTGGCGGACTTGAG

TGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGATATCGAACAGGATTAGATACCCTGGTA 

>OTU12860;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGTCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTCTCAGCGGGGAGGTAGGGAGTGAAGTTAATACCTTTGTTCATTGACGCTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCCGCCGCGGCAATACGGAGGGTGCATGCGCTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAGATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12864;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATCGTTGGTGAAGAAGGTTAGAGGTAGTAACTGGCCTTTCTTTGACGGTAATGAACCAG

AAAGTGCCGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTATGTGGCAAGCGGTGTCCGGATTTGTTGGGCGTAA

AGCGAGCGCAGGCGGAGAAACAAGTCTAATGTGAAAGCCCACGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

GCTAGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCCCACTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU12867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCGATTGTTGGTGAAGAAGGATAGCGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGCTTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCGGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAACCTGTCA

TTCTTGAGTGCAGAAGCGGAAGGTGGAGCCCCATATGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTCG

TA 

>OTU12865;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGTGTCTCGTAGAGGGGGGTAGCATTCCAGGTGTAGCGGTGAAATGCGCAGAGCTCTCGAGCAATCCCGGTG

GCGCAGGAGGGCCCCTGGACGAACACTGACGCTCAGGTGCAAACGCGCATGCCGCAAACAGGATTAGATACCCTGG

TA 

>OTU12866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Dysgonomonas(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCATTAGACGCAGAGCAATAAGGGTCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTGATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCTAGGGGCTTAACCCCTAAACTGCATTTGAAACTGTATTTCTTG

AGTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

CCGGGAGGCAGCAGTAGTGACTCTTCCACCATGGCCGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGGGAAAGGCCTCGGCGTAAACGAGGAACTGCAGCGGAAACTGGT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTTCATGTGGAGCGGGTGAATGCGTAGAGATATGGAAGAACACCAGT
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GGCGAAGGCGGCTCTATGGTCTGCAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGGATACCCT

GGTA 

>OTU12870;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGAAACTGTATTTCTTGA

GTGTCGGAGAGGTTGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Pept

ostreptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCCGTTTAA

GTCTGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGATGGCTTGAATCTAGAAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12871;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTCGGGAATCTTCCACACTGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCTGATCGTAAAGCTCTATCGTTGGTGAAGAAGGATGGAGGTAGTAACTGGCCTTTATCTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGAGAAAGCCCTCGGCTTAACCGAGTAACTGCATCGTAAACTATTTTT

CTTGAGTACAGAAGATGAGAGTGGACCTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGGGCAATGGGGGCAACCCTGACGCAGCAAAGCAGCGTGAACGATGAAGGT

CTTCGGAGTGGAAAGTTCTTTTATTAAGGACGTAGAAGTGGCGGTACTTAATGAATAAGCTCTGGCGAACTACGTGG

CAGCAGCCGCGTTAATACGAAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATTCGTGGGCTTAACCCACGAACTGCATCTTAAACTGTATTGCTTGAGTGAAGTAGAGGCAGG



7820 

 

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGTGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12873;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACGGC

CCTACGGGTTGTAAACCTCTTTTATACGGGGATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTGAGCTGTGAAAGTCAGTGGCTCAGCCACTGCATTGCCGTGGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAATAGGACACTGTACCTGACGAATAAGCCACGGCTCACTACGTTCG

AGCAGCCGCTGTAATACGGATGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTGGAAACTACGCTGCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12876;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8755),o:Lactobacillales(0.7252),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAACCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGCGAGAGTAACTGTTTACGCAGTGACGGTATCCAACCA

GCAAGTCACGTCTAACTACGTGCCATCAGCCGCGGTAATACGTAGGTGGCGAGCGTTAGCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTCTTACGCCTCATGTGAAAGCCTTCAGCCTAACCTAACAAGTGCAGCGTAAACCGGGCA

ACTTGAGTGCAGACGAGGACAGTGGACCTACATGTGTCGCGGTTAAATGCGTAGATATATGGACGAACACTAGTTGC

GAAGGCAGCTGTCTGGTCTGCATCTGACGCTGAGGCTCCAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGC

CCTAGGGTTGTAAAGCTCTTTTATTAAGGACGTAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGGGGGCTTAACCCACGAACTGCGTTTGAAACTGGTAGGCTTGAGTGAAGTAGAGGCAG
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GCGGAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCGATTGCGAAGGCGGCCTACAAGGCTT

TAACTGACGCTAAAGCACGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12875;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.4914),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAGGTGGCGGTACTTAATGAATAAGCTCCGTCTAACTACGTGCC

CGCAGCCGCTGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAGGAACTGCATTTGAAACTGTTTAGCTTGAGTGAGGAAGAGGAAGG

AGGAATTCCCAGTGTAGAGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12879;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Meniscus(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTACGTAGGCTGTGCGTCAAGTCGGGGGTGAAAATCCGGTGCGCAACACCGGGGGTGCCCTTGATAATGGCGCGG

TGGAGTGCGGATGCAGGCGGAGGAAGGAGTGGTGGAGCGGTGAAATGCTTAGATATCAATCAGAAAACCGATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGAACGAAAGCGTGGGGATAGAACAGGATTAGATAACCTGGT

A 

>OTU12880;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGC

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGTGATCCGGTGCGTGTATCCGACGAATAAGA

ATCGGCTAACTCCGTGCCAGCCGCCGCGGTACTACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTACGGTAAGTCAGACGTGAAAAGCCCCCGCTCAACGGGGGTACTGCGTTTGATACTGGTGGGCTGG

AGTGCGGATGCCGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCAGCTCACGAATCCGCAATTGACGCTAAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0519); 

AGGGGAGGAAGAAGGGGGGGAGAGGGAGAAAGGGGGGAAAAAAGGAAGAAGAAACGGAGAGTGAACGATGAA

GGTCTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGGAGGGAGCAACCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAG

AGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCCCGAACTGCATTTGAAACTGTTTTGCTTGAGTTCAGTAGATGCA
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GGCGGAATTCCCTTTGTAGCGGTGAAGTGCGTAGAGATAGGGCGGAACACCAGTTGCGAATGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12883;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Erysipelotrichia(0.0000),o:Erysipelotrichales(0.0

000),f:Erysipelotrichaceae(0.0000),g:Solobacterium(0.0000); 

ATTAGGGTTAGCCTCGGTACGGCCAGGCATCCACGGCGCTTTCAAATAGTTGTTATCGATATTCAAATAACCCTGACA

CCAATTCTTAGGGATTTTATTGGTATCAGGGATAATCGTGCCAAGACAAGCGGCATGGTCAATATAACCAGTAGTGTT

AACAGTCGGGAGAGGAGTGGCATTAACACCATCCTTCATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAG

GGACATAAAAAGTAAAAATGGCTACAGTAGAGGCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCGC

CAAGGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTGGAAATGGTAATAAGACGACCAAGCTGACC

AGCAAGGAAGCCAAGATGGGAAAGGGCATGCGGCAGACGCTCGGCGCCAGTTTGAAA 

>OTU12881;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumi

nococcaceae(0.0099),g:Clostridium_IV(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCAGAAGAAGAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGTGCTTAACCCATAAACTGCCTTTGAAACTGTATCTCTTGA

GTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAACTGCGTAGATATAAGGAAGAACACCAGTGTCGAAGG

CGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12882;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGAAGTGAAATACCTAGGGCTAAACCAAGTTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGAAGAGGT

TAATGGAATTCCTAGTGTAGGGGTGAAATGCGTAAAAATTAGGGGGAACACCGGGGGCAAAGGCGGCTTTCGGAAC

TGAAACTGACGCTGAGGCAGGAAAGCGTGGGGAGCAAACAGGATTAGATACCTGGTA 

>OTU12884;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

AAGGAAGGCAGAAGGGGGGAAGATGGCACAATGGGGGGAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGG

TCTTCGGATCGTAAAGCGCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATACA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTATGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGCGGAACACCAGTGGCGCATGCGCTCTCCTCGACGATACC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGCTTAGCTACCCTGGTA 

>OTU12887;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1485),g:Pediococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGACTGAAGAAGTC

TTTCGGTATGTTAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACCAAGAATCCCCGGCTACCTACGTTCCAG

CCGCCGCGGTTATACGTCGGCGGCCAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGCTTAGGT

CTGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCAGCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGTGAGTGG

AACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACT

GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12885;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0904),g:Lachnospiracea_incertae_sedis(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGTC

TTTCGGGTTGTAAAGCTCTATTAGCAGGGAAGATAATGACGGTACTTGACTAAGAAGTCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGCTGAGCAA

GTCAGAAGTGAAAGGCCGAGGCTCAACCCTGGAATTGCATTTGAAACTGCATATCTAGAGAACGAGAGAGGAAAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGTCTATAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGACTAGATACCCTGGTA 

>OTU12886;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCCGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGGAACTTGAGTGGAGGGAAGGGGAGT

GGAATTCCTTGTGTAGCGGTGAAATGGGTAGATATTAGGAGGAACCCCCGTTGCGAAGGGGGCTCTATGGACTGTA

AATGACACTGGGGCACGAAAGCGTGGGGAGCAAACAGGATTAAGTACCCTGGTA 

>OTU12888;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGTCGCGTGAACGATGACGGT

CCTCGGATTGTAAAGCTCCTTTATTACGGACGAAGAAGTGACGTCACTAAATGAATAAGATCTGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGGGGCAGG
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CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCTG

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12889;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACACTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTAGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGCGGTAGCCACGGATAACTACGTGCAA

GAAGCCGCGGTCACACGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGTTAA

GTGAGATGTGAAATACCCGGGCTCAACTGGTGTGCTGCATTTCAAACTGGAATTCTAGAGTGCAGGAGAGGACAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTAGACTTTAAC

TGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12890;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Coprococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGA

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGAGGGTACCAGACGAATAAGCCACGGATAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTGGAGTGTCGGAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCTCGGTAATACGTATGGAGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGTAAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGGATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGG

GAAATTCCCTGGGAAGGGGTGAAATGGGTAGAGATAGGGAGGAAAACCAGTGGCGAAGGCGGAGAGCTGGGCTTT

AAATGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGTACCCTGGTA 

>OTU12894;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Rikenellaceae"(0.0252),g:Rikenella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCCGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTATGGAGTGAAATGCTTCTGCTCAACCGGAGTTTGCCTTGGAAACTGTCTGACTAGGG
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TGTAGGCGGGGAAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGAGTAAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12892;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9769),o:Desulfovib

rionales(0.9389),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAGTGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAACCATCATCCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGGGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTTATGTAAGTCAGGTGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGGAC

GACTTGAGTCCGGGAGAGGGTGGCGGAATTCCTGGTGTAGGGGTGAAATCCGTAGATATCAGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumi

nococcaceae(0.9387),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAACCCCTGATCCAGCAACGCCGCTTGAGGGAAGAAGGT

TTTCGGATTGTAAAGCCCTTTCATTGGGGACGATAATGACGGTACTTACAAAAAAAGACCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAAAACGAAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAA

GTTGGAAGTGAAATCTAAGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12895;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCTTATTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTTTTATAAGCGGGTTGGGAAATGTCGGGGCTCAACCTGGGAAGTGCAGCGCGAACTGTAGGACTTG

AGTGAGTAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGG

GCAGCCTGCGATAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTGTGAGATGAACGCCCACGGCGCAACCGGGGATCTGCATCGGAAACTGTCAT
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TCTTGAGTGCAGAAGAGGAGTGTGGAACGCCATGTGTCGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAGTGCGGCTCTCTGGTCTGCAACTGACGCTTAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12898;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Porphyromonas(0.0046); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTAGCCTGAACCAGCCATGCCGCGTGAAGGCGAGTGCCCTACG

GGCGTTAAACTTCTTTTGTGCGGGAGCAATAAGGGCCACGCGTGGCCTGATGAGAGTACCGCACGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCGGCGCTTCAGGTCAGCGGTGAAATACCGGGGCTCAACCCCGGGGCTGCCGTTGAAACCGGAGCGCTAGAAGT

CCGATGCAGTCGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGCAT

CTGACGAATCGGAGATTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12897;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9798),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCCTTGACGTTACTCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGTCCTGGGTTGAAGCTGGGAACTGCATCTGATACTGTCAA

GCTTGAGTCTAGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

CA 

>OTU12899;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCACGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGTC

AAGTCAGTTGTGAAATCCGCGGGCTCAACCTGCGGCCTGCAGTTGAAACTGGCGGTCTTGAGTCCGTTCAGGGATGC

TGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGCAGGTGTCCGGAGTGCT

ACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTTTTGTTAGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTTACGGTAATCAACAAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCCGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCTGGTGTGAAAGCCAACGGCTCAACCGCTGAACTGCATCGGAAACTGTCAT
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GCTTGAGTACAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCGGTGG

CGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU12902;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATTGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCCGGGCATCGCAGCGTGAAATGTGAGACTTGA

GTGCGCAGCAAGGAGGCGGGATTCCTCGTGTAGCGGGGAAATGCTTAGATATGACGGAGAACTCCGATTGCGAAGG

CAGCCTGCTGTGGCGGAACTGACGCTGAAGCTCGAAAGCGGGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12901;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.7727),c:Fusobacteriia(0.4812),o:"Fusobacteriales"(0

.2359),f:"Fusobacteriaceae"(0.1098),g:Fusobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGCTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCTAT

TAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTTGAGTGCGCGCAGGGGCG

TTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTGCTGGAGCGT

AACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12904;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGATCAACGAGGGAGTTGCCGGTGATACGGTAGATCTG

GAATGCTATTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATAGTACGAAGAACACCGATTGCGAA

GGAAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGAGTGGGTATCGAACAGGATTAGATACGCTGGTA 

>OTU12905;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACTTCTTTTATAAGGGAATAAAGGGCATCACGTGTGACGTTTTGCATGTACCCTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTGAGCTGTGAAAGTCCGTGGCTCAACCAGTGAATTGCCGTTGGAACTGGCGGGCTTGA
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GTGCGCAGGGGGGAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGTGGAACCCCGATAGCGAAG

GCAGCTTGCCGGGCTGCATCTGACGCTGATGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGATCAATGGACGGGAGTCTGAAACAGCCAAGTAGCGTGCAGCATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGGTTGTGAAAGGGCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGTGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATTCTTAGATATGACGCAGAACTCCGATTGCGAA

GCCAGCCTGCTGTAGCGCACCCGATGCCGATCCTCGAAAGCGAGCGGATCGACCAGGATTAGATACCCTGGTA 

>OTU12907;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Flavobacteriia(0.9923),o:"Flavobacteriales

"(0.9935),f:Flavobacteriaceae(0.9932),g:Muricauda(0.6681); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGGC

CTGTAAGTCAGGGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCTTTGATACTGCAGGTCTTGAGTCATGGTGGGG

TTGCCGGAACATGTGGTGTAGCGGTGAAATGCATAGATATCACATAGAACACCGATCGCGAAGGCAGGTGACCAAC

CATGTACTGACGCTGATGGACGAAAGCGTGGATAGCGGACGGGATTAGATACCCCGGTAGTCCACGCCGTAAACGA

TGGATACTAGCTGTGGGGCATTCGTGCTCCGTGGCCAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGC

AAGAATGAAACTTAAATGAATTGACGGGG 

>OTU12910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTAAGGGTTGTAAACTTCATTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGGACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGAAGCAGCGGTAATACGGAGTATCCGAGCGTTATCCGGAGTTAGTGGGTTTAAAGGG

AGCGTAGATGGATGTCTAGGTCAGTTGTGAAATGTTGCGGCCCAACCGCAAAATTGCAGTTGATACTGTATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12908;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATAGCGTTGATCATTGACGTTACCAGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGGAAGAGTGAATCGGAATTAGTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGTGAACTGCATCTGATACTCGTA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTG
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GCGAAGGCGGCTCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12909;tax=d:Bacteria(0.9450),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clost

ridiaceae_1(0.0086),g:Clostridium_sensu_stricto(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGGAAACCTCTATCGCAGAAGACGAAGGGTGTGACGGGATTCTGTGAGGAAGCGCCGGCTAACTACGA

GCCAGCAGCCGCGGTAATACGGAGGGGGCGGGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCT

GATAAGTTTGACGTGAAATACCCGGGCTTAACGTGTGAGGTGCATCGAGTACTGTTGGTCTAGAGTACGGGAGAGG

AGAGCGGAATTCGTAGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACATCGATGGCGAAGGCGGCTTTCTCGG

CTTCTACTGACGCTGAGGCTCGAAGGCGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12911;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGCGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAAACGTGGAACTGCATCGGAAACTGTCA

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12912;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGCTGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGG

AAAGCGCACGCAGGCGGTTTGTTAAGACAGATGTGAAATCCCCGGGCTCAACCTGGGAACGGCATCTGATACTGGC

AAGCTTGAGGCGCGTAGAGGGGGGTAGAATTCCAGGGGGAGCGGTGAAACGCGTAGGAATCTGGAGGAAGACCG

GTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU12913;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9866),o:Rhizobial

es(0.9798),f:Rhodobiaceae(0.9868),g:Parvibaculum(0.9818); 

GTGTCAGCCGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGGT

ATCCAAGTTGGGGGTGAAGTCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTGGGTACCTAGAGTCCGAGAGAG

GTGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTCACTGG
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CTCGGTACTGACGCTGAGGTGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAGAGCTAGTTGTCGGGCAGCATGCTGTTCGGTGACGCAGCTAACGCATTAAGCTCTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU12900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4914),g:Oscillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCTGAC

AAGTCAGATGTGAAATTCCGGGGCTCAACCCCGGACCTGCATTTGAAACTGTTGGTCTTGAGGATCGGAGAGGCAGG

CGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12914;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9671),c:Alphaproteobacteria(0.8897),o:Rhodobac

terales(0.6138),f:Rhodobacteraceae(0.4224),g:Donghicola(0.0615); 

GTGTCAGCAGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAGTTACTGGGCGTAAAGCGCGCGTAGGCGGAC

CAGTAAGTTGGGTGTGAATTCCCGGGGCTCAACCCCGGAACTGCCTCCAAAACTCGTGATCTTGAGTTCGAGAGAGG

GGAGTGGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCAGCTCACTGG

CTCGATACTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGTATGCTAGTAGTCGGCAAGCATGCTTGTCGTTTACACACCTAACGGATTAAGCATACCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTCAAAGGAATTGGCGGGG 

>OTU12917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.7787),g:Blautia(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACGGCATTGGAAACTGTCAGACTTGAGGGAGGGAGGGGTAAG

CGGAATTCCTAGGGTAGCGGTGAAAGGGGTAGATATTAGGAGGAAAACAAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATCCCTGGTA 

>OTU12915;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTGTTA

AGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGTGCGCAGGAAGTAGG
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CGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12918;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGT

ACAGCGTATCGTAAACCTCTTTTGTCAGGGAACAAAGGCGGGGACTAGTCCCCGGATGAGGGTACCTGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGATGCCAAGTCAGCGGTAAAAATGCGGTGCTCAACGCCGTCGAGCCGTTGAAACTGGCGTTCTT

GAGTGGGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCATGCCGGCTTCCGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12916;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Alphaproteobacteria(0.8189),o:Rhodospir

illales(0.4652),f:Rhodospirillaceae(0.2864),g:Marispirillum(0.0808); 

GTGTCAGCCGCCGCGGTAATACGAAGGGAGCTAGCGTTGTTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGAT

TTGTAAGTCAGGGGTGAATTCCCGGGGCTCAACCTCGGAATTGCCTTTGATACTGTAAGACTTGAGTCCGTGAGAGG

GTGGTGGAATATCCAGTGTAGAGGTGAAATTCGTAGATATTGGATGGAACACCAGTGGCGAAGGCGGCCACCTGGC

ACGGTACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA

TGGATGTTAGGTGTCGGGTAGCAATATTCGGTGCCATAGTTAACGCGTTAAACATCCCGCCTGGGGAGTACGGTCGC

AAGGCTGAAACTCAAAGGAATTGGCGG 

>OTU12919;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0181); 

ACGTAAGGCAGCAGTAAGGAATATTTTTCAATTTTCTAAATCCTCAACCATCCAAGTATCGTTCAGGATGACGTCCCTC

TGGGTTGTAAACTGCTTTTAGTCGGGAATAAAATGCGGCACGTGTGCCGCTTTGCATGTACCGTCAGAAAAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAGGGGAGCG

CAGGCGGACTTTTAAGTAAGCTGTTAAATTCGGTGGCTCAACCATCGCATGCAGTTGAAACTGGAGGTCTTGAGTGT

ACACAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCAATCGCGAAGGCAGG

CATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAACAATTACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGGTGGAATACGTAGGGGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGCTGCA

AGCCAGATGTGAAAGACCGGGGCTCAACCCCGCAACTGCATTTAGAAATGTGCGGCCGGAGTGGCGGAGAGGCAG
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GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

CTGACTGCCGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3204),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTAGGTGTAAAGGGAGCGTAGGCGGCATGGCAA

GTCGGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGGCAAGCTTGAGTGTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12923;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0230); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTGTTCTTTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTAC

GGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGGCTGTTAAGTCAGATGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTTGAGT

GCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGCA

GATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12922;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1485),g:Lachnospiracea_incertae_sedis(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGGCGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

TGCGTAGGTGGCAGTGCAAGTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTG

GAGTACAGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGACAGAAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12925;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGGGCA

AGTCAGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTTTCTTGAGTGGTGTAGAGGTAGGC
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GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4224),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTGGC

AAGCCAGATGTGAAAGGCTGGGGCTCAACCCCAGGACTGCATTTGGAACTGTCACGCTAGAGTGTCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGACGGCGGCCCGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12926;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGGGTGAAGAAGGT

CTTCGGATCGTAAAACCCTGTTGTTAGAGAAGAAAGTGCGTGAGAGTAACTGTTCACGTTTCGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAA

AGGGAGCGTAGGCGGCCATGCAAGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTGTAGG

GCTAGATTGCCGGAGAGGTGAGCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGG

CGAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU12928;tax=d:Archaea(1.0000),p:Pacearchaeota(0.9441),g:Pacearchaeota_Incertae_Sedis_AR13(0.173

5); 

GTGTCAGCAGCCGCGGTAATACCCGCGGTCCAAGTCGCAGCCATTATTATTGAGTCTAAAACATCCGTAGCTTGCTTA

GTAAGTTTCCTGTGAAATTCCATCTCTCAAGGATGGAGCGGGCAGGAAGTACTGCTAGGCTAGAGACCGGAAGACGT

GAAAAGTACGTTCAAAGTAGCGGTAAAATGTGTTAATCTTGAACGGACTAACAACAGCGAAGGCATTTCACGAGGAC

GGTTCTGACAGTAAGGGATGAAGGCTAGGGGCGCAAAACGGATTAGATACCCGTGTAGTCCTAGCAGTAAACACTG

TACACTAAACATTAGTGCCTCCTCGAGAGGTATTAGTGCTGAAGCGAAGGCGAAGAGTGTACTACTTGGGAAGTATA

GTCGCAAGACCGAAACTTAAATGAATTGACGGGG 

>OTU12929;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCACTGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATTCGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGCTGTGAAAGGTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGAG
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TAGGTTGGAGGTGGGCGGAATGCGTGGTGTAGCGTTGAAAGACATAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCCAAGCCATAACTGAGACTGAAGCACGAAAGCGTGGGTATCAAACAAGATTAGAAACCCTGGTA 

>OTU12927;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGCTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGTGGCATGGTAAGCCAGAAGTGAAAACCCGGGGCTCAACCCCGCGGATCGCTTTTGGAACTATCAGGCT

GGAGTGCTGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCG

AAGGCGGCTTACTGGACAGAAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12932;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

GAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAA

AGGGTGCGTAGACGGGAAGGCAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATC

CTTGAGTACTGGAGAGGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12931;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Graci

libacteraceae(0.0252),g:Gracilibacter(0.0076); 

CCTTTCTTCCTCCTTTTTTCCTCTTTTTCCCTTTCTTCCCCTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTTTTCGG

ATTGTAAACTTCGGTCGCGAGGGACGAAGAATGACGGTACCTCGTAAGAAAGCCCCGGATAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGCAATATAAGTT

AGATGTGAAATCCCGCGGCTCAACCGCGGAACTGCATCTAAAACTATATAGCTGGAGTGCAGGAGAGGTGAGTGGA

ATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGACTCACTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12930;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Negativicutes(0.4045),o:Selenomonadales(0.17

19),f:Veillonellaceae(0.0710),g:Anaerovibrio(0.0157); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGA

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGTTTA

AAGGGTGCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAG
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CTTGAGTACAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGC

GAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12934;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTGGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAACGGCGGGACGTGTCCCGCTTTGCATGTACCGTCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGGAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGAAACTGGAAGCCTTG

AGTGCACGAAGGGGTGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12935;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.5632),g:Blautia(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCAGAATGGGGGAAACCCTGATGGAGCGACGCCGCGTGAAGGAAGAAGT

ATCTCGGTATGTAAACGTCTATCAGAAGGGAAGATAATGACGGTACCTGACCAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTTGAAACTGTTAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCGAAGGCGGCTTACTGGACGTTC

CCTGCCGTTCAGTCTCGAAATCTTCGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU12933;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_2(0.0560),g:Alkaliphilus(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTAAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTCGTAGAGGACGAAAGAAATGACGGTACTCTGCAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCCTAC

CAAGTCGTATGTGAAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCGTGCTAGAGTGTCGGAGGGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGAC

AGTAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12936;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2864),g:Alloprevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCACTTCTTCACCCTCCACTTATCGTGCAGGATGACGGCCC

TCCGTTTTGTCAACTGCCTTTAGTTGGGAATAAAAGGGGTCTCGTTAGCCCCGTATTGTATGTACCATCCGAAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTATTGGGTTTAGAGGGA

GCGTAGGCCGGCTGTTAAGTCAGCTGTGAAAGTCCGCGGCTCAACCGTGGAATTGCAGTTGAAACTGGAGGCCTTGA
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GTGCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGG

CAAGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACAATGGTA 

>OTU12937;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCGGACTGTAAACCTCTAACAGCGGGGAAGACAAAAGGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGCTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCGTCTGAAACTGTAGCTCTTGAGAGTGGGAGAGGTAA

ACGAAATTCCCGGTGTAGCGGTGAAATGCGTAGATGTCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12938;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_2(0.1485),g:Alkaliphilus(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTT

AAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAAGAGGAGAAAAGGGAAGAAAGGAGGAGGGAGCAAAGCAGTGTGAGTGAAGAAG

GTTTTCGGAGCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTGGACGGTAATAAAC

CAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGAATTGCATCAGAAACTGTT

GAACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCGGTTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTATATTCCCTG

GTA 

>OTU12940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTA
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GAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12939;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGACCCAGCGACGCCGCGTGAGCGAAGAAGGC

TTTCGGGATGTAAAGTTCTATTAGCAGGGAAGAAGAAAAGACGGTACCTGACGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGG

CAAGTCAGATGTGAAATCCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCGAGCTGGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12942;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9991),c:"Fibrobacteria"(0.9961),o:"Fibrobacterales

"(0.9952),f:"Fibrobacteraceae"(0.9964),g:Fibrobacter(0.9975); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCGTTTTCTCGGAGACGTTGAATGTACCTCGAAAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGTAGGCGGAGATGCAAGCGGACTGTACAATACCGGGGCCCAACCCCGGGCCTGCAGTTCGGACTGCACCTCTTGG

ATAGTTCAGGGGCAGGCGGAATTCATGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAG

GCAGCCGGCGGGGGACTCATCGACGCTGAGGCTCGAAAGTGCGGGTAGCAATCAGGATTAGATACCCTGGTA 

>OTU12946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTAGGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCCGGTACCGCATTACTAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTGATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTCTTATAAGGGTGTTGTGAAATGTCGGGGCTCAACCTGGGTATTGCAGGGCGAACTGTGGGACT

TGAGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATGGCG

AAGGCAGCCGGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAATGTT

TTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAGGCCACTGCTAACTACGTGCAAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATCAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGAGGAGGAGGGTG
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GAATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCGCGAGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU12945;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:Pasteur

ellales(0.9063),f:Pasteurellaceae(0.8864),g:Pasteurella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTATCGGTGATGAGGAAGGCGGTTAGTTTAATAGGCTAATTGATTGACGTTAATCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTTGCTTAAGTGAGGTGTTAAATCCCCGGTCTTAACCTGGGAATTTGATTTCAGACTGGGCG

GCTAGAGTATTTTGGGGAGGGGTAGATTTCCACGTGTCGCGGTGAAATGCGTAGAGATGTGGGGGAATCCCGAGGG

CGAAGGCGGCCCCTTGGGGAAATACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATCCCCTGGT

A 

>OTU12944;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTTAAGCTCCTTCTTTAGGGACGTTAATGACGGTACCTGTGGAGGAATCCAGGGCTAACAACGATCCAG

CCGCCGTGGTAATATGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAAG

TCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACGATAAC

TGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12948;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTAGCTTATTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGATGTGAAATGCCGGGGATCAACGTGGGAATTGCAGCGCGAACTGGCAGGCTTG

AGTGAGAAGGCAGTAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGAGATGACGCAGAACTCCGATTGCGAAG

GCAGCGCGCTGTAGGGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATACAGTTAGTAACTGGCCTTTATTTGCCGGTACTCAACCAG

CAAGTCCCGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTATGTGGCTAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCGTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAAC
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TTGAGTGAAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACTCAAGTCTGTTGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAATAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATAAACCAGA

AAGTCACGGCTAACTACGTGCCAGCCGCCGCTGTAATACGTAAGTGGCAAGCGTCGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAATGAGAAGTCTGATGTGAAAGCCCACGGCGTAACCGAGGAACTGCATCGGAAACTGCTGTT

CTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9938),o:Lactobacillales(0.9821),f:Lactob

acillaceae(0.9759),g:Lactobacillus(0.9705); 

AAGGAAGGCAGAAGAAGGTAATCGGGGACAAGGGAAGAACGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

GTTTCGGCTCGCAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAGTGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTG

AACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU12949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9940),f:Strept

ococcaceae(0.9873),g:Lactococcus(0.9818); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACGTTGCATAGAGTGGAAAATTATGCAAGTGACGGTATCTAACC

AGAAAGGGACGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGTGGTTTAATAAGTCTGATGTAAAAGGCAGTGGCTCAACCATTGTGTGCATTGGAAACTGTTAG

ACTTGAGTGCAGTAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGG

CGAAAGCGGCTCTCTGGACTGTCACTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12952;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGACAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGCTGCGAGCGTTATCCGGATTCATCGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCGGCGATGAAATCCCCGCGCTCAACGCGGGAGTTGCAGTTGATACTGTACATCTGA
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AAGGCGCTTGCCGTGGGAGGAATGAGTAGTGGAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU12953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.9566); 

ACGGAAGGCAGCAGTAGGGAAACTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGCAGGCGGAAGGCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12954;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGGGGAAGGGAGTAAAGTTAATACCTTTACTCAGTGACGTTACCCGTAGA

AGAAGCACCGGCTAACTCCGTGCCACGAGGTGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATTATTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGTTGTGAAAGCCTGCGGCTCAACCGGGAAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCTGGTGTAGCGGTGAAATGTGTAGAGATCTGGAGGAACACCGGTG

GCGAAGGCGGCCCCCTGGACTAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12956;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGTTCTGTTGTTAGAGAAGAACACGGGTGAGAGTAACTGTTTATTCGATGACGTTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAACGCAGGCGGTCTTTTAAGTCAGATGTGAAATCCTGCGGCTCAACCTGAGTAGTGCATTGGAAACTGGAAGAC

TTGAGTGTAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGCCTCTCTGGTCTGTAACTGACGCTCAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12955;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.8048),o:"Entero

bacteriales"(0.3319),f:Enterobacteriaceae(0.1679),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGCAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGTCATATTGCGGGTACCCTCTGCATAAGC

ACCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG

CACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCATGGGCTCAACATAGGAACTGCATCTGAAACTGGAGAGCTTG
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AGTGTAGTAGAGGCGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAATACCGGTGGCGAA

GGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12958;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGT

GACTTGAGTGCAGAAGAGGGCAGGGGAACGCGATGTGTGGCGTTTGAATGCGTAGATATATGGAAGCACATGTGTA

GCGATGGCTGCTGGCTGGTAGTCTACAGGCGCGGAGGCGGGAAAGCGTGGGTAGCAGACAGGATTAGTAACCCTG

GTA 

>OTU12957;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

TCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATATGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGGGAAAGGCCGTCGCTCAACGGCGGACTTGCGGCGCGAACTGGTCCACTTG

AGTGCGCGAGGCGTTGGCGGAATTCGTAGTGTAGCGGTGAAAGGCTTAGATATCAGGAGGAACTCCGATTGCGAAG

GCGGCTGGCGGTAGCGAAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCACGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATCATTCTGATGTGACAGCCTTCGGCTCAACCGAGGAATCGCATCAGAAACTGTTGGA

CTTGAGTGCAGAAGAGTATAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGCCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGTTAGCGAACAGTATTAGATACCCTGGTA 

>OTU12963;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

CCTTCCTTCATCATTGCGGAATCTTTTTCCCTGTCCTTTAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTA

TGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGACC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGATCAACCTTAAAATTGCAGTTGATACTTGGTGCCTTGAGTG
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CAGTATAGGCACGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTTGCTGGAGTGTAACTGACGCTGATACTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12960;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGTCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGTTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTAAAGTCAGATGTGAAATCCTCGGGCTAAACCTGGGAAGTGCATCTGATACTGGCAA

GATTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGAGTAGAGATCTGGAGGAATACAGGTG

GCGAAGGAGGACACCTGGACGAAGACTGACGCTTAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU12961;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGCAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTTCAAT

AAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAACTTGAGTGCAGAAGAGGAGA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCCCCCTGGACGA

AGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2864),g:Saccharofermentans(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTGAAATTTCGGGGCTCAACTCCGTATTGAGTTGGAAACTGCCAAACTATAGTACTGGAGAGGTTGGCG

GAACTACAAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCCTCCTGGTCTGTAA

CTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12964;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9733),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA

AGAGTGCGTAGGTGGTTATCTAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACT
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TGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU12966;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGGTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTTTGCTAA

GCGCAAGGTGAAAGGCAGTGGCTTAACCAGTGTAAGCCTTGCGAACTGACAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12965;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTATTCCACGTGTGGGATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGCG

CGCAGGCGGGCCGGCAAGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGA

GTGATGGAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12967;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.3884),g:Clostridium_III(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGACGAAGGT

CTTCGGATCGTAAACTTTTGTCTTTGGGGAAGAAGAAAGTGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGAA

GTAAGTCAGATGTGAAATACCGGAGCTTAACTCCGGGGCTGCATTTGAAACTGCATCTCTTGAATGCCGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12968;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GTGTAGGCGGGCTAGCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTGGTCTTGA
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GTGCTGGAGAGGCAATCGGAATTCCGTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12972;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATAATGTTTTGTATGTATTATATGAATAAGGA

TCGGATAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCATTTGTGAAAGTTTGCGTCTCAACCGTAAAATTTCGGTTGATACTGTCAGTCTTGAGT

ACAGTAGATGTAATCAGAATTCGTTGTGTAGCTGTTAAATGCTTATATATCACGAAGAACTCCGATTTCGAATGCAGC

TCACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGTATTAGATACCCTGTTA 

>OTU12969;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Prolixibacteraceae(0.0355),g:Prolixibacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAAGTCCTGGGCTCAACTCGGGGGCTGCATTTGATACTGTCGCGCT

AGAGTGCGGATGAGGACAGAGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATTGCGA

AGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12971;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAATGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTCTGTAGGACGATAATGACGGTACTACAGGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGTTTGCAAG

TCAGATGTGAAATACCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGTAGATCTTGAGTGATGGAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGATGTAAAGCTCTGTCTTCAGGGAAGAAAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGCCGGGGGAGCA

AGTCTGAAGTGAAAACCCCGGGCTCAACTCGTGAACTGCATTTGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12976;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTTATGCATCAACTCCTCGTGAGTGATGAAGGTT

TTCGGCTCGTAAAGCTCTTTCTTTTGTTAAGCTAATTACGTTACCCAAGTATGCATCCACTTCTACCTACTTTCCATCCTC

CGCTTTAATACGTAGGTGGCGATCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGAGA

TGTGAAATACCCGGGCTCAAATTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGAAGGAGAGGAGAATGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACTGAC

GCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12974;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiales_Incertae_Sedis_XIII(0.1098),g:Mogibacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCT

AAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACGTGAGTGCAGGAGGGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12973;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lach

nospiraceae(0.0099),g:Lachnospiracea_incertae_sedis(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGAAATGGGCGCAAGATTGATCCAGCAACGCCGTGTGAAGGAAGAAGGC

TTTTGGGTTGTAAAATTATTTTAAGAGGGAAGAGGAGAAGACGGTACATCTAGAATAAGTTATGGCTAAATAAGTGG

CAGTAGATGTGGTAATAAGTAGGTGGCAAGCATTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTAACGAAGGCGACTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Rikenellaceae"(0.3884),g:Alistipes(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCATGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCT
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AGAGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCAGTGGCGA

AGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12979;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAACCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAACTAGAG

AGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12977;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.7497),o:Erysipelotrichales(0.4

652),f:Erysipelotrichaceae(0.2864),g:Turicibacter(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTATGAAATGTCTAGAGTTTGACGTTACCTTATGAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTA

AAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAAGCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAG

ATCTTGAGTGTCGGAGGGGCAATCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU12978;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGCGCGATGAAGGC

CTTCGGGTCGTAAAGCTCCGTCTTCCAGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCAA

GTGAGATGTGAAATGCATGGGCCCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGTA

ACTGACGGTGAGGCGCGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.5273),g:Blautia(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAACAGGGACGAAACAAATGACGGTACCTGAACAAGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGG

CAAGTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGGTCTTGAGTGCCGGAGAGGTA
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AGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12983;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGCCGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCTGAGGTGAAAGGCTACGGCTCAACCGGAGTAAGCCTTTGAAACTGGGAAGCTTGAGTGCAGAAGAGGAGAGT

GGAATTCCTAATGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAATTGCGAAGGCGGCTCGCTGGACTGTG

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12980;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactob

acillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGTAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGTTGCTT

AGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12981;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCATTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGA

GTGCGGATGCCGCCGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGGGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.6350),g:Roseburia(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCAGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACTGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACCTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCAGTTGAAACCGGTGAGCTAGAGTGTCGGAGGGGTAA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCAGCTGACTGGACGG

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU12984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGACCCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATGTCTACTGTTTTGTATGTCTTATATGGATAAGGA

TCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGCAGGCGGGAGAGCAAGTCAGCTGTGAAAACCATGGACTCAACCCATAAACTGCAGTTGAAACTGGTATTCTTGAG

TGGAGGAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGG

CGGCTTGCTGGGCTCTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1485),g:Clostridium_XI(0.0326); 

ACGGGAGGCAGCAGTGGGGAAGAGGGAAAAAGGGGGGAAAGAAGGATGCAGCAACGCCGCGTGAGTGATGACG

GCCTTCGGGTTGTAAAGCTCTGCCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTTAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAATGCGGCTCTCTGGACTGTGA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12987;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGA

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTGATTTAA

GTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGGTTACTTGAGTGTGTTTGAGGTAGGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU12990;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGCAGGACGACGGC

CCTATGGGTCGTAAACTGCTTTTAAGGGGGGGTAAAGAGGGCTACGCGTGGCCCTTTGCAGGTACTGCTCGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGTTAAGTGTGTTGTGAAAGTTCGGGGCTCAACCGGAACATTGCAGTGGAAACTGGCGAGCTT
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GAGTGCAGATGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGAGGTGTAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12989;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9638),c:Spirochaetia(0.9038),o:Spirochaetales(0.79

95),f:Spirochaetaceae(0.5991),g:Treponema(0.3043); 

CCTTTCTTCCTCCTTCTTTTCTCTTCCCCCCTGGCCGCCAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGGA

AGGTTGTAAAGTTCTTTTGAAACTGGAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGAATAA

GCAACGGCTAATTACGTGCCAGCAGCCGCGGTGACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAG

GGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTACGAACTGCATTGAGAACTACAAGACT

TGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGCGA

AGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12988;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAATATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAGGGCTTG

AGTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGTCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU12991;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTCGGGGTCGTAAACTTCTTTTATATAAGAATAAAATGCGGTATTTATTCTGTTATGTCTGTCTTATATGAATAAGGCT

CGACTAGCTCCAAGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTTCGGCTCAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAGTA

CAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCAATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU12992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATGCGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTTGT

AAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATAGGACTAGAGTGTCGGAGAGGCAA



7850 

 

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCAA

GCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCGAGTTCGGTAGGGGAAGGCG

GAACTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12994;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTTGGGTACGTGTACCTGTTTGCATGTACCGTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTGTTAAGTCTGACGTGAAAGGTTGCCGCTCAACGGTAGAACTGCGTCTGATACTGGCAGTCTTGA

GTGAAGTAGATGCTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGGGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU12996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9820),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTTGGCGG

AAAGCGAGCGCAGGCGGTTTGGTAAGTCTGATGTGAGAGCCTTTGGCTGAACCAAAGAAGGGCATCAGAAACTGTC

AGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU12997;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTTAACCAGCCATTCCGCGTGCGGGAATGAGGCC

CTATGGGCTGTGAACCGCGTTTGCCTGGGGGCAATAAGGTCGTCGCGCACGTCCGATGAGCGTACCCGGGGAATAT

GCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACTGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCGCTTGATACTGTCGAGCTG
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GAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTGGCGAAACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU12995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAA

GGGAGCGTAGGCGGAATGGTAAGACAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAG

CTAGAGTCCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12998;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTCCACGCAGTGACGGTATCAAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGAGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGCAGCCGGGTCTGCAAGTCAGGTGCGAAAGCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGA

GTCTTGAGTATCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCGGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.6350),g:Roseburia(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

CTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGTATCAACATGTGC

CAGCCGCCGCGGTAATACGTATGGTGCAAGCGTTCTCCGGATGTACTGGGTGTAAAGGGAGCGCAGGCGGAATGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACGCCGGTGCTGCATTTGAAACTGGGCATCTAGAGTGTAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU12999;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACTTTTGCGAGTATGCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGGGTAAGCCTGTGGTGAAAGGCCGGGGCTCAACCCTGGAAGTGCCGTGGATACTGTTGGGCTG
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GAGTGCGCCCGACGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACTGGTGAGAGTAACTGTTCATGCGATGACGGTATCTAACGA

GCAAGTCACGGCTAACTACGTGACAGCAGCCGAGGTAATACGTAGGTGGCAAGTCTGGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCAGTCTGTTAAGTCTGTTGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAA

GACTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13002;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Ruminococcus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTCCGGAATTTGTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGGTTGAAGTGAAATACCCGGGCATAACGTGGGGGTGGCATGACATAATGTTTGACTTGAGTAAAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATGAGGAGGAACATCGGTGGCGAAGGCGGCTATCTGGAC

TGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13004;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Solitalea(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGGCGTCGTGACGTCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGACGTGTAAGTCAGAGGTGAAATGTCCGGGCTCAACCTGGGAACTGCCTTTGATACTGCATGTCTGG

AGTGCGGATGACGTGGGAGGAATGGGCAGTGTAGCGGTGAAATGCATAGATATTGCCCAGAACACCGATTGCGAA

GGCATCCCACGAATCCGACACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13003;tax=d:Bacteria(0.3794),p:Firmicutes(0.0716),c:Bacilli(0.0132),o:Bacillales(0.0109),f:Bacillaceae

_1(0.0033),g:Bacillus(0.0028); 

GTGCCAGCAGCCGCGGTAATACGAAAGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTTTGTAGGTGGTC

CAAGAAGAATGCAATGAAAGTACTTTAAAAAGGAGTAAGTGTTGCAGAGCCCTGAGGACTTGAGGTCAAAAGACGA

GAATCGAATTTCGGGTGGAGCGATAAAATGCAAAGATATCCGAAGGAAGACCGAAAGCGAAGGCAGTTCTCGAGGT

TGAACCTGACATTGAAAAACGAAAGCGTGGGGAGCAAACGGGATTAGAGACCCCGGTAGTCCACGCCGTAAACGAT
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GTATGACTTTCTAGAACCTGTACATTGAGTATAGAGAGAAGCAGAAAAAACTAACGTGATCATACCGCCTGGGGAGT

ACGGCCGCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU13006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3043); 

AAGGAAGGCAGCAGTGAGGAAGAGGGGTGAAGGGGCGAGAGACTGAACCAGACAAGGAGAGGGCAGGAGGAGG

GCCCTATGGGCGGGAAACTGCGGGGAGAAGGGAATAAAGGGAGTAGCGGGAGGAGGGTGGCAGGGACCGGAGG

AAGAAGGACCGGCTAATTCCGGGCCAGCAGCCGCGGGAATACGGAAGGTCAGGGCGTTATCCGGATTTATTGGGTT

TAATGGGAGCGTAGGCCGGAGATTAAGCGTTTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGT

TTCCTTGAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATT

GCGAAGGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU13005;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.7428),g:Roseburia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAATGACAGTACCTGACTAAGAAGCACCGGCAAAATACGTGCA

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCA

AGTCTGAGGTGAAATCCCGGGGCTCAACCCGGGTACTGCATTTGAAACTGTTGGACTAGAGTTTCGGAGGGGTAAGT

GGAATCCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACGATT

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13007;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0252),g:Butyricimonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGAATGG

TCTATGGCTTGTAAACCTCTTTTGTCAGGGGAGAATAAGGATCACGTGTCATTCTATGTCAGTACCATACGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCTGGTGTGAAATGTCGGCGCTCAACGTCGGAGCTGCCCTTGATACTGGCGCGCTGGA

GTGCGGATAACGCCGGCGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAAGG

CAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGTGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCGGTTGTTGGAGAAGAACGTGCGGGAGAGGAACTGTTCACGCAGAGACGGTATCCAACC

AGAGAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGACGAAGTGCATCGGCAACCGG
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GCGCCTTGAGTGCAGAAGAGGACAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGTCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU13010;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanom

icrobiales(0.0000),f:Methanomicrobiales_incertae_sedis(0.0000),g:Methanocalculus(0.0000); 

CCCGACGACCCAAATTAGGGTCACCGCTACCTGTAGGAAGTGTCCGCCTAACGTGCCCCGCATGGACATGAAGACGG

CCATTAGCTGTACCATCCTCAGGCACACAAAAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCG

GCAGCAAGAACCATACGACCAATATCACGAAAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCG

GTCGTCAGCCAACGTGAGAGTGGCAAAAACGATAAACCAACCAGCAGCATGAGCCTGGCGCATTGCATTCATCAAAC

GCGGAATAGCAAAGCCTCGACGCGATTTCATAGGGGAGGCCTCCAGCAATCT 

>OTU13009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.8505),g:Intestinimonas(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATCGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGT

GCTAGCAGCCGCGGGAATTCGTAGGTGGCAAGCGTTATGCGGACTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGT

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAGCTGTACTTCTTGGATGATGGAGAGGCA

GGCGGAATTCCCTGTGTAGGGGTGAAAAGCGAAGGTATTGGGAGGAACACCCGTGGCGAAGGGCGCTTTCTGGACT

GAAGCTGACGCTTGGGCGCGAAAGCGTGGGGAGCCAACAAGATTAAATACCCTGGTA 

>OTU13011;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTAGGGGAATAATAAGACTTTCGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTCACTCCGTGCCACCAGCCGCGCTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATACGTCTATGGTGAAATGCTTCTGCTCAACAGGATCTTGCCTTAAAAACTGTCTAACTAGCA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

GGCTTGCGAAGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13012;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATATCCGGGCTCAACTGGGAGACTGCATTTGAAACTGGAGTTCTAGAGTGCAGTAGAGGAAAAC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTTTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGAAGACGTC

TTTCTGTATGTAAAACTCTTTCAGCAGGGAAGTAAATGACGGTACCTGACTAAGATGCCCCGGCTCACTTCGTTCCAG

CCGCCGCGGTACTACGCCGGCGGCCACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTATGCAAG

ACTGGAGTGAAAGCCCAGGGCTCAACCGTGGGACTGCTGTGGAAACTGGATGGCTAGAGTGCGGGAGAGGTAAGT

GGAACTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13013;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Capnocytophaga(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATGGGACAATGGATGGAAATCGGATCCAGCCATGCCGCGTGAAGGAATACGGT

CCTATGGATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACGAATAAGC

ATAGGCTAACTCAGGGCCAGCAGCCGCGGTAATACGGAGGATGCGAGGGTAATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGATGTAAGTCAGTGGTGATATGTACCGGCTTAACCGGTCAACTGCCGTTGATACTGCATTGCTGGA

ATACTGTTGCCGTGTGAGGAATGTGTAGTGTAGCGGTGACATGCATAGATATTACACAGAACACCGATTGCGAATGC

ATCTCACGACGCCGCGATTGACGCTTATGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13015;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.5579),o:Rickettsial

es(0.2039),f:Rickettsiaceae(0.0904),g:Rickettsia(0.0181); 

GTGTCAGCAGCCGCGGTAATACGGAGGGGACTAGCGTTGTTCGGATTTACTGGGCGTAAAGAGCGCGTAGGCGGTT

TAGTAAGTTAGAAGTGAAAGCCCAGGGCTCAACCCTGTAACTGCTTCTAAAACTGCTAAACTAGAGTATGGGAGGGG

ACAGTGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAAGCGACTGTCTGGA

ACATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA

TGAATGCTAGATATCGGGGTTTCCCGGTGTCGAAGATAACTTGATAAGCATTCCGCCTGGGGAGTACGGTCGCAAGA

TTAAAACTCAAATGAATTGACGGGG 

>OTU13016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0230); 

AAGGGAGGAAGAAGGGAGTCCTCTTGGTCAATTGGCGAACTCCTTCACCCTCCAAGTATCGTGAGGGATGACTGCCC

TACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGGGGGTTAAGCGTGTCGTGAAATGCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGAG
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TACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13018;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTAGTGACCTGCCGTGGCTCAAGCGTGGCACTGCGGCGCGAACTGGGGTGATT

GAGTGCGCGCAGCGCAGGCGGCACCCGTGGTGGAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCCTGCGGGAGCGCAACGGACGCTGAGGCCCGAAAGGGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Blautia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTG

GCAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCTGGAGGGGTA

AGCGGAACTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCGTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13019;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAAAGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13020;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCGGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAGTA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGACGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGAGTGAAATGCCGGGGCTCAACACCGGGGCTGCCTTTGATACTGTCGCGC

TGGAGTGCGGAAGGCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGC
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GAAGGCATCTGGCGAGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

G 

>OTU13021;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAACTCTGTCTTTAGGGACGATAATTAGGGTACGTAAGGAGGAAGCCACGGCTAACTACGAGCCA

GACGCGGCGGTAATACGTCGGCGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATTTATAA

GTGGGATGTGAAATGCCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGAGAACTAGAGTGCAGAAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13022;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Clostridium_III(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAACTG

CAAGTCAGATGTGAAATTCCGGGGCTCAACCCCGGAACGGCATTTGAAACTGTAGTCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13024;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGTT

TTTCGGATTGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGATAGTGGACAGTTCGCACAGTGCCGGTAACTAACC

AGCAAGGGACGGCTAACTACGTGCCCGCAGCCGCTGTAATTCTGAAGGTCCGGACGTTATCCGGATTTATTGGGTTT

AAAGGGAGCGTAGGCCGGAGATTAAGCGGGAGGTGAAATGTAGACGCTCAACGTCGGAACTGCAGCGCGAACTGG

ATGGCTGGAGTACGCACAAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGA

TTGCGAAGGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCT

GGTA 

>OTU13025;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lach

nospiraceae(0.0355),g:Blautia(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGCAAAGGG

AGCGTAGACGGAGAGGCAAGTTTGATGTAAAATCACGGTGCTGAACGCCGGGACTGCAATGGAAACTGTTTTTCTAG
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AGTGTCGGAGAGGTAAGCGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATAATAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13026;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACTTTATTCATCATTTAGGAATATTTTTCAATGGTCGTTAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGAAGGTCCT

ACGGATTGTAAACCTCTTTAGCCGGGGAGCAACGTGCGCCACGCGTGGCGCAGTGAGAGTACCCGGAGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCGGCGCGAAAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGACGCCGTTGAAACTTTCGAGCTGGAG

TTCGTGCGAGGGAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACCCCGATTGCGAAGGC

AGCTTTCCAGCACGCGACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGATGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGAAATTCAA

GTGAGATGTGAAATCTACGGGCTTAACTTGTAAGCTGCATTTGAAACTGTATGTCTAGAGTGTCGGAGAGGTGGACG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACTATAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13027;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0181); 

ACTTAATTCATCATTTATGAATATTTTTCAATTTTCTTAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGTCCTA

CGGATTGTAAACCTCTTTTGCCGGGGAACAACGGGCATCACGTGTGGTGCTGTGAGTGTACCCGGAGAAAAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCG

CAGGCGGCGCGTCAAGCCGGCGGTAAAATTGCGGGGCTCAACCCCGTAGAGCCGTCGGAACTGGCGAGCTTGAGTG

GAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGGCA

GCATACTATCCTCCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13030;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTACACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTCTGCATACCTGTTTGCATGTACTTTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGCTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGCTGTGAAAGTTTGTGGCGCAACTGTACAAGTGCAGTTGATACTGGCTATCTTGAGT
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GCAGTCGAGGCAGGCGGAATTCGCGGTGGAGTGGTGAAATGCTTAGATATCACGAAGAACTCCGCTTGAGAAGTCG

GCCTTCTAAGTTTCAACTGACATTGAGGCGTGAAAGTTGGGGTATCCACCAGGATTACATACCCTGGTA 

>OTU13029;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATCAGGGGATAAAGTGCGGGACGTGTCCCTCATTGCAGGTACCTGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGTGCTTAAGCGTGCTGTGAAATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGGGTGCCTT

GAGTGAGTGCGAGGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCGTACCAGTCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13028;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Alphaproteobacteria(0.4045),o:Kiloniellal

es(0.1483),f:Kiloniellaceae(0.0560),g:Kiloniella(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTAATTGGGGAAGATAATGACGGTAGTCATAGAGGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCTTGATAA

GTTGGATGTGAAATACCCGGGCTCAACCTGGGAGTTGCATCCAAAACTGTTGAGCTAGAGTACGGGAGAGGATAGC

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTATCTGGTCTAAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13031;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGGGTGCTACGTGTAGCATATTGCAGGTACCACATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCAGTCTTATAAGCGTGTTGTGAAAGGTAGGGGCTCAACCGGGGAATTGCAGCGCGAACTGGCGGTCTT

GAGTGCGCAGGAAGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTTACTGAGCCGTAACTGACGCTGAAGCGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACACTGGGACTGGGTTGGAAAATGGATGGCTAGAGGGCTGGAGAGGGAAG
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AGGAATTCCTAGTGGAGCGGTGAAATGCGGAGATATTAGGAGGAAAAACAGGGGCGAAGGCGGCTTACTGGACAG

TAAATGAAGGTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13033;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Helio

bacteriaceae(0.0560),g:Heliorestis(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCCAA

CTAAGTCTGAAGTGAAACTCCTGATTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCGTGAGTGAAGGAGAGGTA

GGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAAAAACAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU13032;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGC

ATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATGCCGGGGCTCAACAGCGGGGCTGCACTGGGAACTGTAGGGCTG

GAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAA

GGCAGCTGGCGAATGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13035;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0149),g:Clostridium_XlVb(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCGGGAAGAAGGT

TTTCGGGTTGGAAAACTGTGTCGCTGAAGGCGAAGGAAGTGACGGGTTTCTGTGTGGAAGCCCCGGCTAATTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGAGTTGTCCGGATTTAGTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGGCTTAACTGGTGGGGTGCATCGAAAACTGTTTGACTAGAGTACAGGAGAGGA

CAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTAGAC

TGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTCGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCGCAACTTGGGTGCTGCATTTTTAACTGGAAGTCTAGGGGTCAGGAGAGGAGACT
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GGAATTCCTAGTGTAGCGGTAAAACACGTAGTTATTAGTAAGAACACCACTGGCGAAGGCGGTTATCTAGACTGTAA

CTGCCGCTGAGGCTCGAAAGCGTGGGGAGCATACAGGCTTAGATACCCTGGTA 

>OTU13037;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACAAGCAAGGCCGCGTGCGGGAAGGAGG

CCCGATGGGCTGTGAACCGCTTTTGCCTGGGGGCAAGAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAAT

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAGATTCCGAGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGCGGCACGCCAGCGTGGCGCTAGACCAGGCTTAGCTACCCTTGTA 

>OTU13041;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Rikenellaceae"(0.0099),g:Rikenella(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAAGCAGCCACGCCGCGTGCATGAAGGAGGT

CTTATGGATTTTAAACTGTTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGAATTCGATCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCTGCTCAACAGGAGTTTGCCTTGGAAACTGTCTGACTAGAGT

ATAAGCGGCGCAGGCGGAATGAATCGTGTAGCGGTGAAATGCATAGATATGATTAAGAACACCGATGGCGAAGGCA

GCTTGCGAGAATACGATTGACGCTGAGGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13040;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGAATAAATGACGGTACCTGAGTAGGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTTCTGC

AAGCCAGAAGTGAAAGCCCGGGGCTTAACCCCGGGACTGCTTTTGGAACTGTAGGGCTGGAGTGCAGGAGGGGCA

AGCGGAATTCCTGGTGTAGCGGTAAAATGCGTAGAGATCAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13038;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTCTGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCCTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGTGTGAAATGCCGGTGCTCAACCCCGGGGCTGCCCTTGAAACTGTCGCGCT
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GGAGTGCGGATGCGGCAAGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCAGTGGCG

AAGGCGTCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13039;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGTGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAGGTACAGCCAGAAAAA

GGACCGGCTATTTCCGTGCAGGCAGCCGCGGTAATAGGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGACGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGTTATCTT

GAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAGATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13045;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Prevotellaceae"(0.0113),g:Prevotella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGAAGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCGGGAGCAATAAGAGCCACGCGTGGCGAGATGCGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGCTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGGTGGTAAGTCAGCTGTGAAATGTCCGCGCTCAACGTGTGGCGTGCATTTGATACTGCCGTCCTG

GAGTGCGGATGCCGTGGGAGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACACCGATTGCGAA

GGCATCTTGCGAAGCCGCAATTGACGCTGAAGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13042;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.65

09),f:Spirochaetaceae(0.4563),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGACGGTTGTAAAGTCCTTTTATGACTGATGAATAAGGGATGTGAGAGAAACGCATTCTGGTGACGGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGCAGGCGGAACCGCAAGTCTGGTGTGAAAGGCAGGGGCTCAACCCCTGGACTGCGGTGGAAACTGC

GGTACTAGAGTCGCTGAGGGGCAGGCAGAATGCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCGA

TGGCGAAGGCGGCCTGCCAGAAGATGACTGACGGTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU13044;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGAGCGACGTGTGGCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGGGGTTAAGCGTGTCGTGAAATTCAGACGCTCAACGGCGGCCGTGCAGCGCGAACTGGTCCACTTG
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AGTACGCACAACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13043;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Euba

cteriaceae(0.0099),g:Alkalibacter(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGTGCGAAAGCCTTACTCAGCAATGCCGCGTTAGTTAAGAAGGTC

TTCGGATTGTAAATCTCTTTGATCAGGGACGAACACAATGACGGTACCTGACGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCCAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGA

AAGTTGGATGTGAAATCCATGGGCGCAACCCATGAACTGCATTTGAAACTGGGGGTCTTGAGTGTAGGAGAGGCAA

TAGGAATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACAACAGTGGCGAAGGCGGCTGTCGGGTCTG

CAACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGAGTAGATACCCTGGTA 

>OTU13049;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGACGTACGTGTTCCGCCTTTGCAAGTACCGCCCGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGTTAATACGGAAGGTCCGGGCTTTATCCGGCTTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTT

GAGTGCGCGCAGGGGCGGTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCAGGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGAGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13046;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1291),g:Butyricimonas(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGCAGTGCTGGA

ATACTGTTGCCGCGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCGCGAAGCAGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13048;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:"Entero

bacteriales"(0.0547),f:Enterobacteriaceae(0.0149),g:Dickeya(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAA

GGGCGTGTAGGCGGCAGTATAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAG

CTTGAGTGCGGAAGAGGTAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG
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CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13047;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCCTAGGGGAAGAAACATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGAGTACGTAGGTGGCCCTGTA

AGCGTAGGGTTTAAGGCGACGGCCCAACTGTCGCATGCCCCATGAACTGCAGAGCTTGAGTGCTGGAGGGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTTCTGGACAGTA

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13051;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGTTTTTAAACTGCTTTTATACGGGGATAAAGTGAGGGACGTGTCCCTTATTGTAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGTAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGCGTGTCGTGAAAAGCATCGGCTCAACCGGTGTGGTGCGGCGCGAACTGGCGGTCTTG

AGTGGGTGGAAAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGGCTGTAACCTTACTGACGCTAAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13050;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumi

nococcaceae(0.7068),g:Intestinimonas(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGGCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGAG

CCAGCAGCCGCGGTAATACGAAAGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCCGAACCTGCCTTTGAAACTGTCCTTCTTGAGTACTGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCTTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAG

CAGCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13052;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacilla

ceae_1(0.0355),g:Paenibacillus(0.0087); 

AGGGAAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGGGAAAGGAGGAGGAAGAAACGACGAGTGAGGGAAGAA

GGTTTTCGGATCGTAAACTTCTATCCTTGGGGACGATAATGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCCAA

CTAAGTCAGGTGTGAAAGTCCTGGGTTTAACGTGGGAACTGCCTTTAAAACTGGATGGCTTGAGTGCAGGAGAGGTA



7865 

 

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13053;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pept

ostreptococcaceae(0.0149),g:Clostridium_XI(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCCGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGGGCTAAACTCGGGTGTTGCATCGGAAACTACGAGTCTTGAGTGTCGGAGAGTT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCATCAGGGGCGAGGGCGACTTACTGAAC

GATAACTGACGCTGAGGCACGAAGGCGGGGGGAGCAACAGGATTAGATACCCTGGTA 

>OTU13055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAACGACGCTACCTGAGGAGGATGCCACGGCTCACTCCGTGCCA

GCAGCCGCGGTACTACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGTTGTGAAATACACGGGCTTAACGTGGGTGCTGCAGTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

GGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCGGTGGCGAAGGCGCTTCGCGGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGTTAGTAACTGGCCTTTATTTGACGGTAATTTCTTAG

AAAGTCACGTCTAACTACGTGCCATCAGCCGCGGTAATACGTAGTTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGGTGGATGTGAAAGCCTTCGGCTAAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGGAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACGCTGG

TA 

>OTU13054;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGAGGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGCAGGACGTGACGCTACCTCATGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGTTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGACATCCATGGGCTCAACCCAGGAACTGCATTTGAAACTGTTGATCTTGAGTGTCGTAGTGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1485),g:Ruminococcus2(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTGAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCGG

AGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGGGC

GATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13056;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9719),o:Burkholder

iales(0.8629),f:Sutterellaceae(0.7068),g:Sutterella(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGGAGAATAAG

CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCATTTATGACTGCAGGACTC

GAGTTTGTCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGGCGAA

GGCAGCCCCCTGGGACATGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13059;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTCATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCG

CATGTAGGCTGTACGGCAAGTTGGAGGTGAAATCCCACGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTG

AGTGCAGTTGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13060;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.6036),c:Fusobacteriia(0.3483),o:"Fusobacteriales"(0

.1483),f:"Fusobacteriaceae"(0.0560),g:Fusobacterium(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAACAGTTCTGTGTGCACGGTGACGGT

CTTGGGATTGTAAAGTTCTTTCAATTGGGAAGAAGCAAATGACGGTACCAATAGAAGAAGCGACGGCTCAATACGTG

CCAGCAGCCGCGGTAATACGGATGTCGCAAGCTTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGGTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTTCGGGGCTGCATTTGATACTGGCGAGCTGGAGTGCGGATGACGACG
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GAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCAGCTGTCCGGAGCG

TTACTGACGCTGAGGCTCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13061;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGCATGGCCTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGAGGGCAAGCGTGTCGTGAAATGCAGTCGCTCAACGGCTGAACTGCAGCGCGAACTGGTCAGCTT

GAGTGCGCGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGGGCGTAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13062;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGAAGAGGGGGTAAGGGGCGCAAGCCTGACCCAGCAAAGCAGCGTGAAGGATGAAGG

CTTTAGGGTTGTAAACTTCTTTTATCAGGGACGAATCAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CAAGCAGCAGCGGTAATACGTAGGTGGCAAGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAA

GCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGACACTGTTTTGCTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATAACTGACGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13065;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAGCCAGCCAAGTAGCGTGAAGGATGACTAC

CCTATGGGTTGTAACCTTCTTTTATAAAGGCATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGATCGTTATCCGGATTTATTGGGCTGAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGGGAAAGTTTGAGGCTAAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTACGATTGCGAAGG

CACCCTGCTAAGCGGCAACTCACACTGAGGATCAACAGTGCGGGTATCAACCAGGATCAGATACCCTGGTA 

>OTU13063;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Bacteroidaceae(0.0457),g:Anaerorhabdus(0.0110); 

CCTTCCTTCCTCCTTCCTTCCTTTTCTTCCCTTTCTTCCCCTCTGACCGAGCAACGCCGCGTGAGTGATGAAGGCCTTCG

GGTTGTAAAGCTCTGTTGTAAAGGAAGAATGTATAGAAAAGGAAATGTTTCTATAGTGACGGTACTTTACTAGAAAG

TCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGG

TGCGCAGGCGGATTGTTAAGTTCGAGGTGAAAGCGTTGGGCTCAACCCAATATAGCCTTAAATACTGGCAATCTAGA
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GTGCAGAAGAGGGTAATGGAATTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAGGAACACCAGCGGCGAAG

GCGGTTACCTGGTCTGTAACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU13064;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCACCAGCCGCGGTAAACCGGGGGATCCGACGTTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTAGTCAAGTCAGGGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCGTGGATACTGTCGCGC

TGGAGTGCGGATGAAGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCGATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13066;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTTTCTAGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13067;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTAGACAATGGGGGAAACCCTGATCTAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTGACGAGGGAAGATAATGACGGTACCTCGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiales_Incertae_Sedis_XIII(0.3544),g:Mogibacterium(0.1299); 

ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCTGGTTGTAAACTTCTGCTCTTAGGGAAGAAGACGGTGACGGTACCTAAGGAGCAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTGGGGGGCAAGCGTTATCCGGAATTATTGGGCGTGAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGGGGAAAG
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CGGAATCCCTAGTGTGGCGGTGAAATGCGTAGATATTAGGAGGGACACCGGTGGCGAAGGCGGCTTTCTGGACAGT

AACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGTAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGAGCTCAACCCCGGGAGTGCAGTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13071;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGAGTTGTAAACTTCATTTATAAAGGAATAAAGTCGGGTATGGATACACGGTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTGAGATTGCAGTTGATACTGGATGTCTTGA

GTGCAGGTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACCGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13072;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCATGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGACGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGATGTCTAAGTCAGTGGTGAAAGGTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGGAGATCTTGA

GTGCAGTTGAGGCAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTTGCTAAGCTGGAACTGACGCTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13070;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGGCACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGTCAAGTTAGGGGTGGAATTCCGGGGCTCAACTCCGGGGGTGCCCTTGAGACTGGCGGGCTGG
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AGTGCGGATGGCGGCGGAGGAATGGGTGGTTGAGCGGTGAAATGGTTAGATATCACTCAGAACACCGATTGCGAA

GGCATCTGGCGGATCCGTAACTGACGCTGGGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lach

nospiraceae(0.7787),g:Blautia(0.6200); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCGGGGAGGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGC

AAGTCTGATGTGAAAGGCGGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13076;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGTAGTCTGAACCAGCCAAGTCGCGTGCGGGAAGAAGGC

CCTCCGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGTGGGACGTGTCCCGCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCAGGTCAAGTCAGAGGTAAAATCTCGGCGCTCAACGCCGTTCGGCCGTTGAAACTGTCCGGCTC

GAGTGCGTGGGAGGATGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGA

AGGCAGCTGTCCACCACGCCACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13073;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0710),g:Oxobacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATGAGGGACGAAGACAATGACGGTACCTGAAGAACAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGGTAT

GTAAGTTAGATGTGAAATACCGGGGCTTAACTTCGGGACTGCATCCGATACTGTAGGACTTGAGTGCAGGAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGAC

GGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13075;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCATTTGACGCGGAGCAATAAGGTCCACGCGTGGCCCGATGAGGGTATGCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTCAGTGGTGAAAGAACGGGGCTCAACCCTGGAAGTGCAGGTGATACTGTGTGGCTT
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GAATGATCCCGACGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACACCGATTGCGAA

GGCATCTCGCGAGGGGTCAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCCCTGTTGTTCGTGAAGAAGGGTAGAGGTCGTAACTGGCATTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTGAAGTATGAGGTGAAAGCCTTCGGGTTAAACGAAGAAGTGCATCGGAAACCGGGC

GACTGGAGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAAT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13078;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:Cardiob

acteriales(0.9389),f:Cardiobacteriaceae(0.9201),g:Suttonella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGTGTGAAGAAGGC

CTTAGGGTTGTAAAGCACTTTCGTTAGTGAAGAAAGGTTTATGGCTAATACCTATAGATTTGACATTAGCTAAAGAAG

AAGCACCGGCTAACTCCGTGCCACCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATTCGGAATGACTGGGCGTAA

AGCGCACGCAGGCGGTTACTTAAGTCAGATGTGAAAGCCCTGGGCTTAACCTAGGAATTGCATTTGAAACTGGGTAA

CTAGAGTATGTCAGAGGAAGGCGGAATTCCCAGTGTAGCAGTGAAATGCGTAGAGATTGGAAGGAACACCGATGGC

GAAGGCAGCCTTCTGGGGCAATACTGACGCTCATGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13079;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAAGCTGTACGTCAAGTCGGGTGGGAAATTCCGGTGCTCAACACCGGCGCTGCCCTTGATACTGTCGCGCT

GGGGTGCGGATGGCGCCGGAGGAGTGAGTGGTGTAGCGGTGAAATGCTTAGATAACACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCTTGGTA 

>OTU13080;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCACGTAGCGTGAAGGATGACGGC

TTTCTGGTTCTTAAACTTCTTTTTTATTATCATAAAGTGCAGTATGTATACTGTTTTGTATGTCTAATATCAATCCGGCTC

GGCTAACTCCGTGCCAGCGGCCGCGCTAATACGGAGTTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGATGTGAAAGTCTGCGGCTCAACCGTAATATTGCAGTTGATACTGTAAGTCTTGAGTA
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CAGGAGAGGAGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13081;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCT

CTATGGGTTGTAAACTTCTTTTATATGGGAATAAATTCGGGTATGTGTACCCGTTTGCATGTATCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACGGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGT

ACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GCTTGCTGGAGTGTAACTGACGCTGATTCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13082;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGGAAGCCGGAACCAGCCATGCCGCGTGCGGGAAAGAGAC

CCGATTGGCTGTGAACCGCTTTTTCCTGGGGGCTAAAAGGGCGTCGCTCACGTCCTATGAGAGTACCAGGGGAATAA

GCAGCGTCTAATTCCGTGCCAGCAGCCGCGGTAATACGTGGGTTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAAGTCCGGAGCTCAACTCCGGGGCTGCGTTTGATACTGTCGCGCTT

GAGTGCGGATGACGCCGGAGGAATGAGGGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATGGCGA

ATGCATCTGGCAAGTCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.7252),f:Strept

ococcaceae(0.3884),g:Streptococcus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTACGAGAAGAACGTTGAGTAGAGTGGAAAGTTACTCAAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTCTATAAGTCTGAAGTAAAAGGCTGTGGCTCAACCATAGTATGCGTTGGAAACTGTAG

AACTTGAGTGCAGAAGTTTTGATTGGACGTCCATGTGTAGCGGTTAAATTCTTAGATAAATGGAGGAACTCCGGTGCT

GAATGCGTCTGTCTCGTCGGGATGTGTCGTTGAGGCATGAAATCGTGGGGCGTGTAATAGATGGTATGTGATGGTA 

>OTU13083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

CCGGGATTCAGCCTTGATTCCTATTGGTCAATTTTCTCCGGCCTGCCCCCTCCAAGTCGCGTGAGGGATGACGGTCCT

ACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGAGT
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GCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCA

GCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13084;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.76

23),f:Spirochaetaceae(0.5632),g:Treponema(0.2171); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGACGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTCTTGCCGGGCATGGCGATATGGTGACGGTAGGTCTTGA

ATAAGCACCGGCTAATTACGTGCCATCAGCCGCGTTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTAGGTGTGAAATGCATAGGCTTAACCTATGAAATGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCGGAAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13086;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Rumi

nococcaceae(0.9480),g:Gemmiger(0.2171); 

AGGGGAGGCAGCAGGGGGGAATAGTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTTAAAACTGCTGGGCCTGAGAAGTGCAGAGGTAGGT

TGAATTCCCGGTGTAGCGGTTGAATGCGTAGATATCGGTAGGAACACCAGTGGCTAAGGCGACCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13087;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0457),g:Hespellia(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGACGCAACCCTGATGCAGCAACGCCGCGTGAATGAAGAAGTCT

TTCGGTATGTAAAGCTCTTTCGTCAGGGAAGAGCAGAAGCCGTTACCTGACGAACAATCCCCGGCTAACTACGTCCCA

TCACCCCCGGCAATCCTCCGGTGGCATGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGCCGGGTCTGCAAG

TCAGATGTGAAATCCGCGGGCTTAACCCGGGAACTGCATTTGAAACTGTGGATCTTGAGTATCGGAGAGGTAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGACAAC

TGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13088;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGTG

TTTCGACTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTAGCCACCCA

GACTGTCACGGCTAACTACGTGCCAGCAGTCGCGGTAATACGAAGGTTGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGACGGTTGCTCAAGTCTGATGTGAAAGCCTTGGGCTTACCCCAGGGAGTGCATCGGAAACTGGGC
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GACTTGAGTACTGGAAGGGCAAGCGGAACTCCTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGA

GGCGAAGGCGGCTTGCTGGACAGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13089;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGGGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAATTGCTCATGCAGTGACGGTTTCCAAACA

GAAAGTCACGGCTAACTACGTGCAAGCAGCCGAGGCAATACGTAGGTGGCAAGGGTTATCCGGATTTATTGGGCGT

AAAGAGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCATAGATATATGGAAGAACACCAGT

TGCGAAGGCAGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13092;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

AATCATGACTTCGTGATCGAAGATTGCGTGTGCGGTTATAACGCCGAAGCGGTAAACATTTTCATTTTTGCCGCTGAG

GGGTTGACCAAGCGACGCGCTGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATT

CAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCT

ACATCGTCAACGTTATATTGTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCGTCATTGCATTCAGATGGATA

CATCGGTCAACGCCGCTAATCAGGGTGTTTCTGTTGGGGCTGATAGTGCTTTTG 

>OTU13090;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactob

acillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCTTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTTTCGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAATGCGTAGGCTCAACTCGTGAACTGCATTGGGAACTACTC

TTCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGG

CGAAGGCAGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5273),g:Dorea(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCAGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATTAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAATAACGAGCCA

GCAGCAGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA
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GCCAGATGTGAAAGCACGGGGCTCAACCCCGGGACTGCATTTGGAACTGAGGTGCTAGAGTGTAGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTAGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13095;tax=d:Bacteria(0.0058),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

AAGAGCCCTACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTACCCTTGCGAGTCATTTCTTTGCT

TTGGTCCTTGGTACAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTG

CTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATT

TTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTCTTGTTGAGTCTCATTT

GGCATCTCGGCAATCTCTTTCTGATTGTCCAGGTGCATTGTAGTAAGCTCTGTTTGATTCTCAAAGCCGGCGTCAACCA

TACCAGCAGAGGAAGCAGCAGCACCAGCACGCTCCC 

>OTU13093;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

ATGTTGACGGGATGAACAGAATAAGCAATGACGGCAGCAATAAACTCAACAGGAGGAGGAAAGCGAGGGTATCCT

ACAAAGTCCAGAGTACAATAAACTCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATACAAACTTT

GTTACTAGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCA

AAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGG

CTATGATAGTAATCCACGCTCAATTAAAATGGCAACAAGAGAATCTCTACCATGAACAACATGTGACTCATATCTAAA

CCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAA 

>OTU13097;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCTCGCAGTGACGGTATCCAACCG

GAAAGTCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGGTGATTAAGTGTGATGTGAAAGGCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCAGT

TGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13094;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATCCAGCCATGCCGCGTGAGTGAAGAAGTCT

TTCGGTATGTAAAGCTCTATTGGCGGGGAAGATAATGACGGTACCTAACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGAGGGCTAGCGTTATTCGGATTTATTGGGCGTAAAGGGAGCGTAGACGGAGTAGTAAG

TCAGGAGTGAAAGCCCAAGGCTCAACCCTGGAACTGCTTTTGAAACTGCTTAGCTAGAGTGCTAGAGAGGTAAGTGG
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AATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13096;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCTGGTA

AGTTGGGAGTGAAATCCCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGCCGGTCTTGAGTGTGGGAGAGAATAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13098;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTAACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTGTGGAAACTGTATGTCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAAGGCGTAGATATTAGGATGAACACAAGTGGCGAAGGCGGATCTACAGACTGTA

ACTGACGTAGACGCTCGAAAGCGTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU13099;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5991),g:Coprococcus(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGCCCGGGGCTCAACCAGGGGACTGCATTTGAAACTATGAAGCTGGAGTATCGGAGAGGAAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTTGTTAGAGAAGAACGTGCGCGAGAGCAACTGTTCACGCAGCGACGGTATCTAACCA

GAAAGTCACGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAGGTGCATCGGAAACTGTCA

GACGCGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGGAGAATGCGTGGATATATGGAAGAACTCCAGT
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GGCGAAGGCGGCTGTCTGGTCTGCAACTAACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGAAGCCCTG

GTA 

>OTU13102;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.7068),g:Intestinimonas(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAAAGTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CCTCGGGTTGGAAACTTCTTTTGTTAGGGACGAAGCATGTGCCGGTACCTGACGAATAAGCCTCGGCTAACTACGTGC

CCGCAGCCGCGGCATTACGTCGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAAGTGC

AAGTCAGATGTGAAAAGTATGGGCTCAACCCATAGCCTGCAGTTGAAACTGTACTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAATGGCGAAGGCAGCCTGCTGGACATT

AACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13101;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5991),g:Oscillibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGCTTTACTCGTGAACTGCAATTTGAACTACTTTTCTTTAGTAACGGGGAGGCAATC

GAAATTCCTAGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13103;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

TGCGTTCGCTACTGGTGCTATGTCTGTTGACGGCCATAATGCTGCTTCTGACGTTCGTGATGCGTTTGTATCTGTTACT

GAGAAGTTACTTGCTGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAGACCACCGC

CCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAAC

GCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGGATTAAGGATGAGTGTTCAAGATTGCTG

GAGGCCTCCACTATGAAATCGCGTAGAGGCTTGGCTATTCAGAGTGGGATGAATGCAATGCGACAGGCGCAGGCTG

ATGG 

>OTU13105;tax=d:Bacteria(0.0041),p:"Caldiserica"(0.0000),c:Caldisericia(0.0000),o:Caldisericales(0.0000),f

:Caldisericaceae(0.0000),g:Caldisericum(0.0000); 

TTTTTCTGATACGCTGGTTCTCACTTCTGTTCCTCCCGCTTCTCCGGCCCCTGTTTTACCGCCACCTAAAGCTACATCGTC

AACGTTATATTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTC

AACGCCGCTAATCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCG

CTTTGAGTCTTCTTCGGGTCCGACTACCCTCCCGACTGCCTATGATGGGTATCCGTGGGATGGTCGCCATGAGGGTGG

GTATTAGACCGTCAAGGACTGTGTGACGAGTTACGTCCTGCCCCGGACGCCGGGCAAGAATGTTTAGGGGGGTTTCA 
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>OTU13104;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGTCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAGGAAGCTCCGGCTAACTACGTTCCA

GCAGCGGCGGCTCTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTGGTGCA

AGTCTGATGTGAAGACCCGGGGCTCAACCGCGGGACTGCAGTGGAAACTGCATGGCTGGAGTGTCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13107;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGCCGGTACCTGACTAAGAAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGCGGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCCGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGGAAATGCGTGACTGGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAAAACCAGTGGCGAAGGCGGCATGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGGAAACAGGATTAGATGCCCTGGTA 

>OTU13106;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAGAGTTAATACCTTTGCTCATTGACGATACCCTCCGA

CGAAGCACCGGCTAACTTCGTGCCAGCAGGCGCGGCAATATGGAGGGTGCAAGCGTGAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGGTGTGAAATCCCCGGGCTTAACCTGGGAACTGCATCGGATACTGGCA

AGCTTGAGTACCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGATCGTAACTGTTCTCGCAGTTACGGTATCCAACCAG

AAAGTCACGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCGGGCGGTTGATTAGGTCTGATGTGAGAGCCGTCGGCTCAACCGAAGAAGTGCGTCGGAAACCGGGC

GCCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAATG
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GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13110;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCGAAGTAGCGTGCAGGATGACGGC

CCGATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCGACGTGTAGCTTATTGCAGGTACCGTATGAATGAG

GAACGGCTAGTTCAGTGCCATCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCCGTCTGGTAAGCGTGGCGTGAAATGTCGGGGCTCAACCTCGGAACTGCGTCGCGAACTGGCAGACTT

GAGTGAGCAGGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCGGTAGCGTAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGTAATGACGGTACCTGACTCAGCAGCCCAGGCTAACTACGTACAAG

CAGCCGCGGTAATACGTACGGGACGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGGAGTGAAAGCCCAGGGCTCAACGCTGGGACTGCTTTGGAAACTGGATGGCTAGAGTGCGGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13109;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Epsilonproteobacteria(0.8048),o:Campylo

bacterales(0.5395),f:Campylobacteraceae(0.3544),g:Campylobacter(0.1299); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGAAGTGAAACTCCTGCTTTTAAGGCAGGAACTGCTTTGGATACTGGATGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13113;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteri

a_genera_incertae_sedis(0.0000); 

TGCGTCGACAACTTCTCTTGATACCGCAGGACTTACTACTGCTTGTTTCCGAATTACATCGAAGTGGACTGCTGGCGG

AAAATGAGAAAATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTC

TGTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTTAATATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATAT

GAGTCACATTTTGTTCATGGTAGAGATTCTCTTGGTGACATGTTAAAAGAGAGTGGATGACTATCTGAGTCCGATGAT

GTTCAACCACTAAGAGGTAAGAAATCATGAGTAAAGTTACTGAACAAGCCGTACG 



7880 

 

>OTU13114;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Epsilonproteobacteria(0.6730),o:Campylo

bacterales(0.3959),f:Campylobacteraceae(0.2184),g:Campylobacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTGCTCTGGGACGAACGCAATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGATTA

TCAAGTCGCTTGTGAAATCTAATGGCTTAACCAGTAAGCTGCTTGGGAAACTGATAGTCTTGAGTGAGGGAGAGGTA

GGTGGAATTGGTGGTGTAGGGGTAGAATGCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAAC

TTAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.4914),g:Dorea(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCCGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGAATAAGAAGCAACGGCTAACTAGGTGACA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGGGAAAGCCCGGGGCTCAACCCCTGGACTGCAGTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTTCTAGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13115;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATGCAAGAATAAAGTGCCGTATGTATACTGGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGTTTAAGTCAGATGTGAAAGGTAGGCGCTCAACCTTAAAACTGCAGTTGATACTGGGTGCCTTGAG

TGCAGTATAGGCCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GCCTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13112;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGTACGCGTCCCGCATTGCCTGTACCATTTGAATACAG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGACGTGAAAGTCCGGGGCTCAACGGCGGAAGTGCGGCGCGAACTGGTCGACTT

GAGTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAA

GGCAGCTGACGGGAGGGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13117;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGACCCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAACCTTCTTTTATATGGGAATATAGTTCAGTATGTATACTGTTTTGTATGTACCATATGAATAAGGA

TCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGCTTAAGTCAGATGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTGGATACTGGGTGTCTTGAG

TGCAGGAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTTACTGGACTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13118;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Prevotellaceae"(0.9015),g:Prevotella(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATACGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATGTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCGGCGCTGCAGCGCGAACTGGTTGCCTTGA

GTGCGGACGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13120;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9866),o:"Bacteroidales"(0.

9941),f:"Rikenellaceae"(0.9890),g:Alistipes(0.9912); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGAAGGT

GCTATGCATTGTAAACTGCTTTTGTACGAGGGTAAATGCAGGTACGTGTGCCTGTTTGAAAGTATCGTACGAATAAGG

GTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTAGTAAGTTAGAGGTGAAAGCTCGATGCTCAACATCGAAATTGCCTCTGATACTGTTAGTCTAGA

GTATAGTTGCGGAAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAAGG

CAGCTTTCCAAGCTATTACTGACGCTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13119;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGCA

AGTTGAATGTTTAAGCGTGCAGCTCAACTGCATCTCGCCTTGCGAACTGGACTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGACGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13122;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9812),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTTGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13121;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGGTTAAACCATAAAAGGCATTTGAAACTGTATTCCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTTGGGGAGCGGTGAAATGCGGAGAAATTAGGGGGAACAACAGGGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACTCTGGTA 

>OTU13124;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Porphyromonadaceae"(0.9294),g:Parabacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCACGTAGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCGGGGAAAGTCTGTGGCTCAACAAGAGAATTGCCGTTGAAACTGGGGGGCTTG

AGTATGTGGGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGCAGAACACCGATTGCGAA

GGCGGCTTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13123;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Negativicutes(0.3483),o:Selenomonadales(0.14

83),f:Veillonellaceae(0.0560),g:Megasphaera(0.0134); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGACGGC

CTTCGGGTTGTAAAGTTCTGTTATACGGGACGAATGGTACGACGGTCAATACCCGTCGTAAGTGACGGTACCGTAAG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGTTT

AAAGGGCGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCG

CCCTGGAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATT

GCGAAGGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 
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>OTU13125;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9719),o:Burkholder

iales(0.8412),f:Sutterellaceae(0.5991),g:Sutterella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGGGCAACCCTGACGCAGCGACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCTG

TAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGTGACTGCAGGACTAGAGTTCATCAGAGGGGG

GTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGCGAAGGCAGCCCCCTGGGATG

CGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.7428),g:Oscillibacter(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCCCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTATTGGGCGTGCAGCCGGAGAGAC

AAGTCAGATGTGAAATCCGCAGGCTCAACCTGCGAACTGCATTTGAAACTGTTTCCCGTGAGTATCGGAGAGGTCAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGTGAAGGCGGATGACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13128;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9882),o:"Bacteroidales"(0.

9939),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTCAGTATGTATACTGTTTTGTATGTACCATATGAATAAGGC

TCGGCCAACTCTGTGCCAGCAGCCGCGGTAATCCGGAGGATCTGAGCGTTATCCGGACTTATTGGGTTTAAAGGGAG

CGTAGGCGGACGCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTGAG

TGCAGCAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13127;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1098),g:Marvinbryantia(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGTGAAGGAGCG

TTTCGGCGCGTAAAGCCCTGTCAGCGGGGAAGAAGAAAGACGGTACCCGACCAAGAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATGACTGGGTGTAAAGGGAGCGTAGACGGCGAGG

TAAGCCTGAAGTGGAAGCCCGCGGCCCGACCGCGGAACTGCTTTGGGAACTGTTTTGCTTGAGTATGGGAGGGGTA

AGCGGAATTCCTGGTGTAGCGATGAAATGCATAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACC

ATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU13129;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9671),c:Actinobacteria(0.8897),o:Coriobacteriales

(0.7252),f:Coriobacteriaceae(0.5273),g:Gordonibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CTTCGGGTTGTAAACCGCTATCAGCAGGGAAGATCCAAGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGCAGGCGGGTTGCTA

AGCGGGACCTCTAATCTCAGGGCTCAACCTTGAGCCGGGTCCCGAACTGGCAGCCTCGGGTTCGGTAGGGGAGATC

GGAATTCCCGGTGTAGCGGTGGAATGCGCAGATGTCGGGAAGAACACCGATGGCGAAGGCAGATCTCTGGGCCGC

AACCGACGCTGAGGCGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCT

CTTGAGTGCTGGAGAGGTAGATGGAATGCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13134;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTAAACCATTGAATTGCCGTTGAAACTGGCGAGCTTGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13133;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGTGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATCAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATGGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGA

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13132;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Porphyromonadaceae"(0.4563),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGT

GCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGA

GTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGG

CAGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU13131;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCCTTTGACAGGGACGAGTAGAAGACGGTATCTGATGAATAAGACACGGCTAACTACGTGC

GAGCAGCCGCGGTAATACGTAGGCCGCAAGTGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCGGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCAGTTGAAACTGCTAGTCTTGAGTATCGGAGAGGCAA

TCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13135;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTATGGGTTGTAAACCTCATTTGTCGGGGAGCAAGGTCGCTACGTGTAGCGATGTGAGAGTACCCGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCGATGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTGTGGCTG

GAGTGTCGGAGAGGCAGGCGGAATTCCTAATGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTGCCGA

AGGCGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13138;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Thermoacti

nomycetaceae_1(0.0000),g:Laceyella(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCGAGTTTA

CAACTCCCAAACCCCTATGAACATACCTTATGTTGCCTCGGCGGATCAGCCCGCGCCCCGTAAAAAGGGACGGCCCGC

CGCAGGAACCTTAAACTCTGTTTTTAGTGGAACTTCTGAGTATAAAAAACAAATAAATCAAAACTTTCAACAACGGAT

CTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU13136;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0423); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTATTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGCA

AGTCTGAAGTGAAATCATAGGGCTCAACCCTGTAATTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAGGC

GGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13137;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XI(0.0560),g:Soehngenia(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGAGGAAACTCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAGCTCTTTGATTGGGGATGAATAAATGACGGTACCCAAAGAACTAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTATTA

AGTTAGAAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTCTAAAACTGATAGACTTGAGTGCAGTAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13139;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCCCTGTCGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTAACTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCGAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGTGTGCAGGCGGTTCAATAAGTCAGATGTGAAAGCCTTCGGCACAACCGGGGGATTGCATCAGGAACTGTTAA

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13141;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiales_Incertae_Sedis_XIII(0.2524),g:Anaerovorax(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTTGGGTAGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTAACCTGGGAGGAAGCCCCGGCTAACTACGGGCCA

GCAGCCGCGGTAATAAGTAGGGGGGAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTGTCCTAA

GCACAGGGTTTAAGGCTAAGGCTCAACCATAGTTCGCCCTGTGAACTGTGATACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13140;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGATCCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGAAGCCGCGTAAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGGCAGGGGTGAAATTGCGGGGCTCAACCCTGGGGTTGCCGTTGATACTGTCGGGC

TTGAGTGCGGAAGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAGTCCGTAACTGACGCTGATGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU13145;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Haloferacales(0.0

000),f:Haloferacaceae(0.0000),g:Halorubrum(0.0000); 

AGCAACTTATCCGAAACGGCAGACGTGCCAGCCTGCAACGTACCTTCCAGACGTCCTTTCCCAGCTTTAGCCATAGCA

CCAGAACCAAAACTCGGGACGGCCTCATCAGGGTTAGGAACATTAGAGCCTTGAATGGCAGATTTAATACCAGCATC

ACCCATGCCTACAGTATTGTTATCGGTAGCAAGCACATCACCTTGAATGCCACCGGAGGCGGCTTTTTGACCGCCTCC

AAACAATTTAGACATGGCGCCACCAGCAAGAGCAGAAGCAAGACCGCCAGCAATAGCACCAAACAGAAATCACCTCA

CGGAAGTGGCTGGAGACAAATAATCGCTGTAATAAC 

>OTU13143;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Porphyromonadaceae"(0.9573),g:Butyricimonas(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCATGGAACAATAAGGCTTACGAGTCATTCGATGCCCGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGACAGGTCAGCGGGAAAAGACGGCAGCTAAACTGTAGAACGCCATTGAGACTGGCGCCCTGG

AGACGGGACGAGGGAGGCGGAACAAGTAAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13142;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTGGTGAAAGTCCGGAGCTCAACGGCGGAAGTGCGGCGCGGACTGGTACACTT

GAGTACGCGGGACGTGGGCGGAATTCGTGGTGTAGAGGTGAAATGCGTAAATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGAGTGAAGGATGACTGC

CCTATGGGTTGTACACTTCTTTTATACAGGAATAAAGTAGGGTATGTATACCCGTTTGCATTTACTTTATGAATAAGGA
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TCGGCTAACTCCGTGCCAGCCGCCGCGGTCATAAGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

AGTAGATGGATGTTTAAGTCAGTTGTGAAAGGTTGCTTCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAATGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13148;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCCAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTAGTGAAAGTTTACGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTTAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGAAGGC

GGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13147;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Rikenellaceae"(0.8146),g:Alistipes(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGATAAACTCTCTTACGTGTAAGAGCCTGTAAGTATCGCACGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAAGCGTTATCCGGATTTATCGGGTTTAAAGGGTG

CGTAGGCGGTTTGTTAAGTTAGATGTGAAATATAGGCGCTTAACACCTGCACTGCCTCTAATACTGTTGAACTAGAGA

GTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGCA

GCTAACAAGACTATAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13146;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Erysipelotrichia(0.9604),o:Erysipelotrichales(0.8

629),f:Erysipelotrichaceae(0.7428),g:Turicibacter(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CCTCCGGTTGTAAAATTCTGTTATATGGGGAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTTTGA

GAAAGCCACGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGTACGTGGCGAGCGCTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGACTGATGTGAAAGGCGACGGCTTAACCGTGGAGGGTCATTGGAAACTGGT

CAACTTGAGTGCGTAAGAGGGAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

AGCGAAGGCAGCTTCCTGGTCCGTAACTGACACTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGTGAATATTGCACTATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAC

TTAGGTCTGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG
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CAGCTGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCGAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGTGATTAGGAAGAACACCCGGGGCGCACCGGGTTCTCCAGACTGTA

CCTGACGGTGAGGCTTGCAAGCTTGGGGAGGAAGCAGGATTAGATACCCTGGTA 

>OTU13153;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Thermolithobacteria(0.0000),o:Thermolithobact

erales(0.0000),f:Thermolithobacteraceae(0.0000),g:Thermolithobacter(0.0000); 

TCCTCATGGAAGGCGCTGAATTTACGGAAAACCTTATTAATGGCGTCGCGCGTCCGGTTAATGCCGCTGAATTGTTCG

CGTTTACCTTGCTTGTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAGAAAACGTGCTTCAAAAATTACGTG

GAGAAGGAGAGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGT

ACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTTAATTGCAGGGGCGTCGGCCCCT

GACTTGAGGATAAATTATGGCTAATATTCAAACGGGCGCAGAGCGTATGCCGCATGACCGTTCCCATCTTGGCTGCCT

TGCTG 

>OTU13150;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTTAACCGTAAAGTTGCAGTTGATACTGTAAGTCTTGAG

TACAGTAGAGGTGGGGGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACTCCGATGGCGAAGG

CGGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGACCAAACAGGATTAGATACCCTGGTA 

>OTU13151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCATGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTGTCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGACTAGTA

AGTGAGAAGTGAAATACCAAGGCTCAACCTGGGGGTTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGATAA

TGGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGATTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13154;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudo

monadales(0.0000),f:Moraxellaceae(0.0000),g:Acinetobacter(0.0000); 

ACCCTCTTTCCTGCTGAACCGCTCTTCCGATCAAAAGCCGCCTCCGGTGGCATTCACGGTGCTGTGCTTGCTACCGCTA

CCAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAATGTTCCTAACCCTGATGAGGCCG

TCCCTCGTTTTGTTTCTGGTGCTATGGCTAAAGCTGGTAAAGGACTTCTTGAAGGTACGTTGCAGGCTGGCACTTCTG
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CCGTTTCTGATAAGTTGCTTGATGTGGTTGGACTTGGTGGCAAGTCTGCCGATGATAAAGGAAAGGATACTCGTGAT

GATCTTGCTGCGGCATTGCCTGAGCTTAATGCTTGGGAGCGTGCTGGTGCTGATGCTTCCGCGGCTGGTATGGTGGA

CGCCGGATTGGAGAATCAAAAAGAGCTGACTAA 

>OTU13152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAGCCCTGATCCAGCCACGTCGCGTGAAGGATGACTGCC

CTCTGGGTTGTAAACTCCTTCTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATACGGAT

CGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGTCTGATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGTGCAAACTGTGAGACTTGAGT

GCGGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCAGTGGCGAAGGC

GGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1872),g:Butyricimonas(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAATAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGAGAAAGTCAGTTGTGAAAGTACGGGGCTAAACGCAGGAGCTGCCCTGGATACTGTCGGGCTG

GAGTACGGATGACGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCAGCTGGCAAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13156;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiales_Incertae_Sedis_XIII(0.3544),g:Mogibacterium(0.1299); 

ACGGAAGGCAGCAGTGGAGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTCCTAA

GCGAGGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCCCCCGAACTGGGTTACTTGAGTGCTGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13157;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGCCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAAAGTATTCGACGTGTCGCTTATTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTTGATTATTAAGTGTGACGTGAAAGGTTGCGGCTCAACCGTAGAACTGCGTCTGGAACTGGCAGTCTTGA



7891 

 

GTGCGTTAGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACAAGGCTGCTACTGACGCTAATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13158;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGA

CCTATGGATTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATCTCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCGGCCGCGGTAATACGGAGGTACTGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTATAGCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACACCGGTTGTGAAGGC

GGCCTGCTAAGCGGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13159;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1679),g:Odoribacter(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAATAATAAGTTTCACGCGTGGAACGATGCCTGTACCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGATGATTAAGTTAGTGGTAAAAGGTCATGGCTAAACGTAGGATAGCAATTGATACTGGTAAGCTTGA

GTACAGAAGAGGTAGGCGGAATAAGTGAAGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATAGCGAAG

GCAGCTTACTAGGCTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13161;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCCGATGCAGCCACGCCGCATGAGTGAAGAAGTC

CTTTGGTATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAGAAGTA

AGTCTAGAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCTTTGAAAACTGTAAGGCTAGAGATCGAGAGAGGAAAG

TGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGTCAAA

AACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13160;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATGATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGTTGATCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACAGCTG
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GAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13163;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATAGGAATAAAGTGGGGTATGTATACCCGTTTGTAGGTACTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTTGATTAAGTCTGTTGTGAAATTTTGCCGCTCAACCGTAGAATTGCAGTGCATACTGGATCACTTGAG

TGCGGATGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTAGGGTTGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTAACTGAGGAGGAAGCCACGGCTAACTACGTGACA

GAAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGCGCTCAACTTGGGTGCTGCATTTCAAACTGGAATTCTAGAGTGCAGGAGATGAGTATG

GAATTCCTAGTGTAGCGGTGAAATGCTTATAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGTACTGTAAC

TGACGCGGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTCGGGCATGCGTACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GTGTAGGTGGGAGTTTAAGTCAGTTGTGAAAATTTGGGGCTCAACCGTCAGCTTGCAGTTGAAACTGTCTGTCTTGA

GTACCGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTCCTGGACTGCAACTGACCCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTTAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAATGAATAAAGTCGGGTCTGCATACCCGTTTGCATGTACTTTCTGAATCAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTGAGATGTGAAAGTTGGCGGCTCAACCGTGAAATTGCAGTTGATACTGGATATCTTGAGT
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GCAGTGGAAGCAGGAGGAATTCGTGGTGTAGAGGTGAAATGCTTAGATATCACGAAGAAAGCCGATTGCGAAGGC

AGCCTGATAAGCTGCAAATGACATTGAGGCTCGAAAGTGTGGGTAGAAAACAGGATTAGATACCCTGGTA 

>OTU13164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGAAGATAATGACGGTACCTGCGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTGAGATGTGAAATACCCGGGCTTAACCTTGGTGCTGCATTTAAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGATTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Rikenellaceae"(0.2864),g:Alistipes(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGTAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATCTAAGAATAATGTGCAGTCTGTATACTGTTTTGTATGTATTATCTGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTTGATAAGTTAGAGGTGAAATAACGGTGCTTAACACGGGAACTGCCTCTAATACTGGTGAACTAGAGA

GTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGAGATCATATAGAACACCGATTGCGAAGGCA

GCTGACGAAAATAGATCTGACGTTGAGGAACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13168;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

CGGAAGGCAGCCGTGGGGGATCTTGCACAATGGGGGCAACCCTGATGCCGCGACGCCGCGTGAGTGCAGAATTATT

TCGGTATTTAAATCTCTCTCCGCCGGGAAGAAAATGACGGTACCTTACTAAGAAGCCCCGGCTAACTACCTTCCAGCA

GCCGCCGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTTGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTC

TGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13170;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCCTGTACTTTATGAATCAGGA

ACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTAGAGT
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GCAGATGAGGCAGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCG

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13169;tax=d:Bacteria(0.0024),p:Microgenomates(0.0000),g:Microgenomates_genera_incertae_sedis(

0.0000); 

AAAAAGAAAGGTATTAAGGATGAGTGTTCAAGATTGCTGGCGGCCTCCCCTCTGAAATCGCGTAGAGGCTTTGCTCT

TCCGCGTTTGATGCATGCAATGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTTTTGACACTCTCACGTTGGCTGAC

GACCGATTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATTTTCGTGATATTGGTCGTATGGTTCTTGCTG

CCGAGGGTCGCAAGGCTAAGGAGTCACACGCCGACTGCGATCAGTATTTTTGTGTGCCGGAGTAGGGTACAGGTAA

TGGCCGTCTTCATTTCCATGAGGTGCACTTTATGCGGACACGTCCTACAGGTAGCGGTGACCCTAATGTTGGTCG 

>OTU13172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGAAGGATGTATACTGTTTCGTATGTATCATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCAGTGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAGAATTGCGGTTGATACTGTAAGTCTTGA

GTAAAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGCATGTGAGCTTTTTTGCATGTATTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTATTAAGTCTGTAGTGAAAGTTTGCCGCTCAACGGCAACATTGCAGCTGGTACTGTCAGTCTTGAGT

ACGGTCGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGAGTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13174;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

AGGGGAGGGAGAAGGGGGGAAGATGGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGG

TCTTCGGATCGTAAAGCGCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCAGGCTAAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGTG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTATGCAGAACACCAGTGGCGCATGCGCCTCTCTTGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGCTTAGCTACCCTGGTA 
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>OTU13175;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Rikenellaceae"(0.0086),g:Alistipes(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGACAATAAGGGCGTCGCGCACGTCCGATGAGAGTACAAGGGGAATA

CGCATCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGGTGAATTCCGGGGTTCAACTCCGGGGCTGCCCGTGATACTGTCGCGC

TGGAGTGCGTATGCGGCCGGAGGAAGGAGTGGCGTAGCGGTGAAATGCTTAGAGATCACTCAGAACACCGATTGCG

AAGGCAGCGGGCGAATCCGTAACTGACGTTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Rikenellaceae"(0.0113),g:Alistipes(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCTCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTATTCCGAGGGATGCGAGCGTTATCCGGATTCATTGGGCTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTTCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGGGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCATCTGGCGAAAGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13177;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGATCGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGGAGCATAGGAGGAAGCTGCGGCTAACTAAG

CGGCAGCAGCCGCCGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTT

TGTAAGTTGGATGTGAAAGACCCGGGCTTAACTTGGGAACTGCATCCGATACTGCAGGACTTGAGTGCAGGAGAGG

AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13176;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Gammaproteobacteria(0.8189),o:"Entero

bacteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCAGGGAGGAAGAGAGTAAGGTTAATACCTGTGTGCATTGACGTTACGAGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGGGCAAGCGCTAATCGGAATTACTGGGCGT

AAAGCGCGCGCAGGCGGTTTGTTAAGTCTGATGTGAAATGCCCGGGCTCAACCTGTGAACTGCATCGCGAACTGGCA

ATCTTGAGTGTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGATG

GCGAAGGCGGCCCCCTAGACGTAGACTGACGCTCAGGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG

TA 
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>OTU13178;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Gammaproteobacteria(0.5963),o:"Entero

bacteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGT

AAAGGGAGCGTAGGCGGTCTGATAAGTTGGATGTGAAAGAACCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGT

TAACTAGAGTACAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13179;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAACCCTGATCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAACTTCTTTTATCAGGGACGATAATGACGGTACCTGATGAATAAGCTACGGCTAACTACGTGCCAG

CAGCCGCGGTAGTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGGCGGGACTGCAA

GTCAGATGTGAAATGTAGGGGCTCAACCCCTAAACTGCATTTGAAACTGTAGTTCTTGAGTAACGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTACAA

CTGACACTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13181;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0181); 

ACGGGAGGCAGAAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CATCAGGGTTGTAAACTGCGTTTAGTTGGGAATAAAAAAGATGACGTGTCATCTATTGTATGTACCATCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGAGATAAGTCAGCGGTAAATTCGTGCGTCTCAACCGTACCTCGCCGTTGATACTGTTTTTCTTGAG

TGCACCCTGGGATGCTGGAATTCTTCGTTTATTGGTGAAATGCTTAGATATCACGAAGAACTCCGTTTGCGAAGGCAG

CTTTCTGTAGCGTAACTGACGCTGATGCTCGAAAGTGCGTGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCTAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCCCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCTCGGCTAACTACGTGCCA

GCATCCGCTGTAATACGTAGGGGGCTAGCGATATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCGCAACCGTAGCAACCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCACGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACAAGTTGCAAAGGCGGATATCTGGACTGTAAC

TGACACTGAGGCACGCAAGCGTGGGGAGCAAACAGGCTTTGATACCCTGGTA 
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>OTU13182;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAT

TAAGTGGGATGTGAAATACCCGTGCTCAACTCGCGTGCTGCATTCCAAACTGGTTATCTAGAGTGCCGGAGAGGAGA

GCTGAATGCCTAGAGCAGCGGTTAAATGCGTAGAAATTAGGAAGAACACCAGTGTCGAATGCGACTCTCCGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGGA 

>OTU13185;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9740),o:Desulfovib

rionales(0.9172),f:Desulfovibrionaceae(0.7787),g:Desulfovibrio(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCACTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATTATACTACTGAAGGTACCTTCAAAG

GAAGCAACGGCTAACTCCGTGCCAGAAGCCGCGGTAATACGGAGGGTGCAAGAGTGAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTTTTATGTAAGTCAGGGGTGAAGTCCCGCGGCTTAACCGTGGAACTGCCCTTGATACTGCACG

ACTTGAATCCGGGATAGGGTGGCGGAAGTCCAGGTGTAGGAGTGAAATCCGTATATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13184;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9827),o:Clostridiales(0.9843),f:Clost

ridiaceae_1(0.9015),g:Clostridium_sensu_stricto(0.8605); 

CCTTCCTTCCTCATTCTTTCCTCTTCCCCCCTGGTCGCCAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTC

GGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGCAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTG

GGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTAACTG

ACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumi

nococcaceae(0.8505),g:Hydrogenoanaerobacterium(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTCAGTGACGATAATGACGGTAGCCGAGGAGGAAGCCATGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGATGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATAGC

AAGTTGGATGTGAAAAACCCAGGCTCAACCTGGGAGGTGCATTCAAAACTGCAGTTCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TTACTGACGCTGAAGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGATAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAAG

TCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGACACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13187;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9805),o:Xantho

monadales(0.8737),f:Xanthomonadaceae(0.7787),g:Luteimonas(0.3043); 

GTGCCAGCCGCCGCGGTAATGCGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTT

CGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCTGGGAATGGCATTGGATACTGGCGGGCTAGAGTGCGGTAGAG

GGCAGTGGAATTCCCGGTGTAGCAGTGAAATGCGTAGAGATCGGGAGGAACATCTGTGGCGAAGGCGACTGCCTG

GACCAGCACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTGCACGCCCTAAAC

GATGCGAACTGGATGTTGGGCTCAACTTGGAGCTCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTAC

GGTCGCAAGACTGAAACTCAAATGAATTGGCGGGG 

>OTU13188;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGTTGCCGATTA

AGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTGAGTACGTACGGGGCAAGC

GGAATGCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13189;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCG

GCAAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTATTTCTTGAGTACTGGAGAGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13190;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.1679),g:Anaerofustis(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAGCGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTCACTGGGCGTAAAGAGCACGTAGGCGGTTATTTAA

GCGTAGGGTTTAAGCGTGCAGCTCAGCTGCATCTCGGCTTGGGAACTGGACTACTTGAGTGCAGGAGGGGAAAGCG

GAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCTGTAA

CTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13191;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTAGGATCGTAAAGCTCTTTCTTCAGGGACGATAATGAAGGTACCTGAGGAGGAAGCCACGGCTAACTACGAGCCA

GCAGCCGCGGCAATACGTAAGTGGCGAGCGTTGTACGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCTAGGCTCAACCTGGGTGGTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13193;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Alphaproteobacteria(0.9740),o:Sphingom

onadales(0.6881),f:Sphingomonadaceae(0.4563),g:Novosphingobium(0.2171); 

GTGCCAGCAGCCGCGGTAATACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGTACGTAGGCGGTT

ATTCAAGTCAGGGGTGAAAGCCTGGAGCTCAACTCCAGAACTGCCCTTGAAACGAGATAACTAGAATCTTGGAGAGG

TGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCACTGGA

CAAGTATTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGATAACTAGCTGTTCGGGCTCTACGAGCTTGAGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU13192;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.5991),g:Eubacterium(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGATAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGA

GCGCAGGCGGGGAATCAAGTCAGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGGTTTTCTTGA

GTGAAGTAGAGGTTGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCGGTGGCGAAG

GCGGCCAACTGGGCTTTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTATCTTCAGAGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGATA

AGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAACTGCTTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGGCACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13195;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.6350),g:Lachnospiracea_incertae_sedis(0.3479); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGCA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACGACAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13196;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Erysipelotrichia(0.8755),o:Erysipelotrichales(0.7

252),f:Erysipelotrichaceae(0.5273),g:Turicibacter(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTAACCGAGCAACGCTGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTGTAGTAGGAAGTGGAGAGAGTCTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGGGCGTTATCCGGAATTATTGGGCGT

AAAGGGAGCGCAGGTGGTTGATCAAGTCTGATGCGAAAGCTCACGGCTCAACCGTGGAGGGTCAGTGGAAACTGGT

AGACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGAGTGAGAGAAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGTTAATTACGTGCCAGCAGCCGCGATAATAAGTTGGTGGCAAGCGGTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGGTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAGAAAGTGCATCGGAAATCGGGA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCGTGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU13198;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Pseudoflavonifractor(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGTCGAAAGCCTGAACCAGCGACCCCGAGTGCGGGCAGACGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAAAAAGGACGGTACCTGCAGAAGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAGA

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCTGATCGCTGTACGAT

AACGGACGCTGAGGCGCCAAAGCGTGGGAGGCAAACAGGATTAGATACCCTGGTA 

>OTU13197;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAGAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGTTATGTAA

GATAGCGGTGAAATCCCAGGGCTTAACCTTGGAATTGCCGTTATGACTATGTAACTAGAATTATGGAGAGGATATCG

GAATACCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCAAGTCAAGTCGGCGGTCAAACTGCGGGGCTCAACCCCGTACCGCCGTCGAAACTGGCGTGCTTGA

GTGGAGAAGAAGTATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAG

GCAGCGTACTATCCCCCGACTGACGCTGAGGCACGAAAGCGTGAGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTAGAGGAGGTAGCCCCTGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCAGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGCAAGGCTACGGCTCAGCAGTAGTAAGCCATTGAAACTGGGAAGCTTGAGTGCAGGAGAGGAGAGT

GGAATGCCTAGTGGAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGAACTGTA

ACTGACACTGGGGCACGAAAGCGTGGGGAGCAAACAGGAATAGATACGCTGGTA 
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>OTU13203;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATGAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGCGGCTTAGCAAGTCTGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTTAGGCTGGA

ATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13204;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.6036),c:Fusobacteriia(0.3483),o:"Fusobacteriales"(0

.1483),f:"Fusobacteriaceae"(0.0560),g:Fusobacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTCAGGGACGAAGGAAGTGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAC

CGCAAGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGAAATTGAAACTGCGGAGCTGGAGTACAGGAGAGG

AAGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCTACTGGA

CAGATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13205;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGAAGGAAGAAGGGAGGAATATTTTTCAATTTTCTCTAGCCTGACCCAGCCAAGTAGCGTTACTTATTAATTCTCT

CTGGGTCGTAAACTTCTTTTATATAAGAATAACGTGCAGTATTTATACTGTTTTGTATGTATTATATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGTGGACTGGTAAGTGAGGGGTGACAGTTTGAGGCTAAACCGTAAAATTGCAGTTGATACTGTAAGTATTGAGTAC

AGTAGAGGTGGGCGGAATTAGTGGTGTAGAGGTGAAATGCTTAGATATCAAGAAGAACTCCGATTGCGAAGGCAGC

TCACTGGACTGCAACTGAAAATGATGCTAGAAAGTGTGGGGATAAAAAAGGATTAGATAAAAGGGTA 

>OTU13202;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGT

TTTCGGGTTGTAAACTTCTGTGACGAGGGACGATAACGACGGTACCTCGGAAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGGCATGTAG

GTCAGATGTGAAATTTATGGGCTCAACTTATAACCTGCATTTGAAACTGTGTGTCTTGAGTGATGGAGAGGCAGGTG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGTCCACTGGGCTTTAA

CTGACGCTGAAGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13208;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCTAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTCATACAAGAATAAATCGTAGTATGTATACTGCTTTGCATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGCTGGGGGCTCAACCTGAGAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGAGGGCGGAATTCGTGGTGCAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTATCTGGACTACAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13207;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGATAGTCTGAACCAGCCAAGTCGCGTGCGGGAAGAAGGC

CCTACGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGTGGGTCGTGACCCGCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCATGTCAAGTCAGCGGTCAAATTTCGGGGCTCAACCCCGTCCCGCCGTTGAAACTGGCGCGCTTG

AGTTCGTGGGAGGATCGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGAAG

GCAGCGGTCCATCACGCGACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13209;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GTGTAGGCGGGACTGCAAGTCAGAGGTGAAAACTAAGAGCTCAACACATAGCCTGCATTTGAAACTGTAGTTCTTGA

GTGCTGGTGCGGCAGGCGGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAATACCAATTGCGAAG

GCGGATTGCGGGAGAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13206;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lach

nospiraceae(0.0113),g:Lachnospiracea_incertae_sedis(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGTTGATCAAGTCGGATGTGAAAGCCCGGGGCTCAACCCTGGGACTGCATTGGAAACTGAACAGCTG

GAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CTTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTACGGATACCCGATTGCAAGTACTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTGGTGAAAGTGTGCGGCTCAACCGTAAGATTGCAGTTGATACTGGGTGTCTTGA

GTACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACACTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGTAGGGGAGATAATGACTGTACCTGACTAAGAAGCCGCAGCTAACGACGTGCCA

GCAGCCGCGGTAATCCGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGCAGCA

AGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13214;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTCAAGCGTGCTGTGAAATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGTCGGACTTGA

GTATGCAGGAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13212;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTTTATACAGGGAAGAAGCAAGTGACGGTACCTGTAAAGTAAGCCACGGCTAACTACATG

CCAGCAGCCGCGGTAATACGTAGGTGGCGATCGTTATCCGGATTTACTGGGTTTAAGGGGTGTGTAGGCGGGATTGC

AAGTCAGATGTGAAATACCGAGGCTTAACTTCGGAACTGCATTTGAAACTGTAATTCTTGAGAGTGGGAGAGGTAAG

CGGAATGCACGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCAT

TACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13213;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAGAAGCAAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTCCTTGA

GTGAAGTAGAGGCAGGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACAAATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTA

AGTCTGGAGTGAAGGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACTGGATGGCTTGAGTGCAGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13217;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVb(0.0134); 

ACGGGGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAAGGATGCCGGGGGAAGGAAGAAAATT

TTCGGATTGGAAACTTTCTTTAACAAGGAAAAAAAAGGAAAGTAAATGAATAAGCAACCCCGGCCAACTACCGGCCA

GCCGCCCCGGTAATACGTAGGGGGCAAGGGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCAA

GTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3204),g:Faecalibacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTGAGGACGATAATGACGGTACTCAACAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGAAGTGCA

AGTTGGATGTGAAACACATGGGCTCAACCCGGGGGCTGCATTTAAAACTGTGTTTCTTGAGTGGAGGAGAGGAAGG

GGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGGCCGACTGGACAG

TAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13218;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiales_Incertae_Sedis_XIII(0.1485),g:Anaerovorax(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTAACGTAA

GCAGGTGGTGAAAGGCAAAGGCGTAACGATTGTCAACGCACTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGC

GGAAGTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGATTGCTGGACTGTT

ACTGACACTGAGGCACGAGAGTGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU13220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.1098),g:Butyricimonas(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGG

AGCGTAGGCGGGAGTGCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAG

TGAAGTAGAGGTTGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTACTGGGCGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13221;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4563),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAATGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGACGTGACGGTACCTGGATAAATAGCTATGGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCTGGAGAGCA

AGTCAGATGTGAAATGTATGGGCTTAACCCATAAACTGCATTTGAAACTGTTCTTCTTGAGTGTGGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGTCA

ACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1679),g:Papillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTTTCCTACGGGACGAATGAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAT

GGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTTCTTCTTGAGTATCGGAGAGGC

AGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU13224;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

TATAACGCCGAAGCGGTAAAAATTTTCATTTTTGCCGCTTCGGGGTTGACCAAGCGCAGCGCGGTCGGTTTTCTGCTT

AGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATAAGCTGGTTCTCACTTCTGTT

ACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATAGTTTGACGGTTA

ATGCTGGTAATGGGGGGTTTCTTCATTGCAGTCAGATGGATACATATGTCAACGCCGCGAATCAGGTTGTTTCTGTGG

GTGCTGAGAGTGCTTTGGATGCCGACCC 

>OTU13223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTGGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTCGGGGGCAAGCGGTGTCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGGTTAATGTGAAAGCCCTGAGCTTAACCGGGGAACTGCATCGGAAACTGGT

TTTCTTGAGTGCAAGAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTCTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13225;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4787); 

CCTTTATTCCTCCTTCGTTCCTCTTCCCCCATTGGAGCCAGCCTGCTGGCGCCACACCGCGTGAGTGAAGAAGGGTTTC

GGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAGAAA

GTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGC

GAGCGCAGGCGGTTTGATAAGTCTGATGTGAGAGCCATTGGCTTAACCAAAGAAGTGCATCGGAAACTGTGAGACTT

GAGTGCAGAAGAGGACAGTGGAGATACATGTGTCGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGGGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGCGGCTCGAAAGCGTGGTGAGCACACAGGTTTAGATCCCCTGGTA 

>OTU13222;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGAAAGCCTGATGGAGCAACACAGCGTGAGTGAAGAAGGG

TTTAGGCACGTAAAGCTCTGTTGATAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAAACA

GAACGTCAAGGCTAACTACGTGCCAGCAGGCGAGGCAATACGTCGGTGGCAAGAGCTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCTGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTATATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU13227;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9923),o:"Fusobacteriales"(0

.9935),f:"Fusobacteriaceae"(0.9868),g:Fusobacterium(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCAAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGCATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGG

GCGGAACTGCAAGTGTAGAGGTGAAATTCGTAGATAGGTGTAGGAATGCCGAGGGGGAAGCCAGCCCACTGGACA

GATACGGACGCTAACGCGCGAAAGGGTGGGTAGCAAACAGGATTAGACTGGTA 

>OTU13228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGGGAGGGAAGAAGGT

TTTCGGAGGGTAAAACTCTGTGGTGGGGGAGGAAGGAAAGGGGAAGAAACTGGACTTTATTGGAGGGTAATCAAC

CAGAAAGTCAGGGCTAAAAACGGGCAAGCAGCCGCGGTAAAAGGAAGGTGGAAAGGGTTGTCCGGATTTATTGGG

CGTAAAGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACT

GTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACC

AGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACC

CTGGTA 

>OTU13226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Porphyromonas(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTTTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGAGGTGAAATCCCCGCGCTCAACGCGGGAACTGCCGTTGATACTGTAGATCTG

GAGTGCTCTTGCCGTGAGCGGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCGATTGCGAA

GGCATCTCACGAGGGGGCAATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13229;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGATGGTAATCAACCA

GAAAGTCACGGCTTACTAAGTGCCAGAACCCGCGGCAATACGAAGGTGGGTAGCGTTGGCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGGAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGTAAACCCCTGTCGCTGGTGAAGAAGGATATAGGCATTAACTGGTCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCTGCAGCCGCGTTTATACGTAGGTGGCAAGTGTTGTCCGGATTTATTGGGTGTAAA

GCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCGCGGCTCAACCGCGGAACTGCATCGGAAACTGTCATT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Syntrophococcus(0.0808); 

ATGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAACCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGATGTGAAAACCCGGTGCTCAACCTCGGAATTGCTTTGGAAACTGTTTAGCTAGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGACTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTTTTGGGGAAGAAGGATAGCGGAAGTAACTGGCCTTTATTTTACGGTAAGCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTGATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGGCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13233;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACAACCCAAGTACCGTGAAGAATGCCGGCC

CTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCAACGGTTGGCATATTGCAGTTACCCTATGAATAAGTA

CCGGCTATTTCCGTGCCAGCAGCGGCGGTAATAGGGAAGTTCCGGCCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGGGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAG
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TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13235;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9908),o:Campylo

bacterales(0.9707),f:Campylobacteraceae(0.9573),g:Campylobacter(0.9743); 

ACGGTCGGCCTCCTTCTGGCCTCTTTCCCCCTGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACAATTTT

CGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGAGCCAGC

AGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCAAGT

CTCTTGTGAAATCTAATGGCTTAACCAGTAAGCTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATGGA

ATTCGTGGTGTAGGGGTAAAATGCGTAGATATCACCAAGAATACCCGTTGCGAAGGCGATCTGCTGGAACTCAACTG

ACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13234;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAGGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAAGAAG

GACCGGCTAATTACGTGCAAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCTTGTCGTGAAATGTCGGGGCTCAACCTGTGCATTGCAGCTCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTTCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13238;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

TTGAGGCTGGGAAACGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGCCGACCAATCTGCTCAAATTTATGCGC

GCTTCGCTAAAACTGCTTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATA

TTTCTGATGAGTCGAAAAATTATCGTGATAAAGCAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTG

CTGGCGGAAAATGAGAAAATTCGACCTATCCTTGCGCAGCGCGAGAAGCTCTGACTTTGCGACCTGGCGCCAGCAAC

TAACGATTCGGGCAAAAACTGACGCGTGGGAGGAGGAGA 

>OTU13237;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTTTTTTGTTTGGGAATAAAGTGCGGGACGTGTTCCGCATTGCATGTATCATTTGAATAAGG

CCGGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGTGTTAAGCTTGTAGTGAAATTCCGTCGCTCAACGCCGGACGTGCGGCGCGAACTGGTCCACTTGA

GTACGCGAGACGTTGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCAGTTGCGAAGG

CGGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU13236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTAAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTCGGTGGCAAGCGGTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTACTTAAGGCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCAGCGGAAACGGGG

TGACTTGAGTACAGCAGAGGACAGTGGAACTCCTTGTGTAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13239;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTTTTAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCAAATACTGGGAGACTAGA

GTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13240;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GTGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTAAACCTGGGCATTGCAGTGGAAACTGTAGATCTTGA

GTGCAGAGGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGGTGCAACTGACACTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13243;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9918),o:"Fusobacteriales"(0

.9935),f:"Fusobacteriaceae"(0.9928),g:Fusobacterium(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGCCGGTACCAACAGAAGAAGCGACGGCTACATACGTG

CCAGCAGCCGCGGTAATCCGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGGTGTGAAAATGCGGGGCTCAACGCCGGATGGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGG

GCGGAACTACAAGTGTAGAGGGTAAATTCGTTGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCTGGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13241;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Betaproteobacteria(0.5579),o:Burkholder

iales(0.2679),f:Comamonadaceae(0.1098),g:Roseateles(0.0204); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGTCGGTATCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGATAAGACACATGTGAAATCCCCGGGCTTAACCTGGGAACCGCAGTTGTGACTGACT

GACTGGGGTATGTCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAGATGCGTCAAAATGTGGAGGTATACCGGTG

TCAAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGTTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13242;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Epsilonproteobacteria(0.8189),o:Campylo

bacterales(0.5395),f:Campylobacteraceae(0.3544),g:Campylobacter(0.1299); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACGCT

TTTCGGAGTGTAAACTTCTTTTCTTAGGGAAGAACTCTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGAGCAAGCGTTACTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTATAA

AGTCTCATGTGAAATCTAATGGCTTAACCAATAAACTGCATTGGAAACTGGAAGGCTAGAGTGAAGGAGAGGCAGG

TGGAATTCGTGGTGTAGCGGTAAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGTCTGCTGGAACTC

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTTTAGGGAAATAAAGTCTGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTGGTGAAAGTTGGCGGCTCAACTGGAAAATTGCATTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGTGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATTGCGAAGGC

AGCTTGCTAAGCTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13245;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9994),c:Fusobacteriia(0.9897),o:"Fusobacteriales"(0

.9937),f:"Fusobacteriaceae"(0.9912),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGTAATTCTGTGTGCACGATGAAGTTT

TCCGGAATTTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAACCAGCGACGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAATCGTTATCTGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTGAATATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAGACTAGGGTACTGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATACCGGTGGGGAAGCCAGCCCACTGGACAGAT

ACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13248;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTG

AGTGCGCAGGAAGTAGGCGGAAGTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAG

GCAGCTCTCCGCACCGTCACTGCCGCTCACGCTTCCAAGCGTCGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAAAGCCGCGTGAGTGAAGAAGGT

CCTCGGATCGTAAAGCTCCGTTGTTGGTGAAGTAGGATAGAGGTCGTAACTGGCTTTTATTGGACGGTAATCAACCA

GAAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGTAGGTGCCAAGCGCTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTAT

TCTTGAGTGCAGAAGAGGAGGGTGGAACTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGATGG

CGAAGGCAGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13249;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9882),o:"Fusobacteriales"(0

.9939),f:"Fusobacteriaceae"(0.9387),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTAATCCAGCACTTCTGTGTGCACGATGAAGTTT

TTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAAGTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGGG

CGGAAATACAAGGGTAGGGGTGAAATTCGTTGATATTTGTAGGAATGCCGATGGGAAAGCCAGCCGAATGGACAGA

TACTGGCGCTAGAGCGCGAAAACGTGGGTAGCAAACAAGGTTAGATACCCTGGTA 

>OTU13247;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9726),o:Desulfovib

rionales(0.8955),f:Desulfovibrionaceae(0.6709),g:Desulfovibrio(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCCAAG

GAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGCAATACGGCGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCGGTGATGTAAGTCTGGGGTGAAATCCCACGGCTCAACCCTGGAACTGCCCTTGAGACTGCACG

ACTGGAATCCGGGAGAGGTAGGCGGAATTCCAAGTGTAGGAGTGAAATCCGTAGAGATCTTGAGGAACATCAGTGG
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CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13250;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTAAGGATTGTAAACCTCTTTTGTCGGGGAGCAAAAAGGCGTTTATGTGCCAGTTTAGAGTACCCGAATGAAAAGC

ATCCGCTAACCCCCGGCCAGCAGCCGCGGGAATACGGAAGGTGCGAACGGTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGAAGTGCAAGTCAGCGGTGAAATCTCCGCGCTCAACGCGGGAGTTGCAGTTTATACTGTACATCTGG

AATGCTCTTGCCGCGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATCACTCAGAACTCCGATTGCGAAG

GCATCCTACGAAGGGGCGATTGACGTTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13253;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Lawsonia(0.0000); 

AGTTCCATCACCATCATCGCCCGATGCCCAGAGATTCGAACGCATGACAAGTAAAGGACGGTTGTCCGCGTCATACG

CGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAAT

TAGCATAAGCAGCTTGCAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCA

GGAGGAAGCGGAGCAGTCCAAATGTGGTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCGGGATGAAGC

TCAGTAGGGGTAGCCTAGGGACGGGCA 

>OTU13252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGGAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGAAGGGATAAAGTGGGGTATGCGTACGCTATTGCAGGTACTGTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGGTGTTTAAGTCAGTTGTGAAAGTTTCCGGCTCAACCGTAGAATTGCAGCTGATACTGGATATCTTGA

GTGAATTTGATGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCCGCTAAGCCTTAACTGACACTAAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13251;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGTTTGTAAACTTCTTTTGTCAAGGAATAATATAGAATATGTGTACCGTCTTGCATGTACTTGATGAATAAGAA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGATGGATATGTAAGTCAGTTGTGAAAGCTCCGGGCTCAACCGTAAAATTGCATTTGATACTGTATATCTTGAGT

GCAGGTGAGGCAGGCGGAATTCCGGGTGTAGCGGTGAAATGCTTAGATATACGGAAGAACTCCGATTGCGAAGGCA

GCTTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13254;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGAAAGCCACGCGTGGCGTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACCGAAGGTCCGGGCGTGATCCGGATTTATTGGGGTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGAGTAGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGGCAGACT

TGAGTGCGGAAGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACTCCGATGGCG

AAGGCAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13255;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCATTTGTGACTGCAGGACTAG

AGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13256;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:Aeromo

nadales(0.2039),f:Succinivibrionaceae(0.0904),g:Ruminobacter(0.0134); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCACTGTCGGAGGGGAAGAACAAGAGACGTTACCCCAAGAAGAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTCATCGGAATAATTGGGCGTAAAGGGCGTGTAGGCGGTTCGT

CAAGTAGGATGTGAAAGCCCCGGGCTTAACCTGGGAACAGCATTGTAAACTGGTGGGCTAGAGTACTGCAGAGGGA

AGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCAGTGGCGAAGGCGGTTTCCTGGACT

GAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGTCTCACTCCGTGCAG

GCAGCCGCGGTACTACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACCCAGGGCTCAACGCTGGGACTGCTGTGGAAACTGTTGTGCTAGAGTGTCGGCGAGGTAAGT

GGAATTCTTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13258;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATCCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGGGTCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACTCAAGGAGGAAGACCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTTGGATGTGAAATACCCGGGCTCAACTTGGGTACTGCATTCAAAACTGGTTATCTAGAGTGCAAGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGAA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13260;tax=d:Archaea(0.0024),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Desulfurococcale

s(0.0000),f:Desulfurococcaceae(0.0000),g:Desulfurococcus(0.0000); 

TCTCCTCCAGTCAGGGGCCGACGCCCCTGCAATTAAAATTGTTGACCCCCTCCATACCACAGCCGAGCGCCTTTACGCT

TGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCAC

TCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAG

GTAAACGCGAACAATTCAGCGGCTTTAACCGGACGCTCGACGCCATGAAGAATGTGTGCCGGAAATTCAGCGACGGC

CATGAT 

>OTU13259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATATTCGACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTTTTAGGGAAGAACGTGCGTGAGAGCAACTGTTCTCGCAGTGACGGTATCTAACCAG

AAAGTCACAGCTAACTACGTGCGCGCAGCTGCGGTAATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCATCGGCTTAACCAAAGACGTGCATCGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGACAGTGGAATTCCTTGTGTAGCGGTGGAATGCGTAGACATATGGAAGAACACCAGTTG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTATGGGCTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGCGTGGCATATTGCAGCTACCCTATGAATACGG

ACAGGCTAGTTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATTTATAAGCGTGTTGTGAAATGTCGTGGCTCAACCAGTGCATTGCTGCGCGAACTGTGAGACTTGA

GTGCGCAAGAAGTAGACGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGTCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13262;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.4914),g:Clostridium_XlVa(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATTTAAACTTCTATCAGCAGGGAAGAAAAGGACGGTACCTGACTAAGAAGCCCCGTCTCACTCCGTTCCAG

CCGCCGCGGTAATACGTAGGGAGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATCTGAAACTGCGTGACTGGAGTGTCGGAGAGGCGGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCGGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13264;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legione

llales(0.0000),f:Legionellaceae(0.0000),g:Legionella(0.0000); 

AGTTTTGCCGCAAGCTGGCTGCTGTCCGCCCTCTTCAGTATATTCGCGATGAGTATAATTACCCCACAAAGAAAGGTA

TTAAGTATGAGTGTTCATGATTGCTGGAGTCCTCCACTATGAAATCGCGTAGAGGCTTTGCTATTCAGCGTTTGATGA

ATGCAATGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTTTTGACACTCTCACGTTGGCTGACGTCCGATTAGAGG

CGTTTTATGATAATCCCAATGCGTTGCGTGACTATTCTCGTGATATTGGTCGTATGGTTCTTGCTGCCGAGGGTCGCAA

GGCTAATGATGCACACGACGACCGCTAGCAGGAGTTTTGTGTGCCTGAGTATGGTACAGCT 

>OTU13266;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTTTAAGGGCATAAAGTCGGGTATGTATGCCCGTTTGCATGTACTTTATGAATACGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGATGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGGAAAATTGCAGTTGATACTGGATGTCTTGAG

TGCAGGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13263;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Erysipelotrichia(0.8331),o:Erysipelotrichales(0.6

138),f:Erysipelotrichaceae(0.4224),g:Turicibacter(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGTAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU13267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Porphyromonadaceae"(0.7428),g:Parabacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTGTAAGGGAATAAAGTGCTGGACGTGTGCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTGTATTAAGTCAGTGGTGAAAGTCTGTGGCTCAACCATAGACTTGCCGTTGAAACTGGGGCGCTTGA

GTATGTGTGAGGCAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGCAGAACCCCGATTGCGAAGG

CAGCTTGCCAGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13265;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGGCAGGGGGTGAAATCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGGGAGGATGCCGCCGGAGGGATGAGTGGTGTAGCGGTGAAAAGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACTGAAGCTGAGGCACGAAAGCGGGGGGATAGAACAGGATTAGATACCCTAGGT

A 

>OTU13268;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9992),c:Cyanobacteria(0.9947),f:Family

_II(0.9873),g:GpIIa(0.9837); 

GTGTCAGCAGCCGCGGTAATACGGGAGTGGCAAGCGTTATCCGGAATTATTGGGTGTACAGCGTCCGCAGGCGGCC

CTTCAAGTCTGCTGTTAAAAAGTGGAGCTTAACTCCATCATGGCAGTGGAAACTGTTGGGCTTGAGTGTGGTAGGGG

CAGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAGTGGCGAAGGCGCTCTGCTGG

GCCATCACTGACGCTCATGGACGAAAGCCAGGGGAGCGAAAGGGATTAGATACCCCTGTAGTCCTGGCCGTAAACG

ATGAACACTAGGTGTCGGGGAAATCGACCCACTCGGTGTCGTAGCCAACGCGTTAAGTGTTCCGCCTGGGGAGTACG

CACGCAAGTGTGAAACTTAAATGAATTGGCGGGG 

>OTU13269;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTTTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGATTGTA

AGTTAGATGTGAAATACCCGGGCTCAACTCGGGTACTGCATTTCAAACTGGAAATCTAGAGTGAAGGAGAGGAGAG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13271;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTGAACGTGGGTGCTGCAGTCCAAACTGGTTAGATAGAGTGCAGGAGAGGAGAG

TGGAAGTCCGAGTGTAGAGGTGAAATGCGGAGAGATTGGGAAGAAAACCAGTGGAGAAGGCGACGAGATGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13270;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.8864),g:Clostridium_XlVb(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGG

TTTAGGCTCGTAAACTTCCATCTATAGGGAAGAAACAAATGACGGTACCTCAATAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCACGGCAATACGGAGGGGGCAAGAGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

TAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGCGAGGACA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTTGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAAGATTGGGCGGTGGGAGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTAGCGGAGAGGCAA

TCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGTCGAAGGCGGATTGATGGACGA

CAACTGCCGGTGAGTCGCGAACGCGTGGAGGGCACACAGGATTAGATACCCTGGTA 

>OTU13273;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCAATGACGCGTGAGTGATGACGGC

CTGCGGGTTGTAAAGCTCTTTCTTAAGGGACGATAATGACGGTAACAGAGAAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGAAGGTGGAAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGTGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGAAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAATGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



7920 

 

>OTU13274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Rikenellaceae"(0.5273),g:Alistipes(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCGGGAAGACGGC

TCTATGAGTTGTAAACTCCTTTTGTACTAGGGTAAACGCTTCTACGCGTAGGAGCCTGACAGTATAGCACGAATAAGG

AACGGCCAACTCCGTGCCAGGAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATTGATAAGTTAGATGTGAAATACCGGGGCTCAACCTCGGAACTGCCTCTAAAACTGTTGAACTAGA

GAGTAGTAGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCGTAGAGATCAGGCGGAACACCGGTTGCGAAG

GCGGCTTACCGGACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13276;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGAATGG

TCTATGGCCTGTAAACTGCTTTTATAAGGGAAGAAAGAGGATGACGAGTCATTTGATGCCGGTACTTGACGAATAGG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGATGTTTAAGTGAGTTGTGAAATTTTGCGGCTCAACCGTAAAATTGCAGTTGGTACTGGATATCTTGA

GTGCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13275;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.4311),c:Synergistia(0.2321),o:Synergistales(0.1015)

,f:Synergistaceae(0.0355),g:Dethiosulfovibrio(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAACCTCTGTTGCAGGGGACGAGCAGTAGACGGTACCCTGCGAGGAAGCTCCCGCTAACTACGTGC

CAGCCGCCGCGGTAACACGTAGGGAGCACGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGTGGTTCTGT

AAGTCTGGCGTGAAACCCCCGTGTTCAAGGCGGGGCCTGCGTTGGAAACTGCAGGACTTGAGTGATGGAGAGGATA

GCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCTATCTGGACG

TAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.6350),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGCGAATATTGCAAAATGGGAGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTAACAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGCAAAGGGAGCGTAGACGGCGATGCA

GGCCAGATGTGAAAGCCCGGGGCTCAACGCCGGGACTGAATTTGAAACTGCGTGGCTGGAGTGACCGAGAGGCAG

GCGGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ATGACTGAAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTCGATACCCTGGTA 
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>OTU13278;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Alcaligenaceae(0.0000),g:Castellaniella(0.0000); 

TCTTACTTTGCGACCTTTCGCCATCACCTAACGATTCTGTCAACAACTGACGCGTTGGCTGCGGAGAAGTGGCTTAATA

TGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTT

AAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAA

CAATCCGTACGTTTCCAGACCGCTTTGGCCTCGATTAAGCGCAGTCAGGCTGCTGCCGTTTTGGAGTGAACCGAAGAT

GATGTCGAGTTTCGGACGAGTAACAAAGGGGGGATTG 

>OTU13279;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGA

CTTCGGTTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTGCTCATTGCCGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTTACTACGGATGGTGCAAGCGATAATCGGAATTACTGGGCGTAA

AGCGCAAGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATAAGAAACTGGTAA

GCTAGAGTCTCGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13281;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGAAGGA

TCTCGGTATGTAAAGTTCTGTCAGCGGGGAAGATAATGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGGAGAA

AGTCGGATGTGAAAGGCAGGGGCTCAACCTGGGGGCTGCATTCCAAACTGTTTATCTAGAGTACAGGAGGGGTGAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13280;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCGCCAGGGACGATAATGACGGTACCTGGAGAGTAAGCCCCGGCTACCTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGGTTGTTAA

GTCAGATGTGAAATACCGGGGCTTAACCCCGGGGCTGCATTTGAAACTGGAGTGCTTGAGTGCAGTAGAGGCAGGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13282;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCCAAGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAAGAGGAAGGCACGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGAAGTGAAATACCCGGGCTCAACTTTGGTACTGCATTTGAAACTGTCAGTCTAGAGTGCAGTAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13284;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTCGTATGTATTATATGAATAAGAA

TCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGGAAAAGTGCATGTGATACTGGCAGGCTTGA

GTACAGTAGAGGGGGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCTCGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACGGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13283;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATATTGTCTTGTATGTATTATATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATCGGGTTTAAAGGGAG

CGTAGGTGGACTGGGAAGTCAGTCGTGAAAGTTAGCGGATCAACCGTAAAATTGGAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCCACAAGAAATCCGATTGCGAAGGC

AGCTTACTGGGGTGCAATTGACACCGATGCTCGAAAGTGTGGGGATCAAAAAGGATTAGGTACCCTGGTA 

>OTU13286;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Sphingobacteriia(0.9827),o:"Sphingobacte

riales"(0.9843),f:Chitinophagaceae(0.9873),g:Flavisolibacter(0.5239); 

GTGTCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGAGCGTAGGAGGGC

AGGTAAGTCAGTGGTGAAATCTTCGAGCTTAACTCGGAAACTGCCGTTGATACTATCTGTCTTGAATACCGTGGAGAT

GAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTCGTTACACG

AATATTGACTCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGG

ATACTCGACATACGCGATACACTGTGTGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGACCGCAAG

GTTGAAACTCAAATGAATTGGCGGGG 
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>OTU13288;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACCGAGTTTA

CAACTCCCAAACCCATGTGAACATACCTACTGTTGCCTCGGCGGGATTGCCCCGGGCGCCTCGTGTGCCCCGGATCAG

GCGCCCGCCTAGGAAACTCAACTCTTGTTTTATTTTGGAATCTTCTGAGTAGTTTTTACAAATAAATAAAAACTTTCAAC

AACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU13285;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0710),g:Eisenbergiella(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCGCAGGGGACGAAGAATGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGTGTAGGTGGCACAGC

AAGTTATATGTGAAAAGACGAGGCTCAACCTCGGACCTGCATATAAAACTACTGAGCTGGAGTGCAGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACTG

TAACGGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

AGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATTCAGCAACGCCGCGTGTAGGAGGAAGGCC

TTCGTGTCGTAAACTTCTGTCCAAATGGAAGAAGAATGACGGTACCTTTGTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAACACGTAGGGTGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGCAA

GCGTAGGGTATAAGGAGACAGCCCAAGTGTCGGTGGCCGCGCGAAATGTAAGGCTTGAGTACAGGAGGGGAAGGC

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTA

ACTGAAACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13290;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACTGGAGTCTGAACCAGCCAAGTAGCGTGCAGTATGACGGCC

CTATGGGTAGTAAACTGCTTTTATAGGGGGATAAAGTGTTCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAAGGTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGTGCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACGGTGAGGCTTG

AGTGCGAAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGG

GCAGCCTGCTGTAGCGCAACTAACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13291;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0423); 
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ACGGGAGACAGCAGTGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGTC

TTCGGATTGTAAACTTTTGTCGCAAGGGAAGAAACAAATGACGGTACCTTGTGAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGCAAAGGGCGCGTAGGCGGACTGTC

AAGTCAGTCGTGAAATGTCGGGGCTTAACCCCGGAACTGCGATTGAAACTGACAGCCTTGAGTGCCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTCTCTGGACGG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13292;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0355),g:Blautia(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGTATTGTAAACTTCTTTTCTTTGTGAATAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTTCC

AGCAGCCGCGGTCATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAGAGGGAGCGCGGGCTGGACTTCA

AGTTGGATGTGAAAGGTCAAGGCTTAACCTGGGCACGGCATGCAAAACTGTAGTTTTTGAGTGGAGTAGAGGTAAG

CGGAGGTCCGAGTGTAGCGGTGAAAGGCGTAGACGTTCGGAGGAACACCAGTGGCGAAGGAGGCTTACTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13293;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTTCAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGCCCTACG

GGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGT

AGGCGGCCGAGTAAGTCAGCTGTGAAAGGCCGGGGCTCAACCCTGGGAGTGCCGTTGATACTGTTTGGCTGGAATG

ATCCCGCCGCAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCAT

CTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13289;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1098),g:Coprococcus(0.0181); 

ACGGGAGGCAGCAGTGGAGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCTG

TGTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGG

TAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGG

CACCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13295;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Porphyromonadaceae"(0.9201),g:Parabacteroides(0.9566); 
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ACGGGAGGCAGCAGTGAGGAAGATTGGGGAAGGGGTGGAAGACGGAAACAGCCAAGTCGAGTGAGGGATGAAG

GTTCTATGGATCGTAAAACTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATCTACCTTATGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGCCTTTTAAGTCAGCGGTGAAGGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGTGGGGCTT

GAGTATGTTTGAGGCAGGCGGAATGCGTGGTTTAGCGGTGAAATGCTTAGATATTACGCAGAACCCCGATTGCGAA

GGCAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13296;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGGGGTTAAAAGCTTCTGCTCAACAGGGGTTTGCCTTGAAAACTGTCTGACTAAG

AATTAAAAGGGGCAAGCGGAATGAATCATGTAGCGGTGAAATGGATAGGTATGGTTCAGAACACCGATCGCGAAGG

CAACTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAACGAACAGGATTAGGTACCCTGGTA 

>OTU13294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGGG

GTAGAATTCCAGGCGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCA

CCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13297;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTAAGGGTTGTAAACCTCTTTTGCCGGGGAGCAAAAGCGCCGTGCGCGGTGCTATGAGAGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGAGCGTTATCCTGATTTATTGGGCGTAAAGGG

TGCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTATGCTCTTGAAACTGGGAAGCTTGA

GTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAG

GCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU13299;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Sphingobacterium(0.0076); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCGTTTTTGAGGGAATAATGAGACTTTTGCGTAGGTTGATGCAGGTACCCTAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTGTGAGGGTAAAGGCGTGTGTCAAACATGAGTCTGCATTGAAAACTGTCTGACTAG

GATGTAAACGGGGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACCCCGATTGCGAAG

GCAGCTTGCGAGGACACGATTGACGTTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGCGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATACAGTGTGCCACGTGTCGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTTCCATCAGCCGCGCTACTACGGTAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTGATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGGGAAGTGCAGCGGGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCGGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13298;tax=d:Bacteria(0.7941),p:"Proteobacteria"(0.1508),c:Alphaproteobacteria(0.0425),f:SAR11(0.0

059),g:Candidatus_Pelagibacter(0.0035); 

GTGTCAGCAGCCGCGGTAATATGAAGGGAAAGAGAGGAGGGAGGAATGAAGGGGAGTAAAGCGCGCGTAGGCCG

TTGAGTTAGTTAAGGGTGAAATCCCACAGCTTAACTTTGGAAGTGCAAGTAAAACTGCTCGACTAGAGTTTGATAGA

GGAAAGCGGAATACATAGTGTAGAGGTGAAATTCGTAGATATTATGTAGAACACCAGTTGCGAAGGCGGCTTTCTG

GATCAACACTGACGCTGAGGCGCGAAAGTATGGGTAGCAAAGAGGATTAGATACCCTCGTAGTCCATACCATAAACG

ATGATTGCTATATGTTGGAAATTTATTTTCAGTATCGCAGCTAACGCATTAAGCAATCCGCCTGGGGAGTACGACCGC

AAGGTTAAAACTCAAAGCAATTGGCGGGG 

>OTU13304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTTTGTATACCTTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTCGGCGAGTAAGTCTGTTGTGAAAGTTAGAGGCTCAACGGTAGAATTGCAGTGGATACTGGCAGTCTTGAGT

ACAGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13301;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0710),g:Roseburia(0.0157); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGCAGACGGAAGGCTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGATACTGCATTGGAAACTGGTCATCTA

GAGTGGCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGA

AGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU13302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pept

ococcaceae_1(0.5991),g:Peptococcus(0.4351); 

ACGGGAGGCAGCAGTGGGTAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGA

CTTCGGGTTGTAAAATTCTGTCCTCATCCAAGAAAGAGGCCTGTAGTAACCGACAGACCTAGGACGGTAGATGAGGA

GGAAGCCCCGGCTAACTATGTGCAAGCAGCCGCGGTGAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGCAGGCGGTTTGTTAAGTCAGATGTGAAAGGTGAGGGCTCAACCCTGAACGGGCAGCTGATACTGGC

AGCCTTGAGTATTGAAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATTCTTAGATATTAGGAGGAACACCAGTA

GCTAAGGCGACTTACTGGGCCATGATTGACGCTGATGCGGGAAAGCGTGGGGAGCAGAAAGGATTAGATACCCTGG

TA 

>OTU13303;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9812),o:"Entero

bacteriales"(0.9172),f:Enterobacteriaceae(0.9015),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCATCGGGGAGGATGAGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAGTACGGAGGGTGCAAGCGGTAATCCGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGGTAAATGTGAAATCCCCGGGCTCAACCCGTGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGAAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13305;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Rikenellaceae"(0.9294),g:Alistipes(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGAAGGC

TCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAAAGCTCTTAGGTGTAAGAGAATGAGCATAGCGTAAGAATAAG

GAACGGCTAACGCCGAGACAGAAGCCGCGATAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAACTA

GAGAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCTCAGAGATCATACAGAACACCGATTGCGAA

GGCAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGATCCAGCCACGTAGCGTGAAGGATGAAGGCT

CTCTGGGTCTTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTCTGTATTATATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTTAGTTGTGAAAGTTTGAGGCTCAACCGTGAAATTGCATTGGATACTGTCAGGCTTGAGTA

CAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGACGACCACCGATTGCGAAGGCAG

CTCACTGGACTGCAACTAACACTGATGCTCGAAAGAGTGGGTATCAAATAGGATTAGATACCCTGGTA 

>OTU13307;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Pept

ostreptococcaceae(0.0099),g:Filifactor(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGAGTTTAAAACTCTTTGATTAGGGACGAAAAGATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTTCGTAGGTGGTTTAGCA

AGTTGGAAGTGAAATACCCAGGGCTTAACTTGGGTGCTGCGTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTACGAGGAACACCAGTTGCGAAGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13308;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGATCCAGCCAAGCCGCGTGAGGGAAGAAGGC

TCTATGTGTCGTAAACTTCTTTTATATGAGAATAAAGCCCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGCAGACGGGATGCTAAGTCAGCTGTGAAAGTCCGCGGCTCAACCGCGGAAGTGCAGTGGATACTGGCGTGCTTGA

GTGCAGGAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTTACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13311;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGGGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGAGTGAGGGAAGAATGG

TCTATGGCCTGTCAACCTCTTTTGTCAGGGACGAATAAGGATGACGTGTCATTCGATGCCAGTAATTGACGATTAAGC

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATCAGGGGGATGCGAGCGTTATCCGGAGTTATTGGGTTTAAAAGG

AGCGTAGGTGGACTGGTAAGTCAGTTGTGTAAATTAGCGGCTCAACCGTAAAATTGCAGTGGATACTATCAGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGATGAAATGCTTAGAAATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACAGCAACTGACACTGATGCTCGAAAGTGTGGATATCAAACAAGATTAGATACCTTAGTA 



7929 

 

>OTU13309;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0066); 

ACTTAATTCCTCATTTATTACTATTGGTCAATGGGCGGAATCCTGAACCAGCCATGCCGCGTGACGGAAGACGGCCCT

ATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGATCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTTGAAT

GCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCAGAAAGAACACCGATTGCGAAGGC

AGCGCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGAGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13312;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Oceano

spirillales(0.0000),f:Halomonadaceae(0.0000),g:Modicisalibacter(0.0000); 

TCGACATACTTTATCCTCAAGTACGGGGCCGACGCCCCTGCACTTAACATTGTTGACCACCTCCATACCAAAGACGCG

CGCCTTTCCGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAG

ACATTACATCACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGC

GTACACGCAAGGTAAACGCGAACAATTCAGCGGCTTTAACCGGACGCTCGACGCCATTAATAATGTTGTCCGTAAATT

CAGCGCCTGCCAGGATGAGACAGGCCGGTTGAATGGTGACGGGATGAACATAATAAGCAATGACGGCAGGAATAA

ACTCAACAGGAGCAGGAAAGCGAG 

>OTU13310;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTCATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCGCCGGATAACTCCGTGCGCGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATTACTGGGCGT

AAAGGGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGATACGGTC

AAGCTTGAGTGTCGGAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGG

TGGCGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGTT

TTCGGCTCGTAAAACTCTGTTGTTGGGGAAGAACGTGCGGGGGCGTAACTGTTCTCGCAGTGACGGTATCCAACCAG

AACGTCACGGCTCACTCCGTGCCCGCAGCCGCTGTAATGCATAGGTGGCTAGCGTTATCCGGATTTGTTGGGCGTAA

AGGGAGCGCAGGCGGTTGCTTAGGTCTGGTGGGAAAGCCTTCGGCTTAACCGAGGAAGTGCAGCGGAAACCGGGG

GGCTTGAGTGCAGACGAGGAAAGTGGAACGCGTTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT
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GGCGAAGGCGGCTGTCTAGTCTGCTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13314;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTAGGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGCATGTATACGGTTTTGTATGTATTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATCAGTAAGTGTGTTGTGAAAGTTTGCCGCTCAACCGTTGAATTGCATTGGGTACTGTCAGTCTTGA

GTACGTTAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAGACTGCAACTGACACTAATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13316;tax=d:Bacteria(0.0024),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Desulfurobacteriales(0.000

0),f:Desulfurobacteriaceae(0.0000),g:Thermovibrio(0.0000); 

GGTATCGTTTGCGAGCGCTGTTGTGTGGAAGTTACAGAGAGCCGGGTGCGTCGCCACCGCATGGGCTTCATCAAGCT

CGCTGCTCCTGTGTCCCACGTTTGGTACCTGAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGCG

GGACGTTGAGCAGATTGTTTATTTCAACTGCTATGTGGTGCTGGATCCCGGCGACCACAAGGATCTGAAGTACAAGC

AGCTTCTCACGGAAGATGAGTGGCTGGAAATTGAGGATGAGATCTACGCAGAAGACTCAGAGATTGAAAATGAGCC

TGTTGTGGGTATCGGTGCCGAGGCTCTAAAGCAGCTTCTCGAAGATCTAACCCTGGAGGAGGTGGCCGAGCAGCTGC

GCGAGGAGATCGCCGGCAGCAAGGGGCAGGAGCGGGCGAAGCTGAACAAGCGCCTGCG 

>OTU13317;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATCTTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTCTGGGTCGTAAACTTCTTTTTTATAAGAATAAAGTGCAGAATGTATATTGTCTTGTATTTATTATATGCATCAGGAT

CGTCTCACTTCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTTAACCGTAAAAGTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGAGGTGTAGCGGTGGAATGCGTAGATATCGCGAAGAACTCCGGTGGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTAAAGAAGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGACTATTAA

GTTAGATGTGAAATCCCAGGGCTCAACTTGGGTGTTGCATTTCAAACTGGAAGTCTAGAGTGTAGGAGAGGAGAGG
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GGAATTCCTAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGATCATAT

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13318;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTTAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCCTTGACGTTACCGGCAGA

AGACGCGCCGGCTCACTGCGTGCCAGCAGCCGCGGTAGTACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCTT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGTGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTGGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9882),o:"Bacteroidales"(0.

9939),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAATGTATTCCACGTGTGGGATTTTGTATGTACCCTATGAATAAGGA

TCCGCCTACTCCGTTCCCGCCGCCGCGGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTCGATACTGTCAGTCTTGAGTA

CAGTAGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACTGCACCTGAGGAGGAAGCCACGGCCCACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGGGATGTGAAATGCCGGGGCTCAACGTGGGAGCTGCAGTGCAAACTGGAAGTCTTGAGTGCAGGCAAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13322;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGCATGTATACTTTTTTGTATGTACTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

TGTAGGTGGACTGGTAAGTGTGCTGTGAAAGGTTGCGGCTCAACCGTAGAAGTGCAGTTGATACTGTCAGTCTTGAG
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TACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGATA

AGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAAAG

CGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13324;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Porphyromonadaceae"(0.5273),g:Parabacteroides(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTACCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGAGGGTTTTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCAATTGAAACTGGGAGCCTTGAG

TGTGTATGAGGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGGC

AGCTTACGGGGCCATAACTGACACTGAAGCACGAAAGCGTCGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13323;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGTCGCGTGAGTGATGACGGC

CCTCGGGTTTTAAAGCTCCGTTTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGAGACA

GCAGCCGTGGTAACATGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGTGATGTGAAATACCCGGGCTTAACTTGTGTGCTGCGTTTCGAACTGGAAGTCTAGAGTGCAGGAGATGAGAAG

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCACTTCACTAGGCTGTA

ACTGACGCTAAAGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13326;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAGGAGGGAAGAACAGAAGACGGTACCTCTAGAATAAGCCACGGATAACTCCGTGC

CAGCAGACGCGGCAATACGTGGGGTGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTATGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13325;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGAAAATGACGGTACCTGAGGCGTAAGCCACGTCTAGCTACGTGCCA

GCAGCCGCGGTACTACGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGCTGTGAAATACCCGGGCTCAACTGGGGAGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTGGTGTAGCGGTGAGATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTAACTGGACTGTA

ACTGACGCTAAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13327;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCGAGGCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

TCTATGGTTTGTAAACTTCTTTTATGGGGGGATAAAGTGGGGGACGTGTCCTTTTTTGTATGTACCCCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTGCGGCTCAACGGTAAAAGTGCAGTGGATACTGTCTGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGTCTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTTCCCCAGGAGGTAGCCACGGCTAAACACGTGCCC

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCTGGCTCAACTTTGATGCTGCATGACAAACTGGTTATCTAGAGTGAAGGAGAGGAAGATG

GAATTGGTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGACTCTCTGGAATGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13329;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAGCTTCTTTTCTAGAAGTATAAAGTGCAGTATGTATACTGTTTGGTATGTATTATATGATTAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGGCTTGAG
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TACAGGAGAGGTGGGCGGAATTCGGGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAATTGACACTGAGGTGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13330;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAAGTTCTTTTGTCAGGGACGAGTAGAAGACGATACCTAACGAATAAGCCACGGCTAACTGCGTGC

CAGCACCCGCGATAATACGTAGGTGTCAAGCGTTGTCCGGATTCACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGATACGGGTTTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGATGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13331;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGAAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACCTTGGTGCCGCCTTTCAAACCGGTTATCTAGAGTGAAAGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCGACCCACTGGACTTTA

ACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU13333;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGCATGTATACTGTTTTGTATGTATTGTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTCAGATGTGAAAGGTAGCGGCTCAACCGTAGAGTTGCAGTTGGAATTGTCAGTCTTGAG

TGCAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13332;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCAAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTCGTGAAATTCTGCGGCTTAACCTTAAAATTGCAGTTGATACTGGCAGTCTAGAG
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TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

GGCTCACTGGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13334;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGTTTGTAACCTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCATTTGCCTGTACCTTATGATTCAGGC

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCTCAAAATTGCAGTTGAAACTGGAGGCCTTGAG

TGAAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Porphyromonadaceae"(0.9015),g:Parabacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGTACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTGAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGCTGAAACTGGGGGGCTTG

AGTATGTATGAGGCAGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAG

GCAGCCTACCAGGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13336;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCCATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGCAGTATGTGTAGTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGTCTAGTAAGTCTGTTGTGAAATGTTGCGGCTCAACCGCTAACTTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGAGTGCAACTGACACTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13339;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

GCCGACTGAATGCCCGCCATCTCTTTTTGAGTCTCATTTTGCCTCTCGGCACTCTCTTTCTGATTGTCCAGTTGCCTTTTA

GTAAGCTCTTTTTGATTCTCAAATCCGGCGTCAACCATACCAGCAGAGGAAGCATCAGCACCAGCACGCTCCCAAGCA

TTAAGCTCAGGAAATGCAGCAGCAAGATAATCACGAGTATCCTTTCCTTTATCAGCGGCAGACTTGCCACCAAGTCCA

ACCAAATCAAGCAACTTAGCAGAAACGGCAGAAGTGCCAGCCGGCAACGTACCGTCAAGAAGTCCTGTACCAGCTTT

AGCCAGAGCACCA 
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>OTU13337;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTTTCAGGGACGAATAGAAGACGGTACCTGACGAATAAGACACGGCTCACTACGTGCG

AGCGGCCGCGGTAGTACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGGC

AAGTCAGATGTGAAATCCACGTGCTTAACTCGTGAACTGCATTTGAAACTGGTCTTCTTGAGTGTCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13340;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

GAGCAGCCGCGTTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGCCGGGTCAGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCGTTTGAAACTGTTGGTCTTGAGTGACTGAGGGGCAAT

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTAGACGAT

TACTGACGGTGAAGCGCGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13338;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCAGTCGCCAGGGACGATGATGACGGTACCTGGAGAGTAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGCA

AGTCAGATGTGAAAGCCCGGGGCTCAACCGCGGGACTGCATTTGAAACTGTCCGGCTTGAGTTCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTTA

AAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU13343;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

TTTATGGGTCGAAAACTTTTTTCATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTACGTATTATATGAATAAGGC

TCGGCTAACTCCGTGCCAGTAGCCGCGGTAATACGGAGGAGCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13344;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAACTCTGTCTTTGAGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGACGCTGTACTACGTAAGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGTGTGCTGCATTCGAAAATGGTTATCTAGGGGTCAGGGGAGGACAGT

GGAATTCCTAGTGGAGGGGGGAAAAGCGTAGAGATTAGGAAGAAAACCAGTGGCGGAGGCGACTCTCTTGACGGT

AACTGAACCCGAGTGTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13341;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.5963),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACACCGCGTGAATGATGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGATGGCATCTAACCA

GAACGTCTCGGCTAACTACGTGACCGACGCCGAGGCAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAAGCGGTATGCCAAGTCGGACGGGAAAGCCTTTGGCTTAAACAAAGGAGTGCAGCGGAAACTGTTG

GACTTGAGTGCAGGAGAGGAAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGT

GGCGAAGGCGGCCTTCTGGACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13342;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACTTTTTCTCATTGTCGTTACCCGCAGAA

GAAGCACCGACTACCTCCGTGCCAGCAGCCGAGGTAATACGGTGGGTGCATGCGTTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTCAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAAGTGCATCTGATACTGGCAA

GCTGGAGTCTCGTAGAGGGGGGTAGAATTTCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13346;tax=d:Archaea(0.0014),p:Parvarchaeota(0.0000),g:Candidatus_Parvarchaeum(0.0000); 

ACGTGACGATGAGGGACATAAAACGTCAAAATGTCTACATTCGCGTCCCTAGCAAGGCCACGACGCCATGGAGAACG

ACGGAGAGCGCCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGA

CCAATCTGACCAGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACAT

AATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATGAAAATTGGTGACCACCTACATACCAAAGACGAGCGACTG

GACGCTTGACTTTAGTACCTCGCAACGGCTGCGGAAGACCAGGGCGAGCGCCAGAACGTGTTTTACCTGTAGACATT

ACATCACTCCTGCTGCACGTAATTTTTGAC 
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>OTU13347;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanom

icrobiales(0.0000),f:Methanoregulaceae(0.0000),g:Methanoregula(0.0000); 

GGCATCGTTTGCGAGCGCTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGTATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTTTACTTCAACTGCTATGTGGTGCTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCTGGATATCTAAGACGAGATCTATGCCGAGGAATCGGAAATCGAGAACGAGCC

TGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCACTCTGGAGGAAGTGGCTGAGCAGCTG

CGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGCCTACG 

>OTU13345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGAAGGAGCAACATCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTTAAGCTCCGTTGTTAGAGAAGAACGTGCGAGAGAGCAACTGTTCACGCAGTGACGGTATCTAACAA

GAAAGTCACGGTCAACTACGTGACAGCAGCTGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGGCTGATGTGAAAGCCTTTGGCTTAACCAAAGGAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCAGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13348;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTGGTAACCTTCTTTTGCCGGGGGATAACGGGCGCCACTCGTGGCGCCGTGCAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCTGTGAAAGCTCCCGGCTCAACCGCGTCAGTGCCGTGGATACTGTGTGCCTT

GAATGCGGGCGAGGCCGGCGGAATTTGGCGTGTAGCGGTGAAATGCATAGATATGACAAGGAACACCGATGGCGA

AGGCAGCTGGCCGGGCCTGAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13349;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacilla

ceae_1(0.0252),g:Paenibacillus(0.0076); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTTCCCTTTTTTCCACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTTTTCG

GATCGTAAACTTCTATCCTTGGTGAAAATAATGATGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGATAAGTTTG

AAGTGAAAGTCCTTCTTTTAAGGAGGGAATGGCTTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGCGGAAT

TCCCGGTGTAGCGGTGAAATGCGTAGAGAGCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACTGTTACTGA

CGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13351;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9835),c:Actinobacteria(0.9719),o:Actinomycetales

(0.8629),f:Micrococcaceae(0.3884),g:Rothia(0.0904); 

ACGGGAGGCAGCAGTGGGGAACATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTAAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTAC

GTGCAAGCAGCCGCGGTAATACGGAGGGCGCGAGCGGTGTCCGGAATTATTGGGCGAAAAGAGCTTGTAGGCGGT

TTGTCACGTCTGCTGTGAAAGCCCGGGGCTTAACTCCTGGTCTGCAGTGGGTACGGGCTTACTAGATCGCAGGAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGTCAGGTCTCTGT

GCTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU13350;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2184),g:Dorea(0.0423); 

CCTTTCTTCCTCCTTCTTTCCTATTTCCCCCTGGTCGCCAGCCTGATGCAGCAACGCAGCGTGAGGGAAGACGGTTTTC

GGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGATGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGCAAGC

CAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTATGACTAGAGTGTCGGAGAGGCAAGTGG

AATTCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGACGGCGGCTTGCTGGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13353;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACTTAATTCAGCAGATTTTAATATTTCACAATTTTCTAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGCCTTC

GGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCA

GAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGATGGCGGCCTGCTGGACTGATACTGA

CACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13352;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Lactobacillales(0.1015),f:Lactob

acillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGACCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

ATAAGTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAACTGCTTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTAGCTT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU13355;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAAATGACGGTACCTGACTGAGGAGCCCCGGCTAACTACGTGCCA

GCACCCGCGGTAATACGTAGAGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTTAAGGCGGGGACTGCTTTGGAAACTGTATGGCTTGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13354;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiales_Incertae_Sedis_XIII(0.0560),g:Mogibacterium(0.0134); 

ACGGGAGGAAGAAGGGGGGAATATTGCACAATGGGGGAACCCCTTCTTCCGCCACTCCTCGTGAAGGAAGAAGGCC

TTTGGGTCGTACACTTCTGTTCTAAGGGAAGAAAAGGACTTTACCTTAGGAGCAAGTCCCGGCTAACTACTTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCTAAGC

ACGAGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTG

ACAATGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU13357;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTAGGGGTTGTAAACTTCTTTTATAAGGGAATAATAGCGGGTACGCATACCCGTTTGCATGTACCTTATGAACAAGG

CTCGGCTAACGCCGTGACATCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCGTAAGTCAGCTGTGAAAGTTTTGGGCTCAACCTTAAAATTGCATTTGATACTGGGTGCCTTGA

GTGCAGGATAGGCAGGCGGAATTCGTGGTGTAGCGATGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13356;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACGATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGACGACTGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACATTACCCGCAGAA

GAAGCCCCGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGGAGGGTGCATGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTGAAGGCAGATGTGAAAGCACCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCACGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGTCTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU13359;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCACGTCGCGTGAAGGATGAAGGC

TTTATGGGTCGTAAACTCTTTTTATATAAGAATAAAGTGCAGTATGTATACTGGTTGGTACGTATTATATGATTACGGA

ACGGCTAACTCCGTGCAAGCAGCCGAGGTAATACGGAGGATCCGAGTGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGACTGGTAAGTCAGTTGTGAAAGTTTTCGGCTCAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCAGTGGCGAAGGCG

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13358;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9740),o:Desulfovib

rionales(0.9172),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCCGACGCGGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCTGTTATGTTAGTCAGGGGTGAAATCCCACGGCCCAACCGTGGAACTGCCATTGATAATGCAC

GACTTGAAGCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCGGTAGATATCTGGAGGAACATCAGT

GGGGAAGGCGGGCAACTGGACCGGTATTGAAGCTTAGGTGCGAAAGCGTGGGGTGCAAACAGGATTAGATAACCT

GGTA 

>OTU13361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lach

nospiraceae(0.8505),g:Coprococcus(0.6681); 

ACTTTCTCCCCCAGTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTTCTGCCTCGACGCCGCTTGAGCGAAGAAGTATTTCGG

TATGTAAAGCTCTATCAGTAGGGAAGAAAATGACGGTACCTTACTAAGAAGCACCGGCTAAATACGTGCCAGCAGCC

GCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTCTGA

AGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGTGGAATT

AACAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGACTGAC

GTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13360;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Parasporobacterium(0.0615); 

ACTTTCTTCCTCCTTTTGGAATATTTCACCCTGGTCTAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTATTTC

GGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCC

AGAAGTGAAAGCCCGGGGCTCAACCCCGAGAACTGCTTTTGGAACGGTCGAACTAGAGTGCAGGAGGGGCAAGCG

AAATTCCTAGTGTAGCGGTGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13362;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pept

ostreptococcaceae(0.0560),g:Filifactor(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAGAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAAACGGCCGAGTA

AGTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTGCTTGTAATACTGCTTGGCTTGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13363;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCGGGAAGACAAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAACTGCTTTCAAAACTGTTTTTCTT

GAGTAGTGCAGAGGTAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13364;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Deltaproteobacteria(0.9321),o:Desulfovib

rionales(0.8303),f:Desulfovibrionaceae(0.5991),g:Desulfovibrio(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAGGGTCAGTGGAAACTGGTC

GACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13365;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiaceae_1(0.0149),g:Caloramator(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAAGCTCTTTAAGCGGGGACGAAGAAAGTGACTGTACTCGCAGAATAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCTCGA

TAAGTTAGTAGCGTAATCCCGGGGCTCAACTTCGGAACTACTACTAAAACTATCGGGCTTGAGTGCAGGAGGGGCAG

ATGGAATTCCCAGTGTAGCGGTGGAATGCGTAGATATTGGGAAGAACACCGGCGGCGAAGGCAATCTGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13368;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.9348),c:Planctomycetia(0.8048),o:Planctomycet

ales(0.5395),f:Planctomycetaceae(0.3544),g:Rhodopirellula(0.0204); 

GTGCCAGCAGCCGCGGTAAGACGAGCTCCCCGAACGTTATTCGGTATCACTGGGCTTAAAGAGTTCGTAGGCGGTCT

GGTAGGTGAGGTGTGAGATCCCCCGGCTCAACCGGGGAACTGCGCTTCAAACCACCGGACTTGAGGGAGACAGAGG

TGGGCGGAACAGATGGTGGAGCGGTGAAATGCGTTGATATCATCTGGAACACCGGTGGCGAAAGCGGCCCACTGG

GTCTTTTCTGACGCTGAGGAACGAAAGCTAGGGTAGCGAACGGGATTAGATACCCCGGTAGTCCTAGCCGTAAACGA

TGAGCACTAGCCCGTGGGGACTTTCACATCCTCTCGGGCGTAGCGAAAGTGTTAAGTGCTCCGCCTGGGGAGTATGG

TCGCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU13366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Erysipelotrichia(0.8472),o:Erysipelotrichales(0.6

509),f:Erysipelotrichaceae(0.4563),g:Turicibacter(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTGAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGACCGGCAAGTTGGAAGTGAAATCTATGGGCTCAACCAATAAATTGCTTTCAAAACTGCT

GGCCGTGAGTAGTGCAGAGGTAGGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13367;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTTATTAAGCAGGGAAGAAGAAAGTGACGGTACCTCCAGATTAAGCCACTGCTAACTACGTG

CCACCACCCGCGGTAATCCGTCGGGAGCAATCTTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAATT

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAATTGCAACTAAAACTGGTTTTCTTGAGTGCTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGT

AACTGACGTTGAGGCACGAACGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13369;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.1159),o:"Flavobacteriales

"(0.0547),f:Flavobacteriaceae(0.0149),g:Flavobacterium(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGGCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTTCTGGACTGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU13370;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGAGAGGTA

AGTCAGGTGTGAAATGCTCGGGCTTAACCTGGGAATTGCATTTGTGACTGCACGGCTAGAGTGTGTCAGAGGTGGGT

AGAATTCCACGTGTAGAGGTGAAATGCGTAGATATGTGGAGGAATACCGATGGCGAAGGCAGCTCCCTGGGATAAC

ACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTTAGTGACGAAAATGACGGTAGCTAAGGAGGAAGCCACTGCTAACTACGTGCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGATA

AGTTGGACGTCTAATCTATCGGCTTAACCGATAGTCGCGTTCAAAACTGTCTTTCTTGAGTGAAGTAGAGGTAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAACT

GACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13374;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Porphyromonadaceae"(0.5273),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTCAGCGGTGAAATGTAGGGGCTCAACCAGTAATTTGCCATTGATACTGGGTTGCTTGAGT

ATGTTTGCGGTAGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAGGCA

GCATACCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13373;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Arcticibacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCATGCCGCGTGCAGGAATGAGGC

CCTATGGGTCGTAAACTGCTTTTGTGGTGGAGCAATAAGACGTACGCGTACGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGTGTTTAAGCGTGAGGTGAAATGCCGTGGCTCAACCATGGAACTGCCTCGCGAACTGGGCATCTTG

AATAGCCGTGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATCACACAGAACACCGATTGCGAAG

GCATCTCACGAACGGTCGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 
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>OTU13372;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTCTGG

CAAGTCAGAAGTGAAAACGCAGGGCTTAACCCTGCGACTGCTTTTGAAACTGTCAGACTAGAGTGCAGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACT

GTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13377;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCCGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGCGCAGTATGTATACTGTTTAGTCTGTATTATACGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGCGTCTCAACCGTGAAATTGCAGTTGATACTGTCGGGCTTGA

GTGCAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGGCTTCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13376;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACCTCTTTCAGCAGGGACGAAGGACGCGACGGGACCTGGAGAAAAACCAACGGATAACTACGT

GCCAGCAGCCGCGGTAACACGTAGGTTGCAAGCGTTGTGCGGATTTACTGGGTGTAAAGGGCGGGTAGGCGGAGG

AGCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTGGAAACTGTTGCCCTTGAGTGTCGGAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGTAGGCGGCTTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGAAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCCAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGTGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAGCTAGGGTGAGGCATGACAAGATGGTTATCGAGAGTGCAGGAGGGGAGAG

TGGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACACTCGGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13379;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9507),c:Spirochaetia(0.8472),o:Spirochaetales(0.65

09),f:Spirochaetaceae(0.4563),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CTTAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCCGGGAATGGCGATATGGTGACGGTAGTTTTTTAA

TAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTCAGTTGCGAGTGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAAATGCATTGAGAAATAAAAGA

CTTGAGTGAATGAGGTGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCGGCAGATATCTGGAAGAACACCAAGGG

CGAAGGCAGGTTTAAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13381;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGAAGGATGACTGA

TCTATGGGTTGTAAATTCCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCATTTGCATGTACCTCATGAATAAGA

ATCGGCTAACACCGTGTCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGAAACTGGGTGGCTTGA

GTGTAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13382;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasm

atales(0.0000),f:Thermoplasmatales_incertae_sedis(0.0000),g:Thermogymnomonas(0.0000); 

CCTACTCCGGCACACAACAATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCA

TCCGACCCATATCACGAAAATAGTCACGCAAAGCATTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACG

TGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAG

CCTCTACGCGATTTCATAGTGGAGGCCGACAGCAATCTTGAACACTCATCCTGAATACCTTTCTTTTTGGGGTAATTAT

ACTCATCGCGAATATCCTTAAGAGGGAGGTCAGCGGCCAGCTGGCGGCAAAACTGCGTACCCGT 

>OTU13380;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9871),o:Actinomycetales

(0.9911),f:Actinomycetaceae(0.9852),g:Actinomyces(0.9799); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGGAACCTTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCGTGTGCAAGCCGCTATTTTGGGTAGTGGTGAGTGTAGCGGGTAAAGAAGCG

CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGC

TTGTAGGCGGTTTGTCGCGCCTGTCGTGTAATCCTCTGGCTTAACTGGGGGTGTACGGTGGGTACGGGCAGGCTTGA

GTGCGGTAGGGGAGAGTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAG

GCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU13383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9827),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGGGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGAGGTGAAAGCCTTTGGCTTAACCAAAGAAGGGCTTCGGAAACTGTCA

GACTTGAGTGCAGAGGAGGACGGTGGAACTCCATGGGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGG

GGCGAAGGCGGCCGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATAGATACCCTG

GTA 

>OTU13384;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9908),o:"Bacteroidales"(0.

9936),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCTAGCCTGAACCGGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATATTATTTTGTCTGTATTATATGAATCAGGA

ACGGCTAATTCCGTGCCAGCAGCGAGCGTAATACGGATGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13385;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9671),c:Spirochaetia(0.9180),o:Spirochaetales(0.83

03),f:Spirochaetaceae(0.6350),g:Treponema(0.3043); 

ACGGGAGGCAGCAGCTAAGAGTATTCCGCAATGGACGAAACTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGCGGGATGTAAAGCTCTATCAAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGGGACGGTAGGTTTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGAGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAAGGCATAGGCTCAACCTAGGAACTGCATTGAGAACTACA

AGACTTGAGTTACGGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAAT

GGCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.5395),f:Strept

ococcaceae(0.3204),g:Streptococcus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACTGTGAGAAGAGTGGAAAGTTTCTCACTTGACGGTATCTTACCA

GAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGTTTA

AAGGGTGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGT

GCTCGAGTGTCGGAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG
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CGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13387;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCCCTGTCTTTGGGGAAGATAATGACGGTACCCAACGAGGAAGCCACGTCTACCTACGAGCCA

GCAGCCGCGGTAACACGCAGGTGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACACGGGCTCAACGTGGGTGCTGCATTGCAAACTGGTTGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGGCTCTCTGGAGTGTA

ACTGACGCTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13388;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGATTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTATAGAAGAACGTGCGTGAGATCAACTGTTCACGCTGTGACGTTATCTACCCAG

AAAGTCCCGCCTACCTCCGTCCCAGCAGCCCCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTGTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13389;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Gammaproteobacteria(0.5963),o:Altero

monadales(0.2999),f:Alteromonadaceae(0.1485),g:Marinobacterium(0.0326); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTAGTCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTT

CAGTCAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCACCTGATACTGCTGAGCTAGAGTACGGTAGAG

GGTAGTGGAATTTCCGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCCAACTGG

ACGAGAACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATCCCCTGGTAGTCCACACCGTAAACG

AAGAATGCCAGTCGTCGGGTAGCATGCTATTCGGTGACACACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTTAAATGAATTGACGGGG 

>OTU13390;tax=d:Bacteria(0.9073),p:"Actinobacteria"(0.1310),c:Actinobacteria(0.0425),o:Actinomycetales

(0.0291),f:Streptomycetaceae(0.0073),g:Streptomyces(0.0039); 

ACGGAAGGCAGCAGTGGGGAATATTGTGCAATGGGGGAAACCCTGACACAGCGATGCCGCACGGGTGAAGAAGGG

ATTCGTTTTGTAAAGCCCTGTCCCCGGGGAAGAGAGTGACGGTACCCGGGTAAGAGCCCCAGCTAACTACGTGCCAG

CAGCTGCGGTAACACGTGGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCACGCAGGCGGCCCCTTAGG

CTGTTGATGAAAGTGCTGGGCCCAACCCAGTGATGTTCAACAGGACCGAGGGGCTCGGGTGCCAGAGAGGCAGGCA
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GAATTCCTGGTGTAGCGGTGAAATGCGCAGAGATCAGGAGGAATACCAGAGGCGAAGGCGGCCTGCTGGCTGGCA

ACCGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13391;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Flavobacteriia(0.9956),o:"Flavobacteriales

"(0.9946),f:Flavobacteriaceae(0.9881),g:Flavobacterium(0.9705); 

GTGTCAGCCGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTT

GATAAGTCAGTGGTGAAAGCCCATCGCTCAACGATGGAACGGCCATTGATACTGTCAGACTTGAATTACTAGGAAGT

AACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGATATTACATGGAATACCAATTGCGAAGGCAGGTTACTACTAG

TGGATTGGCGCTGATGGACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGATG

GATACTAGCTGTTGGGTGCAAACTCAGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGA

ATGAAACTCAAAGGAATTGGCGGGG 

>OTU13392;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiales_Incertae_Sedis_XIII(0.0560),g:Anaerovorax(0.0134); 

ACGGGAAGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGAGTGCGTAGGTGGTTAC

CTAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCCGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAGATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13394;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:Flavobacteriia(0.9840),o:"Flavobacteriales

"(0.9889),f:Flavobacteriaceae(0.8146),g:Flavobacterium(0.2607); 

GTGCCAGCCGCCGCGGTAATACGGAGGGTCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGCC

AAATAAGTCAGTGGTGAAAGCCCATCGCTCAACGATGGAACGGCCATTGATACTGTTTGGCTTGAATTATTAGGAAG

TAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAGGCAGGTTACTAATA

ATATATTGACGCTGATGGACGAAAGCTTGGGGAGCGAGCAGGAGTAGATGCACTGGTAGGTCACGCCGTAAAAGAT

GTATACTAGCTGTGCGGAGCAATCTGCGTGGCTAAGCGAAAGTGATAAGTATCCCACCTGGGGAGTACGTTGGCAA

GAATGAAACTCAAATGAATTGCCGGGG 

>OTU13393;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACGACGAGC

CAGCAGCCGCGTTCGTACGAACGGCGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGC

AAGTCTGAAGTGAAAGGCTGGGGCTCAACCCCGGGATTGCTTTGGAAACTGTGTAGCTGGAGTACAGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGCTTACTAAGCTG

TAACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13395;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGCAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCAGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTATGCAA

GTCTGAAGTGAAATGCGGGGGCTTAACCCCTGAACTGCTTTGGAAACTGTAAAACGGGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGACGGGAGTCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTCTGGGTGGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCAACGTGTGGCATATTGCAGGTACCCTATGAGTAAG

GACCGCATAATTCCGCGCCAGCAGCCGCGGTGCTACGGAAGGGCCGGGCGTTATCCGGATTTATAGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGGTGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAGGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGACGGAAGAGCA

AGTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTTTTTCTAGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13398;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),g:Natr

anaerovirga(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATCCAGCCACGCCGCGTGAAGGATGAAGTAT

TTCGGTATGTAAACTTCTGTCTGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTACGTGCAAG

CAGCCGCGGTTACACGTAGGGGGCCACCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCGTGTTAAG

TCCGATGTGAAAACTCAGGGCTCAACCTTGAGACTGCATCTGGAACTGAGTTGCTAGAGTGCAGGAGAGGAAAGCG
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GAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATGCGGAGGAACACCAGTAGCGAAGGCGGCTTGCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Euba

cteriaceae(0.8864),g:Eubacterium(0.8124); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCCTTGGGGAAGAAATAAATGACGGTACACTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTT

TAAGCGCGGGGTCTAAGGCTATGGCCTAACCATAGTCCGTCCGGCGAACTTGAGAGCGTGAGTACATGAGGGGAAA

GCGGATTTACTAGTGTAGCGGTGTAATGCGTAGATATTAGTATGAACACCAGTGGCGAAGGCGGCCTTCTGTACTGT

AACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGTATTAGATACCCTGGTA 

>OTU13399;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCTGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGATTGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAG

TTCTTGAGTACTGGAGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13375;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACGGCTTTTGAAACTGTAGTTCTTGGGTGTCGGAGGGGCAGT

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGAT

AACTGCCGGTGAGGCGCGAGAGGGGGGGGAGCAAACAGGATTAGATACCCTGGA 

>OTU13403;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAAGTCGGCTACGTGTAGCCGTTTGTATGTACCTGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGTGCTTAAGCGTGCTGTGAAATGCCGCGGCTCAACCGTGGAAGTGCAGCGCGAACTGGGTGCCTTG
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AGTGAGTACGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAA

GGCGAGTGACTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13402;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGTTATGTA

AGCGTGAGGTTTAAGGCAGTGGCTTAACCACTGTTCGCCTTGCGAACTGCATCACTTGAGTGCAGGAGGGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACGGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAATTAAGTTTATTGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACGGTTT

TTCTTTAGTGCAGAAGAGGAGAGTTGAACTCCATGTTTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAGCTGCCGCTGAGGCTCGAATGCATGGGTATCGAACAGGATTTGATACCCTGGTA 

>OTU13406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCATTTATATGAGGATAAAGTGAAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTGAGTTGTGAAAGTTCGGGGCTCAACCTGAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTGGACTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13405;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Hydrogenoanaerobacterium(0.0181); 

CCTTCCTTCCTCCTTTTTTTCTATTTCCCCCTGGTTGCCACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGTTTTC

GGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGAGACAAG

TTGAATGACTAAACTATCGGCTTAACTGATAGTCGCGTTCAAAACTATCACTCTTGAGTGCAGTAGAGGTAGGCGGAA
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TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTGTAACTG

ACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGTTA 

>OTU13407;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Euba

cteriaceae(0.4224),g:Eubacterium(0.2171); 

ACGGGAGGCAGTAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGCCCGGGGCTAAACCCAGGAACTGCATTGGAAACTGGGCAGCTAGAGTGTAGAAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACGGT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13409;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:Prolixibacteraceae(0.0086),g:Meniscus(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGTAGGAGGC

CCTATGGGCTGTTAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGGCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAGGACCCAGCGCG

AAGGGAGCTGTAGAATCCGTAACTGACGGACACGCATGAGAGCGACGGAAGGCAGCAGGATTAGATACCCTGGTA 

>OTU13404;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.4224),g:Eubacterium(0.2171); 

CCTTTCTTCCTCCTTTTTTCCTATTTCTCCCTGGTCGCCAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGCCTTC

GGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGCAAGC

GTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13408;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGCGTGTAGGCGGCCGATTAAGTGTGGAGTGAAAGGCCTGCTTTGAAGGTGGGAATTGCTTTGCAGACTGGT

TGGCTTGAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT
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GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4224),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAAGGAAGAAGTC

TCTCGGTATTTAAACTTCTATCTGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCCAACTACGTTCCAG

CAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGGCAGCAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGAGTGCAGCGGGAACTGTTAGTCTTGAGTGCCGGAGGAGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGCACGGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13414;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomi

crobiales(0.0000),f:Verrucomicrobiaceae(0.0000),g:Haloferula(0.0000); 

GCGGCGTTGACAGATGTATCCATCTGCATGCACTGACGAACACCACCATTACCAGCCTTAACCGTCAAACTATCACAC

TATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACAGAAGTGAGAACCA

GCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCTAAGCAGAAAACCT

ACCGCGCTTCGCTTGGTCAACCCCGCAGCGGCAAAAATTAAAATTTTGACCGCTTCGGCGTTATAACATCACACTCAA

TCTGGTAGCACGAAGTCATGATTGAATCGCGAGTGGTCGGCAGATGGCGGTAAACGGGCACATTAAATTTAACCTGA

CG 

>OTU13411;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGTTCTGTTGTTGGTGAAGAAGGATAGGAGCAGAAACTGTGTACTAGCTGACGGTAATCAACCA

GAAAGTGACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGGGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCCGGAAACTGCATCGGAAACTGTC

AATCTTGAGTACAGGAGAGGCGAGTGGAACTCCGTGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAAGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGAAACCCTG

GTA 

>OTU13412;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTCATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATCAA

GTCTCTTGTGAAATCTAATGGCTTAATCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAGATG
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GAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCAGCTTTCCAGCGCGCTAC

TGACGCTGGGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATCTACTGGGTGTAAAGGGAGCGTAGACGGCGATGC

AAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13416;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Leuco

nostocaceae(0.0000),g:Oenococcus(0.0000); 

CCCGAAGTCATGATTGAATCGCGCGTGGTCGGCAGATTGCGATCCACGGTCCCATTCACTTTAACCTTACTATTCCCCT

GCAACACCTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCACCAGAA

GGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACC

ACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACAAGAACGGAAAACATACTTCAGAGAAAGTTCACGCGGCG

GCAAGTGGCCATACAAAACAGGGGCGCGAGCAAGATCGGGATAAGGCAAAGCACCTT 

>OTU13415;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.9108),g:Gemmiger(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCTTGATGCAGCGATGCCGCGTGGGGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAAGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAAAACGGAGGGTGCTAGCGTTGTTCGGAATTACTGGGTGTAAAGAGAGCGCAGGCGGATCGGCAA

GTTGAAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGAAGTGCAGAGGTAGGAG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAACAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGGGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGATGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGGAAGCAACCA

GAAAGTCACGGCTAACGACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGAAGGCGGAAAAATAAGTCTAATTTGACAGCCCTCGGCTTCCCCGGGGAACTGCATCTCCCACTGTTT

TTCTTGAGTGCAGAAGAGCAGAGTGGAACTCCATGTGTAGCGGTGGACTGCGTAGATCTCTGGAAGAACACCCGTG
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GCGACGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13418;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGATGAATATTGTTCAATGGACGGGAGTCAGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGCCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCATGTTGTGAAATGTCTGGGCTCAACCTGGGCGTTGCAGCGCGATGTGTGAAACTTG

AGTACGCAGGATGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTGATATATGACGAAGAACTCCGATTGCGGAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGATAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13420;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCCGTTGTTGGTGAAGTAGGATAGAGGTAGTAAATGGCTTTTATTTGACGGTAATCAAAAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGGAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGT

AAAGTGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCGCGGCTTAACCGTGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13422;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGCGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCAGTTAAGCGTGTGGTGAAATGTAGGGGCTCAACCTGTGCACTGCAGCGCGAACTGGCAGACTT

GAGTGAGGAGGAGGTAGGCGGAATTCGGAGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACACCGATGGCGA

AGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTGGGTGAAGAAGGATAGTGGCAGCAACTGGCCATTATTTGACGGTAATCAACCA

GAACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTAGTGGGCGT

AAAGCGAGCGCAGGCGGAAAGTTAAGCCTGAGGTGAAATCCGCGGGCTTAACCGGGGAACTGCTTCGGAAACTGTG
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CTTCTGGATTGCAGGAGAGGAGGGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGT

GGCGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13423;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7068),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATTTTGTAGGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTAATAAGCGTGCTGTGAAATGTCGGGGCTCAACCGGGGCATTGCAGTGCGAACTGTGAGTCTTG

AGTGCGCAGGAGGTAGGCGGAATGCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGCAG

GCAGCCTGCTGTAGCACAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13424;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTTA

GACTTGAGTGCAGGAGAGGTTAATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAG

GCGAAGGCGATTAACTGGCCTGTAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13421;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCGAGTGAGCTGTGAAATGCCGGCGCTCAACGCGGGAGTTGCCGTGGATACTGTACATCTG

GAATGCGCGTGACGTTGGAGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATGACTAAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13425;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTCGTAAACTGCTTTTATAGGGGGATAAAGTGTGCTACGTGTGGCATATTGTAGGTATTATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGTCGACTGATAAGTGGGTTGTGAAAGGTCGTGGCTCAACCTGGACATTGCAGTGGGAACTGTGAGTCTTG

AGTGCAGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13426;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

CCTTCCTTCCTCCTTTCTGAATCTTTTTCCCTTTTCTCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCCTAT

GGGTTGTAAACTGCTTTTATATAGGAATAAAGTTCACTACGTGTAGTGTTTTGTAGGTACTATATGAATAAGGACCGG

CTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCA

GGCCGGTGGTTAAGCGTGACGTGAAATGTAGGCGCTCAATGTCTGAAGTGCGTCGCGAACTGGCCGCCTTGAGTGC

ATTCGACGACAGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TGACGAGACTGTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13427;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGAAGAAGGGGGGAATATTGCACAATGGGCGAAAGCCTGATTCAGCAACGCCGCGTTATTGAATACTTTT

TTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGATGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACGGAAGCTGAGGCTCGAAAGCGTGGGGAGAAAAAAGGATTAGATACAATGGTA 

>OTU13430;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGTGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCCGGCTT

GAGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13429;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGGAGGAAGAAGGGAGGAATCTTTTTCCCTTTCCTCTCGTCTTAACCCTCCAAGTAGCGTGAAGGATGACTGCCCT

ATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCGGACGCTTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTGAGTAC
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AGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TTGCTGGACTGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Euba

cteriaceae(0.6350),g:Eubacterium(0.4787); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTCGTAAACTTCTGTCCTTGGGGAAGAAAGAAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAACGCGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTG

CGAGCGTAGGGTAGAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clost

ridiaceae_1(0.8505),g:Clostridium_sensu_stricto(0.7643); 

CCTTTCTTCATCAGTTTTTCCTCTTTCCCCCTTTTTTCCCCCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTTTTCG

GATCGTAAAGCTCTGTCTTTGGGGAAGATAATGATGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTGG

GATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAATGCGACTCTCTGGACCGTAACTGA

CGCTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13433;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACTCTGACCCAGTAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTGTAAGGGAAGATAATGACAGTACCTTATGAATAAGCTCCGGCTAACTACGCGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGACGGGAAAGCAAG

TCAGTTGTGAAAACGATGGGCTCAACTCATGACCTGCATCTAAAACTGGTTTTCTTGAGTGTTGGAGAGGCAAGCGG

AATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAATAAC

TGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13432;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGTGGGATGAAGGC

CCTACGGTTTGTAAACATCTTTTATAAGGGAATAAAGGGCACCACGTGTGGTTTTTCGCATGTACCTTATGAGTAAGC

ATAGGCTAAGTCCGTGCCGTCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCACTGGGTTTAAAGGGT

GCGTAGGTTGCTTGTTAAGTCAGCGGTGAAAGCCAGGGGCTCAACCCTGGAATTGCCTTTGAAACTGGCGAGCTTGA
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GTCCGGACGGGGCAGGTGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATGGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGAGGCACAAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13435;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiaceae_2(0.0355),g:Alkaliphilus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCATGAAGAAGGC

TTTCGGGTTGTAAACTGCTTTCGACAGGGAAGATAGTGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGGTAGGTAA

GTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCATTCAAAACTAGAATTCTTGAGTGCTGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTAA

CTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13437;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCTTGAAGGACGACGGC

CCTATGGGTTGTAACCTGCTTTTTTAGGGGGTTAAAGTGTGCCAGGTGTGGCATATTGCAGGTACCCTTTGAATAAGG

CCCGGCAAATTCCGTGCCAGCAGCCGCGGTATTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACGTGTGCATTGCAGCGCGAACTGTGAGTCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCAGTAGCGCAACTGACGCTAAAGCTCGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13434;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1015),f:Lactob

acillaceae(0.0252),g:Lactobacillus(0.0066); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTCGTAAAGTACTTTCATCGGGGAAGAAGGATATAGGGATTATACGTCTGCTCATTGACGTTAACCACCGAG

AAAGCCACGGCTAACAACGTGCCAGCAGCCGCGGTAATACGGAGGAGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGACTAATAAGTCTGCTGTGAAAGTTCGCGGCTCAACCGAAGAATTGCAGCGGATACTGTTT

GTCTTGAGTGCAGAAGAGGTGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATCGAAGAACTCCGATG

GCGAAGGCAGCTTACTGGTCTGTAACTGACGCTGATGCTCGAAAGTATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13436;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

CCTAGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACTTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTTGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

TAAGTCAGATGTGAAATCAAGGGGCTTAACCGCGGAACTGCAGTTGATACTGTTCCCCTTGAGTATCGGAGAGGCAG
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GCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAATCAGCCAAGGAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATAGGGGGAAAAAGTGTGCTACGTGTGGCATACTGCAGGTACACTATGAATAAG

GACCGGCTAATTCCGTGTAAGCAGCCGCGGTAATACGGAAGTGCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGGGTGTTGTGAAATTACGGGGCTCAACCTTGTCATTGCAGCGGAAACTGTGCGACTTG

AGGGCGCAGGAGGTAAGCGGAATTCGTAGTGTAGCTGTGAAATGCTTAGATCTTACGAAGACCTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13440;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7068),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGTAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGAC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGTAGGTACCCTATGAATAAG

GACCGGCTGACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTGATAAGCCAGTTGTGAAAGTTCGGGGCTCAACCTTGGAATTGCAGCGCGTACTGTCAGCCTTG

AGTGCGGAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTCGCTGTAGCGCAACTGACGCTGAAGCCCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13439;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGTGTAGGCGGTTATGTAA

GATAGCGGTGAAATGCCGGGGCTCAACCTCGGAATTGCCTTTATGACTATATAACTAGAATAATGGAGAGGATATCG

GAATACCCAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13442;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1679),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGTCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCTCAGCGCTCAACGCTGGAACTGCGTTGGGAACTGTAACTCTTGAGTAACGGCGATGCAG
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GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTAGCTAGACGT

TTACTGACGCTAAAGCGCGAAGGCGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13443;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Sphingobacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGTTAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAGGCTGTCTGACTAGGA

TGTAAACGGCGGAGGCGGAATGAAGCATGTAGCGGTGACATGCATAGATATGATTCAGAAAACCGATCGCGAAGGG

AACTTGCGAGGATAGGATTGACGCTGAAGGACGAAAGCGTGGGGATCGAACAGGATTAGATACCCGAGGTA 

>OTU13441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCCCGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGAGAGGCAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTT

ATCTGGAGTGCCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13445;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.4224),g:Coprococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCACCGGCGAAATACGTGGC

AGCAGCCGCGGTAATACGTAGTGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGCTGTGTA

AGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTTGAAACTATGTAGCTGGAGTGTCGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGGAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13444;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Alphaproteobacteria(0.2902),o:Rhodospir

illales(0.1015),f:Rhodospirillaceae(0.0355),g:Fodinicurvata(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGGGCAACCCCGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTTTCGGATGTGACGATGATGACGGTAGCATCCAAAGAAGCTCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTATGTAA

GATAGCGGTGAAATTCCGTGGCTCAACCTCGGAATTGCCTTTATGACTATATAACTAGAATATTGGAGAGGAAATCG
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GAATACCCGGTGTAGAGGTGAAATGCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGGTATCTGGCCAATTA

TTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13447;tax=d:Bacteria(0.0041),p:"Fibrobacteres"(0.0000),c:Chitinivibrionia(0.0000),o:Chitinivibrionale

s(0.0000),f:Chitinivibrionaceae(0.0000),g:Chitinivibrio(0.0000); 

CCTGCACTTAACATTGTTGACCACCTCCATACCAAAGACACGCGCCTTTACGCTTGCCTTTCGTACCTCGCAACGGCTG

CGGACGACCAGCGCTAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTGCACGTAATTTTTGACGCA

CGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACACGCAAGGTAAACGCGAACAATTCAGCGGCTT

TAACCGGACGCTCGACGCCATTAATAAGGTTGTGCGGAAATTCAGCGACTGCCATGATGAGACAGGCCGTGTGAATG

TTGACGGGAGGAACATAATAAGCAATGACGGCAGCAATAAACGCAACAGGAGCAGGAAAGCGAGGGTATCCTACA

AAGGCCAGCGT 

>OTU13446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Roseburia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGAAGAGAAGAAGAAATGACGGTACCTGCCTAAGAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGATGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTACTAGACGA

TGACTGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13449;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACCGCTTTTACAGGGGGGTAACGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTAGTGGTAAATGTCGGGGCTCAACCTGGGCAGTGCAGCTCGAACTGTGAGGCTTG

AGTGCGCAGGAAGTAGGCGGAATGCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACCCCGATTGCGAA

GGCAGCATGCTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13448;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCTAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGC

ACCGGCTAATTACTTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGCGTAAAGGGC

ATGTAGGCGGTCTGTCAAGCCAGGCGTGAAAGCCAGGGGCTCAAACCCTGAACGGCGGTTGGAACTGGCGGACTGG
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AGTAGCAGAGGAGGAAGCGGAATTCCTGGTGTAGGGGTGAAATGGGTAGATATCAAGAAGAACACCGATGGCGAA

GGCAGGTTTCCAGAAGGCAACTGACGCTGAGGTGAGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13450;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGTTTTTAAACTTCTTTTATAAGGGAATAAAGTGCATCACGTGCGGTGTTTTGTATGTACCTTATGAATAAGGA

ACGGCTAGCTCCGTGCCAGCAGCCGCGGTAATTCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTCAGTGGTGAAAGTCTGCGGCTCAACCTTAAAATTGCATTTGATACTGGCCGGCTTGAG

TGCGGCAGAGGCAGGCGGAATTTCTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCGATTGCGAAGGC

AGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13452;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGT

CCTACGGGTTGTAAACCTCTTCTATAAGGGAATAAAGTGTGGCACGTGTGACGCGTTGCATGTACCGTATGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGCCGGTTAAGTGAGCGGTGAAAGTCAGCGGCTCAACCGTTGATTTGCCGTTGAAACTGTCCGTCTTG

AGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCTTGCCAGGCCTTAACTGACACTAATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13453;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGATCCAGCAAAGTCGCGTGAGGGAAGACGGT

CTTAGGATTTTAAACCTTTGTCTTTGGTGAAGAAGAAAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAAGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACA

GCAAGTTGGATGTGAAATACCGAGGCTTAACGACGGAGCTGCATCCAAAACTGTTGTTCTTGAGTGAAGTAGAGGTA

GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCAGCCTACCAGGCT

TTCACTGACGCTGAGGCTTGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13451;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Alphaproteobacteria(0.2902),o:Rickettsial

es(0.1249),f:Anaplasmataceae(0.0457),g:Ehrlichia(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCCATGCCGCGTGAGTGAAGACGGC

CTTTGGGTTGTAAAGCTCTGTCAGTAAGGAAGATAATGACGGTACTTACAGAGGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGAGCGTAGGCGGATTAGTA

AGTTAAAAGTGAAATACCCAGGCTTAACCTTGGTACTGCTTTTAAAACTGGTAATCTAGAGATTGAGAGAGGATAGA
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GGAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAATACCAGTGGCGAAGGCGTCTATCTGGTTTAAAT

CTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13454;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.8897),o:Burkholder

iales(0.5766),f:Oxalobacteraceae(0.3544),g:Oxalobacter(0.0712); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAACTCTTTTGTCAGGGAAGTAAAGGACCGGGCCAATACCCTGTTTTCATGACGGTACCTGTAGAA

TAAGCACCGGCTAACTCCGTGCCGGCAGCCGCTGTAATACGTACGGTGCGAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGTGTAAGACAGATGTGAAATGCCGGGGCTTAACCTGGGAATTGCATTTGTGACTGCACG

GCTAGAGAGTGTCAGAGGGAGGTAGAATTCAACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAATACCGATGG

CGAAGGCAGCCGACTGAGATGAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGT

A 

>OTU13455;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Dysgonomonas(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGATCCAGCCATGCCGCGTGAAGGAATACGGTC

CTATGGATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGGATGGTAAGTCAGCGGTCAAATGTCCGTGCCCAACGCGGTCATGCCGTTGATACTGCCGTTCTTGAAT

ACACACAAGGGAGATGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATTCGGAGGAACACCAGTGGCGAAGGCG

GCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13456;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Flavobacteriia(0.2902),o:"Flavobacteriales

"(0.1249),f:Flavobacteriaceae(0.0457),g:Capnocytophaga(0.0087); 

CCTTTCTTCCTCCTTTCTTCCTATTGGCACCTGGCTGGCAATCTGATCCAGCCATGCCGCGTGAAGGAATACGGTCCTA

TGGATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCAT

AGGCTGTGATGTAAGTCAGTGGTGAAATGTGCCGGCTTAACCGGTAAACTGCCGTTGATACTGCATTGCTGGAATAC

GGTTGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGCATC

TCACGAAGCCGCGATTGACGCTGATGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13458;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_1(0.0000),g:Bacillus(0.0000); 

CTTCCTTTCTTTTCTTTCTCTTATTGTGATCTGTCTGTTGACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTA

TCTGTTACTGAGAAGTTAATGGATGAATTGTCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAG

ACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGC

TGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTAGAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAA
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GAGTGCTGGAGGCCTCAACGATGAAATCGCGTATAGGCTTTGCTATTCAGCTGTGGAGGAATGCAATGCGACAGGAT

CATGCTGATGGTTG 

>OTU13459;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5579),o:Lactobacillales(0.2999),f:Lactob

acillaceae(0.1485),g:Lactobacillus(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTAAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAA

AGGGAGCGCAGGCGGAAGGACAAGTTGGAAGTGAAACCCACGGGCTCAACCCGTGAACTGCTTTCAAAACTGTTTT

TCTTGAGTGGTGTAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13460;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTCCTAAGGGACGATAATGACGGTACCTTAGGAGCAAGCCCCGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGAAGTACAA

GTTGGAAGTGAAATCCACGGGCTTAACCCGTGAGCTGCATTTAAAACTGTATTTCTTGAGTGGTGTAGAGGTGGGCG

GAATTCCCAGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACACTAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13461;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0073),g:Porphyromonas(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGTATGCGAGCGTTATCCGGATTTATTGGGTTTACAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGTTGAAATCCCCGCGCTCAACGCGCGAGTTGCCGTTGATACTGTACATATGG

CATGATATTGCAGTGGGAGGACTGAGTAGTGTAGCAGTGAAATGCATAGATATTACTCAGAACACCGAGTGCGAAA

GCATCTCACGAAGGGGCGATAGACGCTGAGGCACGAATGCGTGGGTATCGAACAGAATTAGACACCCTGGTA 

>OTU13457;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGC

AAGTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTTCTGGACTG

CAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13462;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTTATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATGAGTCTAATGTGAAAGCCCGCGGCTTAACCGAGGGACTGCAGCGGATACGGTTT

ATCTAGAGTGCAGAAAGGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13465;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAAGATTGCACGGTGGGCGAAAGCCAGATGCAGCAACGACGCGTGAGCGATGAAGG

CCTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTGAACCGTAGTAAGCCTTTGAAACTGGGAAGCTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTATGAGGGACACCAGTTGCGACGGCGGCTCTCCGGACTGTC

ACTGCCACTCAGTCACGAACGCCTGGGGGGCACACAGGATTAGATACCCTGGTA 

>OTU13464;tax=d:Bacteria(0.7941),p:"Proteobacteria"(0.0914),c:Alphaproteobacteria(0.0224),o:Caulobact

erales(0.0170),f:Hyphomonadaceae(0.0046),g:Hyphomonas(0.0032); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCAGCGTGAGCGAAGAAGTA

TCTACGTATGTAAAACTCTATCAGCAGGGGAGAAAATGACAGTACCTGACTAAGAAGCCCCGGCAAACTTGGTGACA

GAAGCCGCAATAATACGAAGGGGGCAAGCGTAGTTCGGAATTACTGGGCGTAAAGGGTGTGTAGGCGGTTATGTAA

GATAGCGGTGAAATTCCAGGGCTTAACCTTTGAACTGCCGTTATGACTATGTACCTAGAATTATGGAGAGGATATCG

GAATACGCAGTGTAGAGGTGAAATTCGTAGATATTGGGTAGAACACCAGTGGCGAAGGCGGGTATCTGGACATATA

TTGACGCTGAGGCACGAAAGCATGGGGATCAACCAGGATTAGATACCCTGGTA 

>OTU13463;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Euba

cteriaceae(0.0149),g:Alkalibacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTCTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGATTG

GCAAGTTGGGAGTGAAATACCTAGGGTTAAACCAGGTGGTTCTTTTAAAACTGGTAAGCTTTGGGTGAGGAGAGGTT
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AATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGATTAACTGGCCT

GTAACTGACGCTGAGACACGAAAGTGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU13469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4914),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCATCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAAAAGACGGTACCTGACTACGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATACGGATTTACTGGGAGTAAAGGGAGCGTAGACGGTCTGGCA

AGTCTGATGTGAAAAGCCGGGGCTCAGCCCCGGGACTGCATTGGAGACTGTTTGGCTAGAGTGTGGGAGAGGTGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13466;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Arcticibacter(0.0043); 

ACGGGAGGCAGCAGTAAGGGATATTGGACAATGGGCGGGAGCCTGATCCAGCGACGCCGCGTGAGGGAATGAGGC

TCTACGGGTCGTAAACTCTATCTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGGGAAGGTACCCGGAGAATAA

GCATCGGTTAACTCCGTGACAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCGGCGGTGAAAGTTCGGGGCTCAACCGGGTGAGTGCCGCTGATACTGGAGGTCT

GGAATGCGGGCGGGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCGGCGGAACACCGGTGGCG

AAGGCGGCTTGCCGGACCTGAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAAGCGCTTTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCGAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCCACCTGTGTGCTGCATTCCAAACTGGTTCTCTATACTGCAGGAGAGGACAGTG

CACTTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGCCTGTAAC

TGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13467;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGCCCTGGAGATGAGACGAGGGAG
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GCGGAACAAGTGAAGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Flavonifractor(0.0157); 

AAGGGAGGCAGAAGGAGGGAATATGGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAAGAAGCCACGGCTAACTACGT

GCCAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAG

ATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTAGCGAAGGCGAGCTACTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU13471;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCACTATCCGGAGTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTGTGGGATCAACCTTATAATGGCAGTTGATACTGGGTGCCTTGA

GAGCAGTATAGGCAGGCGTAATTCGTGGTGTAGCGGTGAAATGCTTAGGTATCACGAAGAACTCCTATTGAGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTTATGCTCGAAGGTGTGGGTGTCAAACAGGATTAGATACCCTGGTA 

>OTU13472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGACAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGGT

GCAAGTCAGAAGTGAAAACCCAGTGCTCAACCCTGGGACTGCTGTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGAGCAGTATGTATACTGTTCTGTATGTATTATGTGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTATTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTATAATTGCAGTTGATACTGTCTGTCTTGAGT
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ACAGTAGCGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAGGCA

TCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13473;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTGGCTT

AGGCGCAGGGTTTAAGGCAATAGCTTAACTATTGTTCGCCTTGCGAACTGGGTCACTTGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAGGGCGGTCAACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13475;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.0710),g:Butyricimonas(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGCCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAA

GGCGGCCTGCTGGACATTAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13476;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTTAATTAATAATTCT

TTCTGGTTTTAAACTTCTTTTAAGATGGAATAGCAGAATACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCATGCAA

GTCAGATGTGAAATCCATGGGCTCAACCCATGAAATGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGAAGGTGAGGCGCGAAAGTGTGGGGAGAAAATAGGATTAGATAAAATGGTA 

>OTU13477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5991),g:Clostridium_XlVa(0.3043); 

ACGGGAGGCAGCAGTGGGGAAAATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAAGACGTTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCTGGCA

AGTCTGATGTGAAAACCCGGGGCTCAGCCCCGGGACTGCATTGGAGACTGTTAGACTAGAGTGTCGGAGATGTAAG



7971 

 

TTGAATTCCTAGTGTAGCGTTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAATGTCAGGTATGCATACCCGCTTGCATGTACTGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGATGTATAAGTCTGTTGTGAAAGTTTGCGGCTCAACCGTAGAAGTGCCGTTGATACTGGATATCTAGA

GTGCAGATGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCATGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCATCTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13480;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGCTCGCAA

GTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCACCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.0726),o:"Flavobacteriales

"(0.0473),f:Flavobacteriaceae(0.0113),g:Mesonia(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTTTAAACTTCTTTATACGCAGAGCACTAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCCGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCAGTTGAGACTGTGAGGCTG

GAATGCGGATGATGTGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTCACAAAGCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13481;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTG

CAAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAG
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13482;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAGTGGGCGCAAGCCTGATGCAGCCGTGCCGCGTGTATGAAGAAGGC

CGTCGGGTTGTAAAGTACTTTCAGTCGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGAAGGCGGTTTGTTAAGTCCGATGCGAAGTTCGCGGGCTCAACCTGGGAAGTGCATCTGATACTGGC

AGGCTTGAGTCTCGTAGAGGGGGGCAGGATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTCGAAGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATGGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGA

TTTCGGTTCGTAAACTTCTATCTTCCGGGAAGATAATGACGGTACCCAACGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGCTGAGTAA

GTGGGATGTGAAATCCCCGGGCTCAACTGTGGGACTGCATTGCAAACTGGTTATCTAGAGTACAGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13483;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0076); 

ACGGGAGGAAGAAGAGGGGAATATTTTGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTTAATTAATAATTCTT

TCGGGTTGTAAACTTCTGTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTAAGATGTGAAATCCACGGGCTCAACTAGTGACATGAATTTGAAACTAATCTTATTGAGTATCGGAGAGGCAATCG

GAATTACTAGTGTAGAGGTGAAATGAGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGATGGACGACAA

CGGAAGGTGAGGAGCGAAAGAGTGGGGAGAAAAAAGGATTAGATAAAAGGGTA 

>OTU13485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

AGGGGAGGAAGAAGGGGGGAAGGGAGGAGAAGGGGGGAACCCCTGATGCAGCAACGCCGCGTGCGTGATGACG

GCCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCGGAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTGTT

AAGTGAGATGTGAAATACCCGGGCTGCACTTGGGTGCTGCATTTCAAACTGGAGGTCTAGAGTGCAGGAGAGGCGA
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ATGGAATTCCTAGTGTCGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGGGGCGAAGGCGAGTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13488;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Porphyromonadaceae"(0.8146),g:Butyricimonas(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTCTGGGCCGTAAACCTCTTTTGTCGGGGAAGAATAAAAGGTACGCGTACCTTCTTGCCACTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGCCAAGTCAGCGGTAAAAGGCTGGCGCTAAACGGCAGCACGCCGTTGAAACTGGCGACCTGG

AGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCGCGTGGAACCCCGATAGCGAA

GGCAGCTGCCCAGGATCGGTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13486;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGTCTTTTAAG

TCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTGGAGTATGTTTGAGGTAGGCGG

AATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGGCAGCTTTCCAGCGCGCTACT

GACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13487;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGAAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTGC

AAGTCAGAAGTGAAATCCACGGGCTTAACACGTGAACTGCTTTTTAAAATGTACCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13489;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCACTGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGTATAAATGTGGGTACGCGTACCCGTTTGCATTTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGCCGCGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGCATTGAG
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TGCAGCATAGGCAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTCGATATCACGAAGAACTCCTATTGCGAAGGCA

GCTTGCTGGAGTGTACCTGACGCTGATGATCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13492;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGTAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGGGGATAAAGTGTGCCACGTGTGGCATTTTGCATGTACTCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGTCGTGGGTTAAGCCAGTAGTGAAATTTCGTCGCTCAACGGCGAACGTGCGGCTGGTACTGGTACACTTGA

GTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACACTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.9934),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGCAGAAGAACGTGCGGGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GACAGTCAAGGCTAATTACGTGCGAGCAGGCACGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCGCCGCAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCAGCTGGCTGGTCTGCAACTGACGCTAAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13493;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Flavobacteriia(0.2321),o:"Flavobacteriales

"(0.1015),f:Flavobacteriaceae(0.0355),g:Galbibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAGCCTGATCCAGCCATGCCGCGTGCAGGACGACGGT

CCTATGGGTTGTAAACTGCTTTAGCAGGGGAACAAAATGATGGACGCGTACACCGTTGAGGGTACCATGAGAATAA

GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGGAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGGGAGTGCCGCTGAAACTGGTTTACT

AGAGTGTGGATGAGGCAGGTGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATGACGAAGAAGGCCGATTGCG

AAGGCAGCTGGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13490;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1872),g:Eisenbergiella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGA

CAAGCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACT

GTAACTTACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13494;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTTATAGGGAGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGCATTAGG

ACCGGCTAATTCAGTCCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAGTTATTGGGTTTAAAGGGA

GAGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTAGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCAATTGCGAAGG

CAGCCTGCTGTAGAGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13495;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACGG

GCCTACGGATTGTAAAACTCTTTTGTCGGGGAGCAACGAAGGCACGTGTGACTGAAGCGAGATTACCGGAAGAAAA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGATTTTTAAGTCATCGTTAAAATCGCGAGCCTCAACCTCGTGCCGCCGTTGAAACTGGATATCTTG

AGTGGGCGAGACGTCTGCGGAATGCGTGGTATAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATACCGGCGCCTAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13497;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCTTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATTCGGGGATAAAGTGAGCCACGTGTCGCTTATTGCATGTACCGTTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGCTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACGTGGGAATTGCAGCGCGAACTGGTAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGGCGGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAGCAGGATTAGATACCCTGGTA 

>OTU13496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9740),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGACGAAGGACATAGGCAGTAACTGGCCTTTAGTTGACGGTAATTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAAGAAGTCTAATGTTAAAGGCCTCGGCTTAACCGAGGAACTGCGTCGGAAACTATTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGTGG
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CGAAGGCGGCTCTCTGGTCTGCAACTGACACTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13498;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTGTTA

AGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTTGAGTGCGAAGGAAGTAGG

CGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGTA

ACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13500;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Brevibacteriaceae(0.0000),g:Brevibacterium(0.0000); 

TTTCGTGCTATTGGTCGTATGGTTCTTGCTGCCGAGGGTCGCAAGGCTCATGATTCCCACGCCGACTGCTATCAGTCTT

TTTGTGTGCCGGAGTATGGTACAGCTAATGGCCGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAG

GTAGCGTTGACCCTAATTTTGGTCGTCGGGTACGCAATCGCCGCCAGTTAAATAGCTTGCAAAATACGTGGCCTTATG

GTTACAGTATGCCCATCGCAGTTCGGGACACGCAGGAAGCTTTTTCACGTTCTGGTTGGTTGTGGCCGGGTGATGCTA

AAGGTGAGCCGCGTAAAGCTACCAGTTAGATGGCTGGTGGTGTCTATGTGGCGAAATACG 

>OTU13501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAACCTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTCCAGGTACCGTATGAATACGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGCTGTTAAGCGTGTAGTGAAATGTAGGGGCTCAACCTGGGCATTGCAGCTCGAACTGGAGTACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGGTTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGAAGGAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGAGAGAGGTAGTAACTGGCGGTTGTTTGACGGTAATCAACCA

GAAAGGCACGGGTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAGGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13499;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0134); 

AGGGGAGGAAGAAGGGAGGAAGAGGGGGAAAGGGAAGAGAGGAGGAAGAAGGCAAGTAGCGTGCAGGATGAC

GGCCCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAAAGGCGACGGGTCGCCTAGTGTAGGTACCATCAGAAA

AAGGAACGGCTAATTCCGTGCCAGCAGCCGAGGTAATACGGAAGGTACAGGCGTTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCTGCTCAACCGTACCTCGCCGTTGATACTGTTTTTCT

TGAGTGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGACATGCTTAGATACGACTAAGAACTCCGATCGCGAA

GGCAGGTGTCCGGGGTGCAACTGACGCTGAGGCTCGACAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13503;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5991),g:Blautia(0.2607); 

ACGGAAGGCAGCAGTGTGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCCAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACGCCTGGACTGCATTGGGAACTGGTGATCTTGAGTACCGGAGGGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCGGT

AACTGACGTTAAAGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13504;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGCCGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCATCAGCCGCGGTAATACGGAAGGTCCGGGTGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGTTCAACCGGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCTGGGAGTGAGCGGAATCCGGCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13506;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGTTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATCAGG

ACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCGGGGAATTGCAGCGGGAACTGGCAGACTTG
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AGTGCACGAGAAGTAGGCGGAATTCCTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGTGCAACTGACGCTGAAGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13505;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1098),g:Hydrogenoanaerobacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGCCGGTACCCAAGGAGGAATCTCCGGCTAACTCCGTGCCA

GCAGCCGCGATACTACGTCGGGAGCGGGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGTGCA

AGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTTAAAACTGTATGTCTAGAGTGAAGTAGAGGTTGGCGG

AATTCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13507;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGGAGGCAGCAGTGAGCAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTCATACGCAGAGCAATTAGCGTCTCGTGAGATCTGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCTAGTCAGCGGTGAAATCGCCGCGCTCAACGCGGAAGTTGCCGTTGATACTGTACATCTGG

AATGCTCGTGAGGTAGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAG

GCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0423); 

ACGGAAGGCAGCAGTAGGGGATATTGCGCAATGGGGGCAATCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGGAAAGCTCCTTTAGCAAGGACGAAGAAGTGACGGCACTTAATGAATAAGCACCGTCTAACTACTTGC

CAGCAGCCGCCGTCATACGAAGGGAGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGTCAGAGC

AAGTCAGATGTGAACTCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGGTTTGCTAGAGTGAAGTAGAGGCGGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13510;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0252),g:Anaerosporobacter(0.0076); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGACGGATGGAGCAACACCGGGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAGCTCTGTTGTTGGAGAAGAACGTGAGTGAGAGTAACTGTTCACGCAGTGACGGTATACAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGAGGGAATACGTAGGGGGCAAGCGTTATCAGGATTTACTGGGTGT

AAAGGGAGCGTAGGTGGTAAGGCCAGCCAGAAGTGAACGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTTT

CGAACTAGAGTGCAGGAGGTGCAAGCGTAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTTAGGAGGAACACCAG
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TGGCGAAGGCGGCTTGCTTGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13512;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACTTCTTTTGTTCGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGA

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGCGTGTCGTGAAGGTCCGGCGCTCAACTGCGGAGGTGCGGCGCGAACTGGTCCACTTG

AGTGCGCGTGACGTTGGCGTAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAATG

CAGCCTGCGGGAGCGCTACTGATGCTGAGGCTCGAAAGTGCGGATATCGAACAGGATTAGATACCCTGGTA 

>OTU13509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGATCTTTCATCAGGGACGAATTTTGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCAA

GTCTGATGTGAAAACCCAGGGCTCAACCGTGGGACTGCATTGGAAACTGTCCAGCTGGAGTGTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCCGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13513;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGGGAGAGCCGGAACCGGCCAAGTAGCGTGCAGAAAGACGG

CCCGATGGGTTGTAAACTGCTTTTATACGGAGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAGTTATTGGGTTTAAAG

GGAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGAC

TTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGTTTAGTTTTATCGAACAACGCCGACCGAGA

ACTACGCCCGTTCTCTACAAGCCGCTCCTCCAGTCTGCAAGCGGGGGCAGCGCATAGGATTAGATACCCTGGTA 

>OTU13511;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9834),o:Clostridiales(0.9866),f:Rumi

nococcaceae(0.9876),g:Gemmiger(0.3479); 

ACTTTCGGCCTCAGTTTGGGATCTTTCACCCTGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGTAGGTTT

TCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAGC

AGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGACCGGCAAG

TTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCGTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGTGG
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AATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13516;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAATTGGGCCACGTGTGGCTTATTGCCGGTCCCGTATGAATCAGG

CCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGTGTGTTGTGAAATGTCGGGGCTCAACCTCGGGATTGCAGCGCGAACTGGCAGACTGG

AGTGCGGAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGGGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13515;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9984),o:Actinomycetales

(0.9942),f:Kineosporiaceae(0.9387),g:Kineosporia(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGG

CCTTCGGGTCGTAAACCTCTTTCATCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAGCACCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTC

TGTCGCGTCTGCTGTGAAAACTCAGGGCTTAACCCTGAGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGG

GAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGTCTCTG

GGCCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13517;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTAGGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCGAACCCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGCAGGCTGTGCGTCAAGTCGGAGGTGAAAGTCCGGTGCTCAACACCGGGGCTGCCTTGGAAACTGTCGCG

CTGGAGTGCGGGTGCGGCCGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGGTTGC

GAAGGCATCTGGCGAATCCATAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13519;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGCCACGTGTGGATTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTACGTGGCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTATTGTGAAATGTCGGGGCTCAACCTTGGCATTGCAGCGCGAACTGGCAGACTT
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GAGTGCACGGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATGGCGAA

GGCAGCCTGCTGTATTGCATCTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13518;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

TCTAGGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGTTAAGCGAGTTGTGAAATTTTGGGGCTCAACCTGGAAATTGCAGCTGAAACTGGCAGACTTG

AGTGCAGTAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTACTGGACCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13514;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.2

679),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTGCGTTATAAGGGAAGAACGACTTTAGTAGGAAAGGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGAGAGCGGGGTCCGGAATGACTGGGCG

TAAAGGGCGTGTAGGCGGCTTTTTAAGTCTGTAGTGAAATTCCTGCTTTCAATGTGGGAATTGCTTTGGAGACTGGAA

GGCTTGAGTGCGGAAGAGGTAAGTTGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCAGTG

GCGAAGGCGACTTACTGGGCCGTAACTGACGCTGATGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13520;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTG

AGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAG

GCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13524;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9851),o:Campylo

bacterales(0.8846),f:Campylobacteraceae(0.6709),g:Campylobacter(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTTTTGGGGAAGAAGTTTGACGGTCCCCAACGAATAAGCACCGGCTAACTCCGTGCCA

GCCGCCTCGGTCATACGGAGGGTCCAAGCTTTACTCGGAATTACTGGGCGTAAAGGACGCGTAGGCGGATTATCAAG

TCTTTTGTGAAATCTAATGGCTTAACCAGTAAACTGCTTGAGAAACTGATAATCCAGAGTGAGGGAGAGGCAGATGG
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AATTGGTGGTGTAGGGGTAAAATCCGTAGAGATCACAAAGAAGACCGATTGCGAAGGCGATCTGCTAGAACTCAAC

TGACGCTAATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3884),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGACGGA

TCTCGGTATGTAAACTTCTATCATCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGCTGCA

AGTCTGATGTGAAATACCCGGGCTCAACTCCGGTGCTGCATTGGAAACTGTTGGTCTTGAGTGCCGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTTTCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13522;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Erysipelotrichia(0.1159),o:Erysipelotrichales(0.0

547),f:Erysipelotrichaceae(0.0149),g:Turicibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGGGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCTGAAGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGC

GCGCAGGTGGTGGATTAAGTCGGATGTGAAAGCCCACGGCTTAACCGCGGAGGGTCCTTGGGAACTGGTGTGCTGG

AGTGCAGAAGACGGGGGTGGAATTCGAGGTGTAGCGGTGAAGTGCGTAGAGATAAGACGGAACACCAGTGGCGAA

GGCGGCTCCCTGATCGGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13523;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9966),c:Actinobacteria(0.9747),o:Actinomycetales

(0.8737),f:Micrococcaceae(0.3544),g:Kocuria(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGTAAGGGAGAAGGACTCTTTTGTGGGGTTTTGACGGTACTTACAGAAGAAGCGCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTC

GTAGGTGGCTTGTCGCGTCTGCTGTGAAAACCCGGGGCTTAACTCCGGGCTTGCAGTGGGTACGGGCTGGCTAGAG

TGCAGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGG

CGGGTCTCTGGGCTGTTACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13525;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Epsilonproteobacteria(0.9740),o:Campylo

bacterales(0.8629),f:Helicobacteraceae(0.7068),g:Helicobacter(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCCACGCCGCATGGATGAAGAAGGT

TTTCGGATTGTAAAGTCCTTTTCGAAGAGAAGATAATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGGGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCTATGGCTTAACCATAGAACTGCTTTTGAAACTGTTATTCTAGAGTATGAGAGAGGTAGGTGG
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AATTCTTAGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGTCCTGCTGGTTCATAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTGA

GTTCACATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13526;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGTCGGCGGTGCAA

GTCTGGAGTGAAAGCCCGGGGCTCAACACTGGGACTGCTTTGGGAACTGGATGGCTAGAGTGCGGGCGAAGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13529;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.5174),c:Fusobacteriia(0.2902),o:"Fusobacteriales"(0

.1249),f:"Fusobacteriaceae"(0.0457),g:Fusobacterium(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGC

GTCTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAG

TACTGGAGAGGTGGGCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13531;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0252),g:Paraprevotella(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCCGGATGTCA

AGTCAGCGGTAAAATTGAGAGGTTCAACCTCTTCGAGCCGTTGAAACTGATGTTCTTGAGTATACATAAGGATGGTG
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GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCATCTGGGGTATTAC

TGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13527;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAATTTGGGTACGCGTACCTTTTTGCATGTACCTTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGGTTAAGTCTGCTGTGAAATGTTGGGGCTCAACCTTAGAATTGCAGTGGGTACTGGCAGCCTTGAG

TGCGGTGTAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13530;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAG

TGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13532;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Rikenellaceae"(0.0904),g:Alistipes(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACGGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACCCGGATACGTGTATCCGGCTGAAAGTCTCGTACGAATAAGG

ATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTAAGGCTAG

AGTGCTGGAGTGGTAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGATTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13533;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8605); 

AAGGGAGGAAGAAGGAGGGAAGAGGAAAAAAGGGAAGAAAGAGGGAGGGAGAAAAGAGGGGTGAGGGAAGAA

GGTTTTCGGATCGTAAAGCTCTGGTGTTGGTGAAGAAGGAGAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAA

CCAGAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGG

CGTAAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGTAACTGCATCGGAAACT

GTTTTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACC
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AGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACC

CTTGTA 

>OTU13535;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCGATGTGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCAACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGATAATGCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTCAAATGTCGGTCCTCCACCTTGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCATGAAGTCGGCGGAATTCGTCGTGTAGCGGTGACATGCTTAGATATGACGAAGAACTCCGATTGCGAAT

GCAGCCTTCTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3204),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAGCCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTCTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCAA

GTCAGGCGTGAAAACCAGGGGCTCAACCTCTGGCCTGCGTTTGAAACTGTAGTTCTTGAGTACTGGAGAGGTTGACG

GAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13536;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Cytophagia(0.0726),o:Cytophagales(0.047

3),f:Cytophagaceae(0.0113),g:Rhodocytophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAGTCTGATCCAGCCATGCCGCGTGCAGGACGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAATAAGGTGTACGCGTACACCGATGAGAGTACCATGAGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCGTGGGGGTGCAGTGGAAACTGACTTCCTA

GAATGTGGAGGAGGCCGGCGGAATGTGTGAAGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGA

AGGCAGCGTGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13537;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Betaproteobacteria(0.9604),o:Burkholder

iales(0.8303),f:Sutterellaceae(0.5991),g:Sutterella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGATTGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGTTAATACCATAGTCTGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGTAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTCTGTAAGTCAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTGAGACTGCAGA
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TCTAGAGTTCATTAGAGGTGGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCGATGGC

GAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.5991),g:Coprococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGACTTGCTGTGGAAACTGTGCAGCTTGAGTGTCGGCGAGGTTAGT

GGAATTCCTCGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13539;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Intestinimonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAAGAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGCTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGTGTAGGCGGGAGTGCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGA

GTACTGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTGGATATACGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13540;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Epilithonimonas(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTTGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAAATCCGTGCCAGCAGCCGCGGTAGTACGGGGGATGTGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAATTGCAAGTCAGACGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCTTTAATACTGTACATCTAG

AGTTCTCTTGCCGTGAGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGGTTGCGAAGG

CGTCTGTCGGATCCGAAACTGACGCTGAGGCACGAAAGCGTGGGGATAAAACAGGATTAGATACCCTGGTA 

>OTU13541;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Alphaproteobacteria(0.2321),o:Rhodospir

illales(0.1015),f:Rhodospirillaceae(0.0355),g:Azospirillum(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTAGGGTTGTAAAGCTCTGTCATCAGGGACGATAATGACGGTACCTGAGGAGTAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCTTGCAA

GCCTGGCGTGAAATCCCGGGGCCCAACCCCGGAACCGCGCTTGGAACTGCTGGGCTTGAGCCGCGGTGGCGCAGCC



7987 

 

GGAATTCCAGGTGTAGAGGTGAAATTCGTAGATATCTGGAAGAACACCGGTGGCGAAGGCAGGCTGCGGGAGTAC

GGCTGACGCTGAGGCGCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGCTGGAGCAACTCCGCGTGAGTGAAGAAGGTC

GTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGGCTAATGTGAAAGCCCTCGGCTTAAACGAGGAAATGCATCGGGAACTGGTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGGG

GCGCAGGGAGCTCTACAGTCTTCACCTACAGCTCGGGCTTGCAATCATGGGTAGGGAACAGGATTAGATACCCTGGT

A 

>OTU13544;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGCATAAGGA

TCGGCTAACTCCGTCCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGTATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTAGATAAGTTTGAGGGTAAATGCTTCTGCTCAACAGGAGTCTGCATTGGAAACTGGCTGACTAGGATG

TAGACGGCGGAGGCGGAATGACTCGTGTAGCGGTGAAATGCATAGATATGAGTCAGAACACCGATCGCGAAGGCA

GCTTGCGAGACTACGATTGACGCTGAAGTACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13543;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAGGTTAATACCTTTACTCATCGACGTTACCCGCAGA

AGAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCTGGTGTGAAATCCCACGGCTCAACCGTGGAACTGCATCTGATACTGGCA

TGCTTGAGTCTAGTAGAGGGGAGTAGAACTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGACGACTGACGCTCAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13547;tax=d:Bacteria(0.0093),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Thermohydrogenium(0.0000); 

TTTCTTTCCCCTCCTCTTCTTTCTCTTTTCTTCCTCTTCCCACAGTTTGGATTGCTACTGACCGCTCTCGTGCTCGTCGCTG

CGTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTTCCTGCTCCTGTTGAGTTTATTGCTGCC
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GTCATTGCTTATTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTCATCATGGAAGGCGCTGAATTTACGGAAAACA

TTATTAATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTT 

>OTU13546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTAGTTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGTATTTATTGGGTTTAAGGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGTGGCTCAACCGTATACTTGCAGTTGATACGGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTTGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTAGAAAGTGTGGGTATCAAACAGGATTAGATACCCTTGTA 

>OTU13545;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTGCAGGGGGCGATAATGACGGTACCCTGAGAACAAGCCAGAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGAGGGAA

AGTCAGATGTGAAATGCCGAGGCTTAACTTCGGGGCTGCAGTTGAAACTGCTGTTCTTGAGTGATGGAGAGGCAGG

CGGAATTCGCGGTGTAGCGGTGAAATGCATAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13548;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

ACCGAATTCTGTCAGGATGCTGTTTCGCATCAGGGCAACGCTGCGATCATAATTCCCTTCCCTGAACATAACTTCAAGC

CGGGGACCCAGGTGAAACCGGTTTGCTGCAGCCAGAAGAAGCATCAGAACAAACAGAGCCGTCTTGGCAAGCAATA

TCCTCCCCCAGGAACTGTTGAATAAGGGAGTTAAGTTACCCTCAGCAATATACAGATAGTTGACCAGCGCACTCAGGA

TCAGGGCTACAACAATCACCGTTCCTGCCGTGGCAAATTTTGCCAGGGAGTCAGATATCACAATGACGCTCTGTGCAT

TATGCTCGTTTCTGCGCATCAGCAGGATAGCAAATGCAACCAGAGCACCTGTCCAGGCACCTGCAGCGCCGAGATGG

GTCAGATCGC 

>OTU13551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATCTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGCTTAAGTCGGTTGGGAAAGATTGCGGCTCAACCTTGAAATTGCAGTGGATACTGGGTGTCTTGA
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GTATAGTAGAGGTAGGCGGGATGCGTGGTGTAGCGGTGAAATGCTAAGATATCAGGAAGAACTCCGATTGCGAGG

GCGGCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13549;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Marinilabiliaceae(0.0099),g:Alkalitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACCCCGTGCCAGCAGCCGCGGTAAAACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCTTCAAGTCAGGGGTGAAATCCCGGGGCTCAACTCCGGAGCTGCCTTTGATACTGTCGAGC

TGGAGTGCGGGTGGCGCCGGAGGAATGAGTGGTGTAGCGGTAAAATGCTTAGATATCGCTCAGAACACCGATTGCG

AAGGCAACTTGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13550;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Porphyromonadaceae"(0.9015),g:Butyricimonas(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTAAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTGAGAGGTAAAAGACTGCAGCTAACCTGTAGCACGCGGTTGATACTGGCGCCCTGGA

GAGGAGAAGAGGGAGGCGGAACAAGTGAAGTAGCAGGGACATGCATAGATACCACTTGGGAACCCGATAGCGAAG

GCAGCTTCCCAGGCTCGATCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13554;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

ATGTTCCTAACCCTGATGTGGCCGTCCCTAGTTTTGTTTCTGGTGCTTTGGCTAAAGCTGGTCAAGGACTTCTTGCAGG

TACGTTGCAGGCTGGCACTTCTGCCGTTTCTGATAAGTTGCTTGATTTGGTTGGACTTGGTGGCAAGTCTGCCGCTGA

TAAAGGAAAGGATACTCGTGATTATCTTGCTGCTGCATTTCCTGAGCTTAATGCTTGGGAGCGTGCTGGTGCTGATGC

TTCCTCTGCTGGGATGGTGGACGCCGGATATGAGAATCAAAAAGAGCGTACGAAAATGCAACTGGACAATAAGAAA

GAGATTGCCGGGATGCGAAATGAGACTCAAAAAGAGAGGGCTGGCA 

>OTU13552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACAAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGTCC

CTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGAGGTGACGTGTCTCCTATTGTATGTACCATCAGCAAAAGGA

CCGTCTAATTCCGTTCCAGCAGCCGCGGTAATACGGCAGGTCCAGTCCTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTAGCTCGCCGTTGATACTGTTTTTCTTGAGTG

CACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGGCAG

GTGTCAGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13556;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGGCACGTGTGGCATATTGCCGGTACCATATGAATAAG

GCACGGGCAATTCCGTGCCGGCGGCCGGCGTAATACGGAAGTTCCGGGCGTTAACCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAAACTGGGCATTGCAGCGCGAACTGGGAGACT

TGAGTGCGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCCACTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13557;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Alcaligenaceae(0.0000),g:Azohydromonas(0.0000); 

GGGATCGTCTGTGAGCGCTGTGGTGTGGAGGTCAACGAAAGCCGGGTGCGTCGTCACAGGATGGGTTTCATCAAGC

TGGCAGCACCGGTATCTCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACGAA

CAGATGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCGATGCCGAGGTAGCGGAGATCGAGGACGAG

CCTGGGGTGGGCATCGCTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGC

TGCGTGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 

>OTU13553;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Euba

cteriaceae(0.0113),g:Alkalibacter(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTTTAAAGCTCTTTGATCAGGGACGAACACTATGACGGTACCTGCAGAACAAACCCCCGCTAACTACGTGC

CAGCAGTCGTGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCG

CAAGTCGGATGTGTAATACCCAGAGCTTAACTCGTGTGCTGCATCTGAAACTAGGAGTCTTGAGTGTCGGAGAGGTA

AGTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGACTTACTTGACG

ATGACTGACGCTAAAGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13555;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVb(0.0230); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAG

GGAGTGTAGGCGGCATGTCAAGCCAGATGTGAAAGCCCGGGGCTTAACCCCGTGGATTGCATTTGGAACTGGCAAG

CTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGC

GAAGGCGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13558;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAGCCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGCCGTATTGCAAGTACCGTCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGGTCTT

GAGTCCGTTCAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCAATCGCGAAG

GCAGGCATCCGGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13560;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGTCATATTGCAGGTCCCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTAATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCCTGGTGTGAAATGTCGGGGCTCAACCGAGGGATTGCAGTGGGAACTGTGAGACTTG

AGTGCGCGGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13559;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCGGGATGACTGC

CCTATGGGTTGTAAACCGCTTTTGCAGGGGGATAAAGTGGCGCACGTGTGCGTTTTTGCATGTACCCTGAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGGGGTGTAAGCGTGGCGTGAAATGCCGCGGCTCAACCGTGGAACTGCAGCGCGAACTGGTTCCCTT

GAGTGCGCTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCTCACTGTATCGCGACTGACGCTGAAGCTCGAAAGTGCAGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13561;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 

ACCGGTCGCAACGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGACTTTTCTCATTTTCCGCCAGCAGTCCACTTC

GCTTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTCGACTCATCAGAAATATCCGAAAGTG

TTAACTTCTGCGTCATGGAAGCGATAAAACTCTGCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAAATT

TGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTCGGCTACAGTAACTTTTCCCAGCCTCAATCTCATCTCTCT

TTTTGCGTTCTGCTTCAATAGCTGGTTGAACGGCGCGGTTCAGCAGGAATGCCG 

>OTU13563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0560),g:Paraprevotella(0.0110); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACGGC

CCTATGGGTTGTAACCCTCTTTTGTTTGGGAATAATATGCCGTACGTGTACGGTATTGCATGTACCTCACGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTGTTAAGTCAGCGGTAAAAGGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGTCGGTATTGAAT

GAACCCAAGGAAGGTGGAATTCGTCATGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCA

GCCTTCTGGAGTGCAATTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACACTGGTA 

>OTU13564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0066); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAATCTCTTTAGCCGGGGGATAACAGGCGCCACGCGTGGCGCCGTGAAGGTAGCCGGAGAATAA

GCATCGGCTCACTCCGTTCCAGCAGCCGCGGTAATACGGCGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGAGGTGAAAGTTCCCGGCTCAACCGGGTGAGTGCCGATGATACTGGGGTTCT

TGAGTGCGGTAGAGGCCGGCGGAATTCGGCGTGTAGCGGTGAAATGCATAGATATGCCAAAGAACACCGATGGCG

AAGGCAGCTTGCCGGGCATGAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13562;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCGGCAGCGGTGATACGTCGGTTGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCACGGTGCTTAACACCGGAACTGCATCGGAAACTGTTTCCCTTGAGTAGCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAAGATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCTGGGATAAAGTAGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTATTGGGTTTCAAGGGA

GCGCAGGCCGCCGGTCAAGCGTGTTGTGAAAGTCAGTCTCTCAACGTCTGAACTGCAGCGCGAACTGCCCAGCTTGA

GTGCGGGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGCAGAACTCCGATCGCGCAGG

CAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13566;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Olivibacter(0.0076); 
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ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAGGG

GTGCGCAGGCGGGCGTCTAAGTCGGCGGTGAAAGTCCCGGGCTCAACCGGGTCGGTGCCTTTTATACTGGGGCTCT

GGAATGCGGTAGAGGCGGGCGGAATTTGGCGTGTAGCGGTGAAAGGCATAGATATTACAAAGAACACCGATGGCG

AAGGCGGCTGGCCGGGCCGGAAGTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13568;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTACGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACCGCTTTGCATGTATCATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGAGTGGTAAGTCGGTCGTGAAAGTTAGCCGCTCAACCGTTGAATTGCAGTTGGAACTGTCCGTCTTGAG

TGCAGGAGACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGCTGACTGGAGTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13567;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTGGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGC

CAGCAGCCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGTCTCAACCGTGGCAGTGCTATGGAAACGGTCAATCTGGAGTGTCGGAGAGGTA

AGCGGAATTCCTAGTGTATCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13572;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XI(0.0000),g:GpXI(0.0000); 

GCGCCACCGGCGTCCATCTCGCAGGAGTCGCCCGCGATAACCGGAGTCGTTTAAATGGTAATAAGCCGACCAATCTG

ACCAGCAAGGAAGCCACGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATC

CTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGC

CTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGGTGTTTACCTTTAGACATTACATCACTCC

TGCTGAACGGAATGTTTGACGAACGGTTGCTGCGGCGGAAGTAAGAACGTCAGTGTTTCCGGCGCGAACACGAAAG

GGAAACGCGAACAAGGCAGTGGCTGTAACCGGACGATCGACGCCATTAATAATGTTGTCCGTAAA 

>OTU13569;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0904),g:Anaerofilum(0.0134); 
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ACGGGAGGCAGCAGCGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGGCTGA

CAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAATGTCGGAGGGGTAA

TCGGAATTCCCGGCGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAC

TAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13571;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.3483),o:Bacillales(0.1483),f:Paenibacilla

ceae_1(0.0560),g:Paenibacillus(0.0134); 

AAGGGAGGAAGAAGGGGGGAAGAGGGGGAAAGGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAG

GGTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCC

TGATAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGTGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13570;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCGCCGTATAACTACGA

GCCAGCAGCAACGGTAAGACGGAAGGGGCGATCGTAGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCT

TGTAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGAGTCTGCATCTAATACTGGGAGACTAGAGTGCAGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCAGTTGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13575;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

CCTTCCTTCCTCATTTTGTAATATTGGGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGCCTT

AGGGTTGTAAAGTTCTGTTTTATGGGACGATAATGACGGTACCAGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTCGGCGGATGCTTAAGT

CAGATGTGAAATACCCGAGCTTAACTTGGGTGCTGCATTTGAAACTGGGCATCTAGAGTGTCGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGATTTCTGGACGATAAC

TGACGCTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13576;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0326); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGCGTGCGTAGGTGGCTATTTAA

GTCTGGCGTGAAATGTCACAGCTTAACTGTGAAGGGTCGTTGGAAACTGGACAGCTTGAATCCAGAAGAGGTAAGT

GGAATTCCATGTGTAGCGGTAAAATGCTTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13573;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTAGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTTCCTGGAGAATAAACAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATAG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGGTCGTCTTGAGTATCGGAGAGGTAG

GCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGAAGAAAGTGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGAGGTGAAAGGCCGCAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTGAATACTGTTGCCGTGG

GAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Lachnospiracea_incertae_sedis(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13579;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3884),g:Ruminococcus2(0.0904); 



7996 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTAGCTGACTAAGATTCCCCGTGTAACTAGGTCCCA

GCAACCGCGGTAATACGTAGGTGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTAACGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13578;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Betaproteobacteria(0.9180),o:Burkholder

iales(0.6881),f:Sutterellaceae(0.4914),g:Sutterella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCATGATGAAGTTC

TTCGGTTTGTAAACTGCTTTTGTCAGGGACGAAAAGCACTGTGCCAATACCACAGTCTCCTGACGGTACCTGACGACT

AAGCACCGGCTAACTACCTGCCAGCTACCGCGGTAGTACGCAGTGTCCAGGCTTTCATCGGAATTACTGGGCGTAAA

GCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTGGTGACTGCAGGA

CTAGAGTGCAGCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCAATGGC

GAAGGCAGCCCCCTGGGATGCGACTGACGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13580;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1679),g:Paraprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCATTTGTTTGGGAATAAAGTGAACCACGTGTGGCTTCTTGTATGTACCTTACGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCCTTTAAGCCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGGAACTGGGGGTCTTGA

ATACACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTTCTGGGGTGCGATTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13582;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Porphyromonadaceae"(0.9480),g:Butyricimonas(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTAAGGCCTGTAAACCTCGTTTGTCAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCGGCGGTGAAAGACTGCAGCTAGACTGTAGCACGCCGTTGCGACTGGCGGCCTGGC

GACGAGACGTGGGAGGCGGAGCAGGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13581;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.5632),g:Gemmiger(0.0808); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

ATTTCGGTTTGTAAACTCCTATCAGCAGGGAAGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCCGGC

AAGTTGGAAGTGAAAGCTAAGGGCTCAACCCAGAAACTGCTTTGGAAACTGCTGGCCTTGAGTAGTGGAGAGGTAG

GTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGACAG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.6350),g:Eisenbergiella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATTTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGATGTGAAAACCCAGGGCTCAACCATGGGACTGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAGGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13587;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCTGTTAAGTCAGCGGTGAAAGACCGGCGCTCAACGCCGGGGCTGCCGTTGATACTGGCGGACTTG

AGTTCGGATGCCGTTGGGGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13586;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCGTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCTGATGTGAAAACCCGTGGCTCAACCCCGGAACTGCGTTGGAAACTCTGCG

GCTGGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTTTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCGGTGG

CGAAGGCGGCTTTCTGGACAGTAACTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13584;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0457),g:Clostridium_XlVb(0.0110); 
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ACGGGAGGGAGGAGAGGGGAATATTTTTCAATTTTCTCAATCCTTCCCCAGCAACGCCGCGTGAGGGAAGAAGGTTT

TCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGAT

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGTGGGTGCACCCAATACTGTTGGACTAGAGTACAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTG

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13585;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.7428),g:Coprococcus(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCCGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACGCCGGGAATGCGTTGGAAACTATGCAGCAGGAGGAACGGAGAGGCAAG

AGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATGTTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAT

GACTGACATTGAGGCTCGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU13588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGTGAAGAATGG

CCTATGGCTTGTAAACCTCTTTTGCCAGGGCAGTATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGGAGAAGTGCAGTTGATACTGTCAGTCTGG

AGTACAGTAGAGGTGGGCGGAATCCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAG

GCGGCTCTCTGGGCTGAAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCGGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTACCGGGGGGCAAAGAGTGCCACGTGTGGCTTATTTGAGGTACCCTATGAATAAG

GACTGGCTAATTTCGGTCCCGCAGCCCCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCTGGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13589;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Sphingobacterium(0.0134); 



7999 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGC

GCTATGGATTGTAAACTGCTTTTGTCGGGGAATAATAAGACGGTTGCGAAGGGTGCTGCAGGTACCCGAAGAATAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTAGATAAGTCTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGGAAACTGTCTGACTAG

GCTGTGACCGTGGCAGGCGGAATGAGTCATGTAGCGGTGAAATGCATAGATATGATGCAGAACCCCGATCGCGAAG

GCAGCTTGCGATGATACGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13592;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0149),g:Coprobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGAGCAAAGTGCGCCACGTGTGGTGTATTGCGAGTACCATTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13591;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGCGACGAGGAGAAGACGGTACCTGACGAGTAAGCCACGGCTAACTACGTAC

CAGCAGCCACGGTAATACGAGGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAGCTGCATTTGATACTGTTGATCTTGAGTACCGTAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACGAC

AGTTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13595;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Alteromonadaceae(0.0000),g:Agarivorans(0.0000); 

AATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACCGCATCAAGCTCTTGGAAGAGATTCTGTCTTTTCGTATGCA

GGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCATAAGGCTGCTTCTGCCGTTCGTGATGAGTTTGTATC

TGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTATAGA

CCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGAAAGCTGGCT

GCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGGATCGGAAGAGCGGTTCAGCAGGAAT

GCCA 

>OTU13594;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Clostridium_III(0.0134); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAGCTCTTTTATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCACCGGCTAATTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGATTTACCGGGTGTAAAGGGCGTGTAGGCGGGATGGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGGAACTGTCGTTCTTGAGTATCGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGACTGATGCAGCAACGCCGCGTGAACGATGGAGGC

CTTCGGGTCGTTAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGGAGCCCCGGCTAACTACGTGACA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATACGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGTAACTTGAGTGCAGGAGAGGAGAGTG

GAATGCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACACCAGTTGCGAAGGCGGCTCTCGGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13596;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGAAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGGTTTACTGGGTGTAAAGGGAGCGTAGACGGCGAT

GCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGAGACTGCTTTGGAAACTGTATTGCTAGCGTGCTGGAGAGGG

AAGTGGCATTCCTAGTGTAGCGTTGAAATGCGTAGATATTAGGGGGAACCCCAGTGGCGAAGGCGGCTTACTGGGC

TGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13593;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9987),c:Acidobacteria_Gp3(0.9740),g:Gp3(0.2607); 

GTGCCAGCAGCCGCGGTAATACGTAGGCAGCAAGCGTTGTTCGGAGTTACTGGGCGTAAAGGGTGTGTAGGCGGCT

CTCTAAGTTTGGTGTGAAATCTCCCGGCTCAACCGGGAGGGTGCGCCGAATACTGAAGGGCTAGAGTGCGGGAGAG

GAAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGTGTAGACGGCTTTCTGG

ACCGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGAAACCCTAGTAGTCC 

>OTU13598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3544),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGATAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGCAGTGTAA

GTCAGATGTGAAAGACCCGGGCTCAACCTGGGGGCTGCATTTGAAACTGCATGGCTAGAGTGCAGGAGAGGAGGG



8001 

 

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

TACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13599;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATAGACGGAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TTTCGGAAAGTAAAGCTCTGTTGGTGGTGAAGAAGGATAGAGGTAGGAAATGGCCGTTATTTGGCGGGAAGCAACC

AGAAAGTAACGGCTAACTACGTGCGAGCAGCGGAGGTAATACGTAGGAGGCAAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGAAAAACAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGT

TTTTCTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGG

TGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU13602;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Alteromonadaceae(0.0000),g:Agarivorans(0.0000); 

TCTTAAACCTGCTATTGCGGCTTGTGGCATTTCTACTCTTTCTCAATCCCCCATGCTTGGCTTCCATAAGCAGATGGCTA

ACCGCATCAAGCTCTTGGAAGAGATTCTGTCTTTTCGTATGCAGGGCGGTGAGTTCGATAATGGTGATATGTATGTTG

ACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAAT

GCTACAATGTGCTCCCTCAACTTGATATTAATAACACTAGAGACCACCGCCCCGAAGGGGACGAAAAATGGGGTTTA

GAGAACGAGAAGACGGTTACGCAGTGTTGCCGAAAGCTGGCGGCTGAACGCCCTCTTAAGGAGATTCGC 

>OTU13601;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTTTTAGGGACGAAACATATGACGGTACCTGAAGTTTAAGCCACGGCTATCTATGTGCC

AGCAGTCGTGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAAGGCA

AGTCAGTTGTGAAATCTAGGGGCTTAACCCATAAACTGCAGTTGGAACTGTTTATCTTGAGTGAGGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCAGCTTGCTGGACATTA

ACTGACGCTTATGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13600;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATG

GCAAGTCTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGT
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AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGAGAGGC

AAGTATGATGTGAAAACCCGGGGCCCAACCCCGGGAGTGGCATGGAAACTGGTTATCTTGAGTGCCAGAGGGGTAA

GTGGAATTCCTAGTTTAGGGGTGAAATGCGTAGATAATAGGAGAGACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13604;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Oscillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCCGAT

TAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13605;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGCCCCGTAAGCGTGTTGTGAAAAGCCGTGGCTCAACCATGGTCGTGCAGCGCGAACTGCGGGGCT

TGAGTGTGCGGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13606;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.3544),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCTTTTGAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGAAACGCCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13608;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0710),g:Alloprevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGACGGGGGTAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTACTTCATTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGGTTAAAGG

GAGCGTGGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGGGGCTCAACTGTCGTGCTGCATTTGAAACTGGTGGCCTT

GAGTGCGCGCGGGGTCGTTGGAATGCCTGGTGTAGCGGTGAAATGCTCAGATATCAGGAAGAACTCCGATCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTTCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCTGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAA

GTCAGAAGTGAAAATTACGGGCTCAAAACGGAAGATGAGTTTGAAACTGAAGCGCTTGAGTATAGGAGAGGCAGGC

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCCTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU13612;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGTCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCGGAAGTGAAAGACTTCGGCTTAACCGAAGAAGAGCATCGGAAACCGGGA

GACTTGAGTGCAGAAGAGGACAGAGGAAAACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGTACAGGATTAGATACCCTG

GTA 

>OTU13611;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGGTGTAAACTTCCTTTGTCAGGGACGTGTAGAAGACGGTATCTGACGAATAAGCTACGGTTAATTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTAGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGATACTGCTAGTCTTGAGTATAGGAGAGGCGATC
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GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13609;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGATAAGCGTGTTGTGAAATGTTGGGGCTCAACCTGGGCATTGCAGCGGGAACTGTGAGTCTT

GAGTGCGGAAGAAGTAGGCGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATTGCGA

AGGCGGCTAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13610;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGTAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGACGCCGAAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCTAGTGGCTCAACCACAAAACTGCATTTGACACTGTAACCCTTGAGTAGAGGAGAGGCAA

GCGGAATTCCTTGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGCTGGCTGGTCGG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAGCAGGATTAGATACCCTGGTA 

>OTU13614;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5273),g:Intestinimonas(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCCTTTATTAGGGACGATAATGACGGTACCTAACCAATACTCTCCGGCTAACTACGTTCCAGC

AGCCCCGGCACTACGCAGGCAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATAGCAAGT

CAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTTCTTGAGTGTTGGAGAGGCAGGCGGA

ATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAATAACT

GACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTCGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGTAGAAGACGGTACCTGACGACTATGCCACGGCTAACTCCGTGCC

AACAGCCGCGGCAATACGCATGTGGCCAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGTAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACCCGTGAACTGCATTGGAAACTACTCTTCTTGAGTATCGGAGAGGAAATC



8005 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3915); 

AAGGGAGGAAGAAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGAA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGACGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGCCAGATGTGAAAGACCGGGGCTCCACCCCGGGACTGCATTTTGAACTGCGTGGCTGGAGTGTCGGAGAGGCCTG

CGGAATTCCTCGTGTAGCTGTGAAATGCGTAGATATTAGGATTAACACCCGTGGCGAAGGCGGCCTGCTTGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13616;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Alphaproteobacteria(0.9038),o:Rhodospir

illales(0.6881),f:Rhodospirillaceae(0.2184),g:Azospirillum(0.0615); 

GTGCCAGCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGC

GGCCCAAGTCGAGTGTGAAAGCCCCGGGCTCAACCTGGGAGGTGCGCTCGAGACTGGTTTGCTGGAGTTCGGGAGA

GGAGCGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCTCTCTG

GACCGAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGAGTAGTCC 

>OTU13619;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Entero

bacteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

ATCCCGCTGATTCTGCGTTTGCTGATGAACTCCGTCCACCTCCGCACTCACCTTGCGAGTCCTTTCTTTGATTTGGTCAT

TGGTACAATACTGCCCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAA

GATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGTGCAC

ATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTCGTGTTGAGTCTCATTTGGCATCTC

GGCAAGCTCTTTCTGATTGTCCAGTT 

>OTU13618;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3479); 

ACGGGAGGTAGCAGTGAGGAATATTGGTCAATGGGCGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTGTGGGTTGTAAACTTCTTTTATAGGAGGATAAAGTGTGCCACGTATGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTCTTATAAGCCTGTTGTGAAATGTCGCGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGA

GTGCGGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTACCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACATTGGCCGTGCCGTTGATACTGCTGGGCTTG

AATGCGGATGCCGCGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13622;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTTTTCCACGTGTGGCATATTGTAGGTACCCTATGAATAAGG

ACCGGCTAATCCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGACTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGAGCATTGCAGTTGGAACTGTGAGACTTGA

GTGCGGAAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13623;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacte

riales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Parapedobacter(0.0110); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGACGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGCCAGCGGTGAAAGGTCCCGGCTCAACGGGGGCAGGGCGGATGATACTGGGGGAC

TTGAATGCGGACGAGGTCGGAGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCG

AAGGCAGCTGGCGGGGCCGGAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13621;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0099),g:Anaerobacterium(0.0046); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGTA

TTTCGGATTGTAAACTGCTTTCGACAGGGAAGAAGAAGGACAGTACTTGCAGAATAAACTCCGGCTAACAACGTGCC

AGCGGCCGCGGAAAAACGAAGGGAGAAAGCGTAATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAGAC

AAGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTATCTTTCTTGAGTGCTGGAGAGGAAAGT

GGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13625;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.

0000),f:Thermodesulfobiaceae(0.0000),g:Coprothermobacter(0.0000); 
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TTCTTGAAGGCTTCCCATTCATTCCGGAACCGCCTTCTGGTGCTTTGCAAGCACGCGTCCTTATTCGCCACCATGCTTAT

GACCAGTGTTTCCCGTCCGTTCAGTTGTTGCAGTGGAATAGTCAGGTTAAATTTAATGTGACCGTTTATCGCAATCTGC

CGACCACTCGCGATTCAATCATGACTTCGTGATAAAAGATTGAGTGTGAGGTTATAACGCCGAAGCGGTAAAAATTTT

AATTTTTGCCGCTGAGGGGTTGACCAAGCGAAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAAGCATGTTTCAGACGTT

GAGTGCTCGCCATAAGTCAAACTTGGGTTCTG 

>OTU13620;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2524),g:Eisenbergiella(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGAAGAAGT

ATTTCGGTATGTAAACCCCTATCAGCGGGGACGATGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCA

AGCCAGATGTGAAAACCCCGGGCTCAGCCCGGGGAGTGCATTTGGAACTGCGGAGCTAGAGTGCTGGAGAGGTAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCAGTGGCGAAGGCGGTCTACTGGACGT

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13626;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATGTGCATCACGCGTGGGGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCGGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAACTGCAGTTGATACTGTCCCGCTTGA

GTGCGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACACCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13624;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATGCGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAG

GCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTGTTGGAACTGTCGAACTAGAGTGCAGGAGGG

GCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGG

ACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAAGTTCTTTTGTCAGGGACGCAACAAATGACGGTATATGACGAATAAGCCATGGCTAACTACGTG
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GCAGCGGCCGCGGTAATACGTAGGTGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGAGGGAGT

GCAAGTCAGATGTGAAAGTTATGGGCCCAACCCATAACCTGCAGTTGAAACTGTACGTCTTGAGTGCTGGAGAGGCG

GGCGGAATGCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAAGAACGCCGGTGGCGAAGGCGGCCTGCTGGAC

AGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13630;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Prevotellaceae"(0.9108),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGGGAGGAAGAGCGGGCAAGGGACGGGAGGCTGAACCAGCCAAGTAGCGTGAAGGATGAAG

GCTCTATGGGTCGTAAACTTCTTTTATAGGGGGATAAAGTGTGTCACGTGTGGCATATTGCAGGTACCCTATGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGAGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAG

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13629;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAATGC

CCTATGGGTTGTAAATTTCTTTTACGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTACGTACCTCATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGTGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGGTACTGGGCTGCTTGA

GTGCGGGAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13631;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCCATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGAGGAGAGTACCAGGGGAATA

AGCATCGGCTAATCCCGTGCCAGCAGCCGCGTTAATACGGGGCTTGCGCGCTTCATCCGGCTTCATCGGGTTTAAAG

GGTGCGTAGGCGGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTGAACTCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGAAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGGGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13628;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Rumi

nococcaceae(0.9387),g:Gemmiger(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA
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AGTTGGAAGTGAAAACCATGGGCTCAACCCATGAATTGCTTTCAAAACTGCTGGTCTTGAGTAGGGCAGAGGTAGGT

GGAATTCCCGGTGTAGAGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAAC

AACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13632;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Graci

libacteraceae(0.0149),g:Gracilibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTATGATGGGGGACGAAGAAAGTGACGGTACCCCAAGAGCAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCCG

CTCAAGTTAGTAGTGAAATTCCGAGGCTTAACCTCGGCGCTACTACTAAGACTGAGTGGCTTGAGTGCAGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGGAATGCGAAGATATTAGGAGGAACACCGGTGGCGAAAGCGGCTTACTGGCC

TGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13635;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Negativicutes(0.0626),o:Selenomonadales(0.04

13),f:Veillonellaceae(0.0099),g:Selenomonas(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCATGAGGGAAGACGG

GTTTCGGCTCGCAAACCTCTATCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCTCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGCGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGGTTGCAAGGATGGAACTGCATTGGCTAGTGATGGGCTGGAGTGCAGGTCAGG

AAAGCGGAATTGCCGATGTAGCAGAGAAATGCGTCGAGGTGGGTGGGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGAAACTGACGCGGAGGCGCGAAAGCGTGGGGAGCAAGCAGGGTTAGATACGATGGTA 

>OTU13634;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAGCCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGAGTAGGCGGGCTGACAAGTCAGATGTGTAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTT

GAGTGTCGGAGGGGTAATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGA

AGGCGACTTACTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13633;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0710),g:Caloramator(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCA

ACTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACTGGATGGCTTGAGTGCAGGAGAGGT
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AAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13638;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Corynebacteriaceae(0.0000),g:Corynebacterium(0.0000); 

CCTTCAGGCTTCTGCCGTTTTGGCTTTAACCGCAGATGATTTCGATTTTCTGACGAGTACCAAAGTTTGGATTGCTACT

GACCGCTCTCGTTCTCGTCGCTGCGTTGAGGCTTGCGTTTATGGTACGCTGGACTTTGTAGGATACCCTCGCTTTCCTG

CTCCTGTTGAGTTTATTGCTGCCGTCATTGCTTATTATGTTCATCCCGTCAACATTCAAACGGCCTGTCTCATCATGGAA

GGCGCTTAATTTACGGAAAACATGATTAATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTGACCTTG

CGTGTACGCGCAGGAAACACTGACGGTCGGACTGACG 

>OTU13636;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Deltaproteobacteria(0.9711),o:Desulfovib

rionales(0.8520),f:Desulfovibrionaceae(0.6709),g:Desulfovibrio(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTAACTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAGTCATTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGAGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCTTGGATACTGTACG

ACTCGACTCCGGGAGAGGATGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATATGGAGGAACATCAGTGG

CGAAGGCGGCTACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13639;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTAAGGGGATAAAGTACACTACGTGTAGTGTTTTGTCGGTACCGCACGAATAAGG

ACCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG

AGCGCAGGCGGACGTTTAAGCCTGACGTGAAATGTAGCTGCTCAACAGCTGAACTGCGTCGCGAACTGGAGTCCTTG

AGTGCATGCGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATGGCGAAG

GCAGTTCACTAGACCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0560),g:Paraprevotella(0.0087); 

CCGTTATTCCGCCTTTATTCCTATTGTTCCATTGTCGTTCGCCCGCACCCGCCAAGTAGCGTGAGGGACGACGGCCCTA

TGGGTTGTAAACCTCTTTTGTGTGGGAATAATGTGCCGTACGCGTACGGTATTGCATGTACCTCACGAATAAGCATCG

GCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGTCAGTCTTGAATGCA
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CCCAAGGAAGGTGGAATTCGTCATGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCC

TTCTGGAGTGCTATTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13640;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0904),g:Papillibacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAGGGAGGAAGG

TTTTCGGATTGTAAACCTCTGTCCTTAGGGAAGAAGAAAGTGACGGTATCTAAGGAGAAAGCCCCGGCTAACTACGG

GCAAGCAGCCGAGGTAATACGTAGGTGGAAAGCGTTGCCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGA

TACAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTA

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACG

ATAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13642;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Incer

tae_Sedis_XI(0.0252),g:Clostridium_XII(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGTCTGATGCAGCAATGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCCGTCCTTGGGGAAGATAACGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGCGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGAGAAAGGCAATGGCTCAACCATTGTTAGCCACCTGAACTGGACTACGTGAGTACAGGAGAGGAAAGC

GGAATGCCTAGTGTAGCGGAGAAATGCATAGATATTAGGAGGAACACCCGTGGCGAAGGCAGCATTCTGAACTGTA

ACTGACGCTGAGGTACGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13637;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCGCATGAATAAGCCACGCCTAACTACGTG

CCAGCAGCCGCGTTAATGAGTAGGTGCCGAGCGTTATCCGGCTTTATTGGGTGTAAAGGGCGCGTAGGCGGGAATG

AAAGTCAGATGTGAAATCTAGGGGCTTAACCCCTGAACTGCATTTGAAACTGTATGTCTTGAGTGGAGGAGAGGTTG

ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13643;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9992),c:Actinobacteria(0.9866),o:Actinomycetales

(0.9934),f:Brevibacteriaceae(0.9294),g:Brevibacterium(0.9686); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGTAGGGAAGAAGCCTTCGGGTGACGGTACCTGCAGAAGAAGTACCGGCTAACTA

CGTGCCAGCAGCCGCGATAATACGTAGGGTACAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGT

TCGTCGCGTCTGCTGTGGAAACGCAAGGCTCAACCTTGCGCGTGCAGTGGGTACGGGCGGACTAGAGTGCAGTAGG
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GGAGTCTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAAGGCGGGACTCT

GGGCTGTAACTGACGCGGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13644;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCTGGGACGATATTGACGGTTCCCGAGGAGGAAGCAACGGCTAACTACGTGCCA

GCAGCCGCGGCAATATGTCGGGAGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGCTGGTAA

GTTGGAAGTGAAATGTCTGGGTTTAACCCCGGAACTGCTTTCAAAACTGCTGGTCTTGAGTGATGGAGAGGCAGGCG

GAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACAGTAA

CTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13646;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Porphyromonadaceae"(0.1679),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACTGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGCGGTCGTGACCGCAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCTTGTTAAGTCAGAGGTGAAAGGCAGTGGCTCAACGATTGAATTGCCGCGGGAACTGGCGAGCTTG

AGTAAGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCTGCAAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13648;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.00

00),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

GCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCCCCTGTTTTACCGACCCCTAAAGCTCCATCGTCAACGTTATATT

TTGATCGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAA

TCAGGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGTCTGTTTGGTTCGCTTTGAGTCTT

CTTCGGTTCCGACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGGCGCCATGATGGTGGTTATGATACCGT

CAAGGACTGTGTGACTATTGACGTCCTTCCCCGTACGCCGGGCAAGAATGTGGATGTGGGTTTCATGGTGTGGGCTA

ACTG 

>OTU13647;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Solitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGCGGTGGAGCAATAAGCGGTACGCGTAGGGTGATGTGAGTACACCACGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCAGGCGTTATCCGGAATTAGTGGGTTTAAAGGG

TGCGCAGGCTGCTTTTCAAGTCAGAGGTGAAAGCCCGCAGCTCAACTGCGGAAGTGCCTTTGATACTGCGTGGCTGG
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AATGCAGAAGAGGTGGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCGATTGCGAAG

GCAGCTCACGAGTCTGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13645;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8267),c:Actinobacteria(0.5963),o:Actinomycetales

(0.3319),f:Actinomycetaceae(0.1679),g:Actinomyces(0.0423); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGCGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAG

CGTAGACGGTTTCGTAAGTCTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCATTGGAAACTATGGAACTGGAG

TGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGG

CGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13649;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloropla

st(0.0000),g:Chlorophyta(0.0000); 

ATACGAACCGACAGAATCTCTTCCACGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCCAGCATTGGGGATTGC

GAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTG

ACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAG

GGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATGCCAGCAGCTGTACCGTCTGGCCAGAAAGTGTTC

CAAGTATCGGCAACAGCGTG 

>OTU13651;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTTGCGTACGTGTACGCTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGGGTAAGCGTGACGTGAAATGTATCGGCTCAACCGGTGATGTGCGTTGCGAACTGGATTGCTT

GAGTGGGTACGAGGCTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGCGAA

GGCGGCCGGCGAGTCGTCAACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13650;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0355),g:Saccharofermentans(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAAGGATGACGGC

CTTCGGATTGTAAACTTCCTTTTAGAGGGACGTTAATGACGGCACCTCTTGAATATGCCCCGTCTAATTTCGTGCCAGC

ACCCGTGGTTACATGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTTTGCAAGT

CAGATGTGAAAGGTATGGGCTTAACCCATAAACTGCAGTTGAAACTGGAGTTCTTGAGTGCAGTAGAGGTAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACATCGATGGCGAAGGCAGCCTGCTGAGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Ruminococcus2(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGAGCGAAGAAGGA

CCTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGATGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTCATCCGTCGGGCGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGAAGTGCAATGGAAACTGTATAGCTGGAGTGCCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCATACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13653;tax=d:Bacteria(0.4171),p:"Proteobacteria"(0.0264),c:Alphaproteobacteria(0.0071),o:Rickettsial

es(0.0053),f:Anaplasmataceae(0.0016),g:Ehrlichia(0.0015); 

AAGGAAGGAAGAAGGGGGGAAGAGGGGAAAAGGGGAGAAAGACTAGTCCAGCAATACCGCGTGAAAGATGAAG

GCCTTCGGGTTGTAAAGTTCTTTTAATAGGGAAGATAATGACGGTACCTATAGAATAAGCACCGGCAAACGTCGTGC

CAGCAGACGCGGTAATACGAAGGGTGCTAGCGTTGTGCTGAATTATTGGGCGTTAAGGGTGTGTAGGCGGTTTCGT

AAGTTAATTGTGAAATCCCTGGGCTCAACCTCGGAATTGCGGTTAAAACTACGGAACTAGAGTAAGATACGCGATGG

CAGAATTTCTAGTGTAGGGGTATAATTCGCAGATATTAGAAAGTATACCGGTGGTGTATACGGCTATCTTGGTCCTTA

CTGACGCTCAGTCACGAAAGTGTGGGGAGCAAACAGGATTACATACCCTTGTA 

>OTU13654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.6350),g:Clostridium_XlVa(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTTCACAATTTTGTAAACTCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTAT

CTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAGAGGGAGCGTAGACGGTTGTGTAAG

TCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGTAACTAGAGTGTCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATCA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGCCGCAAGCCTGAAGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTTAAGCTCCGTTGTTGGAGAAGAACGTTCGACAGAGTAACTGTTCATGCAGTGATGGTATCAAACCAG

AAAGTCACGGCCAACTACGTGCCAGCAGCTGCTGTAATACGTAGGTGGCTAGTGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTGCTTAGGTCTGATGGGAAAGCCGTCGGCTTAACCGAAGAAGTGCGTCGGAAACCGCGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCAGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 



8015 

 

>OTU13655;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACTTGCC

AGCAGCCGCCGTAATCCGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTCGTA

AGTCTGATGTGAAAACTTGGGGCTCAACCCCGAAACTGCATTGGAAACTATGGAGCTGGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAGGGCGGCTCTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCGGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATATGGAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTCTGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13658;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9938),o:"Fusobacteriales"(0

.9933),f:"Fusobacteriaceae"(0.9876),g:Fusobacterium(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAGTCAGTGACGGTACCAACAGAAGAAGCGACGGCTCAATACGT

GCCAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGTCTAGGCGGTTTAG

TAAGTCTGATGGGAAAATGCGGGGCTCAACCCCGTACTGCGTTGGAAACTGCTAAACTAGAGTACTGGAGAGGTAG

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGAGATTTGTAGGAATGCCGATGGGGATGCCAGCCTACTGGACAG

ATACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACAGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTTACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGCTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGGCTTTGGCTTAACCAGAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCGGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTTG

CGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU13662;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGATGCCGCGTGAGCGAAGAAGGA

TTTCGGTTTGTAAAGCTCTATCGGCGGGGAAGAAAATGACGGTACCCGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTAGCAA

GTCAGATGTGAAAACCCGGGGCTCAACCCCGGAATTGCATTTGAAACTGTTAATCTAGAGTGTGGAAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13660;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAACTCTGTTGTTAGGGAAGAACGTGCGTGAGAGCAACTGTCTACGCAGTGACGGTATCTAACGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGGTTA

AAGAGAGCGTAGGCGGATGCTTAAGTCAGATGTGAAAGTTCGCGGCTCAACCGTAAAAGTGCATTGGATACTGGGT

GTCTTGAGTATAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATT

GCGAAGGCAGCTTGCTGGACTGTAACTGACGCTGATGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCTGGTCTTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGCGGAATCCCCGGCTCACTACGTGCCAG

CAGCCGCGGTTATACGTAGGGGGCTCGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCTAACCCGTAGTAAGCATTGGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTCGCGAAGGCAGCTCTCTGGGCTGTAACT

GAAACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13663;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGAGAGACAA

GTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGTAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13666;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGTTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAAACTTGGGATTGCAACGCGAACTGTGGGACTTG

GGTGCGCAAGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGGTATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGGGCAACTGACGCTGAAGCTCGAAAGCGGGGGTATCGAACAGGGTTAGATACCCTGGTA 

>OTU13664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Euba

cteriaceae(0.7068),g:Eubacterium(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGAAGACGGC

TTTCGGATTGTTAACTCCTGTTCTTAGTGAAGTAAAATGACGGTCGCTAAGGAGCAAGCAACGGCTCACTACGTGCCC

GCAGCCTCGGTCATTCGTAGGTGGCACGCGTTGTCCGGAATTACTGGGTGTAACGGGAGCGCAGGCGGGGGAGCAA

GTCAGCTGTGAAATCTATGGGCTTAACCCAGAAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGCTGGCG

GAATTCCGGGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGTCCTTTA

CTGACGCTCATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGTCGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAA

GTCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAGACTGGAGGGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCCGTGTAGCGGTGAAATGCGTAGAGATGGGGAAGAACACCAGTGGCGAAGGCGACTTACTGGGCCGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13667;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4224),g:Roseburia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATAGATACCCTGGTA 



8018 

 

>OTU13669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATCGTAAAGCCCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTACCTACGTGCCA

GCAGCCGCGGTACTACGTAGGTGGCGAGCGTTATACGGATTTACTGGGCGTAAAGGGAGCGTAGGGGGATGATTAA

GTGGGATGTGAAATACCCGGGCTTAACGTGGATGCTGCATTGCGAACTGGTTATCTAGAGTGCAGGAGCGGTGGGG

GGAATTTCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATTGCGAAGGCGACTCACTAGACGGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13671;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Rikenellaceae"(0.0073),g:Rikenella(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

TCTATGGATTGAAAACTGCTTTTTCCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAACAATAAG

GATCCGCTAACTCTGTGCCAGCAGCCGCGGTAATACTGAGGATTCGAGCGTCATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCTGCTCAACGGGGGATTGCCTTGAAAACTGTCTGACTAGG

ATGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGAGATGATTCAGAACACCGATCGCGAAGG

CGGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Pept

ococcaceae_1(0.4224),g:Peptococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGTTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCTGTGAAGTCGGAGGGGAAAGGTAAGGGGTCAACCCTGAACGTGCATGTGATACTGG

CAGACCTGAGTGCGGAAGAGGCGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAG

TGGCGAAGGCGACTTGCTGGGCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCT

GGTA 

>OTU13670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3544),g:Ruminococcus2(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGTA

AGTCTGATGTGAAAACCCGGGGCTCAACCTCGGCAGTGCCGTTGATACTGCTTGTCTTGAATGCCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGTCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8019 

 

>OTU13673;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0204); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTGGTAAAATCCTTTTATGACTGAGGAATAAGCGAAGTGAGGGAAACGCTTCGTGGTGACTGTAGGTCAT

GAATAAGCAACGGCTAATTACGGGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGCATTATTGGGC

GTAAAGGGTATGTAGGCGGTTCTACAAGTCTGCGCTGACATGCCGGGGCTCAACCCCGGTACTGCGTTGGAGACTGC

AGGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGTTGCATGGGTGAAATCTTTAGAAATCTTGAAGAATACCAAT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Deflu

viitaleaceae(0.2524),g:Defluviitalea(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAAGGACGAAGAT

TTTCGGATCGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGC

AAGTTGGATGTGAAAACTGTGGGCTCAACCGACAGACTGCATTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13677;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Prevotellaceae"(0.0000),g:Prevotella(0.0000); 

TAATTATACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCTTGCGGCAAAACTGCGTAACCGTCTTCTCG

TTCTCTAAAAACCATTTTTCGTCCCCTTCGGGGCGGTGGTCTATAGTGTTATTAATATCAAGTTGGGGGAGCACATTGT

AGCATTGTGCCAATTCATCCATTAGCTTCTCAGTAACAGATACAAACTCATCACGAACGTCAGAAGCAGCCTTATGGC

CGTCAACATACATATCCCCATTATCGAACTCATCGCCCGGCATACGAAGAGACAGACTCACTGCCAAGAGAATGATGC

GGGTATCGATCTGCTTATAGAAGCCAAGTATGGGGGATTGAGAAAGAGTAGAAAGGCCACAAGCCGCAATAGCATG

TTTAAGAGCCTCGATACGCTCAAAGGCAAAATAATAAGCGTGAC 

>OTU13676;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Odoribacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGCGGT

CCTATGGATTGTAAACTGCTTTTTTAGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTAGTGGTTAAATGCTTCTGCTAAACTGGATTTTGCTATTAAAACTGTCTGACTAGGA

TGGAAACGGCGTAGGCGGAATAAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 



8020 

 

>OTU13675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGGCGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCGGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTTAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGCTTTGCTAGAGTGAAGTAGAGGATGG

AGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCCT

CAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTTTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGGATCCAACCA

GAAAGTCACGGCTAACTACGTCCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTGATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCTGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCAGCGGAAACCGGGG

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCGGTG

GCGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13674;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Ruminococcus2(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGATAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTAGGTATGGAAAGCTTTATCAGCAGAAAAGAAAATGACGGTATCTAACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCAGGAGTGCAGTGGATACTGTTTATCTAGAGTGCAAGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13678;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.2321),o:Erysipelotrichales(0.1

015),f:Erysipelotrichaceae(0.0355),g:Turicibacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAGGGATGAAGGT

TTTCGGATTGTAAACTTCTGTCATAAGGGAAGAAGAACGTGACGGTACATGAGGAGGAGGGTCCGGGTAACTACGT

GCAAGCAGACGCGGTAATACGTAGCGGGAGAGCGTTGTCCGGAATGATTGGGAGTAAAGGGCGTGTAGGTGGTCG

ATTAAGTCTGATGTGAAATACCCGGGTTTAAGCGGGGTCGGGCATTGGAAACTGATTGACTTGAGTGCAGAAGAGG

GAAGTGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACTTACTGG

GCCGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8021 

 

>OTU13681;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

GCTTAATCGAGGCCAAAGCGGTCTGGCAACGTCCGGCTTGTTCTGTACCTTGACTCCTGCTTTCTTACCTATTAGTGGT

TGAACCGCATCGGCCTCAGATAGTAATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGT

GACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTG

ACAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTC

ATTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCGTTAGCAAGAGAATTGGTCG

ACTCATCAGAAATATCCGAAAGTGTTAACGTCTGCGTCAGGGAAGCGAGAAAACTCTGCAGGTTGGA 

>OTU13679;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAACAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCTTAACCCATGAAATGCTCTCAAAAATGTATCCCTTGAGGATCGGAGAGGCAG

GCGGAATTCCTAGTGGAGCGGGGAGATGCGTAGATATTAGGAGGAAAACCAGGGGAGAAGGCGGCTTGCTGGAAG

ACAAATGAAGCTGAGGCGCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13682;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiaceae_2(0.0099),g:Alkaliphilus(0.0046); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTGTTGTCGGTAGGGAAGATAAAAGACAGTACTTAAGGAGGAAGCCCCGGCTAACAACTGGCC

ACAACCCGCGGTAATACGAAGGGAGAAAGCGTTATCCGGATTTATTGGGGGTAAAGGGTGCGTAGACGGGAAAGC

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTTTTCTTGAGTGTTGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACGATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGGCA

AGTCAGATGTGAAAGCCCGCGGCTCAACCGCGGGACTGCATTTGAAACTGTCCGGCTGGAGTGCAGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACTGT

AACTGACGCTGAGGCCCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8022 

 

>OTU13684;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Mucilaginibacter(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACCGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CTTATGGATTGAAAACTGCTTTTTTCGGGGAATAATAATACTTTTGCGAAGGTTGATGCAGGTATCCGGAGAAGACG

GATCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGGAGGAATCGAGCGTTATCCGGATTTATTGGGGTTAAAGG

GTTGGTAGGCGGTTAGATAAGTATGAGGTAAAATGCTACTGTTCAACAGGAGTTTGCTTTTAAAACTGCCAAACTAG

GATTTAAACGGCGCAAGCGGAATGACTAATGTAGCGGTGACATTCGTAAATATGATTCAGAACACCAATCGCGAAGG

CAGCTAGCGAGGTTACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13685;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8614),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGTACTGTTGTTGGTGAAGAAGGCGAGAGGTAGTAACTCGTCTTTATTTGACGGTACTCACTGAG

AAAGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTA

AAGCGCGCGCAGGCGGACTGACAAGTCTGATGTGGAATCCCTCGGCTGAACCAAGGAACTGCATCGGAAACTGGTA

GTCTAGAGTCTAGAAGAGGGGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAGCACCAGT

GGCGAAGGCGGCTCTCTGGTCTACGACTGACGCTGAGGCGCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Euba

cteriaceae(0.9201),g:Eubacterium(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGGAGGGTGACGGT

TTTCGGATTGTAAACTCCTGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAATTACGTGCC

ACCACCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGC

AAGTCAGCTGTGAAATCTATGGGCTTAACCGATTAACTTCAGTTGAAACTGTTAGTCTTGAGTGAAGTAGAGGGAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACACGGGTGGCGAAGGCGGCTGACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4914),g:Oscillibacter(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGAAAGTCTGACCCAGCAAAGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTTAAATTCTTTTAAGGGGGAACAGAAGAAGAGGGTACCCCTTGAATAAGACACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGAGAGAC

AAGTCAGATGTGAAATCCGCGCGCTTAACCCCCGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGAAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 



8023 

 

>OTU13686;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGACGGGAAAGAA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTTTTCTTGAGTGTTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTATCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13689;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiaceae_2(0.0113),g:Alkaliphilus(0.0056); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGGGGAAACTCTGACGCAGCGATGCCGCGTATAGGAAGAAGGT

TCTCGGATTGTAAACTATTGTTGTTAGGGAAGATATAAGACATTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATAGGTAGGGAGCAAGCGTAATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAAAGCA

AGTTAGTGGTGAAATCCCTCGGCTTAACTGAGGGACTGCAACTAAAACTGTTTTTCTTGAGTGTTGGAGAGGAAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGATGGCGAAGGCGACTTTCTGGACAATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.8864),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGATGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAGATCTATGGGCTTGACCCATAGATTGCTTTCAGAACTGTCGGCCTGGAGTAGTGCAGAGGCAGGT

GGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGGCACTA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13691;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Intestinimonas(0.0076); 

ACGAGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTCTCGGCTCTTAAACCTCTTTCCTAAGGGACGAAGGAAGTGACGGGACTATAGGAGTAAGCGCCGGCTAACTACGT

GCCAGCAGCCGCTCTGATACGGAGGGGGCGATCGTTGTCCGGAATGATTGGGCGTAAAGGGAGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGGTTTCAAGGTGAGAATTGCATTGGATACTGATGAGCTGGAGTGCAGGAGAGG

CAGGCGGAATTAGCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTAA

GCTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13692;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9936),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGCTCGGAAAGCTCTGTTGGTGGAGAAGAACGTGCGGGGGAGGAACTGGTCACGCAGGGACGGTATCCAACCA

GAAAGTCACGGCTAAATACGTGCCAGCAGCCGCGGGAATACGGAGGTGGCAAGCGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Rikenellaceae"(0.0355),g:Rikenella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGCTTGTAAACTTCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGTTGCAGGTACCCGACGAATACGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTAGAGGTGAAAGGATGCTGATCAACAGGAGTATGCCGTGAAAACGGGCGGACTAG

GATGGAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCATAGATATGATTCAGAACACCGATAGCGAAG

GCAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13694;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1485),g:Pseudoflavonifractor(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGATAAACCTATAGCCTGCATTTGAAACTGTAGTTCTTGAGTGTCGGAGAGGCAAT

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13695;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTTCACAATTTTGTCAACCCTGCTGCAGCCACGCCGCGTGAGTGATGAAGGTTT

TCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGT

GGGATGTGAAATACCCGGGCTGAACGTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13693;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGCCT

TCGGGTTGTAAAGCTCTGGCTTCAGGGACGATAATGACGGTACCTGAGGTGGAAGCCAAGGCTAACTATGTGCCAGC

AGCCGCGGGAATACGTAGGTGGCAAGCGTCGTCCGGATTTACTGGGAGCAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACCCGGGCTTAACTTAGGTGCTGCATTTCAAACTGGGAATCTAGAGTGCAGGAGAGGATAAGGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13697;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCAGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGGGTACCAGTCGAATAA

GCATCGGCTAACCCCGTGCCGGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGGTGTGCGTTAAGTCGGTGGTGAAATTCCGGGGCTCAACCCTGGGGCTGCACTTGATACTGTCGGGCT

GGAGTGCGGATGAGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13699;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATACGCCACGGCTAACTACGTGA

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGTGGT

AAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGGAATGCGGATGACGTGGG

AGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACTCCTATTGCGAAGGCAGCTTGCTGGAGTGT

AACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13698;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGAAGC

CAAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGGTTTTCTTGAGTATGGGAGAGGTAAA

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13702;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGGCTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAATGGTGGTACGTGTGCCCTTTTGCATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGTGCTTAAGTCGGCTGTGAAAGGTTGGGGCTCAACCTTGAACTTGCGGTGGGTACTGGGTGCCTTG

AGTGCAGTATAGGGTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGACCTCCGATTGCGAAG

GCAGCTTCCTAGACCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13700;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.61

38),f:Spirochaetaceae(0.4224),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGACGGTTGTAAAGTCCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGCAGGTATTG

AATAAGCCACGGCTAGTTACGTGACAGCAGCCGCGGTAACACGTAAGTTGCGTGCGTTGTTCGGAATGATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCGAGGAAGTGCATTGAGAACTACA

TGACTTGAGTTACTGATGTGGAGCTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATG

GCGAAGGCAAGTCTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCATCAATGGGTAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGAGCGTAAAGCGAGCGCAGGCGGAATGATAAG

TCTGATGTGAAAGCCCACGGCTCAACCATGGAACTGCATCGGAAACTGTCATTCTTGAGTGCAGAAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13701;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Oscillibacter(0.0110); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGCCGGGAGGGCAAGCCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCT

TCTTGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGG
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CGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGCATGTAAACCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GAAGGCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGTCGGCTGTGCAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCGGGGAGTGCATTGGAAACTGTGCAGCTAGAGTGCCGGAGAGGCGAG

CGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTAGGCTGT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGTCGTGAAAGTTTGGTGCTCAACGTTAATATTGCAGGTGAAACTGGCGTTCTTGA

GTGCAGGTGAGGTGTGCGGAATTCGTAGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGTTTGCGAAGG

CAGCTGACTCAACTGTAACTGACGTTGATGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13705;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGTAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGGGTAAAGGGAGCGCAGGCGGGATAGC

AATACAGCTGTGAAAACTATGGGCTCAACCAATAAAATGAAGTGGAAACTGTTAATCTAGAGTGGAGTAGAGGCAA

GAGGAATGCCGAGTGTAGAGGTGAAATGCGTAGATACTCGGAGGAAAACCAGTGGCGAAGGCGGATTGCTGGGAT

CTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13707;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.7547),c:Actinobacteria(0.4428),o:Bifidobacteriale

s(0.2039),f:Bifidobacteriaceae(0.0904),g:Bifidobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCTTCGGGGTGAGTGTACCTTTCGAATAAGCCCCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTACGTAGGCGG

CCTTTTAAGTCAGCGGTGCAAGGCTGTGGCTGAAACATATAATTGGCGTAGAAACTGGGAGGCTGGAGTATGTTTGA



8028 

 

GGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATAGCACGGAGAACCCCGATTGCGAAGGCAGCCTGCCA

AGCCATGACTGACGCTGATGCACGAAAGCGGGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGTGCGTGTTAGCAACTGTTCACGCCCTGACGGTATCTAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGGGAGGGGCATCGGAAACTGGGAGA

CTTGAGTGCAAGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTAGTTTGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13708;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTCTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTAC

CAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTTTAAAGGGTGTGTAGCCGGGAATGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGGGAACTGCATTTGAAACTGTTCTTCTTGAGTAGCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTTGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13712;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8897),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGTAGCGTGCGTGAAGAAGGTT

TTCTGATCGTAAAGCTCTATTGTTGGTGAAGTAGGATGGTGGCAGCAACTGGCCATTATTTGACGGCAACCAACCAG

AAAGTCACTGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCAGAAGTGAAAGCCCCGGGCTTAACCGGGGGACTGCTGTGGAAACTGTTC

ATCTTGAGTGCAGACGAGGAGGGTGGAACTCCTGGCGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTG

GCGAAGGCGGCTCTCTGGTGTGCAACTGACGCTGGGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13710;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTTCTTGAGAGCAACTGTTCATGCAGTTACGGTATCTAACCAG

AACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGTGTTATCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGTTGATTAAGTGGGATGTGAAATACCGGGGCTCAACTTGGGTGCTGCAGTCCGAACTGGTTA
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TCTAGAGTGCAGGAGAGGTGAGTGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTATGAAGAACACCGATGG

CGAAGGCGACTCTCTGGAGTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13711;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9993),c:Actinobacteria(0.9882),o:Bifidobacteriale

s(0.9172),f:Bifidobacteriaceae(0.9015),g:Bifidobacterium(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CCTCGGGTTGTAAACCGCTATTGATTGGGAGCAAGACCTTCGGAGTGAGTGTACCTTTCGAATAAGGACCGGCTAAC

TACGTGCTAGCAGCCGCGGTAATACGTAGGGTGTGAGCGTTATCCGGATTTATTGGGCGTAAAGGGCTCGTAGGCG

GTTCGTCGCGTCCGGTGTGAAAGGCCATCGCCTAACGGTGGATCTGCGCCGGGTACGGGCGGGCTGGAGTGCGGTA

GGTGAGACTGGAATTCCCGGTGTAGCGGTGGAATGTGTAGATATCGGGAAGAACACCGATTGCGAAGGCAGGTCTC

TAGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13713;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.6899),c:Actinobacteria(0.3483),o:Coriobacteriales

(0.1483),f:Coriobacteriaceae(0.0560),g:Paraeggerthella(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTAAGTAGCCAGGGACGATAATGACGGTACCTGGAGAGTAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCAA

GCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCGAGTCCGGTAGGGGAAGGC

GGAACTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAGGAACACCGATGGCGAAGGCAGCCTTCTGGGCCGTA

ACTGACGCTGAGGTGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13716;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGATCCAGCCAAGTAGCGTGAAGGATGACTGC

CTTATGGGTTGTAAACTTCTTTTATAAGGGCATAAATGTGGGTACGCGTAACCGTTTGCATGTACCTTATGAATAAGG

AACGGGTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTAATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGGTTGGGGCTCAACCTTAAGATTGCAGTTGATACTGGGTGCCTTG

AGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCTATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATAACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TGAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTGGACTAGAGTACAGGAGAGGAAAGCG
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GAATTCCTAGTGTTGCGGAGAAATTCGTAGAGATTAGGAAGAACGCCAGTGGCGAAGGAGCTTCTCTGGACTGTGA

ATGTCGTTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13714;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.3448),c:Actinobacteria(0.1740),o:Bifidobacteriale

s(0.0781),f:Bifidobacteriaceae(0.0252),g:Bifidobacterium(0.0076); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCGGGTTGTAAACCGCTTTTGTTTGGGAGCAAGCCCGTCGGGGTGAGTGTACCTTTCGAATAAGCACCGGCTAACT

ACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTATCCGGATTCATTGGGTTGAAAGGGTGCGTAGGCTG

TGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGGCGTTCTTGAGTGCAGTTGA

GGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTAA

ACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13717;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.3544),g:Dorea(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCC

ATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13719;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Porphyromonadaceae"(0.0073),g:Parabacteroides(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTTTTCAATGTGCGGAAGCCTGAACCAGCCATGCCGCGTTACTTACTAATTCCCT

CCGGGTCGTAAACTTCTTTAGACTCAGAGCAATAAGTTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCCGAGTAAGTACGAGGTGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAA

TGATCCCGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGC

ATCTCGCGAGGGGTCAATTGAAGCTGAGGCACGAAAGCGTGGGGATCGAAAAGGATTAGATACACTGGTA 

>OTU13720;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTACGGGCTGTAAACCTCTTTTGTCAGGGAGTAACGCTCCGGACGCGTCCGCAGGTGTGTGTACCCTGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGCTGTCAAGTGAGGGGGGAAAGACTGGGGGTCAAACACAAAATTGCCGTTGAAACTGGGGGGCT
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TGAGTATGTGCGAGGAAGGCGGAATGCGTGGTGTAGCGGTGAAGTGCTTAGATATGACGCAGAACCCCGATTGCGA

AGGCAGCTTGCCAGGACACGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13721;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1679),g:Odoribacter(0.0423); 

ACTTAATTCATCATTTATTAATATTGGTCAATGGCCGGAATTCTTAACCATCCAATTCGCGTGAGGGAAGACTGCCCTA

TGGGTTTTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGCATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGT

AGGCGGTTGATTAAGTAAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGTACA

GACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAGGGCAGCT

TACCAGGCTGTGACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13718;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Clostridium_III(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAACGCAGGCGGTCCTT

TAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13722;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGATGTATCCCTTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGATTAAGCGTGATGTGAAATGCCGAGGCTCAACGGGGGAACTGCAGCGCGAACTGGTTTACTTG

AGTGGGGTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGAA

GGCAGATGACTGTATCGCGACTGACGCTGAAGCGCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13723;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9638),c:"Fibrobacteria"(0.9038),o:"Fibrobacterales

"(0.7995),f:"Fibrobacteraceae"(0.5991),g:Fibrobacter(0.4351); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGGAACCCTGATGGAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGTAGTTGAATGTACCTCGAGAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTACTACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAG

CGCAGGCGGAAGCTCAAGCGGAATGTACAAGACCGGGGCCTAACCGCGGACCTGCAGTCCGAACTGGGTGACTTGG
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ATGGTGCAGAGGCAAGCGGAATTCCAGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAG

GCAGCTTGCTGGGGACTTATTGACGCTCATGCTCGAAAGTGAGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13725;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Negativicutes(0.1159),o:Selenomonadales(0.05

47),f:Veillonellaceae(0.0149),g:Selenomonas(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAAACTCTGTCCTATGGGACGAATGAGAGGACGGTACCATAGGAGGAAGCCCCAGCTAAATAAGA

GCCAGCAGCTGAGGTAATACGAAGGGGGGGAGCGATGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTTGATACTGATGGGCTGGAGTGCAGGAGAGGA

AAGCGGAATGACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGACACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGCAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCACCGCGTGAACTGCAGTTGAAACTGCTCTTCTAGAGTGTAGGAGAGGCGAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGTGAAGGGGAGTTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGGGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU13724;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGGTG

CAAGTCAGATGTGAAATCCCTGGGCTTAACACAGAAACTGCATTTGAAACTGTGCCTCTTGAGTTTTGGAGAGGTAG

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAA

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13728;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGAAGGCAGAAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCTTGAGGGAAGACTGC

CCTACGGGCTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATACCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATGTATTGGGTTTAAAGGG

AGCGCAGGCCGTTGGTTAAGCGTGTCGTGAAATTCCGGCCCTCAGCGGAGGACTTGCGGCGCGAACTGGTCCACTTG
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AGTACGCGGGACGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGTGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAAGAAATGACGGCACCTCTTGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGAGTGCGTAGGTGGCTTTGC

AAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTATGCA

AGTCAGGCGTGAAATCTGTGGGCTTAACCCACAAACTGCGCTTGAAACTGTGTAGCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGGAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13727;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pept

ococcaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCAGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGCAGG

TTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTGCGGCAGAGGCA

GGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGAGGAGTAAGCCACGTCTAGCTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCGCAACTTGGGTGCTCGCTGCCGAACTGGTTATCTAGAGGGCAGGAGAGGAGAGTG



8034 

 

GAATTCCGAGGGTAGCGGTGAAAAGCGTAGAGATTAGGAAGAACCCCAGTGGCGGAGGCGACTCTCTAGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU13733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.5273),g:Coprococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTTTCAGTAGGGAAGAAGAAGACGGTACCTGAATAAGAAGCACCGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCGTAGAACTGCTTTGGAAACTGTGCATCTGGAGTATCGGAGAGGAAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGTTGTAAAGATCTATAATCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGCAGGCGGATGAT

TAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13734;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Blautia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAGACTTCTTTTCTTAGGGACGAAGAAAGGGACGGTATTAGAGGAATAAGCCATGGCTAATTACGTG

CCAGCAGCCGCGGAATTACGTAGGGGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTGG

CAAGTCTGATGTGAAAGGCATGGGCTCAACCTATGAACTGCATTGGAAACTGTTAGGCTTGAGTGACGGAGAGGTA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCGACGCCGCGTGACTGAAGCAGTA

TTTCGGTGTGTAAAGGTCTATCCGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATCACTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCTCATCCCCGAGGACTGCTTTTGGAACGGTCGAACTAGAGTGCAGGAGGGGCAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGACAAGGCGGCTTGCTGGACTG

TAAATGACAATGAGGCTCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0076); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCCCTTTTGCCGGGGGGAAACGGGCGCTACGCGTGGCGCCGGGAAGGTACCCGGAGATTAA

GCACCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGGTGTGAAAGTTGCCGGCTCAACCGGGTGAGTGCTGATGATACTGGGGGCCT

TGAGTGCGGTAGAGGCAGGCGGAATGTGGAGTGTAGCGGTGAAATGCATAGATATGAGAAAGAACACCGGTGGCG

AAGGCGGCTGGCCGGGCCTGAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13737;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0066); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATCA

GCATCGGCTCACTCCGTGCCAGCAGCCGCGTTAATCCGGATGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCTGTGAAAGTGCCGGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCT

GGAATGCGGTCGAGGCAGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGAGATGCGACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13738;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.1740),o:"Flavobacteriales

"(0.0781),f:Flavobacteriaceae(0.0252),g:Cruoricaptor(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGAGGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TTCGTAGGCGGCTTAGTAAGTCAGCAGTGAAAGCCCCGGGCTCAACCCGGGAAGTGCCGTTGATACTGCGAGGCTA

GAATGCGGATGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCGGAACACCGGTTGCGAA

GGCATCTAACAAGTCCGCAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13739;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1679),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAACCCACGGTTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGCGAAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

GAGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCATTGGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGG
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TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAATTGGCCTTTACTTGACGGTACTCAATGA

GAAAGTCACGGCTAATTACGTGCCAGCAGCCGTGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTGAAGTGAAAGCCCTCGGCTTAAGCGGGGAACTGCATCGGAAACTGTTT

GTCTTGAGTGCAGAAGAGGATATTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13740;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

CCTTTATTCCTCCTTTTTTACTATTTGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGCCTT

CGGGTTGTAAACCTCTGTCCTTAGTGACGAAGGAAGTGACGGTAGCTAAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTACTTTA

AGTTGGATGTGAAATCCCCGGGCTTAACCTGGGGCCTGCATCCAATACTGGAGAACTAGAGTGCAGGAGAGGGAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13745;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

CTCACCTTGCGCGTCATTTCTTTGATTTTGTCCTTGGTAACATACTGCCCAGCCGTTTGAGCTTGAGTAAGCATTTGGC

GCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCT

TCTGTTGATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCC

AGCAATCTCTTTTGGAGTCTCATTTTGCATCTCGGCAATCTCTTTCTGAGGGGCCAGTTGCATTGGAGTAAGCGCTTTT

TGATT 

>OTU13743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGTA

CTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCCGAGTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAGCA

AGTCAGAAGTGAAAGGCGAGGGCTCAACCCCCGGACTGCTTTGGAAACTGTTCGGCTAGAGTGCAGAAGAGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGCAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACTAT

AACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13744;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGGTGGTGAAGAAGGAGAGAGGACGTAACTGGCCTTTATTTGACGGCAATCAACCA

GAAAGTCACGGCTAACGACGTGCCAGCAGCCGCGGTAGTACGACGGGGGCAAGAGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAATTAAGTCTAATGTGAAAGCCCTCGGCTTAACCGTGGAACTGCATCGGAAACTGTTT

TGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13746;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTTGGTACGTGTAGCATTTTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGTATAAGTCTGCTGTGAAAGTTTGGGGCTCAACCTTGGAATTGCAGTGGGAACTGGGAGACTTG

AGTGCGGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTAGGGTGTAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13742;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.4224),g:Papillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGGGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGAAGTGATGGTACATGGAGAAAGAGCCACGGCGAACTACGT

GCCAGAAGCGGCGGTAATACGGAGGTGGCAAGCGTTGTGCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGC

TGCAAGTCAGATGTGAAATCTCGGGGCTCAACCCCTAAACTTCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACC

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13747;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTCGGTGACGAAACAAATGACGGTAGCCGAGGAGGAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACAGGGTGTAAAGGGAGCGCAGGCGGGGAG

GCAAGTCAGCGGTGAAATACATGGGCTTAACCCATGAACTGCCATTTAAACTGTTTTTCTTGAGTGAAGTAGAGGCA
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GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTTGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGAAGAAGACGGTACCTGCCTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGACA

AGTCTGAAGTGAAATGCGGGGGCTAAACCCCGGAACTGCATTGGAAACGGGGAAGCTAGAGTGCAGGAGAGGGAA

GTGGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCATGCTGGGCT

TTAAATGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Clostridium_IV(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTTAGGGACGAAAAGAAGACGGTACCTGACGAATAAGCCACGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCA

AGTCAGATGTGAAAACTCAGGGCTCAACCGTGAGACTGCAGTTGATACTGTAGTTCTTGAGTACAGGAGAGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCCTGCTGGACGGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13751;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Olivibacter(0.0087); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGGTTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTTCGTGCCAGCAGCCGCGGTAATGCGGAGGACGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCTGCGGTGAAAGTTCCGGGCTCAACCGGGGAAGTGCCGATGATACTGGGGGGCT

TGAGTGCGGGCGAGGTCGGCGGAATGTGGAGTGTAGCGGTGAAATGCGTAGATATGAGACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13753;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0181); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCTATGGAGGAAACTCTGACGGAGCGACGCCGCGTGGATGATGCAGGTC

GGAAGATGGTAAAATCCTTTTATGACTGAGGAATAAGTCGGGTGAGAGAAACGCCTGGTGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACAAGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTATTGCAAGCCTGGTGTGAAAGGCAGGGGCTCAACCTCTGGACTGCGCTGGGAACTGCG

ATACTAGAGTCGCTGAGGGGCAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTCGATATCTGTAAGAATACCAATG
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GCGAAGGCAGGTTGCCAGCAGATGCCTGCCGCTGAGGTTCGCAGGTGCGGGGAGCAAGCAGGATTAGATACCCTG

GTA 

>OTU13750;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCGCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGAGCACGTAGGCGGTCTGATAT

GTCGGATGTGAAAACCCTGAGCTTAACTTAGAGCCTGCATCCGAAACTGTTAGACTTGAGTACAGGAGAGGAAAGCG

GAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGGTA

TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTAACTAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTAGCAA

GCCAGAAGTGAAAGCCCGAGGCTCAACCTTGGAATTGCTTTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCTAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGTCGATGA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGG

GTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Parasporobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTCGAACTGTCGAACTAGATTGCAGGAGGGTCAA
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GCGTAATTCCTAGTGTATCGCTGTAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGTTGTAATGT

AACTGACACTTAGGATCGAAAGCGCGAGTAGCAACAAGGATTATATACCCTGCTA 

>OTU13756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGAA

TTTCGGTATGTAAAGGTCTATCAGGAAGGAAGAAAATGACGGTCCGTGACTAATAAACCCAGGCTAACTACGTGCCA

GCAGCCGCGGTAAGACGTAGGGGGCAATCGTTAGCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGGGAAAGCCCGGGGCTCAACCCCGAGGACTGCTGTTGGAACTGACGAACTAGAGTGCAGGAGGGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1485),g:Dorea(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCAGCGTGGAGGAAGAAGG

TTTTCGGATCGTAAACTCCTGTCCTCAGGGAAGTGAAAGAGACGGTACCTGAGGAAGAAGCACCGGCTAAATAAGTG

CCAGCAGCCACGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

CAAGCCAGACGTGAAAGCCCGGCGCTCAACGCCGGGACTGCATTTGGAACTGTAATGCTTGAGTGTCGGCAAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0326); 

AGGGGAGGAAGAAGGGGGGAAGAGTGGACAATGGGGGAAACTCTGATGCAGCAATGCCGCGTGAGTGATGAAGG

CCTTCGGGTTGTAAAGCTCTGTCTGTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTCCGTGCC

AGCAGCCGTGGTACTACGCAGGCGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTA

AGTGAGAAGTGAAATACCCGGGCTCAACTTGGGTAGTGCATTTCAAACTGGAGGTCTAGAATGCGGAAGAGGAGGG

AGGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGTTTCACTGATCTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13758;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0066); 

ACGGGAGGCAGCAGGAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTAGCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTTCCCGGCTCAACCTGGTCAGTGCCGATGATACTGGGGGCCT
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TGAAGGCGGTCGAGGCCGGCCGAATGTGGCGTGTAGCGGTGAAATGCTTAGATATGCCACAGAACACCGATAGCGA

AGGCACCTGGCCGGGCCTGCCTTGACGCTGAGTCACAAAAGCTTGGGGCTCGAACAGGATTAGATACCCTGGTA 

>OTU13761;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5991),g:Dorea(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTTGAAATGGAATTCGTGAGTGTCGGGGAGGCCAGG

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13760;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Rumi

nococcaceae(0.0113),g:Intestinimonas(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGAATG

CAAGTCAGACGTGAAAACTTAAGGCTCAACCTTAAGACTGCGGTTGAAACTGTGCTTTTTGAGAGTGGGAGAGGGTA

ACGGAATTCCTGGGGGAGTAGGGAAATGCGTTGATATCAGGAGGAAACCCCGTGGCCAAGGCGGTCTAATGGACCA

CAACCGAAGCCGAGACACGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU13763;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAATCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13762;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCGGATCGTAAACTCCTGTCCTCAGGGAAGATGAGAAGACGGTACCTGAGGAGGAAGCTCCGGCTAACTACGTGA

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGACCGG

TAAGTCTGGAGTGAAAGTCCTGCCTTCAAGGTGGGAATTGCTTTTGATACTGTCGGTCTTGAGTGCGAGAGAGGTAA
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GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13764;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGG

TCTTGAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCAATCGT

GAAGGCAGGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13767;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Subdoligranulum(0.0181); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGATGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCCCCACGCGTGCCCCCGTGCAGGTACCCGGAGAATAAG

CATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGTGTAAAGG

GAGCGCAGGCGGACCGGCAAGCTGGAAGTGAAATCTATGGGCTCAACCCATAGGTTGCATTGAGAACTGGAGGTCT

TGAGTGGGGGAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCG

AAGGCGACCTACTGGGCACCAACTGACGCTGAGGCTCGAAGGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13766;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACTCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGCGTAAAGGGAGCGTAGGCGGATTTTT

AAGTGAGATGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACACT

GAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13765;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTTGATAGGGACGAAGCATTTTTTGTGACGGTACCTGTAGAAGAAGCACCGGCTAACTA

CGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGC

AGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAG

GCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTG

GGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13770;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGTGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTCAATTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGA

GTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13769;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0355),g:Saccharofermentans(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAAAACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTAAGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGTGTAAAGGTTGTGTAGGCGGGCAC

GCAAGTTGGATGTGTAATACCCAGATCTTAATTCGGGTGCTGCATCTGAAACTACGAGTCTTGATTGTCGGAGAGTTA

AGTGGATTTCCTTGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTTGACGA

TAACTGTCGTTGAGGCACGAAAGCGTGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU13768;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGGATCA

AGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATTTGAAACTGATTTTCTTGAGTGTGGGAGAGGTAAATG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGTGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13771;tax=d:Bacteria(0.0041),p:"Deinococcus-

Thermus"(0.0000),c:Deinococci(0.0000),o:Deinococcales(0.0000),f:Deinococcaceae(0.0000),g:Deinococcus(

0.0000); 

CTCAAATTTATGCGCGCTTCGCTAACCATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCCTGACGCAGAAGT

TAACACTTTCGGATATTTCTGATGAGTCGAAAAATTATCTTGATAAAGCAGGAATTACTACTGCTTGTTTACGAATTAA

ATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGAC

CTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTGGGATGAGGAGAAGTGGCTTAATATGCTTGGCACGTT

CGTCAAGGACTGGGGTAGATAGGAGTCACAGGGTGTTCATGGGAGAGATG 
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>OTU13772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5273),g:Coprococcus(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTGTCATCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCAACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGTAA

GTGTGATGTGAAAGACCGGGGCTCAACCCCGGGACTGCACTGGAAACTAGGCGTCTAGAGTGTCGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Dorea(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGACGGGTGTGCAA

GTCAGATGTGAAAACCGGGGGCTCAACCCGCGAACTGCAGTTGAAACTGGAGATCTTGAGTGTCGGAGAGGTAATC

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGACTGCTGGACGACA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGGCGTGAAAGATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13776;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCGGTTGTGAAATTTTGCGGCTCAACCGTAAACTTGCCGTTGATACTGGTTATCTTTA

GTGCAGTTGAGGCAGGCGGAATTTGTGGTGTAGCGGTTAAATTCTTAGATTTCACGAAGAACTCCGATTGCGAAGGC

CGCCTTCTAAGCTGCAACTGACATTTAGGCTCGAAAGTGTGGGTATCAAACCGGATTAGGTACCCTGGTA 
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>OTU13775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.5991),g:Dorea(0.3479); 

ACGGGAGGCAGCAGTGGGGAATCTTTCCTCCTTTCTTCCCCTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTT

CGGTATGTAAACTTCTATCAGCAGGGAGGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGCC

AGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAACT

GACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13777;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9956),o:Clostridiales(0.9946),f:Clost

ridiaceae_1(0.9201),g:Clostridium_sensu_stricto(0.9566); 

AAGGGAGGCAGAAGGGGGGAAAAAGGAAAAAGGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGG

TTTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATAAGGAGGATCCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTGAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAAAGGCTGAACCAGCCATGCCGCGTGAAGGTCAGTGCCC

TATGGGCGTTAAACTTCTTTTGTCAGGGAGCAATAAGGGTTTCGTGAAATCCGATGAGAGTACCTGACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGTCTGTTAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGA

ATGCGGATGCTGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13778;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTTCGCCACGTGTGGCGTTTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAAGG

GAGCGTAGACGGTTCTGCAAGTCTGAAGTGAAAGCCCGTGGCTTAACCGCGGAACGGCTTTGGAAACTGTGGAACT

GGAGTGCTGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Porphyromonas(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAAAGCAATAAGAGCCTCGTGAGATCTGATGAGTGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGTGCAAGTCTGTGGTGAAATGCCCGCGCTCAACGTGGGAGTTGCCGTGCGTACTGTACATCTGG

AATGCACTGGACGGGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAG

GCAGCTCACGGAGGGGCTATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13782;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTATGATTAAGGACGAAGAAGTGACTGTACTTAATAAATAAGCTCCGGCTAACTACGTGCC

AACAGCCGCTATAATACGTAGGGATCAAGCTTTGTCCGGATTTACGGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAAGCCGTGGGCTTAACCCAGGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGACGAAGGCGGCCTGCTGGGCTATA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13783;tax=d:Bacteria(1.0000),p:"Synergistetes"(0.4311),c:Synergistia(0.2321),o:Synergistales(0.1015)

,f:Synergistaceae(0.0355),g:Dethiosulfovibrio(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATAGGACGAAGGAAGTGCCGGTACTATTGGATGAAGCCCCGGCTACCTACTTGC

CAGCAGCCGCGTTAATCCTTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCGCGTT

AAGTCTGGAGTGAAAGTCCTGCTTTTAAGGGGGGAATTGCGTTGGATACTGATTTGCTGGAGTGAAGTAGAGACGA

GCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

GAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13784;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiaceae_1(0.0113),g:Oxobacter(0.0056); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCCGACGGAGCGACGCCGCGTGGATGAAGAAGGC

CGGACGGTTGTAAAGTTCTTTTAAGCATGAAGAAGGATTATTGCAGGAAATGGCAGTAAAGTGACGGTAGTGCTTGA

ATAAGAGGCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGCCTCGAGCGTTGTCCGGAATTACTGGGTGTA

AAGGGTGAGTAGGCGGCATGGCAAGTAAGATGTGAAAGCCCGGGGCTTAACTCCGGGATTGCATTTTAAACTGCTG

AGCTAGAGTACAGGAGAGGAAAGCGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTA

GCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13785;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGTA

TTTTGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCCGCCGAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGTAA

GTTAGGAGTGAAATCCCAAGGCTCAACCCTGGAATTGCTTTGGAAACTGTATAGCTAGAGATCTGGAGAGGTAAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13787;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCATGCGTGGCGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGGGGCTCAACCACGGAGTTGCAGTTGAAACTGGAGAGCTTG

AGTACGTACGGGGCAGGCGGAATGCCTGGTGTAGCGGTGAAATGCATAGATATCAAGAAGAACCCCGGTCGCGAA

GGCAGCCTGCTGGGCAGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13786;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGGTTTTAAAGCTGTTTGATCAGGGACAAACACAATGCCGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCTGTAATACGGAGGTTGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCCAAACTGTATCCCTTGAGTATACGAGAGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACATGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGTTATTAGTAGGACCACCACTGACGACGACGGCTTGCTGCACTGT

AACTGACTCTGAGTCTCGAAAACGTGGGAGGCAGACAGGATTAGATACCCTGGTA 

>OTU13790;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3544),g:Parasporobacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGGCGAACTAAGGAGCAGGGAGGGCG

GGCGAAATTCCAAGCGAAGCGGTGAAATGCGTAGATATTAGGAGAAACACCAGTGGCGAAGGCGCCTTGCTGGACT

GTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAGGGAATAAGGC

CCTAGGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGCCAGTCCTCGTCGGTTCAG

CCTCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTTAAGTCAGGAGTGAAATACCACAGCTCAACTGTGGAATTGCCTTTGATACTAGCAGGCTTGA

ATACTGTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAGG

CATCTAACGAAGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13791;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCGGATGCAGCAAGGCCGCGTGAGCGATGAAGGC

GTTCGGGGCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCCCCCGTTGCGAAGGCACCTCTCTGCACTGTAA

CTGACACTGCCGCACGACGGCGTGCAGCGCCCCCAGGATTAGATACCCTGGTA 
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>OTU13792;tax=d:Bacteria(0.0041),p:"Fusobacteria"(0.0000),c:Fusobacteriia(0.0000),o:"Fusobacteriales"(0

.0000),f:"Leptotrichiaceae"(0.0000),g:Leptotrichia(0.0000); 

GGCAGTCAAAGTCGTAACAAGGTTTCTGTAGGTGAACCTGCAGCAGGATCATTAGTGAAGATTTGGGCAGGCCATAC

GGACGCCAAAAAGTGTCCCTGGCCGCCTACACCCACTATACATCCACAAACCCGTGTGCACTGTCTTGGAGTAAGGCT

TCAGAGAAGTTTTTTGTGGCCTCTCTTGGGGTCTTTCTTCGCTACAAACTCGAATGGTTAGTATGAACGTGGAACTTG

GTTGGACCGTCACTGGCCAACAAACTATACACAACTTTCGACAACGGATCTCTTGGTTCTCACATCGATGAAGAACGC

AGCGAAACGCGATAGGTAATGTGAATTGCAGAATTCCGTGAATCATCGAGGCTTTGAAC 

>OTU13796;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),f:SAR11(0.0

000),g:Candidatus_Pelagibacter(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATGAAATTT

AAGGACGCTCTTTTTAGAGGTCCCCCCAATTACATTTTACCTTTACTCTGTGCACACACTACTCTTTACACCATTTCTTAA

CTCTATGGTTCTAAGAATATAAAACAAGTCTCGAAAGAGCACCATAACAAAACAAAACTTTCGGCAACGGATCTCTTG

GCTCTCGCATCGATGAAGAACGCAGC 

>OTU13794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Parasporobacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACGGCTTTGGGAACTGTCGAACTAGAGGGCAGGAGGGGCA

AGGGGAATTCCTAGTGTAGCGGGGAATGGGTTAGTTATTAGGGGGAAACCAAGTGGCGAAGGGGCTTTCTGGAATG

GTAACGGCACTGGAGGCCCGAAACGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13793;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.5273),g:Dorea(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGTAGCGTGAAGGATGAAGTA

TTTCGGTATGTTAACCTCCATCTGCAGGGAAGAAAATGACGGTACCTGTCCATGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACCGTGGTACTGCATTTGGAACTGTAATTCTAGAGTGTCGGCGACGCAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCGAGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13795;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Marinilabiaceae"(0.0252),g:Anaerophaga(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGTCGCGTGCAGGAATAAGGCC

CTATGGGTCGTAAACTTCTTTTGTATCGGAGCAATAAGGCCTACGAGTGGTCCGATGAGATTACGATACGAATAAGC
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ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGACTGTTCTGCAAGTCAGCGGTGAAAGGCCGGGGCTCAACCCCGGAGATGCCGTGGATACTGCGGGGCTGG

AATACGGATGACGTGAGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAG

GCAGCTCACGAATCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGCCTGATCCAGCCAAGCCGCGTGAGGGAAGAAGGC

TCTATGGCTTGTAAACCTCTTTTGCGAGGGAGGAATAAGGATAACGAGTCATTCGATGCCAGTACCTCGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCAGGTTAAGTGGGTCGTGAAAGGCTGGGGCTCAACCGTGGAATTGCAGTTGATACTGGTCTGCTT

GAGTGAGGCTGAGGCAGGAGGAATTTGTGGTGTAGCGGTGAAATGCTTAGAGATTACGCAGAACACCGATTGCGAA

GGCAGCTTGCTGGAGCTTAACTGACGCTGATGCTCGAAAGCGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13800;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Marinilabiliaceae(0.0355),g:Alkalitalea(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGTGCTGACCCGATGAGAGTACACAGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGGGCTCAACGCGGGAGCTGCCTTTGATACTGCCGGGCT

GGAGTGCGGGTGAGGTGGGGGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCAGGCAGAACACCAGTTGCG

AAGGCACCTGACGGGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13797;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3884),g:Parasporobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGGGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13798;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1740),o:Bacillales(0.0781),f:Paenibacilla

ceae_1(0.0252),g:Paenibacillus(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGATGTGACGGTACCATAGGAGGAAGCCCCGGCCAACTACGT

GCCCGCAGCCGCGGTAATACGTAGGGGGCGAGAGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC
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GTTAAGTCTGGAGTGAAAGTCCTGCTGTCAAGGGGGGAGTTGCGTTGGATACTGATAGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTAGCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTAG

ACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3204),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGCACCTGACTAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGGCGTGCAA

GTCTGGTGTGAAAGGCGGGGGCCCAACCCCCGGACTGCATTGGAAACTGTTAAGCTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13803;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2184),g:Parasporobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGACTGAAGACGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTATGAAGCCACGGCTAACTACGTGCCA

GCAGGCGTGGTAATACGTAGGGGGCCAGCTTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCTCAACCCCGTGAACTGCTTTTGGAACTGGCGAACTAGAGTGAAGGAGGGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTGCTAGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13802;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0904),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCCGGGGCTCAACACCGGAACTGATTTCAAAACTGTAGCCATTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGAGTAGAAATTAGGAGGAACACCAGTGGCGAAGGAGGATTGCTGGACG

ACAAATGAAGCTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGCCCGAACCAGCCATGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGGGCGCCACGCGTGCCTCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCGTTAAGTGTGTTGTGAAATGCCGCGGCTCAACCGTGGAACTGCAGCGGAAACTGGTGGGCTT
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GAGAGTAGGTAGGGCAGGCGGAACGCGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACTCCGATCGCGA

AGGCAGCCTGCGAGAGCACGTCTGACGTTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13807;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Sporocytophaga(0.0000); 

TGCAACCACTGCACGGACTGGAACCCCTGGTCATACTCATGGTGGCGCATAAGTACGCGTTCTTGCAAATCACCAGCA

GGCGGTTCCTGAATCAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACC

ACTGACCCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGC

AAGTTGCCATACAAAACAGGGTCGCCAGCAATAGCGGTATAAGTCAAAGCACCGTTAGAGTTAAGGTACTGAAGCTC

TTTAGTCGCAGGAGGCGGAAAACGAACAAGCGAAAGAGGAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGG

CACAGAATGTT 

>OTU13806;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9867),c:Fusobacteriia(0.9726),o:"Fusobacteriales"(0

.8955),f:"Fusobacteriaceae"(0.7068),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTTGGCAATGGACCAAACGTCTGATCAAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAAAAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGGATGTCGCAAGCGTTATCCGGATTTATTGGGAGTAAAGCGCGTCTAGGTGGTTTCGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTGCATATTGCGTTGGAAACTGCCTAACTAGAGTGTCGGAGAGGTGGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGGTAGAGAAGTCGGCTCACTGGACGAA

TACCGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13808;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XI(0.0000),g:GpXI(0.0000); 

CGGCGTCCATCTCGAAGGAGTCGCCCGCGATAACCGGAGTAGTTGAACTGGTAATATGTCGCCCAATCTGACCAGCA

TTGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGT

AAGGGGCCGCAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGT

ACCTCGCAACGGCTGCGGACGACGAGGAAGAGCGCCAGAACGTTTGTTACCTGTAGACATTACATCACTCCTTAGGC

ACGGAAGTTTTGACGCACGTTTTCTTCGGCGTCGGTAAGAACGTCAGTGTTTACTGAGCGTACACGAAAGGTAAACG

C 

>OTU13804;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAGTAAAGTGCCTCACGTGTGGTGTTTTGTATGTACCTTCTGCATACGGA

TCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGGCCGGCTTGAG
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TGCGGCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCCCGAACGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13809;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCCGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTTACGGTAATCAACCAG

AAAGTCACAGTTAACTACGTGCCCGCAGCTGCGGCAATACGTAGGGGGCATGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGTTAAGTCTAATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTG

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATTG

CGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13810;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9740),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTAGAGGTAGTAACTGGCCTTTCTTTGACGGTAATCAACCAG

AACGTCTCGGTCCACTCCGTCCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCAAATTAAGTCTGATGTGAAAGCGCGCCGCTTAACCGAGGAACTGCATCGGAAACTGTTCT

ACTTGAGTGCAGACAAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCTCAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13812;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Alteromonadaceae(0.0000),g:Agarivorans(0.0000); 

AGCTTGCGGCACAACTGCGTACCCGTCTTCTCGTTCTCTACAACCCATTTTTCGTCCCCTTCGGGGCGGTGGTCTCTCG

TGTTATTAATATCCAGTTGTGGGAGCACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAA

CTCATCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACCATTATCGAACTCAACGCCCTGCATACG

AAAAGACAGAATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGAAA

GAGGAGAAAGGCAACAAGCCTCAATAGCAGGGTGAAGAGCCTCGATACGCTAAAAGTCAAAATAATCAGCGTGACA

TTCAG 

>OTU13811;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTAGGGGCTGAGAACCGCTTTTGCCTGGGAGAAGTAAGGGCTTCGCGCACGTCCGATGAGGGTACCAGAGGAATA

AGCATCGGCTAACTCCGTTCTAGTAGCCGCGGTAATACGGGGGATGGGAGCGTTATCCGGATTCATTGGGTTTAAAG
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GGTGCGTAGGCGGTGCGTCAAGTCAGAGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCTTTGATACTGTCGCGCT

GGAGTGTGGATGCCGCCGGAGGAATTACTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGGTTGCGA

AGGCATCTGGCTAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13813;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

TTTATGTGTTTTAAACTTCTTTTATAAAGGAATAAATTCGGGTATGCATACACGTTTGCATGTACTTTATGAATAAGGA

ACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTGGTTAAAGTTCGCGGCTCAACCGTAGAATTGCAGTTGATACTGTATATCTTGAGT

GCCATTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCGGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13814;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTTGGCCACGTGTGGCTTATCGCAGGCACCGTATTAATAGGG

ACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCTGGCGTGATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGCTAAGCGTGCCGTGAAATTCTGTGGCTCAACGGCAGACGTGCGGCGGGAACTGGGCCACTTG

AGTACGCGAGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAG

GCAGCTGGCGGTAGCGCAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13815;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGTGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCCCGGTAATACGGGGGATCCGAGCGTTTTCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTGTGCAAGTGAGTGGTGAAAGGCCCGGGCTCAACGGGGGAAGTGCCGTTGAAACTGGCAGGCTG

GAGTGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13817;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGTTAGAGGTCGTAACTGGCATGTATTTGACGGTAACCAACCAG

AAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAGAACGTAGGGGGGAAGCGTGGTCGGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT
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TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13816;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGCGGGGAAGCAAGTCAGATGTGAAAACCAGTGGCTCAACCACTGGCCTGCATTTGAAACTGTTTTTCTT

GAGTGATGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGA

AGGCGGCCAACTGGGCTTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13820;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrio

nales"(0.0000),f:Vibrionaceae(0.0000),g:Vibrio(0.0000); 

AGCTAATGGCCGTCTTCATTTCCCTGCGGTGCACTTTATTCGTCCACTTCCTACAGGTCGCGTTGCCCCTAATTTTTGTC

GTCGGGTACGCAATCGCCGCCAGTTAAATAGCTTGCAAAATACGTGGCCTTATGGTTACAGTATGCCCATCGCAGTTC

GCTACACGCAGGACGCTTTTTCACGTTCTGGTTGGTTGTGGCCTGTTGATGCTAAAGGTGAGCCGCTTAAAGCTACCA

GTTATATGGCTGTTGGTTTCTATGTGGCTAAATACGTTAACAAAAAGTCAGATATGGACCGTGCTGCTAAAGGTCGAG

GAGCTAAAGAATGGAACAACGCACTAAAAACCAAGCGGTCGCTACTTCCCAAGAAGATGTGCAGAATCAGAATGAG

ACGCAGCTTAGGGAGGAAAATGCGCACAAGGACAA 

>OTU13818;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGC

AGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13821;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTATGTGTTGTAAACTGCTTTTATGCGGGGATAAATTGCGCTACGCGTGGCCTTTTGCAGGTACCGCATGAATAAGG

ACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGATGTGAAATGCCGTCGCTCAACGTCTGGACTGCAGCGCAAACTGCTTAGCTTGA
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GTGCGCGCAAGGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13819;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9747),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTACACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGTGCGTAACTGATCACGCAGTGACGGTATCCAACCA

GAAAGCCACGGCTAACGACGTGGCAGCAGCCGCGGCAATACGACAGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGCAGAAGTGCATCGGAAACTGGG

GGACTTGAGTGCAGGAGAGGTCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13823;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAAAGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCCGGATGACGGC

CCTATGGGTTGTAAACTGCTATTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGGTATGACGAAGAACACCCATTGCGCA

CGGAGACTGATATAGCGCCCCTGCACGTCACGCTTCCAAGCGTCGGGATCGAGCAGGATTAGATACCCTGGTA 

>OTU13822;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAGGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGCGAGATGGGAAATGCCGGGGCTCAACCAGGGGACTGAGTCTGAGACGGG

AAAGCAGGAGGATCGTAGAGGGGGGTAGAATAGCAGGTGTAGCGGTGAAATGCGTAGAGATGTGGGAGAATACCC

GTGGCGAAGGCGGCCCCCTGCACGAAGACTGACGCTAAGGTGCGAAAGCGTGGGGAGCAAACAGGAATAGCTACC

CTGGTA 

>OTU13824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGCAATATGGTGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG
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TGCGGAGGCGGCGCGCCAAGTAAGCGGTAAAAGCGCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGGGCTC

GAGTGCGGGAGAGGAAGGCGGAATGCGATGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGA

AGGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13827;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriale

s(0.0000),f:Bifidobacteriaceae(0.0000),g:Bifidobacterium(0.0000); 

ATGAGACCGGCCGTTTGCATGTTGCCGGGATGCACATAATCAGTAATGCCGTCAGCCATCACCTCAACAGGAGCAGG

AAAGCGAGGGTATCCTCCAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGGGCACGAGAGCGGTCA

GTAGCAATCCAAACTTTGTTACTCGTCAGAAAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATG

AGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACGCATGATTTCGTACATATTAGTG

GTTGAACAGCATCGGACTGAGATAGGAATCCACGCTCTTTGAAAAGGTCAACAAGAGAATCTCT 

>OTU13825;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGCCACGCGTGGCCCTTTGCAGGTACCGTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGACGGGCAAGCCTGTTGTGAAATGCAGTGGCTCAACGTTGGCACTGCAGCGGAAACTGCCGAGCTGG

AGTGCGGGAGAGGTAGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13828;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9726),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3479); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCCGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGCTGGTGAAGAAGGTTAGAGGCAGTAACTGGTCTTTGTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGGTAAGTCAGATGTGAAAGCCCGCGGCTCAACCGTAGAAGTGCATCGGAGACTGTCA

GTCTTGAGTACAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13829;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Alteromonadaceae(0.0000),g:Agarivorans(0.0000); 

TGCGGCACAACTGCGTACCCGTCTTCTCGTTCTCTACAAACCACTTTTCGTCCCCTTCGGGGCGGTGGTCTATAGTGTT

ATTAATCTCAAGTTGGGGGAGCACATTGTAGCATTGTGCCAATTCATCCATTAACTTCTCAGTAACAGATACAAACTCA

TCACGAACGTCAGAAGCAGCCTTATGGCCGTCAACATACATATCACCATTATCGAACTCAACGCCCTGCATACGAAAA
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GACAGAATCTCTTCCAAGAGCGTGATGCGGTGAGCCAGCTGCTTATGGAAGCCAAGCAGTGGTGATTGAGAAAGAG

GAGAAATGCCACAAGCCTCAAGAGCAGGTTTA 

>OTU13826;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Planococca

ceae(0.0355),g:Sporosarcina(0.0087); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAATGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGTATTAACTTGCCCTTATTTGACGGTAACCAACGAG

AAAGTCACGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTGCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGAGATGTAAGTTGGAAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTAT

GCCTTGAGTATCGGAGAGGCTAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13831;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Bifidobacteriale

s(0.0000),f:Bifidobacteriaceae(0.0000),g:Scardovia(0.0000); 

CCGATTCGAGGCGTTTTCTGATACTCCCAATGCTTTGCGTGACTATTTTCGTGATATTGGTCGTATGGTTCTTGCTGCC

GAGGGTCGCAATGCTAATGATTCACACGCCGACTGCTATCAGTATTTTTGTGTGCCTGAGTATGGTACAGCTAATGGC

CGTCTTCATTTCCATGCGGTGCACTTTATGCGGACACTTCCTACAGGTAGCGTTGACCCTAATTTTGGTCGTCGGGTAC

GCAATCGCCGCCAGGTAAAGAGCTTGCAAAATACGTGGCCTTATGGGGACAGTATGCCCATCGCAGTTCGCTACACG

CAGGACGCTGGTGCACGTTCTGGTTGGTGGGGGCCTGTTGAGGCTAAAGGTGAGCCGCTT 

>OTU13832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9389),f:Strept

ococcaceae(0.7428),g:Streptococcus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCTGAGCTTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGGCGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTCTGTACGTGTATAGTTAAAGGCAGTGGCTTAACCATTGTATGCTTTGGGAACTGCAG

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGAAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4563),g:Pseudoflavonifractor(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGGAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGCATAAGCAATGGCTAACTACGTGC

CATCAGCCGCGTTAATACGAAGGTGCCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCA

AGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGCGGCAGAC
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GGAATTACTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGTCTGCTAGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13830;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9762),o:Sphingom

onadales(0.7623),f:Sphingomonadaceae(0.5632),g:Sphingomonas(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTTTTACCCAGGATGATAATGACAGTACCGGCAGAAGAAGTCCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGAGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAG

TTAGAGGTGAAAGCCTGGAGCTCAACCCCAGAATTGCCTTTAAGACTGCATCGCTTGAATCTAGGAGAGGATAGTGG

AATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTAATATT

GACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13833;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGGCACGTGTGGCCTTTTGCAGGTACCCCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTGGCTCAACGGCTGACCTGCAGCGCGAACTGCCGAGCTT

GAGTGAGTGCGAGGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13835;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGGCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATAGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGGGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGCGTGTCGTGAAATGCCGGGGCTCAACCTTGGCATTGCATCGCGAACTGGCAGACTTG

AGTTCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCCTGCTGTAGCGCTACTGACGCTCATGCTCGAAAGCGTGGGTATCGTACAGGATTAGATACCCTGGTA 

>OTU13837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTCGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GCAAGTCACGGCTAACTACGTGCCATCCGCCTCGTTAATACGTCGGTGGCAAGCGTTGTCCGGATTTCTTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAACGGCATCGGAAACTGAGTT

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGGGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13836;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7787),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATCAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGCGTGTTGTGAAATGCCGGGGCTTAACCTGGGAATTGCATCGGGAACGGGGAGACTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATGAGGAAGAACTCCGATTGCGA

AGGCAGCATGCTGTAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13838;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAAGGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTGAGGAGTGAAATTCCGCGGCTCAACTCCGGAGCTGCCCTGCATACTGTCGCGC

TTGAGTGCGTATGCTGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACTCCGATTGCGA

AGGCATCTAGCAAATCCGTAACTGACGCTAAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13839;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9898),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGCAAACGTCTGTTCCAGCAATTCTGTGTGCCCGATAAGGTTT

TTCGGAAGTTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCACCAGAAGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCTGTAATACGTATGTCGCACGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACCCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTGGG

CGGAACTACAAGTGTAGAGGCGAAATGCGTAGATATTTGTAGGAATGCCGATGGGGAAGGCAGCCCACTGGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13841;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCGGGGAGTCAAGTCAGGTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGT

TCTCTTGAGTGCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATT
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GCGAAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGG

TA 

>OTU13840;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAATGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGCTATCCGCAGAA

AAAGCACCGGCTAACTCCGTGACAGCAGCCGCGGCAATACGGAGGGTGCAAGCGTTAATTGGAATTACTGGGTGTA

AAGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCCCCGGGCTCAACCTGTGAACTGCAGCGGATACTGGCG

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTAGACGAAGACCGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13843;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Gammaproteobacteria(0.4812),o:"Entero

bacteriales"(0.2359),f:Enterobacteriaceae(0.1098),g:Escherichia/Shigella(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGCTGTTCAAGCGTGTCGTGAAATGCGGTTGCTCAACGATCGCACTGCGGCGCGAACTGTCC

GGCTTGAGTGCACGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTG

CGAAGGCAACTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU13842;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCTAGGTAATACGGAGGCTGCAAGCGGTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTGAATGCAGGTGTGAAAGCCCCGGGCTGAACCGTGGAACTGCATCTGATACTGGC

AAGCTTGAGTGTCGTAGAGGGGGCTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGT

GGCGAAGGCAGCTCCCTGGGCGAAGACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA
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GAAAGTCACGGCTAACTACTTGCCAGCAGCCGCGGTAATACGTAGGTGGCCAGCGGTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCATGGAACTGCTTCGGCAACTGTTTT

TCTTGAGTGCAGAAGAGTATAGTGGAACTCCATGTGTAGCCGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CCAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCCCGAAAGCATGGGTAGCGAACAGGCTTAGATACCCTCGTA 

>OTU13844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.4224),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGCCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTCTCCGGGACGAAGAAAGTGACGGTACCCGAGGAATAAGCCATGGCTAACTACGTG

CCAGCAGCTGCGGCAGTACGTGGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAACTCAGGGCTCAACCCTGAGCCTGCATTTGATACTGTAGTTCTTGAGTACTGGAGGGGCAG

ACGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCAGTCTGCTGGACAG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCCATGCCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGGTAGGGAAGAAAGATAGAGGAAGTAACTGGCCTTTATTTGACGGTAACTACTTA

GAAACTCACGGCTAACTACGTGCCAGCACCCGCGGTAGTACGATGGGGGCAAGAGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAAATGCATCTGAAACTGTTGA

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACCACAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13846;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Deltaproteobacteria(0.4045),o:Desulfovib

rionales(0.1719),f:Desulfovibrionaceae(0.0710),g:Desulfovibrio(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGGGT

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGACGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13849;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0519); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGTAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTATCTGACTAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATTGCAA

GTCTGATGTGAAAACCCAGGGCTTAACCGTGGGAGTGCATTGGGAACTGTCAAGCTGGAGTGTCGGGGAGGTAAGC

GGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGCTTACTGGACGATG

ACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAAGATTAGAAACCCTAGTA 

>OTU13848;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3884),g:Blautia(0.0808); 

CCTTCCTTCCTCCTTTTTTCCTCTTTCCCCCTGTTCTCCACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTCG

GTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGTCCCGGCTAACTACGTGACAGCAGC

CGCGGTAATACGCAGGGGGCAAACGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTAGCAAGTCTG

ATGTGAAAGGCAGGGGCTCAACCCATGGACTGCATTGGAAACTGCCAGTCTTGAGTGCAGGAGAGGTAAGCGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGTGACTGA

CGTTGAGGCTCGAAAACGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13850;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGCAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGCGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGTGGTAATACGGAGGGTGCAATCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGCTTGTTAAGGCAGAGGTGAAATCCCCTGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGGAACGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGCGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGCGAGCAAACAGGATTAGATACGCTG

GTA 

>OTU13851;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCTGTTGTTAGTGAAGAAAGAAAGGAGCAGTAACTGGTTTCTAGATGACGGTAATCAAACA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTGACCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGCTGTGAAATCCCACGGCTCAACCGGGAAGCTGCATTGGAAACTGTCA

GTCTTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGGAATGCGTAGATATTTGGAAGAACACCAGTG

GCGAAGGCGGCTCGCGGGGATGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU13852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATCCGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGTGCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAG

CTTGAGTACAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13853;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGCAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT

GGAATTCCTTGTGAAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCAGTCCTATGGACAGTA

ACTGACCGTCGCGCTCGAGAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU13854;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGAACAATGGGTGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTAGGGGTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGA

AGAAGCACCGTCTCACTCCGTGCCAGCAGCCTCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTCTGTGAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCGGATACTGGCA

AGCTTGAGTCACGTAGAGGGGGGAAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13856;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTTCTCATTGACGTTACCCGCAGAA

GAAGCACAGGCTAACTCCGTGCCAGCCGGCGCGGCAATACGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCGGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCGGCCCCCTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGGTCAAACAGGATTAGATACCCTG

GTA 

>OTU13857;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGCCAGAGGTGAAACCCCGGGGCTAAACCTGGGAATGGCATCGGAAACGGG

CAGGCTGGGGTTTGGTAGGGGGGGTAAGAATTCCAGGGGTAGGGGTGAATGGCGTAGAGATCGGAGGAATACCG

GTGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 

>OTU13855;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAACGCAGGCGGTTTGTTAAGTCGGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATAATGGCCA

GCTTGAGTCTCGTAGAGGGGGGTAGGATTCCAGGTTGAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCCGTGG

TGAAGGCGGCCCCCTGGACGAATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13858;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGTT

TTCGGATCGGAAAACTCTGTTGGTGGTGGAGAAGGATAGAGGTAGTAACTGGCCTTTACTTGACGGTAGTCAACAAG

AACGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGGAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAACGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTCTTT

CTTGAGTGCAGAAGGGGAGAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACAAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13859;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG
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ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGTTCATCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGACGAGCTGGAG

TGCGACAGAGGAATGCGGAATTCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAGGC

AGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAACCCTTATGCAGCCACGCCCCGTGAGTGATTACGGGCT

TCGGATTTTAAAACCCTGTCTTTGGGGGCGATAATGACGGTTCCCAAGGGGGAAACCACGGGTAACTACCTTCCAGC

AGGCGCGGGAATACGTAGGTGGCGAGCGGTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAG

TGGGATGTGAAATGCCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13862;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0615); 

CCTTTCTTCCTCCTTTCGGAATATTGGTCACTGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGCCCT

CTGGGTCGTAAACTGCTTTTGGGTGAGGGTAAAAGGCGGGACGTGTCCTGCGTATTGCAAGTATCACCCGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCGTCTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTTGA

GTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13863;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Strept

ococcaceae(0.1679),g:Streptococcus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTG

TAAAGGGCGTGTAGGCGGAGATGCAAGTTGGAAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTA

TCCCTTGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

AGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13865;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Gammaproteobacteria(0.9719),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCATAA
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GAAGCACCGGCTAACTCCGTGCCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCTGCGGGCGCAACCTGAGAACGGCAGCTGAGACTGGAA

GGCTTGAGTGTAGTAGAGGGGAGTAGAATTCCAGGGGGAGCGGTGAAATGAGGAGAGATAGGGAGGAAGACCAG

GGGCGAAGGCGGCGTCCAGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGAGAACAGGATTAGATACCC

TGGTA 

>OTU13864;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Anaerotruncus(0.0712); 

CCTTTCGGCCTCCTTTTGGTCTCTTTCCCCCTGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGTTTT

CGGATTGTAAACCTCTGTCTTCGGGGACGAAAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTGCAAGT

CCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAGGCGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTG

ACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGAGACGCGAGCCGGTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCAGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCGGTTAAGTGTGTTGTGAAATTTAGGCGCTCAACATCTGCACTGCAGCGCATACTGGTTTCCTTGA

GTACACGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGTCCGGAGTGCAACTGACGCTCAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13861;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACTGTAGGCAGAAGGGAGGAATCTTTTTCCCTTTTCTCTCTCCTTAACCCTCCAAGTAGCGTGCAGGATGACGGCCCT

ATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGATGCATCCCTTTTTGCAGGTACCGCATGAATAAGGAC

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCTGGAGATTAAGCGTGTTGTGAGATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGTTTCCTTTAGT

GCGCTGAAAGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGTATCGCGACTTACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13867;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGGATAAAGTTCGCCACGTGTATTGTTTTGTAGGTACCTTATGAATAAGG
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGATGGTTAAGTGTGAGGTGAAATGTCGGGGCTCAACCTTTGAATTGCGTCGCGAACTGGCTGTCTTGA

GTGAGTACGACGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGCAGAACACCGATTGCGAAGG

CAGCTGACCAGTCCTTAACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAAACTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGGAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGATAACTACGTGAC

AGCAGCCGCGGTTATATGCAGGGGGCTAGCGCTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGATAGGCGAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Pept

ostreptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TGAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAGCTTGAGTGCAAGAGAGGGAGGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGGCCGGTA

CTGACACTGAAGCACGAAAGCGGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13872;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTTTAAGGGGATAAAGTCGGGCATGCTTAGCCTTTTGCATGTACTTTATGAATAAGGA

TCGGCTAAGTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCTGTTGTGAAAGTTTGCTGCTCAACCGTAAACTTGCAGTTGATACTGGATATCTTGAGT

GCAGATAAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAATGCA

GCCTGCTAAGCTGCAACTGACATTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13870;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGTCTGTGAACTGCTTCTTCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGCAGCAGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG
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GTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAAGTCCGGTGCTCAACCCCGGGGCTGCCTCTGATACTGTCGCGCTG

GAGTGCAGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACACCGATGGCGAA

GGCGTCTGGCTGGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU13871;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTTGGATTGTAAACTCCTGTAGGTGGGGACGATAATGACGGTACCTACCGAATAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGGGCA

AGTCAGATGTGAAATCCAGGGGCTTAACTCCGGAACTGCATTTGAAACTGCTGATCTTGAGTATCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTTCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAGACCCTTTCAGGGAGATGACGGTACCTGACTAAGAAGCCCCG

GCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCG

TAGGCGGTCTGCCAAGTCAGATGTGAAATACCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGGCGGACTGGAGT

CCGGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGC

GGCCTGCTGGACCGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13875;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0710),g:Coprococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGCAGAAGGT

TTTCGGATTGTAGACCTCTGTCGTAGAAGACGAAGGAAGAGACGGTATTCTGTGAGGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGCAGTACGTAGGGGTCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGACGGCTGTG

TAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAAGTAAAGTGTCGGGGAGGTA

AGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATGTTGGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13873;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGCCGGTAAACGAGTAGGAAGCCACGGCTAACTACGTGC

CCGCAGCCGCGGTTATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGC

AAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTAGACTGCATTGGAAACTGTTGATCTTGAGTACCGGAGGGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTG

CAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13877;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGTGCGCCACGCGTGGCGCATTGCATGTACCTTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGGTTGTTAAGTGTGCTGTGAAATTCAGTGGCTCAACCATTGAATTGCAGTGGAAACTGGTTAGCTTGA

GTACGTACAGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTTACTAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13876;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Negativicutes(0.0626),o:Selenomonadales(0.04

13),f:Veillonellaceae(0.0099),g:Selenomonas(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAAACTCCGTCCTTTCGGACGTAGGCAGTGACGGGACCACAGGAGGAAGCCCCGCCTAACAACGA

GCATCCAGCCGCGCCAATACGTCGGGCGCGAGCGTAGTCCGGATTGATTGGGCGTAAAGGGCGCGTAGGCGGCCTG

ATAAGTCTGGAGTGAAAGGCCTGCGTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTAGAGAGCAGGTGAGGA

AAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCATTAGGAACACCAGTGGCGAAGGCAGCTTTCTGGAC

TATGACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1485),g:Dorea(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCGAAGCAGCGTGAGCGAAGAAGTA

TCTAGGTATGGAAAACTCTATCAGCAGGGAAGAAAAGGACGGTACCTGACGAATAAGCCACGGATAACTACGTGCC

AGACGCGGCGGTTCTATGTCGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTGATGCTAGAGTGTCGGGGAAGCAAG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCGATTGCGAAGGCGGCTTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13879;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACCACCCACGTGTGGCAGCTTGTATGTACCTTATGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGTGATTAAGTGTGTTGTGAAAGTTTGGGGCTCAACCTTAGAATTGCAGTTGGTACTGGCGTCCTTGA
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GTGCGGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCACACTAGGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13880;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0615); 

CCTTTATTCCTCATTTTTTACTATTTGGCAATGTGCGCAATCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTTC

GGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGACGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAAGT

CAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTTGAGTATCGGAGAGGAAATCGGA

ATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGAGTGCTGGACGACAACT

GACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13882;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0149),g:Clostridium_III(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCATATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGACACGGCTAACTAGG

TGGCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGAGTAGGCGGCT

TGATAAGTCTGGCGTGAAAGTCCCGCTTTCAAGGTTGGAATTGCTTTGGATACTGTTGATCTGGAGTGCAGAAGAGG

AAAGCGGAATTACCGGTGTAGAGGTGAAATTCGTAAAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTATCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pept

ococcaceae_1(0.2184),g:Peptococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGC

TACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13883;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0086),g:Porphyromonas(0.0043); 

ACGGGAGGCAGCAGCGAGGAATATTGGTCAATGGGCGGAAGCCTGAACGAGCCATGCCGCGTGAAGGAAGAAGGC

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAATGTTCTCGTGAGATCCGATGAGAGTATCCGACGAATAAGC

ATCGGCTAACCTCGTGCCAGCAGCCGAGCCAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCCGGTAAGTCAGGCGTGAAAAGCCCCCGCTCAACGGGGGTAGTGCGTTTGATACTGTTGGACTGG
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AGTGCGGGTGCCGTGGGAGGAATGTGAGGTGTAGCGGTGAAATGCGTAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13884;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACTTTCTTCCTCCTTTTGGAATATTTCACCCTGGTGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATTTC

GGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTAAGCAAGTC

AGAAGTGAAAGGCTGGGGCTCAACCCCGGGACTGCTTTTGGAACTATTTGGCTAGAGTGCTGGAGAGGTAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCAAAGGCGGCTTACTGGACAGTAACT

GACGTTGAGGCTCAAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGAAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGAAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13886;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Porphyromonadaceae"(0.3544),g:Parabacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGTGGGAATAAAGTGCGGGATGTATCCTGTTTTGTATGTACCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCTGTTAAGTCAGGGGTGAAAGTTTGTGGCTAAACCGTAAAATTGCCGTTGAAACTGGAGGTCTTGAG

TATATTAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATCGCGAAGGC

AGCTTACCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCAAGGATAAAGTGGGCCACGCGTGGCCTTTTGCATGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGGTTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCAAACTGGCAGTCTTGA
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GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTGTAGCGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13889;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGTCTGGCAAGCTGGATGTGAAATGCAGGGGCTCAACGTCTGCACTGCAGCGAGAACTGCTCAGCTA

GAGTGCGGGAGACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTTACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13887;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCACGGGGATAAAGTGCGCTACGTGTGGCGCATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGTGTGTTGTGAAATGTCGGGGCTCAACCCGGGCATTGCAGCTGAAACTGGGAGTCCTG

AGTGCAGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13892;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Spirochaetaceae(0.0000),g:Treponema(0.0000); 

TGGTCGATATTCCGCAACTGGGTACTCATTCCACCGCCGATACCGTCGGTTTAACCGCGCTTGGCGTGGTGGCAGCGG

CTGTTGGTGTGCACGCAGTCGCCAGCGCCGTTGACCAGCGCAGACGTCATAACCAGCAACCTACAGAAACCGAACAT

CAGCCAGGCAATGAGGATAAACAGGCATGAGCACTCAGTACGAAACTCAGGGATACACCATCAATAATGCCGGACG

CCGCCTGGTGGTCGACCCGATTACGCGCATCGAAGGCCACATGCGCTGCGAAGTGAATATTAACGATCAGAATGTGA

TCACCAATGCCGTCTACTGCGGCACCATGTTTCGCGGGCTGGAGATCATCCTACAAGGGCGCGACC 

>OTU13890;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0181); 

ACGGGAGGCAGCAGGGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCGGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCTGCGGCTCAACCGTCGGCCTGCATTTGATACTGGTGGCCT

TGAGTGCGCACAGGGGCTGTGGAAATCATGTTGTAGCGGTGAAATGCTCAGATATCAGGAAGAACTCCGATCTCGA

AGGCAGATCCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACTGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGCGGAATCCACGTCTAACTACGTTCCAG

CAGCCGCGGTACTACGTCGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGCGAGCGCAGGCGGAAAAATAAG

TCTAATGTGAAAGCCCTCGGCTTAACCGTGGAACTGCATCGGAAACTGTTTTTCTTGAGTGCAGAAGAGGAGAGTGG

AACTCCATGTGTAGCGGTGGAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGTAAC

TGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGCAGGAAGCCACGGCTACCAACGTGCCA

GCAGCCGCGGCAATACTAAGGTGGTGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCGGGGAGCGTCATTCCAAACTGGGCATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13895;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTTTACAGGGATAAAGAGCGCCACGTGTGGCGTTTTGTAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCGGTTAATTAAGCTTGAGGTTAAATGCTTCTGCTCAACAGGAGATTGCCGTGAAAACTGTGGAGCTAGGA

TGGAGACGGCTCAGGCGGAATGAAGCAGTTAGCGGGGAAATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13894;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0710),g:Ruminococcus2(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGAATGGCAAGTCTGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAATCT

AGAGTACCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGA

AGGCGCTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 



8075 

 

>OTU13896;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Acetivibrio(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTAGGCAATGGGGGAAACCCTGACCTAGCGACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTGGCAGAGGACGATAATGACGGTACTCTGAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAGACAA

GTCAGGTGTGAAAATCATGGGCTTAACCCATGACCTGCGCCTGAAACTGTATCCCTTGAGAGTCGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCAGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13899;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGCGTCCCGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTAATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGAGAGTAAAGTTGTTGCATCAACCATAAAAGTGCCGTTGAAGCTGGAGAGCTGG

AGAATGTTTGGGGCAGGCGGAATGTGTAGTGTAGCGGTGACATACATAGATATCACGAGGAACTCCGATCGCGAAG

GCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATGAGATACCCTGGTA 

>OTU13900;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Pedobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTATTCGGGGAATACTAAGACTTTTTCGCAGAATGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCAAGCCAGCAGCCGCGGTAATAGTGCGGATTCGATCGTTATCCGGATTTATTGGGTTTACAGGGT

GCGTAGGCGGTTAGATAAGTGTGAGGTTAAATGCTTCTGCTCAACAGGAGTGTGCCTTGAAAACTGTCTGACTAGGA

TGTAAGCGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATTATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13897;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTTTAAAGCTCTGTCTTTGGGGACGATAATGACGTTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGCCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTGTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGATACTGCAGTTGAAACTGGGGAGCTAGAGTGCGGGAGGGGAGGG

TGGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13898;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.3

959),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAGGCTCTGTCCTCAAGGAAGATAATGACGGTACCTGAGGAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGCTGATTAA

GTCTGATGTGAAAGCCCACGGCTTAACCGTGGGGGGGCATTAGAGACTGGTCGACTTGAGTGCGGAAGAGGGAAGT

GGAATTCGATGTGTGGCGGTGACATGCGTAGAGGTATGGAGGAACACGAGTGGCGAAGGCGGCTTGCTGGTCTGTA

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU13901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGTTTTTAAAGCTCTGTTTTTAGGGAGGATATTAACGGTACCTAAGGGGGAAGCAACGGCTAACTACGTGCAA

GCAGCCGCGGAAATAGTTAGGTGGCACGCGTTGTCCGGATTTACTGGGCGGAAAGGGAGCGTAGGTGGATATTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTACAAACTGGATATCTAGAGTGCAGGAGAGGAAAGG

AGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTGGCGAAGGCGCCTTTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13904;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTCGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTATGGTTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATCAGGAT

CGGCTAACTCCGTTCCATCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGTGGCTTAACCAAAAAATTGCCGTTGAAACTGGAGGGCTTGAGT

ATGTTTGGGGCAGGCGGAAGGTGGGGTGTAGCGGTGAAATGCATAGATATATCGAAGAACACCGATCGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13903;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCCGATGCAGCAACGGCGCGTGAGTGATGACGGTC

CTCGGATTGTAAAGTTCTGTTCTTGGGGACGATAATTACGGTACCCAAGGAGGAAGCCAAGGCCTACTACGTGCCAG

CAGCCGCGGTAATACGTAAGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAG

TGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8077 

 

>OTU13902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCTGATTTTTAAGCCCTTTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTACCTACGTGCCAG

CAGCCGCGGTCATACGTAGGTGGTGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTAAG

TTGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCACTCCAAACTGGGGCTCTAGAGTGCAGGAGGGGAGGGAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU13905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5273),g:Dorea(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGCAGGATGAAGGA

TTTCGGGGTGTAAACTTCTATCAGCAGGGAAGAAAAGGACGGGACCTGACTAAGAAGGCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATGCGTAGGGGGCCAGGGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCA

AGTCTGAAGTGAAAGGCATGGGCTCAACCTGTGAACTGCTTTGCAAACTGTGCAGCTTGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13907;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9462),o:Burkholder

iales(0.7995),f:Sutterellaceae(0.5991),g:Sutterella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGACGATAAGGATCGTGATAATACCATGGTCTGCTGCCGGTACCTGACGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

GGCGTGCGCAGGCGGTTCGGTAAGACAGAAGTGAAATCTCCGGGCTCAACCCGGGGATTGCATTTGAGACTGCAGG

ACTAGAGTTCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGGAGAACACCAGTGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13906;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGAAGGATGAATGA

TCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACACGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAACGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTCGATATCTTGAG

TGCAGGTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGACTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU13909;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9938),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9573),g:Lactobacillus(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGTCGTGTAATGCGTTGGCTTAACCAGAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGGGAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGCCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13908;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGCGAGAGCAACTGTTCCCGCAGTGACCGTATCTAACCA

GAACGTCACGGCTCACTCCGTCCCAGCAGGCGCGGTAATACGTACGTGCCCAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGAGGTGAAAGCCCGGGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACGCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13912;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legione

llales(0.0000),f:Coxiellaceae(0.0000),g:Coxiella(0.0000); 

GCCCAATGCTCCAATGTGCTCCCCCCCCTTGAAATTCATACCCCTATCGACCACCGCCCCGCAGGGGACGAAAAATGG

TTTTTAGAGAACGAGCAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCTGAACGCCCTCTTAAGGATATTCGCGAT

GAGTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGTTCAAGATTGCTGGAGGCCTCCACTATGAAATCGCG

TAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTCATGCTGATGGGGGGTTTATCGTTTGTGACAC

TCGCACGTTGGCTGACGACCGAGTAGAGGC 

>OTU13910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTTAATGGGCGAGAGCCTGAACCAGCCAAGTAGTGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGGCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTTA

GTACGCACAGAGTGGGCGGAATTCGTGGTGGTGCGGTTAAATGCTTAGATAACACGAAAAACTCCGATTGCGAAGG

CATCTCACTGGGGCGCAACTGACGCTGAAGCTAGAAAGTGCGGGTATCGAACAGGATTTGATACCCTGGTA 
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>OTU13913;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XIII(0.0000),g:GpXIII(0.0000); 

TGCACAGCCTCGGACTCCGATCGTAATCCACGCTCTTTTACAATGTCCACACGAGAATCTCTCCCCTGAACAAAATGTG

ACTCATCTCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGA

CAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCA

TTTTCCGCCAGCAGTCCACTTCGATTTAATTCGTAAACAAGAAGTAGTAAGTCCTGCTTTATCAAGATAAGTTTTCGAC

GCAGCAGAAATAGCCGAAAGTGTTAACTTCTGCGT 

>OTU13911;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9840),o:"Fusobacteriales"(0

.9889),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACTAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGCCGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGGATATCGGAGAGGGTGGC

GGAAATACAAGTGGAGAGGGTAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAAGCAGCTCACTGGACGAAT

ACTGAAACTGAAGCGTGAAAGCATTGGGGGCAAAAAAGATTAGATACCCTGGTA 

>OTU13917;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Alcaligenaceae(0.0000),g:Pusillimonas(0.0000); 

CTTTGGTATGTCGGTGGTCAACACTTTTAATTGCAGGGGCTTCGGCCCCTTCCTTGAGGCTAAATTCTGTCTAATCTTC

AAACTGGCGCCGAGCGTATGCCGCATGACCTTTCCCATCTTGGCTTCCTTGCTGGTCAGATTGGTCGTCTTATTACCAT

TTCAACTACTCCGGTTATCGCTGGCGACTCCTTCGAGATGGACGCCGTTGGCGCTCTCCGTCTTTCTCCATTGCGTCGT

GGCCTTGCTATTGACTCTACTGTAGACATTTTTACTTTTTAGGTCCCTCATCGGCACGTGTAGGGTGAACAGTGGATTA

AGTTCACGAAGG 

>OTU13914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTTATTTGACGGCAACCAACCA

GAAAGTCACGGCTTACTACGTGCCATCAGCCTCGGCAATACGAAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTAGGCGTAACCGGGGAACTGCTTCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13916;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Blautia(0.0904); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATCGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGTTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGAGCAGCAAGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCT

TGAGTACCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13915;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9834),o:"Fusobacteriales"(0

.9866),f:"Fusobacteriaceae"(0.7787),g:Fusobacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGAACAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTGCGGCATGTAAATTGCTTTCTGTTGGGACGAAGTAAGTGACGGTACCAACAGACGAAGCGACGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGT

AAGTCTGATGTGAAAATGCGGGGCTCAAGTCCGTATTGCGTTGGAAACTGCCACACTAAAGTACTGGAGAGGTGGG

CGGAACTACAATGGTAGAGGTGACATTCGTATATATTTGTAGGAAAGCCTATGGGGAAGCAAGCCCACTGGACAGAT

ACAGACGATAAAGCGCGAAAGCGTGAGTAGCAACCAGGATTAGATACCCTGGTA 

>OTU13919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.3884),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGAAGGAAGACGTA

TCTCGGTATGTAAACTTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTTAGAAGCCCCGTCTAATTACGTGCCAG

CCGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCAAG

TCTGATGTGAAAGGCAGGGGCTCAACCGCTGGACTGCATTGGAAACTGTTTATCTTGAGTACCGGAGGGGTAAGCG

GAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGGAGAACACCAGTGGCGAAGGCGGCTTACTGAACGGTAA

CTTACGTAGAGACTCGAAAGCGTCGGGAACAAACAAGATTAGATACCCTTGTA 

>OTU13918;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.6350),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGTTTTGTATGTACCTTATGAATAAGCA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGGAGATTAAGTGAGTTGTGAAATGTAGATGCTCAACCGCTGAATTGCAGTGGATACTGGTTTCCTTGAG

TGCGGACAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13921;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6681); 
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ACGGGAGACAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTCCTTTTTTAAGGGCATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTCCCTTATGAATAAGGA

CCGGCTAATTCCGTTCCAGCAGCCGCGGTCATCCTGAAGGTCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGGTGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGAGT

ACGGACAAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13922;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACAAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTTTAAAATATGGGAGCTCAACCTGGGCATTGCGGCGCAAACTGTGAGTCTTG

AGTGCGCAGAAAATAGGCGGAATTCGTCGGGTGGCGGTAAAATGCTTAGTTATGACGAAGAACTCCGATTGCAAAG

GCAGCCTGCTGTAGCACAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGAATTAGATACCCTGGTA 

>OTU13920;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.1872),g:Fusicatenibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTTTGTAAAGTTCTATCAGATGGGAAGAAGAATTGACGGTACCTGATTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTGATTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGTCTCAACCCGGGAACTGCTTTGGAAACTGTCAAGCTTGAGTGTCGGAGAGGTGAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13924;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9755),o:"Fusobacteriales"(0

.9389),f:"Fusobacteriaceae"(0.8505),g:Fusobacterium(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAATTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGCCGACTAAATACGTG

CCAGCAGCCGCGTTAATACGTATGTAGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTGTAGGTGGTTAGGT

AAGTGTGGTGTGAAAATGCGGGGCTCAACTACGCATTGCGTTGGAAACTGCCTTACTAGAGTATCGGAGAGGTGGG

CGGAATTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAA

TACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13923;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9180),o:Burkholder

iales(0.7995),f:Sutterellaceae(0.5273),g:Sutterella(0.3479); 
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ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAAACCTGATCCAGCCATGCCACGTGCAGGATGAAGGC

CTTCGGGTTTTAAACTGCTTTTTTCAGGGACGAAAAGGCCCGTGTTAATACCATGGTCTGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAGCTACGTGCCAGCCGCCGCGTTAATACGTAGGGTGCAAGCGTCAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCTCCGGGCTCAACCTGGGAATTGCATCGGTGACTGCAGG

ACTAGAGTGCATCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGCTGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGAT

A 

>OTU13925;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0252),g:Blautia(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAATTA

TCTCTGTATGTAAACTTCTATCAGCAGGGAAAAAAATTACGGTACCTGACTAAGAAGGCCCGGCTAACTACGTTCCAG

CAGGCGCAGTACTACGCAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCAA

GTCTGATGTGAAAATGCGGGGCTCAACCCCGTATTGCGTTGGCAACTGCCTATCTAGGATAGCGGAGGAGTGGGGG

GAACTACAAGTGTAGGGGTTAAATTCGTAGATATTTGTAAAAATGCCGATATGCAAGGCAGCTCACTGGACGAATAC

TGACCCCTAAGCGCGAAAGCATGGGGTGCCAACCGGATTAGATACCCTGGTA 

>OTU13926;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9933),c:Fusobacteriia(0.9740),o:"Fusobacteriales"(0

.9172),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACTTCTGATCCATCAATTCTGTGTGCACGATAACGGTC

TTAGGATTGTAAATTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGCGTTAGTACGGATGTCGCAAGCGTTATCCGGATTTAGTGGGCGTAAAGCGCGTCTAGGTGGGTTGGTA

AGTCTGATGTAAAAATGCGGGGCTCAACGCAGTATTGCGTTGGAAACTGCATAACTAGAGTATCGGAGAGGTGGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTGGACGAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13929;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTTTAAGGGAATAAAGGGCGCTTCGCGACGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGATGTTCCGGGCGTTATCCGATTTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCGGTTAAGCGTGCTGTGAAATGTCGGGGCTCAACCTGGGGATTGCAGCGCGAACTGGCAGGCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACCCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 



8083 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAACCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGATAGCAACTGTTCAAGCAGTGACGGTCTCTAACCAG

ACAGTCACGGCTAACTACGTGCCGGAAGCCGCGGTCATACGTAGGTGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCATTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

GCTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13927;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.5991),g:Intestinimonas(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGTAACAAATGACGTTACCTGACGAATAAGCCACTTCTAACTACGTGCC

AGCACTCGCGGTGATCCGTCGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCA

AGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCAGTTGAAACTGTACGTCTTGAGTACTGGAGAGGCAGGC

GGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAGC

AACTGACGCTGAGGCGCGAAAGCGAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13928;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCATGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAGGAGGGAAGAACAAAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTTCTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCCCAACCCATGAACTGCATTTGAAACCGTAGATCCTGAGTGTCGGAGGCGCAAT

CGGAATTCCTAGTGGTGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGTCGAAGGCGGATTGCTGGACGAT

AACTGACGGTGAGGCGCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13931;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9966),c:Fusobacteriia(0.9747),o:"Fusobacteriales"(0

.9280),f:"Fusobacteriaceae"(0.7787),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTTTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATGGTAAAGTGCTTTCAATGGGGAAGAAACAAATGAGGGTACCAATAGAAGAAGCGAAGGATAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGAAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGTTTGG

TAAGTCTGATGTGAAAATGCGGGTCTCAACGCCGTATTGCGTTTGAAACTGCCTACCTAGAGTATCGGAGATGTGGG

CGGAACTACAAGTGTAGAGGTGAAATTCGTATATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACTAAT

ACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13933;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0712); 



8084 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

TCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCTACGTGTGGCTTATTGCAGGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGTGCAAACTGGCAGACTTGA

GTGCAGAGGAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACACCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Dorea(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGATGACGTCT

TTCGGTTTGTAAACTTCTGTCTTCAGGGAAGAAAATGACGGTACCTGACTAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTTTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAAGCCCGGTGCTGCATTTGGAACTGGAAGGCTAGAGTGTCGGAGAGGCGAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGCTTTGCTGGACGGTG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13934;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0355),g:Ruminococcus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGGCTGATGTGAATACCCAGGGCTGAACCCGGGAACAGCAAGAGATACTGTCAAGCTCTACTGGACGCGCGGCA

AGTCGAATGCTGAATGGAGAGGTGGCTAGCGTATACACCAGGAACAACATAATTGGCGAACGCTGGTCCACCGACC

AGGACTGAACGAAAGGTTCTAAAGAGAGAGCAGGAAACAGGTTAAGCAACTTTGCCG 

>OTU13935;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Hespellia(0.0519); 

ACGGAAGGCAGCAGTGAGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAACGACGGTACCTGAATAAGAAGCCCCGGCTAAATACGTGACA

GCAGCCGCGGGAATACGTATGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGAGGCA

AGTCAGATGTGAAAGCCCGTGGCTCAACTGGGGGATTGCATTTGAGACTGTAATGCTTGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13938;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8897),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.1299); 



8085 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAACTGGTATTCTTTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAGAATAAGTCTAATGTGAAAGCCCCCGGCTTAACCTGAGAAGTGCATCTGAAACTGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTTCCGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiales_Incertae_Sedis_XIII(0.1291),g:Anaerovorax(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTAAGGGAAGATAATGACGGTACCTGAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGTAGGTGGTTACCAAA

GCAGGAGGGAAAAGGCAATGGCTTACCTATTGGTTGCATTGTGAACTGGGATACTTGAGTGCAGGAGAGGAAAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGCGGCGAAGGCGGTTATCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13937;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9988),c:Fusobacteriia(0.9776),o:"Fusobacteriales"(0

.9685),f:"Fusobacteriaceae"(0.5632),g:Fusobacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTATTCCAGCATTTCTGTGTGCACGATGAAGTCT

TTCGGAATGAAAAGTGCTTTCAGTTGGAACGAAGTAAGTGACGTTACCAACAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGCGTTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTTGAAACTGCGTAACTAGAGTATCGGAGAGGTGGGA

GGAAATACAAGTGTAGAGGTGAAAGTCGTAGAGATTTGTAGGAATGCCGATAGAGAAGTCGGCTAACTGGACGAAT

ACTGACACTGAGGCGCGAAAGCATGGGGAGCAAAAAGGATTAGATACCCTGGTA 

>OTU13939;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCAAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTCATTCCGTTCCAGCAGCCGCGGTCATACGGAAGGTCCGTTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGAGCGAACTGGGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACACCGATGGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13943;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Thermococci(0.0000),o:Thermococcales(0

.0000),f:Thermococcaceae(0.0000),g:Thermococcus(0.0000); 



8086 

 

CTTGGTCATTTAGAGGAAGTAAAAGTCGTAACAAGGTCTCCGTTGGTGAACCAGCGGAGGGATCATTACAGGACGTC

ATACTCCCGTAATACCACTGTGAATCTTACCTACCGTCGTTGCCTCGGCGGGCGCCCCGGGGGGGAAACCCCTCTGGA

GCCCGCCGGCGGCCCGCATACTCTGTCTCAGCGTGTTGGCATCTCCGAGTATTATACAAACGAGTCAAAACTTTCAAC

AACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU13942;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAAACGTCCACAGTGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTGAGAGAAGAACAAGAGTGAGAGGAACTGTTGATGCGAGGACGGTATCGAACC

AGCAAGTCACGGCGAACTACGTGCCAGCAGCCGCGGGAATACGGAGGTGGCAAGTGTTGTCCGGATTTATTGGGCG

TAAAGGGAACGCAGGCGGTCTTTTACGTCCGATGTGAAAGCCTTCGGCTTAACCGGAGTATTGCATTGGACACTGGA

AGACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGATGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13941;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0181); 

ACGGAAGGCAGCAGTGGGAATATTGCGCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCT

TCGGGTTTTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCATTGTCCGGAATTACTGGGCGTAA

AGGGTGCGTAGGCGGTTTGGTAAGTTAGAGGTGAAATCCCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU13940;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Alphaproteobacteria(0.3483),o:Rickettsial

es(0.1015),f:Anaplasmataceae(0.0355),g:Ehrlichia(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGAAGAAGTC

CTTTGGTTTGTAAAGCTCTTTTAGTGAGGAAGATAATGACGGTACTCACCGAAGAAGTCCTGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGAGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAAG

TTAAAAGTGAAATCCCAAGGCTCAACCATGGAATTGCTTTGAAAACTGAGAAGCTAGAGAGTGAGAGAGGATAGAG

GAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGAGAAGGCGGCTAACTGGTTGAAAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13945;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Sphingom

onadales(0.0000),f:Sphingomonadaceae(0.0000),g:Sphingomonas(0.0000); 
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CTTGGTCATTTAGAGGAAGTAAAAGTCATAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAATAATGCCC

TTTGACTTCGGTCTATTGGGTTCAATGTGTGCCTTCTCTTCGGAGTTGGCCATCCACACACACCGTGAACTGTGGCTTC

GGCCATCACAAACTATTAGTAATGAATGTAATATCATAACAAAATAAAACTTTTAACAACGGATCTCTTGGCTCTCGCA

TCGATGAAGAACGCAGC 

>OTU13947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGCTGTACTACGTCGGTGGCATACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTGGAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGGTT

ATCTTGAGTGCAGAAGAGGAGAGTGGAACTCGTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13946;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.6881),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAGGTCACGGCTGACTACGTGCCAGCAGCGGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTGATCGGGCGTA

AAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCAGGGCTCAACGTTGGAACTGCATCGGAAACTGATA

GTCTTGAGTGCAGAAGAGGAGAGCGGAACTACATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGT

GGCGAGGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13944;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCATAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTGAATACCTTTACTAATTGACGTTACCCGCAGAA

GAAGAACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAAGGTGCAAGCGTTGATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTATGTTAAGTCAGATGTGAAATGCACGGGCTCAACCTGTGAATTGCATCGGGTACTGCCAA

GCTTGAGTATCTTAGAGGCGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13948;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.4563),g:Roseburia(0.0904); 



8088 

 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACGAAAAGCCTAATCCAGCAATTCTGGGTGCACGATGACGGT

CTTAGGATTGTAAGGTGCTTTCAATTGGGAAGAAGAAATGACGGTACCTTAGTAATAAGCACCGGCTAAATACGTGG

CAGGAGCCGCGGTACTACGTATGATGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCGCGGAACTGCATTGGAAACTGGTAAACTAGAGTGTCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9462),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTAGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTCACGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGT

CTAGAGTGCAGGAGAGGAGAATGGAATCCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13949;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCACGCAGGCGGTTTGGTAAGTCGGATGTGAAATACCCGGGCTTGACTTGGGGGCTGCATCCAAGACTGTCGGACTT

GAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATGGCGAA

GGCAGCCCCCTGGGACATGACTGACGCTCATGCACGAAAGCGTGGAGAGCAAACAGGATAGATACCCTGGTA 

>OTU13951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8897),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGTGTGTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGA

GTCTTGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGGTATATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU13953;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0712); 



8089 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGTTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTGATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTATTGTGAAATCCATTCGCTTAACCTGAGCACTGCAGCGCAAACTGGACGGCTTGA

GTGCGGGCAACGTTGGTGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGG

CAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13954;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGCTAATACCTTTGCTCATCGACGTTACCCGCAGA

AGAAGCACCGTCTCACTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCGGATGTGAAATCCTCGGGCTCAGCCTGGGAAGTGCATCGGATACTGGCG

AGCTTGAGTGTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13952;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Deltaproteobacteria(0.4428),o:Desulfovib

rionales(0.2039),f:Desulfovibrionaceae(0.0904),g:Desulfovibrio(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCAGAAGTTAAAGCCTTCGGCTTAACCGGAGTAGTGGATTGGAAACTGGAA

GACTTGAGTGCAGAAGAGGAGAGTGGAACCCCATGGGGAGCGGGGAAATGCGTAGGTAAATGGAAGAACACCAGT

TGCGAAAGCGGCTCTCTGGGCTGGAACTGAAGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Rumi

nococcaceae(0.9015),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACGTGCA

AGTTGGAAGTGAAAGCTAGGGGCTCAACCCACAGATTGCTTTCGAAACTGCAGGGCTTGAGTAGCGGAGGGGTAGG

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13956;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTAAGTAGCCAGGGACGATAATGACGGTACCTGGAGAGTAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGGTAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13957;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCCGCCCCGGTAATACGGTGGGTGCAATCGTAAATCGGAATTATGGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCAGCTGATACTGGC

AAGCTTGAGTCTCGTAGAGGAGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGACCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU13958;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8472),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAACGCAGGCGGTCTTT

TAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAG

AGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13959;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Bacilli(0.1740),o:Bacillales(0.0781),f:Paenibacilla

ceae_1(0.0252),g:Paenibacillus(0.0076); 

ACGGGAGGCAGCAGTGGTGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTATCATAGGAGGAAGCATCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAACGATTGGGCGTAAAGGGCGCGTACGCGGCCCG

TTAAGTCTGGTGTGAAAGTCCTGGTTTCAAGGTGGGAATTGCTTTGTATACCTATGGGCTGGAGTGCAGGAGAGGAA

AGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCAGCTTTCTGGACT

CAAACTGACGCTGAGGCGCGAAAGCGTGCGGAGCACACAGGATTAGATACCCTGGTA 
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>OTU13960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCCTAACCCACGAACTGCATTTTAAACTGTTTTGCTTTAGTGAAGGAGGGGCAGG

CGGGATTTCCTGGGTAGCGGGGAAATGCGCAGGGATAGAGAGGAACACCAGGGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Blautia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGTCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTACTGTGGAAGAGCAGTAGACGGTACCTTGAAAACAAGCCATGGCTAACTACGTGCC

AGCAGCCGCGTTAATCCGTACGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTTTTGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13963;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Idiomarinaceae(0.0000),g:Idiomarina(0.0000); 

ATAATTTATCCTCAAGTAAGTGGCCGCAGCCCCTGCAATTCCCCTTGTTGACCACCTACATACCACCGACGAGCGCCTT

TACGCTTGCCTTTCGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTA

CATCACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACAC

GCAAGGTAAACGCGAACAATTCAGCGGCTGTAACCGGACGCGCGACGCAATTAAGAATGTTTTCCGTAAAGTCAGCG

CCGTCCATGATGAGACAGGCCGTGTGAATGGTGACGGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAA

CAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGG 

>OTU13964;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGTAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGACGGTGTGGC

AAGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTG

ACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU13962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGGTGGGGAAGAAGGATAGAGGTAGTAACTGGCCTTGATTTGACGGTAAGCAACCA

GAAAGTCACGGCTAACTACGTGACAGCAGGCGAGGCAATACGTAGGGGGCAAGCGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGCAAACTGTTT

TTCTTGAGTGCAGACGACGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13965;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pept

ococcaceae_1(0.2184),g:Peptococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGCGAAGAAGGC

CCTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGTACGGTAGACAAGAA

GGAAGCCCCGTCTAACTCTGTGCCCGCAGCCGCGGCAAAACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAAATGTAAGCGCTCAACGCCTAACTTGCATCTGATACTGGCC

GACTTGAGTGCGGACGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTG

GCGAAGGCGACTTGCTGGGGCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTG

GTA 

>OTU13966;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACCTCTGTCCTTAGGGACGAAGAAGTGACGGTACCTAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCGCGT

TAAGTCAGATGTGAAATACCCGTGCTTAACATGGGGGGTGCATCTGATACTGGCGTGCTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13967;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.2184),g:Subdoligranulum(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTTGTAAACTTCTTTAGACGCAGAGAAATAAGGGCCACGTGTGGTCCGATGACTGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGG

AGCGCAGGCGGACCGGCAAGTGGGATGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTAG
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AGTAATGAAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAA

GGCGACCTACTGGGCAACAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13969;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Betaproteobacteria(0.9719),o:Burkholder

iales(0.8629),f:Sutterellaceae(0.7428),g:Sutterella(0.6200); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGT

CTTCGGATTGTAAACTGCTTTTGTCAGGGACGAAAAGGACTGTGTTAATACCATAGTCTGCTGACGGTACCTGAAGAA

TACGCACCGTCTAACTACGTGCCCGCACCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGAGCGCAGGCGGTTCTGTAAGAGAGATGTGAAATCCCCAGGCTCAACCTGGGAATTGCATTTATGACTGCAGG

ACTAGAGTTCATCAGAGGAGAGTGGAATTCCTAGTGTAGCAGTGAAATGCGTAGATATTAGGAAGAACACCAATGG

CGAAGGCAGCCCCCTGGGACGCGACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13968;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Betaproteobacteria(0.5579),o:Burkholder

iales(0.2679),f:Alcaligenaceae(0.1098),g:Derxia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGATGAAGGCC

TTCGGGTTGTAAAGCACTTTTGGCAGGAACGATAAGGTCTGTGTTAATACCACGGGTCGATGACGGTACCTGCAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTATGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGAGTGCGCAGGCGGATTTGCAAGTCCGAAGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTTGAAACTGCAA

GTCTAGAGTTTGACAGAGGAAGGTGGAATTCCGAGTGTAGCGGTGAAATGCGTAAATATTCGGAGGAACACCGGTG

GCGAAGGCAGCCTCCTGGTATAACACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU13972;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

AAAAGTCACGGCTAACTACGTGGCAGCAGCCGTGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAAGAAGTCTAAGGTGAAAGCCCTGGGCTTAACCGAGAAACTGCATCGGAAACTGTT

TTTCTTGAGTGAAGAAGAGGCGAGTGGAACCCCATGTGTAGCGGTGAAATGCGTAGATATACGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU13971;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Marinilabiaceae"(0.0355),g:Anaerophaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGGGCAATAAGAGCTACGCGTAGCCCGTTGAAGGTACTCTTCGAATAAGC
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ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCCGTTTGTTAAGTCAGGGGTGAAATGCCGCAGCTCAACTGTGGAATTGCATTTGATACTGGCAGGCTTGA

ATGCTGTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCACGAAGCAGGTATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumi

nococcaceae(0.8146),g:Clostridium_IV(0.4351); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTAGTGACGATAATGACGGTAGCTAAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTAATGCAA

GTCAGGCGTGAAATGTGGGGGCTTAACCCCCAAACTGCGTTTGAAACTGTGTTACTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU13973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGAACGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCATTATTTGACGGTAATCAACCA

GAAAGCCACGGCAAACTACGTGCCAGCAGCCGCGGCAATATGAAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGGGAAAGCCCTCGGCTTAACCGGAGAACTGCATCGGAAACTGTT

TTTCTAGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCAGCGTGCAGGAAGGAGGT

CCTAGGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAAACCCGATCGAGAAGGC

AGCTCGCGCGGACCCGACTGACCCCGCAGCACGACAGCGTGGGTATCCAACAGGATTAGATACCCTGGTA 

>OTU13974;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTAGACAGGGAAGAAACAAGACAGTACCTGTAGAATATGCTCCGGCTACCTACGTGCCA
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GCAGCCGCGTTAATACGTAGGGAGCGCGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGACGGGATAGTAA

GCGAGTTGTGAAATCCCTCGGCTTAACTGATGAGCTGCAACTAAAACTGTTATTCTTGAGTGCTGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAGAAA

CTGACGTTAAAGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13976;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGAC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCAGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGGTTAAAGGGA

GCGTAGGCCGGAGATTAAGCCGGTCGTGGAAGGCGGTTGGTCAACTATCGAAGTGCGGCGGGGACTGCGCGGCTT

GAGTAAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAGGAACTCCGATTGCGAA

GGGAGCTTACTGTATTTGTGATGACGCTGAAGCTGTAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13977;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1679),g:Odoribacter(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGACGGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGGAGAATAAGTTCCACGCGTGGATCGATGCCGGTACCGAATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCGTGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGA

GTACAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGG

CAGCTGACCAGACCGTGACTGACGCTGAAGCACGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU13978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAAAGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCATTTATGTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGAAGGCGGAAATATAAGTCTGATGGGAAAGCCCTCGGCTTAACCCCGGAACTGCATCGGAAACTGTT

TTTCTTGAGTACAGGAGAGGAAATTTGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13979;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.5273),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGGAACTCTGACCCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTCTTTTATTAATGACGAAGAAGTGACGGTATTTAATGAATAAGCTCCGGCTAACTACGTGCC
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AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGTA

AGTCAGATGTGAAATTCGTGGGCTCAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTTAGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU13980;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9995),c:Gammaproteobacteria(0.9993),o:Pseudo

monadales(0.9941),f:Moraxellaceae(0.9892),g:Acinetobacter(0.9818); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTTTGGTTGTAAAGCACTTTAAGCGAGGAGGAGGCTACCGAGATTAATACTCTTGGATAGTGGACGTTACTCGCAG

AATAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGT

AAAGCGCGCGTAGGTGGCCAATTAAGTCAAATGTGAAATCCCCGAGCTTAACTTGGGAATTGCATTCGATACTGGTG

GGCTAGAGTATGGGAGAGGATGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGAT

GGCGAAGGCAGCCATCTGGCCTAATACTGACACTGAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13981;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Porphyromonadaceae"(0.2864),g:Parabacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGCAGGATGAAGGA

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTACTTCACGTGTGATTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTGCTTTAAGTCAGGGGTGAAAGTTTGTGGCTCAACCATAAAATTGCAATTGAAACTGGGAGACTTGAG

TACGTGTGAGGTAGGCGGAATGTGTGGTGTAGCGGTAAAATGCATAGATATGACGAAGAACTCCGATTGCGAAGGC

GGCTCGCGAAGCCACAACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU13982;tax=d:Bacteria(0.9450),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Euba

cteriaceae(0.0086),g:Alkalibaculum(0.0043); 

ACGGGAGGCAGCAGTTAGGAATATTCGTCAATGGGGGAAACCCTGAACGAGCAATGCCGCGTGAGTGATGACGGTC

CTTTGGATTGTAAACCTCTGTTGTATGGGAAGAACACTAAGTATAGGAAATGATGCTTAGCTGACGGTACCATGCCAG

AAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTATTGGGCGTA

AAGCGTGTGTAGGCGGTTTATTAAGTATAAGATTAAAGCCCGAAGCTCAACTTCGGTTCGTCTTATAAACTGGTAGGC

TTGAGTATGGTAGAGGCAAATGGAACTTTTAGTGTAGCGGTAAAATGCGTAGATATTAGAAAGAACACCAGTGGCG

AAGGCGATTTGCTGGGCCATTACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13983;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG



8097 

 

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTACGTAGGCGGTTTCT

TAAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCCTGTGAACTGGGAGACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTG

TTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13984;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

TTCTGGTCTGTAAACTCTTTTATACGCAGCGCAATAAGTGCCGCTTGTGCTTCGATGAGCGTATGCTAACTATAAGCAT

CGGCTAACTCCGAGCCAGCAGCCGCGGTAATACGGCGGATGCGCTCGTTATCCGGATTTATTGGGCTTAAAGGGTGC

GTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCACGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGACTGGAG

TGCGGATGAGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAGG

CAGCCCACAGATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU13985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCCGCGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGGTATTGCATTTAAAACTGGAAGTCTAGAGATCGGAAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTATA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13986;tax=d:Bacteria(0.7187),p:"Bacteroidetes"(0.1310),c:Sphingobacteriia(0.0224),o:"Sphingobacte

riales"(0.0170),f:Sphingobacteriaceae(0.0046),g:Sphingobacterium(0.0032); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGACTGAACCAGCAATGCCGCGTGAAGGCGACGGCT

TTACGGGTCTTAAAGTTCTTTTGTCTGGGAGGAATAAGGTGTTAGTGAACAACGAAGAGAGTACTAGATGAATAAGA

ACCGCCTAAGTACGAGCCAGGAGCCGAGGTAATACGGGGGATGCGAGGGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCATGTTCAGTCAGCGGTGAAATGTCCGCGCTCAACGAGGAAAGTGCCTTTAATACTGGTAGGCTAG

AGTGCGAGTGACGTTGGTGGAATGTCTAGTGTAGCGGTGAAATGCGTAGATATCACACAGAACACCGGTTGCGAAG

GCGTCTAACGAGTCCACGATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU13987;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ococcaceae_1(0.0710),g:Desulfitibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTAGAGGAAGAACATTATATATGTGAATAATGTATATAACTGACGGTACTCTTAGA

GGAAGCTCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGT
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AAAGGGCGTGTAGGCGGGGTTTTAAGCAGGATGTGAAAACTATGGGCTCAACCGATAGCCTGCATCCTGAACTGGA

ACTCTTGAGGGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTTCTGGACTGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU13988;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Bacillales(0.9798),f:Staphyloco

ccaceae(0.9852),g:Jeotgalicoccus(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGTGTGATGAAGGA

TTTCGGTTCGTAAAGCACTGTTGTTAAGGAAGAATAGTAGTAAGAGTAACTGTTTACTAATTGACGGTACTTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGCGCGTAGGCGGCAAGATTAGTCTGATGTGAAAGCCCCCGGCTCAACCGGGGAGGGTCATTGGAAACTGTCTT

GCTTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGCAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGTGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU13990;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCAGATAA

GTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTTTGACTAGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13991;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4224),g:Blautia(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAAGTTCTATCATCAGGGAAGATAATGACGGTACCTGACTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTTGCAA

GTCTGATGTGAAATGCATGGGCTTAACCTGTGGACTGCATTTCAAACTGTGAGTCTTGAGTGCCGGAGGGGTAAGCT

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGCCTTACTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13989;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGT

CTTAGGATTGTAAACTTCTTTTATCAGGGACGTAGTAAGTGACGGTACTTGATGAATAAGCCACGGCTAACTACGTGC
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CAGCAGCAGCGGTAATCCGTCAGTGGCAATCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATAG

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTGGAAACTGTAGCTCTTGAGTGTCGGCAAGGTAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU13994;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7162); 

GCGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGACGCGTGAGTGAAGAAGGG

TTTAGGATAGTAAAGCTAGGTAGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCGGCGGGAATAGGTAGGTGGCAAGCGTTGTCCGGATTTATTAGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGACAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTTTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13993;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Lachnospiracea_incertae_sedis(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACGAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATGGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTAAAGAGTGAAACGCTACGGCCCAACCGTAGTAAGCTTTTGAAACTGGGAAACTAGAGAGTAGGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGAGGGATATTGGGCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTATGTGAAGATAGTGACGGTAGCAGAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGTAA

GTCAGAAGTGAAATGCATGGGCTTAACGCCTGAACTGCGTTTGAAACTGTTGGTCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTTA

CTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC



8100 

 

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTCAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCTTAGAGGTAGCGACGACCACCAGGGGCTACGCCGGTTTGCTGGACGGC

ACCTGACACTGCTACTCGAAGGCGCAGGCAGCCATTAGGATTAGATACCCTGGTA 

>OTU13997;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCGGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCACGCACTGACGGTATCCAACCA

GCAAGTCCCGGCTTACTACTTGACAGCAGCCTCTGTGATACTTCTGTGTCAAGAGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGAAGGCGGTTGATTAGGTCAGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGAAAGCGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU13996;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAATTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAATTGCATTTGAAACTGTTTTGCTAGAGTTAGGTAGAGGCAAG

AGGAATTCCCTGTGTAGCGGTGAAATTCGTAAATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGCGCTAT

ACTTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14000;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Gammaproteobacteria(0.8897),o:Pasteur

ellales(0.6138),f:Pasteurellaceae(0.4224),g:Actinobacillus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAGTGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTGTCGGTGATGAGGAAGGCGGTTGTTTTAATAGAACGATCGATTGACGTTAGTCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATGACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCATACTGGC

AAGCTTGAGTGAAGTAGAGGCAGGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAG

TGGCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.7787),g:Ruminococcus(0.4787); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAAGGACGATAATGACGGTACTTTAGGAGGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAA

GTCAGATGTGAAAACTATGGGCTTAACCCATAGACGGCATTGAAAACGGTAGTTCTTGGGTGAAGTAGAGGTAAGC

GGAATTCCTGGGGTAGCGGTGAAATGCTTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGCTTTT

ACTGACGCTGAGGCTCGAAGGCGTGGGTAGCAAACGGGATTAGATACCCTGGA 

>OTU13999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3884),g:Eisenbergiella(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GAAGCCGCGGGAATACGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTTCA

AGTCTGAAGTGAAATACCCGGGCTCAACCTGGGAACTGCTTTGGAAACTGTACGGCTTGAGTGCTGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU13998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Erysipelotrichia(0.9769),o:Erysipelotrichales(0.9

606),f:Erysipelotrichaceae(0.9387),g:Turicibacter(0.9705); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGACGGATGAAAGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCGCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCTCGGCTAACTACGTGCCAGCCGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGTTGGTTAAGTCTGATGTGAAAGCCCACGGCTTAACCGGGAAGGGTCATTGGAAACTGGTC

AACTTGAGTGCAGAAGAGGGAAGTGGAATGCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14005;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Leuco

nostocaceae(0.0000),g:Weissella(0.0000); 

TTGAAAGGGAAACGATTGAAGCCAGTCGTACTCATGGGTAATCAACCTTTCTGGCGCGATTATGTGGGCGTGTTGGA

GCTTAATCAGCCCTCGCGTTTTTATATTCGTTCCCCTTGGGTGTACTTGCCCGTGTGGTAGGTTAACATCAATTTCGGA

CGTCATAAAATGACGGGAGGAATGTAGCTTTGGTCTCGTACTGAAGTGTTATAGCCTCTAGTAGATGTGACGTCTGG

GATTGAGGATTGCAACGGATACCTCTCGGGGCTACCTGCCTGGTCTCTGATGGTTGCTATGGTGCCGAAAGCTTGCTT

ACGGTCATCAAAGTTGATTGTCAAAAGGTTAGAACAGGTTAAATTCGTTAAGGATGCTGACGTA 

>OTU14002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8189),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0712); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTGACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCACGAGCGTTATCCGGAATTATTGGGCGTA

AAGAGTGAGCAGGCGGCTCGCTAAGCCCGGAGTGAAAGCGTGGGGCTCAACCCCATAAAGCTCCGGGAACTGGCG

GGCTAGAGTGCCTGAGAGGTCAACGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGCG

GCGAAGGCGGTTGACCAGCAGAGCACTGACGCTCAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14003;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGACGTGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCGAACTCCGTGCCAGCAGCAGCGGTATTCGGGGGGATGCGGGCGTTATCCGGATTCTTTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCTGGGGTGAAAGTCCGGTGCTCAACCGCGGGACTGCCCTTGATACTGTCGGGCT

GGAGTGCGGTTGAGGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATGGCG

AAGGCAGCTGGCGGGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14004;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Gammaproteobacteria(0.5963),o:"Entero

bacteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCTAGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGTGGCAAGCGTAATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCA

AGCCAGATGTGAAAGCCCGGGGCTCCACCTGGGAACTGCATCTTATACTGGCAAGCTTGAGTCTCGTAGAGGGGGG

TAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTTGGGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14006;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAACGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TCTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTTACGTTATCTAACCAG

AAAGTCACGGCTCACTCCGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGGGGTGAAAGAGGTTGGCTTAACCAAAGAGGTGCATCGGAAACTGTCGG

ACTTGAGTGCAGAAGAGGAGAGTGGAATGCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU14008;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGCCGGGAGTCTGATCCAGCCAAGCAGCGTGCAGGATGACAGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAATGAGTGCCACGTGTGGCCTATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGTCTGATAAGCGTGTTGTGAAATGTCGGCGCTCAACGTGGGCAGTGCAGCGCGAACTGGTGGACTT

GATTGCACATGAAGTGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCATCCTGCTGTAGCGTAATTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14007;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0252),g:Saccharofermentans(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTTAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGAGATGCATCTGAAACTACGAGTCTTGAGTGTCGAAGAGGG

AAGGGGAATTCCGAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAAAAGCAGTGGGGAAGGCGACTTACTGGA

CGATAAGGGACGCTGAGGCACGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14009;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5273),g:Intestinimonas(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAAGTCACGGGCTCAACTCGTAGACTGCATTTGAAACTGTTCTGCTTGAGTGACGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14010;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTCGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCAGTGCGAACTGGTTGTCTAGAGTGCACGAGAGGTGAGC

GGAATTCGTCGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACTCCGGTGGCGAAGGCGATTCTCTGGAGTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14011;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9776),o:Aeromo

nadales(0.9063),f:Succinivibrionaceae(0.8505),g:Anaerobiospirillum(0.6200); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAAAACTGATGAAGCCATGACGCGTGTGTGAAGAAGGC

CTTCGAGTTGTAAAGCACTTTCAGTGGAGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGTAGGCGGAAAGG

TAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGTCATTCTAAACTGTCTTTCTAGAGTATTGCAGAGGGAG

ATGGAATTTCAGGTGTAGCGGTGGAATGCGTAGATATCTGAAATAACACCGGGGGCGAAGGCGGTCACCTGCGCAA

ACACCGACGCTGAGTTGCGAAAGCCTGGAGGGAGAACAGGATTAGATACCCTGGTA 

>OTU14012;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTTTAAGGGAATAAAGTGCACCACGTGTGGTGATTTGTATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGTCTGTTGTGAAAGTTACCGGCTCAACCGGGAAATTGCAGCTGGTACTGCATGACTTGA

GTGCACAGGAGGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTTACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Dorea(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTCTTATAA

GCGTGATGTGAAATGCCGGGGCTCAACCTGGGCAGTGCATTGCGAACTGTGAGGCTTGAGTGCTGAAGAGGAAGGC

GGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGAAGGCGGCCTGCTGTAGCGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14014;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGTCGCGTGCAGGATTGCGGC

CCTACGGGTCGTAAACTTCTTTTATGCGGGGATAACGTGCGCCACGTGTGGCGCCTTGTAGGTACCCGGTGAATAAG

GTCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGCGGTTAAGCGTGAGGTGAAATGTAGCCGCTCAACGGCTTCGTTGCGTATGGTACTGGGTTCCTTG

AATGAGTGCGACGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGCCAAAGAACCCCGATTGCGAAG

GCAGCTGACCAGGCCTTTACTGACGCTAAAGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGATA 

>OTU14015;tax=d:Bacteria(0.0041),p:SR1(0.0000),g:SR1_genera_incertae_sedis(0.0000); 
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GCCATTCCATCCCTCCTTCTGCACGTCATTTTTGACGCACGTTTTCTTCTGCGTCAGTCCGCACGTCAGTGTTTCCTGCG

CGTACACGCACGGTACACGCGAACAATTCAGCGGCTTTAACCGGACGCTCGACGCCATTAATAATGTTTTCCGTAAAT

TCAGCGCCTTCCATGATGAGACAGGCCGTTTGAATGTTGACGGGATGAACATAATAAGCAATGACGGCAGCAATAAA

CTCAACAGGAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGA

GCACGAGAGCGGTCAGTAGCAATCCAAACTGGGGTGCTCGTCAGAAAAGCGAAAGCAGCTTCGGG 

>OTU14017;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTGGGGGCTCAACCTGGGCATGGCGGCGCGAACGGGAAGACTT

GAGTGCGCAGGAAGGAGGCGGAATTCGTGGGGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGA

AGGCAGCCTGCGGTAGCGTAACGGACGCTGAAGCTCGAAAGCGTGGGTATAGAACAGGATTAGATACCTGGTA 

>OTU14018;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAGGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGAGTAAAGTATGGGACGTGTCCCGTTTTGCATGTACCGCACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGGATATTAAGCGTGTTGTGAAAAGTAGAGGCTCAACGTCGGGAGTGCATCGCGAACTGGTTACCT

TGAGTGCGCGGGGAGTAAGTGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCGATTGCGA

AGGCAGCTGACTGTAGCGTTACTGACGTTGAAGCTCGAAGGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14016;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Negativicutes(0.8189),o:Selenomonadales(0.57

66),f:Veillonellaceae(0.3884),g:Anaerovibrio(0.0615); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGACATAATCAGGAAATGGGTTATGGAGGACGGTACCTTTCG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGCGTCTAGGCGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAA

ACTAGAGTACTGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14019;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTCTGGGTTGTAAACTGTTTCTATGTGGGGATGAAGTGGGCCACGCTTGGCCTTTTGCTGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGGCAAGCTTG

AGTGCGCGAAACGTAGGCGGAATTCGCCGTGTAGCGGTGAAATGCGTAGAGATGGGGAAGAACACCGATGGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14021;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGGGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGATGCGATCGTGACCGCAGTTGCATGTACCTTATGAATAAGC

ATCGGATAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGGAGTTAAAGTCGGGGGCTCAACCTCTGAATTGCATTGGAAACTGGCGAACTTGA

GTACGTACGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAGATGCGTAGATATCATGAAGAACCCCGATCGCGAAGG

CAGCCTGCCAGACCGTTACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14020;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9784),o:Aeromo

nadales(0.8955),f:Succinivibrionaceae(0.8146),g:Anaerobiospirillum(0.6200); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTGGAGAGGAAACACTGACGTTACCCACAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAGAGGGCATGTAGGCGGAAAGG

TAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTTGTTGTTCTAAACTGGCTTTCTAGAGTAATGCAGAGGGAG

ATTGAATTTCAGGTGTAGAGGTGGAATACGTAGATATCTGGAAGAACACCAGGGGCGAAGGCGGTCTCCTGGGCAA

ATACTGAAGCTGAAGTGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCTGGTA 

>OTU14022;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTACACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGGATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTCGTGAAATGTACGGGCTCAACCGGGGCAGTGCGGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTATATCGTAACTGACGCTAATGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.4914),g:Blautia(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTCACTACGTGCAA

GCAGCCGCGGTACTGCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GGCTGATGTGAAAGGCTGGGGCTTAACCCCGGGACTGCAGTGGAAACTGCATCGCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGC

GACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3884),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAAGGAGGAAGTA

TTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTCGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTTGTAA

GTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTGAGCCTTGAGTGCGGAGGAGGTAAGC

GGAATTCCTCGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14025;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.5963),o:Sphingom

onadales(0.1719),f:Sphingomonadaceae(0.0710),g:Sphingomonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCATGAGTGATGAAGGC

CTTAGGGTTGTAAAGCTCTTTTAGCGAGGAAGATAATGACGGTACTCACAGAATAAGTCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTTAGTAA

GTTAGAAGTGAAATCCTGAGGCTCAACCTTAGAATTGCTTTTAAAACTGCTAATCTAGAGATTGGAAGAGGAGAGTG

GAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGTTCAGATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14028;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAAAGTAACTGTTCAGGCAGCGACGGTTTCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGCGGAGCCGAACGGTATCCGGATTTATTGGGTGT

AAAGGGAGCGTAGGTGGACTGGTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGTC

AGTCTTGAGTAAAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGAT

TGCGAAGGCAGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTG

GTA 

>OTU14029;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGCGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAG

TGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14026;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGTGTACCAGGGGAATA

AGCATCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGCGAGTGGTGAAATTCCGGGGCTCAACGTCGGGGTTGCCATGGATACTGTCGGG

CTGGAGTGCGGATGACGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGC

GAAGGCAGCCGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14027;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Pept

ostreptococcaceae(0.0113),g:Filifactor(0.0056); 

ACTTTAGGCAGCAGTGGGGAATATTTTGCCCTGGTCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGTCT

TCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCGCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCAA

GTTGGAAGTGAAATACCCAGGGCTTAACGCGGGTGCTGCGTTCAAAACTACTAGACTTGAGTGTGGGCGAGAATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14031;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTACGGGTCGTAAACTTCTTTTATAAAGGAATAAAGGCGTCCACGTGTGGACGTTTGCATGTACTTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCTGTTAAGTCAGCTGGGAAATGCCGCGGTTCAACCGAGGACCTGCAGTTGAAATGGGCGGCCTTG

GGTGCGGTGGAGGCAGGCGGAATTCGTGGTGTAGGGGTGAAATGCTTAGATACAACGAAGAACCCCGATTGCGAA

GGCAGCCTGCCAATCCGTTACGGACGTGCATGCTCGAAGGTGCGGGTATAAAACAGGATTAGAGACCCTGGT 

>OTU14033;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGGCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTCGTACTTG

AGTACGCTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGAGTGCGAAG

GCAGCCTACCGTAGCGGGATCGACGGTGAGGCTCGAGAGAGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14030;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.6350),g:Eubacterium(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTCTTAGTGAAGAATAATGACGGTCGCTAAGGAGCAAGCCACGGCTAACTTCGTTCCA

GCAGCCCCGGTAATACGTAGGTGGCCAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCTCAGGCGGGTGATCAA

GTCAGCTGTGAAAACTACGGGCTTAACACGTAGACTGCAGTTGAAACTGGTAATCTTGAGTGAAGTAGAGGTTGGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14034;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCACGTACCGCATGAATACG

GACCGGCTACTTCCGTGCCAGCAGCCGCGGTATTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGTGCAAGCGTGATGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGGAAAGCTT

GAGTGCGCGAAACGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCGTAGATATTGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14032;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.3204),g:Coprococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGAACTTACTGGGTGTAAAGGGAGCGTAGACGGCTGT

GTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGGGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14035;tax=d:Archaea(0.0041),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Natrialbales(0.000

0),f:Natrialbaceae(0.0000),g:Natrinema(0.0000); 
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ACTTTATCCTCCAGTAAGGGGCCGCAGCCCCTGCAATTAACATCGTTGCCCACCTACATACCCAAGACGAGCGCCTTT

ACGCTTGCCTTTAGTCCCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTAC

ATCACTCCTTCTGCACGTAATTTTTGACGCACGTTTTCTTCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTACAC

GCAAGGTAAACGCGAACAATTCAGCGGCTTTAACCGGACGCGCGACGCCATTAATAATGTTTTCCGTAAATTCAGCG

CCTGCCATGATG 

>OTU14036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2524),g:Lachnospiracea_incertae_sedis(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGAACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAGGTA

CTTCGGTATGTAAAACTCTATCAGCAGGGACGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTATGGTAA

GTCAGAAGTGAAAGGCCCGGGCTTAACCTCGGGACTGCTTTTGAAACTGTCAATCTAGAGTACAGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14037;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGCGGCACGTGTGGCGTATTGCAGGTATCATATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTTATAAGCGTGTTGTGAAATGTTGCGGCTCAACCTTGACATTGCAGCTGAAACTGTGAGACTTG

AGTGCAGAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTACTGCAACTGACACTGAAGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14039;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Prevotellaceae"(0.9387),g:Prevotella(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCCTGTTTTGAAATTTCGGGGCACAACCTGGGCGTTGCAGCCCGAACTTGTAGACTTGA

GTGCGCAGGAAGTAGGCGGAATCCCTCGTTTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CCGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14038;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Porphyromonadaceae"(0.0904),g:Coprobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTACGGC

CCTACGGGTTGTAAACTTCTTTTGACGCAGAGCAATAAGGTCCACGCGTGGAGCGATGAGAGTATGCGTAGAATAAG
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CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGCCAGCGGTGAAAGGCCGGGGCTCAACCCTGGAAGTGCCGCTGGTACTGTTTGGCTG

GAGTGAGCCCGACGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTGGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14041;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0

.9934),f:"Fusobacteriaceae"(0.9884),g:Fusobacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCAAGCAGCCGCGGTAGTACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGG

TAAGTCTGATGTGAAAATGCGGGGCTTAACTCCGTATTGCGTTTGAAACTGTCAAACTAGAGGACTGGAGAGGTGGG

CTGAACTACAAGGTGAGAGGGGAAAATGGGTGATATTTGGAGGAATGACGAGGGGGAAGGCAGCCCACTGGACAG

ATACTGACGCCAAAGCGCGAAAGCGGGGGTAGCAAACAGGATTAAATAACCTGGTT 

>OTU14040;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACGCCACTCGTGGTGTTTTTCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCCGATTAAGTCAGAGGTGAAAGTCAGAGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTGA

GTACGTAAGGGGCAGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATGGCGAAG

GCAGCGTGAAAGGCCGTGACTGACACTGATGAACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

TCTCTGGATTGTAAACTGTTTTTATACGGGGAAAGAGTGGGCCACGTGTGGCATATTGCACGGACCGTCTGAATACG

GACCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCTGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGACTGTTAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAAGCTT

GAGTGCGCAGGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGGTTGCGAA

GGCAGCCTGCTGGAGCGTAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14044;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAATCTGCTTTTTTAAGGGAATAAAGTGCACCACGCGTGGTGGTTTGTATGTACATTATGAATCAGG

ATCGGCTAACTCCGTGCCAGCAGCGGCGGTCATCCGGAGGCTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCGGCAGGTTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGGCCTGCGTGA

GTGAGGCAGAGGCAGGCGGAATTTGTGGCGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGCACAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGATGGAATGGCAA

GTCAGATGTGAAAGGCATGGGCTCAACCCGTGGACTGCATTTGAAACTGCCAGTCTGGAGTGTCGGAGGGGCAGGC

AGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGTGGCGAAGGCGGCCTGCTGGACGATA

ACTGACATTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14043;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8189),o:Desulfovib

rionales(0.5023),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAACCTCTGTCGGAAGGGAAGAATAATTACTGTGCTAATCAGCAGTTCTCTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTGATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCGTGTAGGCTGTATGGCAAGTTGAATGTGAAATCCCACGGCTCAACCGTGGAACTGCATTCAAAACTACCAA

ACTAGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGGGTGGAATCCGTAGATATATGGAAGAACATCAGTG

GCGAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTCTGCCACGTGTGCCATTTTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGACTTTTAAGCGTGTAGTGAAATGTAGGGGCTCAACGGGGGCATTGCAGCGCGAACTGGGTAACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTACTAGAGCGCAACTGACGCTAAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Flavonifractor(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAATGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGATGCAAGTGACGGTACCGAAGGAATAAGCCACTGCTTACTACGTGC

CAGCAGCCGCGGTAAGACGGAGGTGGCAGTCGTTATCCGGATTTACTCGGTGTAAAGGGCGTGTAGGCGGGATTGA
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AAGTCAGATGTGAAAACAACGGGCTCAACCTGGGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACAGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14048;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGCCTGAACCAGCCATGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACCGCTTTTATACGGGGGTAAAGAGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCTGTTAAGCGGGTAGTGAAATGCCGGGGCTCAACGTCGGAAGTGCAGCGCGAACTGGCAGACTT

GAATGCCCAGGCAGTAGGAGGAATTTGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAA

GGCAGCCTGCGGAGGCGTGACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14049;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0904),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTAGTCGGGAATAAAGTTTGGGACGTGTCCCGTATTGTAAGTACCAACAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTTTTAAGTCAGTTGTGAAAGTCGGCGGCTCAACCGTAGAATTGCCGTTGAAACTGGAAGTCTTGA

GTTCACACAGGGAAGCCGGAATTCATCGTGTAGCGGTGAAATGCTCAGATATGATACAGAACTCCGATCGCGAAGGC

AGGCTTCCGGGGTATTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14050;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATCCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATGAGCAGGGACGAGAATGACGGTACCTGACTAAGCAGCCCAGGCTAACTACGGGCCA

GCCGCCGCGGTTATTCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGCAGGCGGGAGTGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGATTGCACTGGAAACTGTGCAGCTCGAGTGTCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14051;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTCGTAAACTGCTTTTGGGTGAGGGTAAAAGGTGGGACGTGTCCTGCGTATTGCAAGTATCACCCGAATA

AGGACCGGCTCATTCCGTGCCAGCAGCCGCTGTTATACGGAAGGTCCGCGCGTTATCCGGATTTAGTGGGTTTAAAG

GGAGCGCAGGCGGTTCTTCAAGTCAGGTGTGAAAAGTCGGGGCTTAACCTCGCGCCTGCATTTGATACTGTTGAACT



8114 

 

TGAGTGCACACAGCGATGGTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCATGTGACCGGTGTGTTACTGACGCTGAGGCTCGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14052;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1679),g:Lachnospiracea_incertae_sedis(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGCCTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATCTGCAA

GTCCGATGTGAAAGGCGGAGGCTCAACTTCTGGATTGCATTTGAAACTGTAGAGCTTGAGTACCGGAAGGGTAGAC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCGGTGGCGAAAGCGGTCTGCTGGACGGT

AACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14054;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Deltaproteobacteria(0.8755),o:Desulfovib

rionales(0.6509),f:Desulfovibrionaceae(0.3884),g:Desulfovibrio(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAAGGAGTGCTAATCAGCAGCCAACTGACGGTACCTTCAAA

GGAAGCACCGGCGAACTACGTGCCAGCAGCCGCGTTAATACGGAGGGTGCAAGCATTAATCGGAATCACTGGGCGT

AAAGCGCAAGTAGGCGGTCATGTAATGCAGGGGTGAAAACCCACGGCCCAACCGGGGCACTGCCCTAGATACTGCC

CGACTCGAATCCTGAAGAGGGTGGCGGAATTCCAGTGGTAGGGGTGAAATCCGTAGATATCTGGAGGAACAGAAGT

GGCGAAGGCGGCCACCTGGACCGGTCTTGACGCTGAGGTGCGAAAGCGTGGGGAGCAACCAGGATTAGAAACCCT

GGA 

>OTU14053;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGTTTTTATAGGGGGAGAAAGTGTGCCACGTGTGGCATATTGCAGGTATACTATGAATCAG

GACCGGCTAATTACGTGCCAGCAGCCGCGGTAATACGGATGGTCCGGGTGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGTCTTG

AGTGCGCGAGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTATCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14056;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGGCGATAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTGTGTGGGGATAAAGTGCAGTATGTATGCTGTTTTGTAGGTATTGTGTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTGAGTTGTGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTGAGTCTTGA
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GTACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCTGGACTGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14055;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGGAGAAGAACATGCGTGAGCGTAACTGTTCACGCGGTGACGGTATTCAACAA

GAACGTCACAGCTCACTCCATGCCAGCAGCCGATATGATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCAGTTACTTAAGTGAGATGTGAAAGGCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGG

GACTTGAGTGCAGAAGAGGACAGTGGAACGCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU14057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.5991),g:Clostridium_XlVa(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTTAGACTTGAGTGCAGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCATTGGGGAAGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAATACCTGGGCTAAACCAGAGAGCTGCATTCGAAACTGTTTGTCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14061;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9877),o:"Bacteroidales"(0.

9940),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

CCTTTCTTCCTCCTTTCTTCCTCTTCTTCCCTGTCCTTTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCTAT

GGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTA

GGTGAACAGTTAAGTCAGTTGTGACAGTTTGCGGCTTAACCGTAGAATTGCAGTTGATAATGGCTGTCTTGAGTACA
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GTATAGGTGGGCGGGATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAGGGCAGCT

CACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGAATTAGATACCCTGGTA 

>OTU14059;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Euba

cteriaceae(0.0086),g:Eubacterium(0.0043); 

ACGGGAGGCAGCAGTAAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCAGCGTGCAGGAATAAGGCC

CTATGGGCTGTAAACTTCTTTAGACTCAGAGCAATAAGGGCCACGCGTGGTCCGTTGAGGGTATGAGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGACTGATGTGTAAGTCAGATGTGAAAACCCGGCGCTCAACACCTGAACTGCATTGCGAACTATGCAGCTAG

AGTGTCTGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTTGCGAAG

GCGGCTTACAGGACGATTACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14060;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Euba

cteriaceae(0.0904),g:Eubacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGTAGACGGCTGTGTA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14063;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Porphyromonadaceae"(0.9108),g:Butyricimonas(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAAAGGTACGCGTACCTTCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGCCAAGTGAGCGGTAAAAGGCGGCAGCTGAAGTGGAGCACGCCGTTGAAACTGGCGAGCTGG

AGACGGGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCTTAGATATCACTTGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCGCGATCTGACGCTGAGGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14064;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1872),g:Butyricimonas(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAATCGCACGGGTGCGATCTTGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTGTTAAGTCAGCGGTGAAATGTCCTCGCTCAACGAGGAAAGTGCCGTTGATACTGGTGGGCTTGA
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ATGCGGATGCCGTTGGAGGAACATCAGTGGCGAAGGCGACTACCTGGACAGCAACTGACACTGAGGCACGAAAGCG

TGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14062;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGAACCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCGACGTGTGGTCCGATGAGAGTACGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCGGCGTCGCAAGTCAGCGGTGAAAGGCCCGAGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCGTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTCACGAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14067;tax=d:Bacteria(0.6056),p:"Bacteroidetes"(0.1310),c:Sphingobacteriia(0.0132),o:"Sphingobacte

riales"(0.0109),f:Sphingobacteriaceae(0.0033),g:Parapedobacter(0.0024); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTTCAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGCCATAT

GGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCAAGTACGATGAGAGTACCAGGGGAATAAGAAT

AGGCTAACTCAGTGCAAGCAGCCGCGGTAATAAGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GGAGGCGGTTAGATAAGTTTGAGGTTACATGCTTCTGCTCAACAGGAGTTTGCCTTGAACACTGTCTGACTAGGATGT

ACACGGCGCAGGCCGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCAGC

TTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14065;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATTGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTTGGGACTGCATTGCAAACTGGTTGGCTAGAGTGCAGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14066;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Euba

cteriaceae(0.0710),g:Alkalibaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGTGTAGGCGGTCGATTA

AGTCTGGTGTGAAATACCCGCTTTTAAGGTGGGTCGTGCATTGGAAACTGATTGACTTGAGTGCGGAAGAGGTAAGT
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GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCATA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14069;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTCGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14070;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTCGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGTAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCAGCAAAAACGTAAAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGAGTAGCGATGAGATGCTTGGATATCACGAAGAACAACGATTGAGAAGAC

AGATCACTAGACTGCAACTGAAACTGATGCTCGAAAGTATGGGTATCAAACAGGATTAGATACCCTAGTA 

>OTU14071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4914),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTTTAGCAA

GTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCTGACGTGAAATCTGGTGGCTCAACCACCAAACTGCGTTGGAAACTGTGGTTCTTGAGTATCGGAGAGGCAGGCG
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GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCATAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9936),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTTGTACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTGTGATGTGAAAGCCTTCGGATTAACCGAAGAAGGGCAACGGAAACCGGG

AGACTGGAGTGAAGAAGAGGACAGTGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACCCT

GGTA 

>OTU14073;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGACAAGTCGCGTGAGGGAGGACGGT

CGTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGCGCCAAGTGCTGTGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGACTGCGTTGTGTAGCGGTGACATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTTACGCTGAGGCACGACAGCGTGGGTCTCGAACAGGATTAGCTACCCTGGTC 

>OTU14074;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Porphyromonadaceae"(0.8505),g:Butyricimonas(0.7162); 

ACGGGAGGCAGTAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTATGGCCTGTAAACATCTTTTGTGAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAG

CATCGGCTAACCCCATTCCATCCCCCGCGGTAATACGGGGCATGCGAGCGTTATCCGGATTTATTGGGGTTAAAGGG

CGGGGAGGCGGGACGTCAAGTCAGCGGGAAAAGACTGCGGCTAAACTGGAGCACGCCTGTGAAACTGGCGACCTG

GAGACGAGACGAGGGAGGCGGAACTAGTGAAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGA

AGGCAGCTCCCCAGGCGCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14075;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCT

CTATGGGTCGGAAACTTCATTTATATAAGAATAAAGTGCAGTATGTATACTGTGTTGTATGTATTATATCAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTGTGCGGATCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAGG
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ACAGGAGAGGTGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14076;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4914),g:Dorea(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATACAACAACACCACATAAAGGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACATACCAA

CAACCACAATAATACATAAAAAACAAATATTATCCAAATTTACTAAATATAAAGAGAGCGTAGACGGCTTTGCAAGCC

AGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14080;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1098),g:Parasporobacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGGAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTTAAAGCCCGGGGCTCAACCCCGAAGACGACTTTTGCAACTGTAGAACTAGAGTACAGCAGGGCCGA

GCGGAGTTCCGATGGTAGCGGTCACATGCGTAGATATTAGGAGGACCCCCAGTAGCGAATGCGCGTACATGGACTG

TAGCTGACACTCAGGATCGAAAGCGTGAAGCGCACACAAGATTAGATACCCTGATA 

>OTU14078;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAGGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTCACTACGTG

CCAGCAGCCGCGGTCATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTATGGAGTGAAATTCCAGCGTGCAAGGTTGGAATTGCTTTGTAGACTGGTTGGCTTTAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Lachnospiracea_incertae_sedis(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGAAGGC

CTTCGGGATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCTTTGTAA

GTTAGATGTGAAAGCCCGGGGCTCAACCTCGGTACTGCATTTCAAACTGGAATGCTAGAGTGTGGGAGAGGATAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAGCTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14079;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumi

nococcaceae(0.8146),g:Ruminococcus(0.6200); 

ACGGGAGGCAGCAGTGGGTGATATTGCTCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTT

TTCGGATTTTTAACTTCTTTTATTAAAGACGAAAAGTGACGGTACTTAATGAAGATTCTCCGGCTAACTACGTTCCAGC

AGCCGCGGTATCACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAAGT

CAGATGTGAAATCTATGGGCTCAACCCCTAAACTGCATTTGAAGCTGTAGAGCTTGAGTGAAGTCGAGGCAGGCGGA

ATTCCCCGTGTAGCGGTGAAATGCGTAGAGATGGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14081;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCAAAGCAGCGTGAGTGATGACGGC

CTTCGGGGTGTAAAGCTGTGTCTTCAGGGAGAAAAATGAAGGGACGTGAGGAGGAAGCCACGGATAACTAAGTGA

AAGCAGGCGCGGTAATACGTCAGTGGCGAGCGTTGTACGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTTGGTGCTGCATTTCAAACTGGAAGTCTTGAGTGCACGAGATGTTAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGAAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTT

ACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATCTAGGACGATGAAGTGACGGTCCTTAATGAATAAGCTCCGGCTAACCACGCGCC

CGCAGCCGCGGATATACGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTCTTTTAA

GTTGGATGTGAAATCCCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14083;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0904),g:Eisenbergiella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTCTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATAAG

CGTGATGTGAAATGTCGGGGCTCAACTTGGGTATTGCATCGCGAACTGTGAGACTTGAGTGCGTAGGAAGTGGGCG
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GAATTCGTAGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACTCCGATGGCGAAGGCAGTTCGCTGGAGCGCAA

CTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14084;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1098),g:Eisenbergiella(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCAGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCAGGCA

AGTCAGGCGTGAAATATATCGGCTCAACCGGTATCTGCGCTTGAAACTGCAGGTCTTGAGTGCGCAGGAAGTAGGCG

GAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCAAC

TGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14085;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Oscillibacter(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTGTCTGGGACGTGAAGCATACGGTACCTGACGAATACGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGAATTTGAAACTGTTGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCGAGAGTAGCGGTGAAATGAGTAGATAATAGGAGGAACACCAGTGGCGAAGGCGGATTGATGGACGAA

AACCGAAGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCGGGTA 

>OTU14086;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ococcaceae_2(0.0710),g:Desulfotomaculum(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGAAGAAAGAGATAACGGAACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGAAGCCGCGGAATTACGTAGGGGGCGAGCGTTGTCCGGAATGCTTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGGAACTGCTTTGGATACTGATGGGCTAGAGTGCAGGAGAGG

TAAGTGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14087;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATTTTTTCCCCCCTGCTGCCTCGACGCCGCGTGTCTGAAGAAGTCTTT

CGGTATGTAAAGGTCTATCCGCAAGGAAGAAAATGACGGTACTTGACTCAGAATCCCCGGCTACCTACGTGCCAGCC

GCCGCGGTAATCCGTAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAGCC

CGAAGTGAAAGCCCGGGGCGCAACCCCGAGGACTGCGTGGGGAACTGTCGACCTAGAGTGCAGGAGGGGCAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACCCCAGTTGCGAAGGCGGCTTGCTGGACTGTAAC

TGACACTCATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14088;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3204),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TGTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGACGGACTGGC

AAGTCTGATGTGAAAGGCATGGGCTCACCCTGTTGACTGCATTGGAAACTGTTAGTCTTGAGTGCCGGAGGGTTAGG

CGCATTTCCTAGTGTAGCTGTGAAATGCGTAGCTATTAGGAGGAACACCAGTGGCGAAGGCGCCTTACTGGACGGTC

ACTGACGTTGAGGCTCGCAAGCGTGGGGAGCAACCAGGCTTCGATACCCTGGTA 

>OTU14090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9038),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCTTAAAGCTCTGTTGTTGGAGAAAAACGTGCGTGAGAGTAACTGTTCACGCATTGACGGTATCCAACCAG

AACGTCACGGCTAACTACGTGCCAGCAGCCACGATGATACGTAGGTGGCAAGCGTTATACGGATTTATTGGACGTAA

AGCGAGCGCAGGCGGTTGCTTAGCGCTGGTGGGAAAGCCTTCGGCATAAACGAAGAAACGCAGGGGAAACAGGGC

GACTTGAGTGCAGACGAGGACAGTGGAACTTCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTG

GCGAAGGCAGCTGTCTGGACTGCGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14089;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAGCCTGATCCAGCGACGCCGCGTGACTGAAGAAGGA

CTTTGGGATGTAAAGGTCTATTAGTAAGGAAGAAAATGACGGTACTTGACGAAGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCAAGCGTTATCCGGATTTGCTGGGTGTAAAGGGCGTGTAGGCGGGTTTGCAA

GTCAGAAGTGAAATCTATGGGCTCAACCCATAGCATGCGTTTAAAACTGTAGTTCTAGAGATCAGGAGAGGCAATCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGTGTTGCTGGACAATAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14091;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCACCGACGCCGGGTGATTGAAGAAGAA

TTTGGGTATGAAAAGGTCAATCAGAAAGGAAGAAAATGACGGAACTTGATTAAGAAGCCCCGGTTAATTACGTGCCA

GCAGCCGGGGTAAAACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14092;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9900),c:Actinobacteria(0.9462),o:Coriobacteriales

(0.8520),f:Coriobacteriaceae(0.7068),g:Adlercreutzia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTCAGCAGGGACGAATTCCGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGGGTTATCGGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCGCGTC

AAGCGGTACCTCTAACCCCGGGGCTCAACCCCGGGCCGGGTCCCGGACTGGCGCGCTCGAGTGCGGTAGAGGCGAG

TGGAATTCCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCTCGCTGGGCCGC

CACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCTGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAGTCCCCGGCTAACTACGAGCCA

GCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCA

AGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTCAGGCTAGAGTGATTGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACAGC

GACTGACGTTGAGGCTCGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14093;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCTGTGCGG

TAAGTCAGAGGTGAAAGGTCCGCGCTCAACGCGGGAACTGCCTTTGATACTGTCGTGCTGGAGTGCGGATGCCGTTG

GAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGAGGCGAAAGCGATTGTCTGGACT

ACAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14098;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_1(0.0000),g:Anoxybacillus(0.0000); 

AACGAATGGACCAACTCCCTAAACCCCAAGCTGTCGCTACTTCCCAAGAAGCTGTTCAGCATCAGAATGAGCCGCAAC

TTCGGGCTGAAACTGCTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCG

ACGCCGTTCAACCAGATATTGAAGCAGAACGCGAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCG

ACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGATAAAAATGATGGGCGTATCCA

ACCTGCAGAGTTTTATCGCTTCCAGGACACAGA 
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>OTU14097;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTTTCCTCAAGGAAGATAATGACGGTGCTTGAGGAGGAAGCCCCGCCTAACTACGTGCCC

GCAGCCTCGGTATTACGTCTGGGGCTCGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCAACCGGAGGAAGCATTTGAAACTGGGAAACTTGAGTGAAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14095;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Ruminococcus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TCTCGGTTTGTAAACCTCTGTCGGAGAAGACGAAGGTAGTGACGGCTGTCTGTGAGGCCGCCCCGGCCAACTACGCG

CCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTCGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCAG

ATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCGGATACTGTTTGACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGAC

TGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14099;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGGAGTATGTATACTGTTTTGTATGGATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGTGCGTTATCCGGAGTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGGTGTGAAAGTTTGGGGCTCAAGCGTGGAATTGCAGTGGATACTGTTAGTCTTGA

GTACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTG

TAAGTCTGATGTGAAAACCCGGGGCTCAACCCCGGAACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTGGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14096;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.0904),g:Caloramator(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTCCTTAGGGACGAAGGACGTGACGGTAGCTCATGAGTAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGCTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGGTATG

TAAGTTGGATGTGAAATCCCCGGGCTTAACCCGGGGACTGCATTCGAAACTGGAGATCTAGAGTGCAGGAGAGGGA

AGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14101;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGACGGCATG

GCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTCAAGCTAGAGTGCAGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14102;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTGCTGCT

GGAGTGCAGGAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCG

AAGGCGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTAGTA 

>OTU14103;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAG

CAAGTCAGGAGTGAAATCCATGGGATTGAGCCATGAAATGCGTTTGAAGCGGTTGTGAGTGAAGATCGGAGAGGCA

GGAGGAATTCCGAGGGTAGCGGTGAAGTGCGTAGATAGTAGGAGGAACACCAGTAGCGAAGGCGGCTTGCTGGAC

GACAACAGACGCTGGGGCGCGAAAGCGTGGGGAGCAGACAGGAATACATACCCTGGTA 
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>OTU14106;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGCGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGAGGTGAAGGTCAGGGGCTCAACCATGGAATTGCCGTTGAAACTGGCGAGCTTG

AGTACATAAGGGGAAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACCCCGATGGCGAA

GGCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14104;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGT

CCTCTGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTAAGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGGTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTTATAAGCCTGGTGTGAAATGTCGGGGCTCAACCCGGGCAGTGCAGTGCGAACTGGTAGACTT

GAGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14105;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGGAGGCTGAACCAGCCAAGTAGCGTGCGGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTGTTGGGGGACAATATGTGCCACGTGTAGCGTATTGCGGGTACCCTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCCGTCGTATAAGCGTGAGGTGAAATGTCGGGGCTCAACCTGGGGATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGCAGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14107;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:Aeromo

nadales(0.8520),f:Succinivibrionaceae(0.7068),g:Anaerobiospirillum(0.5239); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTGGAGAGGAAACACTGACGTTACCCACATAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCTGCGGTCATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGTAAATGGCATGTAGGCGGAAAGG

TAAGTAGGATGTGAAATACCCGGGCTCAACCTGGGTTGGTCATTCTAAACTGGCTTTCTAGAGTAGTGCAGAGGGAG

ATGGAATTTCAGGTGTAACGGTGGAATGCGTAGGTATCTGAGAAAACACCAGAGGGGAAGGCGGGCTCCTGGGCG

AATACTGACGCTGTGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCTGATTGTAAAGCTCTGTCTTTGGGGAAGATAATGATGGTACGCAAGGAGGGAGCCACGTATAACTACGTGCCA

GAAGCCGCGGTAATACGTAGGTGGCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATGCCCGGGCTGAACCTGGGTGCTGCATTCCAAACTGGTTGACTAGAGTGCGGAGGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCGGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14108;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGGCATC

AAGTCAGTGGTGAAATGGTGTGGCTCAACCATAGCATTGCCGTTGAAACTGATACCCTTGAGTGCAGTAGAGGTATG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTT

TACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAGA

CAAGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTGTAGCTAGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14111;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGCACTAAGGGACGAAGGAACTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTA

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCATAAACTGCAGTTGAAACTGTAGAACTTGAGTGTCGGTGGGGCAA

GCGGAATTGCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTAGACG

ATAACTGACGGTGAGGGGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14113;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACGTCTTTTATGAGGGAAGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAACAACACCCGCGGAGAACTCCACTCTCTGGACAGTA

ACCGCTGTTCCGGCCTGCGAGCGTCGGCAGCAAGTAGGATTAGATACCCTGGTA 

>OTU14114;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.2184),g:Butyricimonas(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

TCTATGGCCTGTAAACCTCTTTTGCCAGGGGAGAATAAAAGCTACGTGTACCGCATTGCAAGTACCTCACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGAGCGTTATCCGGATTTACTGGGTTTAAAGGGC

GCGTAGGCGGAACGTCAAGCGAGCCGTGAAAGCCTGCGGCTAAACTGTGGCACGCCGTGGGAACTGCTGCCCTCGA

GACGGGACGAGGGAGGCGGAACAAGTGGTGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATCGCGAAG

GCAGCTTCCCGGGCCGTGACTGACGCTGATGCTCGAGGGCGTGAGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14112;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGC

GTGTAGGCGGCTTTATAAGTCTGGAGTGAAAGTCCTGTTTTGAAGATGGGAATTGCTTTGGATACTGTAGGGCTTGA

GTGCAGGAGAGGTTATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAG

GCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14115;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

CCTTCCTTCAGCAGTTCTTCCTCTTTTTCCCTTTTCTTCCGACTTAACCAGCCATGCCGCGTGAAGGCGACGGCCCTATG

GGTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGTACCAGACGAATAAGCATCGG

CTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTA

GGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACA

GTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCT

CACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU14119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGTGCTTAAGTCAGATGTGAAAGGTTGGGGCTCAACGGTAGAATTGCAGGGGAGACTGGGTGTCTTG

AGTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCGTGCAGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14117;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGCGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAG

GGAGCGTAGACGGTAAAGCAAGTCGGAAGTGAAAGCCCGCGGCTCAACTGCGGGACTGCTTTGGAAACTGTTTAAC

TGGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGC

GAAGGCGACTCTCTAGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumi

nococcaceae(0.8505),g:Pseudoflavonifractor(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGACAATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGCTAGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCGGAGCCTGCATTTGAAACTGTTGGTCTTGAGTGCTGGAGAGGCAAG

CGGAATTCCGAGCGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14118;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTGAGGCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU14122;tax=d:Bacteria(0.0014),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f

:Chlamydiaceae(0.0000),g:Chlamydia(0.0000); 

CCCCCCTTTTCCTCCTCCTTTTTTCTAATAAGTACGCGTTCTTGCAAATCACCAGAAGGCGGTTCCTGAATGAATGGGA

AGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAACGATACCACTGACCCTCAGCAATCTTAAAC

TTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATACAAAACAGG

GTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTGTAGTCGCAGTAGGCGGAA

AACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAAGGTTTATAGGTCTG

TTGAACACGACCAGAAAACTGGCCTAACGACGTG 

>OTU14120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGGCTTCACCCATAAACTGCAGTTGAAAATGTTATTCTTGAGGTGAGTAGAGGGCA

GCTGAATTCCCAGGGTAGCGGTGAAATGCGTAGATATTCGGAGGAAAACCAGTGGCGAAGGGCGCTTGCTGGGCTC

TTCTGGCGCTTAGGCTCGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14121;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0560),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTCAAGGGCGTGTAGGCGGAGGT

GCAAGTCAGAAGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTACCCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATCTTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14123;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTAGTAAGGACGATGAAGTGACGGTACTTAATGAATAAGCTCCGTCTAACTACGTGCC

AGCCGCCGCGGAAATACGTAGGGATCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGAGCA

AGTCAAATGTGAAATCCGTGGGCTCAACCCACGAACTGCATTTGAAACTGTTTATCTTGAGAGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGAGGTGAAATGCGTAAAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTATA

TCTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14126;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.57

66),f:Spirochaetaceae(0.3884),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGCAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGTACGGTTGTAAAGTTCTTTTGACACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCACCGGCTACTTACCTGCCAGCTGCCGCGGTAACACGTAATTTGCGAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTTTGCAAGCCTGGTGTGAAATGCATAGGCTCAACCGATGAACTGCATTGAGAACTACAAGA

CTGGAGTTACGGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGCAGGTAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14125;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pept

ococcaceae_2(0.0252),g:Desulfotomaculum(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGGGCGTAACTTGGGGGGGGCATTTAATACTGGTTAACTAGAGGACAGGAGAGGAA

AGGGGAATTCCTAGTGTTGCGGTGAAATGCATTGGTAATAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTTGAAAGGGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14124;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGGAAACTTCTTTTACCAGGGACGAAGGACGCGACGGTACCTGGAGAAAGAGCCACGGCTAACTACGT

GCCACCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCAA

TTAAGTTAGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCAGTTCAAACTGGAGGTCTAGAGTGCAGGAGAGGA

GAATGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCAGTTGCGAAGGCAGCTCGCGGGAC

TGTTACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14127;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pept

ococcaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACGACG

AGCCAGCAGCCGCGGTAATACGTAGGGGGGGAGCGGTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCC

CGTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATCCTGATGGGCTGGAGTGCAGGAGAG

GAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTCGAGATCGGTAGGACCACCAGTGTCGCAGGCGGCTTTCTAG

ACTGAACCTGCCGCTGAGGCGCGAAAGCGTGGGGCGCCAACAGGATTAGATACCCTGGTA 
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>OTU14128;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiaceae_2(0.0560),g:Tindallia(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCT

CGCAAGTTGGATGTGTAATACCCAGAGCTTAACGCGGGTGCTGCATCGGAAACTGCGAGTCTTGAGTGTCGGAGAG

GTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGG

ACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTT

CTTCGGATCGTAAACCTCTATCTTCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTGTAA

GCGAGATGTGAAATACCCAGGCTCAACCTGGGGCCTGCATTTGAAACTGGAAGTCTAGAGTGCAGGAGAGGCGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14133;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

ACACAACCTGATTAGCGGCGTTGCCCGATGTCTCCCTCTGAATGCAATGAAGAAAACCCCCCTTACCAGCATTAACCG

TCAAACTCTCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAACA

GAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCCT

AAGCAGAAAACCTACCGCGCGTCGCTTGGTCAACCCCTCAGCGGCAAAAATTAAAAGTTGTACCGCGTCGGCGTGAT

AACCTCACACTCAATCTTTTAGCACGTAGTCATGATTGAAGCGCGAGTGGTCGGCAGATTGCGAGAAACGGT 

>OTU14132;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Ruminococcus(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAGTGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGTATCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCCTAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCGAAAGCGTGGGTAGTGAACAGGATTAGATACCCTGGTA 

>OTU14131;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0204); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGAAAGTGACGGTACATGGAGAAAAAGCCACGGCCAACTACGTG

CCAGCAGCCGCTGTAATCCGTAGGCGGCAAGCGTTCTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAT

TAAGTGGGATGTGAAATACCCGGGCTCAACATGGGCGCTGCAGTCCAAACTGTTTATCTAGAGTGCAGGGGAGGAA

GGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCACTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTAAGAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGTGCGTAGGTAGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAAC

TTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGC

GAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14134;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumi

nococcaceae(0.9294),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGTGTGAAGAAGGT

TTTCGGATTGTAAACTCCTTTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGACTGGCAA

GTTGGAAGTGAAATCTCTGGGCTCAACCCATAAATTGCTTTCAAAACGGCTGGCCTTGAGTAGTGCAGAGGTAGGTG

GAATTCCCGGTGTAGAGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCAACTGGGTAACA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14137;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.7428),g:Prevotella(0.6200); 

ACGGGAGGAAGCAGTGAGGAATATTGGTCGATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAAATGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATGAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTCATACGGAAGGTCCGAGCGTTATCCGGATATCTTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCACAACGTCTGCACTGCAGCGCGAACTGGTGTCCTTGA

GTACGCACAAAGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGTTATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGCCCAGGATTAGATACCCTGGTA 

>OTU14135;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGGAGGATGAAGGT

CCTACGGATTGTAAACTTTTTTTATAAGGGAATTAAACCTCCCACGTGTGGGAGCTTGTCTGTACCTTATGATTCAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGTTTATACGGAGGTTTCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGACGGGTCGTTAAGTCAGCAGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCGTGCTTGAGA

GCGGGAGAGGTGTGAGGAATTCGTGGTGTAGAGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGGC

AGCAAACTAAGCCGTAACTGACGTTCATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14136;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCTGATTTTAAACCTTATTCAACTGGGAAGAAGAAAGTGCCGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCACCAGCCGCGGCAATACGTCGGTGGCGATCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATT

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCAGAGCCTGCAGTTGAAACTGGGGGTCTTGAGTGTGGGAGAGGT

AAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGAC

CACAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14140;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGATCAACCCAGGAACGGCATTTGAAACGGTGGATCTTGAGTGTCGGAGGGGCAA

GCGGAATTCCTAGTGGAGGGGTGAAATGCGTAGATAATAGGAGGAACACCAGGGGAGAAGGCGGATTGCTGGACG

ATAAATGACGGTGAGGCGAGAAAGTGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU14141;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

AATATCCACCCCACCAGCAGCCGCCTCAGTGACGACCTTAGAACTATCCTTTGCAGTAGCGCCAATATGAGAAGAGCC

ATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCA

TTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGAATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAA

AGATTGGTGTTTTCCATAATAGACGCAAAGCGAGCAGTAGAATCCTTCTGTTGATAAGAAAGCATCACATATGGGGC

ATAAACCTGGGCTTTAGTAGTCTGGCG 

>OTU14138;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTTTAAAGTACTTTCAGCGGGGAGGAAGGGGGTAAAGTTAATACCTTTTCTCATTTACGTTACCCGCAGAA
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GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGTAGGGTGCAAGCGTTAATCGGATTTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATGCCCGGGCTCAACCCGGGAACTGCAGCTGGTACTGGCTA

GCTTGAGTCTCGTCGAGGGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAACACCGGTTG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14139;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0560),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGATTGTAAACCTCTGTTCTATGTGACGAAGGAAGTGCCGGTTGTATAGGAGGAAGCCTCGGCTAACTATGTGC

CTGCACTCGCGGTATTCCGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCTGACTTTTA

AGTGAGATGTGAAATACCCAAGCTCAACTGTGGAACTGCATTTCAAACTGGAAGTCTAGAGTACTGGTGAGGTGGGT

GGAATGCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCAACTCACTGAGCAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACCTCCCACGTGTGGGAGCTTGTATGTATCTCATGAATAAGC

ATCGGCTAACTCTGTGCCAGCAGCTGCGGTAATACGGAGTATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTCGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTGAGAGTTGCAGTTGATACTGGCGTCCTTGA

GTGTGATTGAGGTGTGCGGAATTCGTAGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACTCCGGTTGCGAAGGC

AGCAAACTAGGCCGTAACCGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14142;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4224),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGTAGCGACGCCGCGTGAAGGATGAAGTA

CTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCTCGGAACTGCATTGGGAACTGGTATGCTGGAGTGCCGCTGAGGCAGGT

GGAATTCGTAGTGTAGCGGTGAAATGCATAGATATTAGGCGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14143;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Blautia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGACGAAGAAGTG

CTTCGGCATGTAAAGTCCAATCAACGGGGGAGATAATGACGGTACCCGTGTAGAAGCCCCGGCTAACTACGTGCCAG
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CAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGTCAAG

TCTGATGTGAAAGGCTGGGGCTCAACCCTGGGACTGCATTGGAAACTGGCAGGCTGGAGTACCGGAGGGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14148;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

TCTATGGTTTGTAAACTTCTTTTATAAAGGAATAAAGACTGGTATGCATACCCGTTTGCACGTACTTTATGAACAAGCA

TCGGCCAACTCCGTTCCATCAGCCGCGGTAATACTGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGCGGATACTGGATATCTTGAGT

ACAGTTGAGGAAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAGGCTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14146;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Rumi

nococcaceae(0.9666),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACACTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATGGTGAACACCTGTAGGGAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGAAAAACGGAGGGTGCAAGCGTTGTCCGGAATTAATGGGTGTAAAGGGAGCGCAGGCGGACCGGC

AAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTAGAATGCGTCGATATCGTGAGGAACACCAGTGGCGCAGGCGACCTACTGGGCACC

AACTGACGCTGAGTCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14147;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.4

280),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGCGCGTAGGCGGCCCGGCAGGCCGGGGGTCGAAGCGGGGGGCTCAACCCCCCGAAGCCCCCGGAACCTCC

GCGGCTTGGGTCCGGTAGGGGAGGGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCA

GTGGCGAAGGCGGTTTACTGGACGATTACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU14150;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGTATTGTTTGTGAGCGTTGTGGTGTGGAGGTCACTGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCTCACGTCTGGCACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTCTGGACATGCCCCTGAG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTCCTGGATCCAGGTGATCACAAGGATCTGAAGTACAAGCA
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GCTGCTCACCGAGGATGGATGGCTGGAAATTGAAGATGAGATCTACGCCGAGGAATCGGAGATCGAAAATGAGCCG

GTGGTGGGCATCGGCGCTGAGGCGCTCAAGCAGCTGCTGGAGGACCTCACTCTGAATGAGGCGGCTGAGCAGCTGC

GCGAGGAGATCAACGGCAGCAAGGGCCAGAAGCGCGCCAAGCTGATCAAGCGTCTACG 

>OTU14145;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Gammaproteobacteria(0.3483),o:"Entero

bacteriales"(0.1483),f:Enterobacteriaceae(0.0560),g:Xenorhabdus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAGACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGA

TTAAGTTAGATGTGAGACCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTGACTGGAGTATGTCAGAGGGG

GGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACG

AAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14152;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAATAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATTTACCTTATGAATAAGG

ATCGGCTAACCCCGTGCCAGCACACGCGGTAATACGGAGGATCCGAGCGATATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAGGTCTGCTGTGAAAGTTTGTGGCTCAACCTTAGAATTGCAGTGGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCTATTGCGAAGG

CGGCTTGCTGGTGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14149;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.3884),g:Pseudoflavonifractor(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGATAATGACGGTACCCGATGAATAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCATTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGACTGCAAG

TCAGATGTGAAATCTGGGGGCTTAACCCCCAAACCTCATTTGAAACTGTAGTTCTTAAGTATCGGCGAGACAGGCGG

AGTTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTTGACGACAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14151;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCTTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

TAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGA
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GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGCGCGTCAAGTCCGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGA

GTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14155;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGTTCCTCTTGCACAATTTGTTAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGTCT

TCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGAGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGT

GAGATGTGAAATACCCAGGCTCAACTTGGGTGATGAATTACCAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGG

AATTCCTATTGTAGCGGTGAAATGCGTAGAGCTTAGGACGAACACCAGTCGCTAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU14154;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Deltaproteobacteria(0.5579),o:Desulfovib

rionales(0.2999),f:Desulfovibrionaceae(0.1485),g:Bilophila(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTATTGGGCG

TAAAGGGCTTGTAGGCGGTTGGTGGAGTCTGACGTGAAAGCCTCGGGCTTAACTGGGGGCGTGCGGTGGGTACGG

GGTGGCTTGAGGGCGGTAGGGGGGACGGGAATTCCTGGTGGTGGGGGTGAAGGCGCAGATATCAGGAGGAACAC

CGGTGGCGAAGGCGGGGTTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATA

CCCTGGTA 

>OTU14156;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5273),g:Lachnospiracea_incertae_sedis(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGACGTA

TTTCGGCATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GCCAGATGTGAAAGCCCGGGGCTTAACCCCGGGACTGCATTTGGAACTGCTGAGCTAGAGTGTCGGAGAGGCAAGC



8140 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTAAACGATA

ACTAACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14157;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.3959),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CGTCTGGTCTTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTACCTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCA

AGTTGGATGTGTAATACCCAGAGCTCAACTCGGGTGCGGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGAGAAGGCAGTTTGCTGCACGAT

ACCTGACGCTGAGACTCGCAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU14159;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3915); 

CCTTCCTTCCTCCTTTTTGACTATTGCACCCTGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCCTTC

GGGTTGTAAAGTACTTTCAGCTGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAAGAA

GCACCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGGTGCCAGCGTTAATCGGAATTACTGGGCGTAAAG

CGCAAGCAGGCGGTTTGTTACGTCAGATGTGACATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGAAAGCT

TGCGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG

AAGGCGGCCCACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGGA 

>OTU14158;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Epsilonproteobacteria(0.8189),o:Campylo

bacterales(0.5766),f:Campylobacteraceae(0.3884),g:Campylobacter(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGCGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGCAGGGAAGCATAGGAAGCGTGCTAATCAGCGCTTCTGTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTACTCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGATTATCAAGTCTGTGGTGAAAACTAAGGGCTTAACCAGTAAACTGCTTGGGGAACTGAT

AGTCTAGAGTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGGGGTAAAATGCGTAGATATCACCAAGAATACCCAT

TGCGAAGGCGATCGGCGGGAACTCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14160;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCTTAA

CAAGTTGGTAGTGAAATTCCGAGGCTTAACTTCGGGGCTGCTACCGAGACTGTTGAGCTTGAGTACAGGAGAGGTAA
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GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGCCTG

CAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14161;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTCGCGTGAAGGACGACTGC

CTTCTGGGCTTTAAACTCCGTTTGTAAAGGAATAACGTCGGGTATGTATACCCGATCGCACGTACTTTATGAATAAGG

ATCGGATAACCCCGCTCCAGCAGCCCCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGGTGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGGATGTCTTGA

GTGCGGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CGGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14162;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGACCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCAGCGGTAATCCGGATGGTCCGGGCGTTATCCGGATTTATCGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGGTGTGAAAGGTCGGGGCTCAACCTGGGCATTGCATCGCGAACTGGCAGGCTA

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14164;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTGTGTGTCGTAAACTTCTTTTATAGAAGAATAAATTGCAGTATGTATACTGTTTTGTCTGGATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGTGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCTGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCTGTCTTGAGT

ACTGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAGATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14163;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Entero

bacteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGAGCGTAGTCGGCATGACAAGCCAGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTTGGAACTGCC

AGGCTGGAGTGCAGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG
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TGGCGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU14165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTATGTGTCTTAAACTTCTTTTATATAAGAATAAATTGCAGTATGTATCCTGTTTTGTCTGTATTATATGAATACGGCTC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTGGATACTGTGAGTCTGGAGTA

CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCGCTGGACTGAAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCGGGGTTGTAAACTCCTTTTATACGGGGGTAAAGTCATCCGTGTGTGGATGTTTGCAAGTACCGTAAGAACAAG

GATCGGCTCATTCCGTGCCAGCCGCCGCGGTACTACGGAAGATCCGAGCGTTATCCGGATTTGTTGGGTTTAAAGGG

AGCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTG

AGTTTAGATAAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATGGCGAAG

GCAGCCATCCGGACTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU14166;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Gemmiger(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTTTGATTGTAAACTCCTTTCCCAGGGGACGATAATGACGGTACCCTGGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCTGCAAAACGTAGGGTGCAAGCGGTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGCA

AGTTGGGAGTGAAATCTATGGGCTCAACTCATAAGTTGCTTTCAAAACTGTCGGGCTTGAGTGGTGTAGAGGTAGGA

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU14171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGCGTGGTGTTTTGCATGTACATTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGACTAGTTAAGTCAGAGGTGAAATTCAGAGGCTCAACCATTAAATTGCAGTTGAAACTGGCGAGCTTGA
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GTACGTGCGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGGTCGCGAAG

GCGGCCTGCCAGGCCGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14170;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCTAGGGGCTCAACCCCTCAACTGCATTTGACACTGTAGCCCTTGAGTACGGGAGATGCAA

GCGTAAATCCAAGTGTCACGGTGAAATGCGTAGATAATAGGAGGAACACCAGTGGCGAAGGCGATTTGCTGGACGA

CAAGTGACACTGAGGCGCGAAAACGTGGGGTGCAAGCAGGGTTAGATACCCTAGTA 

>OTU14168;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Oscillibacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCAACGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGGAGAAGACGATACCTGGCGAATAAGCCACGGCTCACTACGTAC

CAGCAGCCACGGTCATGCGTAGGTGGCAGGCGTTGTCCGGATTTACTGGGTTTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCAGTTGAAACTGTTGATCTTGAGTATCGGCGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAGGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14169;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Euba

cteriaceae(0.0099),g:Alkalibacter(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCCCTGTCCTAAAGGACGAGGGAAGTGAGGGTATTTGGGGAGGAGGCCCGGGTTACCTACTTG

CCAGCAGCCCCGGTAATACTAAGGGGGCGAGGTTGGTCGGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCTTTT

TAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGGGACTGGAGAGCTTGAGTGCGGAAGAGGTA

AGTGGAATTCCCAGTGCAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCT

CTATGGGTCGTAAACTTCTTTTATAAAGGAATAAAGTGGAGTATGTATACCGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCTGTCTTGAGTA
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CAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTGGACTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14172;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATACTGGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTTAGGTGTGAAAGTTTGGGGCTCAACCGTAGGATTGCAGTTGAAACTGTCGGTCTTGAG

AACAAGAGAAGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACCGGACTCTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14174;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGGATAAAGTCGGCTATGTGTACCCTTTTGCATGTACTGTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGATGGTTAAGTTAGTTGTGAAAGTTCGGGGCTCAACCGTAAAATTGCAGCTGAAACTGGAGATCTTGAG

TGCACATGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGAGCCGTAACTGACACTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14178;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0615); 

ACGGGAGGCAGCAGTTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGTACGGTTGTAAAATTCTTTTGAACTGGAAGAATAAGCAGTGTAGGTAATGACATTGTGGTGACTGTACAGTTTGAA

TAAGCAGCGGCTAATTACGTGCCCGCAGCCGCGGTAACACGTAAGTTGCTAGCGCGGTTCGGAATTATTGGGCGTAA

AGGGCATGTAGGCGGTTATCTAAGCTTGGTGTTAAAGGCAGGGGCTCAACTCCTGGACTGCATTTGGAACTGGATAA

CTTGAGTTACTGAAGGGAAAGCAGAATTCCAGGTGTAGCGGTGAAATGTGTAGATATCTGGAAGAATACCAATGGC

GAAGGCAGGTTTCAGGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14176;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Erysipelotrichia(0.7881),o:Erysipelotrichales(0.5

023),f:Erysipelotrichaceae(0.3204),g:Turicibacter(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCGTCAATGGGCGAAAGCCTGACCGAGCAACTCCGCGTGAATGAAGAAGGCC

TTCGGGTTGTAAAATTCCGTTATAAGGGAAGTACGACTTTAGTAGGAAATGGCTAGTGTGTGACGTTACTTTATGAGA

AAGCCACGGCTAACTACGTGCCACCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTAGA

GGGCGCGCAGGTGGTTGATTAAGTCTGAAGTGAAAGGCAACGGCTTAACCGTGGAGGGTCGTCGGGAACTGGTAG
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GCTTGAGTGCAGTAGAGGGAGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCAGCTTCCTAGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14177;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Gammaproteobacteria(0.4045),o:"Entero

bacteriales"(0.1719),f:Enterobacteriaceae(0.0710),g:Dickeya(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGACCCGGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTGATCCGTCGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGCGGTCGTT

TAAGTTGGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCGAATACTGGGAGACTAGAGTGCAGGAGAGGGA

AGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCGCCTGGAC

GAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14175;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0355),g:Ruminococcus(0.0087); 

CCGGGATTCAGCCTTGGTTCCTATTGGTCAATTTTCTCCCGCCTGCCCCCTCCACGCCGCGTGAGGGAAGAAGGTTTTC

GGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCTCCGGCTAACTACGTGCCC

GCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAATTAA

GTTAGATGTGAAATACCCGGGCTTAACGTGGGGGGTGCATCGAATACTGGTAAACTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1872),g:Dorea(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTTTGTAAACTACTATCAGCAGGGAAGAAAATGAGGGTACCTGACTAAGATGCTCTGGCTAACTACGTCACA

GCAACCGCGGTATAACGCAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTATGCAA

GCCAGATGTGAAAGGCATGGGCTCAACCTGGGGACTGCATTGGAAACTGTCAGTCTTGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14179;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0110); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGCAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGCCGGTTGTAAAGTTCTTTTGACACTGAAGAATAAGTATTCCAGGGAATGGCGATATGGTGACGGTAGGTTCTGA

ATAAGCACCGCCTAATTACGTGCCAGCAGCCGCGTTAACACGTATGTTGCGAGCGTTGTTCGGAATTAATGGGCGTA

AAGGGCGTGTAGGCGGATTTGCAAGCCTGGTGTGAAATACCGAGGCTCAACCCATGAACTGCATTGAAAACTACAAG
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ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCAGGAAGAACACCAATGG

CGAAGGCGAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14181;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGAAGAAGGT

CTTCGGGTTGTAAAGTACTTTTATTAAGGACGAAGAAGTGAAGGTACTTAATGAATATGCTCCGGCTAACTACGTGCA

AGCAGACGCGGTAATACGTAGGGAGCAGGCGTTGTACGGATTTACTGGGAGTAAAGGGTGCGTAGGCGGCAGGGA

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTCAGGTACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14185;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Thermoplasmata(0.0000),o:Thermoplasm

atales(0.0000),f:Ferroplasmaceae(0.0000),g:Ferroplasma(0.0000); 

ACGAGCTTGATGCGGTTGTCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGACAGCGTAGAAATTCCACAAGC

CTCAATAGCAGGGTTCAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCAAGACATTCAGACGGGTAATAAGAAC

GAACCATAAAAAATCCTCCAAGAGTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTC

CTAGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAA

TACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGGGACGACATTAGAAATATCCGGAGCAGGAGCGGCAAT

AAGAGAAGCGTCATACCGCTGATTCGGCGTTTGCTGATGAACGAAGGGAAACGCAGCACGATCATTGAGAGTCATG 

>OTU14183;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCTTGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGTTACCTGGAGAAAAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTTGCACTCTTTGTCCGGATTTACTGGGTGTAAAGGGCTTGTAGGCGTAGATGCA

AGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGATGCAAGA

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCGTGATGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14182;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Deltaproteobacteria(0.7881),o:Desulfovib

rionales(0.5023),f:Desulfovibrionaceae(0.3204),g:Desulfovibrio(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGAGTACGTAGGTGGCTACCTAAGCACGAGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTG
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CTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14184;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCTGGTTGTAAACTTCTTTTTCCAGGGACGAAGGACGTGACGGTTCCTGTATAAAATCCAACGCCTAACTACGTGCC

AGCAGCCGCTGTAATACGTCGGCTGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCCCGGGGCTCAACCGCGAAACTGCATTCAAAACTGGATCCCTTGAGTAAAGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCAGCTTGCTGGACGGC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14186;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCATGCCGCGTGCAGGACGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAATACTTTTGCGAAGTTTTATGCAGGTACCCCAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATTGATGTTTAAGTGAGTTGTGAAAGGTTGCGGCTCAACGTCTGCACTGCAGCGCGAACTGGTGTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGGACTCCGATTGCGAAGG

CAGCTCACTGGAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14189;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Burkholderiaceae(0.0000),g:Burkholderia(0.0000); 

TTCTCATCCACCGCCTCTCATCGGTCGTCAGCCAACGTGAGAGTGTCACAACCGATCAACCCACCATCAGCATGAGCC

TGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAA

CACTCATCCTTAATACCTTTCTTTTTGGGGTAATTATACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCAGCCAGCT

TGCGGCAAAACTGCGTAACCGTCTTCTCGTGCTCTAAAAACCATTTTGCGTCCCATTCGGGGCGGTGGTCTATAGGGT

TATGAATATCAAGGTGGGGGAGCACAGTGTAGCATTGGGCCAATG 

>OTU14188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAAAGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCCGTCTTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCTACGGCTAACTACGTGCAA

GCAGCGGCGGTAATATGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGTAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCAATTCTCTAGACTATAA

CTGACGCTAAAGCTCGAAGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 



8148 

 

>OTU14190;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Sphingobacterium(0.0046); 

ACGGGAGGAAGAAGGGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGATGTTAAATGCTTATGCTCAACAGGAGTTTGCATTGAAAACTGTCTGACTAGGA

TGTAAAAGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGACCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCAAGAAAGAGTGGGTATCGAACAGGATTAGATAAAATGGTA 

>OTU14187;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTCTAAGTTACGCAAAAATGACGGTAGCTTAGGAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGAAGGCGGAGAAGC

AAGTCAGTGGTGAAAACGATGGGCTTAACCCATCGACTGCCATTGAAACTGTTTCCCATGAGTGAAGTAGAGGCAGG

CGAAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGAGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14193;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Entero

coccaceae(0.0000),g:Enterococcus(0.0000); 

ACCGAACCATACAAAAGCCTCCACGCTTTGGCGGCATGAACACTTACCCTTTGGAGGGTGTCAATCCTGACGGTTATT

TCCTAGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATC

AATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAAT

ATGAGAAGAGCCATACCGCTGATGCTGCGTTTGCTGAGGAATTAAGTCAACCTCAGCACGAACCTTGCGAGTCATGT

CGGTGATTTG 

>OTU14191;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGATTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGTTTGTTAAGTCAGTTGTGAAAGGTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGAAGTCTTGA

GTGCAGTTGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCCTGCTGTGCTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 



8149 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGATCCAGCCAAGTAGCGTGAAGGAAGAAGGC

TTTATGGGTCGTAAACTCTTTCTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

ACGGCCAATTCCGCGCCAGCAGCCGCGGTAATACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACACCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14194;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCCGATCCAGCCATGCTGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCGTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCGGTTAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTGGATACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCCGACCACCGAGTGCTAA

GCCCTCTCCCAACTCCGCACTTGACCCTGAGGCACGAAAGCGTGGGGCTCCAACAGGATTAGATACCCTGGTA 

>OTU14195;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_4(0.0113),g:Thermotalea(0.0056); 

CCTTCCTTCCTCCTTTTTTCCTCTTTTTCCCTTGTCGCCCGCCCTCCCCCGCCATGCCGCGTGAGGGAAGAAGGTCTTCG

GATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCCGCAGAACAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGCAAG

TTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGTCGGAGAGGTAAGTT

GAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACGATAA

CTGGCGCTGAGGCACGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU14196;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.2184),g:Dorea(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGATGGACGAAGGACGTGACGTTACTTCATGAATAAGCCACGGCTAAGCATGTGC

CTGCAGCCGCGGCATTACGTAGGGGGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTTGC

AAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAACGCTAGAGTGTCGGAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTGGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14197;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 



8150 

 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCAAGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTTGTCGCAGAGCAATAAGGGCCACGCGTGGTCCGTTGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCTTGGCAAGTCAGAGGTGAAAGGCCCGGGCTCAACGCGGGAAGTGCGGTTGATACTGTGAGGCT

GGAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCG

AAGGCATCTGACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14198;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAACCCTGATCCAGCCAAATCGCGTGGGGGAAGGCTGTC

CTATAGATTGTAAACTTCTTTTACGAGGGAATAATGTGCATTACGTGTGGGGTTTTGTGTGTACCTCTTGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGCTGGTTAAGTCAGCGGTGAAAGTCTGCGGCCCAACCGTGGAATTGCAGTCGATACTGGCCTGCTTGAGT

GCGGCTGAGGCATGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATTACTCAGAACTCCGATTGCGAAGGCAG

CTTGCTGGACCGCAACTGACGCTGATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAATACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGCGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCTTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCAGAGGCTGAACCGAAGAAGTGCATCGGAAACTGGGTG

ACTTGAGTGCATAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTATCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14202;tax=d:Bacteria(0.1023),p:"Proteobacteria"(0.0125),c:Gammaproteobacteria(0.0041),o:Thiotric

hales(0.0031),f:Thiotrichales_incertae_sedis(0.0009),g:Fangia(0.0009); 

GTGTCAGCAGCCGCGGTGATACGAAAAGGGCTAGTGTTATTCGGAATAATTGGGTGTAAAGGGTGAGTAGGCGGTA

ATCAAAGTTAATCATTAAATCTTAGCAGCAATTACTAAATCAATTTTTAATAACAAATTACTAGAGTAAAAGAGAGGAT

TGTAGAATTTCAAGTGTAGAAATAAAATTCGTAGATTTTTGAAGGAATATCGAAAGCGAAGGCAACAATCTGGCTTTA

TACTGACGCTAATTCACGAAAGCCTAGGTAGCAACCGGGATTAGAGACCCCGTTAGTCTAGGCTGTAAACGATGAGT

ACTCATTTTTGGATAGAATATATTCAGAAATTTAGCTAACGCGTTAAGTACTCCACCTGAGGAGTACAGTGGCAACAC

TGAAACTCAAATGAATTGGCGGGG 

>OTU14200;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Euba

cteriaceae(0.0113),g:Eubacterium(0.0056); 



8151 

 

ACGGGAGGCAGCAGTGGGGAATATCGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAAGGAAGAATGC

CTTTTGGTCGTAAACTTCTTTTTTTAGGGAAGAAAAGGACTGTACCTTAGGCGCTATTTCCGGCTAATTACGTTCCAGC

TGCCCCGGTACTACGTAGGCGGCAAGCGTTATCCGGAATTAGTGGGCGTAAAGAGTACGTAGGTGGCTACCTAAGC

ACGAGGTGTAAGGCTATGGCTTAAACATAGTGCGCCTTGGGAACTGGGCTGATTGAGTGCAGGAGAGGAAAGAGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCTTTCTGGACTGTAACT

GACACTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14204;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTGGTAAGCGTGTTGTGAGATGTCGTTGCTCAACAACGTCACTGCAGCGCGAACTGCCGGGCTTG

AGTGTGCGGAAAGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAG

GCAGCTTGCGGGAGCGCAACTGACGCTGAAGCTCGAAGGTGCGGGTGTCGAACAGGATTAGATACCCTGGTA 

>OTU14203;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTATATCGGAGCAATAAGCGCCACGAGTGGTCCGATGCGATTACGATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGGCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAAGTGCCGTGGATACTGCGGGGCTG

GAATACGGAAGCGGTAGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAA

GGCATCTCACGAATCCGTAATTGACGCTGAGGCACGAAAGCGTGGTGATCAAACAGGATTAGATACCCTGGTA 

>OTU14201;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGACGTACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTGCGGATTGTAAACCTCTGTACTGGGGGACGAAGGAAGTGACGGTAACCGGGGAGGAAGCCCGGGCTAACTAC

GGGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTGGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGC

CTGGTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTCGGTCTGGAGTGCAGGAGAG

GTAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTG

GACTGTAACTGACGCTGAGTCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0181); 



8152 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCTAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCCACGGATTGCAAACCTCTTTTGTCGGGGAACAACAGGCGGCACGCGTGCCTTTGTGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACGCGAGCGTTACCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGTCAAGTCAGCGGTCAATCGACGGGGCTTAACCTCGTATTGCCGTTGAAACTGTCAGACTAGC

GTGGCGTCGAGGTGAGCGGAATGCGTTGTGTAGCAGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAGG

CAGCACACCGGGCGCCTAAGGACGCTGAGGCACGAAAGCGTGAGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14205;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTTGATAGGGAAGAAGACAGTGCCGGTACCTATCGAGGAAGTCACGGCTACCTACGTG

CCAGAAGCCGCGGTAATACGTAGGGGGCAAGCGTGATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACA

ATAAGTCTGATGTGAAACTCATGGGCTTAAGCCATAAACTGCATTTGAAACTGCTGTGCTTGAGAGCCGGAGAGGTA

GTTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACG

GCCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Pept

ostreptococcaceae(0.4563),g:Clostridium_XI(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACTATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAGCGCTGAAGGC

CTTCTGGTCGTAAAGCTCTGACCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTAGCGAAGCGGGCTCTACGCACTGTCCC

TGCCCCTCACGCATGAAAGCTTCGGGAGGAAGCAGGATTAGATACCCTGGTA 

>OTU14209;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGTT

TTCGGATTGTAAAGCTGTGTTGATGGTGAAGTAGGATAGAGGTAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCCAACTACGTGACAGCAGTCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGTGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCTGGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14208;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0252),g:Clostridium_XlVb(0.0076); 



8153 

 

AAGGGAGGCAGCAGTGGGGAAGAGGGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGAAGGTAATCGGTGAGGAAGAGACGGGTAACGAAG

TGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTT

AATTAAGTTAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAAACTAGAGTACAGGAGAGG

AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAATGCGGCTTTCTGGA

CTGACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14211;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0039); 

ACGGGAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACCCAACAAGCTC

GTATGCCGTCTTCTCCTTGAAAAACAAAAAGCAAATTCCGCCACGCGTGGCGGAGTCGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCTTAGGCGGACTGTCAAGTCAGCGGTAAAATACTGGGGCTCAACCTCCGCCCGCCGTTGAAACTGACGGTCTTGA

GTGGGCTAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGTTTTTTTTTTAATGTTCCGGCGACCACCG

AGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU14212;tax=d:Bacteria(0.4548),p:"Proteobacteria"(0.0517),c:Gammaproteobacteria(0.0117),g:Candida

tus_Carsonella(0.0024); 

GTGCCAGCAGCCGCGGTAATACGAGGGGAGCAAGCGTTATACAGTCAAACTGGGCGTAAAGGGTCTTTCAGTGAAA

AAATGTAAGAAAATAATGAAAAATTAAAAGGTAACTTTAATGGTTTATTTTTACTATTTTTTTAGAATCTTATTAGGGT

TAACAGTATTTCAACAAAAGAGTTAAAATGCTTAGACTGTTGAAGGAAAGCCAAGGGCGAAAGCAGTTAACTGTATA

AGATTGACACTTAGAGACAAAAGCATGGGGAGCAATCGGGATTAGAGACCCCGGTAGTCCATGCCCTGACCGATGG

GAGTTAAATAAGTTTCTTTAAAAACTTATTTCAGCTAACGCATAAACTCCTCGCCTGAGAAGTACAATCGCAAGGTTG

AAACTCAAATGAATTGACGGGG 

>OTU14210;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAAGATCTGTCTTCAGGGACGAAAAGGACGGTACCTGAGGAGGAAGCCACGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCATAGTACGCTGTTTAAACTGGGCTACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCTAAGGCTGCTTTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14214;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9755),o:Sphingom

onadales(0.5766),f:Sphingomonadaceae(0.3884),g:Sphingomonas(0.1735); 



8154 

 

ACGGGAGGCAGCAGTGGGGAATCTTTTCCCCTTTTCTCCAGCCTGATCCAGCAATGCCGCGTGAGTGATGAAGGCTTT

AGGGTTGTAAAGCTCTTTTCCCGGGGATGATAATGACAGTACAGGGAGAATAAGCTCCGTATAACTCCGTGCCAGCA

GCCGCGGTAATACGGAGGGAGGTAGCGTTGTTCGGAATTAGTGGGCGTAAAGCGCACGTAGGCGGCTTTGTAAGTG

AGAGGTGAAAGCCTGGAGCTCAACTCCAGAGTTGCCTTTAAGACTGCATCGCTTGAATCCAGGAGAGGTGAGTGGA

ATGCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGGTATT

GACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14213;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pept

ostreptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGTGGAGGAAGCCACGGCTCACTACGTTACA

GCCGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAG

TCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCGGTTGAAACTGGGAAACTTGAGTGCAGGAGAGGTAAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCGGTAGCGAAGGCGGCTTTCTGGAGTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACAGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCGGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTTTAAAGCTCTTTTTTCAGGGACGTAAATACCGGTACCTGAGGGGGAAGCCACGGCTAACTTCGTGCCGG

CACCCCCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTTTTAAGT

GGGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGGGAGGAGAAGGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14216;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Pept

ostreptococcaceae(0.6350),g:Clostridium_XI(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCGCGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGCAGGGAGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTTTAA

GTAAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTG

GAATTCGTGGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3204),g:Syntrophococcus(0.0904); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCAGGGAAGAAAGGCCCTATAAGGGAGATGACGGTACCTGACTAAGAAGCCCC

GGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGC

GCAGACGGCATCGCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGCGGAGCTCGAG

TGTCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGG

CGGCTTACTGGACGACTACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.5632),g:Sporobacter(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAAGAGACGAAACAAATGACGGTACCTTGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGCAGC

AAGTCAGATGTGAAATGCCAGGGCTTAACCCTGGAGCTGCATTTGAAACTGTTGCTCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGTTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGATGTGAAATGTAGTGGCTCAACCTCTGCACTGCAGCTGGAACTGGACTTCTTGA

GTACGCACGACGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCAGTGGCGAAGG

CAGCTCGCGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14221;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:Cytophagia(0.4428),o:Cytophagales(0.203

9),f:Flammeovirgaceae(0.0904),g:Marinoscillum(0.0181); 

GTGCCAGCCGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTCCGTAGGCGGGTC

TTTAAGTCAGTGGTGAAAGCCCACAGCTCAACTGTGGAACTGCCATTGATACTGGAGATCTTGAGTGTAGTAGAAGT

AGGCGGAATAGGGCATGTAGCGGTGAAATGCATAGATATGCCCTAGAACACCGATTGCGAAGGCAGCTTACTATGTT

ACAACTGACGCTGAGGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATG

ATTACTCGCTGTTGGCGACATACAGTCAGCGGCCAAGCGAAAGCATTAAGTAATCCACCTGGGGAGTACGCCGGCAA

CGGTGAAACTCAAAGGAATTGACGGGG 

>OTU14218;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:Marinilabiliaceae(0.0560),g:Alkalitalea(0.0134); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTAGCGGGGAGTAATATGGACTACGTGTAGAGCGATGAGTGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGATTGGCAAGTCAGAGGTGAAAGTCTGCGGCTGAACTGTGGAATTGCGTTTGATACTGGCAGTCTTG

AGTACTGTAGCGGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACTGAGCTGACATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14222;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8267),c:Spirochaetia(0.5963),o:Spirochaetales(0.33

19),f:Spirochaetaceae(0.1679),g:Treponema(0.0157); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTCATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGCAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGAAAGTTCCGAGCGTTGTTCGGAATAATTGGGCGT

AAAGGGTATGTAGGCGGTACTGCAAGTCTGGTGTGAAATGCCGAGGCTCAACCCCGGAACTGCGTTGGAAACTGCA

GGACTTGAATCGCTGAGGGGAAGCCAGAATTCCAGGTGTAGGGGTGAAATGTGTAGATATCTGGAAGAATACCAGT

GGCGAGGGCAGGCTGCCAGCAGGTGATTGACGCTGAGGTACGAAGGTACGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14225;tax=d:Archaea(0.0024),p:"Nanoarchaeota"(0.0000),g:"Nanoarchaeum"(0.0000); 

CCCTCCCTTCCTCCTCCCCTCCCTCCTCTCTTCCCCTCTCTTGATGCGGTTCTCCATCTGCTTATGGAAGCCAAGCATTGG

GGATTGAGAAAGAGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAAT

CAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAAT

TGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAA

TTGTTCCAAGTATCGGCAACAGCTTGATCAATACCATGAAAAATATCAACCACAC 

>OTU14227;tax=d:Bacteria(0.0041),p:SR1(0.0000),g:SR1_genera_incertae_sedis(0.0000); 

TCTTCTTTCTTTTCTTTTTATCAGTGTTACTCGTGCCAAGAACAGCGGCATGGTCAATATAACCAGTAGTGTTAACAGTC

GGGAGAGGAGTGGCATTAACACCATCCTTTATGAACTTAATCCACTGTTCACCATAAACGTGACGATGAGGGACATA

AAAAGTAAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCGCCAACGGC

GTCCATCTCGAAGGAGTCGCCAGCGATAACCGACGTAGTTGAAAGTGTAATAAGACGACCAATCTGACCAGCAAGGA

AGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGACAGTTTGAAGATTAGACATAATTTATCCTCAAGTAAGG

GGC 

>OTU14223;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9970),o:Lactobacillales(0.9962),f:Leuco

nostocaceae(0.9876),g:Weissella(0.9818); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGTGTGATGAAGGG

TTTCGGCTCGTAAAACACTGTTATAAGAGAAGAACGACATTGAGAGTAACTGTTCAGTGTGTGACGGTATCTTATCAG

AAAGGAACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGTTCCAAGCGTTATCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGACGGTTATTTAAGTCTGAAGTGAAAGCCCTCAGCTCAACTGAGGAAGGGCTTTGGAAACTGGATA

ACTTGAGTGCAGTAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAAGCGGCTTTCTGGACTGTAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14224;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCAAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTCTGTCGGGGAGTAACGTGCGGGACGAGTGGCGGATTGAGAGTATCAGAAGAAAAA

GCATCGGCCAACTCCGTGCAAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGCGTGTAGGCGGAGATGCAAGTTGGGAGTGAAATCCCTGGGCTCAACCCATGAACTGCTTTCCAAACTGTAAGCCT

TGAGTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGACTACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14226;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Sphingobacteriaceae(0.0560),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGCAGGATTAAGGCC

CTATGGGTCGTAAACTTCGTTTGTATGTGAGCAATAAGGTCCACGTGTGGTCCGATGCGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGTAAGTCTGCGGTGAAATTCCAGGGCTCAACATTGGGAGTGCCGTGGATACTGCGGGGCGTG

AATGCGGATGAGGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCATCTCACGGAACCGTAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14230;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0113),g:Mangroviflexus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTCGCGTGCAGGAATAAGGCC

CTATGGGTCGCAGACTGCGTTTGCATGAGAATAAAAAGTGGGACGAGTCCCACGCTGTAGGTATCATGCGAATAAG

GAACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGGTTAAAGA

GTGCGCAGGCGGGCCTGTAAGCCCGTTGTGAAAGCCTGGGGCTCAACGCCGGAGGTGCAGTGGAAACTGCATGTCT

TGAGTCGTGACGAGGGCGGCGGAATGCGAAGTGTAGCGGTGAAATGCTTAGATATTTCGCAGAACGCCGATTGCGA

AGGCAGTCGCCCAGGGACGCACTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCCTGATGACGAAGTAAGTGACGGTAATCAGGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGA

GCAAGTCAGCGGTGAAAACTATGGGCTCAACCCATAGACTGCCGTTGAAACTGTTTTTCTTGAGTGAAGTAGAGGCA
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GGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCT

TTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14229;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTACGGTGACGAACAAATGACGGTAAACGAGTAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAACGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTAGGGGCTCAACCCATAAACGGCAGTTGAAACGGTTATCTATGAGTGGAGTAGAGTCAG

GCGGAATTCCGGGGGTAGCGGTGAAATGGGTAGATATTCGGAGGAAGACGAGTGGGGAAGGCGGCTTGCTGGGC

GCTAACTGACGCTGAGGCTCGAAGGTGTGGGGAGCAAACAGGTTAGATACCCTGGTA 

>OTU14228;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGTGACGAAGGACGTGACGGTTCCTCATGATTAAGTTACGGCTAATTACTTGCC

AGCAGCCGCCTTACTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGTA

AGTCAGATGTGAAATCTATGGGCTTAACTCAAGAACTGCATTAGAAACTGTAGATCTTGAGTGCTGGAGAGGTAGAT

GGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACGCTGAGGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14232;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Prevotellaceae"(0.0099),g:Prevotella(0.0046); 

ACGGAAGGCAGCAGTGGATTAGATACCCTGGTAAGATCGGGAGAGCACACGTCTGAACTCCAGTCACCTGCCGGCC

TCGTATGCCGTCTTCTGCTTTTATGCAAAAATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCGCATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGAAAGGTCCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCTGATTGTTAAGCGTGACGTGAAATGTAGCAGCTCAACGGCTGAACTGCGTAGCGAACTGGCAGTATTGA

GTGAGTACGACGTCAGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATTTCTTGAAGGACACGGCGACCACCGA

GATCTACACTCTTTCCCTACACGACGCTATTCCGATCTACGGAAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU14234;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:"Porphyromonadaceae"(0.9666),g:Butyricimonas(0.9705); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTCTGGCCTGTAAACCTCTTTTGTCAAGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATCAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGAGGTAAAAGACTGGAGCGAAACTGTAGCACGCCGTGGAAACTGGAGCGCTGG
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AGACGAGACGAGGGAGGCGGAAAAAGTGAAGTAGAGGTGAAATGCATAGATATCACGTGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTGGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGTTCTGTCTTCGGGGAAGAAGATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATTTTAA

GTGAGATGTGAAAAACCCGGGCTCAACTGGGGGGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14235;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8189),o:Desulfovib

rionales(0.5766),f:Desulfovibrionaceae(0.3884),g:Desulfovibrio(0.1299); 

ACGGGAGGCAGCAGTGGGAATATTGCACAATGGGGGAAACCCTGAAGCAGCCACCCCGCGTGAGTGATGACGGCC

TTCGGGTTCTAAAGCCCTTTTTTCAGGGACGATAATGACGTTACCGGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGCGTGCGTAGGCTGTTATGTAAG

TCAGGGGTGAAAGCCCACGGCTCAACCGTAGAACTGCCCGTGATACTGTCCGACTCGAGTCCGGGAGAGGATGGCG

GAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCGAAGGCGGCCACCTGGACCGGTA

TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14236;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAGTATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAAGGAATAAAGTCGGGTATGCATACCCGTTTGCAGGTACTGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGATGGATGTGTAAGTCAGATGTGAAAGGTTGCGGCTCAACCGCAACATTGCAGTGGATACTGGCTATCTTGA

GTGCGTTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGACCGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14237;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Porphyromonadaceae"(0.1485),g:Tannerella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGCATAAAGGGCGCCACGTGTGACGCATTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTGAGCGGTGAAAGACAGGGGCTCAACCAGTGAGTTGCCGTTGAAACTGGCGAGCTTG
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AGTACAGACGAGGCGAGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGAGATCACGCAGAACACCAGTCGCGAA

GGCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14239;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGCAAAGTGAGCTATGTATACCTTAGTGCAAGTATCCAATGAATAAGC

AACGGCTAACTCCGTGCCAGCAGCCGCGGTAATTCGGAGGATTCGAGCCGTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTGTTAAGTCAGTGGTGAAATGCCCCGGCTCAACCGTGGACCTGCAGTTGATACTGGAGGGCTTG

AGTGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAATTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14238;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GCCGGGCTCATTCCGTGCCAGCGGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTGTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAACGTGGGCATTGCATCGGGAACTGTGAGACTT

GAGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14240;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

GGCGCAGGCGGGCGGGTAAGTGAGCGGGGAAAGTTCGAGGCTCAACGTGTGCAGTGCAGATGGTACTGGGGGCCT

TGAATGCGCTGGAAGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGA

AGGCAGCTGGCCGTGGCTGTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14244;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9903),o:Campylo

bacterales(0.9606),f:Helicobacteraceae(0.9015),g:Helicobacter(0.4787); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGAGGATGAAGGC

TTTAGGATTGTAAACTCCTTTTCTTAGAGAAGATTATGACGGTATCTTAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCTGTAATACGGAGGTTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGTGCGTAGGCGGGGTAATGAG

TCAGATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTGG
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AATTCTTGGTGTAGGGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTACTGGAACATTACT

GACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14243;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCACCCGGGGGGCTGCATTTCAAACTGAAAGTCTGATGTGCAGGGGAGGGGATT

GGATTCCCTAGGGTAGCGTTGAAATGCGTAGAGATTAGGAAGAACCCCAGTGGCGAAGGCGACTCTCTGGACTTTAA

CTGACGCTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14241;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGACGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATAACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACGGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCCCAACCGTAGTAAGCCTTTGAAACTGGTAACCTTGAGTGCCGGAGAGTAGCGTG

GAATTCCTAGTGTAACGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTGCTGGACTGTAAC

TGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14245;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGG

AGCGCAGACGGGAGTTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAACATTGCAGATGATACTGGCGTTCTTG

AGTGCAGTTGAGGCGGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCGCTGAGCTGTCATTGACGTTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCCACGCCGCGTGAGTGATGAAGGC

CTTCGGATTTTAAAGCTCTTTTTTTAGGGAAGATAATGACGGTACCTGCGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGCGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAAG

TGAGATGTGAAATACCCAGGCTCAACCTTGGGGCTGCATTTCAAACTGGTAGTCTAGAGTGCGAGAGAGGAGAGTG



8162 

 

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACCGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAACAGGGAAGAAAATGACGGTACCTGACTAAGATGCTCCGTCTAAATACGTTCCAG

CAGCCGCGGTAATACGTATGGAGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGGGCAAG

TGTGATGGGAAAGCCCGGGGCCCAACCCGGGTAGTGCATTTGAAACTGCTTTGCTGGAGTACGGGAGAGGTAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCGAAGGCGGCTTGCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14247;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4563),g:Dorea(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTAAGTAAACTTCTATAAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGACCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGAACTGCAGTTGGAACTGTTATGCTAGAGTGTCGGCGATACAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACCCCAGTGGCGAATGCGGCTTGCTTGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14248;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTA

CTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGATGCA

AGTCGGAGGTGAAAGCCCAGGGCTTAACCCTGGGACTGCATTGGAAACTGTGTGGCTAGAGTGCAGGAGGGGTGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.4

280),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGGAAGCCTGACCGAGCAACGCGGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTGAGGAGGAAATGGCTAGAGTGTGAGGGTAACTTATG

AGAAAGCCACGGCTAACTACGTTCCAGCAGCCGCGGTAATACGAAGGTGGCGAGCGTAAGCCTGAATTATTGGGCG

TAAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTTAAAACCAACGGCTGAACCGTGGAGGGTAATTCGAATCTGGT

GGACTTGAGGGCAGACGACGTAATTGGAATTCCATGTGCCGCGGTGAAATACGTCAACATATGGAGGAACAACAGT
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GGAGAAGGCGGCTTTCTGGATTGTAAATGAAGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATATCCTG

GTA 

>OTU14251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGGTGTAAACTCCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGAGC

CAGCAGCCGCCGTAATACGTAGGTGGCCAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGACCTGCATTTGAGACTGTTGATCTTGAGTATCGGAGAGGCGGG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTAGACGAC

GACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTCTGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGACGCGTCCTGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTTGGGCTCAACCAATAAATTGCATTTGAAACTGGAGGGCTTGA

GTGTGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATAAGGAAGAACTCCGGTGGCGAAG

GCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14249;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGGTACCTTTAGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGCGTGCAGCCGGGACTGC

AAGTCAGATGTGAAATCCATGGGCTCAACACAGGAACTGCAGTTGAAACTGTGGAGCTTGAGTGTAGGAGGGGCCA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGATGGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1485),g:Dorea(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCAAAATGGGGGAAACACTGATGAAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCTGTGTA

AGTCAGATGTGAAATCTATGGGCTCAACCCCTAAACTGCATTTGAAACTGTAGCCCTTGATTATCGGAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGCAGCAACCCCCGTGGCGAACGCGGCTTGCTTGCCGACAA

CTGACCCTGAGTCGCGAAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14255;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 

TCCCAAGCTGGGTTCCGCCGCGACGCCGTTCACCCAGATATTGCAGCCGAACGCAACAAGAGCGATGAGATTGAGGC

TGGGAAACGTTACTGTCGCCGACGTTTTGGCGGCGCAACCTGTGACGACAAATCTGCTCAAATTTATGCGCGCTTCGA

TAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATGACGCAGAAGTTAACACTTTCGGATATTTCTGA

TGAGTCGAAAAATTATCTTGATAAAGCAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACCGCTGGCGG

AAAATGAGAAAATGCGACCTATCCTGGCGCAGCTCGAGAAGCTCTGAATTGGAGACCTTTCGCCAGCAACTAACGAT

GCTGGCAAAAAC 

>OTU14257;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Pediococcus(0.0000); 

GGAATCGTCTGTGAGCGTTGTGGTGTTGAGGTCACCGAGAGTCGGGTGCGACGTCACCGCATGGGCTTCATTAAGTT

GGCGGCGCCCGTCTCCCATGTTTAGTACCTGAAAGGGATTCCAAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTACTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCTAACTCAATGCTGTTGCTGAACAATTACGTG

AGGAGATTGCTGGTAGCAAGGGACAGAAACGCGCCAAGCTGATCAAGCGTCTACG 

>OTU14254;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTACCCTGAGA

ACAAGCCCCGGCCAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGATTTACTGGGCGTA

AAGGGTGCGTAGGTGGTTTCTTAAGTCAGGAGTAAAATGCGAGGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAA

GCTTGAGTACAGGAGAGGAAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAG

CGAAGGCGGCTTTCTGGACTATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14258;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAACTTCTTTTATTAAGGACGAATAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATACGTGGGCTTAACCTAGGAACTGCATTTGAAACTGGTTGGCTTGAGTGAAGGAGAGGCAG
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GTGGAATTCCCTGTGTAGCGGTGAAATGCGTAGGGATAGGGAAGAGCACCAGTGGCGAAGGCGACCTGCTGGGCT

GTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Porphyromonadaceae"(0.9015),g:Parabacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTGAGAGGTGAAAGGTTGTGGCTCAACCATTGCATTGCGTTTGAAACTGGGAGGCTTGA

GTATGTTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCCTGCCGAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14256;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0252),g:Clostridium_sensu_stricto(0.0076); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGACGCAGCCACGCCGCGTGAACGATGAAGGT

CTTCGGGTTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTCAATGAATAAGCTCCCTCTAACTACGCGCC

CGCCGCCGCGGTAACACGTAGGGCGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTAAGATGTGAAATCCGTGGGCTTAACCCAGGAACTGCATTTGAAACTGGAAGTCTAGAGTTCGAGAGAGGAGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TATCTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14261;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

AACCCTGATACCAATAAAGTCCCTAAGCATTTGTTTCAGGGTTATTTGAATATCCATAACAACTATTTTAAAGAGCCGT

GGATGCCTGACCGTACCGATGCTAACCCTAATGAGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCCGCCATC

CCAAAAACATCTGGACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCCAAATGACGACTTCTACCACATCTATTGA

CATTATGGGTCTGCAAGCTGATTATGCTAATTTGCATACGGACCAAGAACGTGATTACTTCATGCTGCGTTACCATGAT

GTTATTTCTTCTTTTGGAGGTACGACCTCTTGTGACGCTGACAGCCGTCCTTTACGTGTCATGCGCTCTAATCTCTGGG

CATCTTGCTATGATGTTGATGGAACTGCCCAAGCATCGTTAGTCCAGTTCTCTGGTC 

>OTU14260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.6350),g:Ruminococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAAATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTGCAA

GTCAGATGTGAAAATTACGGGCTCAACCCGTAACCTGCGTCTGAAACTGTGGTTCTTGAGAGTGGGAGAGGTAGATG
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GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGATCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14263;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.5273),g:Pseudoflavonifractor(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TCTCGGGTTGTAAACTTCTTTTATCAGGGACGAAACAAGTGACGGTACCTGATGAATAAGCCACGCCTAACTACGTGC

CAGCAGCCGCGGTGATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGGTGTGAAAACCACGGGCTCAACCGGTGGCCTGCATCGCAAACTGTGGTTCTTGAGTGTCGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTGGCGAAGGCAGCCTGCTGGACGG

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACGGGATTAGATACCCTGGTA 

>OTU14262;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Gammaproteobacteria(0.6730),o:"Entero

bacteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTAAGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAAGTACTTTCAGAGGGGAGGAAGGACGTAAAGTTAATACCTTTACTCATTGACGTTACCTGCTGAA

GAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTTAACCGTGGAACGGCATCGGATACTGGTA

GGCTTGAGTCTCGTAGAGGGGGGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCAGTG

GCGAAGGCGGCCCCCTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14264;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGGTGTAAACTTCTTTTAAGAGGGAAGAGCTGAAGACGGTACCTCTAGAATAAGCAACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTAGTCCGGATTTACTGGGTGTAAAGGGAGTGCAGCCGGGTATGC

AAGTCAGATGTGAAATCCATGTGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGTAGGTGCAATC

GGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGATA 

>OTU14265;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0425),o:"Flavobacteriales

"(0.0291),f:Flavobacteriaceae(0.0073),g:Myroides(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGAATGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAAATCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTCATCCGGAGTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTAGATAAGTTTTAGGTTAAATGCTTCTTATCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGG
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ATGTAAACGGAGCAGTCGGAATGAATCATGTGGCGGTGACATGCATAGCTATGATTCAGAACACCGATCGCGAAGTC

AGCTTTCGAGGATACGATTGACGCTGAATCACGAAAGCGTAGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGGGACGTGTCCCTTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTTTAAGCGTGTTGTGAGATGCCGCGGCTCAACCGGGGCACTGCAGCGCGACCTGAAGGACTTG

AGTGCGCAGGAGGTAGGCGGAATTCGTTGTGTAGCGGTGAACTTCTTAGATATCGCGAAGAACCCCGATTGCGAAG

GCAGCTTACCGTAGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGTATTAGATACCCTGGTA 

>OTU14268;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Sphingobacterium(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGAGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGCGGTTAGATGCTTCTGCTCATCAGGAGTTTGCTTTGATATTTGTCTGACTAGTAT

GTAAACGTCGCATGCCGTATGAGTCATCTCCCGGTACCATGACTAGCTATGATTCAGAATACCGATCGCGAAGGCCGC

TTGCAAGGATACGATTTCCGCTTAGGCCCGACAGCGTGGGTATCGAACCGGCTTTGATACCCTGGTA 

>OTU14266;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Marinilabiaceae"(0.0355),g:Anaerophaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCGGGAGGAAGGC

CCTACGGGTTGTAAACCGCTTTTACGGGGGAGCAATAAGCGCCGTGCGCGGCGTGATGAGAGTACCCCGGGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGACCAGTAAGTCAGCGGTGAAACACCCCGGCTCAACAGGGGGGCTGCCGTTGCTACTGCTGGACT

GGAGTACAAACGGCGAAGGCGGAATGTGTCATGTAGCGGTGAAATGCATAGATATGATACAGAACACCCTTCGCGA

AGGCGGATTTACACCATGGTCCTACAGCTCACGCTCGCAGTCGTCGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14270;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGATGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGTCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGACTGTTAA

GTGAGATGTGAAATACTCGGGCTCAACTTGAGTACTGCATTTCAAACTGGCAGTCTAGAGTACAGGAGAGGAGGAT
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GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14269;tax=d:Bacteria(0.8696),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Lach

nospiraceae(0.0099),g:Clostridium_XlVa(0.0039); 

GTGCCAGCCGCGGTAATACGAGGGGTGCAAACGTTATTCGGAATTACTGGGTGTAAAGGGTACGTAGACGGCATCT

TAAGTCAATTGTTAAATTCCCCGGCTTAACTGGGGGCAGGCGATTGAAACTAAGAAGCTAGAGAGTGGAAGAGAGA

AGTGGAATTCTCGGAGTAGCGGTAAAATGCGTAGATCTCGAGAGGAACACCGATGGCGAAGGCAGCTTCTTGGTCC

ATTTCTGACGTTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGATGA

ATACTAGATGTCATGGGAATCGACCCCTGTGGTATCGTAGCTAACGCATTAAGTATTCCGCCTGGGAAGTATGCACGC

AAGTGTGAAACTCAAAGGAATTGGCGGGG 

>OTU14271;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGT

CCTATGGCTTGTAAACCTCTTTTGTCAGGGAGCAAGTCGGCCGCCCGTGCTTCGGTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGACTGTTAAGTCAGTGGTAAAAGAGAGAGGCTAAACCTCAGCAGGCCATTGAAACTGGCAGACTTGA

GAGAAGGAAAAGTATGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAGGAACTCCGATAGCGAAG

GCAGCATACCGGGGCTGAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTGCGGAGGAAGCCACCGCTAACTACGCGCCC

CCAGCCGCGGGAATACGCAGGTGGCGAGCGTTGTCCGGATGTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATGCCCGGGCTCAACTTGGGAGGTGCATTTGAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTTTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGT

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAACGGGA

GCGCAGGCGGAGGCGCAAGCGTGCCGTGAAAGCGCGGGGCTCAACCCCGTACAGCGGCGCGAACTGCTCCCCTTGG
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TTGCGGGAAGGGAAGGCGGAACTCGTGGTGTAGCGGTGAAATGCATAGATATCACTGGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14273;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0710),g:Intestinimonas(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTAGGATTGTAAAATTCTTTTATGAGGGAAGAAGGACGTGACGGTACCTCATGAATAAGACACGGCTAACTACGTG

CCAGCACCCGCGGCAATCCGGCGGCGGCAGGCGTTATCCGGATTTAATGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATGTCTTGAGTGCTGGAGAGGTA

GATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTTGACA

GTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumi

nococcaceae(0.9294),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAAGTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAAGAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTTCGGAATTACTGGGTGTAAAGGGCGCGCAGGCGGACCGGC

AAGTTGGAAGTGAAATCTATAGGCTCAACCTATAAATTGCTTTCAAAACTGCTGGCCTTGAGGTGTGCAGAGGTAGG

AGGAATTCCCGGTGTAGCGGTGGAATTCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGTCACC

ATCTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Parasporobacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAACGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGGCTACGGCTCAACCGTAGTAAGACTTTGAAACTGGGAAACTCGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAA

ATGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0204); 

ACGGTCGGCCTCCTGTTGGCCTCTTTCCACCTGGGGGAAACCCTGATGCAGAGACGCCGCGTGACTGAAGAAGTATT

TCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCACAGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGAGTAGGTGTTAAGGCAAGC

CAGAAGTGAAAGCCCGGGGCTCAACCCCGAGTACTGCTTTTGTAACTGTCGAACTAGAGTGCAGTAGGGGCAAGCT
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GAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGTAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAAC

TGACCCTGATGCTCGAAAGCGTGGGGAGCAAACATGATTAAATACCCTGGTA 

>OTU14277;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGGCGGGGAGGAACGTGCGGGACGCGTCCCGTATTGAGAGTAACCGAAGAAAAA

GCATCGGCTAACGCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGCGCCAAGTCAGTGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCTTTGAAACTGGCGCGCTCG

AGTGCGTGCGAGGAAGGCGGAATTCGTTGTGTACCGGTTAAATGCATAGACATGACGCAGAACTTCGATTGCGAAG

TCGGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTAGGATAGTAAACTTCTTTGATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTG

CCAGCAGACGCGGAAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGTCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGATGTAG

ATTGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAAGAAGACCACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACCCTGTGGCGCGAGAGCGTGGGGAGCAAACAGGATTACATACCCTGGTA 

>OTU14282;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGAATCGTTTGTGGAGCGCTGTGGTGTGGAAGTCACAGATATCCGGGCGCGTCGCCCCCGCATGGGTTTCATCAAGC

TCGCTGCTCCCGTTTCCCACGTTTGGTACCTTAAAGGCATACCCAGCTACGTGGCCATCCTTCTGGACATGCCCCTGCG

GGACGTTGAGCAGATTGTTTATTTCCACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATATCCAACTAAATGCTGTGGCTGAACAATTACGT

GAGGAGATTGCTGGTAGGAAGGGACAGAAACGCGCCAAGCTGACCAAGCGGCTGCG 

>OTU14280;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATACGGGAATAAAACGATCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGCTGTGAAAGGTGGCGGCTCAACCGTAAAAGTGCAGTGGATACTGGCGGTCTTG
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AGTGCAGATGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCCACTAAACTGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14281;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.6730),o:Pasteur

ellales(0.3639),f:Pasteurellaceae(0.1872),g:Actinobacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGACGCAGCAATGCCGCGTGACTGAAGAAGGC

CTCCGGGTTGTAAAGTTCTTTCGGAGATGAGGAAGGAGTTTATTTTAATAGAACAAGAAATTCACGTTAGTCACATAC

GAAGCACCGGCTAAATCCGTACCAGTCGCCGCGGTACTACGGTGAGTGCGAGCGTTAATCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGAGTTAAGTTAGATGTGAAAGTCCCGAGCTTAACGTGGGAATTGCATTGCATACTGGAT

CGCTAGAGTGCTGTAGGGAGGGGTAGAATACCCAGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAA

GGCGAAGGCAGCCTCGTGGGAAGTAACTGACGCTCATGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU14283;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGATGCCGCCACGCCGCGTGAGGGATGACGGGC

TTCGGGTTGTAAAGCCCTTTCTTCAGGGAAGATAATGACGGTAACTGGGGAGGAAGCCACGGGTAACTACGTGCCA

GCAGCCGCGGGAATAAGTAGGGGGCGAACGGTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14284;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGA

CCTCGGAATGTAAAGTTCTTTCATTAAGGACGAAGAAGTGACGGTACTTATTGAATAAGCTCCGGCTAACTACGCGCC

AGCAGCCGCTGTTATACGTAGGGAGCAACTTTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCTGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAAACCACGAACTGCATTTGAAACTGTTTAGCTTGAGTGAAGGAGAGGCAGGCG

GAATTACCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACGCCAGTGGAGAAGGCAGCCTGCTGGGCTTTAA

CTGACGCTGAAGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14285;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGGTAATA

AGTCAGACGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTATCCCTTGAGTGTCGGAGAGGCAAGC



8172 

 

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14286;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGATGTTAAGTCAGTTGTGAAAGTTTGCGGCTAAACCGAAAAATTGCAGTGGATACTGGCGTTCTTGA

GTGCGGTTAAGGTGGGCGGAATTCGTGGGGTAGCGGTGAAATGCTTAGATATCCCGAAGAACTCAGATGGCGAAGG

CAGCTCACTAAACTGTAACGGACGTTCATGCTCGAAAGTGTGGGTATAAAACAGGATTAGATACCCTGGTA 

>OTU14287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCGAGGAAGATAATGACGGTACTTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCAGAGTA

AGTGAGATGTGAAATCCGCGGGCTTAACTCACGTGCTGCATTTCAAACTGGTTTGCTAGAGTGAAGTAGAGGCGAGT

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCCCTCTGGGCTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14288;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTTC

CCTCTGTGTTGTAACCTTCTTTTATACGGGAATAACAAGCGGCACTTGTGCCGCTCTGCCTGTCCCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGACGGGTCCTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGGGAGCTTGAG

TGCGGGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTTGCTGGACCGTAACTGACGTTGAGGCTCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14289;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTT

TTTCGGTTTGTAAACTTCTGTCGTTGGGGACGATAATGACGGTACCTAACAAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGACGGGCAA

GTTCGAAGTGAAATCCATGGGCTCAACCGAGAGATTGCATTGGAAACTGCTGGGCTTGAGTAGTGGAGAGGTAGGT
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GGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAGC

AACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14290;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGCCACGTGTGGTGTATTGCAGGTACCGCATGAATAAG

GACTGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCTGTTCAAGCGTGTTGTGAAATGCCGGGGCTCAACTCCTGTCTTGCAGCGCGAACTGGACGGCTTG

AGTGCGCGGTACGTTGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGGAG

GCAGCTCACTGTAGCGCAACTGACGCTTAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14292;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2524),g:Parasporobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACCGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTAGAGCTGTCGAACTAGAGTGCATGAGGGGCAA

GCGGGATTCCTAGAGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTGCTTGACTG

TAACTGACACTCAGGCTCGACAGCGTTGAGATCAAACAGGATTAGATCCCCTGGTA 

>OTU14291;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGGTTGTTAAGCTCTTTTTTTAAGGACGTAGAAGTCACGGTACTTAATGATTAAGCTCTGGCTAATTAAGTGCCA

GCAGCCGCGGTCATACGTAGGGAGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTCAACCCATGAACTGCGTTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATAGGGAAGAACACCAGTTGCGAAGGCGGCCCGCAAGGCTTTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14295;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Ferrovales(

0.0000),f:Ferrovaceae(0.0000),g:Ferrovum(0.0000); 

AGACAGGCCGTTTGAATGTTGACGGGCTGAACCTAATAAGCAATGACGGCAGCAATAACCTCAACAGGAGCAGGAA

CGCGAGGGTCTCCTCCCCAGTCCAGCGTACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTA

GCAATCCAAACTTTGTTACTCGTCAGAGAATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGC

TTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTATCTTGACTCATGATTTCTTACATATGAGTGGTT

GAACAGCATCGGACTCAGATAGTAATCCACGCTCGGTTAAAATGTCAACAAGGGAATCGCTACCATGAA 
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>OTU14293;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGTTTGTAAAGCTCTATCTTCAGGGACGAAAATGACGGTACCTGACTAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGATGGAAGATTAA

GTCAGTTGTGAAAGTTTGGGGCTCAACCGGAGAACTGCATTGGAAACTGGATAGCTGGAGTGCAGGTGAGGTAGGT

GGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACGCCGACTGCGAAGGCAGCCTGCTAAGCTGTA

ACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14296;tax=d:Bacteria(0.9827),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0113),g:Ruminococcus(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGACGCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTTCCAGCAGGGACGAAGTCAGTGGCTGCACCTGCAGAAGAAGTCACGTCTAACCACGTG

CCCGCAGCCGGTATAACACGTATGTGGCGAGCGGTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATTG

CAAGTCAGGCGTGAAATGCAAAGGCTCAACCATTGAATTGCGCTTGAAACTGTAGTCCTTGAGAGTCGGAGAGGTAA

ACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATTAAGAGGAACACCGGTGGCGAAGGTGGTTTACTGGACGA

CAACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14294;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Deltaproteobacteria(0.1159),o:Bdellovibr

ionales(0.0473),f:Bdellovibrionaceae(0.0113),g:Vampirovibrio(0.0056); 

ACGGAAGGCAGCAGTAGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGTGTGATGACGCCC

TTCGGGGTGTAAAACACTGTCAGTAGGGACGAAACTTGACGGTACCTACAGAGGAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTGTCCGGAATCATTGGGCGTAAAGAGTTCGTAGGTGGTTTGTTAA

GTCTGGTGTTAAAGCCCGAAGCTCAACTTCGGTTAGGCATCGGATACTGGCAGGCTAGAATGCGGTAGAGGTAAAG

GGAATTCCTGGTGTAGCGGTGAAATGCATAGATATCAGGAGGAACATCGGTGGCGTAAGCGCTTTACTGGGCCGTA

ATTGACACTGAGGAACGAAAGCCGGGGTAGCAAATAGGATTAGATACCCTGGTA 

>OTU14298;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTACGGATTGTGAACTTCTTTTATAAGGGAATAAAACGCTGCACGTGTGGAGTATTGTATGTACCATATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAAGGTTAAGCGAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCGTTTGATACTGGCGATCTTGA

GTGCAGTTGAGGTTTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTAACTAAGCTGTAACTGACGTTCATGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU14299;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGAGCGCGTCGTGACGCTCTCTGCAGGTACCGTACGAATAAG

CATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAAGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCATAGACCGGCTGTTAAGTCTGTTGTGAAAGTTAGGGGCTCAACCGTGAAACTGCAGTGGGAACTGGCGACCTTG

AGTGCGGCCGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14297;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiales_Incertae_Sedis_XIII(0.4224),g:Mogibacterium(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGTCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGGAAGTGACGGTACCTAAGGAGAAAGCCCCGGTTAACTACGTG

CATGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGCATCTCACCGTGCGAACTGGTCTACGTGAGTGCAGGAGGGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAAGAGGAACACCAACGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14301;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3204),g:Intestinimonas(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAACGCAGGCAGTGACT

TAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTCGCTAGAGTACTTTAGGGAGGG

GTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14302;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2184),g:Acetanaerobacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCCTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTAGGTGTAAAGGGAGCGTAGGCGGAGCA

GCAAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTGCCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14303;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGCAGGCGGGCGTCTAA

GTCAGCGGTGAAAGTTCCCGGCTCAACCTGGTCAGTGCCTATGATACTGGGGGCCTAGAATGCGGTCGAGGCCGGC

GGAATTTGGCGTGTAGCGGTGAAATGCATAGATATGAGTCAGAACACCGATCGCGAAGGCAGCTTGCGAGGATACG

ATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14305;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAATTGCTTTTATAGGGGGATAAAGTGTGCCACGAGTGGCATATTGCAGGTACCCTATGAATAAG

GCACGGCTAATTCCGTTCCAGCAGCCGCGGTAATACTGCAGGTCCGGGCGTTATCAGGAGTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTAAGACTTG

AGTGCGGAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGGTTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14304;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTTGATAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8177 

 

>OTU14306;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAGTTGTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGTGCTGCATTTGAAACTGGCATGCTAGAGTGCAGGAGAGGAGAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14307;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1291),g:Pseudobutyrivibrio(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGTAATTT

AAGTTAAATGTGAAAGCCCGGGGCTCAACTCCGGAATTGCATTTAATACTGGGTTACTAGAGTGCAGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14309;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumi

nococcaceae(0.6709),g:Intestinimonas(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTGTTGTCCGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAATGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTGAAAATTATGGGCTCAACCCATACCCTGCATTTGAAACTGTACTGCGTGAGTAATGGAGAGGCAG

GCGGAATTCCGTGTGAAGCGGTGAAATACGAAGAGTTACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACA

GCAACTGACGCTGGGGCGCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU14308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGAACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGCCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCGACTTGGGTGCTGCAGTTCAACCGGGAGGTGTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTGGTGAAGCGGTGAAATGCGTAGAGCTTAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCGGGTA 



8178 

 

>OTU14310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14312;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.6350),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGTTTGTAAACTTTTTTTTTAAGGGAATAAAAGTGGGTACTCGTACCCGTTTGAACGTACCCTATGTATAAGGA

ACGGCTAACTCCGTGCCAGAAGCCGCGATCATACGGAGGAACCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGGCGGGCACTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14311;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Lach

nospiraceae(0.0099),g:Dorea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACAGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAAATCCGGGGCTCAAACCCGGTAGTGCATCTGAAACTGCTTTGCT

GGAGTACGGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

ATGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGAGTGCTTTGGAAACTGTTTT

GCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTCACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU14315;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3544),g:Eisenbergiella(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14316;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Strept

ococcaceae(0.8505),g:Streptococcus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTATTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTGCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGGATAAGTCTGAAGTTAAAGGCTGTGGCTCAACCATAGTATGCTTTGGAAACTGTTCG

ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14314;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Hydrogenoanaerobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAGT

GCAAGTTGAATGTTTAATCTATGGGCTCAACCCATATCAGCGTTCAAAACTGCATTTCTTGAGTGAAGTAGAGGTTGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTT

TACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14317;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGAGGAAACTCTGACCTAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTATTCTATGGGAAGAAGAAAGTGACGGTACCATAGACGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATT

GCAAGTTGGATGTGAAAACTGCGGGCTCAACCCGGAGAGTGCATTCAAAACTGCGATTCTTGAGTGAAGTAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGC

TTTTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGCGCCGTACGTGTTCCGGTATTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGAAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGAGTAGGCGGGCTATTAAGTCAGCTGTGAAATCCGTCGGCTCAACCGTCGGACTGCTGTTGATACTGGTGGCCTT

GAGAGTGCACAGGGGTGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAAATATTATGAAGAACTCCGGTCGCGAA

GGCAGATGCCCGGATCGAATCTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAAAAAGGCTACGTGTAGCTGCTTGCAAGTATCGGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTTTGTTAAGTATGTGGGAAAAGCGGGCGGCTAAACCGTACAATGCCGTGGAAACTGGCGAACTTGA

GTGCAGTCGAGGTAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCTTACCAGGATGCAACTGACACTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGTAGGCTA

AGTTGGATGTGAAATACCTGGGCTTAACTTGGGGGCTGCATTCAAAACTGGTTTACTAGAGTTCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14319;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.2184),g:Butyricicoccus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCCACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAAGGACGAAGAAGTGACGGTACTTGATGATTAAGCTCCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAGGCGTTATCCGGATTTACTGGGTGTAAAGGGCCAGTAGGCGGATTGGCA

AGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGGTGAGCTTGAGTGATGGAGAGGCAGG

CAGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTCAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8181 

 

>OTU14322;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAATTGCTTCTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

CCCGGCTAATTCCGTGACAGCAGTCGCGGTAATACGGAAGGGTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAACGCGAACTGGTTTCCTTGA

GTACGCGCAAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTCACTGGAGCACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14323;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfohalobiaceae(0.0000),g:Desulfovermiculus(0.0000); 

GGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCTTACGCCCAATATCACGAACATAGTCACGCAACGC

ATTGGGCTTATCCTCAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGC

ATGAGCCTGTCGCATTGCATTCATCAAACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAA

TCTTGAACACTCATCCTTAATACCGTTCTTGTTGGGGTAATTAGACTCATCGCGAATATCCTTAAGAGGGCGTTCAGCA

GCCAGCTGGTGGCAAAACTGCGTAACCGTCTTCTCGGTCTCTAAAAACCATTTTT 

>OTU14326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTGATGCCTGCGGGCGTTATTGCATGTACCGTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCCTTTAAGCGTGTTGTGAAATGTAGGCGCTCAACGCCTGCACTGCAGCGCGAACTGAAGGACTTGA

GTGTGCACGACGCTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAAATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGGCGAGAGCACAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14324;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9280),f:Pept

ostreptococcaceae(0.4224),g:Clostridium_XI(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAAGGAAGATAATGTCGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGAGGTAATACGGAGGGGGCTAGCGTTATTCGGATTTACTGGGCGTAAAGGGTGAGTAGGCGGTCTTTTAA

GTCAGAAGTGAAAGGCTACGGCTTAACCGTAGTAAGATTGTGAAAATGGAGGACTTGAGTGCAGGAGAGGAGAGT

GGAATTACTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTCTCTGGACTGTA

ACTAACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14325;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0134); 



8182 

 

ACGGAAGGCAGCAGTGAGGAATGTTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTAGTGCGGGAATAAAGTGTGGGACGTGTCCCATATTGCAGGTACCGCAAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTTTATTAAGCGTGTTGTGAAAAACCCGTGCTAAACATGGGTCGGGAAGCGCGAACTGGTGACCTTG

AGAGAGGATGCGGTATGCGGAATTTGTGGTGTGGCGGTGAAACGCTAGGTTATACCGAAAAACTCCGATGGCGAAG

GAAGCATGCCAGGCCGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14327;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGATGAGGAAGCCCCGGCTAACTACGTGCCA

GGAGCCGCGGTTATCCGTCGGTGGCGCGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATATACGGGCTCAACATGTGAGCTGCATTTCGAACTGGAAGTCTAGAGTGCGGGAGATGAGAAT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14329;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0355),g:Saccharofermentans(0.0087); 

CCTTCCTTCCTCCTTCTTTCCTCTTTTCCCCTTTCTTTCCCTCTGCTCCCTTGACGCCGCGTGAAGGAAGAAGGTCTTCGG

ATTGTAAACTTATTTTGTCAGGGAAAAATAAAATGATGGTACCTGAAGAAAAAGCACCGGCCAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGACGGAATAGCAAGTC

AGATGTGAAATTTCAGTGCTCAACATTGAAACTGCATCTGAAACTGTTAATCTAGAGTGCAGGAGAGGAAAACGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTTCTGGACTGTAACTGA

CGTTGAGGAGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Negativicutes(0.8189),o:Selenomonadales(0.57

66),f:Veillonellaceae(0.3884),g:Mitsuokella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCAATGACGGTACCTGACG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTG

TAAAGGGTGTGTAGGCGGGGAAGCAAGTCAGATGTGAAAACCAAAGGCTCAACCTTTGGCTTGCATTTGAAACTGTT

TTTCTTGAGAGTGGGAGAGGTAAACGGAATTCCTAGTGTAGTAGTGAAATGCGTAGATATTAGGAGGAACACCGGT

GGCGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14330;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Papillibacter(0.0423); 



8183 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGTTACCTGGCGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTCGGTTGCATGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCGAAACCCATGAACTGCGCTCACAACTGTATCTCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14331;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacte

riales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Olivibacter(0.0110); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCCTTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGGCTAAGTCGGCAGTGAAAGTTCGCGGCTCAACCGGGGCAGTGCCGATGATACTGTGGGCCT

GGAATGCGGTCGGGGCCAGCGGAATGTCGAGTGTAGCAGTGAAATGCATAGATATGCCACAGAACACCAATAGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGGGGTGGATTCCAAAATGGGAATCTAGAGTGGAGGAGGGGAGAG

TGGAAATTCTAGGGTAGCGGTGAAATGCGGAGAGATTAGGAAAAAAAACAGGGGCGAAGGCGAACCTCTGGAATG

TAAATGAAGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14335;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTCTATGTGACGAAGGAAGTGACGGTAGCTCAGGAGGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGAGCTGCATCGCAAACTGTCTATCTTGAGTGAAGGAGAGGAAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14334;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Bacilli(0.1159),o:Lactobacillales(0.0547),f:Lactob

acillaceae(0.0149),g:Lactobacillus(0.0066); 



8184 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAAAAAGACTTTTGCGAAGGTTGCTGCAAGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGCGTAAAGGG

AGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCGGGGCTTAACCGCGGAACTGCATCTGAAACTGTTTTTCTAG

AGTGTAGAAGAGGAGGGTGGAATGTAATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTGGCGAA

GGGGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14336;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Deflu

viitaleaceae(0.0457),g:Defluviitalea(0.0110); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTCTAGGAAGAAGGT

TTTCGGATTGTAAACTATTTTCGACAGGGAAGAAAATGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAGAACAAG

TTAGTTGTGAAAGCCCTCGGCTTAACTGAGGAACTGCAACGAAAACTATTTTTCTTGAGTGCAGGAGAGGAAAGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACACT

GACGCTGAGGCACGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU14333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGC

CTTCGGGATGTAAAGCTCTTTCAGCAGGGAAGATAATGACGGTACCTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTAGTAA

GTTAGATGTGAAATCCCGGGGCTCAACCTGGGTACTGCATTTGAAACTGGAAGGCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGTCTTTCTGGACTATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14337;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0904),g:Faecalibacterium(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGAGGCACGTGTGGTTTTTTGTATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAAAACGTAGGTTACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGA

GCGCAGGCGGGAAGGCAAGTTGGAAGTGAAATCCATGGGCTCAACACATGAACTGCTTTCAGAACTGTTTTTCTTGA

GTAGTGCAGAGGTAGGCGGAATTCGCGGTGTAGCGGTGAAATGCGTAGATATCGCGAAGAACACCAGTTGCGAAG

GCGGCCTACTAGGCATCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:"Porphyromonadaceae"(0.9852),g:Butyricimonas(0.9743); 



8185 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGGATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGACTGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTTAGCGGTAAAAGACTGCAGCTAAACAGGAGCTCGCCTTGGAAACTGGCGGCCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATGACTCGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGGTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14339;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_3(0.0710),g:Caloranaerobacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAA

CTAAGTCTGGAGTGAAAGTCCTGCTTTTAAGGTGGGAATTGCTTTGGAAACTGGATGGCTTGAGTGCAGGAGAGGTA

AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14340;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0904),g:Blautia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCAACGGGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCTTTGCAAGTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGTGCGGCTT

GAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGACATTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14341;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0904),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCGATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTTGATGGGGACGAAGGAAGTGGCGGTACCCATCGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAGAG

ACAAGTCAGGTGTGAAAATGATGGGCTCAACTCAGAAACTGCGCCTGAAACTGTATCCCTTGAGAGTCGGAGGGGT

AAGTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGAC

GACAACTGACGCTGAGACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14343;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0519); 



8186 

 

ACGAAGGCAGCAAGGAGGAATATTGGACAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGCCGGCC

CTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGGGCTCGTGAGCCCCGTATTGTATGTACCATCAGAAAAA

GGACCTGCTAAATCCGTGCCAACAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGGCTTTTAAGTCAGGTGTGAAAGTCCGCGGTTCAACCGTGGCATTGCAGTTGAAACTGGAGGGCTT

GAGTGCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAT

GGCAAGTGTCCGGGGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14342;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0560),g:Clostridium_IV(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTTTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGTGGTTTTGT

AAGTCTGGAGTGAAACCCCCGTGTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGGATA

GCGGAATTCCCGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCCAACTGGGCTT

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14344;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9840),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGTT

CTCGGAGCGTAAAGCTCCGTTGTTGGAGAAGAAGGATAGAGGTAGTAACTGGCTTTTATTTGACGGTAATAAACAAG

AAAGTCACGGCTAATTACGTGCGAGCAGCTGCGGTAATACGTAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGTAGAGGAGCGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCAGTGGC

GAAGGCAGCTCTCAGGTCTGCAACTGACGCTAAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAGATTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACCTGCAA

GTCAGATGTGAAATCCCCGGGCTTAACCCGGGAATTGCATTTGAAACTGTAGGCCTTGAGTGATGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14347;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0099),g:Mangroviflexus(0.0046); 



8187 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTCGCGTGCAGGACGAAGGC

CCTATGGGTTGCAGACTGCTTTTACATGAGAATAAAAAGTGGCACGAGTCCCACCCTGTAGGTACCTTGTGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGCAGGCGGGCATGTAAGCCTGAGGTGAAAGGCGGGTGCTCAACGGCAGAGGTGCCGCGGGAACTGCAGGTCT

TGAGTCGTGACGAGGGTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATAGTACGCAGAACGCCGATTGCGA

AGGCAGCCGACCAGGGACGAACTGACGCTAAGGCACGAAGGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3204),g:Hydrogenoanaerobacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATACTGGTCAATGGGGGAAACCCTGAACCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGGGACGAAGAAAGTGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGACA

GTAAGTTGAATGTGAAACCTATCGGCTTAACCGATAGTTGCGTTCAAAACTATTGTCCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TTACTGACGCTGAGGCTCGAAAGTGTGGGGAGTAAACAGGATTAGATACCCTGGTA 

>OTU14348;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTT

TTTCGGCACGTAAAGCTCTATCAGCAGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAAG

TCTGAAGTGAAAGCCCGGGGCTTAACCCAGGGACTGCTTTGGAAACTGTATAGCTTGAGTGCAGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGCAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14350;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACTTCTTTTATATAGGAATAAAGGACATCACGTGTACTGTTTTGCATGTATCTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTTGACGGTTAAGTCAGTGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTGAG

TACGGAAGGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGG

CAGCTTGCTGGGCCGTGACTGACACTGATGCACGGAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14349;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Sporobacter(0.0134); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAATCCTGACCAAGCAACGCCGCGTGATGGAAGAAGGC

TTTCGGTTTGTAAACTTCTTTTACCAGGGACGAAGGACGGGACGGTACCTGGAGAAACAGCCACAGCTAACTACGTG

CCAGCAGCCGCGGTCATACGTAGCTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGGGTAGGCGAGAGAG

CAAGTCAGAAGTGAAATCTATGGGCTTAACCCAGAAACTGCTTTTGAAACTGTTCTTCTTGAGTATCGGAGAGGCTGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14351;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.0904),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTATTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACC

AACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14354;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9882),o:Campylo

bacterales(0.9606),f:Helicobacteraceae(0.9108),g:Helicobacter(0.7162); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGCAGCAGCAACGCCGCGTGGAGGATGAAGGT

TTTCGGATTGTAAGCTCCTGTTGTTAGAGAAGATAAGAAGGGTATCTAACGAATAAGCACCGCCTAACACCGTGCCA

GCACCGGCGGTAATACGGAGGGGGGACGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCA

AGTCAGATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGT

GGAATTCTTGGTGTAGGGGTGAAATGCGTAGAGATCAAGAGGAACACTCATTGCGAAGGCGAACTGCTGGAACATT

ACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14355;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0252),g:Lachnospiracea_incertae_sedis(0.0076); 

CCTTTCTTCCTCCTTTTTGCCTCTTTCCCCCTGTCTTCCACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTATTTCG

GTATGTAAACTTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGTCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGATAAGTCTG

GAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGATTGCAGGAGAGGAAAGCGGAAT

TACCGGTGTAGCGGTGAAATGCGTAGAGTTCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGT

CGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14353;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pept

ococcaceae_1(0.0560),g:Syntrophobotulus(0.0134); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAGAATTCTTTTCTTCGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGA

TAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGCGTTGGATACTGTTGGGCTGGAGTGCAGGAGAGGAA

GGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14352;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiaceae_3(0.0355),g:Caloranaerobacter(0.0087); 

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGC

CGTGCAAGTCAAGTGTGAAAAGCCTCGGCTTAACCGAGGCATTGCACATGAAACTGCATGGCTTGAGTGCAGGAGA

GGGAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTCCTG

GACTGTAACCGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACG

ATGATGACTCGGTGTCGGCGATACACAGCCGGCGCCCAAGCGAAAGCGTTAATTCATCCACCTGGGGAGTACGCCCG

CAAGGGTGAAACTCAAAGGAATTGGCGGGG 

>OTU14356;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0355),g:Intestinimonas(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGCGTAGGCGGGACGTC

AAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGACGTTGAAACTGGCGGCCTGGAGACGAGACGAGGGAG

GCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATCGCGAAGGCAGCTTGCGAGGATA

CGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14357;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGACG

CAAGTCTGGAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTGCTGCTGGAGTGCAGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGCGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGAC

GACAACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14360;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0808); 



8190 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACCGGCATTACGTGTAATGCCTTGCAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTTGGTAAGCGTGTTGTGACATGTACCGGCTCAACCGGTGACGTGCAGCGCGAACTGCCTGGCTTGA

GTGTGCGGTAGGCAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAGGAACCCCGATTGCGAAGG

CAGCTTGCTGCAGCATTACTGACGCTGATGCCCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14358;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Anaerotruncus(0.0204); 

CCTTTCTTCCTCCTTTTTTCCTATTGCCACCTGGTCGACAGCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGTTTTC

GGATTGTAAACCTCTGTCTTCGGTGACGAAAACGACGGTAGCCGAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGCAAGT

CGAATGTTTAAACTATGGGCTCAACTCATAGTCGCATTCGAAACTGCTTGTCTTGAGTGAAGTAGAGGTAAGCGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTTAACTGAC

GCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14359;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTGAGAGAAGAACGTGCGTGAGAGCAACTGTGCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGATATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTTGATAAGTCAGATGTGAAAGCCTTGGGCTTAACCAAAGACGTGCATCTGAAACTGTCAG

GCTTGAGTGCAGAAGAGGACAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGGACACCAGTG

GCGAAGGCGGCTGGCTGGACAGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU14361;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9733),o:Pasteur

ellales(0.8520),f:Pasteurellaceae(0.7068),g:Actinobacillus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCACTTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCTCGGTAATACGGATGGTTCGAGCGTTAATCGGAATAACTGGGCGTAA

AGGGCACGCAGGCGGTGACGTAAGTGAGACGTGAAAGTCCCGAGCTTAACGTGGGAATTGCATTGCATACTGGGTG

GCTAGAGTACGGGAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCATTGGGAAGGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU14364;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGAGTCAAGTCAGTTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTT

GAGTGCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGTTATCACGCAGCACCCCGATTCCGCAC

GCAGCCCCCCCGCGCGTTCCGGACTGTGAATCTTCAAGTCTTTGGTCCCACCCAGGATCAGTAACCGGGGTA 

>OTU14363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTTCAGGGACGAGTAGAAGACGGTACCTGACGATTAAGCTACGGCTAACTACGTGCC

AGCAGCCGCTGTAATACGTAGCTGGCAAGCGTTGTCCGGATTTACTGGGTGCAAAGGGCGTGTAGCCGGAAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACACGCGAACTGCATTGGAAACTACTCTGCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGGCGACA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14362;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAAACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGGGGTTGCGAGCGTTATCCGGATTCATTGGGTGTAAAGG

GTGCGTAGGCGGCCGAGTAAGTCAGCTGTGAAAGACCCGGGCTCAACTTGGGAAGTGCAGTTGATACTGTTTGGCT

AGAATGATCGCGCGGCGGGTGGAATGAGTGGTGTAGCGGTGAAATGCGTAGAGATCACGCAGAACACCGATTGCG

AAGGCGTCTCGCGAGGGTGCAATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14365;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5991),g:Intestinimonas(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACTTAAGGAATATGCGACGGCTATGTACGTGC

CAGCAGCCGCTGTAATACGGAGGGCGCAAGCATTATCCGGATTTACGGGGTGTACAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATGGCCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14366;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTCATTGGGTTTA

AAGGGTGCGTAGGTTGCTTGTAAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGTGA

GCTTGAGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCG

CGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU14368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAAGTATGTATACCTTTTTGTAGGTATTGTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTCATGTGTGAAAGTTTGCGGCTGAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAGT

ACAGTCGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGATTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14367;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XIII(0.0457),g:Mogibacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACACTGGGGGAAACCCGGATGCGGCAACGCCGCGTGAAGGATGAAGGC

CCTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAACGACGGTACCTTAGGAGCAAGTCCCCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAACGTTATCCGGAATTAGTGGGCGTAAAGCGTACGTAGGTGGTTACCTAA

GCAGGGGGTTTAAGGCAATGGCTTAAACATTGTTCGCCCCCTGAACTGGGCTACTTGAGTGAAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGCGAAATGCGCAGATATTAGGAGGAACCCAAGTGGCGAAGGCGGCTTTATGGACTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14369;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGGGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTATCCGGACTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATATGTTTGATGTGAAAGCCTATGGCTCAACAAAGGAAGTGCGTCTGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTG
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GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14372;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Neisseriale

s(0.0000),f:Neisseriaceae(0.0000),g:Eikenella(0.0000); 

AGCTTGATGCGGTTCTCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGAAAGATTAGAAATGCCACAAGCCTC

AATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGTTAATCAGAACGAA

CCATCAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGTGTGTCAATCCTGACGGTTATTTCCTAG

ACAAATTAGAGCCAATACCATCAGCTTTACCGGATTTCGAGAAATTGTTCGAAGTATCGGCAACAGCTTTATCAATAC

CATGAAAAAGATCAACTACACCAGAAGCAGAATCAGTGACGATATTAGAAATATCCTTTGCAGTAGCGCCAATATGA

GAAGAGCCATACCGATGATTCGGCGTTTGCTGATGAACTAAGTCAACCTC 

>OTU14370;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Deltaproteobacteria(0.8048),o:Desulfovib

rionales(0.5395),f:Desulfovibrionaceae(0.3204),g:Desulfovibrio(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGGGTGCGTAGGTGGTCCATCAAGTCGGTGGTTAAAGGCTACGGATCAACCGTAGTAAGCCTCCGAAACTGTTGG

ACTTGAGTGCAGGAGAGGAAAGCGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATGTGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14373;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCAAGTCGCGTGAAGGAAGGAGGT

CCTACGGATTGTAAACTGCTTTTGTCGGGGAATAATAAGACTGACGCGAAGGGTGTTGAAGGTACCCGAAGAAAAA

GGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTGAGCTAAGTTAGAGGTCAAATGCTCCTGCTCAACAGGGTGTTGCCTTTGAAACTGTCTTGCTAG

GATGTGTGCGACGCAGGCGGAATGCGTCGTGTAGCGGTGACATGCATAGATATGATTCAGAACTCCGATCGCGAAG

GCAGCTTTCCAGCGTGCTATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14371;tax=d:Bacteria(0.9450),p:"Proteobacteria"(0.1905),c:Alphaproteobacteria(0.0626),o:Rickettsial

es(0.0352),f:Anaplasmataceae(0.0086),g:Ehrlichia(0.0043); 

ACGGGAGGCAGCAGGTGGGAATATTGGACAATGGACGAAAGTCTGATCCAGCAATACCGCGTGAATGATTAAGGCC

TTCGGGTTGTAAAGTTCTTTTAATAGGGAAGATAATGACGGTACCTATAGAATAAGCACCGGCAAACTTCGTGCCAGC

AGCCGCGGTAATACGAAGGTTGCTAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTGTGTAGGTGGTTTTGTAAGTT

AGTTGTGAAATCCCGGGGCTCAACCTCGGAATTGCAATTAAAACTATAAAACTAGAGTATGATAAGCGATGGCAGAA
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TTTCTAGTGTAGGGGTAAAATCCGCAGAGATTAGAAAGAATACCGGTGGTGTAGACGGCTATCTTGGTCATTACTGA

CACTAAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14374;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9843),f:Lactob

acillaceae(0.9666),g:Lactobacillus(0.9085); 

ACGGGAGGAAGAAGGAGGGAATCTGCCACAATTGGCGCAAGCCTGATTTAGCAACACCGCGTGATTGAATAAGTGT

TTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTATGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACACTGGT

A 

>OTU14375;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Deltaproteobacteria(0.9851),o:Desulfovib

rionales(0.9934),f:Desulfovibrionaceae(0.9871),g:Desulfovibrio(0.9781); 

ACTTTATTCAGCAGCTTTTAATATTTCTCAATTTTCTAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTCTTC

GGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAGGAA

GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAG

CGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTCAACCGTGGAACTGCCCTTGATACTGCACGACT

CGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGGCG

AAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14376;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5239); 

CCTTCCTGCAGCAGTCTTTCCTCTTCCGACCTGGTCGCCAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCGGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGCAGTGCACCGGAAACCGCGCGA

CTTGAGTGCAGAAGCGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTTACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14378;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Alphaproteobacteria(0.8189),o:Rickettsial

es(0.5023),f:Rickettsiaceae(0.3204),g:Rickettsia(0.0904); 

GTGTCAGCCGCCGCGGTAAGACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGA

TTAGTAAGTTGGGAGTGAAAGCCCGGGGCTTAACCTCGGAACTGCTTTCAAAACTGCTAGTCTTGAGTGAAGTAGGG

GATGATGGAATTCCTAGTGTAGAGGTGAAATTCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCATCTGG

ACTTCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACT
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ATCAATACTCGATATTAGCGATATACAGTTAGTGTCTAAGCGAAAGTGATAAGTATTGCACCTGGGGAGTACGATCG

CAAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU14379;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

AAGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGTGAAGCAAATGACGGTACCTGACTAAGAATCCCCAGCTAACTACGTGCCAG

CATCCGCGTGAATACGTAGGGGGCAAGCGTTATCCGGGTTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGGAGTGAAAGCTCAGGGCTCAACCCTGGGAATGCTTTGGATCATGTATGGCTAGTGTGATGGAGAGGTAAGTTG

AATTCCTAGTGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14377;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTTGTTGGTGAAGAAGGATAGAGGGAGTAACTGTCCTCGCTTTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGGTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAGGAAGTGCATCGGAAACCGGGC

TACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATCTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATTAGCAGGGAAGAAAATGACGGTACCTGACTAAGCAGCCTCAGCTAACTACGTGCCA

GAAGCCGCGGTCATACGTAGGGGGCAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCATTAGAAACTGTAGGGCTAGAGTGCTGGAGAGGTAAG

TGGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14384;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9201),g:Bacteroides(0.9566); 

ACGGAGGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATTAAGGCT

CTATGGGTCGTAAACTTCATTTATTTAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAAACGTAAAAGTGCAGTTGATACTGTCAGGCTTGAGT
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ACAGTAGAGGTGGGCGGAATTGGAGGTGTAGCGGTGAAATGCTTAGATGTCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAAATGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACGATGGTA 

>OTU14383;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGAGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14382;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.6881),f:Entero

coccaceae(0.4563),g:Enterococcus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTGGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCG

TAAAGCGTACGTAGGTGGTTACCTAAGCAGGGGGTTTAAGTCAATGGCTTAACCCTTGTTCGCCCCCTGAACTGGGCT

ACTTGAGTGCAGGAGAGGAAAGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGCAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14381;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCGGGGACGAAGAAAGTGACGGTACCTGGAGAAAACGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTCAGAAGTGAAATCCACGGGCTTAACGCGTGAACTGCTTTGGAAACTGTAGCCATGGAGGATGGGGGAGGCA

GGCGGAAGTCCTAGGGTAGGGGTGAAAGGCGTAGAAATTGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GACAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14387;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_1(0.0000),g:Bacillus(0.0000); 

TGGAGACCAATAATCTCTTTAATCACCTGATTCAGCGAAACCAATCCGCGGCATTTCGTAGCGGTAAAGTTAGACCCA

ACCATGCCACCAACATAAACATTATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATA

ATAACCACCATCATGACGACCATCCAAAGAATAAACATCATAGGCAGTCGGGAGGGTAGACGGAACCGAAGAAGAC

TCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAGCAACCTGATT
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AGCTGCGTTGACAGAGGTATCCATCTGAATGCAATGAAGAAAACCACCATCACCAGCATTAACCGTCAAACTAGCAA

AATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGATGGAGTAACAGAAGGGAGAAC

C 

>OTU14385;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCGGCAGGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCT

GCTTGAGTGCGGCAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14386;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGT

CCTACGGATTGTAAGCTTTTTTTATAAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCGGCAGCCGCGGTAATACGGAGGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGATGTTAAGTCAGATGTGAAATTTAGCGGCTCAACCGTGGAATTGCAGTTGATACTGGCGTACTTGA

GTGCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACTGACCTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGCGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTCGTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCGTCCTTGA

GTGCGGTTGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14388;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCCATGCCGCATGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTTTCTTCGGGGAAGATAATGACGGTACCTACGGAAGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCTAGCGTTGTTCGGATTTATTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA
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GTGAGAAGTGAAATCCCAGGGCTCAACTTTGGAACTGCATTTAAAACTAGAAGTCTAGAGTGTGAGAGAGGAGAAT

GGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGACTATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14390;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiaceae_4(0.0252),g:Thermotalea(0.0076); 

GGGGGGGGGGGGGGGGGGGGTGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

GGTGGGGTGGGGGGGGGGGGGCTGGGTGGGGGGGGGGGGAGAGGGTGGGGGGGGGTGAGGGAGGAGCGGCG

GCTGACTAGGTGCCAGCAGCCGGGGTAATACGGAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGT

GTAGGCGGGCTCGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAG

TGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGC

GACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14391;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTTTCGGCAGGGAAGATGATGACGGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGTAGGCGGCGAGGCA

AGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGGCTGCTTTTGAAACGGTCAGGCTGGAGTGCAGGAGAGGTGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGGAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTAACTGGACTG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14392;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGAGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAATTTATTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

CCGGCTAACTCTGTGCCAGCAGCTGCGGTAATACGGAGGATGTGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTAATACTGTCAGTCTTGAG

TACAGTAGAGGTAAGCGGAATTCGTAGTGTAACGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14395;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGGGTGAAGGATGAAGGT

TCTATGGGTCGTAAATCTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGATTTGTATGTATTATATGAATAAGGA

GCGGCTAAATCCGTGACAGCAGCCGCGGTAATACGGAGGACCCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCGGTCTTGA
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GTACAGTAGAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCTACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14396;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1291),g:Blautia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCCACGCCGCGTGAGCGAAGACGTA

TTTCTGTATTTAAAGCTCTATCAGCATGGAAGAAGAAATGACGGTACCTAACTAATAGCCACCAGCTAACTACGTACC

ATCAGCCGCGGTAGTACGTAGAGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAATGGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACCGCTGGACTGCATTTGAAACTGGGATGCTCGAGTGCCGGAGGGGTAAG

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGGGT

AACTGACGTTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14394;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

TCCAGCTTCTTCGGCACCTGTTTTACCGACACCTAACGCTACATCGTCAACGTTATCTTTTGATAGTTTGACGGTTCCTG

CTGGTCATGGTTGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGTTGTTTCTGTTGGTGC

TGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCCGACTACCCTCCC

GACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATGATGGTGGGTATTATACCGGCAAGGACTGTGTGACTATTGA

CGTCCTTCCCCGTACGCCGGGCAATAATGTTTATGTTGGGGTCATGGTTTGGTCGAACTTGACCGCGACGAAATGCCG

CGGAGTGGTTTC 

>OTU14393;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAATTAATACCTTTGTTCATTTACGTTACCAGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGGTGCAAGCGCTAATCGGAATTACTGGGCGTA

AAGCGAGCGCAGGCGGTTTGTTTAGGCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

TCTTGAGTCTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14399;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCTGGCATGGATAGCCGATTGCATGTACTTTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTGGAATTGCAGTTGGTACTGGGTATCTTGA
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GTGCAGATGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9866),o:Clostridiales(0.9941),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCGGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCAACGCAGCGTGAGTGATGACGGC

CTTCGGGTTGGAAAGCTGTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCGAGTAACGTGCC

GGCAGCGGCGGTAATACGTAGGTGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCGGGCTCAACTTCGGTGCTGCATCTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGGA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACTCCAGTTGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14397;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATCCAGCCATGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTAAAGCTCTGTTTTCGGGGACGATAATGACGGTACCCGCGGAGGAAGTCCTGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGAGGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAAG

TTAAAAGTGAAATACTAGGGCTTAACCTGGGAACTGCTTTTCAAACTGGTAGTCTAGAGAGTGAGAGAGGAGAAAG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGCTTATCTGGTCTAAATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14398;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTGGGGTATGCATACTGTTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGC

GGGTAGGCGGACGTTCAAGTCGGTTGTGAAATTCCGGGGCTCAACCCCGAAATTGCAGTTAAAACTGTATGCCTTGA

GTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAG

GCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14402;tax=d:Bacteria(0.0014),p:Candidatus_Saccharibacteria(0.0000),g:Saccharibacteria_genera_inc

ertae_sedis(0.0000); 

ACACTTTGTTACTCGTCCGAACATCGCAATCCTCTTCGGTTACTTCCCCAACGGCAGACGCCTGACTGAGCTTAATAGA

GGCCAACGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGATTTCTTACCTATTATTGGTTGAACAGCA

TCGGACTCAGATAGTAATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATC

TAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCACTTCTCCGCATCCAACGCGTCAGGTTATGACAGAAGAG
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GTAGTTGAGGGCGAAAGGTCGCAAAGTAAGAGCTTATCGAGCTGCGCAAGGATAGGTCGAATTGTCTCATTTTCCGC

CAGCAGTCCACT 

>OTU14401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2524),g:Parasporobacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGGA

TTTCGGTATGGAAAGGTCTATCTGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCG

GAAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGAACTGCTTTTGGAACTGTCGAACTAGAGTGCAGAAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCAGCTTGCTAGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14403;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGCGCAACCCCGACCCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAACCTCCCTCAAACTACACGCC

AGCAGCCGCGGTTATACGTAGGGCGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCAGGAATTGCATTTAAAACTGTTTATCTTGAGTGTGGTAGAGGCAAGC

GGAACTCCCTGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14406;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:Chitinophagaceae(0.0000),g:Flavihumibacter(0.0000); 

CCTCGGCAGCACGACCCATACGACCCCTATCACGAACATAGTCACGCCAAGCATTGGGCTTCTCATAAAACGCCTCTC

ATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAACGATAAACCAACCATCAGCATGAGCCTGTCGCATTGCATTCATCA

AACGCTGAATAGCAAAGCCTCTACGCGATTTCATAGTGGAGGCCTCCAGCAATCTTGAACACTCATCCTTAATACCTTT

CTTTTTGGGGTAATTATACGCAGCGCGAATATCCTTAAGAGGGCGTGCAGCAGCCAGCGGGCGGCAAAACTGCGGA

ACCGTCTTCTCGGGCTCGAA 

>OTU14404;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAAAGCAGCGTGAGTGATGACGGC

CTTCGGGTTGTTAAGCTCTGTTTTCAGGGACGATAATGTCGGTACCTGAGGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGCAATACGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACGTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGGCGCTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU14405;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTATGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCGTAGATGGATGTTTA

AGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTGCAGTTGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14407;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTGCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCAGGCGTTATCCGGCTTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGATGTGAAATCCCGCGGCTCAACCGTCGGCCTGCTGTTAAAACTGGTAGCCTT

GAGTGCGCGCAGGGACGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACACCGGTCGCGAA

GGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14409;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.5273),g:Coprococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAACCCTGATTCAGCTACGCCGCGTTAGCGAATAAGTATT

TCGGTATGTCAAGCTCTATCAGCAGGGAAGAAAATGAACGTACCTGAATAAGAAGCACCGGCTAAATACGTGCCCGC

AGCCCCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTAATGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTC

TGAAGTGAAAGCCCGGGGCTCAACCTCGGGACTGCTTTGGAAACTATGCCGCTAGAGGGTCGGAGGGGTAAGTGGA

ATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14408;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTC

TTTCGGGATGTAAAGGTCTATCAGCAGGGAAGATAATGACAGTACTGGACGAAGAAGCTCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCCTTTGAAACTATGTGGCTAGAGTGCCGGAGAGGTAAGT

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14411;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCCACGCCGCGTGAACGATGAAGGT

CTTCGGATTTTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGTTACTTAATGAATAATCTCCGGCTAACTACGTGCCA

TCAGCCGCGTTAATACGTAGGGCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTTCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCTACGAACTGCATTTGAAACTGGTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGGCGTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14413;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGACTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGATGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCAGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCATTTGTGAAAGTTTGCCGCTCAACCGTAAAGTTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGATGCAGGCGGAATTCGTGCTCTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAATGCA

GCCTGCTAAGCTGCAACTGATATTGAGGCTCGAAAGTGTGGGTATCAAACAGGCTTAGATACCCTGGTA 

>OTU14410;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATC

AAGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGGACTGCATTGGAAACTGAATAGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14412;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_2(0.2184),g:Alkaliphilus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAAAGGCTACGGC

TCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAA

ATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGC

GTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14415;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.36

39),f:Spirochaetaceae(0.1872),g:Treponema(0.0230); 
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ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGCAGGTTGTAAAGTCCTTTTATGACAGAGGAACAAGCGGGGGAGTGGAAAGCACATGTGATGACTGTAGGTCCT

GAATAAGCCCGGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGTGAGCGTTGTTCGGAATCAATGGGC

GTAAAGGGCATGTAGGCGGGCTGTCAAGCCAGGAGTGAAAGCCAGGGGCTCAACCCCTGAGCTGCACTTGGAACTG

GCAGGCTAGAGTCGCGGAGAGGGAACCGGAATTCCTGGTGTAGGGGTGAAATGGGTAGATATCAGGAAGAACACC

AATGGCGAAGGCAGGTTACCAGCAGACGACTGACGTTGAGGTTCGAAGGTGCGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU14414;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACAAGTAGATGACGGTACCTGGCGATTAAGCCACGGCTAACTACGTGCC

AGCAGCCGAGGTCATACGTACGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACCCGTGAATTGCATTGGAAACTACTCTTCTTGAGTATCTGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCGAGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14416;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATTTTGCTCAAATGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTATTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATCGAAGAACACCGATG

GCGAAAGCCGCTGTCTAGACTGCGACTGTCCGTGCGACTCGAGGGCATAGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14418;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGCAGCAGTGGGGAATATTAGGCCATGGGGGACACCCTGCCCTAGCAACGCCGCGTGATGGATGAAGGTTTTC

GTCTTGTAAACTTCTTTGGCAGGTGACGATAATGACGGTACCCTCAGAACAAGCCACTGCTAACTACTTGCCAGCAGC

CGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTCTG

ATGTGAAAACCCGGGGCTCAACCCAGGGACTGCATTGGAAACTATGGGGCTAGAGTGAAGGAGAGGTAAGTGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATGACTG

AAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14419;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCACCACGTGTGGTGTTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGATTGTTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGCAGTCTTG

AGTGAGTACGACGCCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGACGAGTCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14417;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACGATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGAGA

GCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCGTCTGAAACTGTTTTTCTTGAGAGTGGGAGAGGTA

AACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14420;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Euba

cteriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGGATCTTCCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

CTTCTGGACTTTAAACCTCTGCCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGACGCCACGTCTAACTACGCGC

CAGCAGCCGCGGTTATATGTAGGCGGCACGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTGTGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14421;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGGGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGAGTGAGAGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGCGGGTTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTCAAATTGCAGTTGATACTGTCCCGCTTGAGTGCGGTAGAGGCAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTCGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTTCTGGAGCGTAAC

TGACGCTTATGCTCGAAAGTGCGAGTATCAAACAGGATTTGATACCCTGGTA 
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>OTU14422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTAGAGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAGCA

GCAAGTCAGCAGTGAAATCCCGAGGCTTAGCCCCGGAACTGCTTTCGAAACTGTAAGTCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14423;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0181); 

ACGGAAGGCAGCAGTGGGGATATTTCGCCATTGGGGCAACCCCTACGCCGCAACGCCGCGTTAACGATTAAGGTCCT

TGGATTTTAAAGTTCCTTTTATAAGGACCAAGAAGTGACGGTTCCTAATTAATAAGCCTCGTTATACCTCGTGCCAGCA

GCCCCGGTAAAACGTAGGGAGTAAGCGTTGTTCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGAGCAAGTC

AGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGAAGGCGGAA

TTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTG

ACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTAAAGCTCTATTAGTAGGGAAGAAAATGAGGGTATCTGACTAAGAAGCCCCGGCCAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCTCAACCCCAAGAACTGCTTTGGGAACTGTCAAACTAGAGTGCAGGAGGTGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATGGCGAAGGCGGCTTGCTGGACTGT

AACTGACACTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14425;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.5991),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CCTCGGGGTTTTAACCTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTGGGTGTCCAGCGTTGTCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGATTGCTGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14427;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.00

00),f:Veillonellaceae(0.0000),g:Megasphaera(0.0000); 

GCGCGTCCGGTTAACGCCGCTGACTTGTTCGCGTTTACCTTGCGTGTCCGCGCAGGCACCACTGACGTTCTTACTGCC

GCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGC

TCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTC

AACAATTTTAATTGCAGGGGCTGCGGCCCCTGACTTGAGGATAAATTATGTCTAAGATTCAAACTGGCGCCGAGCGT

ATGCCGCATGACCTTTCCCAGCTTGG 

>OTU14426;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Negativicutes(0.3483),o:Selenomonadales(0.14

83),f:Veillonellaceae(0.0560),g:Selenomonas(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGTGGTAA

GGCAAGCCAGAAGTGAAAGCCCGGGGGTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGA

GGCAAGCGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTG

GACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14428;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCACGTACTTTATGAAGAAGG

ATCGGCTAACTCCGTGCCAGCAGCGGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTTCGGCTCAACCGGAAAATTGCAGTTGAAACTGGATATCTTGA

GTGCAGGAGAGGAAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGGTTGCGAAG

GCGGCCTGCTGGACTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CCTCGGATTGTAAAGCTCCGTTTTCAGGGACGATAATGACGGTACCTGATGAGGAAGTCACGGCTAACTATGTGCCA

GCAGCCGCTGAAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGTGATGTGAAATGCCCGTGCTCAACTTGGGTGCTGCGTTTCGAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCAAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0230); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGTCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGAACAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

TAAGTCTGGTGTGAAAGCCCAGGGCTCAACCCTGGGACTGCATTTGATACTGTTTATCTTGAGTGCCGGAGGGGTAA

GTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGTGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14430;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTAGTAGGGACGAAGGACGTGACGGTACATCATGAATACACCACGGCTAACTACGCGC

CAGCTGCCGCGGTAATACGTAGGTGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGAGGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCAAAAACTGCATTGGAAACTGTATCTCTTGAGTGCAGGAGAGGTAGG

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAGT

AACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14433;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTGTCAGGGAAGAGTAGAAGACGGTACGTGACGAATAAGCCACGGCTAACTACGTGC

CAGAAGCCGGGGATATACGTAGGTGGCAAGTGGTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCTAGGCTCAACCTGGGAGCTGCATTTCAAACTGGAAATCTAGAGTGCAGGAGAGGTGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGGCTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14432;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTTTCGGTGACGAACAAATGACGGTAACCGTGTAGGTAGCCCCGGCCTACTACGTTCC

AGCAACCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATGAACTACAGTTAAAACTGTTGTACTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14434;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATGGGAATAAATTTGAGTATGTATACTGTTTTGCATGTACTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGCGGGTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCGCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14438;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XVII(0.0000),g:Sulfobacillus(0.0000); 

GGAGAGGAGTGGCATTACCACCATCCTTCATGAACTTAATCCCCTGTTCACCATAACCGTGACGATGAGGGACATCAC

ACGTAAACATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCGCCAACGGCGTC

CATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACCAGCAAGGAAG

CCAAGATGGGAAAGGTCATGCGGCATACGCGCGGCGCCAGGTTGAATATGAGACATAATGTATCCTCAAGTAAGGG

GCCGAAGCCCCTGCAATGAAAATTGTGAACCACCTACATACCAAAGA 

>OTU14435;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTGCCACAGTGAGCGCAGGCCGGATGGAGCAACACCGCGTGAGAGAAGAATGG

TTTCGGCTCGTAGAACTCTGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACTGGATA

ACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGGGTAGCGGTGGAATGCGTCGATATATGGACGACCACCAGTGG

CGAAGGCGGCTGTCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTCGCGAACAGGATTAGATACCCTGGT

A 

>OTU14436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3884),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

TAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCATGGGTATAGAAGAGGCGAT

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACACCAGTGACGAAGGCGGATTGCTGGACGAC

AATGGACGGTGAGGCGCGAAAGCGTGGGGAGCAACCAGGATTAGATACCTGGTA 

>OTU14437;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTTAACCAGCCATTCCTCTTGAAGGACTAAGGCC

CTACGGGTCGTAAACTTCTTTAGACTCAGACCAATAAGGTCCACGCTTGGACCGATGAGAGTATGCGTAGAATAATCA

TCGGCTACCTCCTTGCCAGCAGCCGCGGTAATACGTGGGATGCTATCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCCGAGTAGGTCAGCGGGGAAAGACCGGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGCTGGAA

TGATGCAGACGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACTAAGAACACCGATTGCGAAGGC

ATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCACGTCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGAGGCAATACGAAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATT

CAAGTCCGATGTGAAATCTCAGGGCTTAACACTGGAACTGCATTTGGAACTGGATGCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTAGGCGA

CAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14439;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Alteromonadaceae(0.0000),g:Agarivorans(0.0000); 

CTCTTAACCCTGCTCTTGAGTCTTGTGGCATTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGTTGGAT

AACCGCATCACGCTCTTGGAAGAGATTCTGTCTTTTCGTATGCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTT

GACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAA

TGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTAGAGACCACCGCACAGAAGGGGACGAAAAATGGTTTTGA

GAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTGGCTGCGGAACGCACTCGTAAGGAGATACGCGATGA 

>OTU14441;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTCGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGT

AAAGGGTGCGTAGGTGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGA

AACTTGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14444;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Entero

bacteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 
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AGAAGCAGCATCAGTGACGACATTAGCAATATCCTTTGCAGTCGCACCAATATGCGAAGCGCCATACCGCTGATTCTG

CGTTTGCTGATGCACTACGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGA

CCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCC

ATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCTTGC

GTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTCTTTTTGAGTCTCATTTTGCATCTCGGCAATCTCGGGCG

GAGTGTCCAGTGGCATTTTAGTAAGCTCTTT 

>OTU14442;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTAGGGACGAAAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACCACGTTC

CAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGACTTT

TAAGTGAGATGTGAAATCCCCGGGCTTAACTTGGGGTCTGCATCGAATACTGGGAGACTTGAGTGCAGGAGAGGGA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14445;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

TCGAGACGCTCTTACTTTGCGACCTTTCGCCCTCACCTAACGATTCTGTCACAAACTGCCGCGTTGGATGATGAGCCGT

GGCTTACTATGCTTGGCACGTTCGTCAATGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAGATTCTCTTGT

TGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAA

GTTACTGAACAATCCGTACGTTTCCAGACCGCTGTGGCCTCTATTAAGCTCATTCAGGCTTCGGACGTTGTGGATGTA

ACCGAAGATGATTTCGAGTGTCTGACGAGTAACAAAGTGGGGAGGGCTACTGACCGCTCGCGTGCTC 

>OTU14443;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGCACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGTGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGCTCCGTTGTGTGTCTGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGACGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTGGATACTGTACATCTTG

AATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCAGCTAACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGATA 

>OTU14446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Rumi

nococcaceae(0.9573),g:Subdoligranulum(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAAGGATGGTACCTATCACGAAAGCACCGGCCAACTACGTGCCA
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GCACCCGCGGTAAAACGTAGGGTGCAAGGGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCAGAAATTGCTTTGAAAACTGGTGGGCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAAA

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14448;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCTTAAGGGACGATAATGACGGTACCTTAGGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCA

AGTCAGATGTGAAATGTATGGGCTTAACCCATAAACTGCTTTTGAAACTGTAGTTCTTGAGTTAAATAAGGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACATCGGGGGCGAATGCGGCTTACTTGGCTTTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAGACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATTGAAGAACACCCGTG

GCGAAGGCGGCTCTCCGCTCTGCCACTGCCGCTCAGGCTTGCAAGCATCGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14449;tax=d:Bacteria(0.8319),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumi

nococcaceae(0.0059),g:Intestinimonas(0.0035); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGAACCAGCAACGCCGCGTGCAGGAAGAAGGT

CTTCGGATTGTAAACTTGCTTTATGAGGGACGAAGGACGTGACGGTCCCTCACGAATAAGACATGGCTAATTACGTG

CCAGCGGCCGCGGCAATACGAACGTCGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTGATG

TAAGTCAGATGTGAAATCTATGTGCTTAACCCATGAACTGCATCGCAAACTGTATCTCTTGAGTGCGTGAGATGTAGA

CGGAATTCCTTGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACACCGGTTGCGAAGGCAGTCTACTAGGCAGTT

ACTGACGCTAAAGCGCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14450;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Ruminococcus(0.0204); 

CCTTCCTTCCTCCTTTTTTTCTCTTTCTCCCTTTTTTCCCCCCTGCCGCCTCCACGCCGCGTGAAAGATGAAGGTCTTCGG

ATTGTAAAGTTCTTTTCTTAAGGACGAAGAAGTGACGGTACTTAATGCATAAGCTACGGCTCACTACGTGACAGCAGA
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CGTGGTCCTACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAAGTCAG

ATGTGAAATCCGTGGGCTTAACCCACGAACTGCATGGGAAACTGTTTTGCTTGAGTAAAGTAGAGGCAGGCGGAATT

CCCTGTGTAGCGGTGAAATGCGTAGAGATAGGTAGGAACACCAGTGGCGAATGCGGCCTGCTGGGCTTTAACTGAC

GCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14451;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Alphaproteobacteria(0.8755),o:Sphingom

onadales(0.3639),f:Sphingomonadaceae(0.1872),g:Sphingomonas(0.0519); 

ATGGAAGGCAGCAGGGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGGGTGATGAAGGC

CTTAGGTTTGTAAAGCTCTTTTACACGGGATGATAATGACAGTACCGGGAAAATAAGCTCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGAGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCACGTAGGCGGCTTGGTAA

GTTAGATGTGAAAGCCTGGAGCTTAACCCCAGGATTGCCTTTAAAACTGCATCGCTTGAGTCCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACTGGTAT

TGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4914),g:Subdoligranulum(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGC

TTTCGGATCGTAAACTCCTGTCGTTAGGGACGATAATGGCGGTACTTAACAAGAAAGCACCGGCTACCTACGTGCTA

GCAGCCGCGGTAATACGACGGGTGCGAGGGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGTTA

AGTTTGGAGTGAAATCTATGGGCTCAACGCGTTAATTGCTTTGGAAAATGCTGGGCTTGAGTGCAGGAGAGGAAAGT

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGACAGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14452;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0560),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGTCGCGTGAGTGAAGAAGGT

CTTCGGATTTTAAAGCTCTTTTTTCAGGGACGAACACAATGACGGTACCTGAAGAACAAACCCCGGCTAACTACGAGC

CAGCAGCCGCGGTATTACGTAGGGGGCGAGCGTAGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGCGCTCAACGCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCGGGACG

GCAACTGACGGTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14454;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACAGGAATAAAGTCGCGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG
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CGTAGATTGATGTTTAAGTCAGACGTGAAATTTAGCGGCTAAACCGTGAAATTGCAGTTGGTACTGGATATCTTGAGT

GAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCACACTAGGCCTTAACTGACGTTAAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14455;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTTTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

TCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTATCCGAAGAAATAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGTGGATCAAGTCAGCTGTCAAGGTTCGTGGGTCAACCCCGTTTGGCCGTTGAAACTGATCGGCTAGA

ATCTGTTCGAGGGAGTCGGGGTGCGAGGTGTAGCGGTGAAGTTCATTGAGATCTCGCAGAACTCCGATTGCGAAGG

CGGCGTCCCGTGGCGGCACTGACGCTGAGGCACGAGAGTGTGGGTATCGAGCAGGATTGGAAACCCTGGTA 

>OTU14456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4914),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGTAGGT

CTTCGGCTTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTAGAGCAAAGTAGAAGCAGG

CGTGATTCCCTGTGTAGCAGTGGAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAGAGCGGCCTGCTGGGCTTT

AACTGGCGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTG 

>OTU14457;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1159),o:Bacillales(0.0547),f:Bacillaceae

_1(0.0149),g:Bacillus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCCCCGTTCTATGAGACGAAGGAAGTGACGGTACTATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCACCCGCGGCAATACGTCGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GGTAAGTCTGGGGTGAAAGTCCTGGTTTCAAGGTGGGAAGTGCTTTGGATACTGATGGGCTGGAGAGCAGTGGAGG

AAGGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCGATGGCGAAGGCAGCTTTCTGGA

CTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGAAGGT

CCTATGGGTTGTAAACTGCTTTTTTCTGGGAATAATGAGCCTTTTGCGAAGGGCGTTGCAGGTACCTGACGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGCTTAAGTCAGGTGTGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGGTGTCTTGA
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GTACAGTAGAGGCAGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGACTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14458;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1485),g:Roseburia(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTTATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAACGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGTTGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCACGCAGGCGGTTTGTTAAG

TCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTTATACTGGCAAGCTTGAGTCTCGTAGAGGGGGGTAA

AATTCCAGGTTTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTAACT

GACACTGAGGCTCGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14461;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGTTTGTAACCTTCTTTTATAAAGGAATAAAGTCGGGTTTGGTTACCCGTTTGCATGTACTTTATGAATACGGA

TCGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATTTGTAAGTCAGGTGTGAAAGGTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATAGCTTGAG

TGCAGTAGAGGCAGGAGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATAACGAAGAACTCCGATGGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14462;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_2(0.0000),g:Tuberibacillus(0.0000); 

TATTTAGCCACATAGAAACCAACAGCCATATACCTGGTATCTTTAAGCGGCTCACCTTTCGCCTCAACAGGCCACACCC

AACCAGCACGCGAAAAAGCGTCCTGCGTGTAGCGAACTGCGATGGGCATACTGTAACCATAAGGCCACGTATTTTGC

AAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAACGCTACCTGTAGGAAGTGTCCGCAT

AAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACGCAGGCACACAAAAATACTGATAGCAGGCG

GCGTGTGAATCAGGAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAAGATCACGAAAAGAGTCACGCAAAG

CAGTGGGA 

>OTU14460;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Deltaproteobacteria(0.5963),o:Desulfovib

rionales(0.3319),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTG
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CGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14464;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Porphyromonadaceae"(0.3544),g:Parabacteroides(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATTCGGAGTATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGATTCTTAAGTCAAATGTGAAAGTTGGTGGCTTAACCATAAAATTGCCTTTGAAACTGGGAGTCTTGAGT

ATGATTGAGGAAGGCGGAATGCATGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCAATGGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14465;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCGAAGTAGCGTGAAGGATGACGGC

CTTCTGGGTTTTAAACTTCTTTTATAAAGGAATAAAGTTGGGTATGGATACCCGTTTGCATGTACTCTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTCATACGGAGGCTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATGTTAAGTCAGCAGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGGTACTGGATAGCTTGAG

TGCAGTGGAGGCAGCCGGAATTCGTGGTGTAGCGGTGGAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGGCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14466;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTGAGGCACGTGTCCCTTTTTGCAGGTACCGTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGTGGTTAAGTCAGACGTGAAAGTTTGCCGCTCAACGGCTGCACTGCGGTTGAAACTGGCGACCTTGA

GTGAGGCCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCAAGGCCGTTACTGACGCTAATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14463;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Euba

cteriaceae(0.0099),g:Eubacterium(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAATGC

TTTCGGGTTGTAAAGCTCTGTCCTGGGGGACGAAGGAAGTGACGGTACCCCGGGAGGAAGACCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTCGGGGGCGAGCGTTATACGGAATTATTGGGCGTAAAGAGTACGTAGGTGGTTTC

CTAAGCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCAAGAACTGGGTTACTTGAGTGCGGGAGGGGAA
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AGCGGAATGCTTAGTGAAGCGGTGAAATGCGGAGATATTAGGAGAAACACCGGTGGCGAAGGCGGCTTTCTGTACA

GTAACTGACACTGAGTTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCGGGTA 

>OTU14467;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACTTTTAAGCGAGACGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGAAGTCTAGA

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCCTACTGGGCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14470;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGAGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGTGTATGCGTAAGCGTTTGAATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGTTGGTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAGAATTGCCGCTGATACTGGCGATCTTGA

GCGCAGATGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14469;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGAGAATAAAGGACATCACGTGTGGTGTTTTGCATGTACCTATTGAATAAGC

ATCGGCTAACACCGTGCCAGCAGCAGGGGTAATACGGAGTAAGCGGGCGTAATCCGGATTCAGTGGGTTTAAAGGG

TGCGTAGGTGGCTTGTTAAGTCAGCTGTGAAAGTCCGGGGCTCAACCATTGAATTGCCGTGGAAACTGGAGAGCTTG

AGTGCGGACGGGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGGTCGCGAA

GGCAGCTTGCCAGGCCGTAACTGACACTGATGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14468;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7547),c:Mollicutes(0.4428),o:Acholeplasmatales(0.2

039),f:Acholeplasmataceae(0.0904),g:Acholeplasma(0.0181); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGAAAGCCTGACCGAGCAATGCCGCGTGAATGAAGAAATCC

TTCGGAATGTAAAGTACTGTTATTGAGGACGAAAGATAGTAACAGGAAACGGGTATTATTTGACGGTACTTGATGAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTATTCGGAGTTATTGGGCGTA

AAGCGTGCGTAGGTGGCTATTTAAGTCTGGAGTGAAATATCACAGCTTAACTGGGGAGGTGCGTTGGAAACTGGAC

AGCTTGAATCTAGAAGAGGTGAGTAGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAGGAACACCAGTG
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GCGAAGGCGGCTTACTGGTCTAATATTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TG 

>OTU14471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Dorea(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACCCTGATCCAGCGACGCCGCGTGAGTGATGAAGTAT

TTCGGTATGTAAACTTCTATTACCAGGGAAGAAAATGACTGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGCTTTGCAAGT

CAGAGGTGAAAGCCCGGGGCTCAACGCCAGGACTGCCTTTGGAACTGTAATGCTAGAGTGCAGGAGAGGCAAGTG

GAATTCCGAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14472;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGTT

CTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGTGTCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGAATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCACTTAAGTCAGAGGTGAAATTTTGTGGCTCAACAATAAAATTGCGGTGGAAACTGGAAGTCTTGAG

TATGTTTGGGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14473;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGT

CCTATGGGTTGTAAATTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACTCGTTAGCACGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTATTACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATTGCGAAGG

CGGCCAGCTGGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14474;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGTGGAATATTGTTCTATGGACGAAAGTCCGAACCAGCCAACTCGAGTGACGGATGAAGGTC

CTACGGAGTGTACACTTCTTTTATAAGGGAATAAACCCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGCA

TCGGCTAACTCCGTGCCATCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGTCGTTAAATCAGCTGGGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCGTCCTTGAG
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GGCGGTTGAGGTGTGCGGAATTCGTGGTGTAGAGGTGAAATGCTTAGATATCACTAAGAACTCAGAGTGAGAAGGC

AGAACAACAAGCCGTAACTGAACGTCATGCTCGAAAGTGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU14476;tax=d:Bacteria(0.8319),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0231),f:Clost

ridiaceae_1(0.0059),g:Oxobacter(0.0035); 

CCTTTCGGCCTCCTTTCGGCCTCTTTTTCCCTGGGCGTTAGCCTGACCCAGCAACGTCGCGTGAGGGAAGAAGGCTCT

CTGATTGTAAACCTTCGTTTCAGAAGACGTAGGAAGCGAAGGTATTCCTTGAGGAAGTTTCGGCTAACTATGTGCCAG

CAGTCGCGGCAATCCGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGACAA

GTTGGATGTGAAATACCCGGGCTTAACCGTGAGAGTGCAGCCAATACTGTTGGGCTAGAGTGCAGTAGAGGAAGGC

GGAATTCCTGGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACATCGATGGCGAAGGCGGCTTTCTGGACTGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14475;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_2(0.0355),g:Natronincola(0.0087); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAAGCCTGATGCAGCGATGCCGCGTGGGGGAAGAAGG

CCTTCGGGTTGTAAACTCCTGTTGGTAGGGAAGATAATGACGGTACTTACCAAGAAAGTACTGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTA

AGTTAGATGTGAAATACCAGGGCTTAACTTTGGGGCTGCATCCAATACTGCAGGTCTTGAGTTCGAGAGAGGATAGC

GGAATTCCTAGTGTAGCGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGTCTATAT

CTGACGCTGAGGCACGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14478;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGTGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCA

AGTCAGATGTGAAATCTGGGGGCTTAACCCCCAAACTGCATTTGAAACTGTAGTTCTTGAATATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14477;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.3544),g:Ruminococcus2(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGAATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGTAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTGGCA

AGTCTGAAGTGAAAACCCGGGGCTCAACCCTGTGACTGCATTTGAAACTGTTATGCTTGAGTGCCGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGATGGTA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14479;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGGGGGACGAAGGAAGTGACGGTACCTCATGAATAAGCCACGTCTAACTACGTGC

CAGCAGACGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACATGAAGTCTAGAGTGCTGGCGAGGAGA

AGGGAATTCCTAGTGTTGCGGCGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGCTTCTCTTGACTGT

AACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14480;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATTAGGAACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGCGC

CAGCAGCCGTGGTAATACGTAGGTGGCAAGCGTTAGCCGGATCTACTGGGAGTAAAGGGCGCGTAGGCGGGGATG

CAGGTCAGATGTGAAATCTATGGGCTCAACCCATGAACTGCATTTGAAACTGTATCTCTAGAGTGCTGGAGAGGAAG

ATGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAA

TAACTGACGCTGAGGCGCGAGGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14482;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.7428),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGGCACGTGAGGCTTTTTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGCTTAAGCGTGTTGTGAAATGTGGATGCTCAACGGCTGCACTGCAGCGCGAACTGGTGTCCTTGA

GTGCGCACAAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCTCTAGAGCGCAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14481;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0149),g:Cellulosibacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCACTGTCCTTGGGGAAGAAGGAACTGACGGTACCCAAGGAGAAAGTACCGGCAAACTACGC

GCCAGCAGCCGCGGTACTAGGAAGCGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTT

GATAAGTTAGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTTAGTACTGTTGAGCTTGAGTGCAGAAGAGGT
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AAGCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTTGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14483;tax=d:Bacteria(1.0000),p:"Lentisphaerae"(0.5174),c:"Lentisphaeria"(0.2902),o:Victivallales(0.1

249),f:"Victivallaceae"(0.0457),g:Victivallis(0.0110); 

ACGGGAGGCAGCAGTCGAGAATTTTGGGCAATGAGCGAAAGCTTGACCCAGCAATGCCGCGTGCGGGATGAAGGT

CTTCGGATTGTAAACCGCTGTCGAGAGGGACGAAAAATGACGGTACCTCTGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTTCGGATTTATTGGGCGTAAAGGGTCCGCAGGTGGTTGGTT

AAGTTTGGTATGAAATCCCGGAGCTCAACTCCGGAACTGCATTGAAAACTGACTGACTGGAGAATCGGAGAGGAGAT

TGGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCGAAAGCGTAGGCAGATCTCTGGACGAT

GACTGACACTGAGGGACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lach

nospiraceae(0.7428),g:Coprococcus(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCACTATCAGCAGGGAAGAAAATGACGGAACCTGACTAAGAAGCACCGGCTAAATCCGTGCCA

GCAGCCGCGGTAATACGTATGGTCCAAACGCTATCTGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCCGAGACGGCTTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGGGAG

AGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAG

GACGGACGTTGAGGCTCGAAAGCGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14488;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9180),o:Lactobacillales(0.7252),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCCGATGGAGCAACGCCGCGTGAGCGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGGCGGGGAAGAAGAATAGAGGTAGTAACTTGACTTTCTTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACATGCCAGCAGCCGTGGTAATACTTAGGTGGCAAGAGTTGTCCGTATTTATTGGGCGTA

AACCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTGGGCTTAACCGAGGAACTGCATCGGAAACTGTAT

TTCTTGAGTGCAGGAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCGGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14485;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTGAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGTCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTTAGATGTGAAATACCCAGGCTCAACTTGGGTGCTGCTTTTCAAACTGGAAATCTAGAGTTCGAGAGAGGATAATG



8222 

 

GAATTCCTAGTGTAGCGGTGAAATTCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGTTTCTCTGGACTGTATC

TGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9462),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGTAGGCGGGACAACAAGTCAGATGTGAAAACTATGGGCTCAACCTATAGCCTGCATTTGAAACTGTCGTT

CTTGAGTGCTGGAGAGGCAAATGGAACTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14487;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGACGGT

CTTCGGATTGTAAACTTCTTTTGTTGAGGACGAAGAAAGTGACGGTACTCGACGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATCCGTAAGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAAGGC

AAGTCAGATGTGAAATGTAAGGGCTCAACCCTTGAACTGCATTTGATACTGGTTAGCTTGAGTGCAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGCAGAGATAGGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGCCTTGATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTCATGCGAAAGCCCTCGGCTTAACTGAGGAACGGCATCGGAAACTTTTTT

TCTTGAGTGCAGAAGAGGAGAGTGCGACTCCATGTGTCGCGGTGGAATGCGTAGATATATGGAAGACCACCAGTGG

CGAAGGCGGCTCCCTGGTCTGCACCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTCGATACCCTGGTC 

>OTU14489;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Papillibacter(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGATAG

TAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAAG
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TGGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14492;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTTGACAGGGAAGAAGAAAGTGACGGTACCTGTCGAGGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTTTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACG

ACAAGTCAGATGTGAAACTCATGGGCTCAACCCATGACCTGCATTTGAAACTGCCGTTCTTGAGAGTCGGAGAGGTA

AATGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGACGAAGGCGATTTACTGGACG

ACCACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14490;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0710),g:Pseudoflavonifractor(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAGTGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGTCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATGACTGGGCGTCAAGGGCGTGTAGGCGGGATTG

CAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCTTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAG

ACGGAATTCCGCGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGTGCTC

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14494;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTGTTAA

GTTCGTGGTGAAAGCGTGCGGCTCAACCGTACCAAGCCATGCAAACTGGCGAACTTGAGTGCAAACGAGGTAGGCG

GAATTTTATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACAATAAC

TGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14493;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Bacilli(0.0626),o:Lactobacillales(0.0413),f:Lactob

acillaceae(0.0099),g:Pediococcus(0.0043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCCCTGTCTTTTGGGACGATAATGACGGTACCAACGGAGGAAGCCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTGTAAAGGGTGCGTAGGTGGCTTGTTAA

GTCAGAGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCTTTAAAACTGGCGAGCTTGAGTACGAACGGGGAAAGC
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GGAATGCGTGGTGTAGAGGTGAAATGCGTAGATATCACGCGGAACCCCGATCGCGAAGGCAGCCTGCCAGGCCGTG

ACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14495;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Alphaproteobacteria(0.4428),o:Rhizobial

es(0.1249),f:Rhodobiaceae(0.0457),g:Tepidamorphus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAAGCCTGATCCAGCAACGCCGCATGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTGCGGGGAAGATAATGACGGTACCCACAGAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCTTTGTTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAGAAGTGAAATCCTAGGGCTCAACCTGAGAGTTGCATTTAAAACTGGTAGTCTAGAGAGTAGGAGAGGAGAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAAAGATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGTTTGAA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0326); 

CCGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGATGGTACCTGGAGAAAAAGCCACTGCTAACTACGTG

CCAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTGGATCTTGAGTATCGGAGAGGTAA

TAGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATAGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCATGGTA 

>OTU14498;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGCCGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCAGGTGTGGCATAGTGCAGGTACCCTATGAATAAG

GAACGGCTAATTGCGTGCCAGGAGCTGAGGTAATACGGAAGGTTCGGGCGTAATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCATCGCGAACTGTGAGACTT

GAGTGCGCAGGAAGTAGTCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGAAGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14499;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0423); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGATGGGTGTAAAGTCCTTTTATGGCGGGGGAATAAACGGGGGAGTGGAAAGTCCGCGCGGTGACGGTAGGCCA

TGAATAAGCACCGGCCAATTACGTGCCAGCAACCGCGCGAACACTGAAGGTGCGAGCGTTGTTCGGAATCATTGGGC

GTAAAGGGCATGTAGGCGGTCTGTCAAGCCAGGCGTGAAAGCCAGGGGCTCAACCGCTGAACTGCGGTTGGAACTG

GCGGACTGGAGTCGCTGAGGGGGAGCCGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACC
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GATGGCGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU14497;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Pept

ostreptococcaceae(0.1872),g:Sporacetigenium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCTCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCCTTATCCGGAATTATTGGGCGTAAGGAGTGCGTAGGTGGTTACCTAA

GCAGGTGGTGAAAGGCTACGGCTCAACCGTAGTAATCCTTTGAAACAGAGAAACTTGAGTGAAGGAGAGGAGAGTG

GAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTTGCGAAGGCGGCTCTCAGGACTGTAA

CTGAGACTGAGGCACGAAAGCGTGGGGAGCAGACAGGATTTGATACCCTGGTA 

>OTU14502;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.1159),o:"Flavobacteriales

"(0.0547),f:Cryomorphaceae(0.0149),g:Wandonia(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAATCTGAACCAGCCAAGCCGCGTGCAGGAAGACGGT

CCTATGGATTGTAAACTGCTTTAGCATGGGAGCAAAAAGGAGTACGCGTGCAGCGATGAGAGTACCATGAGAATAA

GCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTTAGTCAAGTCAGCCGTGAAAAGTCGGCGCTAAACCTTTAGGGTGCCGTTGAAACTGATTTACTT

GAATGTGTATGATGCCAGCGGAATTTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAAGCCCGATTGCGAAG

GCAGCTGGCAAATCCTCTATTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0087); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACTTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGAGGTGAAAGTTCCGGGCTTAACCGGGTCAGTGCCGATGAAACTGGGGGCCT

GGAATGCCGTAGAGGCAGGCGGAATGTGGAGTGTAGCGGTGAAATGCATAGATATGCAACAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCGTGAATTAACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14500;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Olivibacter(0.0157); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGAGCTT
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GAGTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGA

AGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14503;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTTGACGAAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCTTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTGAAAGG

GTGCGTAGGCGGCCTGGTAAGTCAGTGGTGAAAGTCCCGGGCTCAACCCGGAAATTGCCGTTGATACTGTGAGGCT

GGAATGCAGTAGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGA

AGGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14505;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0087); 

ACGGAAGGAAGCAGGGAGGAAGAGGGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGAAGGATGAAGG

TTCTATGGATTGTAAACGTCTTTTATGCGAGGGTAAAGTGAGTTAAGTGTACCGTATTGCAATTATCGACTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAAGACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATTATTAAGTCAGCGGTGAAAGCGTGTGGCTCAACCATACAATTGCCGTTGATACTGGTAGTATTG

AGTGTAAACGAGGTATGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGCATG

CATCTTACCCGGATACGCCTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGCTTAGCTACCCTGGTA 

>OTU14504;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGACTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTTAAGGAAGTCAATGACGGTACTTGAGGAGGAAGCCCTGGTTAACTAGGTGTCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGATGCGTAGGTGATTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTCTATCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTAAACTGTAACT

GACACTGAGTCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14507;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGTTGTTAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCCTTTCTCATTGACGTTATCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGGTGCAAGCGTGAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGCAA

GCTTGAATCGCGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG
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GCGAAGGCAGCCCCCTGGACGAAGACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14509;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.00

00),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

TTTGACGGTTCCTGCTGGTAATGGTGGTTTTCTTCCTTGCCTTCAGATGGATACATCTGTCCCCGCCGCTAATCAGGTT

GTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGT

TCCGACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATGATGGTGGTTATTATACCGTCAAGGAC

TGTGTGACTATTGACGGCCGTCCCCGTACGCCGGGCAATAATGTTTATGTTGGTTTCAGGGTGTGGTCTAACGTTAAC

GCGACGAAAGGCCGCGGATTGGTTTCGC 

>OTU14506;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTTTTCAGGGACGATAATGACGGTACCTGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTTATA

AGTTAGATGTGAAATCCCAGGGCTTAACCTGGGTACTGCAGTTCAAACTGGAAGTCTAGAGTGCGAAAGAGGAGAG

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTACTGGACGAT

ATCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14508;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.36

39),f:Spirochaetaceae(0.1872),g:Treponema(0.0157); 

ACGGAAGCAGCAGCTAAGAATATTCCGCAATTGACGAAAGTCTTACGGCACGACGCCGCGTTGATGATTAAGGCCCG

AAGGTTGTAAAATCCTTTTATGACTGAGGAATAATTGAAGTCAGTGAAACTCTTCATGTTTACTGTACGTCATAAATAA

GCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAGGGTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAG

GGTATGTAGGCTGTTATGAAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGCTGGAAACTGCATGACT

TGAATCCGTGAGGGGCAGGCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGA

AGGCAGGCTGCCAGAAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14510;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCCCGTT

AAGTCTGGAGTGAAAGTCCTGTTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TTACTAACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14511;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_2(0.0457),g:Natronincola(0.0110); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGGGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAG

GGTGCGTAGGCGGTTTCTTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTT

GAGTGCAGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCAGCGTGAACGATGAAGGC

CTTCGGGTCGGAAAGCTCTGTCCTCAAGGAAGATAATGATGGCACTTGAGGAGGAAGCCCCGTATAACTAGGAGCA

GGCAGGCGCGGTAATACGCAGGGGGCTACGGTTATCCGGAAGTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCGTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACACCAGTTGCGAAGGCGGCTTTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14513;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Parapedobacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTTGTAAACTTCTTTAGTGCCGGGGCAAAAAGGACCACGGTTGGTCGGTTGAAGGTAGCGGATGATTAAGC

ATCGGCTAATTCCGTGCCGGCAGCCGCGGTAATAGGGAGGTTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTGGAGGTTAAATGCTTCTGCTCAACAGGGGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Blautia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGATTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAAATGAGGGTACCTGACTGAGAACGCCCGGATAACTACGTGCCA

GAAGCCGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCAACGCCTGAAGTGCATTGGAAACTGGTATGCTTGAGTGCCGGAGAGGTCAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14515;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.6350),g:Oscillibacter(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGGGGGAAGAGCAGAAGACGATACCCCTTGAATAAGCCACGGCTATCTACGTGA

CAGCAGCCTCGGTACTACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGTCCGACA

AGTCAGATGTGAAATGTACGGGCTTAACCCGTGAACTGCATTTGAAACTGGTGGGCTTGAGTATCGGTGAGGTAACC

GGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGGTTACTGGACGACA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14516;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCTAGCAACGCCGCGTGAAGGATGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAAGACCTGACGGTACCTGGTGAAAAAGCCACGGCTAACTACGCG

CCCGCAGCCGCGGTAATACGCAGGGGTCAAACGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGATAG

TAAGTTAGTTGTGAAATCCCGCGGCTTAACTGAGGAACTGCAACTAAAACTGTTATTCTTGAGTACTGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAG

AAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14518;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0560),g:Ruminococcus(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGC

AAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTCTTGAGTGGCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14519;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Gammaproteobacteria(0.8755),o:"Entero

bacteriales"(0.5766),f:Enterobacteriaceae(0.3884),g:Escherichia/Shigella(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGTCGCGTGCATGAAGACGGCC

TTCGGGTTGTTAAGTACTTTTAGTGGGGAGGTAGGGAGTAACGTTAATACCTTTGCTCATTTACGTTATCCGCAGAAG

ACGCATCGGTCAACTCCGTGCCAGCAGCCGCGGCAAAACGGAGGGTGCATGCGCTAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGCAAG

CTTGAGTCTCGAAGAGGTGGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATGGC

GAAGGCAGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU14517;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

CCTCGGGTTGTAAACTTCTTTTATCAGGGACGAACGACGTGACGTTACCTGGAGATAAAGCAACGGCTAATTACGTGC

CAGCACCCGCGTTATTCCGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGACCTGCA

AGTCAGATGTGAAATCCTGGGGCTTAACCCCGGAACTGCATCTGAAACTGTAGGCCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14520;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Deltaproteobacteria(0.9798),o:Desulfovib

rionales(0.9730),f:Desulfovibrionaceae(0.9201),g:Desulfovibrio(0.8124); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAAGCCCACGGCTAAACCGGGGAACTGCACTTGATAATGCAC

GACTCGAAGCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGG

GGCGAAGGCGGCCACCTGGACCGGTAGTGAAGCTGAGGGGCGAAAGCGTGGGGAGCAAACAGGGTTTGATACCCT

GGTA 

>OTU14521;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATGGCACAGTGGAGGAGACTCGGATGCAACGGCGCCGCGTGAAGGATGAAGT

ATTTCGGTATGTAGTCTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCA

AGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGACCACCAGTGGCGACGCCCGTTTGCTAGACGAT

GATTGACGTTTAGGCTCGAAAGCGTGGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU14522;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGATCGTAAAGCTCTTTCTTTAGGGACGATAATGACGGTACGTGAGGAGGAAGCCATGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGATGTGAAATACCCAGGCTCAACGTGGGAGCTGCATTGCAAACTGGTAGTCTAGAGTGCGGAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14523;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGG

CCTGCGGGTTGTAAAATTCTTTTACGAGGGACGAAGGACGTGACGGTGTCTGGAGAAAAAGCAACGGCTAACTACG

TGACAGCAGCAGCGGAAATACGTAGGTTGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAG

ATGCAAGTCAGGAGTGAAATCCCGGGGTTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCTGAGAGG

CAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGA

CGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14526;tax=d:Bacteria(0.0014),p:"Chloroflexi"(0.0000),c:Anaerolineae(0.0000),o:Anaerolineales(0.000

0),f:Anaerolineaceae(0.0000),g:Anaerolinea(0.0000); 

ATTTTACCAATGACCAAATCAAAGCCATGACTCGCACGGTTAGCGCTGCGGTTGGCTTCTTTCATCCGCAAACGCAGA

ATCAGCGGTATGGCTCTTCTCATATTGGCGCTACTGCAAAGGATATTTCTAATGTCGTCACTGATGCTGCTTCTGGTGT

GGTTGATATTTTTCATGGTATTGATAAAGCTGTTGCCGATACTTGGAACAATTTCTGGAAAGACGGTAAAGCTGATGG

TATTGGCTCTAATTTGTCTAGGAAATAACCGTCAGGATTGACACCCTCCCAATTGTATGTTTTCATGCCTCCAAATCTTG

GAGGCTTGTTGATGGTTCGGTCTTAGTACCCTTCTGAATGTCACGCTGAGTAGTTTGACTTTGAGCGTATCGAGGCTC

TTAAACCTGCTATGGAGGCTTG 

>OTU14525;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAATGATGACGGCT

CTCTGGGTCTTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTCTTATATGAATACGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGATGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTAAGTCTTGAGTAC

AGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14524;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCG

CGTAGGCGGGCTGTCAAGTCTGCAGTGAAATGCCGGGGCTTAACCCGGGAGCTGCATTTGAAACTGACAAACTTGA

GTATCAGAGAGGAAAGCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAG

GCGGCTGTCTAGACGGCAACTGACGCTCAGGCTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU14528;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1872),g:Dorea(0.0423); 

ACGGAAGGCAGCAGTGGGGGACATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCA

AGTCTGACGTGAAAATCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14529;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Flavobacteriia(0.1740),o:"Flavobacteriales

"(0.0781),f:Flavobacteriaceae(0.0252),g:Mesonia(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTTGTAAACTTCTTTAAAAGCAGAGCAATAAGGACTACGCGTGGTGTGATGAGTGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGTGGATTCGCAAGTCAGCTGTGAAAGGCCGCGGCTCAACCCGGAAAGTGCAGTTGATACTGTGAGGCTGG

AATACGGAAGCTGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAGTCCGCTATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14527;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0560),g:Parasporobacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGAAGCCGCGTGACTGAAGAAGTC

CTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCAGGATAACCACGTGCCA

GCACCCCCGGTAACATGCAGGTAGCAACCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCAA

GTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCACTTGAGTATCGGAGAGGCAAGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTAGACGACGA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14532;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfobacterium(0.0000); 

ATTGACCATGCCGCTTTTCTTGGCTCGATTACCCCTGATACCCCTAACATCCCTAAGCCTTTGTTTCAGGGTTATTTTAA

TATCTCTAACAACTATTTTAAAGCGCCGTTGATGCCTGACCGTACCGAGGCTAACCCTAATGAGCTTAATCAAGATGAT

GCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGGACTGCTCCGCTTCCTCCTGAGACTGAGCTTTCTCGCC

AAATGACGACTTCTACCACATCTATGGACATGATGGGTCTGCAAGCTGATTATGCTAATGTGCATACTGACCAAGAAC

GTGATTACTGCATGCAGCGTTACCATGATGTTATGTATACATTTGGAGGTAAAACCG 

>OTU14531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGACGGC

TTTCGGAGCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAGGTCTAAGGGGAAAGCCCTCGGCTTAACCGGGGAACTGCATCGGAAACTGTGT

TTCTGGAGTGGAGAAGAGGAGAGTGGAACTGCATGTGTGGCGGGGGAATGCGTAGATATATGGAAGACCACCAGT

GGCGAAGGCGGCGCTCTGGGCTGCAACGGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGATACCCG

GTA 

>OTU14530;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0560),g:Intestinimonas(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTTCTAGGGACGAAGGACGTGACGGTACCGCGAGAAAAAGCAACGGCTAACTACGTG

CCAGCACCCGCGCTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCAGGACTTGAATCGCTGAGAGGCA

GGCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCGATGGCGAAGGCAGGTTGCCAGCAG

ATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14534;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGCCGCGTGAAGGAAGAAGGC

CCTATGGGTTGAAAACTTTTTTTATAAAGGAGTAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTCACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGATACTGGATAGCTTGA

GTGCAGGTGAGGCAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTGGCGAAGG

CAGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14535;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGATAAAAAGCATAGGCTAACTACGTG

CCAGCAGCCGCGGCATTCCGTAGGTTGCAATCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGCCGC

CAAGCGTTCTGTGCAATCCCGGGGCCCAACCCCGGACCCGCAGAGCGAACTGGCGTCCTTGAGTGGTTGAGAGGCC

GGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACCCCGATGGCGAAGGCAGCCGGCAGGAG

TCACACTGACGCTGAGGCTCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU14533;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1098),g:Parasporobacterium(0.0157); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGATAATGACGGTACTTGCTTAAGAAGTCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGCAGAGCA

AGTCAGAAGTGAAATCCGAGGGCTTAACCCACGAATTGCATTTGAAACTGTTTAGCTTGAGAGAAGTAGAGGAAAGA

GGAATTCCCTGTGTAGAGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGTGGCCAGCTGGGTCAT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14537;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

TCTATGGGTTGTAAACTTCTTTAGGGTGGGGACAAAAGAGGCTACGAGTGGCGAGATGAGTGTATCACCAGAATAA

GCATCGGCTAACCCCGTGCCAGCAGCCGCGGTAATGCGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTTGTCAAGTCAGCGGTCAAACTGCGGGGCTTAACCTTGTATTGCCGTGGAAACTGGCTAACTTG

CGTGGAGTCGAGGTATGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTGCGGGGACGATAATGACGGTACCTGAGGATGAAGCCACGGCTAACTACGTGCCA

ACAACCGCCGTAATACGTCGGTGGCGAGCGCTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAAATAA

GTCTGATGTGAAAGCCCTCGGCTTAACCGGGGAACTGCATCGGAAACTGTCTTGCTTGAGTGCAGAAGAGGAGGGT

GGAATTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCGGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14541;tax=d:Bacteria(0.0014),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:"Cyclobacteriaceae"(0.0000),g:Algoriphagus(0.0000); 

TGGGAGGGTGTCAATCCTGACGGTTATTTCCTCGACAAATTATAGCCCATACCATCAGCTTTACCGTCTTTCCAGCACT

TGTTACAAGTATCGTCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACAT

TAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAA

CCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATGGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAG

CATTTGGCGCATAAGCTCGGAAACCTGCTGGGGCTTGG 

>OTU14538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3884),g:Dorea(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGAAGTGAAAGCCCGGGGCTCAACCCCGATGACTGCTTTTGGAACTGTCGAACTAGAGTGCAGGAGGGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGTACTGTA

ACTGACACTGAGTCTCGAAAGCGTGGAGCGCACACAGGATTAGATACCCTGGTA 

>OTU14540;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGCTATCCGGATTTAGTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCTGAGGTGAAAGCCTTCGGCTTAACCGATGAAGTGCATCGGAAACCGGTC

GACTTGAGTGGAGAGAAGGACGGTGGAGCTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACGCCAAT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGATGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU14539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTCCGTTAA

GTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACAATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14543;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

CTCACTTCTGTTACTCCCGCTTCTTCGGCACCTGTTTTACCGACACCTAAAGCTACCTCGTCCACGTTATATTTTGCTAGT

TTGCCGGTTCATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGTTG

TTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTC

CGACTACCCTCCCGACTGCCTATGATGTTTATCCTGTGGATGGTCGCCATGATGGTGGTGATTATACCGTCAAGGACG

GTGTGACTATTGACGTCCGTCCCCGTACG 

>OTU14544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiales_Incertae_Sedis_XIII(0.1291),g:Anaerovorax(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGTCTCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTCCCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGGACGCGATATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA
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GCAGGGTGTGAAAGGCAATGGCTCAACCATGGATTGCCCTCTAAACTGGGTTACTTGAGTACAGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTAC

TGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14542;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Bacillaceae

_1(0.0252),g:Bacillus(0.0076); 

AGGGGAGGAAGAAGGGGGGAAGAGTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAG

GGTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGGGGAAGCACCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGC

CCGTTAAGTCTGGTGTGAAAGTCCTGCTTTCAAGGTGGGAGTTGCTTTGGATACTGATGGTCTGGAGTGCAGTAGAG

GATAGCGGAATTACCGGTGCAGCGGTTAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTTAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTTTA 

>OTU14546;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Coprobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTCCTTTAGACGCAGAGCAATAAGGTCCACGCGCGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGAGTAGGCGGACGAGTAAGTTAGCAGTGAAAGCCCGGGGCTCAACCCTGGAATTGCCGTTAATACTGTTTGGCTGG

AGTGATCCCGCCGCTAGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACGCGGAACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAGGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14547;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.

0000),f:Halobacteriaceae(0.0000),g:Halococcus(0.0000); 

CTGCCGTCCTTGCTTATTCTGTTCCTCCCGTCCACCTTCACACGGCCTGTCTCATCCTGGACGGCGCTGAATTTACGGAC

AACATTATTACTGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAAC

ACTGACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGT

AAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGGCT

TGGGTATGTAGGTGGTCAACAATGTGAATGGCAGGGGCGGCGGACCCGTACTGGAGGATAAATTAGGTCTAAG 

>OTU14545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCTCTGTAATACTACTGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCGCGGATTAACCGAGGAACTGCATCGGAAACTGGTTTT
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CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14548;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GATATTGTTTGTGAGCGTTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCTCCCGTCTCCCATGTTCGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTACTTCAACTGTTATGTGGTTCTGGATTCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTGGGAATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGATCAATTACGT

GAGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGTCTACG 

>OTU14550;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Pedobacter(0.0000); 

GGAATCGTTTGCGAGCGCTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCACAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGA

AATTGCTCACGGAAGATGCGTTGCTTGAAAATGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCC

GTCGTTGGAATTGGTGCCGAGGCGCTTAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATTACTT

GAGGAGATTGCTGGTAGTAAGAGGCAGAAACGCGCCAAGCTGACCAAGCGTCTACG 

>OTU14549;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAAACTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCGACGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAGCTGCATTTCAAACTGTTTCCCTTGAGTGTCGGCGAGGCT

GGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCCAGTCG

ACAACTGACGCTGAGGCGCGAAAGCGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14551;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1872),g:Parasporobacterium(0.0423); 

AAGGAAGGGAGAAGAGGGGAAGAGGGGAGAAAGGGGGAAAAAAAGAGGGAGAGACGCGGCGTGACTGAAGAA

GTATTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGG

CAAGCCAGAAGTGAAAGCCCGGGGCTAAACCCCGAGGACTGCTTTTTGAACTGTCGAACTAGAGTGCAGGAGGGGC
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AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGAC

TGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14553;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfobacula(0.0000); 

GGTATCGTTTGTGAGCGTTGTGGTGTTGAGGTCACAGAGAGTCGGATGCGACGTCATCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTGTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTTGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTAAAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATAGGTGCTGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCTGTTGCTGAACAATTACGT

GAGGAGATTGCCGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU14552;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Acetivibrio(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGGTTATAAACTGCTTTCACCAGGGAAGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAG

CAAGTCAGCCGTGAAATGCCGGGGCTCAACCTCGGAGCTGCGGTTGAAACTGTTACTCTTGAGTATCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14554;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Pseudoflavonifractor(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCGAACCAGCAAAGCCCGGGGGAGGAAGAAGGC

TTTCGGGTTTGAAACTTCTTTTCTTAGGGGCGGAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACCACGTG

CCAACCGGCGGGGTAATACGGAGGGGGCAAGCGGTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATT

GCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCA

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACA

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGACGGT

CTTCGGATCGTAAAGCTCTGTTTTCAGGGACGTTAATGACGGTATCTGAGGAGGAAGCCACGGCCAATTACGTGCCA

GCAGCCGCGGCAATACGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACTCAGGCTCAACCTGGAGGCTGCATTTCAAACTGGAAGTCTTGAGTGCAGGAGAGGAAAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCGGCTCTCTAGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14555;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTCATGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAACCCACGGCTAACTACGTGC

CAGCCCCCGCGGAAATATGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGGTCTTGAGTGTAGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14556;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pept

ococcaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGACT

GATAAGTCTGGAGTGAAACCCCCGTTTTCAAGGCGGGGCCTGCTTTGGAGACTGCAGGACTTGAGTGATGGAGAGG

ATAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14558;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTTACTACATTCC

AGCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGGGAACTGCATTTGAAACTGCTCTACTAGAGTATAGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGG

CAACTGACGGTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14559;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTTCCTGGGGGCAATAAGGGCGTCGCGCGCGTCCGATGAGAGTACCAGGCGAATAA

GCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGTGGATGCGAGCTTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTGGGGGGTGAAATTCCGGTGCTCAACATCGGTGCTGCATTTGATACTGTCGCGCTG
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GAGTGCAGATGCGGAGGATGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAA

GGCGTCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14562;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGACTGAAGACGTCT

CTCGGTATGTAAAGGTCCATCAGTAAGGAAGTAAATGACGGTACTTGATTCAGAAGCCCCGGCTCACTACGTGCCAG

CAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAAG

CCAGAAGTGAAAGCCCGGGGCTCAACCCCGTGAACTGCGTTGCGAACTGTCGATCTTGAGTGCGGGAGAGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTTGCTAGACTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14561;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0560),g:Intestinimonas(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CATCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGATGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCAGTA

TAAGTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTTAATACTGTTGAGCTTGAGTGCAGAAGAGGTAA

GCGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCAGTGGCGAAGTCTGCTTACTGTGCCGT

AACTGCCGCCGAGGGGTGAACGCGTGGCGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14563;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATACTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGATGGTACCTGAGGAGGAATCCACGTCTAATTACGTTCCAG

CAGCCGCCGTAATACGTAGGTGGCGGCCGTTGTCCGGATGTACTGGGCGTAAAGGGGGCGTAGGCGGACTTATAAG

TGAGATGTGAAATACCCGGGCTCAACCTGGGTACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATCCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14560;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0457),g:Saccharofermentans(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTG

GCAAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGT
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TAATGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14566;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Pediococcus(0.0000); 

GGTATCGTTTGCGCGCTCTGTGTTGTTGATTTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTTG

GCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCGG

GATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAGGTACAAGCAA

TTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCGT

CGTTGGAATTGGTGCTGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCGGTTGCTGAACAAGTACGTG

AGGAGATTGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGTCTACG 

>OTU14565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGCAGCGTGCGGGAAGAAGGC

CCTATGGGTCGTAAACTGCTTTTACAGGGGGATAAAGGGAGCTACGTGTGACCCAATGCAGGTACCCTGCGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGGTTGTCAAGTGAGTGGTGAAATGTAGGAGCTCAACGGTTGAACTGCATTGCAAACTAGCAGTCTTG

AATGCGCGCGACGTGGGCGGAATTTGTAGTGTAGCGGTGAAATGCATAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCTCACGAGGGCGGAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14564;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0560),g:Pseudoflavonifractor(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGGAACCCCGACCCAGCAACGCCGCGTGAAGGAATAAGGC

CTTCGGGTTGTTAACTTCTTTTACCCGCGACGCAGTACGTGCCGGTACCTGGCGAAAAAGCAACGGCTAACTACGTGC

AAGCAGCCGCGCTAATACGTAGGTCGCAAGCGTTGGCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGC

AAGTTGGGGGTGAAATCCCGGGGCTCAACCCGGGAACTGCTGTCAAAACTGTATCGCTTGAGTATCGGAGAGGCAA

GCGGAATGACTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACG

ACAATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14569;tax=d:Bacteria(0.0058),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteri

a_genera_incertae_sedis(0.0000); 

GGGATTGTCTGCGAGCGCTGTGGCGTTGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGCATGGGCTTCATCAAGCT

TGCAGCGCCGGTGTCCCATGCCTGGTACCTCAAAGGCATTCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTATTTCAACTGCTACGTAGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTGCAAGCA

GCTGCTGACCGAAGACGAGTGGCTGGAGATCGAAGACGAGATCTTTGCCGAAGATTCAGAGATTGAGGCTGAGCCT
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GAGGTGGGCATTGGCGCTGAGGCGCTCAAGCGTCTACTTGAGGACCTCGAGCTCGCCGAAATGGCTGAGCAGCTGC

GTGAGGACATCGCAGGCAGCAAGGGCCAAAAACGGGCCAAGCTGACCAAGCGCCTGCG 

>OTU14568;tax=d:Bacteria(0.0058),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Spartobacteri

a_genera_incertae_sedis(0.0000); 

GGGATTGTCTGCGAGCGTTGCGGCGTTGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGCATGGGCTTCATCAAGCT

CGCTGCGCCGGTGTCCCATGTCTGGTACCTCAAAGGCATTCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTTGAGCAGATCGTCTATTTCAACTTCTACGTAGTCCTGGATCCAGGCGATCACAAAACCCTGAAGTACAAGCA

GCTGCTGACCGAAGACGAGTGTCTGGAGATCGAAGACGAGATCTTTGCCGAAGATTCAGAGATTGAGGCTGAGCCT

GAGGTGGGCATTGGCGCTGAGGCGCTCAAGCGTCTACTTGAGGACCTCGAGCTCGCCGAAATGGCTGAGCAGCTGC

GTGAGGACATCGTAGGCAGCAAAGGCCAAAAACGCGCCAAGCTGATAAAGCGCCTGCG 

>OTU14567;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGTAGGATGCGTCCTGTATTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGTGGCCATATAAGTCAGCTGTGAAAGTTTGGGGCTCAACCATGGAATTGCAGTGGAAACTGGGGGGCTTG

AGTATGTAAGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACTCCGATCGCGAA

GGCAGCTTGCTGAGCCATAACTGACGCTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTA

AGTGAGATGTGAAATACCCGGGCTTAACTTGGGGGCGGAATTTAAAACGGGAAGTCTAGAGGGCAGGAGAGGAGA

AGGGAATTCCTAGTGTAGGGGTGAAAGGCGAAGAGATTAGGAAGAACACCAGGGGCGAAGGCGATTCTCTGGACT

GAAACGGACGCGGAGGCTCGAAAGCGTGGGAGCAAACAGGATCAGATACCCTGGTA 

>OTU14571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAATCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA
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CTTGAGTGCAGAAGCGGAGAGTGTAACTCCATGTGTAGCGGTGAAATGCTTAGATATATGACAGAACACCAGTGGC

GAAGGCGTCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14572;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1485),g:Dorea(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TCTCGGTGTGTTAACTTCTATTTGTAGGGAAGTAAATGACGGTACCTGACTAAGTAGCTCCGGCTAATAACGAGCCAG

CAGCCGTGGTAATACGTAGGGGGCAAGTGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAG

TGAGAAGTGAAAGACCGGGGCTCAACCCCGGGACTGCAGTTAAAACTGTAATGCTAGAGTGTCGGAGAGGCAAGTG

GAATTTGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCAGCTTGCGGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14574;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTTTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATCAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGTGCTTAAGTAAGATGTGAAAGTCTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAACTCCTATGGCGAAGGC

AGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14573;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9882),o:Clostridiales(0.9939),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATAGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCTTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGGGAAT

GGATTTCTTAGTGTAGGGGTGAAAGGGGTAGAGATTAGGAAGAACACAAGTGGCGAAGGGGATTCTCTGGACTGTA

CCTGACGCTGAGGCCCGAAACCGTGGGGAGAAAAAAGGATAGATACCCTGGTA 

>OTU14575;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGTGCAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGAGAGCAACTGTTCACGGAGTGGAGGTATCTAATCA

GAAAGTCATGGCTAACTACGTGCAAGCAGTCGCGGTAGTACGTAGGTGGCGAGAGTCATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCATTGGCTTAACCAAAGAAATGCCATGGAAACTGTCA

GACTTGAGTACAGAAGAGGACTGTGGAACGCGTAGTGTAGCGGTGAAATGCATAGATATAAGAAAGAACACCGGTG
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GCGAAGGCAGCAGTCCAAGCTGCGACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14576;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Ruminococcus(0.0076); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTGGC

AAGTTGGGAGTGAAATACCTAGGGCTTAACCCAGGTGCTGCTTTCAAAACTGTTAGACTTGAGTGCAGGAGAGGTTA

ATGGAATTCCTAGTGTAGCGGTAAAATCCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACAT

AACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0181); 

ACGGAAGGCAGCAGCAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGACTTTTAAGTGAGACGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAA

GTCTAGAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14578;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2524),g:Clostridium_III(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGCGACGGTACCTGGGGATAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGCAATCCGTCGGTTGCAAGCGTTGTTCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTCGAAACTGGTGCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCGGTGGCGAAGGCAGCTTGCTGGACG

GCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14579;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0230); 

ACGGAAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGGATGAAGAAGGC

CGGAAGGTTGTAAAGCTCCTTTAAGCATGAAGAAGGATTATTGCAGGAAATGGCAGTAAAGTGACGGTAGTGCTTG

AATAAGAGGCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGCCTCGAGCGCTGTTCGGAATTATTGGGCGT

AAAGGGAATGTAGGCGGAATTGTAAGTTAGAGGTGAAAGGCAGGGGCTTAACTCCTGGAGTGCGTTGGAAACTGCA
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TAACTAGAGTAACGAAGGGGCGGGCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCAAT

GGCGAAGGCAGGCTACCAGCAGATTACTGACGCTGAGGTGCGAAGGTATGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14581;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGAAATCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTTAGAGGTGAAAGCCCGTGGCTCAACCACTGAACTGCCGTTAATACTGGTGGGCTAGA

GTGCAGACGGGGCAGGCGGAATGCATGGTGTAGCGGTGAAATGCATAGATATCATGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCTGTGACTGACGCTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14580;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAAGAAGTAGGTTGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCCTGGGGCTTTACCCCGGAACTGCATTTGAAAACGTAGCCCTTGAGTTGCGGAGAGGCAA

GCGGAATTCCCAGTGTTGCGGGTAAATGCGTTGATATTAGGAGGAACACCAGGGGCGAAGGCGGCTTGCTGGACGA

CAACCGACGCTTGGGCGCGAAAGCCGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACCTCTTTTGTCAGGGACGAGTAGAAGACGGTAACTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGTGTAGGCGGGAGAG

CAAGTCAGCTGTGAAATCTACGGGCTCAACTCATGAACTGCATTTGAAACTACTATTCTTGAGTGTCGTAGAGGCAAT

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14583;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCATAAGACTGTACCCGACGAATAAGCTACGTCTAACTACGTGCC

AGCAGCCGCGGTAATGCGTAGGTGGCAAGCTATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTGATCTAGAGTATCAGAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATAGCTGGAGGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14585;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAAGGATGAAGTC

TTTCGGTATGTAAACTTTTTTCAGTAGGGAAGAAAATGACGGTACCTGTCTTAGTAGCCCCGTCTAACAACGTGCCGG

AACCGCCGGTAATACGTAGGGGGCTACGGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAGACTGGGAAACGTGAGTGCAGGAGAGGAGAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGAACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14584;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7881),o:Aeromo

nadales(0.3319),f:Aeromonadaceae(0.1679),g:Aeromonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGGGATGAAGGT

TTTCGGATTGTAAAGTTCTTTTATAAGGGAAGATAATGACGGTATCTGAGGAATAAGCACCGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGGAGGGAGCAAGCGTTACTCGGAATTACTGGGCGTAAAGAGCGCGTAGGCGGCTTGTTAAG

TCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATTTGATACTGTCAAGCTTGATTCTCGGAGAGGTGAGTGG

AATTCCAGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAAGAC

TGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14587;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9321),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGCTATCCAACAA

GAAAGTCACGGCTAACTACGTGCTAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTGATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTACTTAGGTGTGATGTGAAAGGCTGCGGCTTAACCGAGGAAGTGCAGCGCGAACTGGG

TTACTTGAGTGAAGAAGAGGACAGCGGAACTCCAGGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTTTCTGGTCTTCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU14586;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGTATGAAGAAGGC

CTCCGGGTTGTAAACTTCTTTCGTCAGGGACGAGTAGAACGCGATACGTGACGAATAAGCCACGTCTAACTACGTGC

CCACAGCCGCGGTTATACGTAGGTGTCAAGCGTCGTCTGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGATGGC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAGACGTCCCTTCTTGAGTATCGGAGAGGCAGT
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGAAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGATCAACTCCGAGACTACAATGGAAACTATGCGAATAAGGTTGCGGAGAAGTAAGT

GGATTTCCTAGTGTAGCGGTGGAATGCTGAGATATTAGGGGGAACATCAGTGGCGAAGGCGACTTACTGGACGATA

GCTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14588;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5991),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

CTTTCGGATTGTAAACTCCTATCGTTAGGGACGATAATGACGCTACCTAACAAGAATGCACCGGCTAACTACGTTCCA

GCAGCCGCGGTACAATGCAGGGTGCAAGCGTTGTCCAGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGACA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATGAATTGCTTTCAGAACTGCTAGCCTTGAGTGGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAAGAACACCAATGGCGAAGGCGGCCTACTGGGCACCA

ACTGACGCTGAAGCTCGGAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14592;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Sporocytophaga(0.0000); 

ATGTCACGCTGATTATTTTGACTTTGCGCGTATCGAGGCTCTTACACCTGCTATTGCGGCTTGTGGCATTTCTACTCTTT

CTCTATCCCCCATGCTTGGCTTCCATAAGCAGATGGATAACCGCATCAAGCTCTTGGAAGTGATTCTGTCTTTTCGTAT

GCAGGGCGTTGAGTTCGATAATGGTGATATGTATGTTGACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTG

TATCTGTTACTGAGAAGGTAATGGATGAATAGGCACAATGCTACAAGGTGCTCCCCAAACTTGATATTAAGAACACTA

TAGACCACCGCCCCGAAGGGGACGAAAAATGGTTGTGAGAGAACGAGAAGACGGTTACGCAGTTTTGC 

>OTU14590;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGCCATTTAAGTCAGCGGTGAAAGTTTGGGGCTCAACCATAAATTGGCCGTGGATATTGGAGGGTTTG

AGTATGTTGGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAAACCCCCGATCGGGAAG

GCAGCTTCCCAAGCCATAACTGACACTGAATAACGAAAGTGGGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU14593;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_2(0.0000),g:Lentibacillus(0.0000); 

GGCATTGTTTGTGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGAG

GGCTGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

GCGTTGGAAGTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAGGATCTCCAACTCAAGGCTGGGGCTGAACAATTACG

TGAGGAGAGTGCTGGTAGTAAGGGGCGGAAACGAGCCAAGCTGACCAAGCGTCGAC 

>OTU14591;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGTATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGACTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCACTCGTTATCCGGATGTACTGGGTGTACAGGGCGCGTAGGCGTGGATGC

AAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

GGGAAGTCCTTGTGTAGAGGTGAAATGAGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCGAATGGACAG

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CTTATGGGTTGTAAACTGCTTTTATAGGGGGATTAAGTGTGCTACGTGTGGCATATTGCAGGTATACTATGATTACGG

CACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTAATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGAGTTGTGAAGTGTCGGGGCTCAACCTGGGTATTGCAGCGCAAACTGTAAGTCTAGA

GTGCGCAGGAGGAGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATGGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1679),g:Gemmiger(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTTTACAA

GTTAGATGTGAAATACCCAGGGCTTAACTCGGGTGCTGCATCTAAGACTGTAAGACTTGAGTGTCGGAGAGGTAAAT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14595;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCCGATGCAGCAACGCCGCGTGAGTGATGAAGTC

TTTCGGGTTGTAAAGCTCTATCTGCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATGTGTAA

GTCTGAAGTGAAATACCAGGGCTTAACTGGAGGACTGCATTTGAAACTGTAAGTCTAGAGTACAGGAGAGGAGAGC

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGCAGTGAAGAAAGATAGAGGTAGTAACTGGTCTTTATTTGATGGTAACTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCTCGGTAATACGAAGGTGGCTAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTGTTTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGACG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14597;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGGAAACTCCTGTGGTTAGGGACAATAATGACGGTACCTAACGAGAAAGCACCGGCTAACTACGGGCTA

GCAGCCGGGGTAAAAAGAAGGGTGCAGGGGTGGTCCGGAATTACTGGGTTTAAGGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14599;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfosalsimonas(0.0000); 

ACCACGCCCAGCAAACTGGCCTACCGACGTTTGGTCCGTTCCCCCAACCTCATAGCCAGATGCCCAGAGATTAGAGCG

CCTGACAATTAACGGCCGGTTTTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAATAACATCATGGTAACGCTG

CATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCATAAGCAGCTTGCAGACCCATAATGTCAATAGATGTGGT

AGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGCAGCAA

CGGAAACAATAACGAGCAGCAGCTTGAGTAAGCTCATTAGGGGTAGCCTC 
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>OTU14601;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4563),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGGT

TTTGGGATTGTAAACCTCTGTCGTTAGGGAAGATAATGACGGTACCTAAAAAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACTGGCA

AGTTGGAAGTGAAATCTAAGGGCTCAACCCTGGAATTGCTTTCAAAACTGCTGAGCTTGAGAATGAAAGAGGTAAGT

GGAATTCCCAGTGTAGAGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGTCCTACTGGTCACAA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14600;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAGGGATGGAGG

CCTTCGGGTCGTAAACTTCTTTCCTGAGGGAAGAGCAGAACACGGTTCCTCTAGAATGCCCCACGGATATACACGTGA

CCGCCCCCGCGGTAATACGTAGGTGGCACGCGTTGTCCGTATTTACTGGGTGGAAAGGGCGTGCAGCCGGGTCTGCA

AGTCAGATGTGAAATCAATGGGCGCAACCCATGAACTGCAGTGGAAACTGTGGATCTTGAGTGTCGGAGGGGAAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGAGTGCGGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14603;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Betaproteobacteria(0.8048),o:Burkholder

iales(0.5023),f:Alcaligenaceae(0.2524),g:Bordetella(0.0615); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGTGTGATGAAGGCC

TTCGGGTTGTAAAGCACTTTTGGCAGGAACGAAAAGGTCTGTGTTAATACCACGGGCCGATGACGGTACCTGCAGAA

TACGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGAGTGCGCAGGCGGTTTTGCAAGACCGATGTGAAATCCCCGGGCTTAACCTGGGAACTGCATTGGTGACTGCAAG

GCTGGAGTGTGTCAGAGGGAGGTGGAATTCCGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATG

GCGAAGGCAGCCTCCTGGGATAACACTGACGCTCATGCACGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14602;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0904),g:Parasporobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAAACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTTTAAC

AAGTTGGTAGTGAAATTCCGAGGCGTAACTTCGGCGCTACTGCCAAGACTGTTGAACTTGAGTACAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14604;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTG

CAAGTCTGAAGTGAAATACCCGGGCTCAACCTGGGAACTGCTTTGGAAACTGTACGGCTAGAGTGCTGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACA

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14605;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.8864),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTAGAAGTGAAATCTATGGGCTCAACCCGAGAATTGCATTGGAAACTGCTGGACTTGAGTAGTGGAGAGGTAGG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACACC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14606;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0113),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGATTGTAAACTGCTTTAGACAGGGAAGAAACAAATGACAGTACCTGTAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGAGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGAATAG

CAAGTTAGTTGTGAAATACCCCGGCTTAACTGGGGAGCTGCAACTAAAACTACTAATCTTGAGTACTGGAGGGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACAG

AAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTTTAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTGGGGACGATAATGACGGTACCCAACAAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGAATGCAA

GTCAGATGTGAAATCCATGGGCTAAACCCATGAACTGCATTTGAAACTGGAGATCGTGAGTGTCGGAGAGGAAAGC

GGAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGAAGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14608;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.8087),c:Chloroplast(0.4428),f:Chloropla

st(0.0904),g:Bacillariophyta(0.0110); 

GAGGAATACGCATCGGCTAACCCTGTGCCAGCAGCCGCGGTAATACAGGGGATGCAAGTGTTATCCGGAATTATTGG

GCGTAAAGCGTCTGTAGGTTGATAATTAAGTCTTTTGTTAAAGCTTCGGGCCTAACTCGAAATCTGCAAAAGAAACTA

TTTATCTTGAGTATAGTAGAGGTAAAGGGAATTTCCAGTGGAGCGGTGAAATGCGTAGAGATTGGAAAGAACACCA

ACAGCGAAGGCACTTTACTGGGCTATTACTGACACTGAGAGACGAAAGCTAGGGGAGCAAACGGGATTAGATACCC

CGGTAGTCCTAGCTGTAAACGATGGATACTAAATATTGTGTATTTTCGGATATACAGTGTCGTAGCTAACGCGTTAAG

TATCCCGCCTGGGGAGTACGCTCGCAAGGGTGAAACTCAAAGGAATTGACGG 

>OTU14610;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 

ATTCCTCGGCTTTTTTTCGCTGAATCCTGTTCTTAAAGAGATTATTTGTCTCCAGCCACTTAAGTGATGTGATTTATGTA

TGGTGCTATTGCTGGCGGTATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGATGCGGTCAAAAAGC

CGCCTCCGGTGGCATTCAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATC

TGCCATTCAAGGCTCTAATGTTACTAACCCTGATGAGGCCGTCCCTAGTGGTGTTTCTGGTGCTATGGCTAAAGCGGG

TAAAGGACTTATTGAAGGTACGTTGCAGGCGGGCACTTCGGCCGTTT 

>OTU14609;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Micrococcaceae(0.0000),g:Kocuria(0.0000); 

GGCATCGTCTGCGAGCGCTGTGGCGTTGAGGTCACAGAGAGTCGGGTGCGATGTCACCGCATGGGCTTCATTAAGTT

GGCGGCCCCCGTCTCTCATGTTTGGTACCTGAAAGGGATTCCAAGTTATGTGGCCATCCTTTTGGATATGCCTCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTGCTGGATGCTGGCGATCACAAAGATCTGAAGTACAAGCA

GTTGCTCACGGAAGATGAGTGGCTTGAAATCGAAGATGAGATTTATGCAGAAGATTCGGAAATTGAGAACGAACCC

GTCGTGGGGATTGGTGCCGAGGCGCTGAAGCAGCTGCTTGAAGATCTTCAACTCAATGCGGTAGCGGAGCAATTAC

GTGAGGAGATTGCTGGTAGTAAGGGACAGAAACGCGCCAAGCTGACCAAGCGCCTACG 

>OTU14611;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0712); 

ACGGTAGGCCGCCTTTAGGCCTATTTTTCCATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGTTC

TATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCAGGATGCGTCCTGTTTTGTATGTACCTCATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGTGGCCTTTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCATAGAATTGCCGTGGAAACTGGAGGGCTTGAGT

ATGTTTGGGGCAGGCGGAATTGGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGGCA

GCTTGCAAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14612;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Euba

cteriaceae(0.0457),g:Alkalibacter(0.0110); 
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ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGA

CTTCGGATTGTAAACCTCTATCGTGGAGGACGAAGGTAGTGATGGTACTCCACAAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGTGGCCGA

TTAAGTCTGGAGTGAAAGTCCTGGGTTCAAGGTGGGAACTGCATTGGAGACTGGTTGGCTTGAGTGCGGGAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3544),g:Lachnospiracea_incertae_sedis(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATAGCAA

GTCAGATGTGAAATCCAAGGGCTCAACCTTGGAACTGCATTTGAAACTGTCGAGCTAGAGTATGGGAGAGGCAAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14614;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.4914),g:Moryella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGAAGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GTAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCGCAGCA

AGTCTGAAGTGAAAGGCCGGGGCTTAACCTGGGGACTGCTTTGGAAACTGTGGGGCTTGAGTATGGGAGGGGCAG

ACGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATGGGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACG

ATAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14616;tax=d:Bacteria(0.0024),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

TGTATCTTCTGTTCGCGCTTTTGTTTGTCGGTCCCCTCTCGCCTGTTTCTTCGTCACCGTATGGGTTTCATCAAGCTGGC

AGCACCGGTCTCTCACGTTTGGTACCTGAAGGGTATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCGGGA

TGTGGAGCAGATCGTCTACTTCAACTGCTACGTGGTGTTGGATCCCGGCGACCACAAAGAGCTGAAGTACAAACAGC

TGCTCACCGAGGACGAATGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATTGAGAACGAGCCTGT

GGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGTGGAAGTGGCTGAGCAGCTGCGT

GAGGAGATCAACGGCAGCAAGGGCCAGAAGCGGGCCAAGCTGATCAAGCGCCTACG 

>OTU14615;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Dyadobacter(0.0000); 

GGTATCGTTTGCGAGCGTTGTGGTGTGGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGAATTCCCAGTTATGTGGCCATCCTTTTGGATATGCCCCTGCG
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GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTGCTGGATGCGGGAGATCACAAAGATTTGAAATACAAGC

AATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGATGAGATTTATGCAGAAGATTCAGAAATTGAGAATGAACCC

GTGGTTGGAATTGGTGCTGAGGCTCTGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCACTTGCTGAACAATTACGT

GAGGAGATTGCTGGGAGTAAGGGGCAGAAACGTGCCAAGCTGACCAAGCGCCTACG 

>OTU14617;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.

0231),f:"Rikenellaceae"(0.0059),g:Alistipes(0.0035); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTTTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATAA

GCATCGGATAACCCCGTGCAATCAGCCGCGGTAATCCGGGGGATGCGATCGTAATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGCGGTGAAATGCCGGTGCTCAACACCGGAGCTGCCCTTGATACTGGCTCGCTG

GAGTTCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGAGTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14619;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0181); 

ACGGAAGGCAGCAGGGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTCTCGGGTTGTAAACTTCTTTTGTTAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCTGGAGTGC

AAGTCAGATGTGAAATTCACGGGCTAAACTCGTGAACTGCATTTGAAACTACGCTGCTTGAGTAACGGAGAGGCATG

CGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATTGCGAAGGCAGATTACTAGTCGACA

ACTGACGGTGAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14618;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Bacilli(0.4045),o:Bacillales(0.1719),f:Paenibacilla

ceae_1(0.0710),g:Paenibacillus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTCTGGGACGAAGGAAGTGACGGTACCATTGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTGGGGGGCGAGCGTGGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCT

GATAAGTCTGGTGTGAAGGCCCTGCGCTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGGAGTGCAGGAGAGG

AAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGG

ACTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14621;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAAAAAGGGCGTCGCGCACGTTCGATGAGAGTACCAGGCGAATA

AGCAACGGCTAACTCCGTGCCAGCAGCGGCGGTAATACGGGGGATGGGAGCGTTATCCGGATTCATTGGGTTTAAA
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GGGTGCGAAGGCTGTGCGTCAAGTCTGGTGTGAAATTCCGGTGCTCAACACCGGGGCTGCCTTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACCCCGATTGCG

AAGGCATCTGACGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14620;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAGGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATTACGTGTGCTGTTTTGTATGTACCTCATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCGGAAGGTTAAGTCAGTTGTGAAAGGTAGCGGCTCAACGGTAGAATTGCAGTTGAAACTGGTCTGCTTGA

GTGCGGGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGGACCTTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14622;tax=d:Bacteria(0.0024),p:"Verrucomicrobia"(0.0000),c:Spartobacteria(0.0000),g:Xiphinematob

acter(0.0000); 

GGGATTGTCTGTGAGCGTTGTGGCGTTGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGCATGGGCTTCATCAAGCT

TGCAGCGCCGGTGTCCCATGTCTGGTACCTCAAAGGCATTCCCAGCTATGTGGCGATTCTGCTGGACATGCCCCTGCG

CGATGTCGAGCAGATCGTCTATTTCAACTGCTATGTGGTGCTGGATCCCGGCGATCACAAGGATCTCAAGTACAAGCA

GCTGCTCACCGAGGACGAGTGGCTGGAGATCGAGGACGAGATCTACGCCGAGGAATCCGAAATCGAGAACGAGCCC

GTGGTGGGCATCGGTGCCGAGGCCCTCAAGCAGCTGCTGGAGGACCTCGAGCTCGCCGAAATTGCTGAGCAGCTGC

GTGAGGACATCGCAGGCAGCAAAGGCCAAAAACGCGCCAAGCTGATCAAGCGTCTGCG 

>OTU14623;tax=d:Bacteria(0.0024),p:"Synergistetes"(0.0000),c:Synergistia(0.0000),o:Synergistales(0.0000)

,f:Synergistaceae(0.0000),g:Thermanaerovibrio(0.0000); 

GGGATTGTTTGTGAGCGTTGTGGCGTTGAGGTCACCGAGAGTCGGGTGCGCCGCCATCGCATGGGCTTCATCAAGCT

CGCGGCCCCGGTGTCACACGTCTGGTACCTGAAGGGCATCCCCAGCTACGTGGCGATCCTGTTGGACATGCCTCTGC

GGGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCAGGCGATCACAAGGATCTCAAGTACAAG

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATCGAGAACGAG

CCTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTGGAGGACCTCACCCTGAATGAGGTGGCCGAACAGC

TGCGGGAGGAGATCAACGGCAGCAAGGGGCAGAAGCGGGCCAAGCTGACCAAGCGGCTACG 

>OTU14624;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAGCCAGCCAAGTAGCGTGCAGGACGACGGC

CCTAGGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATCTTGCAGGTACCCTATGATTAAG

GACCGGCTAATTCTGTGCCCGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGGAACTTG
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AGTGCGCGGGAGGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCACGACAGACGCTGAAGCTCGAAAGCGTTGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14626;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTCGTAAACTTCTGTCCTTAGGGACGATGATAACGACGGTACCTGAGGAATCAGCCACTGCCTACTACGCGC

CAGCAGCCGCGATAATACGTGGGCGGCAAGCGTCGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGGCGGGTCTGC

AAGTCAGTTGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGAGGATCTTGAGTGCCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Erysipelotrichia(0.9861),o:Erysipelotrichales(0.9

941),f:Erysipelotrichaceae(0.9890),g:Erysipelotrichaceae_incertae_sedis(0.9918); 

ACGGAAGGCAGCAGTAGGGAATTTTCGTCAATGGGGGGAACCCTGAACGAGCAATGCCGCGTGAGTGAAGACGGT

TTTCGGACTGTAAAGCTCTGTTGTAAGAGAAAAACGGCCGACATAGGGAATGATGTCGGAGTGATGGTATCTTACCA

GAAAGTCACGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCGCGCGTTATCCGGAATGATTGGGCGTA

AAGGGTGCGTAGGCGGTACGGTAAGTCTGTAGTAAAAGGCGGCAGCTCAACTGTCGTAGGCTATGGAAACTGTCGA

ACTAGAGTGCAGAAGAGGGCGATGGAACTCCATGTGTAGCGGTAAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGTCGCCTGGTCTGTAACTGACGCTGAAGCACGAAAGCGTGGGGAGCAAATAGGATTAGATACCCTGGT

A 

>OTU14625;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.5632),g:Pseudoflavonifractor(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGACGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGTGGG

CAAGTCAGATGTGAAATCCCCGGGCTCAACCCGTGAACTGCATTGGAAACTATGTTTCTTGAGTATCGGAGAGGCAA

TCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14628;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCAAGTAGCGTGAGGGATGAAGGC

TCTATGGGTCTTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTATTTTGTATGTATTATATGAATAAGGAT

CGGCTAATTCTGTGCCAGCAGCCTCGGTAATACGGAAGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATTGGTAAGTTAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTAATACTGTCAGTCTAGAGA
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ACAGTAGAGGTTGGAGGAATTCGTGGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14629;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCTCGGGTTGTAAACTTCTTTTACTAGGGACGTAGAAACTGACGGTACCTGGAGAAAAAGCCACGGCTAATTACGT

GGCAGCAGCCGCGGCAATACGTAGGTGGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

TCAAGTGAGATGTGAAATCTCAGGGCTTAACCCTGGAACTGCGTTGGAAACTGAATGCCTTGAGTGTCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCAGTTGCGAAGGCAGCCTGCAAGGCG

ACAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCACAAGCCCGATGGAGCAACACCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGTAAGTAACTGTTCACGCAGTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGCCAATACGAAGGGGGCAAGCGGTATCCGGATTTACTGGGCGTA

AAGCGAGCGAAGGCGGTTTTCTAAGCCTGATGTGAAAGCCCTCGGCTCAACCGGGGAAGTGCATCGGAAACTGGAT

AGCTTGAGTGCAAGAGAGGACAGTGGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTAGCTTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14633;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhizobial

es(0.0000),f:Bradyrhizobiaceae(0.0000),g:Bradyrhizobium(0.0000); 

TCCTTTCTTTGCTTTGGTCATTGGTCCAATACTGACCAGCCGTTTGAGCTTGAGTACGCATTTGGCGCATAATCTCGGA

CACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGC

AAGCATCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATCTCTTTT

TGAGTCTCATTTTGCATCTCGGCAAGCTCTTTCTGATTGTCCAGTTGCATGTTAGTAAGCTCTTGGTGATGATCAAATC

CGGCGTCAAACATACCAGCAGAGGAAGCATCAGCACCAGCACGCTCCCAAGCAGGAAGCTC 

>OTU14632;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

CCTTTCTTCCTCCTTTTTTACTCTTTCACAATGTGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGCCTTC

GGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACTGTATCTGAGGATGAAGCCACGGCTAACTACGTGCCAGCAG

CCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAGTGA

GATGTGAAATACCCGGGCTCAACTTGGATGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGGATGGAA
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TTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACTAGTGGCGAAGGCGATGATCTGGACTGTAAGTG

ACGCTGAGGATCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU14631;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAGAAATAAAGTGCGGTATGTATACTGCTTGGTATGTATTATATGAATACGGC

TCGGCTAACTCCATGCCAGCGGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTGGGTGGATTGGTAAGTCAGTGGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTAATACTGTCAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACTCCGATGGCGAAGGC

AGCTCACTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.5273),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGTGGCA

AGTATGATGTGAAAGGCATGGGCCAAACCTGGGGACTGCATTGGAAACGGGTAGTCTGGAGTGCCGGAGGGGTAA

GCGGAATTCCTGGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCG

GTAACGGACGTTAAGGATGGAAAGCGTGGGGAGCAAACAGGATTAGAACCCTGGTA 

>OTU14635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAAAATGCGCTACCTGACGAATAAGTCACGGCTAACTACGTTTC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGTGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATCTGAAACTACTGGACTTGAGTAGCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGAGTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14634;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:"Porphyromonadaceae"(0.0073),g:Coprobacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CTTATGGTCTGTGAACCGTTTCTGCCTGGGGGCAATAAGGGCGTCGCGCATGTCCGATGAGCGTACCAGGCTACTAA

CCATCGGCCACCTCCGTGCCAGCAGCCGCGGTATTACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCGGAGGTGAAATTCCGGTGCTCAACACGGGGGCTGCCCTTGATACTGTAGCGCTG
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GAGTGCGGAAGCCGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGATGGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14639;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCACGCATTGCCGGTATCCAACCA

GAAAGTCCCGGCTTACTACGTGCCAGAACCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGAGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTAGGCTTAACCGAGGAAGTGCATCGAAAACCGGGA

GACTTGAGTGCAGAAGAGGATAGTGGAACTCCATGTGTAGCGGTGAAATTCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTATCTGGTCTAAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14638;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGTCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGAAGGGAAAGCCCCGGGCTCAACCGTGGGACTGCATCTGATACTGGCA

GGCTTGAGTATCGTAAAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTTGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14637;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAAGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAACACCGGCTCACTCCGTGCCAGCAGGCGCGGTAATACAGACGGTGCAAGCATTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCGGGGCTCAACCTGGGAACTGCATCGGATACTGGCA

AGCTTGAGTCTCGTAGAGGTGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGTG

GCGAAGGCGGCCTCCTGGACGAAGACTGACGCTGAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGAAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGATTATAAGACGATACCTGACGAATAAGCCACGGCTCACCACGCGCC
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AGCAGCCGCGGTAACACGGAGGTGGCACGCGTTGTCCGGATTTACGGGGTGTAAAGGGCGTGTAGCCGGGATGAC

AAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTGCTCTGCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACAGGAATAAAGTCAGTTACGTGTGGCTTTTTGTATGTACTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGCAGATTAAGCGTGTTGTGAAATGTCGGCGCTCAACCGCTGAACTGCGGCGCGTACTGGTCCTCTTGAG

TGCGTGCGACGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACCCCGATTGCGAAGGC

AGCTGGCGAGACCGCTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9063),f:Entero

coccaceae(0.7068),g:Enterococcus(0.5239); 

AAGGGAGGCAGAAGGAGGGAAGAGTGGGCAAGGGACGCAAGTCTGACCGAGCAACGTCGCGTGAGTGAAGAAGG

TTTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCTACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGTGGTAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGAGAGGGTCAGTGGAAACTGGG

AGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGAT

GGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.7995),f:Entero

coccaceae(0.4563),g:Enterococcus(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATAGTAAAACTCCGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTTATCACTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTCTTATAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGGCATTGGAAACTGG

GAGACTTGAGTGCAGAAGAAGAAGGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGG

TGGCGAAGGCAGCTTTCTGGTCTGTAACTGACGCTGAAGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14645;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:Chitinophagaceae(0.0000),g:Niastella(0.0000); 
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GGTAGGTTTTCTGCTTAGGAGTTTACTCATGTTTCAGACTTTTATTTCTCGCCATAATTCACACTTTTTTTCTGATCCGCT

GGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTG

ATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCA

GGTTGTTTCTGTTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCGT

CGGTTACGACTACCCTCCCGACTGCCTAGGATGTGTAGCCTTTGGATGGTCGCCATGATGGGGGTTAGTATACCGGC

AAGGACGGTGGGACTATGGACGGCCTGCCCCGTA 

>OTU14646;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrio

nales"(0.0000),f:Vibrionaceae(0.0000),g:Grimontia(0.0000); 

ACGAAACGACAGAATCTCTTCCACGAGCTTGCTGCGGTTATCCCTCTGCTTATGGACGCCAAGCATTGGGGATTGCGA

AAGAGTAGAAATGCCACCAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGAC

ATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGG

TGTCAATCCTGACGGTTATTTCCGAGACAAATTAGAGCCAATACAATCAGCTGTACCGTCTTTCCAGAAATTGTTCCAA

GTATCGGCAACAGCTTGAGCAATACCATGAAAAAGAG 

>OTU14644;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGAGGGC

CTTCGGGTTGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTCAAGTCAGATGTGAAATGCCCGGGCTCAACCCGGGAGCTGCATCTGATACTGGTA

AGCTTGAGTGTCGGAGAGGGAGGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGTAGCAACACCGCGTGAGTGAAGAAGGTT

TTCGGCTCGTAAAACTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACCGTATCCAACCCG

AACGTCAGCGCTAACTATGTGCCAGCACCCGCTGTAATACATATGTGGCCAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGAGGTGAAAGACTTCGGCTTAAGCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAAGCTCTGTTTTTGGTGACGAACAAATGACGGTAAACGAGTAGGGAGCTACGGCTAACTACGTCA

GCGCCGCCGCGGTTATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATGAACTGCAGTTGAAACTGTTATTCTAGAGTGTAGTAGAGGCAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGTCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Ruminococcus2(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATACAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCTGTATGTAAAGCTCTATCAGCAGGGGAGAAAATGACGGTACCTGACTAACAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGGTGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGTAAACTGGTTATCTAGAGTGCCGGAAGGGCAAG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14651;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATTGGGGGATAACGTGTGCCACGTGTGGCATCTTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGGAGGCCGTCTTATAAGCGAGTGGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGTCTTG

AGTGCGCAGGAAGTAGGCGGAATGTGTCGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGCGGTACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14650;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACTGCTTTCGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCCGGGGAATA

AGCATCGGCTATCTCCGTGCCAGCACCCGCGGTAATACGGGGGATGCGAGCGTAATCCGGTTTTATTGGGTTTAAAG

GGTGCGTAGGCTGTTCGTCAAGTCAGGTGTGAAATTCCGGGGCTTAACGCCGGAGCTGCCCTTGATACTGTCGCGCT

GGAGTGAGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14652;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTGCGGCACGTATGCAGTTTTGTAGGTACCCTACGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGATTGATTGGGTTTAAAGGGT

GCGTAGGTGGCTGATTAAGTGAGTGGTGAAATTTAGGGGCTCAACGCCTGAGTTGCAGCGCATACTGGTCGACTTGA

GTGCGTGAGAGGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATGGCGAAG

GCAGCTTGCCGGAGCGTAACTGACGCTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14654;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCATGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGGGGGCGAGCGTTGTCCTGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGATATGTGAAAGACCCGGGCTCAACTAGGATGCTGCATTTCAAACTGTAATTCTAGAGTGCAGGAGAGGAGAATT

GAATTCCTAGGGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14653;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumi

nococcaceae(0.0099),g:Ruminococcus(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAG

GGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCGAGTGGCTTAACGAATAAACTGCAGTTGAAACTGTATCTCT

TGAGTGCTTGAGAGGTAGATGGAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAAGAACACCGGTGGCG

AAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGTC

CTTCTGTTTGTAAAGCTCTTTCTTCAGTGACGATAATGACGGTACCTGAGGAGGAATCCACGGCTAACTTCTTTCCAGC

AGCCTCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACCCGGGCTTAACTTGGGTGATGCATTTCAAACTGGAAGTCTAGAGTGAAGGAGAGGAGAAGGG

AATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTAGCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14656;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Alphaproteobacteria(0.8048),o:Sphingom

onadales(0.3319),f:Sphingomonadaceae(0.1679),g:Sphingomonas(0.0423); 
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ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGATGACGGC

CTTAGGGTTGTAAAGCTCTTTTAGCCGGGATGATAATGACGGTACCGGCAGAAGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTTAGAAGTGAAATCCTAGGGCTCAACCTTAGAATTGCTTTTAAAACTGCAAATCTAGAGTCCAGGAGAGGAGAGAG

GAATTCCTAGTGTAGAGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGACTGGAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14655;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Blautia(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAGA

GCAAGTCTGATGTGAAAGGTGGGGGCTCAACTCCCAAACTGCATTGGAAACTGTTCATCTGGAGTGCCGGAGAGGT

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14660;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGCGGGAAGGAGGC

CCTGTGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGTCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCT

GGGGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATTCTTAGATTTCACTCAAAACACCGATTGGCA

AGGGATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAAGATTAGATACCCTGGTA 

>OTU14658;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2524),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACTGCGAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGGGTTGTCCGGATTTACTGGGGGTAAAGGGCGTGTAGGGGGAGCG

GCAAGTCAGATGTGAAATCTAGGGGCTCAACCCCTAAACTGCATTTGAAACTGGAGCCCTTGAGTATCGGAGAGGCA

AGCGGAAATCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTGGCGAAGGCGGCTTGCTGGAC

GGCAACTTACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14659;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0157); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGATTGTAAACTTCTGTTCAGGGGGAAGAGCAGAAGACGGTACCCCGAGAAGAAGCCACGGCTAACTACGG

TCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGGGCAGGCGGGTTT

GTAAGTCAGAAGTGAAATCCATGGGCTCAACTTTGGAACTGCTTTTGAAACTGCAGAGCTTGAGTGGAGGAGAGGC

AAGTTGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGAATTGCTGGAC

TATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.7995),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGCGGCCTGATAA

GTTTGAAGTGAAAGTCCTTCTTTTAAGGAGGGAGCTGCTTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGCG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14664;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Rikenellaceae"(0.6350),g:Alistipes(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCATGCCGCGTGCAGGATGACTGCC

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACTCGGATACGTGTATCCGGCTGAATGTATCGTACGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTGTTGGGTTTAAAGGGTG

CGTAGGTGGATTGTTAAGTTAGAGGTGAAAGACTGGGGCTTAACACCGGAACTGCCGTTAATACTGTTGAGCTAGAG

AGTAGTAGAGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACACCGATTGCGAAGGC

AGCTTACCAGACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14662;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Parabacteroides(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATTAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCTGTT

AAGTCAGCGGTGAAATGTCCTGGCTCAACGAGGAAAGGGCCGTTGGTACTGGGGGGCTTGAATGCGGAGGGCGTT

GGAGGAATGTGTGGTTTAGCGGTGAAATGCATAGATATCACGCAGGACACCGATTGCGAAGGCAGCTGTCGAAGCC

GCTATTGACGCTTATGCACGAAAGCGTTGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14667;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Entero

bacteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 
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AGATGCACAATGAGACTCAAACAGCGATTGCTGGCATTCAGTCGGCGCCTTCACGCCAGCATACGCCAGACCAGGTC

TATGCACCCAATGAGCTGCTTGCTTATCAACAGAAGGAGTCTACTGCTCGCGTTGCGTCTATTATGGAAAACACCAAT

CTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTTACTCAAGCTCAAACGGCTGGTCAGTATTTTACC

AATGACCAAATCAAAGAAATGACTCGCAAGGTTAGTGCTGAGGGTGACTTAGGTCATCAGCAAACGCAGAATCAGC

GGTATGGCGCTTCTCATATGGGCGCTACTGCAAAGGATAGTTCTAATGTCGGCACGGATGCTGCGTCTGGTGTGGGT

GATATT 

>OTU14663;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAGTGGGGGGAACCCCGGATCAACCAACGCCGGGGAAGTAATGACGG

CCTTCGGTTTGCAAAGCTCTTCCTTCGGGGCCGATAATAACGGTACCTGAGGGGGAGGCCACGGCTAACTACGTGCA

GGCAGCCGCGGTATTACGAGGTGGGCGAGCTTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

GGTGAGATGTGAAATACCCGGGCACAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAA

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAGCGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTATGTCTTGTGTGAAAACCTTCGGCTTAACCCAAGACGTGCATCGGAAACCGGGCG

CCTTGAGTGCAGACGAGGACAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACCCCAGTGG

CGAAGGCGGCTGTCTGGTCTCCAACTGACGCTGAGGCTCGAGAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14666;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lach

nospiraceae(0.7068),g:Clostridium_XlVa(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GCCAGATGTGAAAGCCCGGGGCTCCACCCCGGGACTGCATTTGGAACCGCGTGGCTGGAGTGTCGGAGAGGCAGG

AGGAATTCCTTGGGGTGCGGTGAAATGCGTTGATATTAGGAGGAAACCCAGTGGCGGAGGCGGGCTGCTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14670;tax=d:Archaea(0.0024),p:"Euryarchaeota"(0.0000),c:"Methanomicrobia"(0.0000),o:Methanom

icrobiales(0.0000),f:Methanomicrobiaceae(0.0000),g:Methanoculleus(0.0000); 
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ACCGATTGCGTGTGCGGTTATCACGCCGAAGCGGTACAAATTTTAATTTTTGCCGCTGAGGGGTTGACCAAGCGACG

CGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTCTGATA

AGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATAT

TTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCAGTGCATTCAGATGGATACAGCGGTCAACGCCGCG

AATCAGGTTGTTTCTGTTGGTGATGAGATTGCTTTTGATGCCGACCCTAAAGTGGTTGCCTGGGTGGTTCGCTT 

>OTU14668;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGAAATATTGGTCAATGGGCGGAAGCCTAAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGATTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGTCTTAACCTTAAAATTGCAATTGATACTGGGTGCCTTGA

GTGCAGTATAGGCCGGCAGAATTCGTGGTGTAGCGGTTAAATGCTTAGTTATCACGAACAACTCCTATTGCGAATGC

AGCTTTCTGTAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTCGATACCCTGGTA 

>OTU14669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAACGTCACGGCTAACTCCGTGCCAGCAGCCGCTGTAAAACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGCAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATCGAAGAACACCAGTGG

CGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGCATCGAACAGGATTAGATACCCTGGT

A 

>OTU14674;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.00

00),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

CTGTTACTCCAGCTTCTTGGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGTTATATTTTGATAGTTTGACG

GTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGTTGTTTCTG

TTGGTGCTGATATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCCGACT

ACCCTCCCGACTGCCTATGATGTGTATCCTTTGGATGGTCGCCATGATGGTGGTTATTATACCGTCAAGGACTGTGTG

ACTATTTAGTCACACAGTCCTTGACGGTATAATAACC 

>OTU14671;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGAAGAAACGTGCGGTACGCGTCCCGAATTGAGCGTACCCGAAGAAAAAG
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CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTGAAAGTTCCGGGCTCAACCCGGAGTCGCCGTTGAAACTGGTGTGCTCG

AGTGAAGGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACTCCGATTGCGAA

GGCGGCTTTCTAGGGCGCTACTGACGCTGAGGTACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.8846),f:Entero

coccaceae(0.6350),g:Enterococcus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGTAAAGTTCATCCCTTGACGGTATCTAACCA

GAAAGCTACCGCTAACTCCGTGCCAGCAGCCATGGGGATACGCAGGTGGCAAGCCTGGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCTTGTAAGTCTGATGTGAAAGCCCGCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGA

GACTTGAGTGCAGAAGAAGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCTTAGATATATCGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14673;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGGCTGTAAACTTCTTTCGTCAGGGACGAGTAGAACACGGTACCTGTCGCATAACCCACGTCTAACTACGTGCC

AGCCGCCGCGGTAACACCTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTGGAAACTGCTCTTCTGGAGTATGGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14676;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

TTGACCAAGCGCAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCCA

TCTTTTTTTCAGATAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACA

TCGTCAACGTTATATTTTGATAGTTTGACGGTTAATGCTGGTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACAT

CTGTCAACGCCGCTAATCAGGTTGTTTCTGTTGGTGCTGAGATTGCTTTGGATGCCGACGCTAAATTTTGTGCCTGTTT

GGTGCGCTTTGAGTCGTCGTCGGTTCCGACTACCCTCCAGACAGCCTATGATGTTTAACCTTTGGATGGGAGACAGGA

TGGTGGGTATTAGAA 

>OTU14675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAACAAGCCCCGGCTAACTACGTTCCCG
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CAGCCGCGGCAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAG

TCTGATGCGAAAACCCGGGGCTCAAACGCGGGACTGCCTTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAATG

GAATGCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGTGGCGAAGGCGGCTTACCGGAAGATG

ACTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCCACGCCGCGTGAACGATGACGGT

CTTCTGATTGTAAAGTTCTTTTTTTAAGGACGAAGAAGTGACGGTACTTAATGAATAATCTCCGCCTAACTACTTGCCA

GCAGCTGCGGTCATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGGTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCGCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCAGGGCTTTA

ACTGACGCTAGGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14679;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACACTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTGCTTGGAGAAAAAGCAACGGCTAACGACGTG

CGAGCAGCCGCGGCAGTACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTGGAG

CAAGTCAGATGTGAAATCCCTGGGCTTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTAACGGAGAGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14681;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.00

00),f:Veillonellaceae(0.0000),g:Dialister(0.0000); 

GTGATAACCGATTGCGTGTGAGGTTATAACGCCGAAGCGGTACCCATTTTACTTTTTGCCGCTGAGGGGTTGACCAAG

CGAAGCGCGGTAGGTTTTCTGCTTAGGAGTTTAATCATGTTTCAGACTTTTATTTCTCGCCATAATTCAAACTTTTTTTC

TGATAAGCTGGTTCTCACTTCTGTTACTCCAGCTTCTTCGGCACCTGTTTTACAGACACCTAAAGCTACATCGTCAACGT

TATATTTTGATAGTGTGACGGTGAATGCTGGGAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACG

ACGCGAATCAGGGTGTTTCTGTTGGTGCGGATATTGCTTTTGATGCCGACCCGAAATTTTTTGCCGGTTTGGTGCG 

>OTU14677;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.8048),o:"Entero

bacteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCAGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGCGCGTAGGCGGGGATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTAT
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CTCTTGAGTGCTGGAGAGGTAGATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTG

GTA 

>OTU14680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Gemmiger(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGATTA

AGTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGTAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTGCTTTTGTGCGGGGATAAAGAAGGGGACGTATCCCCTGTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTCGTGAAATGTAGATGCTCAACATCTGCACTGCGTCGCGAACTGTTTTTCTTGAG

TACGCAGGAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCTGACTGTAGCGTAACTGATGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14682;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:"Entero

bacteriales"(0.3319),f:Enterobacteriaceae(0.1679),g:Escherichia/Shigella(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGCCTGATGCAGCCATGCCGCGTGTATGCAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGAACCGGCTAACTACGTACCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGATAATCGGAATTACTGGGCGT

AAAGCGCACACAGGCGGTTTGTTAAGACATAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTGTGAAACTGGGA

AACTTGAGGTCACGAGAGGAGAGTTGAATTCCTAGTGTAACGGTGAAATGCGTAGATATTTGTAGGAACTCCAGTTG

CAAAGTCGGCTCTCTGGACTGTAACTGACACTATGGCACGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAATACGGTACCTGACGAATAAGCCACGGCTAACTACGTTCC

AGCCGCCGCGGTAATACGTAGGTGGCAAGCCTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGGGGACTGCATTGGAAACTACGCTGCTTGAGTACCGGAGAGGCAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14688;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Alphaproteobacteria(0.0000),o:Rhodospir

illales(0.0000),f:Acetobacteraceae(0.0000),g:Belnapia(0.0000); 

TGTTCGGCGGATATGATCTCTCCAGGTATCCCGGCGCTTATTGCTGCCCCGGGTGAGGTAATATTCCGCCAGTTGCTC

GTCATACTGCGCCAGTGCGCCTTTATCCAGCGGTTGATAGCTGTTTTCATGCACCAAAATGGAGGCCGGTAAACGCG

GCTTAAGATCCGGATTATCCGCAGGCCAGCCAAGGCACAGCCCAAACAGCGGCAGAACATGCTGCGGTAATTTAAGC

AGTTTCGTCACCGCTTCAATATTATTGCGCAGGACGCCGATATATACCCCGCCCAATCCCAGCGATTCCGCTGCGATTA

ATGCATTCTGCGCCAGCATTGCCGTATCAACGACACCGAGCAACA 

>OTU14687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.8146),g:Gemmiger(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTCCCCAATGGGGTAAACACTGATCCAGCGACGCCTCGTGTAGGAGGAAGGTT

TTCTGATTGTAAACTCCTGTCGCTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGGAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCAA

GTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGTTGGCCTTGAGTAGTGCAGAGGTAGGTG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGTGAAGAACACCAGTGGCGAAGGCGACTACATGGGCACCAA

CTGCCGCTGAGGTTCGAAAGAATGGGTACCAAAGAGGATTAGATACCCTGGTA 

>OTU14685;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATGTAGGAATAAAGTGCGGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGAAGGTGGACCGGTAAGTCAGGTGTGAAAGATGGCGGCGCAACCGTAGAGATGCAGTGCTTACTGGCAGTCTTGA

GTGAAGTAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGACATCACGAAGAACTCCGATTGCGAAGG

CAGCCCCCCAGCCGGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14689;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAACCTGATGCAGCAACGCCGCGTGAGTGATGACGAC

CTTCGGGTTGTAAAGCTCCGTTTTCAGGGACGATAATGACGGCACTTGTGGTGGAAGTTAGGGCCAACTATGAGCTA

GCAGCCGCGGTAACACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGACTTTTAA

GTGAGATGTGAAATACACGGGCTCAACTTGGGTGCTGCATTTCGAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACGCCTGTTGCGAAGGCGATTCTCTTGGCTGTAA

CTGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14686;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCGGATGCAGCACCGCCGCGTGAGGAAAGCCGGT

TTTCGAATTTTAAACCTCTGTTTTCGGTGACGAACAGATAACGTTAACCGAGTAGGAAGCCACGGCTACCTACGTGCC

AGCAGCCGCGGAAATACGTGGGTGCCAAGCTTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAAATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAGGAATGACGGTACCTGTCTAAGAAGCCCCGGCTAACTACATGC

CAGCCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGCATGG

TAAGTCTGATGTGAAATCCATGGGCTCAACCTAGGAATTGCATTTGAGACTGTATAGCTTGAGTGTGGGAGGGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14691;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9897),o:Clostridiales(0.9937),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTAACTGAGGTGGAAGCCACGGGCAACTAAGTGCCA

GCAGGCGCGGTAATACGTAGGTGGCAAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTCGGGTGCTGCATTTCAAACTGGAAGGCTGGAGTACAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAGATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14692;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTGAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGGGGCAA

TCGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

TAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14693;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Euba

cteriaceae(0.0457),g:Alkalibaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTATCCTTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGTGTAGGCGGCAGTATA

AGTCCGGAGTGAAAGTCCTGCTTTAAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14694;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTGACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGGAGCA

AGTCAGCTGTGAAATCCATGGGCTTAACCCATGAACTGCAGTTGAAACTGTTCTTCTTGAGTGAAGTAGAGGTTGGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCAAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14696;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCCATGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTGTAGGGGGGTAAAGAGTGCTACGTGTGGCACATTGCAAGTACCCCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGCGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCCTCGCGAACTGTGCGACTTG

AGTGCGCAGGCAGTAGGAGGAATTAGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14695;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiales_Incertae_Sedis_XIII(0.0710),g:Mogibacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCACCGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTTCTAAGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGCAAAGAGTACGTAGGTGGTTACCTAA

GCACGAGGTATAAGGCAATGGCTTAACCATTGTTCGCCTTGTGAACTGGGCTACTTGAGTGCAGGAAAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGAGCCGAAGGCGGTATTCTGGACTCTAAC

TCACCCTGATGTACGAAAACGTGGGGCAGAAACAGGATTAGATACCCTGGTA 
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>OTU14697;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGTC

CTATGGGTTGTAAACCTCTTTTGTCGGGGAATAACTGTCGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGACTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCCGCAGGTCAAGTCAGTCGTGAAATGCGGTGGCTCAACGATAGAACTGCAGTGCGAACTGGCCTGCTTGAG

TGAAGTGAAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGTAGTTGAACTGACGCTGATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14698;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCGCGCGTTGTCCGGATTTACTGGGCGTATAGGGAGCGTAGGCGGATTATTAA

GTGGGATGTGAAATACCCGGGCTTAACCCGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAAAGG

GGAATTCCTAGTAGAGCGGTGAGATGCGTAGATATTAGGAAGAACGCCAGAGGCGAAGGCGACTCTCTGGCCTGTA

ACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14699;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCAGCCACGCCCCCTTAAGGGAGGAGGCC

TTTGGGTTGTTAACCTCCTGTGTTAGGGAAGAAGAGAAAACGGTACCCTGCGAATAAAGCAACGGCTAATAAGGTCC

AGCAGGCCGGGTAATACCTAGGTGGCAAGGGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGTA

AGTCAGATGTGAAATCTACGGGCTCAACTCGTAAACTGCATTTGAAACTGCTGATCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14702;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9736),c:Acidobacteria_Gp6(0.8755),g:Gp6(0.3479); 

GTGCCAGCAGCCGCGGTAATACGGGGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCTCGTAGGTGGC

CACCTAAGTCCGACGTGAAATCCCTCGGCTTAACCGGGGAGCTGCGTCGGATACTGGGTGGCTTGAATCCGGGAGA

GGGACGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAACACCGGTGGCGAAGGCGGCGTCCT

GGACCGGAATTGACACTGAGGAGCGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCCCTAAA

CGATGAGTGCTTGGTGTGGCGGGTATCGATCCCCGCCGTTCCGGAGCTAACGCATTAAGCACTCCGCCTGGGGAGTA

CGGTCGCAAGGCTGAAACTCAAATGAATTGACGGGG 

>OTU14701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0423); 
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ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTTTCTTGTGGGACGATAGTGACGGTACCACAGGAGGAAGCCACGGCTAACTATGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGGATGCA

AGTCAGATGTGAAATCTATCGGCTTAACTGGTAAACTGCATTTGAAACTGCATTTCTTGAGTGGTGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATTTTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACACTA

ACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1291),g:Ruminococcus(0.0230); 

CCTTCCTTCCTCCTTTTTGGCTATTGCACCCTGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGTTTT

CGGATTGTAAACCTTTGTCTTTGGTGAAGAAGAAAGTGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGCGC

AAGTTGGATGTGAAATACCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTGTTTCTTGAGTGAAGTAGAGGTAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14700;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Parabacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCGCCACGTGTGGTGTTTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTAACCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTGAACTCCGGAACTGCCTTTGAAACTGTTGGTCTTGA

GTATCGGAGAGGTCATCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGG

CGGATGACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14704;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGGAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGAATTGGAAACTGTTGGGCTAGAGGGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCGGTGGGGAAGGCGGTTTACTGGACTG

TAACTGACTTTGAGGCTGGAAGGGGGGGGAAGCAAACAGGATTAGTTACCCGGTA 

>OTU14705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTTGGGTTGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAGTACAA

GTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTATTACTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Ornithobacterium(0.0046); 

ACGGGAGGCAGCAGTAAGGAATATTGGACAATGGACGCAACTCTGATCCAGCAATGCCGCGTGAAGGACTAAGGCC

CTAGGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGATGTAGTGTAGTCTGATGAGAGTATGCGTCGAATACAC

ATCGGCTAACTCCGTTCCATCCGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGGTAAGTCGGCGGTGAAATGCCCCGGCTCAACCGGGGAACTGCCATTGATACTGTTTGTCTTGA

ATGCAGAGGAGGTGGGAGGAATGTGTAGTGTAGTGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAGG

GCATCTCACGAGTCCGTTATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGATA 

>OTU14708;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Lach

nospiraceae(0.0086),g:Clostridium_XlVa(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACTTGAAGATCAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGCAATACGTAGGGGGCAATCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCG

CAAGTTGGATGTGTAATACCCAGGGCTTAACTCGGGTGCGGCGTCTGAAACTACGGGTCTTGAGTGTCGGAGAGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTGGATATTAGGAGGAACATCAGTGGCGAGGGCGACTTACTGGACG

ATAACTGACGCTGAGGCACGAAGGCGTGGGGAGCAAACGGGATTGGATACCTGGTA 

>OTU14707;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Gammaproteobacteria(0.5579),o:"Entero

bacteriales"(0.2999),f:Enterobacteriaceae(0.1485),g:Escherichia/Shigella(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCGGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGAGATGCAAGTCAGGAGGGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTAT

CCCTTGAGTGTCGGAGAGGCAAGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGACAGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9038),o:Lactobacillales(0.7252),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.1299); 
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ACGGGAGGGAGAAGGAGGGAATCTTCCCCCCTTTCCTCCCTTCTTCTGTCGCAACGCCTCGTGAGTGAAGAAGGTTTT

CGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGACGGGAGCAGTAACTGGCTGTCGGTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTGGTGCGGATTTATGGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAGGTCTGAAATGAACGCCCCCTGCTTAAGCAATGAACTGCATCGGAAACAGTCCG

GCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGATGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACGCTGGT

A 

>OTU14709;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Fusicatenibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTATCAA

GTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTCGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14711;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8988),c:Actinobacteria(0.7497),o:Coriobacteriales

(0.4652),f:Coriobacteriaceae(0.2864),g:Collinsella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGACCGG

CAGGCCGGGGGTCGAAGCGGGGGGCTCAACCGCAAGATGCCACCGGAAACTGGGTGGCTTGGGTCCGGTAGGGGA

GGGTGGAACACCCGGTGTAGCGGTGGAATGCGCAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCCTCTGGG

CCGAGACTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14712;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Clostridium_IV(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCTATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGCAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGATGACCAGGGGCGAACGGGGATTGATAGACGTT

ACCTACCCGTGGCGCTCGAGAGTGTCGGGAGGAAGCAGGATTAGATACCCTGGTA 

>OTU14713;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiales_Incertae_Sedis_XIII(0.1872),g:Mogibacterium(0.0519); 
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ACGGAAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGGAGAAGAAAGTGACGGTACCTAAGGATAAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTATC

TAAGCGTAAGGTTTAAGCGTGCAGCTCAACTGGATCTCGCCTTGCGAACTGGATTACTTAAGTGCCAGGAGAGAAAG

CGGAATTCCTAGTGTAACGGTGAAATGCGTAGAAATTAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGAACGAT

GAATGACGTTGAGGGTCGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 

>OTU14714;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVb(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGTGT

AAAGGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATC

AAGCTAGAGTACAGGAGAGGAAAGCGGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9321),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCTCTATAAGTCTGAAGTGAAAGGCTATGGCTCAACCATAGTATGCTTTGGAAACTGTAGGGC

TTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14716;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCAGGGGGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTATCCGCAGAA

GAAGCACCGTCTAACTCCGTGCCCGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTTGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTGAGATGTGAAATCCCCGTGCTCAACCTGGGAACTGCATCTGAAACTGGCAAG

CTTGAGTGTCGTAGAGGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC

GAAGGCGGCCACCTGGACGAAGACTGACGCTCAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU14717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGAATAATGTCGGACACGCGTGTCTGCTTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATTCGGAGGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCTGGTCGTGAAATGCGGATGCTTAACGGTCGCACTGCGTCGCGAACTGTCGGGCTTGA

GTGAAGTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.5273),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGCGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTCCTTTTAACAGGGACGAAGTAAGTGACGGTACCTGTTGAATAAGCCACGGCTAACTACGTGC

TAGCAGCCGCGGAATTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGAGTAAAGGGCGTGTAGGCGGGACTGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATGGCCTGCATTTGAAACTGTGGTTCTGGAGTGGCGGAGAGGCAAT

CGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAT

GACTGACGCTGAGGCGCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGCCGGGTTTGTAA

GTGAGATGTGAAATCCTTGGGCTCAACCCGTGAGCTGCATTTGAAACTGTGAGTCTTGAGTGCCGGAGAGGCGATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTTTCTGGGCTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14718;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4563),g:Youngiibacter(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTTTGATTGGGGACGATAATGACGGTACCCAAAGAACAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGATGCGTAGGTGGAAACTTAA

GTGGGATGTGAAATCCCTGGGCTCAACCCAGGAACTGCATTCCAAACTGGGTATCTAGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACATCAGTGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCATGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14721;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CCTCGGGTCTTAAACTTCTTTTAAGCGGGAAGAGCAGAAGACGTTACCCCCAGCCTATGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTACTACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGGCGGGTCTGCA

AGTCAGAGGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAGAGCTGGAGTGTCGGAGGGGCAGT

CGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU14722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCGCAACTTGGGTGCTGAATGCAGAACGGGGTATCTAGAGAGGAGGAGAGGAGAG

TGGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACAACAGTGGCGAAGGCGATTCTCTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14723;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9604),o:Pasteur

ellales(0.8412),f:Pasteurellaceae(0.6709),g:Actinobacillus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCCTTCGGTGTTGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTTACGTTATTCACAGAA

AACGCATCGGCTAACTCCGTCCCAGCAGCTGATGTAATACGGCGGGTGCGTGCGTTAATCGGAATAACTGGGCGTAA

AGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGAGAATTGCATTTCATACTGGGTGG

CTAGAGTACAGTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAGG

CGAAGGCAGCCCCTTGGGAAGGTACTGACGCTCATGGGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14727;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9940),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGACGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTTAGCGTAACTGTTCACGCCGTGACGGTATCCAACCAG

ACAGTCACGGCTAACTACGTGCCCGCAGCCTCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGCCATCGGAGTAACCGAAGAAGTGCATCGGAAACCGGGC

GACGTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT
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GGCGAAGGCGGAGGTCTGGTCTGCAAAAGACGCTGAGGCTCGAAAGCATGGGTAGAGAACAGGATTAGATACCCT

GGTA 

>OTU14726;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGGACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGGATACGTAGGTGGCGAGCGTTATCCGGATTTCCTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAAGGCAGGGGCTCAACTTCTGGACTGCATTGGAAACTGGTATGCGCGAGTGCCGTAGGGGTAAGC

GGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACATCACTGGCGAGGGCGGCTTACTGGCCGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14725;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Flavonifractor(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGACGCGTGAAGGATGACGGC

CTTAGGGTTTTAAACCTCCTTTAAGAGGGAAGTGCAGAAGACGGTACCTCTAGAATAAGCTACGGCTAACTACGAGC

CAGCAGCCGCGGCAATACGTAGGTGGCCAGTGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACGCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGT

AACTGACGGTGAAGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14724;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0560),g:Blautia(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGCGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGCGTATCAAGTCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTT

GAGTGCCGGAGAGGTAAGCGGAATTCCCGATGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14728;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0230); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGACGTTAGGGAAACGCTTCATGTTGACTGTCGGTCATG

AATAAGCGACGGCTAATTACGTGCCAGCAGCCTCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTATGCAAGGCGGGTGGGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGC

AGGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCAGTAGATATCTGGAAGAAGACCAA
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TGGAGAAGGCAGGTTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU14731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCAGATGGAGCAACACCGCGTGAGTGAAGAATGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGGTGTGAGAGCCTTCGGCTTAACGGAAGAAGTGCATCGGAAACCGGGC

TACTTGAGTGCATAAGAGGACATTGGAACACCATGTGTGGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAGGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAAAATTAGATACCCTGG

TA 

>OTU14729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7497),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGCAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTCGTAAAATTCTGTTGTAGGGGAAGAACGTCCTTAAGAGGAACTGTCTAGACTGTGACGGTACCTAACGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGCGCGCGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14730;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9180),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAACCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGCAGTGAAGAAAGATAGAGGTAGTAACTGGCATTTATTTGACGGTAATTACTTAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTACGGATTTATTGGGCGTAA

AGTGAGTGCAGGCGGTTCAATAAGTCTGATGGGAAAGCCTTCGGCTCAACCGAGGAATTGCATCCGAAACTGTAGAC

CTTGAGTGTAGAAGAGGAAAGTGGAACTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTTTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.7497),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTA
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AAGGGAGTGTAGGCGGGACTGTAAGTCAGATGTGAAATATGCCGGCTCAACTGGCAGACTGCATTTGAAACTGTGG

TTCTTGAGTGAAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTTTCTGGACCGTAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14734;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Saccharofermentans(0.0157); 

ACGGGAGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACTCAGCAACGCCGCGTGAAGTAAGAAGGTC

TTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACTGTACCTGATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTTATACGTAGGTGGCGATCGTTTTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATACA

AGTCAGGTGTGAAATCTATGGGCTTAACCCATGAACTGCACTTGAAACGGTATCTCTTGAGAGTCGGAGAGGTAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGTCTACTGGATCATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14735;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCGGCCGCGGTGATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTA

AAGCGAGTGTAGGCGGTTTTTTAAGTTAAATGTGAAAGCCCGAGGCTTAACCTCGGAACTGCATTTAATACTGGAGA

ACTAGAGTGTGGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCAGTGG

CGAAGGCGACTTACTGGAACATAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGTT

CTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGCGTCCTGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCTTTTAAGTGAGACGTGAAAGTTTGTGGCTCAACCATAAAATGGCGGTGGGAACTGGAGGGCTTGA

GTATGTTTGGGGCGGGCGGAATGTGTGATGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAAGG

CAGCTTGCCAAGCCATAACCGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4563),g:Anaerostipes(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTTTGTAAAGCTCTATCAGCGGGGAAGAAAATGACGGTACCTAACTAAGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGGAGAGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTGCAGCA

AGTCAGAAGTGAAAGCCCGAGGCTCAACACTGGGATTGCTTTTGAAACTGTCGGTCTGGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGA

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14738;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Streptosporangiaceae(0.0000),g:Streptosporangium(0.0000); 

TTTTATCACGACGTCATGATTGACTCGCGAGTGGTCGGCAGATTGCGCTAACCGGTCACCTTAAATTTAACCTGACTCT

TCCACTGCAACCACTGACCGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTTCTTGCAAATCAC

CAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGAATAAC

GATACCACTGACCCTCAGCAATCTTAAACGTCTTAGACGAATAACCAGAACGGAAAACATCCTTCATAGAAATTGCAC

GCGGCGGAAAGTGGCCATACAAAACAGGGTCGCCAGCAATATCG 

>OTU14737;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Mucilaginibacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAGCTTCTTTTGGCGGGGAGCAATAAGGGCTACGTGTAGACCGATGAGAGTATTCGTTGAATAAG

GATCGGCTAATTCCGCGCCAGCAGCCGCCGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGTCAAGTCAGACGTGAAAGGCCGAAGCTCAACTGTGGAATTGCCTTTGATACTGGCAGGCTTG

AGAACTGTAGAGGTGAGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGGTTGCGAAG

GCATCTCACTAAGCAGAGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14740;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

GACAAATTCGAGCCAATACCATCCGCTTTACCGTCTTTCCCGCAATTGTTCCAAGTCTCGGCAACAGCTTTATCACTCCC

ATGAACAATATCCACCACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAG

AAGAGCCATACCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCGTTGAT

TTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCGGGTG

CTTGGAAAGAGTGGTGTGTTCCATAATAGACGCAACGCGAGCAGT 

>OTU14742;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0710),g:Hespellia(0.0134); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGGGGCCACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTATCTC

GGTATGTAAACTTCTATGAGCAGGGAAGAATTAGGACGGTATCTGACTAAGAAGCCCCGCCTAACTACGCGCCAGCA

GCCGCGGGAATACGTAGGTTGTAAGCGGTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGTCGGGGATGCAAGTC

AGATGTGAAATCTATGGGCTCAACTCATAAACTGCATTTGAAACTGTATCTCTTGAGTGTCGGAGAGGTAGATGGAAT
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TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCGAATGCGATCTACTGGACGATAACTGAC

GCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGCA

AGCCAGATGTGAAAGGTGGGGGCTCAACCCCCAGGCGGCATTTGGAACGGTCAAGCTAGAGTATCGGGGAGGTAA

GTGGAATTCCTGGTGTGGGGGGGAAAGGCGTAGATATTAGGAGGAACACCGGTGGCGAGGGCGGCTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14741;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7068),g:Flavonifractor(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAACAGATGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTGCA

AGTCAGATGTGAAAACTCGGAGCTCAACTCCGAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTGCTGGACATTA

ACTGACGCCGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9827),o:Clostridiales(0.9843),f:Rumi

nococcaceae(0.9759),g:Faecalibacterium(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGATA

AGTTGGGAGTGAAATCCATGGGATCAACACATGAACTGCATTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGACATCGGGAGGAACACCAGTGGAGAAGGCGGCATACTGGGCACC

AACTGACGCTGAGGATAGAAAGTGTGGGTAGCAAACAGGATTAGATACACTGGTA 

>OTU14745;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATACG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAACGGG

AGCGCAGGCCGCCGGGCAAGCGTGGTGTGAAATGCAGTGGCTAAACGAGGGCACTGCAGCGCGAACTGGAGAGCT
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TGAGTGCGCGCGACGTAGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCTGGCGGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14744;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0710),g:Anaerostipes(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGGAGGAAGAAGGT

TTTCTGATCGTAAAATCCTGTACTTGGAGACGAGTAGAAGACGGTCTCTAAGGAGGAAGCCCTGGCTAACTACGTGC

CAGCGGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGTGGTACGGC

AAGTGAGAAGTGAAAGGCCGGGGCTCAACTCCGGGACTGCTGTTGAAACTGTCGTACTGGAGTGCAGGAGAGGTA

GGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGCAGCTTACCGGACT

GTCACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGGATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGGAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAGGAACGTGCGTGTGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTCACTACGTGCCCGCAGCCGCTGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGGGTGATGTGAAAGCCTGAGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU14746;tax=d:Bacteria(0.8319),p:Firmicutes(0.1310),c:Bacilli(0.0425),o:Lactobacillales(0.0291),f:Lactob

acillaceae(0.0073),g:Lactobacillus(0.0039); 

ACGGAAGGCAGCAGTAGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACAACGCGTGAGTGAAGAAGGGT

TTCGGCCCGTAAAGCTCTGTTGGTGGAGAAGAACGGTCGGGAGAGTAAATGTTCGCGCAGGGACGGTATCCAACCA

GGAGGTCAAGGCTAACTACGTGCCAGGAGCCGCGGTAATACGGGGGGTGCAAGCGTTATCCGGATTTATTGGGTTT

AAAGGGTGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTAAT

TTACTAGAATGTGGATGATGCCGGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACACAGAGGGCCGAT

CGCGAAGGCAGCTGGCAAAGGCACGATTGACGCTGAGGCACGAAAGTGCGGGGATCGAACAGGATTAGATACCCT

GGTA 

>OTU14748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1679),g:Papillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGCCGTTACCTGATGAAAAAGCCCCGGCTAACTACGTGC

CAGAAGCCGCGGTATACCGTAGTTGGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGC
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AAGTCAGATGTGAAATCTATGGGCTCAACCCGTAAACTGCATTTGAAACTGAATCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14747;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGATCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGATAACTACGTGCCAGCAGCCGCGGTAAAACGACGGTGGCAAGCGTTATCCGCATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAATAAGTCTGCTGTTAAAGCCTTCGCCTCAACCTGAGAATTGCATCAGAAACTGTTGAT

CTTGAGTGCAGAAGACGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATTTGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14750;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTACAGCAA

GTCCGAAGTGAAAGGCGGGGGCTCAACTTCCGGATTGCATTGGAAACTGTCTAACTGGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACGATC

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.2864),g:Butyricicoccus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAGGGACGAAGAAGTGACGGTACCTGATGAATGAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCATGGC

AAGCCAGATGTGAAAGGTGGGGGCTCAACCCCCAAGCTGCATTTGGAACTGTCAAGCTAGAGTATCGGAAAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCGACAATGGGCGAAAGTCTGATCGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTAGTAGGGAAGAAAGGTAGAAGTAGGAAATGGCCTGAATTTGACGGTAATTACTGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGCGCGCAGGTGGTTTGTTAAGTCTGATGTGAAAGCCTCCGGCTCAACCGGGGAACTGCATCAGAAACTGTTGA
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ACTTGAGTGTCGTAGAGGAGGGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCCCCCTGGTCTGATACTGACGCTGAGGTTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14754;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTATGTGGGAATAAAGTTTTCCACGTGTGGCTGTTTGTATGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGTTAAGTGTGTTGTGAAATGCTGTGGCTCAACATCTGAATTGCAGCGGAAACTGGTAGTCTTGA

GTGCAGAAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAATTGGGAAGC

CAGCTTACTGTAGCGTTACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14753;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiales_Incertae_Sedis_XI(0.0149),g:Sedimentibacter(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCATGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGACTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGTTTTT

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGAGAACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCCGCTCCCTAGACG

GCAACTGACGGTGAGGCACAAGGGAGTAGGCAGCAGATAGGATTAGATACCCTGGTA 

>OTU14755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.7787),g:Blautia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGAAGGAAGAAGTA

TCTCTGTATTTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGTCAAG

TGTGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAGACTGTCATACTTGAGTGCCGAAGGAGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGTACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14756;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.4311),c:Actinobacteria(0.2321),o:Actinomycetales

(0.0781),f:Kineosporiaceae(0.0149),g:Quadrisphaera(0.0066); 

ACGGGAGGCAGCAGTGAGGAATCTTGCGCAATGGGCGAAAGCCTGACGCAGCGACACCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCTTTGTCAGTGGGGACGAGAACGGACGGTACCTACTGAGGAAGCATCGGCTTACTACGTGCC

AGCAGCCGCGGTAATACGTAGGATGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGAGCTCGTAGGCGGGAAGGTA

CGTTTGGAAGTAAATCTCACGGCTCAACTGTGAGCTCATTCCAAATACGGCTTTTCTTGAGGGCAGCAGGGGAGAAT
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GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAATACCGGTGGCGAAGGCGATTCTCTGGGCTGTG

ACTGACGCTGAGGAGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14757;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Marinilabiaceae"(0.0710),g:Anaerophaga(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGATCTACGTGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTTCAAGTGAGGGGTGAAAGCCCGGAGCTCAACTCCTGAACTGCGTTGCATACTGCGAGTCTGG

AATACGTATGCCGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCAGCTCACGAATCCGTCACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14758;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9604),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGCAGTGAAGAAAGATAGAGGTAGTAACTGGGCTGTATCTGACGGTAATTACTTA

GAAAGTCACGGCTAACTACGTGCCGGCAGCCGCGGTAATACGTAGGTGTCTAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGGCTTGGGCTCAACCGGGGGATTGCATTAGAAACTGTTG

AACTTGAGTGCAGAAGAGGAAAGTGGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14761;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGAGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCTCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGGGTAAGCGTGTTGTGAAATGCAGTGGCTCAACATGTGATGTGCAGCGCGAACTGGTGTCCTTG

AGTGAGTAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAG

GCAGCTTACGGTAGCTCAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14759;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTTTCAGCAGGGAAGAAAATGACGGTACCTGCAGAAGAAGCCCCGGCTAACTCCGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGACA

AGTCAGATGTGAAATCTGGAGGCTCAACCTCGAAACTGCATTTAAAACTGTTGATCTTGAGTGTCGGAGAGGTAATC
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GGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGATTACTGGACGATA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9321),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCTTTTTTGGAGAAGAACGCGCAGGAGAGCATCTCTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAAAACGTACGTGGCAAGTCTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTCAACCGAGGAATTGCATCAGATACTGTTGAG

CTTGAGTGCAGAAGAGGAGGGTGGAATTCCATGTGTAGCGGTGAAATGCATAGATATATGGCAGAACACCGATGGC

GAAGGCGGCTCACTAATCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14763;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Clostridium_III(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGAGGAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTAAGTGGGGAAGATAGTGACGGTACCCACAGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGGCATTAG

GTCAGATGTGAAATACCGAGGCTTAACCTCGGGGCTGCATTTGAAACCAAAGCTCTTGAGTGCCGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGTCTGGACGGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14762;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTTACTAAGATGCCCCGGCTAACTTCGTGCCAG

CAGCCGCGGTACTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTAGCTTAGG

TCTGGTGTGAAAGCCTTCGGCTTAACCGAAGAAGTACATCGGAAACCGGGCGACTTGAGTGCAGAAGAGGATAGTG

GAGGTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGACTGGTCTGCAA

CTGAAGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14764;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1098),g:Lachnospiracea_incertae_sedis(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTATCATCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGCAA

GTCAGATGTGAAATCCACGGGCTTAACCCGTGACCTGCATTTGAAACTGTTGTTCTTGAGTACCGGAGAGGCAGACG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACGGCAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACTCCGCGTGAGTGAAGAGGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCATGCAGTGACCGTATCCAACCA

GAAAGTCACGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAATGCTTCGGCTTAACCGAAGAAGTGCATCGCAAACCGGGC

GACTTGAGTGCAGAAAAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14766;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTATGGTTTTTAACCTCTTTTTATCAGGGAATAAATTGAGTCTCGGGGGACTTTTTCCATGTCCCTTTTGATTAAGGAC

GGGCTAATTCCGTGCCGGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCTGTCTGGTAAGCGTGTTGTGAAATGTAGGCGCTCAACGTCTGAATTGCAGCGCGAACTGCAGGGCTTGAG

TGCGCAGGAAGTAGGTGGAATTTGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTTACTGTAGCGTTACTGACGCTGAAGTGCGAAAGCGCGGGTATCGAACAGGATTAAATACCCTGGTA 

>OTU14767;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8267),c:Mollicutes(0.5963),o:Acholeplasmatales(0.2

999),f:Acholeplasmataceae(0.1485),g:Acholeplasma(0.0326); 

ACGGAAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGAAGAAGAT

CTTCGGATTGTAAAATTCTGTTATTGGGGAAGAAACATACAAATAGGAAATGATTTGTATTTGACGGTACCTGATGAG

TAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAA

AGCGTGCGTAGGCGGTTTATTAAGTCTGATGTAAAATCCCACAGCTTAACTGTGGCTGGCATTGGAAACTGGTAGAC

TAGAGTACGGTAGAGGTAAGTGGAATTCCAAGTGGAGCGGTGGAATGCGTAGAGATTTGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGGCCGGAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCTAGGAGGAAGCCACCGCTAACTACGTTCCAA

CAACCGCGGTAATAAGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAAG
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TGGGATGTGAAATACCCGGGCTTAACCAGGGTGCTGCATGCCAAACTGGGAATCTAGAGTGCGGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGATGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGACTGTA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14768;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCTTAAGTGACGAAGAAAGTGACGGTAGCTTAGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGAGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGCG

AGTAAGTATGGTGTGAAATTCCAGAGCTTAACGGCGGAGTTGCATCGTAAACTGTGTTTCTTGAGTGAAGAAGAGGT

AGGTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGC

CTTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14769;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.6036),c:"Fibrobacteria"(0.3483),o:"Fibrobacterales

"(0.1483),f:"Fibrobacteraceae"(0.0560),g:Fibrobacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACTCCACGTGTGGGATGAAGCA

TTTCGGTGTGTAAACCACTGTCGAGAGGGAATAATTCGGCCTTTCGGGGCCGCTGAATGTACCTTTAAAGGAAGCAC

CGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGTA

CGTAGGCGGTTTCTTAAGCGCAGGGTTTAAGGCAATGGCTCAACCATTGTTCGCCCTGTGAACTGGGAGACTTGAGT

GCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGACGGTACCTGGCGAATAAGCCACGGCTAACCACGTTC

CCGCAGCCGCGGTAATACGTAGGTGGCAGGCGTTGTCCGGATTTACTGGGGGTAAAGGGCGTGTAGGCGGGTCGGT

AAGTCAGATGTGAAATCTACGGGCTCAACTTGGAAGCTGCATTTGAAACTGGTGGTCTTGAGTGTAGGAGAGGCAAA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGACTGTAAACTTCTTTAAGTGGGGAAGATAGTGACGGTACCCACAGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGTAAGCAA

GTCAGATGTGAAATACCGGAGCTTAACTCCGGAGCTGCATTTGAAACTGCATATCTTGAGTGTCGGAGAGGAAAGCG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5273),g:Clostridium_XlVa(0.3043); 

ACGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTAGTACAAG

TCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGAAACTGTATTACTAGAGTGCAGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCCCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14771;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCA

AGTTGGGAGTGAAATCTATGGGCTTAACCCATAAACTGCTCTCAAAACTGTATACCTTGAGTATCGGAGAGGCAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14776;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9540),c:Chloroplast(0.8189),f:Chloropla

st(0.3884),g:Bacillariophyta(0.0904); 

GTGTCAGCCGCCGCGGTAAGACAGAGGATGCAAGTGTTATCCGGAATTACTGGGCGTAAAGCGTCTGCAGGTTGTTT

ATTAAGTCTGTTGTTAAATCTTGAGGCTTAACCTTAAAATGGCAATGGAAACTATTAGACTTGAGTATGGTAGAGGTA

AAAGGAATTTCCAGTGGAGCGGTGAAATGCGTAGATATTGGAAAGAACACCGATGGCGAAGGCGTTTTACTGGGCC

TTAACTGACACTCAGAGACGAAAGCTAGGGTAGCAAATGGGATTAGATACCCCAGTAGTCCTAGCAGTAAACTATGG

ATACTAGATGTTGCCCGTATCAACCCGTGCAGTGTCAAAGCTAACGCGTTAAGTATCCCGCCTGGGTAGTATGCTCGC

AAGAGTGAAACTCAAATGAATTGACGGGG 

>OTU14775;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8988),c:Mollicutes(0.7497),o:Acholeplasmatales(0.2

999),f:Acholeplasmataceae(0.1485),g:Acholeplasma(0.0326); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGCGGAAGCCTGACCGAGCAACGCCGCGTGAATGTAGAAGTA

TTTCGGTATGTAAAGTTCTTTTATTAGAGACGAAAAGACAGATTGACGGTATCTAATGAATAAGCCCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGCA

TATCAAGTCTTTGGTTAAAGAACGGGGCTCAACTCCGTAGAGCCAAGGAAACTGATAGGCTAGAGTATGGTAGAGGT
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GAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTCACTAGGC

CAATACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCCCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTATTCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGCAAAATAAGTCTAATGTAAAAGCCCTCGGCTTAACCCGGGAAGTGCATGGGAAACGGTTTT

TCTTGAGGGCAGAAGAGGAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTACATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCAAGAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14777;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TCTCGGGTCGTAAACCTCTGTTGTCAGGGACGAAACAAATGACGGTACCTTAGGAATAAGCGACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGACTG

TTAAGTGTGATGTGAAAGACCCGGGTTCAACGTGGGTGCTGCATTTCAAACTGGAAGTCTGGAGTGCAGGAGAGGA

GAATGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGTTCTCTGGAC

TGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14780;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8087),c:Spirochaetia(0.5579),o:Spirochaetales(0.29

99),f:Spirochaetaceae(0.1485),g:Treponema(0.0181); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGAAACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATGACAGAGGAATAAGCGTGGGAGTGGAAAGCCCATGTGATGACTGTAGGTCAT

GAATCAGCACCGGATAATTACGTGCAAGCAGGCGCGGTACCACGTAAGGTGCGCGCGGTGTTCGGAATCATTGGGC

GTAAAGGGCATGTAAGCCGTCTGTCAAGCCAGGCGTGAGAGCCAGGGGCTCAACCCCTGAACTGAGCTTGGAACTG

GCGGACTGGAGTCGCTGAGGGGAAACCGGAATTCCTGGTGTAGGGGGGAAATCTGTAGATATCAGGAAGAACACC

GATGGCGAAGGCAGGTCTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU14779;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAACATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTCAGTGACGAAGGAAGTGACGGTAACTGGGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTAGG
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CTAAGTTAGATGTGAAATATATGGGCTTAACTTGTGAACTGCATTTGAAACTGTATTACTAGAGTTTAGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGACGG

ACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14784;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTACCACAATGGACGCAAGTCTGATGGAGCAACGCCAAGTGAGTGAAGAAGGT

ATTCGGATCGTAAAGATCAGGTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCAAGGCTAACTACGTGCAAGCAGCCGCGGTAATACGTAGGGGGAAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAATTGCATCGGAAACTGTG

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTCGTGGTCGAATGCGTATATATATGGAAGAACACCAGTG

TCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14781;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGGGATGCGTCCCATATTGCAGGTACCGCAAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGTCTTATAAGCGTGACGTGAAATGCAGCGGCTCAACCGTATGATGTGCGTCGCGAACTGTGAGACTT

GAGTGTATTCGATGTCAGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCCGTAGGTTGACTGACGCTGATGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14783;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAATACGGGACGTGTCCTGTTTTGCATGTACCTTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAATTGCATCGGAAACTGTTTTTCTTGA

GTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCAGGTA 

>OTU14782;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5991),g:Clostridium_IV(0.1735); 

CCTTTCTTCATCAGTTTTTTCTATTGCACCCTGGGGGCCACCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGGTTTT

CGGATTGTAAACCTCTGTCCTTGGTGAAGATAATGACGGTAGCCGAGGAGGAAGCTCCGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTAGCAAGTC
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AGACGTGAAATGCAGAGGCTTAACGTCTGAACTGCTTTTGAAACTGTTAGGCTTGAGTGAAGCAGAGGTAGGCGGA

ATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAACT

GACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14785;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Euba

cteriaceae(0.0355),g:Eubacterium(0.0087); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGAGCGTAGGCGGATTCTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGG

AATCTAGAGTGCAGGAGGGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATGTAAGGAAGAACACCAGT

GGCGAAGGCGATCTACTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14787;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGTAAGCCTGATGCAGCAAGGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGCCTTTTAAG

CGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGGAGGGCTTGAGTGCACGGGAAGCTGGCG

GAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCTGACAAGGCTACAAC

TGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14786;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGTAGTACAAGTCTGAAGTGAAATGCGGGGGCTCAACCCCTGAACTGCTTTGGATACTGATGGGCTG

GAGTGCAGGAGAGGAAAGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGA

AGGCGGCCTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.6709),g:Clostridium_IV(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCATCGGTGACGATAATGACGGTAGCCGATGAGGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGAAAGCA
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AGTCAGGCGTGAAATCTATCGGCTTAACCGGTAGCTTGCGTTTGAAACTGTTATTCTTGAGTGAAGTAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTTCT

ACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGAGACCCTGGTA 

>OTU14789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:"Prevotellaceae"(0.9480),g:Prevotella(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTTCGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGGTGTTAAATGTAGGCGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCCTGA

GTACGCACAAAGGTGGCGGAATTCGTGGTGGAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTTGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14790;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGAGGAAGTT

CTTCGGCTTGTAAAGCTCTGTCTTCAGGGACGAAAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGAAGTGCAA

GTCAGTAGTGAAATCCCGGGGCTTAACCCGTGGACTGCTATTGAAACTGTACTGCTTGAGTGAAGTAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATAAGGAGGAACACCAGTGGCGAAGGCGGCTCGCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGTACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGATGGTAAGCGTGTTGTGAAATGCAGTTGCTCAACCGTCACACTGCAGCTCAAACTGTTCTCCTTGAG

TGCGCAGGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGGGAAGCC

AGCTTACTGTAGCGCCACTGACACTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14792;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTTGGGTTGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCTGAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTA

AGTGAAATGTGAAATACTCGGGCTTAACCTGGGTACTGCTTTTCAAACTGCTAATCTAGAGTTCAGGAGAGGAGAGG
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GGAATTCCTAGTGTAGCGGTGAAATTCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGTCTGTAA

CTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14791;tax=d:Bacteria(0.7941),p:"Proteobacteria"(0.1112),c:Gammaproteobacteria(0.0324),o:Oceano

spirillales(0.0231),f:Halomonadaceae(0.0059),g:Zymobacter(0.0035); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGCGAAAGCCTGAAGCAGCCAAGTCGCGTGAAGGACGAAGGC

CTTCGGGTTGTAAACCTCTTTTAGTGGGGAGGTATAGTGCGTCTTCTATGCCGTTTTGCATTTACCGTATGTACAAAGA

AAGCACCATCTCATTCCGTGCGCGCCGCCGAGGTAATACGGAGGGTGCAAGTGCTAATCGGAATTACTGGGCGTAAA

GGGCATGTAGGCGGTATGGCAAGTGTGACGTGAAATGCAGCGGCTCAACGGTGGAACTGCGTCGAAAACTGGTGAC

CTTGAGTGCGGGAGAGGTTAGCGGAATTCGAGGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCGGTGGC

GAAGGCGGCTGACTGGCCCGTTACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2524),g:Blautia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGACAATGACGTAGCTGAACTAGAAACCCCGGGTAACTACCTGACAG

GAGCCGCGGTGATAAGTAGGGGGCAAGAGTTATCCGGATTTAATGGGTGTAAAGGGAGCGTAGACGGTCTTGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCTTCTGAAACTGTAAGGCTAGATTGCCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTCA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14795;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiales_Incertae_Sedis_XII(0.0904),g:Acidaminobacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGC

TCTTGGGTCGTAAAGTTCTGTTCTGAGGGAAGAAGAAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCGATA

CAAGTCAGGCGTGAAAGGCGGGGGCTTAACCCCCGGAGTGCGCTTGAAACTGTGTCGCTTGAGTGAAGCAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTACTGGACT

GTAACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14796;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8267),c:Mollicutes(0.5963),o:Anaeroplasmatales(0.2

039),f:Anaeroplasmataceae(0.0904),g:Anaeroplasma(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCGAGCAACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTTTTATTAGTGACGAAAAAACAAATTGACGGTAGCTAATGAATAAGCCCCGGCTAACTAC

GTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGCA

CTATAAGTCTTTGGTGAAAATGCGGGGCTCAACCCCGTATGGCCAAGGAAACTGTAGAGCTAGAGTATGGTAGAGGT
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GAGTGGAATTCCATGTGTAGCGGTAAAATGCGTAAATATATGGAGGAACACCAGTGGCGAAGGCGGCTCACTAGAC

CAAGACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14798;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.5273),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCGGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAATGAGACTACGTGTAGTTTTTTGCATGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTGTTAAGCGTGTTGTGAAATGTAACGGCTCAACCGTTGACTTGCAGCGCGAACTGGCAGTCTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGTAGCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

TCTATGGATTGTGAACTTCTTTTGTCCGGGGGTAAAATGCGGTACGTGTAGCGCCTTGTATGTACCACGTGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGATGTTAAGTCAGCGGTGAAAGGTTGCGGCTCAACCGTGGAATTGCGTTTGAAACTGGCTTTCTTGA

GTGTGTGCGAGGTATGCGGAATGTGTCGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATTGCGAAGG

CAGCTTACGAGGATTCTATTGACGCTAATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14797;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTAGGTGAAGAAAAAAAGACGGTAACCGGGGAGGAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACAG

TAAGTCAGCTGTGAAATCTGTCGGCTCAACCCATAAACTGCATTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCCGGAGGAACATCAGTGGCGAAGGCGGCTTGCTGGGCTTT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14801;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Blautia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGAAGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCA

AGTCTGATGTGAAAGGCGGGGGCTCAACCCCTGAACTGCATTTGAAACTGTTAGTCTTGAGTGCCGAAGAAGTAATC
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GGAATTCCTAGTGTATCAGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGTCTTACTTGACTGTAA

CTGACGTTGAGGCTCGAAAGCATAGGGAGCAAACAGGATTAGATACCCTGTTA 

>OTU14800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.3884),g:Lachnospiracea_incertae_sedis(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGTAGGCTA

AGTTGGATGTGAAATACCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTGTTTCTTGAGTGAAGTAGAGGTAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0560),g:Coprobacter(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCGGGATGAAGGC

CCTATGGGTTGTAAACCGCTTTTGTTGGGGAATAACGGCGGCCACGTGTGGCCGAGCGGAATGTACCCTTCGAATAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCAGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGTTCATCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGATGAGCTGG

AGTGCGACAGAGGAATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACTCCGATTGCGAAG

GCAGCGTTCCATGTCGTAACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14803;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9671),c:Acidobacteria_Gp3(0.8614),g:Gp3(0.0808); 

GTGCCAGCAGCCGCGGTAATACGTAGGCAGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGAGTATGTAGGTGGTG

TCGTAAGTTTGGTGTGAAATCTCCCGGCTTAACCGGGAGGGTGCGCCGAAGACTGCGATGCTGGAGTATGGGAGAG

GGAATCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCTGTGGTGTAGACGGGTTCCTGG

ACCATTACTGACACTGAGATACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGA

TGCACACTTGGTGTGAGCCATTCAGTTGGTTTGTGCCGGAGCTAACGCGTTAAGTGTGCCGCCTGGGGAGTACGGTC

GCAAGGCTGAAACTCAAAGGAATTGACGGGG 

>OTU14804;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Strept

ococcaceae(0.7068),g:Streptococcus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGCTCACACAGCGACGGAAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGTTCCCGAGCGTTGTCCGGATTTAGTGGGCG

TAAAGCGAGCGCAGGCGGTTTAATAAGTAGGAGGGTAAAGGAAGTGGCTTAACCATTGTTCGCCTTGGAAACTGTA

GAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT
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GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Olivibacter(0.0066); 

ACGGGAGGCAGCAGTCAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTCTAAAGT

GTGCGCAGGCGGGCGTCTAAGTGAACGGTGAAAGTTCCCGGCTCAACCGGGACAGGGCCGATGATACTGGGGGTCT

TGAATGCGATCGAGGCCGGCGGAATGGGGCGTGTAGCGGTGAAATGCATAGGTATGCCACAGAACACCGATAGCG

AAGGCAGCTAGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14805;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4224),g:Sarcina(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGTTCTGTCTTCAGGGACGATAATGACGGTACTAGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGCAATACGAAGGTGGCGAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGATATTTAA

GTGGGATGTGAAATAAACGAGCTTAACTTGGGAGCTGCATTCCAAACTGCATATCTGGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14809;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGGGGAACCCTGAACCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTTTGTCGTATAGGACGAAGGAAGTGAAGGTACTATACAAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGATCTG

CAAGTCAGATGTGAAATACCGATGCTTAACATCGGGGCTGCATTTGAAACTGTAGACCTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGTGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGCTTTTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14808;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.3

639),f:Erysipelotrichaceae(0.1872),g:Turicibacter(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATATGGGAAGAACGACTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGTGTGTAGGCGGGGAGTCAAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCGTCTGAAACTGATTTT
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CTTGAGAGTGGAGAGGTAAACGGAATTCCCGGTGTAGCGGTGAAATACGTAGATATCGGGAGGAACACCAGTGGC

GAAGGCGGTTTACTGGACCACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14807;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATTGTAAACCTTTGTAGACAGGGAAGAAGAAAGTGACGGTACCTGTAAAGTAAGCCACGGCTAACTATGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACTG

CAAGTCAGATGTGAAATACCGGGGCTTAACTCCGGGGCTGCATTTGAAACTGTAGTTCTTGAGAGTGGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTAAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTG

ACACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14810;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Mucilaginibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGAAGGAATAAGGC

CCTCGGGGCCGTAAACTTTTTCTGTGGTGGAGCAATAAGGATTACGTGTGGTCCGATGAGCTTACAACACGAATCAG

GATCGGCTAACTACGCGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTGACAAGTCAGCGGTGAAAGCCCTGCGCTTAACGCCGAGACTGCCATTGATACTGTGGAGCTGG

AATACAGATGACGTAAGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCAATTGCGAAG

GCATCTCACGGATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTAACCAAGGAGGAAGCCACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGTATGTGAAATACCTGGGCTTAACCTGGGTGCTGCATTCCAAACTGTGATTCTAGAGTTCAGGATGTGAGAGTT

GATTTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTTACGCTGAGGCTCGAATGCGTGGGGAGCTAACTGGATTAGATACCCTGGTA 

>OTU14812;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9933),c:"Fibrobacteria"(0.9740),o:"Fibrobacterales

"(0.9172),f:"Fibrobacteraceae"(0.9015),g:Fibrobacter(0.8605); 

CCTTTCTTCATCATTAGTTCCTCTTTCCCCCTTTTTTTCACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCATTTCG

GTGTGTAAACCACTGTCGTGAGGGAATAAGGCTATTTTTCGGAGTAGTTGAATGTACCTCGAGAGGAAGCACCGGCA

AACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGCAG

GCGGAAGCTCAAGCGGATTGTACAATACCGGGGCCCAACCCCGGACCTGCAGTCCGAACTGGGTTTCTTGGATAGTT
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CAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAAGGCAGCT

TGCTGGGGACTTATCGACGCTCATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14813;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACCACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGAGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGTGACGTGAAATACCCGGGCTTAACCTGGGGTCTGCATTTCAAACTGGGAATCTAAAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGGGATTTGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGGGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGGA 

>OTU14814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Pept

ostreptococcaceae(0.2184),g:Clostridium_XI(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGCGTGCCAA

GTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGATGCCGTTGAAACTGGTGTGCTTGAGTGCGTGCGAGGGAGGCG

GAATGCGTTGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14816;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGAAAACCCTGATGCAGCAACGCCGCGTGATTGATAACGGTC

TTCGGATTGTAAAGCTCTCTCTTTCGGAACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACTTTCCAGA

AGCCCCGGTAATACGTAGGTGGCAGGCTTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGATATTTAAGT

GAGATGTGAAATACTCGGGCTGAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAGGG

ATTTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACTATAATGACGGTACCTGCGGAGGAAGCCATGGCTCACTACGTGCCA

GCAGCCGCGGTCATACGTACGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCAGTTCGAACTGGAAGTCTAGAGTGCAGGAGAGGAGGGG
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GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCTTTCCTGGACAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14817;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Pedobacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

TCTATGGATCGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCTAAGGTTGATGCAGGTACCCGAAGAATAAGG

ATAGGCTAAATCCGTGCCAGCAGCCGCGGTAATAAGGAGGATTCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGT

GCGTATGCGGTTAGATAAGTTTGAGATTAAATGCTTCTGCTCAACAGGAGTTTGGCTTGAAAACTGTCTGACTAGGAT

GTAAACGGCGCAGACTGAATCAATCATGTAGCAGTTACATGCATAGATATGATTCAGAACACCGATCGCGAAGGCAG

CTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGAATTAGATACCCTGGTA 

>OTU14819;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1485),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGACTGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGC

AAGTCAGATGTGAAAGGCAGGGGCTTAACCCCTGGACTGCATTTGAAACTGTCATTCTGGAGTGCCGGAGAGGTAA

GCGGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14820;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCTGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGGCGTCTAA

GTCAGCGGTGAAAGTTCCCGGCTCAACCAGGTCAGTGCCGATGATACTGGGGGTCTTGAATGCGGATGCCGTGGGA

GGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGCATCTCACGAATCCGTTA

TTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14818;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTGTCATCGGGGAGGAAGGGAGTAAAGTTAATATCTTTGCGCATTGACGGTACCTGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTATTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTTAACCAGAGAACTGCATCTGATACTGGCA

AGCTTGAGTGTCGTAGAGGGCGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCGGT
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GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14821;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Rikenellaceae"(0.0710),g:Alistipes(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCT

CTATGGGTTGTAAACTTCTTTTGTATGTGAGCAAAAACAGCTACGTGTGTATCGATGAGAGTATCATACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGCCTGGTAAGTCAGCGGTGAAATCCCGGTGCTTAACATTGGACGTGCTGTTGATACTGCTGGGCTTGAA

TGCAGATGCGGTAGGAGGAATGTATGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGC

ATCTCACCAAGCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATAACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCCAAGGAGGAATCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGGTGCA

AGTTGGGAGTGAAATCGCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGCATACCTTGAGGATCGGAGAGGCAAG

CGGAATTTCTAGTGTAGCGGTGAAATGCGTAGATACTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGAAGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14823;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGTTAATGACGGTACCCAAGGAGGAAGCCAGGGCTCACTACGTGCCA

GCAGCCGCGGTACTACGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGTGTGCTGCATTGCAAACTGGGAATCTAGAGTGCAGGAGGGGTGGGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGACTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14824;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiales_Incertae_Sedis_XIII(0.0560),g:Anaerovorax(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGGGACGAAGGACGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTTTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTTCTT

TAAGTTAGGAGTGAAAGTCCAGCTTTCAAGGTTGGAATTGCTTTTAATACTGGAGGGCTTGAGTGCAGAAGGGGAG
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AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACT

GTTACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14827;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.9775),f:Strept

ococcaceae(0.9852),g:Lactococcus(0.9762); 

ATTAGATACCTTGTAGTCCACGCCGTAAACGATGAGTGCTAGATGTAGGGAGCTATAAGTTCTCTGTATCGCAGCTAA

CGCAATAAGCACTCCGCCTGGGGAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCG

GTGGAGCATGTGGTTTAATTCGAAGCAACGCGAAGAACCTTACCAGGTCTTGACATACTCGTGCTATTCCTAGAGATA

GGAAGTTCCTTCGGGACACGGGATACAGGTGGTGCATGGCTGTCGTCAGCTCGT 

>OTU14825;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Graci

libacteraceae(0.1872),g:Gracilibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACATCTGTCCTGTGGGACGAATAAAATGACGGTACCACAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTATTT

TAAGTCAGATGTGAAATACCCGGGCTTAACCCGGGGGCTGCATTTGAAACTGGAGTACTTGAGTGCAGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTGCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14826;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTTTGTCAACAGGGAAGAAGAAGTGACGGTACCTGTTAAGAAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGAACTGC

AAGTCAGATGTGAAAGAACGGGGCTTAACCTCGGAGCTGCATTTGAAACTGCAATTCTTGAGAGTGGGAGGGGTAA

GCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCA

CAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14831;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:"Porphyromonadaceae"(0.9852),g:Butyricimonas(0.9762); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCATTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGGTAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGAGGGACGTCAAGTCGGCGGTAAAAGCCTGCAGAGAAACTGTAGCACGCCGTTGAAACTGGCGCCGTG

GAGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGTTGAAATGCATAGATATCGCTTGGAACCCCGTTAGCGAT

GGCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU14828;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1483),f:Euba

cteriaceae(0.0457),g:Alkalibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

GTTTCGGCTCGTAAACTTCTATAAATAGGGAAGAAACAAATGACGGTACCTAAATAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCGG

ATTAAGTCTGGAGTGAAGGTCCTGCGTTTAAGGTGGGAATTGCTTTGGATACTGGTCGGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTTACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14829;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGAGCGTAGGCGGACT

TTTAAGTGAGATGTGAAATACCCGGGCTGAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGG

AGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGA

CAGTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14830;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGAGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTGTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGAGAGCGTTGTCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAA

GTCTAGAGTGCAGGAGATGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGATACTTTGGACTGTAACAGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAGTAGATACACTG

GTA 

>OTU14832;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lach

nospiraceae(0.0252),g:Clostridium_XlVa(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCTAGTAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGGGGACGAAGGAAGTGACGGTACCCTGTAAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

CAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGACCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCC

GGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACATCGAGCGCGAAGGCATCTCTACACTCCG

TCACTGACGGTCGCTCTTGAAATCGACGGGAGGCAGCAGGATTAGATACCCTGGTA 



8308 

 

>OTU14834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Rumi

nococcaceae(0.6709),g:Intestinimonas(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCTGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAACTGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGG

CGGAATTCCGTGTGTAGCGGTGAGATGCGTACAAATTCGGAGGAACACCAGTGCCGAAGGCGGCCTGCTTGACAGC

AACTGACGCTTAGGCGCTAATGCGTGGGGAGTGAACAGGATTAGATACCCTGGTA 

>OTU14833;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTAGGATCGTAAAACTCTGTTGATAGAGAAGAACACGAGTGAAAGTAACTGTTCATTCGATGACGGTATCTAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCGTCGGCTTAACCGGAGTAGTGCATTGCAAACTGGAA

GACTTGAGTGCAGGCGAGGAGAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTT

GCGAAGGCGACTCTCTGGACCGTAACTGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14835;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Porphyromonadaceae"(0.9108),g:Parabacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

CCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGGTCGGGACGAGTCCCGGTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTGAGAGGTGAAAGTCTGGGGCTCAACCATAGAATTGCCGTTAAAACTGTGAGGCTTGA

GTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGCAGAACCCCGATTGCGAAGG

CAGCCTGCCAAGCCATGTCTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14837;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

TTTAGGGTTGTAAACTTCTTTTATGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCTACGGCCTACTACTTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGCA

AGTCTGATGTGAAATCCATGGGCTCAACCCGTGAACTGCATTTGAAACTGTAGATCTTGAGTGTCTAGGAAGCAATCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTGACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14836;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAATGATGACGTCC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGACGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGTGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATTGTAAG

TGTGATGTGAAATCCCCGGGCTCAACTTGGGGGCTGCATTTCAAACTGTAAATCTAGAGTGCAGGAGAGGAGGGTG

GAATTCCTGGTGTAGCGGTGACATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTCTTTTTTCGGAGACGTACAAATGACGGTAACTGAGTAGTAAGCCATGCCTAACTACTAACC

AGCAGCCGCGGCAATACGAAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14840;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTGCATTTATGCGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGATGGTTAAGCGTGACGTGAAATGTAGCTGCTCAACGGCTTCACTGCGTCGCGAACTGTATAGCTTGA

GTGAGTTCGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

GGCCAACAAGGCCTTTACTGACGCTAATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14841;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGATTTTAAAGCTCTGTCTTTAGGGACGATAATGACGGTTCCTAAGGAGGAATCCACGGCTAACTACGTTCCAG

CACCCGCGGCAATACGTAGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGAGATTTAAG

TGGGATGTGAAATACCCGGGCTTAACCTGGGAGCTGCATTCCAAACTGGATATCTAGAGTACAGGAGAGGAAAGGA

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAATACCAGTGGCGAAGGCGGCTTTCTGGACGGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14839;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Epsilonproteobacteria(0.4428),o:Campylo

bacterales(0.2039),f:Campylobacteraceae(0.0904),g:Campylobacter(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAATGTGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGA

CGCGTAGGCGGATTATCAAGTCTTTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGAGAAACTGATAATCTAGA

GTGAGGGAGAGGCAGATGGAATTGGTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAG

GCGGTCTACTGGACAGTAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14843;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9892),o:"Bacteroidales"(0.

9938),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCAGGCCTGAACCAGCCACGTAGCGTGAAGGATGACTGCC

CTATGGGTTTTAAACTTCGTTTATATGGGAATAAAGTTTTCCACGTGTGGCTTATTGTTTGTCCCATATTAATAAGGAT

CGGCCAACCCCGTGCCAGCAGCCGCGGTAATACTTATGCTCCGATCTTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACAGTTAAGTCAGTTGTGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGAGTA

CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14842;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0113),g:Intestinimonas(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAACCCTGACCCAGCAAAGCCCCGTGGAGGAAGGAGGCC

CTCGGGTTTTAAACTTCTTTTTCCAGGGACGAAGGACGTGGCGGGAACTGGAGAAAAAGCAAAGGCTGACTACGGG

CCAACCAGCGCGGTAATACGTAGGGCGCAAACGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTG

CAAGTTGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTCAAAACTGCATCCCTTGAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACGCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14845;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGCTGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTAGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTACCCAACCA

GAAAGTCACGGCTAATTACGTTCTAGCAGCCGCGGTAACACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAGGAAGTGCATCGGAAACCGGTG

GACTTGCGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTACAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU14844;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTATCTTCAGGGACGATAATGACGGTACCTGAGGAGGCAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGACCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAATTTTAA

GTGAGATGTGAAATACCCTGGCTCAACCTAGGGGCTGTGTTACAAACTGGAAGTCTAGAATGCAGAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATACGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAATCGTGGGGAGCAAACAGGATTAGGTACCCTGGTA 

>OTU14846;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XIII(0.0457),g:Mogibacterium(0.0110); 

CCGGGAGGCAGCAGTGTCTCCTCTTTCCCCCTTTTTTCCCCCCTTCTGCCTCCACTCCTCGTGAAGGAAGAAGGCCTTT

GGGTCGTACACTTCTGTTCTAAGGGAAGAAAAGGACTGTACCTTAGGAGCAAGTCACGGCTAACTACTTGCCAGCAG

CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTAGGCGTAAAGAGTACGTAGGTGGCTACCTAAGCAC

GGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAGCGGAAT

GCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAACTGA

CACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14849;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3479); 

AAGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACATGCGAGAGAGTAACTGTTCTTGTATTGACGGTATCTAACCAG

AAAGCTACGGCTAACTACGGGCCAGCAGCTGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCCTTTAAGTCTGATGCGATAGCCTTCGGCTTAACCGAAGGATTGCATTGGAGACTGGATG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAACTGCGTATATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGAAAGATAA

GTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCCTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU14851;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCTCTGTTGGTAGTGAAGTAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGTGGCATGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAG

CTTGAGTGCAGAGGAGGAGAGTGAAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCAGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCACGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14848;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.2359),f:Carno

bacteriaceae(0.0904),g:Isobaculum(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGTTCTGTTGTTAGTGAAGAAGGACGTCAGTAGTAACTGGCTGCCGTTTGACGGTAACTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGAAAGATAAGTCTGAAGTGAAAGACCACGGCTTAACCGGGGAGGTGCATAGGAAACTGTGC

GGCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14850;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTACACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Pept

ostreptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCTGGTCGTAACGCTCTGTCCTCAAGGAAGATAATGACGTTCCTTTAGGAGGATTCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGGAGTGAAAGGCTACGGCTAAACCGTAGTAAGCACTCGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGG

AATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGGAGCGAAGGCGGCGGACTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATAACCTGGTA 
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>OTU14854;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGATCGC

CCTATGGGTCGTAAACTTCTTTTATAAAGGAATAAAGTCGCCTACGTGTAGGTGTTTGTATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGCTGTTAAGTCAGCTGTGAAATGCCGCGGCTAAACCGTGGACATGCAGTTGGTACTGGCGGCAATGA

GTGCAGTTGAGGCAGGCGGAATTCGTGATGTAGCGGTGAAATGCTTAGATATCGCGGAGAACCCCGATTGCGAAGG

CAGCCGGCCAATCCGTTACTGACGTTCATGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14853;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Olivibacter(0.0110); 

ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCACGCCGCGTGAGGGAATGAGGC

CCTACGGGTCGTAAACTTCTTTTGCCGGGGGATAAAGTGGGCCACGTGTGCCCCCGTGTATGTACCCGGAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGGTGTTTAAGTCAGTGGTGAAAGTTCCCGGCTCAACCGGGTCAGTGCCGATGATACTGGGGGCCTT

GAATGCAGTCGAGGCAGGCGGAATGTGGCGTGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATAGCGAA

GGCAGCCGGCCAGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14855;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Euba

cteriaceae(0.0252),g:Eubacterium(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAA

GAGTGCGTAGGTGGCTTTGCAAGCGTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGC

TTGAGTACAGGAGGGGAAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14858;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1485),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGTGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGGTGGGGAAGAAAGTTGTAGGGATTAACTGTTCTCTCTTTGACGTTACCCACTTAGA

AAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGTTAAGTCTGATGTGAAAGCCCTGGGCTCAACCGGAGAAGTGCAGCAGAAACTGGTAAA

CTTGAGTGGAGAAGAGGGGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCGGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU14856;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTAATACAGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAGTCGCCGGGCTCAAACGGGAAACTGCAGCTGATACTGGCG

AGCTTGAGTGTCGTAGAGGGAGGTAGAATTCCAGGTGGAGCGGTGAAATGCGTAGAGATCAGGAAGAATACCGAT

GGCGAAGGCGGCCCCCTGGACGAAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14859;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Erysipelotrichia(0.8897),o:Erysipelotrichales(0.7

623),f:Erysipelotrichaceae(0.5632),g:Turicibacter(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGACTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACGACGTGCCAGCAGCCTCGGTAATACGTAGGGGGCAAGCGGTATCCGGAATTATTGGGCGT

AAAGGGCGCGCAGGTGGTTGATTAAGCCTGATGTGAAAGCCCAGGGCTCAACCGTGGAGCGTCATTTGAAACTGGT

CGACTTGAGTGCCGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14857;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:Prolixibacteraceae(0.0086),g:Mariniphaga(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCTTGTCAGCAGCCGCGGTAATGCGGGGGATGCGTGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCGAGGGCTCAACTGCGGGGCTGCCATTGATACTGTCGCGC

TGGAGTGGGGATGAAGCCGGAGGAATGAGTGGTGAAGCGGTGAAATGCGCAGATATCAATCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACGGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU14860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0519); 

AGGGGAGGGAGAAGCGGGGAATAGTGCACAATGGGGGAAACACTGATGCAGCAACGCAGCGTGAGTGATGACGG

CCTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGGATGC

AAGTCAGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTAGACTAGAGTACAGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGCAGGAACATCGGTGGCCAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14861;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTCTCAGCAGGGAAGAAGAAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTTGA

TCAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14862;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTTTTGTTGGTGAAGAGGGACGGCAGCAGTAACTGGCTGTCGTTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTGATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCGATGCAAGTCTGTAGTGAAAGCTCAGGGCTCAACCGTGGGACTGCTGTGGATACTGTAT

GGCTAGAGTGCTGGAGAGGTAAGTGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14864;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Porphyromonadaceae"(0.9480),g:Butyricimonas(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTGAGGGAAGAATAAGGATTACGAGTCATTCGATGCTAGTACTTGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGCTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGGCGTCAAGTCAGCGGTAAAATACTGCAGCTAAACTCTAGCACGCCGTTGAAACTGGCGCACTTGA

GACGAGACGAGTGAGGCGGAATAAGTGCAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14863;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Erysipelotrichia(0.7114),o:Erysipelotrichales(0.4

280),f:Erysipelotrichaceae(0.2524),g:Turicibacter(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTGAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAATGGCTAGAGTGTGACGGTACCTTATGAG

AAAGCCACGGCTAACTACGTGCCGGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGG
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ACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14866;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

AAGGAAGGAAGAAGGGGGGAATATTGCACAATGGGCGCACTCCTTCTTCCTCCATTCCTCGTGTATGAAGAAGGCCT

TCGGTTTGTACAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTACTACCTTTGCTCATTGACGTTACCCGCAGAAG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCAAGCGTTAATCGGAATTACTGTGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTTGGAACTGCACCTGATACTGGCAAGC

TTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG

AAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACAATGGTA 

>OTU14865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGTGGCAGCAACAGGCCATTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTTTGAAGTAAAAGGCTGTGGCTTAACCATAGTACGCTTTGGAAACTGTCAAA

CTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7068),g:Intestinimonas(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCGCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAT

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAT

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14868;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGCGGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCAGGCTTAACCTGAGAAATGCATTTAAAACTGGAAATCTAGAGAGCAGGAGAGGAGAAA
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GGAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTATCTGGACTGAA

ACTGACGCTGAGGATAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14870;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Cytophagia(0.1159),o:Cytophagales(0.054

7),f:Cytophagaceae(0.0149),g:Leadbetterella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAGTCTGATCCAGCCATGCCGCGTGCAGGAAGATGGTC

CTATGGATTGTAAACTGCTTTAGCATGGGAACAATAAGGTGTACGCGTACACCGATGAGGGTACCATGAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATATGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGCCGCTAAACCGTTGAGGTGCCGGTGAAACTGATTTACTTGA

ATGTGTATGATGCCGGCGGAATTTGTCATGTAGCGGTGAAATGCATAGATATGACACAGAAGGCCGATTGCGAAGG

CAGCTCACGAAGCCGTCACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCTGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGACGATAATGACGGTACCTACGGAAGAAGCCCTGGCTAACCCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAA

GTGAGATGTGAAATACTCGGGCTTAACCTTGGTGCTGCATTTCAAACTGGTAGTCTAGAGTGCAGGAGAGGATAAGG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTTTATCTGGACTGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0355),g:Parabacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGACTACGTGTAGTCTGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGT

GCGTAGGTGGCCTTTTAAGTGAGCAGTGAAAGTTTGTGGCTCAACCATAGAATTGCCTTTAAAACTGGAGGGCTGGA

GTATGTTTGGGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATCGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATCGAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCAGATCGTAAAGCTCTGTTTTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTACTCAACCAG

AACGTCACGGCTAACTACGTCCCAGCAGCCGCGGTAATACGTACGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAGTGTGAAAGGCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGGTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG
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CGAAGGCGGCTCTCTAGGCTGCTACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU14873;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGACGAAGGT

CTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAAGAGGACAGTACCTAAGGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGTTTAGTA

AGTTAGTTGTGAAATCCATGGGCTCAACTGAGGAACTGCAACTAAAACTGGTAATCTTGAGTGCTGGAGAGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACAGTA

ACTGACGTTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU14876;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGATCCACGTGAGGCGTTTTGTATGTAACTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGGTGCTCAACAGCTGAACTGCAGCGCGAACTGGTTGCCTTGA

GTGCGGACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCTCCACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTTCGGAATGACTGGGCGTAAAGGGGGTGTAGGCGGTTGATTAA

GTCGGAAGTGTAATACCTAGGGCTTAACCCAGGTGCTGCTTCCAAAACTGATTGACTTGAGTGCGAGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14875;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGGGAAGAAGGT

CCTCGGGTTGTAAACCTCTGTCTTATGGGACGATAATGACGGTACCCTAGGAGGAAGTCACGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATTCGGAATTATTGGGTGTAAAGGGTGCGTAGGCGGACTGTTAA

GTTAGGAGTGAAATGCCGGGGCTTAACCCCTGAACTGCGTTTGAAACTGACGATCTAGAGTGAAATAGAGGATAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCCTTT

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14879;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGGAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTATCAGGGGATAAAATGCCCTACGCGTAGTTCTTTGCAGGTACCTGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTTGTTAAGCGTGACGTGAAATGCTGGTGCTCAACCTTGGCTTGCCTCGCGAACTGGCGGCCTTGAG

TGGAAGGTAGGCAGGCGGAATTCGTGGTGTAGCGGTGACATGCTTAGATATCACTAAGAACCCCGATTGCGAAGGC

AGCTTGCCGCAGCCTGACTGACGTTCATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14877;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGCACAATGGAGGGAACCCTGATGCAGCCACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTACAGGGACAATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTTATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATATTCGGGCTTAACCTGAGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCAGGGCA

AGTCTGAAGTGAAAGGCGGGGGCTCAACCCCCGGACTGCTTTGGAAACTGTCCGGCTGGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14880;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCAA

GCAGCCGCGGTAATACGTCGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGGAAGGCA

AGTCAGCTGTGAAAACTATGGGCTTAACCCAGAGACTGCAGTTGAAACTGTTTTTCTTGAGTGGAGTAGAGGTAAGC
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GGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14881;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Erysipelotrichia(0.5579),o:Erysipelotrichales(0.2

999),f:Erysipelotrichaceae(0.1485),g:Turicibacter(0.0326); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTTATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGTGTGGAAAGTCTGATGTGAAAGGCATGGGCTCAACCTGTTGACTGCATTGGAAACTGTCA

TACTTGAGTGCCGGAGGGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14884;tax=d:Bacteria(0.0024),p:candidate_division_ZB3(0.0000),g:ZB3_genera_incertae_sedis(0.000

0); 

ATCACTCCTTCTGCCCGTAATTTTTGCCGCACGTTTTCTTCTGCGTCCGTACGAACGTCAGTGTTTCCTGCGCGTCCACG

CAAGGTAAACTCGCACCATTCAGCGGCTTTAACCGGACGCTCGACGCCATTAATAATGTTTTCCGTAAATTCAGCGCC

TTCCATGATGAGACAGGCCGTTTGAATGTTGACGGGATGAACATAATAAGCAATGACGGCAGCAATAAACTCAACAG

GAGCAGGAAAGCGAGGGTATCCTACAAAGTCCAGCGTACCAGAAACGCAAGCCGCAACGCAGCGAATAGCACGAG

AGCGGTCAGTAGCAATCCAAACGTGGTTACGCGGCAGAAAAT 

>OTU14882;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGTGTGAAGACGGT

CTTCGGGTTGTAAAGCACTTTCTTCGGGGACGATAATGACGGTACCCGTGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATCTTTAA

GTGAGATGTGAAATCCTCGGGCTTAACCTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGTAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCTTCTCTGGCCTATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14883;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACTTGCGGAGGAAGTCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGAACTGCATTTAAAACTGGTAGTCTAGAGTGTAGAAGAGGAGAGG
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGTCTGAAT

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14885;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGAAGTGGGGAATATTGGACAATGGGGGGAACGCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCGCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCTTGATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGATGTGAAAACCCTGGGCTCATCCCAGGAATGGCATTGAACACTGTGAAGCTAGAGTGCAGGAGAGCTAAGT

GGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTTACGTTTAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14886;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.5174),c:Spirochaetia(0.2902),o:Spirochaetales(0.12

49),f:Spirochaetaceae(0.0457),g:Treponema(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGGATTACGTGTTGTCTGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGT

ATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCAGGACTTGA

ATCGCTGAGAGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGCGAAGG

CAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14887;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGAATAAGGC

CCTACGGGTCGTAAACCTCTTTTGCAGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGAAGAATAA

ACATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGTGGGCGTCTAAGTCAGGTGTGAAAGTTTGCGGCTCAACCGGGTAATTGCAGATGATACTGGGAGTCTT

GAATGCGGTAGAGGTCGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACACCGATAGCGAA

GGCAGCTGGCTGGGCTGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14888;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCCGACCGAGCAACGCCGCGTGAATGATGAAGGC

CCTCGGGTTGTAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14889;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGGAACCCCGAAGCAGCAACGCCGCGTGAGGGATTACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGAAAATAAAGGTACCTGAGGAGGAAGCCACGGATGACTACGTGCCA

GCAGCCGCGGCAAGGCGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGTTGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGCCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14892;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Leuco

nostocaceae(0.0000),g:Fructobacillus(0.0000); 

ACCATACCATTGGGAGGGTGTCACTCCTGACGGTTATTTCCTAGACACATTCGAGCCACTACCATCAGCTTTACCGTCT

TTCCAGCAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCA

GTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTTGCTGATGA

ACTAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGGCATTGGTAAAATACTGACCAGCCGTGGGA

GTTGGAGTAAGCAGTGGGCGCATAATCGCGGAAACCTGCGGTTGCTT 

>OTU14890;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9887),o:Clostridiales(0.9938),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGACTAACCATGTGTCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTGGCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGGATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATGCCCTGGTA 

>OTU14893;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Erysipelotrichia(0.9321),o:Erysipelotrichales(0.8

412),f:Erysipelotrichaceae(0.6709),g:Turicibacter(0.5239); 

ACGGGAGGCAGCAGGGAGTCTTCGGCAATTGGCGAAAGCCTGCCCGAGCAACGCCGCGTGAATAATGAAGGCCTAC

GGGGTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTAATGAGAG

AGCCACGGCTAACTACGTGCGAGCAGCTGCGGTAGTACGTAGGGGGAGAGCGTTATCCGGAATTATTGGGCGTAAA

GAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGCGTCATTGGAAACTGGTCGA

CTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Erysipelotrichia(0.8897),o:Erysipelotrichales(0.7

623),f:Erysipelotrichaceae(0.5632),g:Turicibacter(0.3915); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTACTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAACCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGATGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGGGCGCGCAAGTGGTTGATTAAGTCGAATGTGAAAGCCCACGGCTTAAACGGGGAGGGTCATTGGAAACTGGTC

GACTTGAATGCAGAAGAGGGTAGTGGAATTCCATGGGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU14895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGAAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCCTTTTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCCACGGTTAATTAAGTGCCA

GAAGCCGCGGCAATACGAAGGTGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGGGTGCTGCATTTCAAGCTGGAAATCTAGAGTGCAGGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14894;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGGGAGAGTAATTGTTTTCGCAGTGACGGTATCCAACCAG

AAAGTCGCGGCTAACTACGTGCGAGCGGCCGCGGTAATACGTAGGTGGCAAGCGCGATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTACGTCGGAAACCGGGG

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14896;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGACGGC

TCTCGGATTGTAAACTTCTTTTTGTGATGAAGATAATGACATTAGTCCCGAAGCAAGCTACGGATAACTACGTTCCAG

CAGCCGCGGTAACACGCAGGCGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAGCAA

GTCTGCGGTGAAATACATGGGCTTAACCGCTGAGCTGCCGTTGAAACTGGCATTCTTGAGTGAAGTAGAGGCCAGCG
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GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14897;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Porphyromonadaceae"(0.4224),g:Parabacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTGCGGGATGCGTCCCGTTTTGTATGTACCTCATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGTTGGCCTTTTAAGTCAGGAGTGAAAGTTTGTGGCTCAACCATAAAATGGCCGTTGAAACTGTAGGGGTTGA

GTATGTTTGGGGCAGGCGGAATGGGTGGGGGGGCGGTGAAAGGCATAGATATCGCGCAGAACTCCGATCGCGAAG

GCAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14898;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAACCTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGAGCGTAAAGCG

AGCGCAGGCGGAAAAATAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAATCGGGCGACTT

GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGGGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14900;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAACCCTCCCACGTGTGGGAGCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGTCGTTAAGTGCGCTTTTAAAGCGTGTGGTTCAACCATACAATTGGCGTTGATACTTGTAGTCTTGAG

TTTGAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGGC

ACCTTACCAAGATACAACTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14899;tax=d:Bacteria(0.7187),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Rumi

nococcaceae(0.0046),g:Oscillibacter(0.0028); 

ACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACT

GTTCGATCTCGTATGCCGTCTTCTGCTTGAAAAAAAAAAACGGTACCTGGAGAAAAAGCAACGACTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAGCAA

GTCAGATGTGAAATCCCGGGGCGTAACCCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAGCG
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GAATTCCTAGTGTCGCGGTGTTTTTTTTTAATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCT

TCCGATCTACGGGAGGCAGCAGCCCGTCGTTAGGATTAGATACCCTGGTA 

>OTU14902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Euba

cteriaceae(0.5991),g:Eubacterium(0.4351); 

ACTGAAGGCAGCAGTGGGGAATATTGCCACCTGGTGGACACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGTAAG

TCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAGCTATCAAACTAGAGTGTCGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14901;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

CCTTCCTTCCTCCTTTTTTCCTATTTGCCCCTGGTTGCCACCCTGATACAGCGACGCCGCGTGAGTGAAGAAGTATTTCG

GTATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGAAATTGACTAAGAAGCCCCGGCTAACTACGTGCCAGCAG

ACGAGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCTTAGACGGCAAAGCAAGTCT

GAAGTGAAAGCCCCGGGCTCACACCGGGAACTGCTTTGCAAACTGTTTTGCTCGAGTGCAGGAGAGGTAAGTGGAA

TTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGCGGAACCCCAGTGGCGAAGGCGGCTTACTGGACTGTAACTGA

CGTTGAGGCTCGAAAGCGTGGGGAGTAAACAGGATTAGATACCCTGGTA 

>OTU14903;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATCAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCTGGATTTTAAGCGAGTTGTGAAAGGTAGCGGCTCAACCGGTGATGTGCAGGTGGAACTGGAGTGCTTG

AGTGTGTACGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGACCGGGCCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14904;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3884),g:Ruminococcus2(0.1299); 

ACGGGAGGCAGCAGTGGAGAATATTGCACAATGGGAGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGCAAAGCTCTATCAGCAGGGAAGAACATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCAGGGCA

AGTCAGATGTGAAATACTGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCGAACTAGAGTGCCGGAGGGGTAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGAGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9711),o:Lactobacillales(0.8412),f:Strept

ococcaceae(0.5991),g:Streptococcus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGACGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTCATTAATCTGGTGTTAAAGGCAGAGGCTTAACCATTGTAAGCTTTGGAAACTGTGA

GACTTGAGTGCAGTAGGAGCTGGTGGAATTCCAAGTGTATCGGTGTAATGCGTAGACATATGGAAGAACACCATTTG

CTAAGGCGGCTCTATAGTCTTCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAAGATTAGATACCCTGGTA 

>OTU14907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2524),g:Blautia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAATCTCTGTCCTTGGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCTGCTAACTACGTGCCAG

CAGCCGCGTTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCGTGCAAG

TCTGATGTGAAAGGCTGGGGCTCAACACCGGGAGTGAATTGGAAACTGTATGGCTGAAGTGCCGGATAGGTGAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14906;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTGCCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTCATAA

GTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGAGACTTGAGTGCCGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGAGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14909;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Alphaproteobacteria(0.9798),o:Rhodospir

illales(0.9707),f:Acetobacteraceae(0.8864),g:Roseomonas(0.4787); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGC

GCTGCAAGTCAGGCGTGAAATTCCTGGGCTTAACCTGGGGGCTGCGCTTGAGACTGTGGTGCTAGAGGATGGAAGA

GGGTCGTGGAATTCCCAGTGCAGAGGTGAAATTCGTAGATATTGGGAAGAACACCGGTGGCGAAGGCGGCGACCTG

GTCCATTACTGACGCTGAGGCGCGACAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAAC
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GATGTGCGCTGGATGTTGGGGCTCTTAGAGCTTCAGTGTCGTAGCTAACGCGGTAAGCGCACCGCCTGGGGAGTAC

GGCCGCAAGGTTGAAACTCAAATGAATTGACGGGG 

>OTU14910;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTTTAAACTGCTTTTATGCGGGGATAAAGTGGGACACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGGTCGTCATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCCGGCGCTCAACGTCTGAACTGCAGAGCGAACTGCCAAGCTT

GAGTGCGGGAAACGTGGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14911;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGACCCAGCCACGTAGCGTGCAGGAAGACGGC

CCTACGGTTTGTAAACTGCTTTTATGAAGAAATAAAGTCACCCACGTGTGGTTGTTTGCATGTCCTTTATGAATCAGGA

CCGGCTAATTCCATTCCAGCAGCCGCGGTCATCCGGCAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTGGTAAGCGTGTTGTGAAATGTAGTTGCTCAACAACGTCACTGCAGCGCGAACTGCCGGGCTTGAG

TGTGCGGAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCGCTGGAGCATTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14908;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.1707),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Prevotellaceae"(0.0099),g:Prevotella(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCTGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTCAGGGACGTGTCCCTGTTTGCATGTACCACAGGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATGACTGGGCGTAAAGGG

CACGCAGGTGGCGAGATAAGTTGGATGTGAAATTCCCGTGCTTAGCATGGGGACTGCATCCAAAACTGTTGAACTGG

AGTACTGTAGAGGGAGGTAGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAG

GCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14914;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Strept

ococcaceae(0.8146),g:Streptococcus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGGAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCATGTCGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGGCCAGAGCGATGTCCGGGTTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTGCATGAGTCTGAAGTAAAAGGCAGTGTCTTAACCATTGTACTCTTTGGAATCTGTGA

GACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT
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GGCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGACGCTCGAAAGCGTGGAGAGCAAACATGATTGGATACCCTG

GTA 

>OTU14912;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Olivibacter(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGAGTGGATCGATGAGAGTATGCGTAGAATAAA

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTGGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCTGGCAAGTCGGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTTAGGCTA

GAATGCGGACGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCAGCTCACAAATCCGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU14913;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0457),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAGTGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGG

CTTTAGGGTTGTAAAATTCTTTTATCAGGGACGAAGAAAGAGACGGTACCTGATGAATAAGCGAAGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTAATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGA

TGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATACACTGCATTGGAAACTGTCTCTCTTGAGTGTCGGAGAGGTA

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGTCTACTGGACG

ATTACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14915;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATCGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGGAGAAGACGGTACCTGGCGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCGGT

AAGTCAGATGTGAAATCTACGGGCTCAACGCGGAAACTGCGTTTGAAGCGGCGGATCTTGAGTGTCGGAGAGGCAA

TCGGAATTCCTAGTGGGGCGGTGAAATGCGTAGATATTAGGAGGAACGCCAGTGGCGAAGGCGGATTGCGGGACG

ACAACTGACGGTGGGGCGCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGGTG 

>OTU14916;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGCCCAGGATTAGATACCCTGGTAAGATCCGAAGAGCAGACGTCTGAACTCCAGTCACTGTTCTA

TCTCGTCTTCCGTCTTCTTCTTGGAAGAAAATAATGACGGCACCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGCA

GCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAGTG

GGATGTGAAATACCCGCGCTCAACTTGGGGGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTGGA
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ATTCCTAGTGTAGAGGTGAAATGCGTTTTGTTTAAGGAGACGGCGACAACCGAGATCGACACTCTTTCCCGAAACGA

CGCTTGTGCGATCTACGGAAGGCAGCAGCCCAGGATTAGATACCCTGGTA 

>OTU14917;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.

0231),f:Prolixibacteraceae(0.0059),g:Tangfeifania(0.0035); 

ACGGGAGGCAGCAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACGGTTCGAGATC

GTATGCGGTCTACTGCTTGAAAAAAAAAAAGCAATAAGGTTCACGTGTGGGCCGATGAGATAATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGATGGGTAAGTAAGCGGTGAAATGTCCCGGCTCAACCGGGGAACTGCCATTGATACTGCCTGTCTTGA

ATGCGGATGCCGTGGGAGGAATGTGTAGTGTAGCGTTGAAATGCATAGTTTTTTTTTTAATGATACGGCGACCACCG

AGATCTACACTCTTTCCCTACACGACGCTCTTCCGATCTACGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU14920;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTGTAGGTCATG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGCGCGCAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGCA

AGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGACATCTGTAGATATCTGGAAGAATATCAAT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGACGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14918;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Acetanaerobacterium(0.0076); 

ACGGGAGGCAGTAGTGGGGGAGATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGGGAGGGAAGACGG

TCCTCTGGATTGTAAACAGCAGTCTTCGGGGACGAAACGGGACGGTACCCGAGGAGGAAGCGACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGCA

GGCAAGTCAGGCGTGAAAGATATCGGCTCAACCGGTAGCTGCGCTTGAAACTGCAGGTCTTGAGTGCAAATGAGGT

AGGCTGAATGTTACGTGTAGCGGTGACATGCTTAGATATCTCCCAGACCTCAGATTGCGAAGGCACGTTAACAAGAT

GTACCTGACGCTGATGCACGAAAGAGTGGGTATCAAACCGGATTAGATACCCTGGTA 

>OTU14919;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVb(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGCAGATGACGAAGGAAGTGACGGTAATCTGTTAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGTGTAGGCGGCTTTG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGCAGAGCTAGAGTACAGGAGAGGAA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACT

GACACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGGGATGTGAAATACCCGGGCTTAACGTGGGTGCTGCATTCCAAACAGGGAGTCTAGAGTGCAGGTGGAAAAAGT

GGAATTCCTCGTGTAGCTGTGAAGTGCGTTGAGATTAGGAAGAACACCGCTGGCGAAGGCGACTTTCTGGACTGTAA

CTGACGCTGAGGCTCGATAGCGTGGGGAGCGAACAGGATTAGTTACCCTGGTA 

>OTU14922;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCTGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCAGGCTCAGCCGGGGGGCTGCATTTCAAACTGGAAGTCTAGAGTGCGGGAGAGGAGGG

TGGAATCGCGAGTGTAGGGGTGAAATGCGTAGAGGTTAGGAAGAACGTCAGTGGCGAGGGCGGCTGTCTGGGGTG

TAACGGACACTGAGGCTCGAAAGCGTGGCGAGCAAAATGGGTTAGATACCCTGGTA 

>OTU14923;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCATGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCGGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCT

GAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14925;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCAAGAGCCTGGACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAATAGGCGGGACGTGTCCTGCTGTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGTGCCAAGTCAGCGATCAAATTTCCGGGCTCAACCCGGTGATGCCGTTGAAACTGGGGTGCTTGG
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GTGCGTGCGACGGAGGCGGAATTAGTTATGTAGCGGTAAAATGCATAGATATGACGCAGAGCTCCGATTGCGAAGG

CAGCTTTCCAGCACGCCACTGACGCTAAGGCACAAAAGCGTGGGAATCGAACAGGATTAGATACCCTAGTA 

>OTU14926;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAGATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCCGGAGGGTAA

GCGTGTTGTGAAATGCAGTTGCTCAACATCTGCACTGCAGCGCGAACTGTTCTCCTTGAGTGCGCAGGAAGTAGGCG

GAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCATGCCAGGCCGTTAC

TGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14924;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0149),g:Sunxiuqinia(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATCGGAGCAATAAGGGCCACGAGTGGTCCGATGAGATTACGATACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGTAGACGGTTATGCAAGTTGGTTGTGAAATCCCGAGGCTCAACTTCGGAACTGCAACCAAAACTGTGTAACTTG

AGTGCGGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGGACGATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14928;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGCATCGTTTGCGAGCGTTGTGGTGTGGAGGTCACCGAAAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGCT

GGCAGCACCGGTCTCCCACGTCTGGTACCTGAAGGGCATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGCG

GGATGTGGAGCAGATCGTCTACTTCAACTGCTATGTGGTGCTGGATCCTGGCGACCACAAAGAGCTGAAGTACAAAC

AGCTGCTCACCGAGGACGAGTGGCGGGAGATCGAAGACGAGATCTATGCCGAGGAATCGGAGATTGAGAACGAGC

CTGTGGTGGGCATCGGTGCTGAGGCGCTCAAGCAACTGCTCGAAGACCTCAATCTGGAGGAAGTGGCTGAGCAGCT

GCGTGAGGAGATCAACGGCAGTAAGGGCCAGAAGCGGGCCAAGCTGACCAAGCGTCTACG 

>OTU14927;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.8048),o:Aeromo

nadales(0.3959),f:Succinivibrionaceae(0.2184),g:Succinivibrio(0.0423); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGTGTGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCGGAGGGGAGGAACAAATGACGTTACCCTCAGAAGAAGCACCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGTAAAGGGCATGCAGGCGGGAAGG

TAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTGTCTTTCTTGAGTACTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGCGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGGCGAT

AACTGGCGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14929;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

CTTCGGATTGTAAACCTTTGTCCTTGGTGACGAAAAGAATGACGATATCCGAGGAGGAAGCCACGGCTAACTACGTG

CCCGCCGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGAGAG

CAAGTCAGCTGTGAAATATACGGGCTTAACTCGTAGACTGCAGTTAAAACTGTTCTTCTTGAGTGAAGTAGAGGTAG

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTT

TAACTGACGCTGAGGCACGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8189),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGTGTGTAGGCGGTTTGGTAAGTTAGAAGTGTAATACCCAGGGCTTAACTCGGGTGCTGCTTCTAATACTGCCG

GACTTGAGTGTAGGAGAGGACAATGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAATACCAGAG

GCGAAGGCGGCCTCCTGGACAGATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14932;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:Cytophagia(0.9846),o:Cytophagales(0.991

1),f:Cytophagaceae(0.9879),g:Hymenobacter(0.9875); 

GTGCCAGCCGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGTAGGTGGCC

CTGCAAGTCCGTGGTGAAAGCCTGCTGCTCAACAGCAGAACTGCCATGGATACTACAGGGCTTGAGTCCAGACGAGG

TTGGCGGAATGGATGGTGTAGCGGTGAAATGCATAGATACCATCCAGAACCCCGATTGCGTAGGCAGCTGACTAGG

CTGGTACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGAGACTCGCTGTGGGCGATACACAGTCCGCGGCTTAGCGAAAGCGTTAAGTATCCCACCTGGGGAGTACGCCGG

CAACGGTGAAACTCAAATGAATTGACGGGG 

>OTU14931;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGACGCAACTCTGACCCAGCAACGCCGCGTGAGTGAAGACGGCT

TTCGGGTTGTAAACTTCTTTTAAGGGGGACGAGTAGAAGACTGTACCCCTTGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGACAA

GTCAGATGTGAAATCCGCGGGCTTAACTCGCGAACTGCATTTGAAACTGTTAGTCTAGAGTATAGGAGAGGTCATCG

GAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGACA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU14935;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGAGAC

TTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTACTGGACGATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14934;tax=d:Bacteria(1.0000),p:"Deinococcus-

Thermus"(0.9993),c:Deinococci(0.9923),o:Deinococcales(0.9935),f:Deinococcaceae(0.9932),g:Deinococcus(

0.9762); 

GTGTCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGG

ATGTTAAGTCTGGTTTTAAAGTCTGCGGCTCAACCGCAGGGATGGTCTGGATACTGGCATTCTTGACCTCTGGAGAGA

GAACTGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATACCAGGAGGAACACCAATGGCGAAGGCAGGTTCTTGGA

CAGAAGGTGACGCTGAGGCGCGAAAGTGTGGGGAGCGAACCGGATTAGATACCCGGGTAGTCCACACCCTAAACGA

TGTACGTTAGCTAATCGCAGGATGCTGTGATTGGCGAAGCTAACGCGATAAACGTACCGCCTGGGGAGTACGGCCGC

AAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU14933;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAA

AGGGTGCGTAGGCGGTTATGTAAGTCAGGCGTGTAATGCAGAGGCTTAACCTCTGAACTGCGTTTGAAACTGCGTAA

CTTGAGTGGAGTAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGC

GAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14938;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:Sphingobacteriia(0.9791),o:"Sphingobacte

riales"(0.9730),f:Sphingobacteriaceae(0.9666),g:Pedobacter(0.7643); 

ATTAGATACCTTGTAGTCCACGCCCTAAACGATGAATACTCGCTGTTAGCGATACACAGTTAGCGGCTAAGCGAAAGC

GTTAAGTATTCCACCTGGGGAGTACGCCCGCAAGGGTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGAG

GAGCATGTGGTTTAATTCGATGATGCGCGAGGAACCTTACCCGGGCTTGAAAGTTAGTGAATGATTTAGAGATAGAT

CAGTGAGCAATCACACGAAACTAGGTGCTGCATGGCTGTCGTCAGCTCGT 

>OTU14937;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGGACGCGTCCCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGACGGATGGACAAGTCTGATGTGAAAGGCTGGGGCTCAACCCTGGGACTGCATTGGAAACTGCCCGTCTT

GAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14936;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5273),g:Gemmiger(0.0519); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTGTTAGGGACGATAATGACGGTACCTAACAATAAAGCACCGGCTAACTACGTGCCAG

CAGCCCCGGTACAACGTCGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACTGGCAAG

TTGGAAGTGAAAACCATGGGCTCAACCCATGAATTGCATTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAAGCGG

AATTCCCGGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAAAACCAGTGGCGAAGGCGGATTACTGGACGACAAC

CGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14939;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGCTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTTTCGCGAGACTTTTTGCATGTACCTCATGAATAAGG

ACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGTGATTAAGCGGGTTGTGAAATGTAGTGGCTCAACCTCGGCGCTGCAGCGCGAACTGGTCTTCTAGA

GTACGCACAACGTGGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGCT

CTCGGATCGTAAAGCTCCGTTGTTGGTGAAGTAGGATAGAGTAAGTAACTGGCCTTTGTTTGACGGTATTCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCTCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTTC

TTGAGTGCAGAAGAGGAGGGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCTGTGGC

GAAGGCGGCCCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1485),g:Lachnospiracea_incertae_sedis(0.0326); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGGAAAACTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGAGCAA

GCACCCGCGGTACTACGCCAGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGTATGGCAA

GTCAGATGTGAAAGCACGGGGCTCAACCCCGTGGCTGCATTTGAAACTGTCAAACTAGAGTGCAGGAGAGGAAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCGGGACTGTA

ACTGACACTGAGGCACGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14942;tax=d:Bacteria(1.0000),p:"Planctomycetes"(0.8808),c:Planctomycetia(0.7114),o:Planctomycet

ales(0.4280),f:Planctomycetaceae(0.2524),g:Rubinisphaera(0.0326); 

GTGCCAGCAGCCGCGGTAACACGTACTGTGCGAACGTTATTCGGAATCACTGGGCTTAAAGGGTGCGTAGGCGGCG

ATTCAAGTCAGATGTGAAATGCCTGAGCTCAACTGAGGCATTGCGTTTGAAACTGAATTGCTAGAGTATTTCAGGGGT

GTGCGGAACTGCCAGTGGAGCGGTGAAATGTGTTGATATTGGCAGGAACACCGGAGGCGAAAGCGGCACACTGGG

GAATAACTGACGCTGAGGCACGAAAGCCAGGGGAGCGAACGGGATTAGATACCCCGGTAGTCCTGGCTGTAAACGA

TGAGCACTGGGCGGGAGGGGGTTTCACTTTTCTGCCGTAGCGAAAGCGTTAAGTGCTCCGCCTGGGGAGTACGGCC

GCAAGGTTGAAACTCAAAGGAATTGACGGGG 

>OTU14940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAGGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGGCGGCA

AGTCAGATGTGAAATATACGTGCTCAACATGTAGACTGCATTTGAAACTGTCGTTCTTGAGTGAGGTAGAGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14944;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:Sphingobacteriia(0.9812),o:"Sphingobacte

riales"(0.9798),f:Chitinophagaceae(0.9852),g:Flavisolibacter(0.4787); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTCACTGGGTTTAAAGGGTGCGTAGGAGGGC

AGGTAAGTCAGTGGTGAAATCCCCGAGCTTAACTTGGGAACTGCCGTTGATACTATCTGTATTGAATATTGTGGAGGT

GAGCGGAATATGTCATGTAGCGGTGAAATGCTTAGATATGACATAGAACACCAATTGCGAAGGCAGCTCGCTACACA

AATATTGACTCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGG

ATACTCGACATACGCGATATACAGTGTGTGTCTGAGCGAAAGCATTAAGTATCCCACCTGGGAAGTACGACCGCAAG

GTTGAAACTCAAATGAATTGGCGGGG 

>OTU14947;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0230); 
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AAGGGGGCAGCAGTGAGGAATATGGGGGAAGGGGAGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGAGCTGCAAGTCTGATGTGAAAGGCTGGGGCTTAACCCCAGGACTGCATTGGAAACTGTAGATCTT

GAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACGTGCACCACGTGTGGTGTATTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTGATTGGGTTTAAAGG

GAGCGTAGGCCGCTGATTAAGCGTGGTGTGACAATCCGGGGCTCAACGCGGGTCGTGCAGCGCGAACTGGAGGGCT

TGAGTGCGCGGTAAGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGA

AGGCGGCTTGCTGGAGCGTTACTGACGCTGAAGTTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14945;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Mucilaginibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGGAAACCTGACCCAGCCATGCCGCGTGCAGGAAGACGGT

CCTATGGTTTGTAAACTGCTTTAGCATGGGCGCAATAAGGTGTACGTGTATACCGATGAGCGTATCACGAGAATACG

CACCGGCTAACTCTGTGTCAGTAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTGGGGGCTAAACCTATAGGGTGCCGTTGAAACTGATTTACTTG

AGAGTGGGTGGTGCCAGCGGAATGTGTCGAGTAGCGGTGAAATGCATAGATATGACGCGGAAGACCGGTTGCGAA

GGCAGCTGACAAGGGCACAATTGACGCTGAGACACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAATGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTA

AAGGGAGCGTAGGCGGATTCCTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGAAA

GTCTAGAGTACAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTA

GCGAAGGCGGCCTACTGGGCTTTAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU14948;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Negativicutes(0.2321),o:Selenomonadales(0.10

15),f:Veillonellaceae(0.0355),g:Selenomonas(0.0087); 
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ACGGAAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGCGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGTGTGTAGGCGGGCCGACAAGTCAGATGTGAAAACTATGGGCTTAACCCATAGCCTGCATTTGAAACTGCCG

GTCTTGGGAGTGGAGAGGTAAACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAG

CGAAGGCGGCTCTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CTATTGGGTTGTAAACTGCTTTTATGGGGGGAAAAGGTTCGGGACGTTTCCTGATTTGCAGGTACAACATGAATAAG

GACCGGCTAATTCCCTGTCAGCACCCGCGGTAATACGAAGGTAACAGGCCTTGTCCGGATTTATTGGGCGTAAAGCG

AGTGCAGGCGGTCAAATAAGTCGGATGTGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCAGAAACTGTTGAACTT

GAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14952;tax=d:Bacteria(0.0024),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.00

00),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AGCTTCTTCGGCACCTGTTTTACCGCCACCTACAGCTACATCGTCAACGTTCTATTTTGCTAGTTTGACGGTTAATGCTG

GTAATGGTGGTTTTCTTCATTGCATTCAGATGGATACATCTGTCAACGCCGCTAATCAGGTTGTTTCTGTTGGTGCTGA

TATTGCTTTTGATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCGGTTCCGACTACCCTCCCGAC

TGCCTATGATGTTGATCCTTTGGATGGTCGCCATGATGGTGGTTATTAGACAGTCAAGGACTGTGTGACTATTGACGT

CCGTGCCCGTACGCCGGGCAATAATGTTGATGTT 

>OTU14950;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Pept

ococcaceae_2(0.0560),g:Desulfotomaculum(0.0134); 

ACGGAAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCCTAGTCGTAAGCCCCGGCTAACTACGCG

CCAGCAGCCGCGGTAATACGAAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGCAAAGGGCGTGTAGGCGGCAGT

ATAAGTCCGGAGTGAAAGTCCTGCGTTCAAGGGGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGG

GAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14953;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Burkholderiaceae(0.0000),g:Polynucleobacter(0.0000); 



8338 

 

GGAATTGTCTGCGAGCGCTGTGGTGTGGAGGTCACCGAGAGCCGGGTGCGTCGTCACCGGATGGGTTTCATCAAGC

TGGCAGCACCGGTCTCTCACGTTTGGTACCTGAAGGGTATCCCCAGCTATGTGGCCATCCTTTTGGACATGCCCCTGC

GGGATGTGGAGCAGATCGTTTACTTCAACTGTTACGTGGTGCTGGACCCCGGCGACCACAAAGAGCTGAAGTACAAA

CAGCTGCTCACCGAGGACGAGTGGCTGGAGATCGAAGACGAGATCTGTGCCGAGGAGTGGGAGAGCGAGAACGAG

CCTGTGGTGGGCATCGGTGCTGAGGTGCTCAAGCAACTGCTCGAAGACCTCAATCTGGAGGAAGGGGCTGAGCAGC

TGCGGGAGGAGATCAACGGCAGCAAGGGCCAGAAGCTGAACAAGCGGCTACG 

>OTU14955;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGC

TTTCGGATCGTAAAGCTCCGTTTGTGGTGAAGAAGGATCGAGGTAGTAACTGTCCTTTCTTTTACGGTAATCAACCAG

GACGTCACGTCTCACTCCGTGCCCGCCGCCGCGGTAATACGTCGGGGGCTAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTGT

CTTGAGTACAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14957;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTTGGGTCGTAAACTTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTCTTAA

GCGCAGGGTTTAAGGCAATGGCCCAACCATTGTTCGCCCTGTGAACTGGGAGACGTGAGTGCGGGGGAGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTGGATATTAGGAGAAACCCAAGTGGCGAGGGCGGCTTCTGGACTGTAA

CTGACGCTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14956;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Clost

ridiaceae_1(0.0149),g:Clostridium_sensu_stricto(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CCTCGGGTTGTTAAGCTGTGTTTTCAGGGACGAAAATGAAGGTACCTGAGGAGGATGTCACGGACCACTACGTGCCA

GCACCGGTGGTTACATGCAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGTGTAGGCGGAGATGCAA

GTTGGGAGTGAAATGCAGGGGCTCAACCCCTGAACTGCTGTCAGAACTGTATCCCTTGAGTGTCGAGGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACCCCGATGGCGAAGGCAGCTTACTGGACGGCA

ACTGACGCTGATGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14954;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 



8339 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTTGGTGACGAAGAAGTGACGGTAACCAAGGAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCGGTGAAATGCATGGGCTTAACCCATGAGCTGCCGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAG

GCGGAATTCCGAGTGTAGCGGTGAAATACGTAGATATTCTGAGGAACACCAGTGGCGACGGCGGCTAGATGCTTTCT

ATCTGACGCGGAGGCTCGAAAGTCTGGAGAGCGAACAGGATTAGATACCCTGGTA 

>OTU14958;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTTAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGTGTTGTAAACTGCTTTTATGCGGAGATAAAGTGTGGTACGTGTCCCTTTTTGCAGGTACCGCATGAATCAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCGTTTAAGCGTGGTGTGAAATGCCGGGGCTCAACCGTGGCACTGCAGAGCGAACTGGATGAGTTGA

GTTGGAGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGGAGATAACAAGAAGAAATCCGATTGCGAAG

GCAGCTTACCGTAGCGTTAATGAAGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14959;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0056); 

ACGGGCGGCAGCAGGGCGGAAGCTTTTTCCCTGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCAAGCGTGGCGAGATGAGTGTACCACCAGAATAA

GCATAGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACGGAGGAGGCGAGAGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGTTTGTCAAGTCAGCTGTCAATCTGCGGTGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAG

CGTGGCGTCGAGGTGTGCGGAATGCGTTGTGTAGCGGTGAAATGCATATATAGGACGCAGAACTCCGATAGCGAAG

GCAGCTGGCCGGGCCTGCATTGACGCTGAGTCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTTGTA 

>OTU14960;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTAAGAAAAAG

GATCGGCTAATTCCGCTCCATCAGCCGCGGTAATACGGAAGATCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGAGCAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGGAGAATTGCAGTTGAAACTGTTTGTATTGA

GTACACATAAGGAAGGTGGAATTTGTAGTGTAGCGGTGAAATGCATAGATATCAGGAAGAACACCGATGGCGAAGG

CAGCCATCCGGGGTGCGACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU14961;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 



8340 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGAGTAGGCGGGCTGACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTG

AGTGTCGGAGGGGTAATCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAA

GGCGGCTATCTGGACATAGGCTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1679),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTATCAGGGACGAAGGATGTGACTGTACCTGATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGC

AAGTCAGATGTGAAATCTGGAGGCTCAACCTCAAAACTGCATTTGAAACTGTCTTTCTTGAGTATAGGAGAGGTAAG

CGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14964;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTTGCAAGTCAGGGGTGAAAGCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGCGAGGCTGGA

ATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU14963;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0149),g:Ruminococcus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTGAAAGGACGAAAGAAGTGATGGTGGTCTGTGAGGAAGCCGCGGCTAACTACGCG

CCAGCAGCCGCGGTAATGCGAGGGGGGCGGGTGTTGTCCGGAATTAGTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACACGGGCTTAACTTGTGATGTGCATTTAATACTGTTGGACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGCGGAACACCGGTGGCGAAGGCGGCTTTCTGGACC

GCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14966;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.0808); 



8341 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAAGGATTAAGGTT

CTATGGATTGTAAACTTCTTTCAGGGGGGAATAAAGTGCGGGTCGCTTCCCGTTTTGTATGTACCTCATGAATAAGCA

TCGGCTCACTCCTTGCCAGCAGCCGCGCTAAAACGGAGGATGCGAGCTTTATCCGGATTCATTGGGTTTAAAGGGTG

CGTAGGTGGCCATTTAAGTCAGAGGTGAAAGTTTGTGGCTCAACCATAAAATTGCAGTTGAAACTGGAGGGCTTGAG

TATGTTTGGGGCAAGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATCGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU14965;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Anaerofilum(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCAACACCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTTTTAATGACGAAACAAATGACGGTAGCTAAAGAGGAAGTCACGGCTAACTACGCAC

CAGCCGCCGCGGTAATACGTAGGTGGCAAGCATTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGAACTGC

AAGTTAGATGTGAAATACCGAGGCTTAACCTCGGGGTTACTTCTAAAACTGTGGTTCTTGAGTTGAGTAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTGGCGAAGGCGTCTCTCTGGTCTGCA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14967;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.1872),g:Parabacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATGGGTCAATGGCCGAGAGGCTGAACCAGCAAAGTAGCGTGAAGGAAGAAGG

ATCTATAGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGCTTTTTGTATGTACCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTCTTTTAAGTCAGCGTGGAAAGTTTGTGGCTCAACCATAAAATTGCCATTGAAACTGGGAGACTTGA

TTATGTTTGAGTTAGGCGGAGTGCGTGTTGTAGCGGTGTAATTCTTTGATGTCACGAAGACCTCCGATTGCGAAACCC

TCTTCCCACGCCACACCTGACCCTGCTGCACGAAAGCGTGGGTCTCAAACAGGATTAGATACCCTGGTA 

>OTU14968;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCACGTAGCGTGAAGGATGACTGCC

CTCTGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATCCCAGTTTGCCTGTACTATATGAATAAGGCT

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGAGGTTTAAGTCAGTTGTGAAAGTTTTCGGCGCAACCGTAAAAGTGCAGTTGATACTGGATATCTTGAGT

GCAGGTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14969;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Pedobacter(0.0039); 



8342 

 

ACGGAAGGCAGCAGTGAGGAATATTGGCCAATGGTCGGAAGACTGACCAAGCCATGCCCCGTGCAGGAAGGAGGT

CCTAGGGATTTTAACCTGCTTTTTTCGGGGAATAATAGGACTTTTGCGAGGGTGGATGCAGGTACCGGAAGAATAAG

GATCGGCTAACTCGTTGCCGCCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAGAACTGTCTGACTAGGA

TGTAAACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCAA

GTCTGAAGTGAAAGGACGGGGCTTAACCCTGTGACTGCTTTGGAAACTGGTTAGCTTGGTGGCCGGGGGGTTAGGC

GGAATCCCTAGTGTGGCGGTGAATTGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGGGCAAACAGTATAGATACCCTGGTA 

>OTU14971;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTACGGGTTGTAAACTGCTTTTATGCAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCCGTCTGGTAAGCGTGTTGTGAAATGTCGTTGCTCAACAACGGCACTGCAGCGCGAACTGCCGGGCTTGA

GTGCGCGCAAAGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCTCTACACCATTACTGACGCTCAAGCTCGAAGGTGCCGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14972;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.1905),c:Flavobacteriia(0.0324),o:"Flavobacteriales

"(0.0231),f:Cryomorphaceae(0.0046),g:Fluviicola(0.0032); 

ACGGAAGGCAGCAGTAGGGAATATTGGTCAATGGGCGAAAGCTTGAACCAGTTATACCGCGTGCAGGAATAAGGCT

TTAGGGCTGTAAACTGCTTTTATATAAGAATAATGTTAATTTTTTTAATTAAAGTGAAGGTATTATATGAATAAGTACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTATAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTACG

TAGGTTGCTTTGTGGGTTAAAAACCAAATATCAACGCTCAACGTTGTTATGTTTTTAAAACTACATTGCTAGAATATTA

TAGAGGTAAATAGAATTTTTAGTGTAGCAGTGAAATGCTTAGATATTATGAGGAATACCAACAGCGAAGGCAGTTTA

CCATGTAATATTGACGCTGAGGTACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14973;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 



8343 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGACGAAAGATAGAGTTCGTAACTGGCCTTTATTTGCCGGTAATTACTTAG

CAAGTCACGTCTAACTACGTGCCAGCAGCCGCTGTAATACTTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCATCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGGAC

TTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGACTAGATACCCTGGTA 

>OTU14976;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0252),g:Parasporobacterium(0.0056); 

ACGGGAGGCAGCAGAGGATTAGATACCCTGGTAAGATCGGAAGAGCACACGTCTGAACTCCAGTCACTGTTCGATCT

CGTATGCCGTCTTCTGCTTGAAAAAAAAAAATAATGACGTTACCTAACTAAGAAGCCCAGGCTAACTACGTGCCAGCA

GGAGCGGTAATACGTAGGGGGCAAGCGGTATACGGATTTACTGGGTGTAAAGGGTGCGCAGGTGGCAGGGCAAGT

CAGATGTGAAAGCCAGGGGCTCAACCCCGGTATTGCATTTGAAACTGTCCGACTAGAGTGCAGGAGAGGTAAGTGG

AATTCCTAGTGTAGCTGTGAAATGCGTAGTTTTTTTTAATGATACGACGACCACCGAGATCTACACTCTTTCCCTACAC

GACGCTCTTCCGATCTACGGGAGGCAGCAGAGGATTAGATACCCTGGTA 

>OTU14975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGCGTGCCCTGTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCGCGGCAAGCGTGGGGTGAAAGGCAGGCGCCCAACGTCGGAACTGCAGCGCGAACTGCCCAGCT

GGAGTGCGGGTAACGTTGGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACGCCGATTGCGA

AGGCAGCTGACGGATGCGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGCATGTAGGCGGTTATCTAAGCTTGGTGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGAGAACTGGATA

ACTAGAGTTACTGAAGTGAAATCAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU14977;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 
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ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGCGCAGGCCTGATGCAGCAACGCCGCGTGAGGGATGACGGT

TCTCGGATTGTAAACCTCTGTCTTCGGTGAAGATGATGACATTAGCCGAGGAGGAAGCCACTGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAGCA

AGTCAGCGGTGAAATCTATGGGCTTAACCCATAAACTGCCGTTGAAACTGTTTTTCTTGAGTGAAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTT

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTATACCCTGGTA 

>OTU14979;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGACAGCATCCGCGGTAAAACGTAGGTAGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCAGTTCAATAAGTATGATGTGTAAGACTTTGGCTGAACCGGAGAATTGCATCAGAAACTTTTTA

ACTTGAGTGCAGAAGAGGAGAGTTGAACTCCATGTGTAGCTGTGGAATGCGTAGATATATGTAAGAACACCAGTGG

CGCAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14978;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCTAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGAGCAA

GTCTGATGTGAAAGCCCGGGGCCCAACCCCGGAACTGCATTGGAAACTGTTCGGCTGGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14981;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGGAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTTTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCTACGGCTAACTACGTGCCAG

AAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGACCTGCAAG

TCAGATGTGAAATCCCCGGGCTTAAACCGGGAACTGCAGTTTGAACTGTAGGTCTTGAGTGAGGGAGAAGCAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCAGCCTGCTGTACATTAA

CTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14983;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGGTGCTCAACATCTGCACTGCAGCGCGAACTGGTT

TCCTTGAGTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTG

CGAAGGCAGCCTACCGTAGCGGCACTGACGCTGAGGCTCGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU14982;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9462),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.1735); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGTGCAGGCGGTTCAAGAAGTCTGGTGGGAAAGCCCTCGGCTCAAACGGAGAAGTGCAACAGAAACTGTTG

AACTTGAGTGCAGAAAGGGAGAGTGGAACTCCATGTGGAGCGGGGGAATGCGTAGATGTTTGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCGGCAACGGACGCGGAGGGTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU14980;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.0547),f:Rumi

nococcaceae(0.0149),g:Ruminococcus(0.0066); 

ACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCCTTCTAATGGGACGAATGGTTCAGGTGACAACAACGCTTGGGCGTGACGGTACCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCGTTGTTCGGAATTACTGGGTG

TAAAGGGAGTGTAGGCGGGACTGTAAGTCAGATGTGAAATATGCCGGCTCAACTGGCAGACTGCATTTGAAACTGT

GGTTCTTGAGTGAAGTAGAGGTAAGCGGAATACCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCCTGCTGGGCTTTTACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU14986;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCATCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGTGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGACTGATGTGAAAGCCGACGGATCAAACTGAGAATTGCATCAGAAACTGTTGA

AAGTGAGTGCAGAAGAGGAGAGTGGAAATCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU14985;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAAGGACGGGAACCGAGGAGGAAGCCAAGGCTAACTACGTGCC

AGCAGCCGCGGTAAGACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGTGTTAAGGGAGTGTAGGCGGGAATGC

CAGTCAGAAGTGCAAACTATTGGCCTTACCCATAGCCTGCTTTTGAAACTGTATTTCTTGAGTGACGCTGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAACTTAGGAGGAACACCAGTAGCGCAGGCGGCTTTCTGGGCTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGCTACCCTGGTA 

>OTU14984;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAGTATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGCATG

CAAGTTGGAAGTGAAAACTATGGGCTCAACCCATAGCCTGCCTTCAAAACTGCGTGTCTTGAGTAGTGCAGAGGTAG

GCGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14987;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XIII(0.0149),g:Anaerovorax(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCAGCGTGAGCGAAGAAGGT

CTTAGGATCGTGAAGCTCTGTCCTAGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCTTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCATTGGCTTAACCACTCTTAGCCCCCTAAACTGGGCTACTTGAGTGCAGGAGAGGAAACCG

TAATTCATTGTGTAGCTGTGGAATACGTTGATATTACGAGGATCACCATTGGCGAAGCTGACTTTATGGACTGTTTCT

GACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTTGATCCCCTGGTA 

>OTU14988;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Porphyromonadaceae"(0.5991),g:Parabacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGCCTTTTAAGTCAGCGGTGAAAGTTTGTGGCTTAACCATAAAATTGCCGTTGAAACTGGAGGGCTTGA



8347 

 

GTATGTTTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14990;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGGCGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTACTCGTTGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTAAGTCAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGACATACTA

GAATGTGGATGATGCCGGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAA

GGCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14989;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTGAAGGACGATAATGACGGTACTTCATGAGGAAGCTCCGGCTAACTATGTGCCAG

CAGCCGCGGTAATACATAGGGAGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCTAAGCAAG

TCAGATGTGAAATCTATGGGCTCAACCCATAAACTGCATTTGAAACTGCATAGCTTGAGTGGAGTAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTTTACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14993;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Marinilabiaceae"(0.0355),g:Anaerophaga(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTACGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGTGTACGTCGATGCGAGTACAGCATGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGGAGGCTGTGTAGCAAGTCAGTGGGGAAAGCCCGGTGCACAACAGCGGAACTGCCATTGATACTGTTGCGCTG

GAATACGGAGGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCAGCTCACGGATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU14991;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3884),g:Coprococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGTGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGGAGAAAATGACGGTATCTGACTAAGAATCCCCGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGGGCGTAGACGGAATGGCA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGCAGCTAGAGTGTCGGAGAGGCAAG
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TGGAATTCCCAGTGTAGCGGCGAAATGCGTAGATATTGGGAGGAACACCGGTGGCGAAGGCGGCTTACTGAACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14994;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCTCAATAA

GTCTGATGTGAAAGCCTAGGGCTCAACCGGGGGATTGCATCAGAAACTGTTGAGCTTGAGTGCAGGAGAGGAGAGT

GGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGTCGGCA

ACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU14992;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),g:Natr

anaerovirga(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGGGGAAGATAATGACGGTACCCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACGAACGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGGCTGTAAA

GTCAGATGTGAAACTCCGGGGCTCAACTCCGGAACTGCATTTGAAACTTACGGTCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14997;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATTCGAGGGTAAAGTGAGGTACGTGTACCTTATTGCAAGTATCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTGTAGCAAGTCAGTGGTGAAAGCCCGGTGCTCAACACCGGAACTGCCATTGATACTGTTGCGCTGGA

ATACGGATGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU14995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiales_Incertae_Sedis_XIII(0.1485),g:Anaerovorax(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGCTATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCACTGGCTTAACCGATGTCAGCCGGCTAAACTGGGCTACTTGAGTGCAGGCGAGGAAAGC
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GGAATACCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGGT

ACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14996;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9966),o:Actinomycetales

(0.9889),f:Microbacteriaceae(0.9387),g:Agrococcus(0.6681); 

GTGCCAGCAGCCGCGGTAATACATAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTCGTTT

GTTACGTCGGATGTGAAAACCCGAGGCTCAACCTCGGGCTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGG

AGATTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGATCTCTGGG

CCGTAACTGACGCTGAGGAGCGAAAGCATGGGGAGCAAACAGGCTTAGATACCCTGGTAGTCCATGCCGTAAACGT

TGGGAACTAGATGTGGGGACCATTCCACGGTCTCCGTGTCGTAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACG

GCCGCAAGGCTAAAACTCAAAGGAATTGACGGGG 

>OTU14999;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACCGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCAAAACTGGGAGTTTGGAGTGCAGAGGGGGGGGTT

GAAATTCTTAGGGTGGGGGTAAAATGGGTGGGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU14998;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Negativicutes(0.8331),o:Selenomonadales(0.61

38),f:Veillonellaceae(0.4224),g:Selenomonas(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGCAGGCGGGAAGGCA

AGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGATTGAAACTGTCTTTCTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15001;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Anaerotruncus(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAAAGGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGGCTGC

AAGTCTGATGTGAAAGCCCTGGGCTCAACCCTGGAACTGCATTTGAAACGTTATCTCTTGAGTGTCGGAGAGGTAGA
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15000;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.2184),g:Butyricicoccus(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAAGAACGAAGAAGTGACGGTACTTGATGAATAATCTCCGGCTAACTACGTGCC

ATCAGCCGCGGCAATACGAAGGGAGCAAGCGTTATCCGGATCTACTGGGTGTAAAGGGCGAGTAGGCGGATTGGCA

AGTTAGGAGTGAAATGTAGGGGCTTAACCGCAGAACTGCTTTCAAAACTGTTGATCTTGAGTGATGGAGAGGCAGG

CGGAATTCGCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15002;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9827),o:Lactobacillales(0.9753),f:Strept

ococcaceae(0.9201),g:Streptococcus(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGATGTGGGAGTGGAAAATCCAGTAGTGGCCGGTATCTTCCC

AGAAAGGGCCGGCTAACTACGTGCCACCACCGGCGGTAATACTTAGGTCCGGAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGAAGTTAAAGGCAGTGGCTTAACCATTGTACGCTTTGGAAACTGTGAG

ACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15003;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGACGGCCGAGTAA

GTTATAGGTGAAAGCCCATCTTTCAAGGATGGAACTGCCTGTAATACTGCTTGGCTTGAGTGCAGGAGAGGGAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15004;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGATAGTCTGAACCAACCAAGTCGCGTGCGGGATGAAGGC

CCTCCGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGGGGGACGCGTCCCTCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCAGTTCAAGTCAGCGGTCAAAATTCGGGGCTCAACCCCGTCTCGCCGTTGAAACTGTGCTGCTCG
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AGTTCGTGCGAGGATGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGAAG

GCAGCTGTCCAGCACGCGACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGGAGGATGACGGC

CCTACGGGTTGTAAACTCCTTTTATCAGGGGATAAAGTCCACTACGTGTAGTGGTTTGCAGGTACCTGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGACGGGCTGTTAAGCGTGACGTGAAGTCCGGGGGCTCAACCTTCGGCTGCGTCGCGAACTGGCGGCCTTGA

GTGGACGGTAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTTGCCGCGGTCTTACTGACGTTCATGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15007;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGGGTTACGTGTGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGGTTAAGCGTGTTGTGAAATGTAGTCGCTCAACGGGTGCACTGCAGCGCGAACTGGCTTTCTTGA

GTGCGCGGAAAGTTGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACGGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9846),o:Clostridiales(0.9911),f:Rumi

nococcaceae(0.9871),g:Faecalibacterium(0.9566); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTGTTGTTGAGGAAGATAAGGACGGGACTCAACAAGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCATTGTCCGGAATTACTGGGTGTACAGGGAGCGCAGGCGGGAAGGCA

AGTTGGAAGTGAAATCCATGGGCTCAGTCCATGAACTGCTTTCAAAACTGTTTTTCTTGTGTATGGCAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGGCACCAA

CTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15005;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Alphaproteobacteria(0.9769),o:Sphingom

onadales(0.8846),f:Sphingomonadaceae(0.5991),g:Novosphingobium(0.3479); 

GTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGTT

ACTCAAGTCAGAGGTGAAAGCCCGGGGCTCAACCCCGGAACTGCCTTTGAAACTAGGTGACTGGAATCTTGGAGAG

GCGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCGCTGG

ACAAGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG
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ATGATAACTAGCTGTCCGGTCACTTGGTGATTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACGG

AGGCAACTGTGAAACTCAAATGAATTGACGGGG 

>OTU15010;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Alphaproteobacteria(0.6346),o:Rhizobial

es(0.2039),f:Rhizobiales_incertae_sedis(0.0904),g:Amorphus(0.0181); 

GTGTCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGTT

TTGCAAGCCAGAGGTGAAATGCCTGAGCTCAACTTAGGAATTGCCTTTGGGACTGCGAGGCTTTGAGGACTGGAGA

GGTGAGTGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTCACTG

GCCAGTTTCTGACGCTGCAGCGCGAAAGCGTGGGGATCAAACAGGAGTAGATACCCTGGTAGTCCACGCTGTAAAC

GATGAGTGCTAGGCGTCGGCACGCTTGCGTGTCGGTGCCGCAGCTAACGCGTGAAGCACTCCGCCTGGGGAGTACG

GTCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU15009;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTGGCCTGAACCAGCCAAGTCGCGTGCGGGAAGACGGC

CCTACGGGTTGTAAACCGCTTTAGCCGGGGAGTAACGTGCGGCACGCGTGCCGCAGTGAGAGTGCCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGCTTAAAGG

GTGCGCAGGCGGCGCTCCAAGTAAGCGGTCAAATCTCCGGGCTCAACCCGGATCCGCCGTTGAAACTGGAGTGCTTG

GGCAGGTGCGACGGAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCTTCCGAGCACCCGTCTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15011;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTGTTTAA

GCATAGGGTTTAAGGCAAGGGCGTAACCATTGTTCGCCTTATGAACTGGACGACTTGAGTGCTGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15012;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Erysipelotrichia(0.5195),o:Erysipelotrichales(0.2

679),f:Erysipelotrichaceae(0.1291),g:Turicibacter(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAGGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACTTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGT

AAAGGGCACGCAGGCGGCTGTGCAAGCTTGGTGTGAAAACTCAGGGCTCAACCGTGAAACTGCATTGAGAACTGCA

TGGCTAGAGTTAGTGAGGGGAGAGCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAGGAACACCAGT
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GGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15015;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.4224),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGATACTGGAAGCCTTGA

GTTCACACAGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGATGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15014;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8628),c:Actinobacteria(0.6730),o:Actinomycetales

(0.3639),f:Demequinaceae(0.0560),g:Demequina(0.0134); 

GGGAAAGCAGAAGAGGGAAGAAAGAGGGGGAAAGAGGGGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTCG

TTTGTTACGTCGGATGTGAAAACCTGAGGCTCAACCTCAGGCCTGCATTCGATACGGGCAAACTAGAGTTTGGTAGG

GGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTG

GGCCAATACTGACACTGAGGAGCGAAAGTCTGGGGAGAGAACAGGATTAGATACCCTGGTAGTCCAGACCGTAAAA

GGTGGGCACTAGTTGTGGGAACCTTCCACGGTTTCTGCGACGCAGCTAACGCATTAAGTGACCCGCCTGGGGAGTAA

GATCGCAAGATTAAAACTCAAAGGAATTGGAGGGG 

>OTU15013;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

CGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAAAGGCAA

GTCTGATGTGAAAATCCGGGGCTCAACCCATGAACGGCATTTGAAACGGTGGATCGTGAGTGCTGGAGGGGCAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGACA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15019;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAATGTGAGCCTCGTGTGGCTTTTTGCATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGTGTTTAAGCGTGTTGTGAAATGTGGGTGCTCAACATCTGCACTGCAGCGCGATCTGTCTTGCTTGA
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GTAAGGAGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTCACTGGAGTGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.5991),g:Prevotella(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCCTGGTAAGCGTGTTGTGAAATGTCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGATGACTGG

AGTTCGCGGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Rumi

nococcaceae(0.8146),g:Clostridium_IV(0.6200); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGCAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTGACGGAGAAAAAGATGATGGTATCCGTTTAGAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGCGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGATTTTAA

GTCAGAAGTGAAAATTACGGGCTCAACCCATGAACTGCTTTCGAAACTGTATCCCTTGAGTATCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGGCTTTTA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15018;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Rumi

nococcaceae(0.7787),g:Ruminococcus(0.5720); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCCTTTATTAAGGACGAAAAATGACGGTACTTAATGAATAAGCTCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTTGCAA

GTCAGATGTGAAATGTACGGGCTTAACCCGTAAGCTGCATTTGAAACTGCAGAGCTTGAGTGAAGGAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCATAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15020;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Anaerotruncus(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCTTCGGGGACGAAAAAGGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGGCTGC

AAGTCTGTTGTTAAATCTATCGGGTCAAACGATGGCCGCGGCAGGAACGGGAGTTCTTGAGTGAAGGAGAGGCAGG
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GGGAATTCCTAGGGTTGCGGTGAAAGGCGGAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15022;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3884),g:Coprococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTTGGCGGGGAGGCA

AGTCAGATGTGAAAACTATGGGCTCAACCCATAAAGTGCATTTGAAACTGTTTCTCTTGAGTGTCGGAGGGGTAAAT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15021;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Erysipelotrichia(0.6730),o:Erysipelotrichales(0.3

959),f:Erysipelotrichaceae(0.2184),g:Turicibacter(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGAAAGCGTTATCCGGATTTATTGGGTGTA

AAGGGTGTGTAGGCGGAGCAGCAAGTCAGAAGTGAAATCTCCGGGCTTAACCCGGAAACTGCTTTTGAAACTGTTGC

CCTTGAGTATCGGAGAGGTAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGG

CGAAGGCGGATTACTGGACGATAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15024;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGGTGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGATGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGGAATACTCGGGCTGAACCTGAGTGCGGCATTTCAAACTGGACGTCTAGAGTGCAGGAGAGTAGATG

GGACGTCCTGTTGTAGCGGTGAAATGCGTAGAGATAAGGCAGAACACCAGTGGCGAGGGCGCTTCTCTGGACTGTA

ACTGACGCTTTGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCGGGTA 

>OTU15025;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCATCAACGCCGCGTGAGTGATGACGGT

CTTCGCATTGTAAAGCTCTGTCTTTGGGGACGATAATGACGCTACCCAAGGAGGAAGCCGCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGCGCGTTGTCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGGTTCTTAA

GTGGGATGTGAAATACCCGGGCTTAACCTTGGTGCTGCATTTCAAACTGGGAAGCTAGAGTGCAGGAGGGGTGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACGGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15026;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Anaerofilum(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTCAGTGACGAAACAAATGACGGTAGCTGAAGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGAGACTG

CAAGTTGGGTGTGAAATACTGGGGCTCAACCCAGGAACTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGTAA

GCGGAATTCCGAGTGTAGCGGGGAAGTGCGTAGCTATTCGGAGGAACACCAGTGGCGAATGCGGCTTACTGGGCTC

TAACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15023;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCACTGTCCTTAAGGAAGATAATGATGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGTCTGATAA

GTTAGTGGTGAAAACTGAGGGCGCAACCCTCAACCTGCCACGGATACTGTCAGACTTGAGTATGGAAGAGTAGAAT

GGAATTCCTATTGTGGCGATGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGTAGGCGATTCTCTGGGCCAGA

ACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15028;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCACAATGGGGGAAACCCTGATGCAGCGACGCCCCGTGAGTGAAGAAGTATTTC

GGTATGTAAAGCTCTATCAGCATGAAAGAAAATGACGGTACCTTACTAAGAAGCCCCGGCTAACTACTTGCCAGCAG

CCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGTGCAAGTCT

GAAGTGAAATGCGGGGGCTCAACCCCTGAACGGCTTTGGAAACTGTATAACTAGAGTGCAGGAGAGGTAAGTGGAA

TTCCTAGTGTAGAGGTGAAATGAGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACGGGAATGTAACTG

ACGTTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU15027;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTGTTGACAGGGACGAATAAAATGACGGTACCTGTATAGAAAGCCACGGCTAACTACGTG

CCAGAAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTCAAGGGTGTGTAGGCGGGGGGT

CAAGTCAGATGTGAAAATCATGGGCTCAACTCATGACTTGCATATGAAACTTATCTTCTTTGGTGTAGGGGAGGTAAA
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TTGAATTCCCGGTTTTGCGGTGAAATGCGTAAGTATCGGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACCACA

AATGGCGCTAAGACACAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15029;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

ATTCGTTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCCGTGCAA

GTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGAAGT

GGAATTCCATGTGTAGCGGTGAAATACGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15030;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAAGGAATAAAGTCACCCACGTGTGGGTGTTTGCATGTACTTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGGGT

GTGTAGGCGGGACTGCAAGTCAGATGTGAAAATTATGGGCTCAACTCATAACCTGCATTTGAAACTGTGGTTCTTGA

GAGTCGGAGGGGTAATTGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAG

GCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Dorea(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACCGGGTGTAAAGGGTGCGTAGGCGGCCCCCTAA

GTCTAAAGTGAAATTTCGAGGCTCAACCTCGGAGCTGCTTTGGAAACTGGGAGGCTAGAGTGTGGAAGAGGAAAGT

GGAACTTTGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15033;tax=d:Bacteria(0.9827),p:Firmicutes(0.1905),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumi

nococcaceae(0.0086),g:Clostridium_III(0.0043); 

CCTTCCTTCCTCCTTTTGGAATATTTTTCCCTGGCTGCCACTCTTACCCAGCAATGCCGCGTGAATGAAGAAGGCCTTTT

GGTTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAACTCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGTGGTTTGGCAAGT

TAGAAGTGTAATACCTGAGCTTAACTTAGGTGCTGCTTTTAAAACTGTTAGACTTGAGTGCAGTAGAGGTTAGTGGAA



8358 

 

TTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGGCTAACTGGACTGTAACTG

ACACTGAAACACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15032;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTGCA

AGTTGGATGTGAAATACCGCAGCTTAACTGCGGAGCTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAGGGCGGCCTGCTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15035;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.36

39),f:Spirochaetaceae(0.1872),g:Treponema(0.0230); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGAAGCCGCGTGGATGATGAAGGC

CGTAAGGTTGTAAAATCCTTTTATGACGGAGGAATCGGTGGAGTGAGGTAAACGCTTCATGGTGACCGTAGGTCATG

AATAAGCAACGTCTAATTACGTGCCAGCAGCCGCGGTAACACTTCAGTTGCGAGCGGGGTTCGGAATTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACCCTGGAACTGCATTGGAAACTGCA

GGACTTGAATCGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCAAT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15034;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9798),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTTGTGAGGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGGGCAATAAGTCTGATGTGAAATCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTCGA

ACTTGAGTGCAGAAGAGTAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGATCACCAGTGG

CTAATTCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCTAAAGCATGGGTAGCGGACAGGATTAGATACCCTGGTA 

>OTU15039;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.8087),c:Mollicutes(0.5579),o:Mycoplasmatales(0.26

79),f:Mycoplasmataceae(0.1291),g:Mycoplasma(0.0134); 

ACGGAAGGCAGCAGTAGGGAATTTTTCACAATGGGCGAAAGCCTGATGGAGCAATACCGCGTGGATGATGAAGGTC

TTCGGATCGTAAAATCCTTTTATAAGGGACGAATGGTTTTAGTAGGAAATGACTAGAATTTGACTGTACCTTTTGAAT

AAGTAACGGCAAACTATGTGCCAGCAGCCGCGGTAATACATAGGTTACAAGCGTTATCCGGATTTACTGGGCGTAAA

GCGAGCGCGGGCTGATTAATAAGTTTGGTGTGAAATGCAATTGCTTAACAATTGTTTGCATTGGAAACTATTATTCTA



8359 

 

GAGTGTGATAGGGAGTTCTGGAACTCCATGTGGAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTGGCGAA

AGCGAGAACTTAGGTCACAACTGACGTTTAGGCTCGAAAGTGTGGGGAGCAAATAGGATTAGATACCCTGGTA 

>OTU15036;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGTAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTCTGAAGTGAAAGCCCCGGGCTCAACCCGGGAACTGCTTTGGAAACTGTTTAGCTAGAGTGCAGGAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15038;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3544),g:Ruminococcus2(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATGGCAA

GTCTGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGTCAATCTAGAGTACCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15037;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAAACCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCCCCGGTCTGCAAACTTCTGTTACCATGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCACCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGCTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCAGGGGCTCAACCCCTGGACTGCTCTCGAAACTGTTTCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAATTGGGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGCCG

ACAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15042;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0252),g:Paraprevotella(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCTTTCCAGCAGCCTCTGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCTGTTAAGTCAGAGGTCAAAGGTCAGGGAAAACACTTGGCATGCAGTTGATACTGGCGGACTTGAG
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TTCACACAAGGAAGGTGGAATTAGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTTCTGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU15041;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Chitinophagaceae(0.0355),g:Chitinophaga(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTAGCATACGAATAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCGTGGTAAGTCAGCCGTGAAATGCCAGTGCTCAACGTTTGCCGTGCCGTGGATACTGCTGGGCTTG

AGTGCGGATGACGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAAG

GCAGCTCGCGGGTCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15040;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGCGAGATCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTATGGTAAGCGTGTTGTGAAATGCCGTGGCTCAGCCATGGCACTGCAGCGCGAACTGCCGTACTTGA

GTACGCTGGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCTCGCTGTAGCATTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.3204),g:Butyricicoccus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAACTCTTTTATCAAGGACGAAGAAGTGACGGTACTTGATGAATAAGCTCCGGAAAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGCGCAAGCTATATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGTCGGCA

AGTGGGGTGTGAAAGGTCGGGGCTTAACCCCGGAACTGCTTTCAAAACTGTTGATCTTGAGTGATGGAGAGGCAAG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15045;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGTCTTTATGTGGAAATAAAGTCAGGGACGTTTCACTGTTTGCATGTACCACAGGAATAACG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTATTGGGTGTAAAGGGA

GCGTAGGCGGGAGGGTAAGCGTGTTGTGAAATGCAGTGGCTCAACATCTGCACTGCAGCGCAAACTGTTCTGCTTGA
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GTGCGGAAGAGGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATAAGGAAGAACTCCGATGGCGAAG

GCAGCTTGCTGTAGCGCAACTGACGCTGATGCACGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15044;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Erysipelotrichia(0.4428),o:Erysipelotrichales(0.2

039),f:Erysipelotrichaceae(0.0904),g:Turicibacter(0.0181); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGTCGCGTGCATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTTTGA

GAAAGCCACGGTCAACTACGTGCCAGCAGCTGCGGCAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGT

AAAGGGTGAGTAGGCGGCTTATTAAGTTGGATGTGAAATGCGCGGGCTCAACCTTGGGGGTGCAGTCAAAACTGGT

AGGCTAGAGTATCGGAGAGGAAGGCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACACCGGT

GGCGAAGGCGGCTTTCTGGACGACAACTGACGCTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15046;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4224),g:Coprococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACACCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGAAGTGAAAGCCCGGGGCTCAACCCGGGGACTGGTTTGGAAACTAGGCAGCTAGAGGGTCGGAGAGGTAAG

CGGAATTCCTAGGGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGGGCGGTTTAATGGAGGA

TAACGGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACGGGATTAGATACCCTGGTA 

>OTU15049;tax=d:Bacteria(0.0041),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f

:Simkaniaceae(0.0000),g:Simkania(0.0000); 

CTGGAAACGTACGGATTGTTCAGTACCTTGACTCATGATTTCTTACCTCTTAGTGGTTGCACAGCATCGGACTCAGTTA

GTAATCCACGCTCTTTTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTT

GACGAACGTCCCAAGCATATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCG

AAAGGTCGCAAAGTAAGAGCTTCTCGGGCTGAGCAAGGATAGGTCGAATTTTCTCATTGTCCGCAAGGAGTCCACTT

CGATTTAATTCGTAAACAAGCAGTAGTAATGCGGGCTGTATCAAGATAATTTTTCGACTCAT 

>OTU15048;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Pedobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGACCCTGAACCAGCCAAGTAGCGTGAGGGATGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTCGGAACAAAGAGCGCCTCGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCCTGTTAAGTCAGCGGTGAAATTTCAGGGCTCAACCGTGGACGTGCCGTTGATACTGGTGGTCTAGA
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ATGCGGACGCCGTGGGAGGAATGTGTCGTGTAGCGGAGAAATGCATAGATATCCCACAGAACACCGATTGCGAAGG

CAGCTCACGAAGCCGCTATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15047;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1485),g:Alloprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGCGTACGTGTACGCCGTATTGTCTGTACCATCAGCAAAA

GGACCGCCTAATTCCGTGCCAGCAGCCGCGGTCATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGTTTGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAGAATTGCAGTTGAAACTGGAAGCCTC

GAGTGCACGCAGGGGTGCCGGAATTCATGGTGTAGCGGTGGAATGCTTAGATATCAGGAAGAACTCCGAAAGCGAA

GGCAAGTGCCCGGAGTGCAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15051;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Solitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGCCGCGTGAAGGAATAAGGC

CTTCGGGGTCTTAAACTTTTTCTGACGGGGAGCAATAAGGTCTACGTGTAGACCGATGAGAGTCCTCGTTGTATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTCAAGTCAGAGGTGAAAGGCCGCGGCTCAACTGTGGAGTTGCCTTTGATACTGGCAGGCTTGA

GTACTGTAGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCGATTGCGAAGG

CGTCTCACGAGACAGACATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15052;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1291),g:Intestinimonas(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGACGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTTTTAACAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACCGGGGGTAAAGGGCGCGTAGGCGGGGAT

GCAAGTCAGATGTGAAATCTATGGGCATAACACATAAACTGCATTTGAAACTGTATCTCTTGGGTGTCGGAAACGTA

GACCGAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGATGAACATCAGTGGCGAGGGCGGTCTACTTGACGA

TAACTGACGCTGAGGCGTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15050;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTATGGGGGAATAAAGTTCGGGACGTGTCCCGTTTTGTATGTACCTCATGAATGAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCCGCGCTCAACCGTGGCACTGCAGCGCGAACTGGGCGGCTTG
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AGTTACCAGTAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTGCCGTAGGTTGACTGACGCTGATGCTCGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15053;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pept

ococcaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGTCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTAAGTGACGAAGGAAGTGATGGTAGCTTAGGAGGAAGCTTCGGCTAACTATGTG

CAAGCGGTCGTGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCCGCT

TAAGTATGGAGTGAAATTACAGCTTTCAAGGTTGGAATTGCTTTGTAGACTGGTTGGCTTGAGTGCGGAAAATGTGA

GTGGAATTCCCAGTGTAGCGGTGAAATGCTTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCG

TAACTGACGCCGAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15055;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8448),c:Spirochaetia(0.6346),o:Spirochaetales(0.36

39),f:Spirochaetaceae(0.1872),g:Treponema(0.0230); 

CCTTTCTTCCTCCTCTCCTCCTCTTCCTCCCTTGGGGACACCCTGACGGAGCGACGCCGCGTGGACGATGAAGGCCGG

AAGGTTGTAAAGTCCTTTTATGACAGAGGAATAAGCGTGGGAGTGGAAAGCCCATGTGATGACTGTAGGTCATGAAT

AAGCACCGGCTAATTACGTGCCAGCAGCCGCGGAAATACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGCGTAA

AGGGCATGTAGGCGGTCTGTCAAGCCAGGCGTGAAAGCCAGGGGCTCAACCCCTGAACTGCGCTTGGAACTGGCGG

ACTGGAGTCTCTGAGGGGGAACCGGAATTCCTGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCGATGG

CGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15056;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTAAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCATGACGGCGGC

CCTATGGGATGTAAACTGCTTTTATAAGGGGATAAAGTGAGTATCGTGAGACTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTTAAATGTAGGCGCTCAACGTCTGCACTGCAACGCGAACTGGGTTCCTTGA

GTACTAACAAAGTGTGCGGAATGCGTTGTGTAGCGGTGTAATGCTTATATATCACGAAGAACTCCGATTGCGAAGAC

AGCTCACTGGAGCGCAACTGACGCTGAAGCTAGAAAGTGCGGGTATCGAACAAGATTAGATACCCTTGTA 

>OTU15054;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTTTAAACTTCTTTTGTCCGAGGGTAAAAAAGGTCACGTGTGACTTCTTGCAAGTATCGGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTGGGTGGTTTGTTAAGTATGTGGTGAAAGCTGGAGGTTCAACCGTACAAAGCCATGAAGACTGGCGAACTTGA
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GTGCAAACGAGGTAGGCGGAATGTGATGTGTAGCGGTGAAATGCTTAGATATGTCACAGAACCCCGATTGCGAAGG

CAGCTTACCAGCATGCTACTGACACTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15057;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGGTAGTGAAGTAAGATAGAGGTCGTAACTGGCCCTTCTTTGACTGTAATTACTTAGA

AAGTCACTGCTAACTACGTGCCCGCCGCCGCTGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCAGCAGAAACTGTTGAAC

TTGAGTGCAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAAATACCCTGGTA 

>OTU15058;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAGGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTTTTACCAGGGAAGAAGAAAGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCAAGCAGCCGCGGTAATACATAGGTGGCAAGCGTTGTCCGGCTTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAG

ACAGGTCAGATGTGAAATACCGGTGCTCAACCCCGGATCTGCATTTGAAACCGTTTTTCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15060;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGGACGAAGAAGGT

TTTCGGATTGTAAACCTCTATCAGAAAGGACGATAATGACGGTACTTTAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCA

AGTTAGGAGTGAAAACTATGGGCTCAACCCATAAACTGCATTTAAAACTGTAGCTCTTGAGTATCGTAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTATT

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15059;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0423); 

CCTTTCTTCCTCCTTTATTCCTCTTTGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGCCCT

ACGGGTTGTAAACTGCTTTTATGAAGGAATAATGAGGGCCACGCGTGGCTCTTTGCATGTACTTCATGAATAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCCGCCCCGTAAGCGTGTTGGGAAAAGCCGTGGCTCAACCATGGTCGTGCAGCGCGAACTGCGGGGCTTGAGT
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GTGCGGAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATAGCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGTAGCATTACTGACGCTGAAGTTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15061;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCTAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGGGATGTGAAATACTCGGGCTCAACTTGGGTGCTGCATTCCAAGCTGAAAGTCTAAAGTACAGGGGGAGAAGGC

GGAATTCCTTGTGTTGCGGTGAAATGCGTAGGAATTAGGAAAAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGGCGCTGAGGCTCGGAAGCGTGGGGGGCAAGAAGGATTAGGTACCCTGGTA 

>OTU15063;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGTATCAACCGAGGAATTACATCAGAAACTGTTAAA

CTTACGTGCAGAAGAGGGGAGTGGAACACCATGAGTAGCGGTGGAATGCGTAGATATATGGATGGACACCAGTGG

CGAAGGCGGCTCTCTGGTATGCAACTAACGCTAAGGCTCGAAAGCATGAGTAGCGAACAGGATTAAATACCCTGGTA 

>OTU15062;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8897),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTTGTTGGAGAAGAACGTGCGTGCGAGTAACTGTTCACGCACTGACGGTATCCACCCAG

CAAGTCCCGGCTAACTACGTGCCAGCCGCCGCGGTTATAGGTATGTGGCAAGGCTAATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCAGATGTGAAAGCCTTCGGCTTAACCCAAGAAGTGCATCTGAAACTGTGTAA

CTTGAGTACAGGAGAGGACAGTGGAGCTCCGTGTGTAGCGGTGTAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTGTCTGGACGGCAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15064;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.5632),g:Coprococcus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGGATGGAAAATTCTATCAACATGGAAGTTAATGACGGTACCTGACTAAGAAGCCACGGATAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCA

AGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGATTGCTTTTGAAACTGCCAGGCTTGATTTCAGGAGAGGTAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACTCCAGTGGCGAAGGCGGCTCTCTGGTCTGCAA

CTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15065;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0710),g:Paraprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGAAATATTGGTCAATGGGCGAGAGGCTGAACCAGCCAAGTAGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGATTGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCGTGGCATGCCGTTGATACTGGCGGCCTTGA

GTTCACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACAGATTGCGAAGG

GAGCTCAACGCAGCATTCCTGCCGGTGGAGCTCGCAAGTTCGGGTAGCCAGCAGGATTAGATACCCTGGTA 

>OTU15066;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGCGGGAATAACGTCACCCACGCGTGACTGATTGCATGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGGCTTTTAAGCGTGATGTGAAATGTAGAGGCTCAACAACGGAACTGCGGCGCGAACTGGAGGGCTTG

AGTGCGTACGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGGCGAGAGTGCAACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9846),o:Clostridiales(0.9889),f:Rumi

nococcaceae(0.9873),g:Faecalibacterium(0.9705); 

AGGGAGGCCGCAGTGGGGAATCTTGCACAATGGGGGAAACCCTGATGCAGCTACGCCGCGTGGAGGAAGAAGGTC

TTCGGATTGTCAACTCCTGTTGTTGAGGAAGATAATGACGGTACTCAACAAGGAAGTGACGGCTAACTACGTGCCAG

CAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGGCAA

GTTGGAAGTGAAATCCATGGGCTCAACCCATGAACTGCTTTCAAAACTGTTTTTCTTGAGTAGTGCAGAGGTAGGCG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15070;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCACGTAGCGTGCAGGATGACGGC

CCTATGGTTTGTAAACTGCTTTTACGCGGGGATAAAGTGTGGTATGCGTCCCATATTGCAGGTACCGCAAGAAACAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTACTACGGAAGGACCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGTAGATAAGCGTGATGTGAAAAGTCGTGGCTCAACCTCGGCCTTGCAGCGCGAACTGTTATTCTTG
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AGTACGCGGGAGGTAGGCGGAATTCCTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCCGTAGCGCGACTGACGCTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15068;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0110); 

ATGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGCTAAGAGGCCACGCGTGGCAAGATGAGCGTACCCGCAGCAAACGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTTATTCGGAGGATGCTAGCGTTATCCGGATTTAGTGGGTTTAAAGGGT

GCGCAGGCGGTTCATCAAGTCAGAGGTAAAAATTCGGGGCTCAACCCCGACCTGCCGTTGAAACTGGCGAGCTGGA

GAGCGAAAGAGGAATGAGGAATGCGAGGTGTAGCGGTGAAATGCATAGAGATCGCGCAGAACTCCGATTGCGAAG

GCAGCGATCAATGTCGTAACTGACGCTCAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15069;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTTGGGAATATTGGACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTTACA

GCAGACGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTCTTAA

GTGGGATGTGAAATACCCGGGCCTAACCTGGGTTCTGCATTCCAAACTGGGAATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGTCGACTGTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15071;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Clostridium_IV(0.0066); 

ACGGAAGGCAGCAGTGGGGGATATTGGTCAATGGAGGAAACTCTGAACCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTGACAGGGACGATACAAGACGGTACCTGTCGAGAAAGCCACGGCTGACGGCGTGCC

AGCAGCCGCGTTCATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGCAGACA

AGTCAGATGTGAAATCTATGTGCTCAACGCATAGGCTGCGTCGGAAACTGTATGGCTTGAGTGTCGGAGAGGTAGAT

GGAATTCCCGGTGTAGCGATGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGATCTACTGGACGACA

ACTGACGCTGATACACGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU15074;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Porphyromonadaceae"(0.2524),g:Parabacteroides(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGAGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

CCTATGGATTGTAAACTTTTTTTATGGGGGAATAAAGTGCGGTATGCGCCCTGTTTTGTATGTACCTCATGAATCAGCA

TCGGCTAATCCCGTGCCAGCAGCCGCGGTTATACGGAGTAAGCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGTG

CGTAGGTGGCCTTTTAAGTCAGAGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCTTTGAAACTGGAGATCTTGAGT
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ATGTGTGGGGAAAGAGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAAGGCA

GCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGATAGTTAGAGGTCGTAACTAGCCTTTATTTGACGGTAATTACTTAG

CAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGAGAGTGCAGGCGGTTTAATAAGTCTGATGTGAAAGCCCTCGGCTCAACCGGGGAATTGCATCAGAAACTGTTGAA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACGGGATTAGATACCCTGGTA 

>OTU15073;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTTGGAGTCGTGACTCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAAGGCTGGGCTTAACCCCAGGACTGCATTGGAAACTGTAGATCTTGAG

TGCCGGAGAGGTAAGCGGAATTCCTAGTGTGGCGGTGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15075;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1291),g:Saccharofermentans(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGCGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTTGACAGGGACGATAATGACGGTACCTGTCGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGGGAGCAA

GTCAGATGTGAAAGCTGTCGGCTTAACTGACAGACTGCGTCTGAAACTGTTCTTCTCGAGAGTCGGAGGGGTAATTG

GAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGATTACTGGACGACA

ACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15077;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1679),g:Butyricicoccus(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTTTTATCAAGGACGAAGAAGTGACGGTACTTGATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGAGAAGC

AAGTCAGAAGTGAAATCCATGGGCGTAACCCATGAACTGCTTTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAGG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15076;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7497),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGAGTAGGCGGATTGGCAAGTTGGGAGTGAAATGTCGGGGCTTAACCCCGGAACTGCTTCCAAAACTGTTGA

TCTTGAGTGATGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCTACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15079;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGCAGGGAAGAAAGATAGAGGTAGTAACTGGCATTTATTTGATGGTAATTACTGA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGAGGTGTCCGGATTTATTGGGCGT

AAAGGGAGTGCAGGCGGTGCAATAAGTCTGATGTGAAATCCTTCGGCTCAACCTGGGAATTGCATCAGAAACTGTAG

AACTGGAGTGCAGAAGAGGAGAGTGGAACTCCTTGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACCGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15080;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.53

95),f:Spirochaetaceae(0.3544),g:Treponema(0.0808); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGATGGAGCGACGCCGCGTGGATGATGAAGGC

CGGAAGGTTGTAAAATCCTTTTAAGTATGATGAATAAGCAGTTTGAGAGAAACGCATTGTGGGCTCTGTACTACTTGA

ATAAGCAACGGATAATTACGTGCCAGCAGCCGCTGTAACATGTAAGTTGTGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGTTTGATGTGAAATGCCGGAGCTTAACTCCGGAACTGCGTTGAGAACTGCATA

ACTAGAGTCACTGAGAGGCGATCAGAATTCCAGGTGTAGAGGTGAAATCTGTAGATATCTGGAAGAATACCAATGGC

GAAGGCAGGTTACCAGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Clostridium_III(0.0230); 

ACGGAAGGCAGCAGTGGGGAATACTGGGCAATGGGGGAGACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACATGGAGAAAAAGCAACGGCTAACTACGT
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GCCAGCAGCCGCGGTAATTCGGAGGTAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCT

GGAAGTCAGATGTGAAATTCCGGGGCTCAACCCCGGAACTGCATTTGAAACTATAGCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15081;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGTTAGAGGTAGTAACTAGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGTTTTATTGGGCGTAA

AGAGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGGAACTGTTGAA

CTTGAGTGCAGAAGAAGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15083;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGGGAAGAAGGTTAGAGGTAGTAACTGGGCTTTCTCTGACGGTAATCAACCA

GAAAGTCACGTCTAACTACGTGCCCGCAGCCGCGGTAATACGTCGGGGGCAAGCGTGGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAGAATAAGTCTGATGTGAAAGCCCCGGGCTTAACCGAGGAACTGCATCGGAAACTGGTA

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Lach

nospiraceae(0.7068),g:Blautia(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGGCAA

GTCTGATGTGAAGGGCGGGGGCTTAACCCCCGGACTGCATTGGAAACTGCCTAGCTAGAGTGCCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGCA

ACTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15084;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGGTCGTAAAGCTCTGTTGTTGGAGAAGAATGTGCGTGAGAGTATCTGTTCACGCAGTTACGGTATCAGACCA
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GAAAGTCACGGCTCACTACGTGCCAGCAGCCGCGGTAATATGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCATAGGTCTGATGTGAAAGGCTGGGGCTTAACCGAGGAAGTGCATCGGGAACCGGG

CGACTTGAGTGCAGAGGAGGACAGTGGAACTCGATGTGTAGCGGTGAAATGCGTAGATATGTGGAAGAACACCGAT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15085;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGTGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAATGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGGCTGATGTGAAAGCCTTCGGATAAACCGAAGAGGGGCATCGGAAAGAGGG

GGACTGGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAAGGCGTAGATATATGGAAGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGAAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU15087;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGGCGGGGGATAAAGTGCGGGACGTGTCCCGTATTGCAGGTACCCGTCGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGCCTTTTAAGTCAGAGGTGAAATGTTGGGGCTCAACGATAAAATTGCAGTGGAAACTGGAGGGCTT

GAGTATGTGTGGGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCTGGCGAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15086;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1291),g:Sporobacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGA

TTTCGGGTTGTAAACTTCTATTACCAGGGACGAAGGACGTGACGGTACATTGAGAAAAAGCAACGGCTAACTACGCG

CCAGCAGCCGCGGTACTACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGGGTGTAGGCGGAGATG

CAAGTCGGGAGTGAAATCCCTGGGCTTAACCCATGAACTGCTTTTGAAACTGTATCCCTGGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGG

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15088;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Pept

ostreptococcaceae(0.1485),g:Clostridium_XI(0.0326); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGCCTGTTAA

GTCAGCGGTGAAATATCCTCGCTCAACGAGGAGACTGCCGTTGATACTGGTGGGCTTGAATGCGGATGCCGTTGGAG

GAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACACAGAACACCGATTGCGAAGGCATCTCACGAATCCGTTAT

TGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15091;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCGGCTACGTGTAGCCGTTTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGGAGGTCAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAGTTGCGTCGCGAACTGGCTTTCTT

GAGTGAGTACGATGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCGACAAGTCCTTTACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15089;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Negativicutes(0.2902),o:Selenomonadales(0.12

49),f:Veillonellaceae(0.0457),g:Anaerovibrio(0.0110); 

ACGGAAGGCAGCAGTGGGGAATCTTCTGCAATGGGCGAAAGCCCGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCGGGGACGAGAGAGCGCCTCAGGAAATGGGGGCGCCAGGACGGTACCCGGCG

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCG

TAAAGGGCGTGTAGGCGGCTTTTTAAGTCTGAAGTGAAAGTCCTGCTTTCAAGGTTGGAATTGCTTTGGAGACTGGA

AGGCTTGAGTGCGGAAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCAAA

GGCGAAGGCAGTCTCCTGGGCAAATACTGACGCTCATATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Ethanoligenens(0.0326); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCCGATGCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTTTTTAGTGACGAAAAAAACGACGGTAGCTAAAGGGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGGACTG

CAAGTTGGATGTGAAATACCGAGGCTTAACCGCGGAACTGCATCGAAAACTGTGGTTCTTGAGTGGAGTAGAGGTA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCT

CTAACTGACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15092;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGTGGTACGTGTAACGTTTTGTATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGCTTAAGCGTGTTGTGAAATGTAGCCGCTCAACGTCTGCACTGCAGCGCGAACTGGTGTCCTTGA

GTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCCACTGGTGCGTTACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15093;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGAATAAAGTGAGGGACGTGTCCCTTTTTGTAGGTACCACATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAACGGGA

GCGTAGGCGGCTTGGTAAGTCAGCGGTGAAATTCCAGGGCTCAACATTGGCCGTGCCGTGGAGACTGCTGGGCTGG

AATGCGGAGGCCGTGGGAGGAATGGGTGGTGGAGCGGGGAAATGCAGAGATATCACACAGAACACCGATTGAGAA

GGCATCTCACGAATCCGCAATTGACGTTGAGGCAAGAAAGGGGGGGGAGCAAACAGGATGAGATACCCTGTA 

>OTU15095;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGAAGGAGGACGGT

CTTCGGATTGTAAACTTCTATTCTTAGTGAAGATAATGACGGTAGCTAAGGAGCCAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGATACCAAG

TCAGTAGTGAAATCTATGGGCTCAACCCATAAACTGCTATTGAAACTGGCATTCTTGAGTGGAGTAGAGGTAAGCGG

AATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTCTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15096;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.8605); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAGGAAGGG

TTTCGGCTCGTAAAGCTATGTTGGTAGTGAAGTAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAACAGCCGCGGTATTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCGCAACCGGAGAATTGCACCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGATAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACGCCTGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACTCTGGTA 

>OTU15097;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0181); 
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ACGGAAGGCAGCAGTGGGGGATATTGCGCATGGGGGGAACCCTGAGGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATCGTAAACTTCTGTCTTCAGGGACGAATAATGACGGTACCTGAGGAGTACGCCACGTCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGCTTTACTGGGCGTAAAGGGAGCGTAGGCTGATTGTTAA

GTGAGATGTGAAATACTCGGGCTTAACCTGAGTGCTGCATTCCAAACTGGAAGTCTAGAGTGCAGGAGAGGCGAAG

CGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCTGCTTACTGGACTGTA

ACTGACGTTGATGCTCGAAAGCGTGGTGAGCCACCAGGATTAGATACCCTGGTA 

>OTU15099;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGATTGAAGAAGGT

CTTCGGATTGTAAAAATCTGTTATCAGGGACGAAGAAGTGACGGTACCTGATGAATAAGCTCCGGCTAATTCCGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGGAGATT

AAGCGTGTTGTGAAATGTAGACGCCTCACCTTTGCACTGCAGCGCGAAATTGTTTCCCTGAGTACGGAAAAAGTGGG

CGGAATTCCTTGTGGAGCGGTGAAATGCTTTGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTACCGTAGCGTT

ACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15100;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1098),g:Paraprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCGTTTGATTGGGAACAAAGAGCGCCACGTGTTGTGCGTTGCGTGTACCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGAAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCGTGGCATGCCGTGGATAATGGTGGACTTGA

GTTCACAAAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTTCTGGGGTGTGACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15098;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Roseburia(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCGATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGATTGTAAACTTCTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATGAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTGCGGCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGTCATACTAGAGTGTCGGAGTGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTCA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15101;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Betaproteobacteria(0.9726),o:Burkholder

iales(0.8955),f:Comamonadaceae(0.8146),g:Polaromonas(0.5720); 
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GTGTCAGCCGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT

ATGTAAGACAGTTGTGAAGTCCCCTGGCTCAACCTGGGAACCGCATCTGTGACTGCATAGCTAGAGTACGGTAGAGG

GGGATGGAATTCTGCGTGTAGCAGTGAAATGCGTAGATATGCGGAGGAACACCGATGGCGAAGGCAATCCCCTGGA

CCTGTACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGAT

GTCAACTGGTTGTTGGGTGCATTAGTACTCAGTAACGAAGCTAACGCGTGAAGTTGACCGCCTGGGGAGTACGGCCG

CAAGGTTGAAACTCAAAGGAATTGGCGGGG 

>OTU15102;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6730),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCACGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGTAGACGGGACGGCAAGTCAGAAGTGAAAGGCTGCGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAA

CCTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAG

CGAAGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15103;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XIII(0.0904),g:Anaerovorax(0.0181); 

CCGGGAGGCAGCAGTGGTTCCTCTTTCCCCCTTTTCTCCCGCCTGATGCAGCAACGCCGCGTGAACGAAGAAGGCTCT

TGGGTCGTAAAGTTCTGTTCTGAGGGAAGAAGAAAGTGACGGTACCTCAGGAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGTACGTAGGCGGTTCGGTA

AGCGAAAGGTGAAAGGCATCGGCTCAACCAGTGTCAGCCTTTCGAACTGTCGGACTTGAGTGCAGGAGGGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTATA

ACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15094;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGTCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTGGTGAAATGCAGGCGCCCAACGTCTGCAGTGCAGCGCGAACTGCGCAGCT

GGAATGCGCGCAACGTGGGAGGAATGCGCAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAATTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15104;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Rumi

nococcaceae(0.9015),g:Faecalibacterium(0.5239); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCAGCGTGGAGGAAGAAGGT

CTTCGGATTGTTAACTCCTATTGTTCAGGAAGATAATGACGGGACTCAACACGGAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAAGACA

AGTTGGAAGTGAAATCCATGGGCTCAACCCCTGAACTGCTTTGAGAACTGTTTTTCTGGAGTAGGGCAGATGTAGGC

GGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCGGTTGCGAAGGCGGCCTACTGGGCACCA

ACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15105;tax=d:Bacteria(1.0000),p:"Acidobacteria"(0.9835),c:Holophagae(0.9711),o:Holophagales(0.873

7),f:Holophagaceae(0.7787),g:Holophaga(0.0904); 

GTGCCAGCCGCCGCGGTAATACAGAGGGGGCAAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGT

GTCTTAAGTGAGATGTGTAATCCCCGAGCTTAACTTGGGAACTGCATCTCAGACTGGGGCGCTAGAGTGCTGGAGCG

GGTGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAACACCAGTGGCGAAGGCGGCCACCTG

GACAGTAACTGACGCTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAAC

GATGAACACTTGGTGTGGTGGGAGTTGACCCCCGCCGTGCCGTAGCTAACGCGATAAGTGTTCCGCCTGGGGAGTAC

GGTCGCAAGGCTGAAACTCAAAGGAATTGGCGGGG 

>OTU15106;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Intestinimonas(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGAATGGGAACAAAGAGCGCCACGTGTGGTGCGTTGCGTGTGCCTTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGC

GTGTAGGCGGAGGAGCAAGTCAGATGTGAAATCCATGGGCTTAACCCATGAACTGCATTTGAAACTGTTCCCCTTGA

GTATCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAG

GCGGCCTGCTGGGCTTTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15108;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTTGGGGACAAAGTGCGCCACGTGTGGTGCGTTGCATGTACCCTTCGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTAGGGTAAGCGTGTTGTGAAATGCCGTCGCTCAACCACGGCACTGCAGCGCGAACTGCCGTACTTGA

GTGCGCGCGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAGG

CAGCCTACGGGAGCGGAACTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15110;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:Flavobacteriia(0.9180),o:"Flavobacteriales

"(0.8303),f:Cryomorphaceae(0.5273),g:Fluviicola(0.0904); 



8377 

 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGCAGGCGGAT

GTATAAGTCAGTGGTGAAAGCCTACAGCTTAACTGTAGAACTGCCATTGATACTGTACGTCTTGAATTCGGTCGAAGT

GGGCGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATTACACAGAACACCGATAGCGAAGGCAGCTCACTAGGC

CTGAATTGACGCTCATGGACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACTATC

AATACTCGTTTTCGGCGATATACAGTCGGAGACTAAGCGAAAGTGATAAGTATTGCACCTGGGGAGTACGATCGCAA

GGTTGAAACTCAAAGGAATTGGCGGGG 

>OTU15107;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGGCCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCTGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTTGA

TAAGTCAGATGTGAAATGTATGGGCTCAACCCATGCACTGCATTTGAAACTATTGAGCTTGAGTGAAGTAGAGGTAG

GCGGAATGCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.1679),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGT

CTTCGGATTGTAAAGCTCTGTCTTTGGGGTCGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAAACTATGGGCTCAACTCCTAAACTGCATTTGAAACTGACCCCCTTGAGTATCGGAGAGGCAGGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pept

ococcaceae_1(0.2184),g:Peptococcus(0.0615); 

ATGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGGGTATAGTAACTGATAGTCTGAGGACGGTAGACAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTGTCCGGAATCACTGGGCGT

AAAGGGCGCGTAGGCGGTCGGTTAAGTCTGATGTGAAATGTAAGGGCTCAACCCATAACGTGCATCGGAGACTGGG

CGACTTGAGTGCGGAAGAGGCAAGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGACTTGCTGGGCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15112;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0252),g:Tangfeifania(0.0076); 



8378 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTAAGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGCCACGTGCTGACCCGATGAGAGTACACAGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGGTAAGTCAGAGGTGAAAGGTCTGGGCTCAACGCGGGAACTGCCTTGGATACTGTCGTGCTG

GAGTGCGGGAGCGGTAGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACACCGATTGCGA

AGGCATCTGACGAAACCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCCGGTA 

>OTU15114;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGAGGACGGT

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAACGTGTGGGACGTGTCCCATATTGCAGGTACCGCATGAATAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGGTGGTAAGTCAGCGGTCAAATTGCCGGGCGCAACGCGGTCAGGCCGTTGATACTGCCGTTCTCG

AGTGCACGCGAGGAAGATGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGTCTCCTAGGGTGCGATTGACGCTGAGGCACGAAAGTGTGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU15116;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGGGGTAGTAACTGGCCTTTATTTTACGGTAAGTACTAAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTACGGATTTATTGGGCGTA

AAGCGAGGGCAGGCGGTTAAATAAGTCTGATGTGAAAGTCTTCGGCTTAACCGGAGAATTACATCAGAAACTGTTGA

ACTTGAGTGCAGACGAGAAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15113;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Coprococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGCGGGACGAAGGC

CCTCGGGTTGTAAACCGCTCTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCCGAGCA

AGTCAGAAGTGAAAACCCAGGGCTCAACTCTGGGATTGCTTTTGAAACTGTCCGGCTAGATTTCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGAC

AATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15117;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 



8379 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCGTTTGTACGGGAATAACGTTGTGCTCGTGAGCGTAAGTGCATGTACCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGGATCAAGTCAGCTGTGAAATGTAGATGCTCAACATCTGCACTGCAGTTGAAACTGGTTCCCTTG

AGTGCGTAAGAGGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAG

GCAGCTTGCCGGGCCGCGACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15115;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2039),f:Euba

cteriaceae(0.0560),g:Alkalibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTAAGGGACGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCTGATA

AGAGTGAAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGCAGACTGTCGGGCTTGAGTGCGGAAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTGGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCGT

AACTGACGCTGAGGCGCGAAAGCGTGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15119;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.5273),g:Coprococcus(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAATTA

TCTCGGTATGTAAACTTCCATCAGCAGGGAAGTTAATGTCGGTACCCGACTAAGAATCCACGGCCAACTACGTTCCAG

CACCCCCGGCAATATGCAGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCAAG

TCAGAAGTGAAAGCCCGGGGCTCAACCGCGGGATGGCTTTTGAAACTGTCCTGCTTGATTTCAGGAGAGGTAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCGGTGGCGAAGGCGGCTTACTGGACTGACA

ATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15118;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGAACCTGGAGAAAAAGCAAAGGCTAACTACGTA

CAAGCAGCCGCGGAAATACGTAGGTTCAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTTGGGAGTGAAATCCATGGGCTCAACCCATGAACTGCTCTGAAAACTGTATCCCTTAAGTATCGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACTT

TAACTGACGCTGAGGTTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15122;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6350),g:Prevotella(0.2607); 



8380 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTCGGTCACGCGTAACTTTTTGCAGGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATCAAGCGTGTTGTGAAATGTAGTGGCTCAACCTCTGAACTGCGGCGCGAACTGGCCTTCTTGA

GTAAGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCCACGAGGGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15120;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pept

ococcaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTAATCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTAAT

TAAGTTAGATGTGAAATACCCGGGCGTAACTTGGGGGGGGCATCTTATAATGGTAAACTAGAGGACAGGGGAGGAA

AAGGGAACTCCTAGGGGAGCGGGTAAATGCATTGATATTAGGAGGAAAATCGGTGGCGAAGGCCGGTTTTTTGACT

GACACCTAAGCCTAGGCCTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15121;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0326); 

ACGGAGGCAGCAATGGGGAATATTGCGCAATGGGGGCAACCCTGACGCCGCAACGCCGCGTGCAGGAAGAAGGTC

TTCGGATTGTAAACTGTTGTCGCAAGGGAAGAAGACAGTGACGGTACCTTGTGAGAAAGTCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGACGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGACTGTC

AAGTCAGTCGTGAAATACCGGGGCTTAACCCCGGGGCTGCGATTGAAACTGACAGCCTTGAGTATCGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACGA

CAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15123;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATAGTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGGGTCACGTGTGGGTGTTTGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGCCTTTTAAGCGTGGTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTT

GAGTACACGGAAGGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGAGTGCGAA

GGCAGCTTACCGGAGTGTTACTGACGCTGGAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15127;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0066); 



8381 

 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTCTGTCGGGGAGTAATAGGCGGGACGTGTCCTGCTGTGAGAGTACCCGAAGAAAAAG

CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

TGCGCAGGCGGCGTGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGGGCTGGCGTTGAAACTGGTGTGCTTG

AGTGCGTGCGAGGGAGGCGGGATGCGTTGTGTAGCGGTGAAATGCATAGGTAAGACGCAGAACTCCGAGTGCGAA

GGCAGGTTTCCAGCACGGCACTGGCGCTGAGGCACGAAAGCGGGGGGGTCGAACAGGATTAGGTACCCTGGTA 

>OTU15126;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:Pseudo

monadales(0.8955),f:Pseudomonadaceae(0.8505),g:Pseudomonas(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGAAGAAGGT

CTTCGGATTGTAAAGCACTTTAAGTTGGGAGGAAGGGCAGTTACCTAATACGTAATTGTTTTGACGTTACCGACAGAA

TAAGCACCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGTAGGTGGTTAGTTAAGTTAAAAGTGAAATCCACAGGCTCAACCTGGGAACTGCGTTCAAAACTGACAAA

CTAGAGAATGAAAGAGGATAGTGGAATGTCCTGTGTAGCGGTGAAATGCGTAAATATAGGAAGGAACACCAGTGGC

GAAGGCGACCACCTGGACTAAAACTGACACTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15124;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4224),g:Roseburia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCA

AGTCTGATGTGAAAGCCCGGGGCTCGACCTCGGTACTGCATTGGAAACTGTCGAACTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15128;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales

"(0.0000),f:Flavobacteriaceae(0.0000),g:Psychroflexus(0.0000); 

CCGACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATCATAGTCGCTTTTATACTGTCAAGGCCT

GTGTGACTATTCACGTCCTTCCCCGTACGCCGGGCAATAATGTTTATGTTGGTTTCATGGTCTGGTCTAACTTTACCGC

TACTAAATGCCGCGGATTGGTTTCGCTGAATCAGGTTATTAAAGAGATTATTTGTCTCCAGCCACTTAAGTGAGGTGA

TTTATGTTTGGTGCGATTGCGGGCGGTATTGCTTCTGCTCTTGCTGGTGGCGCCATGTGTGAAGTGTTGGGAGGCGG

TGAAAAAGCCGCCTCCGGTGGCATGCAAGGTGATGTGCTTGCTACCGATAAAAATACAGTAGGCAAAGGGGATGGA

GGTAATAGAACTGCAAATCAAGGCT 

>OTU15125;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Olivibacter(0.0046); 



8382 

 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGGGGAACCCTGACCCAGCCATGCCGCGTGAGGGAAGGAGG

CCCTATGGGCCGTGAACCGCTTTTGCCTGGGGGCAATAACGGCGTCGCGAACGCTCTATGCGGGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAGG

GGTGCGCAGGCGGCGCGTCAAGTCAGGGGTGAAATTCCGGTGCTCAACCCCGGAGGTGCCGTTGATACTGTCGGGC

TGGAGTGCGGACGAGGCAGGCGGAATTCGGTGTGTAGCGGTGAAATGCTTAGATATCACAAGGAACCCCGATTGCG

AAGGCAGCTTGCGGGGGCGGCACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Coprococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTATTAAGGACGAAAGATGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCA

GCAGCAGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGGAGCA

AGTCAGAAGTGAAAGCCCGGGGCTCAACCCCGGGACGGCCTTTGAAACTGCCCTGCTTGATTTCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

TACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15130;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5991),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGGGCA

AGTCTGAAGTGAAAGCCCGGGGCCCAACCCCGGGACTGCTTTGGAAACTGTCTGGCTGGAGTGCAGGAGAGGTAAG

CGGAATTCCTAGCGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15132;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Deflu

viitaleaceae(0.0457),g:Defluviitalea(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGCATGTAAAGTTCTATCAGCAGGGAAGAAGAAATGACGGTATCTGACTAAGAAGCCCCGGCTAACACCGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGAAGTGC

AAGTCAGCGGTGAAATCCCCGCGCTCAACGCATGAGTTGCCGTTGATACTGTTCATCTGGAGTACACTAGCCGTGAG

AGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGGGC

GATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15131;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0326); 



8383 

 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGACAAG

TCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTGGTCTTGAGTATCGGAGAGGTCATCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCTACTGGACGATAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15133;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Bacilli(0.8897),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.0904); 

AAGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTGACTACGTGCCAGCAGCCGCGGTAATAAGTAGGTGGCAAGCGTTGTCCGTATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCCTTTAAGTCTGATGTGACAGCCTTCGGCTTAACCGAATAATTGCATTGGAAACTGTAGGA

CTTGAGTGCAGAAGCGGAGATTGGAACTCCATGTGTAGCGGTGAAATTTGTAGATATATGGAAGAACACCAGTGGC

GAAAGCGGCTCTCTTGTCTGTAACCGTCGCTGAGGTTCGAAAGTGTGGGTAGCCTACAGGCTTAGATACCCTGTTA 

>OTU15135;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8988),c:Spirochaetia(0.7497),o:Spirochaetales(0.46

52),f:Spirochaetaceae(0.2864),g:Treponema(0.0519); 

ACGGGAGGCAGCAGCTAAGAATATTCGGCAATGGGGGAAACCCTGACGGAGCGTCGCCGGGGGGACGATGAAGGC

CGGAGGGTTGTAAAGTCCTTTGATGACTGAGGAGTAGGTGAAGTGAGGGAAACGCTTCGTGGTGACTGTAGGTCGT

GAATACGCAACGGCTAATTACGTGCCAGCAGCTACAGTAACACGTAAGTTGCGAGGGTTGTTCGGAATTATTGGGCG

TAAAGGGTATGTAGGCGGTTCTGCAAGCCTGGTGTGAAATGCCGGGGCTCAACCCCGGAACTGCGTTGGAAACTGC

AGGACTTGAATAGCTGAGGGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCCA

TGGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU15136;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lach

nospiraceae(0.0252),g:Clostridium_XlVa(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGTCGTAAACTTCTTTTGACGCAGAGCAATAAGGATTACGTGTAGTCCGATGAGAGTATGCGTCGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATGCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGC

GCGTAGACGGCCGAGTAAGGTATAGGTGAAAGCCCATCTTTCAAGGATAGAACTGCCTGTAATACTGCCTGGCTTGA

GTGCAGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15137;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Sporobacter(0.0423); 



8384 

 

ACTGTAGGCAGCAGTGGGGAATCTTTTTCCCTTTTTTCCACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGCTTT

TGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGTGCAA

GTCAGAAGTGAAATCCACGGGCTTAACTCGTGAACTGCTTTTGAAACTGTACCCCTTGAGTATCGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15134;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0904),g:Coprococcus(0.0134); 

CGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTAT

CTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTCGGTGGCGAGCGTTGTCCGGAATTATTGGGTTTAAAGGGTGCGTAGGCGGCGCGTCAAG

CCGGTGGTAAAATTGCGGGGCTCAACCCCGTAGAGCCATCGGAACTGGCGTGCTTGAGTGGAGAAGAAGTATGCGG

AATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGCATGCCAGCCGCCGAC

TGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15138;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGT

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCAGGTATGGATACCCGTTTGCATGTACTATATGTATAAGG

ATCGGCTAACTCCTAGCCAGCAGCCGCGGTAATACGGAGGAACCGAGCGTTAACCGGATTTATTGGGTGTAAAGGG

AGCGTAGATGGATGTTTAAGTTAGAAGTGAAAGTTTGCAGCTCAACCGGGGAATTGCAGTTGATACTGGATATCTTG

AGTGAGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTAGGGTACGGATAGCATTTTGTATGTACTATATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATGTCTTGA

GTGCAGTAGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAGACTGCCACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15140;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Flavobacteriia(0.0726),o:"Flavobacteriales

"(0.0473),f:Flavobacteriaceae(0.0113),g:Ornithobacterium(0.0056); 



8385 

 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTACGGCC

CTATGGGCTGTAAACTTCTTTTGACCCGGGGCAATAAGGGCCACGTGTGGTCCTTTGTAGGTATGCTTTGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCGGATTTGCAAGTCTGCGGTGAAAGGCCGGGGCTCAACGCGGAAAGTGCGGTGGATACTGGGAGGCTG

GAATGCGGACGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTAACAAAGCCGTAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15139;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGACGTGTAGGCGGAAGTG

CAAGTCAGAAGTGAAATCCACGGGCTTAACTAGGGAACAGCGTTTGATGCTGTACCCTTTGAGTATCGGAGAGGCAG

GCGGAAATCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCCTGCAGGACG

TCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGACGCTTAAGTCAGTTGGGAAAGGTTGCGGCTCAAACGTAAAATTGCAGTTGATACTGGGTGTCGTG

AGTACAGTAGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATAGCACGAAGAACTCCGAGTGCGAA

GGCAGCCTGCTGGACTGTAACTGACGCGGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGCCTGGTA 

>OTU15145;tax=d:Bacteria(0.5679),p:"Proteobacteria"(0.1310),c:Gammaproteobacteria(0.0425),o:Altero

monadales(0.0291),f:Shewanellaceae(0.0073),g:Shewanella(0.0039); 

ACGGAAGGCAGCAGCCGCGGTAATACGAGGGGCCCGAGCGTTAATCAGAATCACTGGGCTTAAAGCGTACGCAGGC

GGTCCAGCAAGCGTCTTGTGAAATCCCTCGGCTCAACCGGGGAAGTGCAGGGCGAACTGCTGGACTTGAAGCAGGT

ATGGGCTGATGGAACCATGAGTGGAGCGGTGAAATGCGTAGATATTCATGGGAACGCCGATGGGGAAGCCGATCA

GCTGGGCCTGTCTTGATGCTCAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15142;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Erysipelotrichia(0.9784),o:Erysipelotrichales(0.9

707),f:Erysipelotrichaceae(0.9573),g:Turicibacter(0.9743); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCAGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT



8386 

 

AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGT

CAACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGTGGTGAAATGCGTAGAGATATTGAGGAACACCAGT

GGCGACGGCGGCTTCCTGCTCTGCAACCGAGACTGAGGCGCGAAAGCCTGGGGAGCACACAGGATTAGATACCCTG

GTA 

>OTU15143;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTAGAAGACCGTACATGGCGAATGATACCCGGCTAACTACGTCCC

GGCAACCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCCTGAACTGCATTTGAAACTGTGCTTCTGGAGTATCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGAGGCGAAGGCGACTTACTGGGCCGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15146;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGCAAGCCGGATGCAGCCATGCCGCGTGTATGATGAAGGC

CTTCGGGTTGGAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCGCATTGACGTTACGCGCAGA

AGAAGCACAGTCTAACTCCGTGCCAGCAGCCGAGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGCACGCAGGCGGTTTGTTAAGTCAGACGTGAAATCCCCGGGCTCAACCTGTGGAATGCCTCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15147;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTTTATGAATCAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGCGGACGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCTCAGAAG

AAGCACCGGCTAACTCCTTTCCAGCAGCCGCGGTAATACGGCTGGTGCAAGCGTTAATCGGAATTACTGGTCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAAATGCATCTGATACTGGCAAGC

TTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGAAGCGGTGAAATGCGTAGAGATCTAGAGGAATACCGGTGGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15148;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.4914),g:Ruminococcus(0.1735); 



8387 

 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGGGACC

AAGTCAGGTGTGAAAACTATCGGCTTAACCGGTAGCCTGCACTTGAAACTGGCCCTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCATAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTTT

TACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15149;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Alphaproteobacteria(0.6346),o:Rhodospir

illales(0.2359),f:Rhodospirillaceae(0.1098),g:Dongia(0.0204); 

GTGTCAGCAGCCGCGGTAATACGAAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGCT

ATATTAGTCAGGTGTGAAATCCCAAGGCTCAACCTTGGACGTGCATCTGAAACGGTATAGCTAGAGGCTAAGAGAGG

ATAGCGGAATTACGAGTGTAGAGGTGAAATTCGTAGATATTCGTAAGAACACCAGTGGCGAAGGCGGCTATCTGGC

TTAGATCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCTGTAAACGA

TGAATGCTAGATGTTGGGAAGTAATTCTCAGTGTCGCAGCTAACGCAATAAGCATTCCGCCTGGGGAGTACGGTCGC

AAGATTAAAACTCAAAGGAATTGACGGGG 

>OTU15151;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.0904),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCCCTTTTATAAGGGAATACAGATGCGGTCGCGACCGTTGTTGCATGTACCTTATGAATAAGC

ATCGGCTTACTCCGTTCCAGCCGCCGCGGTAATACGGCGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTTGCTTGTTAAGTCAGCGGGGAAAGTCAGTGGCTCAACCATTGAATTGCCGTTGAAACTGGCGGGCTTGA

GTACGTACGGGGCAGGCGGAGTGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACTCTGGTA 

>OTU15150;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGGAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACTTCAA

GTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTTGAGTGGAGTAGAGGTAAGCG

GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15152;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0808); 



8388 

 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGTT

TTTCGGTTTGTAAAGTTCTTTTATTAGGGACGAAGAAGTCACTGTATTTATTAAATAACCTCCGTCTATCTACGTCCCAG

CACCCGCGGAAATGCAGAGGGACCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAAGCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15154;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.0904),g:Parasporobacterium(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACGTA

AAGTCAGATGTGAAATGCGGAGGCTCAACCTCCGAACTGCATTTGAACCTTACGTTCTTGAGTGGAGTAGAGGCAAG

CGGAATTCCGGGTGTAGCGGTGAAATGCATAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15155;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8267),c:Deltaproteobacteria(0.5963),o:Desulfovib

rionales(0.3319),f:Desulfovibrionaceae(0.1485),g:Desulfovibrio(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCAGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACA

TCTGGAATGCTCTTGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGC

GAAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGTTTTTAAACTTTTTTTATGCGGGGTTAAATTTCGCCACGTTGGGCGTTTTGCAGGTCCCGCATGATTAAGGA

CCGCCTAATTCCGTGCCGGCAGCCGGGGTAATACGGAAGTTCCAGGCGTTATCCGGATTCATGGGGTTTAAAGGGAG

CGTAGGCCGCCTTTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTTGAG

TACACACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACCCCAATTGCGAAGGCA

GCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15156;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Subdoligranulum(0.0181); 



8389 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGTGTGAAGGAAGACGGT

TTTCCGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGGACATC

AAGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAAAACCGGTGGCGAAGGCGGCTTTCTGGACCGT

AACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15157;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Alphaproteobacteria(0.9776),o:Rhizobial

es(0.8412),f:Hyphomicrobiaceae(0.4914),g:Rhodoplanes(0.3043); 

TACGGAAGGCAGCAGTAGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGGGTGATGAAGG

CCCTAGGGTTGTAAAGCCCTTTCGGCGGGGAAGATAATGACGGTACCCGCAGAAGAAGCCCCGGCTAACTTCGTGCC

AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGCTCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGATCTTTA

AGTCAGGGGTGAAATCCCGGAGCTCAACTCCGGAACTGCCTTTGATACTGAGGATCTCGAGTCCGGGAGAGGTGAG

TGGAACTGCGAGTGTAGAGGTGAAATTCGTAGATATTCGCAAGAACACCAGTGGCGAAGGCGGCTCACTGGCCCGG

TACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCC 

>OTU15158;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7497),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTA

AAGGGTGCGTAGTCGGCAAATCAAGTCAGATGTGAAATACCGAGGCTTAACCTCGGAGCTGCATTTGAAACTGAATT

GCTTGAGTGGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGGCTTTTACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15159;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Saccharofermentans(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTAGTCAACAGGGAAGAAGAAAGTGACGGTACCTGTGGAGGAAGCCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGACT

TCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAGTTCTCGAGTGGAGTAGAGGTA

AGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGAC

GATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15162;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Porphyromonadaceae"(0.3884),g:Parabacteroides(0.1299); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGGGGGCTTGAG

TATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAGGC

AGCCTGCCAAGCCATTACTGACGCTGATGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5273),g:Intestinimonas(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAACAAATGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGACGAAGGCGGCTTTCTGGACTGA

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Syntrophococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGGGATGAAGTA

TTTCGGTATGTAAACCTCTATCAGCCGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAATAGCA

AGTCTGAAGTGAAATCATAGGGCTCAACCCTGGAATTGCTTTTGAAACTGTAAGTCTTGAGTGCCGGAGGGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGATTGCTGGACGGCA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15163;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTAGAAAGGAGTAAAGTCGGGTATGCATAGCAGTTCGCAAGTACTATCTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGCTTAAGTCAGCTGTGAAAGCTTGCGGCTCAACCGTGAAATTGCAGTTGATACTGGAGATCTTGA

GTTCAGTTGAGGCATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15165;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9321),o:"Entero

bacteriales"(0.5766),f:Enterobacteriaceae(0.3884),g:Escherichia/Shigella(0.0712); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGTCGCAATCCTGATGCAGCCATTCCTCGTGTATGAAGAAGGCCT

TCGGGCTGTAAAGTACTTTCAGCGGGTAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCATAAG

ACGCACCGGCTAACTCCGTGCTAGCAGCCCCGGTCATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGATTGTTAAGTCAGATGGGAAATCCCCGGGCTCAACCTGGGAACTGCAGCAGAAAATGGCAAG

AATGAGGATCGTAGAGGGGGGGAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGTGG

CGAAGGAGGCACCCTGGACGAAGAATGAAGCTCAGGTGCGAAAGAGTGGGGAGCAAACAGGATTAGATACACTGG

TA 

>OTU15166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTTTGCGCCGTATTGCAAGTACCGTCAGAAAAA

GGCCCGGCTAATTCCGTGCCAGCACCCGCGGTATTACGGAAGGTCCGGGCTTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGTCTGGTAAGTCAGCTGTGAAGACGCGGGGCTCAACTCGGGGCATGCAGTGGGTACTGGCGGAC

TTGAGTGCACGCAGGGATGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCG

AAGGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3544),g:Gemmiger(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGATGAAGAAGTT

TTTCGGATTGTAAACTCCTGTCCGAGGGGACGATAATGACGGTACCCTGGTAGGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGGATTACTGGGTGTAAAGGGAGCGCAGGCGGATTGGCA

AGTTGGGAGTGAAATCTCTGGGCTCAACCCATATATTGCTTTCAAAACTGTCAGTCTTGAGTGGTGGAGAGGTAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACAGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15167;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CTTATGGGTTGTAAACCTCTTTTATATGGGAATAAAGTATTCCACGCGTGGGATATTGTAAGTACCATATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGAAACTGGCAGTCTTGA

GTACGGTAGAGGTGTGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCACACTATACTGAGACTGACACTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15168;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCTTGAAGGATGACTTCC

CTATGGGTTTTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATACGGAT

CTGCCAACTCCGTGCCAGCAGCCTCGGTAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGCGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGGTGGAGGCTCAACGGTAGAATTGCAGTTGATACTGGATATATTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAAGAAGAACTCCGATTGCGAAGGCA

GACTGCTAAGCTGCAACTGACAGTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15169;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTGTATAAGGATAAATTGCAGTATGTGTGCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGTCTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGCAGACTTGCAGTTGATACTGGCAGTCTTGAGT

ACACTAGACGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCA

GCTCACTGGACCGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15170;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.4311),c:Spirochaetia(0.2321),o:Spirochaetales(0.10

15),f:Spirochaetaceae(0.0355),g:Treponema(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAGAAAGTGACGGTACCTAAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTGACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTTTGC

AAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACTTGAGTTACTGAGGTGGAAA

TGGAATTCCAGGTGTAGGGGTGAAATCGGCAGATATCTGGAAGAACACCAATGGCGAAGGCAAGTTTCAAGCAGAT

AACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15172;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.6709),g:Clostridium_XlVa(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCCGCGGGGACGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTACCTACTTGCCA

GCAGCCGCCGTAATACGTAGGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGAAGTGAAAACTCAGGGCTCAACCCGGGGACTGCGTTGGAAACTGATGTGCTAGAGTGTAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15171;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Betaproteobacteria(0.4812),o:Burkholder

iales(0.2359),f:Burkholderiales_incertae_sedis(0.0904),g:Rubrivivax(0.0181); 
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ACGGGAGGCAGCAGTGAGGAATTTTGGTCAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTTTAAACCGCCTTTGTCAGGGACGTAAAGTCGTATTTGAATAACTTACGATGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGCAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCGGGGCTTAACCTGGGAAGCGCATTTGTGACTGGCTG

ACTGGAGTATGTCAGAGGGAGGTGGAATTCGACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGG

CGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCAAGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15175;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Cytophagaceae(0.0000),g:Emticicia(0.0000); 

GTTGGATGAGGCGACGTGGCTTACTATGCTTGGCACGTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCA

TGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGT

AAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCTCTATTAAGCTCATTCAGGCTTC

TGCCGTTGTGGATTTAATAGAGGCCAAAGCGGTCTGG 

>OTU15173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAGCTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGCAAGCTTGA

GTCTCGTAGAGGGGGGTAGAATGCCAGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15174;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Bacilli(0.0726),o:Bacillales(0.0473),f:Bacillaceae

_1(0.0113),g:Bacillus(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGCAGGAAGAAGGC

CTTCGGATTGTAAACCTCTATTCTTGGTGAAGAAAATGACGGTAGCCAAGAAGGAAGCCCCGGCTAACTACGAGCCA

GCAGCCGCGGCAATACGTACGGCGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCAACTAA

GTCTGGAGTGAAAGTCCTGCGTTTAAGGTTGGAATTGCTTTGGGAACTGGATGGCTTGAGTGCAGTAGAGGTGAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAAGAACACCAATGGCGAAGGCAGCTTACTGGGCTGTA

ACTGACGCTAAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTCGGGTTGTAAACTGCTTTTAGTCGGGAATAAAAGGGCGCACGTGTGCGCCGTATTGCAAGTACCGTCCGAAAAA
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GGACCGGCTAATTACGTGGCAGCAGCCGCGGTGATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGTCTAGTAAGTCAGCTGTGAAAACGCGGGGCTCAACTCCGCACCTGCATTTGATACTGCCGGACT

TGAGTGCACGCAGGGATGACGGAATTCATGGTGTAGCGGTGTAATGCTTTGATATCATGAAGAACTCCGATCGCGAA

GGCAGTTGTCCGGAGCGCTACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15178;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCGGGGAAGAAATTGCCGGTACCTGACTAGAACCCCCGGCTAACTCCTGGCCGGC

AGCCGCGGTAATACGAGGTTGGCAAGCTTTGTCCGGAATTACGGGGTGTAAAGGGAGCGTAGGCGGGAAGGCAAG

TTGGAAGTGAAATGTATGGGCTTAACCCATAAACTGCTTTCAAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15180;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:Sphingobacteriaceae(0.0000),g:Mucilaginibacter(0.0000); 

TACAAAACAGGGTCGCCCGCACTCTCGGTATAAGTCCAAGCACCTTTCGCGTTAAGGTACTGAATCTCTTTAGTCGCC

GTAGGCGGAAAACTACCAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTT

TATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCCC

AGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGAGTCATAAGAGGTGTTACCTACAAATGAAGAAAGAAC

ATCAGGGTAACGCTGCATGAAGTAATCACGGTCTTGGG 

>OTU15177;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1740),o:Lactobacillales(0.0547),f:Strept

ococcaceae(0.0149),g:Streptococcus(0.0066); 

ACGGGAGGCAGCAGTAGGGAGTTTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTTGCGGGGGAAAAACGCGCCTTGGAGGAAATGCCAGGGCGCTGATGGTACCCCGCC

AGAAAGTGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCACGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGTGAGCAGGCGGCTCGCTAAGTCCGAGGGGAAAGCGTGGGGCTCAGCCCAATACAGCCTTGGAAACTGGC

GGGCTAGAGTGCGCGAGAGGTCAACGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU15179;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:Pasteur

ellales(0.9063),f:Pasteurellaceae(0.8864),g:Actinobacillus(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGGTGAGGAAGGTGTTTGTTCTAATAGTACAAGCAATTGACGTTAGTCACAGAA

GAAGCACAGGCTCACTCCGTGCCAGCCGCCGCGGTAATACGTCGGGTGCTAGCGTTAATCGGAATAACTGGGCGTAA
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AGGGCACGCAGGCGGTGACTTAAGTGAGATGTTAAAGCGCAGGGCTTAACCTGGGAATTGCAGTTCATACTGGGTG

GCTAGAGTACTTTAGGGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCCGTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15181;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATACTGTTTTGTATGTATCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTAGCGGCTCAACCGTAAAAGTGCGGTGTATACTGGCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15183;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9835),c:Spirochaetia(0.9719),o:Spirochaetales(0.88

46),f:Spirochaetaceae(0.8146),g:Treponema(0.5239); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGACGCCGCGTGGGCGAGGAAGGC

CGGAAGGTTGTAAAGCCCTTTTGCGCGCGAGGAATAAGGGGAGGAGGGAATGCCTTCCCGGTGACTGTAGCGCGCG

AATAAGCGCCGGCTAATTACGTGCGAGCAGCCGCGGTAACACGTAAGGCGCGAGCGGTGTTCGGAATCATTGGGCG

TAAAGGGCGTGTAGGCGGCGCTGTAAGCGTGACGTGAAATCCCGGGGCCCAACCCCGGAACGGCGTTGAGAACTGC

TGGTCTTGAGCTGGTGTGGCGCTGCCGGAATTCCTGGTGTAGGGGTGAAATCGGTAGATATCTGGAAGAACACCGAT

GGCGAAGGCAGGCAGCGAGCGGAAGGCTGACGCTGAGGCGCGAAGGCGCGGGGAGCGAACAGGATTAGATACCC

TGGTA 

>OTU15184;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGTAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCTGATGTGAAACCCCCCGGCTCAACCTGGGAAGTGCATCGGATACTGGCAA

GCTTGAGTCTCGTAGAGGGCGGTAGAATTCCAGGTGTAGCGGTTAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGCCACCTGGACGAAGATTGACGCTTAGGTGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15182;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCCAACCACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATGCCCGGGCTCAACTTGGGTGCTGCGTTCCATACTGGATATCTAGAGTGCAGGAGGGGAGAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTAGCGAAGGCGACTCTCTGGGCTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15186;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

AGGGGAGGAAGAAGGGGGGAAGAGTGGACAAGGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTAATGAAGG

TTTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTATGTGCC

AGCAGCCGTGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCATTCCAAACTGGTGATCTAGAGTGCAGGGGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15185;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCGGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGATGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGACGCGCAAGTCCGATGAGAGTAAAAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGAGTTATCCGGAGTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAATCCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCTGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCG

AAGGCAGCTGGCTAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACAGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGTTTCATTGGGTTTAAAG

GGTGCGTAGGCTGGGCGTCAAGGTAGGAGTGAAAGTCCGGGGCTTAACTCCTGAGCTGCCCTTGAAACTGTCGCGC

TGGAGTGCGGATGATGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15188;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Porphyromonadaceae"(0.1485),g:Butyricimonas(0.0326); 



8397 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGACGGTTTAGCAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTTAGACTTGA

GTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15189;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Deltaproteobacteria(0.2321),o:Desulfuro

monadales(0.0547),f:Desulfuromonadaceae(0.0149),g:Pelobacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAACCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGCGTGCGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTAAGGGGAAAAATGATGCGATGTCGAATAGGCATGGCAAGTGATGGTACCCTTAA

AGCAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGGGGGTGTAAGCCTTGTTCGGAATTACTGGGCG

TAAAGGGCGTGCAGGCGGCCACCGCAAGGTGAAGGGGAAATCCGCGGGCCTAACCCGGGAAGTGCGTTGAAGACT

GCTGGGCTTGAATACGGGAGAGGTTGGGGGAATTCCTGGTGTAGAGGTGAAAGTCGTAGATATCAGGAGGAACACT

CATGGCGAAGGCGACGGTCTGGACCTATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC

CTGGTA 

>OTU15190;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9474),c:Spirochaetia(0.8331),o:Spirochaetales(0.61

38),f:Spirochaetaceae(0.4224),g:Treponema(0.0712); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGCAAGGTTGTAAAATCCTTTTGAACTGGAAGAATAAGCAGTGTAGGTAATGACATTGTGGTGACGGTACAGTTTGA

ATAAGCAACGGCTACTTACGTGCCAGCAGCCGCGGTAACATGTAAGTTGCGATCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTATCTAAGCTTGGTGTGTAATGCAGGTGCTTAACTCCTGGACTACGTTTAGAACTGGATA

ACTAGAGTTACTTAAGTGAAATCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAATACCATTCGC

GAAGGCAGGTTTCAGGCAGATAACTGACGCAGAGGTGCGAAGGTGCTGGGAGCATACAGGATTAGATACCCTGGTA 

>OTU15191;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCTTCGCGCACGTCCGATGAGAGTACCAGGGGAATAA

GCATCGGCTAATTCGGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGTGGTGAAATGTAGGGGCCCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTG

GAGTGCGCATGACGCCGGCGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAA

GGCATCTGGCGAAACCGTAACTGACGCTGAGGCACGAAAGCGCGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15192;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Porphyromonadaceae"(0.4563),g:Parabacteroides(0.1299); 



8398 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTAGGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTGGTATGTACAGTATGAATCAGC

ATCGGCTGACTCCGTGTCAGCAGCCGCCGTAATACGGAGTATGTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTCTTTTAAGTCAGCGGTGAAATTTTGTGGCTCAACCATAGAATTGCCATTGAAACTGGGAGACTTGA

GTATGTTTGGGGTAGGCGGAATGCCTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCAATTGCGAAGG

CAGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15193;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

TAGTTTGACGGTTAATGCTGGTATTGGTGGTTTTCTTCATTGCATTCCGATGGATACATCTGTCAACGCCGCTAATCTG

GTTGTTTCTGATTGTGCTGATATTGCTTTTTATGCCGACCCTAAATTTTTTGCCTGTTTGGTTCGCTTTGAGTCTTCTTCG

GTTCCGACTACCCTCCCGACTGCCTATGATGTTTATCCTTTGGATGGTCGCCATGTTGGTGGTTATTATACCGTCAAGG

ACTGTGTGACTATTGACGTCCTTCCACGTACGCCGGGCAATAATGTTGATGTTGGTGTCAGGGGTTGGGCTAACTATA

CCGCTACTAAATGCCGCGGATTGGCTGCGCTGAAGCAGGTTATTAAAGAGATTATTTGTCTACAGCCACTTAAGGGA

GGTGATTTATGTGTGGTGCTA 

>OTU15194;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Ruminococcus2(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACAGGCAA

GTCTGGAGTGAAAGGCTGGGGCTCAACCCCGGGTCTGCAATGGAAGCTGCCTGTCATGAGTGCCGGAGAGGTAAGC

GGAATTCCGAGTGTAACGGTTAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACAGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15195;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGA

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGAGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGGCTAACTACGTGCCCGCAGCCTCGGTGGTACGTCGGGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGGGGCTTAACCGAAGAAGTGCATTGGAAACTGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15196;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 



8399 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGAGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGTTGAGAGTACCCGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCAGGGGCTCAACGCCTGAGCTGCCCATGATACTGGCGCCCT

TGAGTGCGTATGCCGCCGGCGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAAGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15197;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAAAGCAGCGTGGGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTTGGGGCGTTAATTACGGTACCAAAGGAGGAAGCCACGGCTAACTACGTGTAA

GCAGCCGCGGTAATACGTAGGCGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACCTTTAA

GTGAGATGTGAAATACCCGAGCTCAACTGTAGTGCTGCAGTTCAAACTGGAAGTCTAGAGTATCGGAGAGGTAAGT

GGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACCCCGGTGGCGAAGGCGACTTACTGGACGATA

ACTGACGCTGATGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15199;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGGTAAAAAACGTCACGTGTGGCGTCTTGCAAGTACCGTAAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGTGTTTAAGTCATGTGTGAAAGTTTGAGTCTCAACCTTAAAATTGCAGTTGATACTGTCTACCTTGA

GTTTTGTCAACGTCATTGGAATTCTTAGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAAGGCA

TATCCCTGGAGTACAACTGACTTTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAACGTGCGAGAGTGTAACTGTTCACGCAGTGACGTTACCCAACCAG

AAAGTCCGGGCTAACTACGTGGCAGCAGCCGCGGTACTACGTAGGTGGCAAGCGTTGTCCGGTTTTATTGGGCGTAA

AGCGGGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAAGCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGGAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15202;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.1735); 



8400 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TCTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGGGTGAGAGTAACTGTTCACGCAGTGACGGTAACCAACCA

GAAAGTCACGGTTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGTGGCAAGTGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGGGGAGGTGCGTCGGGAACCGGGC

TACTTGAGTGCAGAAGACGACGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCGAGTCTTCTACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU15198;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1249),f:Euba

cteriaceae(0.0457),g:Alkalibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGGAAGCCTGACCCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGGTTGTAAAGCTCTGTTGTAGATGACGAAGGAGTGACGGCAGTCTACAAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGAGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTTGAA

TAAGTCTGGAGTGAAAGTCCCGGGTTCAAGTTGGGAACTGCTTTGGATACTGTTCAACTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15201;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTTGTAAAGTTCTTTTATTAAGGACGAAAAAGTGACGGTACTTAATGAATAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGGAGGGAGCAAGCGTTGACCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGTTCGGCATTTGAAACTGTTTTGCTTGAGTGAAGCAGAGGGAGG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

TACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15203;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9947),o:Sphingom

onadales(0.9389),f:Erythrobacteraceae(0.7787),g:Erythrobacter(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGCGGGAAACCGTGATCCAGCAATGCCGCGTGAGTGATGAAGGC

CTTAGGGTTGTAAAGCTCTTTTACCAGGGATGATAATGACAGTACCTGGAGAATAAGCTCCGGCTAACTCCGTGCCAG

CAGCCGCGGTAACACGGAGGGAGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGCTATCCAAG

TCAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTGAAACTAGGTAGCTAGAATACTGGAGAGGTGAGTG

GAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGACTCACTGGACAGTTA

TTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGACACCCTGGTA 

>OTU15206;tax=d:Bacteria(1.0000),p:SR1(0.9991),g:SR1_genera_incertae_sedis(0.9910); 



8401 

 

AGGAAGGCAGCAGTGGGGAATCTTGCACAATGGACGAAAGTCTGATGCAGCAATTTCGCGTGAAGGATGAAGCATT

ACGGTGTGTAAACTTCTTTTTTGGCAGAAGACGAATGACGGTATGTCAAGAATAAGAGACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTCTCAAGCGTTACCCGGATTTACTGGGCGTAAAGTGTCCGTAATCTGAATTATAAGTC

TGTCTTCAAAGACCACGACTCAATCGTGGGAAGGGGGTGGATACTGTAATTCTGGAAGTATCTGGGGGTTAGTGGAA

TTTCCGGTGGAGCGGTGAAATGCGTTGATATCGGAAGGAACGCCGAAAGCGAAAGCAGCTAACTACAGAATACTTG

ACGATGAGGGACGACAGTTCGGGTAGCAAACAGGATTAGAACCCTGGTA 

>OTU15205;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0113),g:Acetitomaculum(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGAAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGAGC

CAGCAGCAGCGGCAATACGTAGGATGCAATCGTTATCAGGATTTACTGGGTGTAAAGGGAGCGCAGGTGGGACTTC

AAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTTCATCCAAAACTGTAGGTCTTGAGTACAGTAGAGGGAAG

CGGAATTCCGCGTGTTGCGGTGAAATGCGTAGATATCCGGAGGAACACCAGTTGCGAAGGCGGCTTACTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTCTGGGGAGCAAACAGTATTAGATACCCTGGTA 

>OTU15204;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAAGGGGCGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGACTC

GTCAAGTCAGCGGTAAAAATTCGGGGCTCAACCCCGTCCTGCCGTTGAAACTGCGAGACTGGAGTGCGACAGAGGA

AAGCGGAATGCGAGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGAC

TGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15208;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGAACAATGGGAGAAAGTCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CCTCGGGGCGTAAAGCTCTGTCCTCAAGGAAGTTAATGACGGCACTTGAGGAGGAAGCTCCGGCTAATTACGTGCCA

GCAGCTGTGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GACAGAGGTGAAATGCTACGGCTCAACCGTAGTAAGCCTTTGAAAATGGGGAACTTGGATGCAGGTGAGGAGAGTC

GAATTCCTAATGTAGCGATGAAATGCGTAGATATTAAGAGGAACCCCAGTTGCGAGAGCGGCTCTATAGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGCACAAACAGGATTAGGTACCCTGGTA 

>OTU15210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 



8402 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGAATAAAGTGAGGTACGTGTACTTCTTTGTATGTACCGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAAGTGTAAGCCTGTTGTGAAAGGTTGCGGCTCAACCGTGGAACTGCAGCGCGAACTGTCAGTCTTG

AGTGCGTACGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGACCGTAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.4563),g:Lachnospiracea_incertae_sedis(0.1735); 

AAGGGAGGAAGAAGGGGGGAAGATTGCACAATGGGGGAAACCCTGATGCAGCAACGACGCGTGAGTGAAGAAGT

ATTTCGGCATGTACAACTCTATCAGCAAGGAAGATAATCACGGCACCTGACTAAGAAGCTCCAGCTAAATACGTGACA

GCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGCAA

GTCAGATGTGAAAGACCGGGGCTCAACCCCGGGTCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCAGGC

GGAAGTCCTAGTGTAGCGGTTGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACTGAT

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15211;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GACTTTCCGGCAAACATTATTCATGGCGTCGTGCGTCCGGTTCTAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTTC

GCGCAGGAAACCCTTACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAA

TGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAA

GGCGCTCGTCTTTGGTATGTAGGTGGACAACAATTTGAATTGCAGGGGCTTCGGCCCCTTACTTGAGGAGAAAGTAT

GTCTAAGAGTCAAAATGGCGCCGAGCGTATGCCGCATGAC 

>OTU15213;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCTGCGTGACGGAAGACGGC

CCTATGGTTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACACG

CATCGGCTAACTCCGTGCCAGCAGCCGCCGTAATACGGGGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGACGTGAAATGTCAACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGG

AATGCGGAGGAGGTGGGAGGAATGTGTGGTGTAGAGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGAATCTAACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15209;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGCTTCTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAATTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA
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AGTCAGATGTGAAATCTGTGGGCTTAACCCACAAACTGCATTTGACACTGTTTTGCTTGAGTAAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCAGCCTGCTGGACTTTA

ACTGACACTGAGGCACGGAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15212;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGAAGGCAGCAGTCGGGAATATTGCACAATGGGGGAAACCCCGATGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCTATAGGGAAGAAAAATGACGGTACCTATGGAGGAAGGTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGACCGAGCGTTGTCCGGAATTATTGGGTGTAAAGGGTGCGTAGACGGAAATTTA

AGTTGGTTGTGAAATCCCCGGGCTCAACTTGGGAACTGCAACCAAAACTGAATATCTTGAGTGTAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACTATA

ACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15214;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Prevotellaceae"(0.0149),g:Prevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGGGCAACTCCGATCCAGCCATGCCGCGTGCAGGACTACGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAATAATATGAGCCACGTGAGGCCCTTTGAGTGTATGCGTTGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGAG

CGTAGGCGGGTTTGCAAGCGTGTTGTGAAATGTCGGCGCTCAACCTGTGAAGTGCCGTTGGTACTGTTAGGCTTGAA

TGCGGATGAAGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15217;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTAAGGAATATTGGTCAATGGGCGCTAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTTCGGTACGTATGCTTTTTTGCATGTACTATATGAATAAGGAT

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGTCTGGTAAGCGAGTTGTGAAAGGTCGGGGCTCAACCGGAGAATTGCAGTGGAAACTGTCAGACTTGAG

TGCAGAAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCGCTGTAGTGTAACTGACACTAATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15215;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGTCTGCAA

GTCAGATGTGAAAACTATGGGCTCAACTCATAGCTTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGAGGTAAATG
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GAATTCCCGGTGTAGAGGTGAAATTCGTAGATATCGGGAGGAACGCCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15216;tax=d:Bacteria(0.8319),p:Firmicutes(0.1707),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Rumi

nococcaceae(0.0059),g:Fastidiosipila(0.0035); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGATTGTAAACTTCTGATCTGTGGAAAGAAAAAAATGACGGTACCACAGGAGTAAGCCCCGGCTAACTACGTG

CAAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGGGCGTAGGTGGCGAG

TTAAGTGAAATGTGAAAGACCGGGGGTTAAATCCGGAATTGCATTTCATACTGGATTGCTTGAGGGCAGGAAGGGT

AAGCGGAATTCCTAGTGTAAGGGTAAAATGGGTAAATATTAGGGAGGAAACCAGTGGCGGAAGCGGCTTTCTGGAC

TGTAAATGGCCGTAAGGCTCGGAAGCGTGGGGGGCAAACAGGATTAGGTTCCCCTGGTA 

>OTU15218;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0457),g:Oscillibacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGCAGACGGGCTGTT

AAGTCAGCTGTGAAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGAGTGTGGTTGAGGCAG

GCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15219;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGTCAGAAGTGAAAGCCTGGGGCTCAACCCCGGGACGGCTTTTGAAACTGCCCTGCTTGATTTCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3884),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGTAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGCAGCACGTATACCGTATTGCATGTACCCTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCTGATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGAAAACTGTGGGACTTG
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AGTGCACTGGAAGTAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGAGATGACGAAGAACACCGATTGCGAAG

GCAGCCTGCTGTAGCACATCTGACGTTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15222;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Erysipelotrichia(0.9321),o:Erysipelotrichales(0.8

412),f:Erysipelotrichaceae(0.6709),g:Turicibacter(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAAGC

CTTCGGGTTGTAAAATTCTGTTCTATGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGCCGGTACCTTATGA

GCAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGCGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTAAGTCAGATGTGAAAGCCCGCGGCTGAACCGTAGAGGGTCATTGGAAACTGGT

CGACTTGAGTGCAGAAGAGGGAAGTGGAATTCGATGTGTAGCGGTGAAATGCGTAGAGATAAGGAGGAACACCAG

TGGCGAAGGCGGCTTGCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15221;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Rumi

nococcaceae(0.0457),g:Hydrogenoanaerobacterium(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGCGCAAGCCTGACGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTTTTCTATGTGAAGAAAGAAATGACGGTAGCAAAGGAATAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGTATTG

CAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAATACTGTAGTACTTGAGTGCAGTAGAGGAAA

GCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGGCTG

TAACTGACGCTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15223;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.1740),o:Lactobacillales(0.0781),f:Entero

coccaceae(0.0252),g:Enterococcus(0.0076); 

ACGGGAGGCAGCAGTAAGGAATTTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAACTCTGTTGTAAAGGAAGAATGTCATATATAGGAAATGATATATGAGTGACGGTACTTTACTAG

AAAGTCACGGCTTACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGTGCGCAGGCGGCCTGCTAAGTCTGGAGTGAAAGTCCTGCTTTGAAGGTGGGAATTGCTTTGGATACTGGTAG

GCTGGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTT

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15224;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCAAGCGTCGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGC
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AAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACGAGTTTTGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGGGTAGCGGTGGAATGCGTAGATATTAGGGGGAACATCGGTGGCGAAGGCGGCTTGCTGGACG

ACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15227;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Brevibacteriaceae(0.0000),g:Brevibacterium(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCATCCGGTTTAGGGCACGCCTGCCTGGGCGTCACGCA

TCACGTCGCCCCACATCATACTTCCCTTAAGGGTAGTCGTGGTGATTGGGAGCGGAGATTGGCTTCCCGTGCTTGTTG

TGTGGTTGGTCAAAATAGGAGTCCCCTTCGGTGGACACACGGCTAGTGGTGGTTGTAAAGACCCTTTTCTTCTGCTGT

GTGTTGTGAGCTGCTAGGGAAACCCTCAAAAAAGAACCCAATGTATCGTTCTAGGACGATGCTTCGACCGCGACCCC

AGGTCAGGCGGGACTACCCGCTGAGTTTAAGCATATCAATAAGCGGAGGA 

>OTU15225;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Chitinophagaceae(0.0457),g:Crenotalea(0.0110); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGAT

AAATAAGTCAGTGGTGAAAGCCTGTAGCTTAACTATAGAATTGCCATTGATACTGTTTATCTTGAGTACAGCTGAGGT

GGGCGGAATATGACATGTAGCGGTGAAATGCTTAGATATGTCATAGAACACCGATTGCGAAGGCAGCTCACTAAACT

GTCACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACTATG

ATCACTCGATGTTGGCGATACACTGTCAGCGTCTAAGGGAAACCATTAAGTGATCCACCTGGGGAGTACGGTCGCAA

GACTGAAACTCAAATGAATTGACGGGG 

>OTU15226;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9989),c:Actinobacteria(0.9769),o:Solirubrobacter

ales(0.9606),f:Solirubrobacteraceae(0.7787),g:Solirubrobacter(0.6681); 

TACGGGAGGCAGCAGTGGGGAATCTTGCGCAATGCGCGAAAGCGTGACGCAGCAACGCCGCGTGGGGGACGACGG

CCTTCGGGTTGTAAACCCCTTTCAGTTGGGACGAAGCTTCGCCGGTGAATAGCCGGCTGGAGTGACGGTACCTTCAC

AAGAAGCCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATCATTGGGCG

TAAAGCGCGTGTAGGCGGTTCGGTAAGTCCGCTGTGAAAGTCGGGGGCTCAACCCTCGAAAGCCGGTGGATACTGT

CGGGCTAGAGTACGGAAGAGGCGAGTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCA

ATTGCGAAGGCAGCTCGCTGGGACGTTACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTAGTCC 

>OTU15228;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Deltaproteobacteria(0.9733),o:Desulfovib

rionales(0.9063),f:Desulfovibrionaceae(0.7068),g:Desulfovibrio(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTATCAGAAGGGAAGAAACTAGGGTGCTCTAATCATTATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGTTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGTGTTAATCGGAATCACTGGGCGTA

AAGTGCACGTAGGCTGTTAGGTAAGTCAGGTGTGAAATCCCAGGGCTCAACCGTGGAACTGCCCTTGATACTGCACG
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ACTTGAGTGCGGGAGAAGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGAGATGTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTGTACCGGTATTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15229;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGCGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGTAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTGACCACGTGCCA

GCAGCCGCGGTAATCCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCCATAAATTGATTTCAAAACTGCGGGCCTTGAGTAGTGCAGAGGTAGGTG

GAATTCCCGGTGTAGCGGTGGAATGCGTAGATAACGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCACCA

ACTGACGCTGAGACTCGAAGGCATGGGTAGCAAACAGGATTAGATGCCCTGGTA 

>OTU15230;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCTGTAAGT

CAAGTCAGCGGTGAAAAGTCGGGGCTAAACCTTGAGGGTGCCGTTGAAACTGACATACTAGAATGTGGATGATGCC

GGCGGAATGTGTCAAGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGC

GTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15234;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XVII(0.0000),g:Sulfobacillus(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAGTTGCGCCCGAAGCCATTAGGCCGAGGGCACGTCTGCCTGGGCGTCACGCA

TCGCGTCGCCCCCCGAACGCCGCAAGGCGTCGTGGGGCGGATACTGGCCTCCCGTGCGCCTCGAGCTCGTGGCTGGC

CTAAATGCGAGTCCACGTCGACGGACGTCGCGGCAAGTGGTGGTTGAAACTCAACTCTCTTTGTGTCGCGGCTACAG

CCCGTCGCGCGTCCGGACTCCAGACCCTCTAAGCGCTTAGGCGCTCCGACCGCGACCCCAGGTCAGGCGGGATTACC

CGCTGAGTTTAAGCATATCAATAAGCGGAGGA 

>OTU15233;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGC

CCTAAGGGTTGTAAACCTCTTTTGCCGGGGAGCAAAAGCGCCGTGCGCGGTGCTATGAGAGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCGGTCTGTTAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTG
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AGTGCGGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15231;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0326); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTCCCTGACGAATACGCCACGGCTCACTACGTGCC

AGCCGCCGCGGTAATACGTAGGTGGCACGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGTGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAGCTGCATTTGAAACTACTCGTCTAGAGTATCGGAGAGGCGATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15232;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGAGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAGAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCTACGCCGGCCTGCTGGGCTTT

GCCTGACCCTGCGGCACGAGACCGCGGGTAGCAATCAGGATTAGATACCCTGGTA 

>OTU15235;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Deltaproteobacteria(0.1159),o:Desulfuro

monadales(0.0547),f:Geobacteraceae(0.0149),g:Geopsychrobacter(0.0066); 

ACGGGAGGCAGCAGTAGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGATTGATCAAGCCC

TTCGGGGTGTAAAGATCTGTCAGTAGGGAAGAACAATGACTGTACCTACAGAGGAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTCCGGAATCATTGGGCGTAAAGAGTTCGTAGGTGGCATGTAAA

GTCTGGTGTTAAATACTGGGGCTCAACTTCAGTTCGGCACTGGATACTTGCAAGCTAGAATGCGGTAGAGGTAAAGG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTTAC

TGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15236;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1485),g:Lachnospiracea_incertae_sedis(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGATGCCGCGTGAAGGACGAAGAT

TTTCGGATCGTAAACTTCTATCAGCAAGGAAAAAAGAGGATAGTACTTGACTAAGCAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCAAG
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CGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15238;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9726),o:Desulfovib

rionales(0.8955),f:Desulfovibrionaceae(0.7068),g:Desulfovibrio(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGC

CTTCGGATTGTAAACCTCTTTCAGAAGGGAAGAAACTAGGGGGCCCTAATCATCATCTTACTGACGGTACTTTCAAAG

GAAGCACCGGTTAACCCCGTGCAACCAGCCGCGGTAAAACGGAGGGGGCATGGGTTAATCGGAATCACTGGGCGTA

AAGCGCAGGTAGGCTGTTATGTAAGTCAGGAGTGAAATCCCACGGCTCAACCATGGAACTGCCCTTGATACTGCACG

ACTTGAATGCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15237;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAGGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGAATTATTGGGTGTAAAGG

GTGCGTAGGCGGGACGTAAAGTCAGATGTGAAATGCGGAGGCTCAACCTCCGAACTGCATTTGAAACTTACGTTCTT

GAGTGGAGTAGAGGCAGGCGGAATTCCCCGTGTAGCGGTGAAATGCGTAGAGATGGGGAGGAACACCAGTGGCGA

AGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15239;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0149),g:Ruminococcus(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGAAGTT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGTCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGGTGTCCGGATTTACTGGGTGTAAAGGGTTCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACGCGAGAACTGCATGTGAGACTGTGTTGGTTGAGTGCAGTATAGGCAA

GCGGAATGCCGTGTGTAGCGGTGAAATGCGTAGAGATAGTGAGGAACATCAGTGGCGAATGGGGACTGCTGGGGT

GTAACTTACGCTGAGTCACGAAAGCGTGGGGAGAAAACAGGATTAGATACGCTGGTA 

>OTU15240;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCTGATTTTAAACCTCTTTTTTCGGTGACGTACAAATGACGGTAACCGAGTAGTAATCCACGGCTTACTACTTGCCA

GCAGCTGCGTCAATACGTAGGTCGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGATCGCAGGCGGTATAGCAA

GTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGCGAGCG
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GAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTCTAA

CTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15243;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9856),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAGGACGGG

TTTCGTCTCGTAAAGCTCCGTTGGTGGTGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTACACAACCA

GAAAGTCACGGCTAACTACGTGCAAGCTGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AACCGAGCGCAGGCGGTTGCTTCGGTCTGATGTGAAAGCCTTCGGCATAACCGAAGAACTGCACCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTTGAATGCGTTGATATCTGGAAGAACACCGGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTACATACCCTGG

TA 

>OTU15241;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Porphyromonadaceae"(0.6709),g:Parabacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATAGGGGAATAAAGTGTAGGACGTGTGCTTTTTTGTATGTACCCTATGAATACGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGTCATTTAAGTCAGCAGTGAAATGTCGGGGCTCAACCAGGGAATTGCAGTGGGAACTGGGTTACTTGA

GTGTGTATGAGGTAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTACTGAACCATAACTGACGCTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15242;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGCAGCGTGAAGGATGAAGGT

CCTATGGATTGTAAACTTTTTTTATACGGGAATAAATTGCAGTATGTATACTGTTTTGTATGTACCGTATGAATAAGGC

ACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGAGGCTTAAGTCAGTCGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGACGTCTTGAG

TACAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGC

GGCCTGCTGGACTGTCACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15244;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCGGTATGTTAAGCTCTATCAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCTCCGGCCAACTACGTGCCA

GCAGCCGTGGTAATATGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGAACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGTAAGT
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GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACAGTA

ACTGACGTTGAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3204),g:Ruminococcus2(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAAGCAGCGAAGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGACA

GCAGCCGCGGTAATACGTAGGGGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCCCAACCCGTGGAGTGCATTGGGAACTGTTGATCTGGAGTGCCGGAGGCGTTAG

TGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGATGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15245;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Ruminococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

TTTCGGATTGTAAGTTCCTTTATTCAGGACGAATAAGTGACGGTACTTAATGAATAAGCCCCGCCTAATAACTTGCCA

GCAGCCGCGGCATTACGTGGGGAGCAAGTGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAA

GTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGACG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15248;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Rikenellaceae"(0.0113),g:Alistipes(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCCGGGGGTAATCAGGGCGTCGTGCACGTCCGTTGAGAGTACCAGGGGAATAA

GCACCGGCAACCTCCGGGCCAGCAGCCGCTGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTTTGTCAAGTCAGAGGTGAAATTCCGGGGCTTAACTCCGGGGCTGCCCTTGATACTGTCGGACT

GGAGAGCAGATGCGGCCGGAGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGA

AGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15247;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATTAGTAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCTTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATAGGCAA

GTCTAATGTGAAAACCCGAGGCTCAACCCCGGGATTGCATTGAAAACTGTTTATCTGGAGTGCCGAAGGGGAAAGTG
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GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15251;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Porphyromonadaceae"(0.9108),g:Parabacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGACGCTGAACCAGCCAAGCCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATAGGGGAATAAAGTGGAGGACGTGTCCTTTTTTGTATGTACCCTATGAATAAGCA

TCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTGATTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAGAATTGCCGTTGGAACTGGGTTACTTGGG

TGAGTTTGGGGGAGGCGGAATGCGTGGGGTAGCGGTTAAATGCATAGATATCACGCAGAACTCCGAGTGGGAAGG

CAGCTTACTAAGCCGTAACTGACACTTGAGCACGAAAGCGTGGGGATCAAACAGGATTTGATACCCTGGTA 

>OTU15250;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.9989),c:"Fibrobacteria"(0.9812),o:"Fibrobacterales

"(0.9798),f:"Fibrobacteraceae"(0.9868),g:Fibrobacter(0.9818); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCACGTGTGGGAAGAAGCA

TTTCGGTGTGTAAACCACTGTCGTGAGGGAATAATACGCGGTTTCGGCCGCGGGGGAATGTACCTCGAGAGGAAGC

ACCGGCAAACTTCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGGG

AGCGTAGGCGGATGTTCAAGCGGATTGTACAATCCCGGGGCCCAACCCCGGACCTGCAGTTCGAACTGGATATCTTG

GATAGTTCAGGGGCAGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGAGATCAGGAAGAACACCGATGGCGAA

GGCAGCCTGCTGGGGACTTATCGACGCTGAGGCTCGAAAGCGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15249;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Flavobacteriia(0.2321),o:"Flavobacteriales

"(0.1015),f:Flavobacteriaceae(0.0355),g:Ornithobacterium(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGCCGGAAGGCTGATCCAGCCATGCCGTGTGCGGGAAGACGGC

CCTATGGGTTGTAAACCGCTTTTGTTGGGGAGCAATAAGGTCCACGAGTGGATCGATGAGAGTACCCAGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCTTGTTAAGCGGGAGGTGAAATGCCGGCGCTCAACGTCGGAAGTGCCTCCCGAACTGGTGAGCTA

GAATGACTCTGCCGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCTTAGAGATTACACAGAACACCGATTGCGAA

GGCATCTCACGAAAGGTTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Rikenellaceae"(0.4914),g:Alistipes(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGC

TCTATGAGTCGTAAACTGCTTTTGTACGAGGGTAAACTCGGCCACGTGTACTTGGTTGAAAGTATCCTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCCGTTTGATAAGCTTGTGGTGAAATGCCCGGGCTTAACTCCGGCATTGCATCTAGAACTGTTGGACTAGA
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GAGTAGTTGAGGCAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCGATTGCGAAG

GCAGCTTACCGTACTGTTTCTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15255;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Rumi

nococcaceae(0.0000),g:Faecalibacterium(0.0000); 

ATTCCACTGCACCAACTGAACGGCCTGGAAACCCTGGTCATACTCATGGTGGCGAATACGTCCGCGTTCTTTCAAATC

ACCAGAAGGCGGTTCCTGAATGAATGGGAAGCCTTCAAGAAGGTGATAAGCAGGAGAAACATACGAAGGCGCATAA

CGATACCACTGACCCTCAGCAATCTTAAACTTCTTAGACGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCAC

GCGGCGGCAAGTTGCCATACAAAACAGGGTCGCCAGCAATATCGGGAGAAGTCAAAGCACCTGTAGCGTTAAGGTA

CTGAATCTCTTGAGTCGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCAGGCTCAGGAACAAAG

AAACGCGGCAC 

>OTU15253;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGCATCAGCCACTGCTAACTACCTTCC

CGCAGTCTCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTAGTGAACTGCATTTGAAACTACGCTTCTAGAGTATCGGAGAGGAAATC

GGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGGCGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15254;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAACTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAAATGTTATTCTTGAGTGGAGTAGAGGCAA

GCGGAATGCCGAGGGTAGCGTGGAAAGGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCT

CAAACGGACGCGGAGGCGCGAAAGTGGGGGGAGCAAACAGAATGAGATACCCTGGTA 

>OTU15258;tax=d:Bacteria(0.0058),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Glycomycetaceae(0.0000),g:Glycomyces(0.0000); 

ACGAGCCCGAGCGCGGTCGGTCGCCCTCCAACCTTTGTTACTCGTCAGCAACTCGACATCATCTTCGGTTAAATCCAC

ACCGGCAGAAGCCTGAATGATCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCA

TGATTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACGCTCTTTTAAAATGTCAACAAGAGAA

TCTCTACCATGAACAAAAGGAGACGCATATCTAAACCAGGCCTTGACGAACGTGCCAAGCATAGTAAGCCACTGATC

CTCAGCCAACGAGTCAGTTTTTGACAGAATCGTG 
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>OTU15257;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Dorea(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCTAACTAGAGTATCGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATTCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15256;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pept

ococcaceae_2(0.0149),g:Desulfotomaculum(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGTAGACGGGCA

TGTAAGTCAGATGTGAAATACCGGGGCTCAACTCCGGGGCTGCATTTGAAACTGCAAGTCTTGAGTGCAGGAGAGG

GAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTAGA

CTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15259;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Porphyromonadaceae"(0.2864),g:Parabacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTGTAAGTCAGTTGTGAAAGTTTGTGGCTCAACCATAAAATTGCAGTTGATACTGGCAGTCTTGAGT

ATGTTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCGCCAGGCCATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15261;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGAAGGACGACGGC

CTTATGGGTTGTAAACTGTTTCTATGCGGGGATAAAGTGGGCTACGTGTGGCCTTTTGCAGGTACCGCTTGATTAAGG

ACCGCCTAATACCGCGTCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTAATCCGGATTTATTGGGCTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGATGTGAAAGGCAGTCGCTCAACGTCTGAACTGCAGCGCGAACTGCACAGCTTG

AGTGCGCGCAACGTTAGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATTGCGAAGAACACCGATGGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU15262;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTAACCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGCGGTGGGAGAAGGCGGGGGTTAAACTGGGGAATGGAGCGCGAAATGGCAGACT

TGAGGGCGGAGGAAGTAGGCGGAAATCGGTGTGTAGCGGTGAAATGGTTAGATAAGGAGAAGAACTCCGATTGCG

AAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGGGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGCACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGTTTGATAA

GTTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAACTAGAGAGTAGTTGCGGTAGGCG

GAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15264;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGCTGGGCAAGCGAGCTGTGAAAGTCAGTCGCTCAACTTTTGCACTGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTGGCGAGGGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15263;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Deltaproteobacteria(0.7881),o:Desulfovib

rionales(0.4652),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGGGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAATAAGCATTGTTCTAATCAGCAGTGCCCTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCATGTAGGCTGTACGGCAAGTTGGAGGTGAAAACCCACGGCTGAACCGTGGAACTGCCTTCAAAACGACC

GGACTGGAGTGCGAAGGAGGATAGCGGAATTCCAAGTGTAGGAGTGAAATACGTAGATATCTGGAAAGACATCAGT

GGCGAAGGCGGCTAACTGGCTCGTAACTGGCGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 
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>OTU15265;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTCCCAGGCGAATA

AGCATCGGCTAACTCCGTGCAAGCAGCCGCGGTAATACGGGGGATGCGGGGGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCTGGGGTGAAATGCCGGTGCGCAACGCCTGGGCTGCCGTGGGTACTGTCGCG

CTGGAGTGCGGATGCCGCCGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15266;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTAAGTGCCAGCAGCCGCGGTAATACGTCTGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTGTGATGTGAAAGCCCTCGGCTTAACCGGAGGAGTGCATCGCAAACCGGGA

GACTTGAGTGCAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGT

AGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAAGATTAGATACCCTG

GTA 

>OTU15268;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Epsilonproteobacteria(0.9762),o:Campylo

bacterales(0.8737),f:Helicobacteraceae(0.7787),g:Sulfurovum(0.6681); 

GTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGCGCGCGCAGGCGGTC

TTTTAAGTTGGATGTGAAAGCCTACGGCTTAACCGTAGAACTGCATCCAAAACTATTAGACTAGAGTGTGGGAGAGG

AAGATGGAATTAGTTGTGTAGGGGTAAAATCCGTAGAGATAACTAGGAATACCAAAAGCGAAGGCAATCTTCTGGA

ACACTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTAGTCC 

>OTU15267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGTTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTCGTGAAATGCCGTCGCTCAACGTCGGAACTGCAGTTCGAACTGCACAGCTA

GAGTGCGGGAAAGGTTGGTGGAATTCGCCGTGTAGCGGTGAAATGCTTAGAGATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15270;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 



8417 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGCAGGCCGCCCCTTAAGCGTGTTGTGAAATGCCGCGGCTCAACCGTGGCACTGCAGCGCGAACTGGGGGGCTTG

AGTACGCGCAGCGCAGGCGGAACTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15273;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAAACAGCCAAGTAGCGTGCAGGATGGCGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGATAAAGTGCGCCACGTGTGGCGCATTGCAGCTACCGCGCGAATAAG

GACCGGCTAATTCCGTTCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGCAGGCCGCCCCTTAAGCGTGTTGGGAGATGCAGCGGCTAAAGCGGGGCACTGCAGCGCGAACTGGGGGGAT

GGAGTGCGCACAGGGCAGGGGGGACGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGAACGCG

AAGGCAGCCTGCTAAGCTGCAACTGACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15271;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9604),o:Burkholder

iales(0.8412),f:Sutterellaceae(0.6350),g:Sutterella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTGCTTTTGTCAGGGAAGAAAAAGACCGGGTTAATAACATGGTCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGGGGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCGGGTTCAATCTGGGAATTGCATTTGATACTGCAG

GGCTAGAGTTCATCAGAGGTGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGAGATTTGGAAGAACACCAATG

GCGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15272;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAATTGCTTTTATGCGGGGATACAGTGGGCCACGCGTGGCCTTTTGCAGATACCGTATGAATAAG

GACCGGCTCATTCCGTTCCAGCAGCCGCGGTGATACGGAAGGTCCGGGCGTTATCCGGACTTATTGGGTTTAAAGGG

AGCGCAGGTCGCCGGGCAAGCGTGTTGTGAAATGCAGCGGCTCAACGTCTGGAGGGCAGCGCGAACTGCTCGGCTT

GAGTGCGGGAAAGGTTGGCGGAATTCGACGTGTAGCGGTGAAATGCGTAGAGATGGGGAAGAACTCCGATTGCGA

AGGCGGCTGACGGGTGCGTAACTGACGCTGAGGCTCGAAGGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15269;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Intestinimonas(0.0087); 



8418 

 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCTACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGAAGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGGCTGTT

AAGTCAGCGGTCAAATGTCAGGGCCCAACATTGGCATGCCGTTGATACTGGCGGCCTTGAGTTCACACAAGGAAGGT

GGAATTCGTCGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Bacilli(0.8048),o:Lactobacillales(0.4652),f:Entero

coccaceae(0.2524),g:Enterococcus(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTGGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGT

CAAGGGCGTGTAGGCGGGATTGGAAGGCAGATGTGAAAACCACGGGCGCAAGCTGGGGCCTGGATTTGAAACTGT

AGTTCTTTAGTACGTGGGAGGCAGACGGAATTCCGTGTGTAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGTCTGATGGACAGCAACTGACGCTGAGGAGCGAAAGCGGGGGGAACAAACAGGATTAGATACCC

TGGTA 

>OTU15274;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Deltaproteobacteria(0.6730),o:Desulfovib

rionales(0.3959),f:Desulfovibrionaceae(0.1679),g:Desulfovibrio(0.0423); 

GTGTCAGCAGCCGCGGTAATACGGAAGGTGCGAGCGTTAATCGGAATCACTGGGCGTAAAGCGCACGTAGGCGGCA

TTGTAAGTCAGTGGTGAAAGCCCTCGGCTCAGCCGGGGAATTGCCATTGATACAGCTTTGCTTGAGTCTCGGAGAGG

TTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGCGGCGAAGGCGGCCTGCTGGA

CGAGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGAGTGCTAGGTGTTGGGGGTCAAACCTCGGTGCCGCAGCTAACGCATTAAGCACTCCGCCTGGGGAGTACGTACGC

AAGTATGAAACTCAAATGAATTGGCGGGG 

>OTU15276;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8448),c:Actinobacteria(0.6346),o:Actinomycetales

(0.3639),f:Actinomycetaceae(0.1872),g:Actinomyces(0.0519); 

ACGGAAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAG

CGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATAGCTAGA

GTGCTGGAGAGGTAAGTGGAATTCCGTGTGTAGTGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACAGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15279;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4563),g:Eisenbergiella(0.1735); 



8419 

 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGACGTA

TTTCGGTATGTAAAGCTCTATCAGCAGCGAAGAAAATGACGGTACCTGACTAAGAAGCAGCGGCTAACTACGTCCCA

GCAGCAGCGGCAATAAGTAGGGGGCAAGCGTTATCCGGATTTGCTGGGTGTAAAGGGAGCGGAGACGGCATGACA

AGCCAGATGTGAAAACCCAGGGCTTAACCGTGGGACTGCATTTGGAACTGCCATGCTGGAGTGAAGGAGAGGTAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTAACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15277;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0181); 

ACGGGAGGCAGCAGCGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTGCGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTCTCCGGATTTACTGGGGGTAAAGGGCGCGTAGGCGGGGATG

CAAGTCAGATGTGAAATCTATGGGATTAACCCAGTAACTGCATTTGAAACGGTTACTCTTGAGTTCGGGAGAGGGAG

GTGGAATTCCCTGTGTAGCGGTGAAATTCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGAATTCTGGACCG

TTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15278;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7787),g:Oscillibacter(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGCGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAGGGGAAGAGTAGAAGACGGTACCCTGAAAACAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCTGAC

AAGTCAGATGTGAAATCCCGAGGCTTACCTGCGGAACTGCATTTGAATCTGTTGGTTTTGAGTATCGGAGAGGTCGTC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATGACTGGACGACA

ACTGACGGTAATACACGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15280;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8146),g:Prevotella(0.3915); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCGTATTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGCAGGTCCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTAGTCTAAGCGTGATGTGGAAGGTCGGGGCTCAACCTGGGCATTGCAGCGGGAACTGTGAGGCTTG

AGTGCGGAGGGAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCCTGCTGTAGAGCAACTGACGCTGAAGCTCGAGAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15281;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8628),c:Spirochaetia(0.6730),o:Spirochaetales(0.39

59),f:Spirochaetaceae(0.2184),g:Treponema(0.0423); 



8420 

 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGAAGGAGCGAAGCCGCGTGAACGACGAAGGC

CGGAAGGTTGTAAAGTTGTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGTTGTGGTGACGGTAGGTTTTGA

ATAAGCAAAGGCTAATTCCGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCATAGGCTCAACCGAATGAATGGAGTGAGAAATAGAA

GACTTTAGTTGCTGAGGTGGAACTGGAATTCCAGGGGGAGGGGGGAAATCGGCAGATAACGAGAAGAACACCCAA

GGCGAATGCAAGTTTAAAACAGATAACTGACGCTGAGATGTGAAAGTGCGGGGAGCAAACAGGATTTGATACCCTG

GTA 

>OTU15282;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.4563),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTATAACACGGTACCTGGCGAAAAAGCCACCTCTAACTATGCCAC

CGCCCGCGCTGTAATACGTAGGTGGCACGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTTTTTCTTGAGTATCGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15283;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0710),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACCTCTTTTCTGTGGGACGAAGGACGTGACGGTACCATATGAAGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGAGTGGGCGTAAAGGGCGCGTAGGCGGCCT

GGTAAGTCAGATGTGAAAGTCCTGGGTTCAAGGTGGGAATTGCTTTTGAAACTGGGAAGCTTGAGTGCCGGAGAGG

CAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGG

ACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15285;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACGTAGAATGTGACGGTACTTCACGTATAAGCCACGGCTATCTACGTGCC

AGCAGTCGTGGTAATCCGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTCAACCTGTGACCTGCATTTGGAACTGTTTTTCTTGAGTACTGGCGATGCAGATG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGTCTGCTGGACAGCAA

CTGACGCTGAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15284;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Alphaproteobacteria(0.4045),o:Rickettsial

es(0.1249),f:Rickettsiaceae(0.0457),g:Rickettsia(0.0110); 



8421 

 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCATGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCAGTGAGGAAGATAATGACGGTACCCGCAGAAGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCGAGCGTTATTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAATCCCCGGGCTTAACCTGAGTATTGCATTTAAAACTGCAAATCTAGAGAGCAGGAGAGGAGAGA

GGAATTCCTAGTGTAGAGGTGAAATTCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGTCTATCTGGATCAAAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15287;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTGGACGGGATGTTAAGTCAGCTTGGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGAAACTGGCATCCTTGGA

GGCGGCAGAGGCAGGCTGAATTCGGGTTGGAACGGTGAAATTCTTAGAATACACGAACAACTCCGATTTCGAAGGC

CACTTGCTGGGGCGGAACTGACCGTGATTCTCGAAAGTGGGGGTATCAAACAGGATTTGATACCCTGGTA 

>OTU15286;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGGGGATAAAGGTGGGTACGCGTGCCGGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGGTTGGGGCTCAACGTTAAACTTGCAGCTGATACTGGGTGCCTTGA

GTGCAGGATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCGGGAGCGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15288;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.7881),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0615); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAACGTAAGTGAGAGTAACTGTTCACGCAGTGACGGTATCCACCCA

GAAAGTGCCGGCTAACTACGTGCCAGCAGCCCCGGTAATACGTTTGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGGTT

ATCTTGAGTGGCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15289;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.57

66),f:Spirochaetaceae(0.3884),g:Treponema(0.0808); 



8422 

 

ACGGGAGGCAGCAGCTAGGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGATGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGCATGGCTATATGGTGACGGTAGGTTTTGA

ATAAGCCACGGCTAATTACGTGCCAGCCGCCGCGGTAACCCGTACGTTGCGTGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGTTAGGTGTGAAAGGCATAGGCTCAACCTATAAACTGCATTGAGAACTACAAG

ACTTGAGTGAAGGAGGGGGAAGTGGAATTCCAGGTGTAGGGGTGAAATCCGCAGATATCTGGAAGAACACCAATG

GCGAAGGCAAGTTGCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15290;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Papillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGATGAAGTGACTGTACCTCTTGAATAAGCCACCTCTAACTACGTCCCC

GCAGCCGCTGTAATACGTAGGTCTCGCGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGTAATGCAAG

TCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTTGAGTGTGGGAGAGGTTGAAGG

AATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15293;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:"Porphyromonadaceae"(0.9666),g:Butyricimonas(0.9743); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

CCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGAGACGTCAAGTCAGCGGTAAAAGACTGCAGATAAACAGTAGCACGCCGTTGAAACTGGCGCAGTGGA

GGAGAGACGGGAGAGGCGGAACAAGTGAAGTAGGGGTGAAATGCGTAGATATCACTTGGAAACCCGATAGCGAAG

GCAGCTTCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15291;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.3448),c:Deltaproteobacteria(0.1740),o:Desulfovib

rionales(0.0781),f:Desulfovibrionaceae(0.0252),g:Bilophila(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCCGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGCACGTAGGCGGCCTGGTAAGTCAGGAGTGAAATCCCACAGCCCAACCGTGGAATTGCGTTTGATACTGTCAGGCT

TGAGTACGGGAGAGGGAGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACACCGGTTGCG

AAGGCGGCCACCTGGACCGTAACTGACGCTGAGGTGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15292;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGCA

AGTTGGATGTTTAAACTAACGGCTCAACTGTTAGGTGCATCCAAAACTGCTGTTCCTGAGTGAAGTAGAGGCAGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGCAAC

TGACATTGAGGCTCGAAAGTGTGGATATCAAACAGGATTAGATACCCTGGTA 

>OTU15294;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTTAACCAGCCATGTAGCGTGAAGGATGACTGCC

CTCTGGGTTTTAAACTTCTTTTATAAAGGAATACAGTCGGGTATGGATACCCGTTCGCATGTACTTTATGAATATGGAT

CGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGGCGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGTG

GAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTAGGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15298;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAAGGCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCGGGTTGTAAACTTCTTTTATTCGGGAATAAAAGGGCGCACGTGTGCGTCGTTTTGTATGTCCCTTCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTCATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTATGGTAAGTCAGATGTGAAAGCGCGGGGCTCAACGGCGGGACTGCAGTTGAAACTGTAGGACTT

GAGTGCACGAAGGGATGGCGGAAGTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAA

GGCAGGTGTCCGGAGTGCTACTGACGCTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15297;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGTATGAAGAAGGG

TTTCGGGTTGTAAAGCACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATATCTTTGCTCATTGACGTTACCCGCCGA

AAAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGATTTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATTCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGCA

AGCTTGAGTGTCGTAGAGGGGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15295;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 
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CCTTTCTTCCTCCTTTAGTCATCTTTGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGCTCT

ATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGATCG

GCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCG

TAGACGGCTTTGCAAGTCTGACGTGAAAATCCGGGGCTCAACCCCGGAACTACGCTGGAAACTGTATTTCTTGAGTAC

TGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGACATTAGGAGGAACACCAGTGGCGAAGGCGG

ATTGCTGGACAGCAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15296;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGCGAGCGCAGGCGGTTGCTTA

GGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGAATAGCTGGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15300;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGACCCAGCCACGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGAAAAAGTGTGCCACGCGTGGCATATTGCAGGTACCTTATGAATAAG

GACCGGCTGATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCAGGGCGTGATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTATTATAAGGGTGTTGTGAAATGTCGTGGCTCAACCTGGGCATTGCATCGCGAACGGTGAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATGGCGAA

GGCAGCCTGCTGTAGGGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15299;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCACGGCTAACTACGAG

CCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAATT

CAAGTCAGATGTGAAATACCGGGGATTAACCCATGAGCTGCATTTGCAACTGAATTTCTTGAGTGCTTACGATGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACAGT

TACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15301;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.3915); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAAGCAGCCAAGTCGCGTGAATGAAGAAGGC

CTTCGGGTTTTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATCGGAATTACTGGGCGTA

GAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGTCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTGG

CGCACCCAGCCCTCCACACGTACCCTGCCCCTCAGTCGTCCAAGCGTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15303;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Thermoanaerobacterales(0.

0000),f:Thermoanaerobacteraceae(0.0000),g:Ammonifex(0.0000); 

GGTTATTCAAGCGATTATTTGTCTCCAGCCACTTAAGTGAGGTGATTTCTGTTTGGTGCTATTGCTGGCGGTATTGCTT

CTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGGTCAAAAAGCCGCCTCCGGTGGCATTCAAGGTGAT

GTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCATTCAAGGCTCTAATGTTCCT

AACCCTGATGAGGCCGTCCCTAGTTGGGTTTCGGGGGCTATGGCTAAAGCGGGTAAAGGACTTCTTGAAGGGACGTT

GCAGGCGGGCACTTCGGCAGTTTCTGATAAGTTGCTTGAGTTGGTTGGACGGGGTGGCAAGGCTGCCGCTGATAAA

GGAAAGGATAC 

>OTU15304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

CCTATGGTTTTTAAACTGTTTCTATAGGGGCATAAAGTGTGCCACGTGTGGCATATTGCAGGTATCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGAGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGTCTTGA

GTGCACAGGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCCGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCCCTTTTGTTGGGGAATAAAGTGCGGTACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGCGCCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAAGTCCGGCGCTCAACGGCGGAAGTGCGGCGCGAACTGGACCACTTG

AGTGCGCGAGACGTTAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACACCAGTGGCGAAG

GCGGCTCACTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15302;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Pseudoflavonifractor(0.0066); 
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ACGGGAGGCAGCGGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGTCCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAAGAAGCGCCGGCCAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGGGGAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCGAGTTGGATGTGTAATACCCAGGGCTTAACTCGTGAACTGCATTTGAAACTCATCTTCTTGAGTATCGGAGAGGCA

ATCGGAATTCCTAGTGTGGCGGTGAAATGCGTAGATATTAGGGGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15305;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pept

ostreptococcaceae(0.0252),g:Clostridium_XI(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGA

CTTCGGGTCGTAAAGCACTGTCCTCAGGGAAGATGATGACGGTACCTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGCAGACGGGTTGTTCA

GTCAGATGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGATACTGGCGTTCTTGAGTGCAGTTGAGGTGTGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACAAAGAACACCGATGGCGAAGGCAGCTAACTAACCTGTAAC

TGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15307;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCAGCGTGCAGGAAGAAGGC

CTTAGGGTTGTTAACTTCTTTTAAGAGGGGCGAAGAAGTGACGGTACCTCTTCAATAAGCTACGGCTAACTACTAGCC

AGCAGCTGCGGTCATACGTAGATGGGGGGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGCA

AGTCAGATGTGAAATCCAAGGGCTCAACCCTTGAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGGGAAGTTGACG

GAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGTAGAGCAA

CTGACGGTGAGGCGCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15308;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Oscillibacter(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCCGACCCAGCAATACCGCGTGAGCGATGAAGGT

AATTTTATTGTAAAGCTCTTTTCTCAGTCAAGAATAAATTACTATCTGAGGAATAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAAGT

CAGATGTGAAATCCACGGGCTCAACTCGGGAACGGCATTTGAAACTGCTCTGCTTGATTATCGAGAAGGCAAGCGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAAAACT

GACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15310;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 
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AGGGAAGGAAGAAGGGAGGAATATGGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTG

CTCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGCATCCGAGCGCTATCCGGATCTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGATGTGAAATGTCGGGGCTTAACCTAGGCATTGCAGTGGGATCTGTGAGACTTG

AGTGCGCAGGAAGAAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15311;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiales_Incertae_Sedis_XIII(0.4224),g:Mogibacterium(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTTACGGTACCTAAGGATAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGTGCGTAGGTGGTTATCT

AAGCGTAAGGTTTAAGCGTGCAGAGCAACTGCATATCGCCTGGCGAACTGGAATAATGGAGTGCAGGAGGGGAAA

GCGGAAGACCTAGTGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACACCAGCGGCGAAGGCGGCTTTATGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15312;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9671),c:Spirochaetia(0.9180),o:Spirochaetales(0.83

03),f:Spirochaetaceae(0.6350),g:Treponema(0.3915); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAGATGTTGCCAGGAATGGCGATATGGATACGGTAGGTTTTGA

ATAAGCAACGGCTAATTCGGTGCCAGCAGCCGCTGTAAGACGTAAGTTGCGGGCGTTGTTCGGAAGTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGGACTGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGG

CGAAGGCAAGCTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15309;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9733),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCATCTGGGAGGAAGGGAGTAACGTTACTACCTTTGCTCATTGCCGTTACCCGCAGAA

GAACCACCGCCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGTTGCACGCGTTAATCGGAATTACTGGGCGTAA

AGCGCGCGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAAGCTGGGAACTGCATCTGATACTGGCAAG

CTTGAGTATAGTAGAGGGGGGTAGAATTACAAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAATACCGGTGG

CGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU15314;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAGGCCTGAACCAGCCAAGTAGCGTGCGGGATGACGGC

CCTATGGGTTGTAAACCGCTTTTGCACGGGAATAAAGTTGGGGACGTGTCCCCTTTTGCATGTACCGTGAGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGAGGCTTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAGTTGCGTGGCGAACTGGGTTTCTT

GAGTGCGTGTGACGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAA

GGCAGCTGACGAGGCCTTAACTGGCACTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15316;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TGCGAGTCATTTCTTTGATTTGGTCCTTGGTAAAATCCTGACCAGCCGTTTTAGCTTGAGTACGCATTTGGCGCATCAT

CTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTG

ATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTGAATGCCAGCAATC

TCTTTTTGAGTCTCATTGTGCATCGCGGCAATCTCTTTCTGATTGTCCAGTTGCATGGGAGTAAGCTCGTTGTGAGTCT

CAAATCCGGCGTCAA 

>OTU15313;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Oscillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAATGTC

TTCGGATTGTAAACCGCTTTTGTCAGGGAAGAAAAGGACTGTGTTAATACCACGGTCTGCTGACGTTACCTGAAGAAT

AAGCACCGGCTAACTACGTTCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAA

GGGCGTGTAGCCGGGACGGCAAGTCAGATGTGAAAGTCCCGGGTTCAACGAGTGAACTGCATTTGATACTGCTCGG

CTTGAGTATCGGAGAGGAAATCGGAATTACTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACACCAGTGGC

GAAGGCGGCTTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15315;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9572),c:Gammaproteobacteria(0.8472),o:"Entero

bacteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

TTTCGGGTTGTAAAGCACTTTCATCGGGGAAGAAGGGAGTAGAGTGAATCTGTTTGCTCATTGACGTTACCCGACGA

AGCAGCCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGAGCGCAGGCGGTTGGTTAGGTCAGATGTGAAAGCCCCGGGCTCAACCGGGGAAGTGCATCGGATACTGG

GAAGCTTGAGTCTAGAAGAGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGG

TGGCGAAGGCGGCTCCCTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 
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>OTU15317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGGTTTGGAAACTGTTTTGGTAGAGTGGCGGAGAGGGAA

GGGGAAATCCTAGTGGAGCGGGGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGATTACTGGACT

GGAACTGAAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15318;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Betaproteobacteria(0.6346),o:Burkholder

iales(0.3639),f:Comamonadaceae(0.1679),g:Roseateles(0.0423); 

CCTTTCTTCCTCCTTTCTGCCTTTTTTCCCCTTTTTTCCACCCTGATCCAGCCATGCCGCGTGCGGGAAGAAGGCCTTCG

GGTTGTAAACCGCTTTTGTCAGGGACGAAAAGTCGTATTTGAACAAAGTACGATGCTGACGGTACCTGAAGAATAAG

CACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGC

GTGCGCAGGCGGTTGGATAAGACAGATGTGAAATCCCCGGGCTTAACCTGGGAACCGCATTTGTGACTGTCTGACTG

GAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGGCGA

AGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU15319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9015),g:Prevotella(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGGTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATAAGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGATAAGCGTGTGGTGAAATGTCGCGGCTCAACCTGGGCATTGCCGCGGGAACTGTGAGACTT

GAGTACGAAGGGAGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15320;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Porphyromonadaceae"(0.0113),g:Barnesiella(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTACAGGG

TGCGTAGGCGGCCGAGTAAGTCAGCGGTGAAAGACCGGGGCTCACCCCTGACAGTGCCGTTGATACTGTTTGGCTG

GAATGATCTCGACGCGTGAGGCATCTGTGGTGTAGCGGTGAAATGCCTAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGTGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU15321;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9798),o:"Entero

bacteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGAGGGGAGGAAGGGAGTAAAGTTAATACCTTGACGCAGGGACGGTACCCGAAG

AAGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGGAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTACTTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

ACGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCTGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15323;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATTGGCGAAAGCCTGATGCAGCGACGCTGCGTGAGCGAAGAAGTA

CTGCGGTATGCAAAGCTCTACCACCAGGGAAGAAAATGACGGTATCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGAGTAAAGGGAGCGTAGACGGCGAAGCA

GGTCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGATTGTCGGAGAGGTAAGT

GAAATACCTGGTGTACACGTGGATTGACTCGATATCAGGAGGAGAACCACTTGCGATGGCGGCTTGCTAGGAGTTGA

CTGTCGATGAAGCTCGAAAGCGTGGGTGGCGAACAGGATTAGATACCCTGGTA 

>OTU15325;tax=d:Bacteria(0.0041),p:"Armatimonadetes"(0.0000),c:Armatimonadia(0.0000),o:Armatimon

adales(0.0000),f:Armatimonadaceae(0.0000),g:Armatimonas/Armatimonadetes_gp1(0.0000); 

GCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACCCTGACGTTCTTACTGCCGCCGACGAAAACGTGCGT

CAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAG

CCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTTTGGTATGTAGGTGGTCAACAATTTTAATTGCAGGG

GCTTCGGCCCCTTACTTGAGGATAAAGTATGTCTAATAGTCAAACTGGCGCCGAGCGTATGCCGCATGACCTGTCCCA

GATGGGCTTCCGGGCTGGTCAGAT 

>OTU15322;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8331),o:Lactobacillales(0.6138),f:Entero

coccaceae(0.3544),g:Enterococcus(0.0808); 

ACGGGAGGCAGCCGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTG

TAAAGGGAGCGCAGGCGGGATAGCAAGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGT

TATTCTTGAGTGGAGTAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGTAAACAGGATTAGATACCCT

GGTA 
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>OTU15324;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9798),o:"Entero

bacteriales"(0.8955),f:Enterobacteriaceae(0.8505),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGGAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGACGT

AAAGCGCACGCAGTCGGTTTGTTAAGTCAGATGTGAAAACGCCGGGCTAAACCGGCGAATGGCATCATATACTGGCA

AGCTTGAGTCTCGTAGAGGGGAGTAGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15327;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGGATAAAGTGAAGGATGTGTGGGGGTTTGTATGTATGATATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGCCTGGTAAGTCAGTTGTGAAAGTTTGCGGCCCAACCTTAAAATTGCAGTTGATACTGGCAGTCTTGA

GTACATTCGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACCTCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15326;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.9462),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGCAGCAACACCGCGTGAGTGAAGGAGGG

TTTCGGCTTGTAAAGCTCTGTTGATGGGGAAGAACGTGCGGGAGAGTATCTGCTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGTCTAACTACGTGCCCGCAGCCGCGGTAGTACGTAGGTGGCTAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGTTGCTTAGGGCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCGTCGGAAACCGGTC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCAGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15330;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Spirochaetaceae(0.0000),g:Spirochaeta(0.0000); 

TCGCGATGAGTCTAATTACCCCAAAACGAAAGGTATTAAGGATGAGTGTTCAAGATTGCTGGAGGCCTCCACTATGC

AATCGCGTAGAGGCTTTGCTATTCAGCGTTTGATGAATGCAATGCGACAGGCTCATGCTGATGGTTGGTTTATCGTTT

TTGACACGCTCACGTTGGCTGACGACCGATTAGAGGCGTTTTATGATAATCCCAATGCTTTGCGTGACTATTTTCGTGA

TATTGGTCGTATGGTTCTGGCTGCCGAGCGTCGTAAGGCGAATGATTCACGCGCCGACTGCTATCAGTATTTATGTGT
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GCCTGGGTATGGTACAGCTAATGGCCGTCTTCATTACCATGCGGTGCACTTTATGCGGACACGTCCTACAGGTAGCGT

GGACCCTAATTTTGGTCGTCGGGTACGCAATC 

>OTU15329;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCACGTGAGTGAAGAAGGG

TTTCGGCCCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTAACGCAATGACGGTATCTAACCA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTAATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGTTGCTAGTCTGGGGTGAAAGCCCGGGGCTCAACCCTGGGACTGCTTTGGAAACTGTA

TGGCTAGAGTGCTGGAGAGGTAAGTGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15328;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9747),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGCT

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCCCACTGCCGTCACCCGCAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACTGCGGGTGCAAGCGGTAATCGGAATTACTGGGCGTA

AAGGGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCTA

GCTGGAGTGTAGTAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCACTGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15331;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Gammaproteobacteria(0.8331),o:"Entero

bacteriales"(0.3959),f:Enterobacteriaceae(0.2184),g:Escherichia/Shigella(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAATGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAAGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAGCTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTTAGTCGTATGGGAAAACGTCGGGCGTAAACTGGGAACTGGCTCTGCTACTGGCG

AGCTTGAGGCTAGTAGGGGGTGGTAGAATTTCGTGGGGAGGGGGGGAATTCGTAGGGTATTGGAGGGATACCGGT

GGGGAAGGGGGCCCCCTGGGTGAAGACCTAAGGTCAGGGGCGAAAGGGTGGGGTGCAAAAAGGATTTGGTACCCT

GGTA 

>OTU15334;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TGCCGACCTTAGAACTATCCTTTGCAGTAGCGCCAATATGAGCCGAGCCATCCCGCTGCTTCTGCGTTTGCTGATGACC

TAAGTCAACCTCAGCACTAACCTTGCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCT
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TGAGTAAGCATTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACG

CGAGCAGTAGACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCGTTCGTATTCTGGCGTGAAG

TCGCCGACTGAAGGCCAGCAATCTCTTTTTGAGTCTCATTTTGCATCTCGGCAAACTCTTGCTGATTGTCCAGTTGCAG

TTGAG 

>OTU15332;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9856),o:"Bacteroidales"(0.

9942),f:"Porphyromonadaceae"(0.9108),g:Butyricimonas(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACGGTAGCACGCCGTTGAAACTGGCGCCCGGG

AGACAGGACAAGGGAGGGGGACAAAGTGAAGTAGCGGTAAAAGGCATGGTTATCCTTTGGAACCCCGATGGCGAA

GGAAGCTTCCCAGGCTCGTTTGGCCGTTGATGGGCGGGGGCTGGGGAAGCAAACAGGTTTAGTTACCTTGGTA 

>OTU15333;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCAATACGCATCGACGTTACCCGCAGC

AGAAGCACCGGCAAACTCCGTGCCGGAAGCCTCGGTAGTACGTACGGTGCAAGAGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATATGGGAATGAAGTTTTCCACGTGTGGAATTTTGTCTGTACCATATGACTAAGGA

TCGGCTCACTCCGTGCCAGCATCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACAGTTAAGTCAGATGTGAAAGTTTGGGGCGCAACCGGAAAATTGCAGTTGAAACTGGCTGTCTTGA

GTACAGGAGAGGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCGCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACAGGCATAAAGTCGGGTATGGATACCGGTTTGCATGTACTTTATGAATAAGG
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CTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGATGTGAAATTGTGCGGCTCAACCGGAAAATTGCATTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGACGGAATTCGTAGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CACTCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

CTTCGGTGTGTAAAGCTCTATCAGTAGGGAAGAAAATGACGCTACCGGAATAAGAAGCCCCGGCTCACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGAAA

GTCTGGAGTTAAAGCCCAGGGCTCAACCCTGGGACTGCGTTGGAAACTGTATGGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAGAGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15338;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGATCCAGCCAAGCAGCGTGAAGGACGAAGGC

CCTACGGGTCGTAAACTTCTTTTGTATAGGAATAAAGTGCACCATATATAGTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGTCTGGTAAGTCAGGTGTGAAAGTCTGCGGCTCAACCGTGAAATTGCAGTTGGTACTGGCAGTCTTGAG

GACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGGAACTGACACTGAAGCTCGAAAGTGGGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15340;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCGCGGGGGTAATGTGAGCCACGTGTGGCTTATTGCAGGTACCGCGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

GGCGTAGGCGGATCCTTAAGCGTGTGGTGAAATGCCACTGCTCAACCGTGGAACTGCCTCGCGAACTGGTGGTCTGG

AATGCGCCGAGCGTGGGAGGAAGGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAA

GGCATCCTGCGGGGGGGCAACTGACGCTGAGGCACGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Porphyromonadaceae"(0.0149),g:Porphyromonas(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCATAGCAATAAGGGTCTCGTGAGATCCGATGCGAGTATGCGTAGAATAAG

CATCGACTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG
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TGCGTAGGCGGAAGTGCAAGTAAGCGGTGAAATCCCCGAGCTAAACGCGGGAGTTGCAGTTGATACTGTACATCTG

GAATGCTATGGACGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAA

GGCAGATCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15341;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Epsilonproteobacteria(0.9913),o:Campylo

bacterales(0.9937),f:Campylobacteraceae(0.9900),g:Campylobacter(0.9929); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTATCGGGAAAGAATAATGACGGTACCCGATGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGATTATCAA

GTCTCTTGTGAAATCTAATAGCTTAACTATTAAATTGCTTGGGAAACTGATAGTCTAGAGTAGGGGAGAGGCAGATG

GAACTCTTGGTGTAGGAGTAAAATCCGTAGATATCAAGAAGAATACCTATTGCGAAAGCGATCTGCTAGAACCTAAC

TGACACTGATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15344;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9711),o:"Entero

bacteriales"(0.6881),f:Enterobacteriaceae(0.4914),g:Escherichia/Shigella(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGTCTGATGCAGCCATGCCGCGTGTATGAAGAAGGTC

TTCGGGTTGTAAAGTACTTTTAGTGGGGAGGAAGGGAGTAAAGCTAATACCTTTGCTCATTGACGTTACCCGCAGAA

GAAGCACTGGCTACCTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGTAAGCGTTAAACGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGGTGTGAAATGCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCTA

GCTTGAGTCTGGTGGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCATAGATATCAGGCGGAATACCGATGG

CGAAGGCGGCCCCCTGAACGAGGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGAAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTATGGGGTAAACCATAAACTGCAGTTGGAACTTGTAATCTGTGGGGGAGGTGGGGCCAG

CGGAATTCCGAGTGTAGCGGTGAAATTCGGAGATAATCGGAGGAAAAACAGGGGCGAAGGGGGCTTGCTGGGCTC

TAAACGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA
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AGCGAGTGCAGGCGGTTCAATAAGTCTGAGGTGACAGCCTTCGGCTCAACCGGGGAATTGCATCAAAAACTGTTGG

ACTTGGGAGCAGAAGAAGAGAGTGGAACTCCAAGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTTGTCTGCAACTTACGCTGAGGCTAGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCAACAATGGGAGCAAGCCAGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTGGTTAGAGAAGAACGTGCGTGAGAGCAACGGTTCAAGAAGTGACGGTATCTAACCA

GAAAGTCACGGCAAACTACGTGCCAGCAGGCGCGGTAATACGTAGGTGGCAGGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGCTGTCAAAGCCCTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGATTGCAGAAGAGGACAGTTGAACACCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGACCACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15346;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAATGATGACTGCC

CTATGGGTTGTAAACTCCTTTTATAAAGGAAAAAAGTCGGGTATGTATATAGTTTTGTATGTATTATATGACTCAGGAT

CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTAATCCGGATTCATGGGGTTTAAAGGGTG

CGTAGGCTGTGCGTCAAGTCAGAGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCTTTGAAACTGCCGCGCTGGA

GTGCGGATGCCGCCGGATGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGG

CATCTGGCGGATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15348;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCCGAACCAGCCCAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGGGAAAGTGTGCGGCTAAACCGTAAAATTGCAGTGGATACTGGCTGTCTGGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTGAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCAGTTGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15347;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCACGCCGCGTGTATGAAGAAGGC

CTTCGGGATGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

CGAAGCACGGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGT
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AAAGCGCACGCAGGCGGTTAGTTAAGTCAGATGGTAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

CGGTTGGGTCTCGTAGAGGGGGGTAGGATTCCAGGTGTAGCGGTGAAATGCGTAGAATTCTGGAGGAATACCGGTG

GCGAAGGCGGCCTCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15350;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGGGGTGAAAGTCTGAGGCTTAACCGTAAAACTGCAGTTAAAAGTGTCAGTCTTGA

GTACAGTAGAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15352;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGAGAAAGTTTGCGGGGCAACCGTAAAATTGCAGTTGATAATGTCTGTCTTGAA

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGGGAAATGCTTAGATATCACGAAGAGCTCCTATTGCGAAGGC

AGGTCAATTAACTGCAACTGACACCGATGCTCGAAAGTATGGGTATCAAACAGGTTTAGATACCCTGATA 

>OTU15351;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGACTAAGGA

CCGATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTTTTGGGTTTAAAGG

GAGCGTAGATGGATGTTTAAGTCAGTTGGTAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGGTACTGGATATCGT

GTGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCTATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTTGATACCCTGGTA 

>OTU15349;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:"Entero

bacteriales"(0.1249),f:Enterobacteriaceae(0.0457),g:Escherichia/Shigella(0.0110); 

ACGGGAGGCAGCAATGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGATACTCGCAGA

AGAAGAACCGGCTACCTTCGCGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGT
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AAAGGGCGTGCAGCCGGGAATGCGAGTCTGGTGTGAGATCCATGGGCTTAACCCATGAACTGCATTGGAAACTGTCT

TTCTTGAGTACTGGAGAGGCTATCGGAATTCCTAGTGTATCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGATTGCTGGTCAGCAACTGACGGTGAGGCGCGAAAATGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15354;tax=d:Bacteria(0.0058),p:"Aquificae"(0.0000),c:Aquificae(0.0000),o:Aquificales(0.0000),f:Aquifi

caceae(0.0000),g:Hydrogenivirga(0.0000); 

GGCTTACTTTGACTCAACGCGGGGAAACTTACCAGGTCCAGACATAGCAAGGATTGACAGACTGAGAGCTCTTTCTT

GATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGCGATTTGTCTGGTTAATTCCGTTAACGAACGAGAC

CTCAGCCTGCTAACTAGCTATGCGGAGCCATCCCTCCGCAGCTAGCTTCTTAGAGGGACTATCGCCGTTTAGGCGACG

GAAGTTTGAGGCAATAACAGGTCTGTGATGCCC 

>OTU15355;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Porphyromonadaceae"(0.9480),g:Butyricimonas(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATCGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTCGCGTGCGGGAAGAATGG

CCTATGGGCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCACTCGATGCCAGTACTTGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGTGGGACGTCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTGTCACGCCGTTGAAACTGGCGCCCTGG

AGTCGGGACGAGGGAGGCGGAACAAGTGGAGTAGCGGTGAAATGCATAGATATCACTTGGAACCCCGATAGCGAA

GGCAGCTTCCCAGGCTCGTACTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15353;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.5174),c:Gammaproteobacteria(0.2902),o:"Entero

bacteriales"(0.1015),f:Enterobacteriaceae(0.0355),g:Rosenbergiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTCTTTTTATATAAGAATAAAGTGCAGTATGTATACTGTATGGTATGTATTATATGAATAAGGA

TCGGCTAACTCCATGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGC

GCGCAGGTGGATTGTTAAGTCAGATGTGAAATCCTCGGGCTTAACCTGGGAACTGCATCTGAAACTGGCTAGCTTGA

GTGTCGGAGAGGAGAGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGTGGCGAAG

GCGGCCCTCTGGACGATGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15357;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATAGCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGTCGGATGTATAAGTCAGTTGTGAAATTTCGCGGCTCAACCGTAAAATTGCAGTGCATACTGTATATCTTGAG
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TGCACTTGAAGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTATGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15356;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.9280),f:Enterobacteriaceae(0.9108),g:Escherichia/Shigella(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCAAGCCTGATGCAGCCATGCAGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGCTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGACCGCAGGCGCGGTAATACGGCGGGTGCAAGCGCTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTCGAAGAACACCGGTT

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15360;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGCGTAAAGTTAATACCTTTGCTCAGTGACGTTACCTGCAGA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGC

AAGCTTGAGTGTAGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGG

TGGCGAAGGCGGCCTCCTGGACGAAGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCC

TGGTA 

>OTU15359;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCA

CGCAGGCGGCTCGCCAAGCGGGATCTCAAACCTGAGGGCTCAACCCCCAGCAGGATCCCGGACTGGCGGGCTCGAG

TGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCCTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15358;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGTCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGTGGGGAGGTAGGGAGTAAAGTTAATACCTTTTCTCATTGACGTTACCCGCAGAA

GACGCACCGGTTAACTCCGTGCCACCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA



8440 

 

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGTGAACTGCGTCTGATACTGGCAA

GCTTGAGTGTCGTAGAGGGGGGTGGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATG

GCGAAGGCAGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15361;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGTCT

CTATGGGTCGTAAACTTCTTTTATATAATAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGTGTGCGGTTCAACCGTAAAATTGCAGTGGATACTGTCAGGATTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGGAGAGGGGAAATGCTGAGATATCACGAAGAACTCCGATTGCGAAGGA

AGCTAACTGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATAACCTGGTA 

>OTU15363;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCAAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGCTTGCATGTACTTTATGAATAAGG

ATAGGCTAACCCAGTGACAGCAGACGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTTA

GTTCAGTTGAGGCAGGCGGAATTCGTGGTTTAGCGGTGAAATGCTTTGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTTGATACCCTTGTA 

>OTU15364;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Porphyromonadaceae"(0.9294),g:Butyricimonas(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGATTAAGTGTGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGAGCCAGCAGCCGCGGGAATACTGGGGATGCAAGCGTTATCCGGATTGATTGGGTTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGTTAAGCTGTAGCACGCTGTTGAAACTGGCGGCCTGG

AGAGGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGAGATCACTTGGAACACCGATAGCGAA

GGCAGCTTCCCAGACTCGTACTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15362;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiaceae_4(0.0252),g:Thermotalea(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGAATTGTAAAATTCTGTGATGGGGGACGAAGAAAGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTAA
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CAAGTTGGTAGTGAAATTCCGAGGCTAAACTTCGGCGCTACTGCCAAGACTGTTGAACTTGAGTACAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCTGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGCATG

CAAATGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15366;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 

TCCTTGCCGAACGTGCCCAGCATCTTAAGCCCCTTCTCCTCATCCAACGCGTCAGTTTTTGCCAGCATCGTTAGTTTCTG

GCGCACGGTCGCCAAGTAAGAGCTTCTCGAGCTGCGCAAGGATAGGTCGAATTTTCTCATTTTCCGCCAGCAGTCCAC

TTCGATTTAATTCGTAAACAAGCAGTAGTAATTCCTGCTTTATCAAGATAATTTTTCGACTCATCAGAAATATCCGAAA

GTGTTAACTTCTGCGTCATGGAAGCGATAAAACACTGCAGGTTGGATACGCCAATCATTTTTATCGAAGCGCGCATAA

ATTTGAGCAGATTTGTCGTCACAGGTTGCGCCGCCAAAACGTAGGCTACAGTAACTTTTCCCAGCCGCAATCGCATCT

CGCGTTGTGCGTTCTGCTTAAATATCGGGGTGAACGGC 

>OTU15365;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Gammaproteobacteria(0.9180),o:"Entero

bacteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.0615); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGGGGCAACTCTGATGCAGCCATGCCGCGTGTATGAAGAAGGCC

TTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAACAGATTACAGTTCATACCTTTGCTCATTGACGTTACTCGCTGCAG

AAGCACCGGCTAACACCGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGATAATCGGAATTACTGGGCGTAA

AGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTAGGAACTGCATACGAAACTGGTAGG

CTTGAGTATCGTAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGGAATGCGTAGAGATCTGGAAGAACACCGATGGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGT

A 

>OTU15369;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGGGCTACCCTGAACCAGCCAAGTAGCGTGCAGGACTAAGGCT

CTATGGGTCGTAAACTTCTTTTGTATAAGAATAAAAAGTCGTATGTATACTGTTTTGTGTGTATTATATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTCGGGCTCAACGTGAAAATTGCAGTTGATACTGTGATTCTGGAGT

ACAGTAGCGGTGGGAGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15367;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Erysipelotrichia(0.9719),o:Erysipelotrichales(0.8

846),f:Erysipelotrichaceae(0.8146),g:Turicibacter(0.7162); 

ACGGGAGGCAGCGGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGG

GGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT
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AAAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCGCGGCTTAACCGTGGAAGGTTATTGGAAACTGGG

TCACTTGAGTGCAAAAGAGGGAAGTGGAATTCCATGGGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACCCCAGT

TGCGAAGGCGGCCTCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15368;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGATGACGGC

TCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCACGTGTGGTGTTTTGTATGTACCGTAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTATGGTAAGTTAGGGGTGAAATGTCGTGGCTCAACCCCGGAACTGCAGCTCAAACTGTGGTACTTGA

GTGTGTTTGAGGTAGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAGG

CAGCTGACCAAACCATAACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15370;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Epsilonproteobacteria(0.9733),o:Campylo

bacterales(0.8955),f:Campylobacteraceae(0.8505),g:Campylobacter(0.7643); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACCCCTTTTCTTAGGGAAGAATTCTGACGGTACCTAAGAAATAACCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGGGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATCA

AGTCTCTTGTGAAATCTAATGGCTTAACCAGTAAACTGCTTGGGAACCTGATAGTCTAGAGTGGGGGAGAGGCAGAT

GGACTTGGTGGTTTAGGGGTAAAATCCCTAGTTATTACCAAGAATACCCAGTGCGAGGGCGATCTGTTGGAAGTCAA

CTGACGCTAAGGCGCGAAGGCGTGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15371;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Flavonifractor(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCTGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACTGTACCTCTAGAATAAGCCACGCCTAACTACGTGCC

ATCAGCTGCGGTAATACGTAGGTCGCCAGCGTTGTCCGGATTTAGTGGGTGTAAAGGGCGTGTAGCCGGGTCTGCAA

GTCAGATGTGAAATCCGTGGGCTCAACGCATGAACTGCATTTGAAACTGGGGATCTTGAGTGTCGGAGGGGCAATC

GGAATTCCTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15372;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Rikenellaceae"(0.6350),g:Alistipes(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACTGCT

CTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCTGTGACGTGTAAGAGTCTGAAAGTAACGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATAAGGAGGGTCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCGGTTTGTTAAGTTAGAGGTGAAATACCGGCGCTTAACACCGGAACTGCCTCTCATACTGTTTAACTAGAG

TGTAGTTACGGTAGGCGGAATTTATCGTGTAGCGGTGAAATGCTTAGAGATCATACAGAACCCCGATTGCGAAGGCA

GCTTACCAAACTATCTCTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15373;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGCACAATGGAGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGCC

TTCGGGTTGTTAAGCTCTGTCTTCAGGGACGATAATTACGGTACCTGAGGAGGAAGCCAGGTCTAACTCCGTGCCAG

CAGCCGCGATTCTACGCAGGCGGCCGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAGT

GAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCAGTTCAAACTGGAAGGCTAGAGTGCAGGAGGCGAGAAGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15374;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCAAGCCGCGTGAGCGACGAAGGC

CTTCGGGTCGTAAAGCTCCGTCCACAAGGAAGATAATGACGGTACTCGAGGAGGAAGCCACGGCCAACTACGTGCC

AGCAGCCGCGGTAATACGCAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTA

AGTCAGAGGTGAAAGGCTAGGGCTCAACCGTAGTGAGCCTTTGAAACTGGGAAACTTGAGTGCATGAGAGGAGGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTTA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15375;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9726),o:Pasteur

ellales(0.8520),f:Pasteurellaceae(0.7068),g:Actinobacillus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTGGTGAGGAGGAAGGTGATTGTTCTAATAGGACAAGCAATTGACGATAGGCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGGGGCGAGCGTTAATCGGAATAACTGGGAG

TAAAGGGCACGCAGGCGGTGAATTAAGTGAGATGTGAAAGCCACGGGCTTAACCTGGGAATTGCATTTCAAACTGG

GTCGCTAGAGTACTTTAGAGAGGGGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGA

AGGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTGATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15376;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAACTCTTTCTTCAGGGACGATAATGACGGTACCTGTGGAGGAATCCACGGCTAACGACATGCCAC

AAGCCCCGATAACACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG
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TGAGTAGTGAAATACCCGGGCTTAACTTGGGTGGTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGTCTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15377;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTATGATCGTAAAACTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGCAGCCACGGCTCACTCCGTTCCAC

AAGCCTCGGCAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAAG

TCTGACGTGAAATCTGGTGGCTCAACCACCAAACTGCGGTGGAAACTGTGGTTCTTGAGTATCGGAGAGGCAGGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGACAA

TTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15380;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTTAATGGGCGGTAGACTGACCGAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAATTTCTTTTATTTCTGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAAATAACGCGAAGAACTCCGATTGCTAAGGCA

GCTCCCTGGACTGCAACTGACACTGATGCTCGAGAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15379;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Rikenellaceae"(0.5991),g:Alistipes(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGTCGCGTGCAGGAAGACGGC

CCTATGAGTTGTAAACTGCTTTTGTACGAGGGTAAACGCTTTTACGCGTAAGAGACTGAAAGTACCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGATGGGAAATACCGGTGCTTAACACCGGAACTGCCGCTGATACTGGTGAACTAG

AGAGTAGTTGCAGTAAGCGGAATGTAAGGTGTAGCGGTGAAATGCTTAGAGATCACACAGAACACCGATTGCGAAG

GCAGCTTACCATACTATATCTGACGTTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15378;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGGAAGCCTGGACCAGCCACGCCGCGTGAAGGACTAAGGC

CCTATGGTTCTTAAACTCCTTTAGCCGCAGAGCTATAAAGGTCTCGCGAGATCCGATGAGCGTATGCGTATAATAAGC

ATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCAGAGGTGAAATCCCCGCGCTCAACGCGTGAGCTGCAGTTGAAACTGTACATCTGG
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AGTGCAGGAGAGGTGAGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCGATTGCGAA

GGCGGCTTACGGGGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15381;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTAAAGGAATAAAGTCGGCTATGTATAGCCGTTTGCATGTACTCTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTGTGTCGTGAAAGTCTGCGGCTCAACCGTAAAATTGCAGCTGATACTGGCTGTCTTGA

GTGCAGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTAATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15384;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGCGAGTACCATAGGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAGGCTGTGCATCAAGTGAGGGGTGAAATGCAGGGGCTCAACTCCGGGGCTGCGCCTGAGACTGTTGCGCT

GGAGTGAGGATGGCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGCGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15382;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAGGGAAGGAGGC

CCTATGGGCTGTGAACTGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTGCGATGAGGGTAACAGGGGAATA

AGCATCGGCTACCTCAGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATCCATTGGGTTTAAAG

GGTGCGTAGGCTGTCCGTCAAGTCAGAGGTGAAATGCCGGGGCTCAACCCGGGGGCTGCACTTGATACTGGCGCGC

TAGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15383;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0519); 

ACGGAAGGCAGCAGTGGGTAATATTGCACAGTGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCTGGCAA

GTCAGGCGTGAAATCCCAGGGCTCAACCCTGGAACTGCGTTTGAAACTGCTGGTCTTGAGTACCGGAGAGGTCATCG
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GAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15385;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAAGAGTGGTAAAGGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACACGTTTGCATGAACTGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGGTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTTATACTGGATATCTTGCT

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTTAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15387;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9908),o:"Bacteroidales"(0.

9936),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCACGTAGCGTGAATGATGACTGCC

CTATGGTTTGTAAACTTCTTTTATATGGGAATAAAGTATTCCACTTGTGGGATTTTTTATGTACCATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCTCGGTTATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGGTAGTCTGGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCA

GCTAACTAGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15386;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGTGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAAAAAAGTGCAGTATGTATACTGTATTGTATGTATTATATGAATAAGGA

ACGGCCAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCTTTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGAGGGCGGAATTCGTGGTGTAGCGGTGAAATTCTTAGATATCACGAAGAACTCCGGTTGCGAAGGCA

GGCATCCGGGCCGGAACTGACACTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15389;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Eisenbergiella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACACTGATGCAGCGACGCAGAGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACTGTACATGACTAAGAAGCAACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATGACAA

GCCAGTTGTGAAAACCCAGTGCACAACCCTGGGACTGCTTTTGGAACTGCCAGGCTGTAGTGCAGGAGATGTAAGCT
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAGGCGCCTCACTGGACTGTAAC

TGACGTTGATGCTCGAAAGCGTGGGGAGCAAACAGGTTTAGATACCCTGGTA 

>OTU15388;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.2184),g:Eisenbergiella(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGTAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGTTACTACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGCATGA

CAAGCCAGATGTGAAAACCCAGGGCTCAACCCTGGAACGGCATTTGGAACTGCCAGGCTGGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGAGAAGGCGGCTTACGGGACT

GTAACGGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGGTA 

>OTU15391;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:Cytophagia(0.0000),o:Cytophagales(0.000

0),f:Flammeovirgaceae(0.0000),g:Fabibacter(0.0000); 

AATCACCAGAACGGCAAACATCCTTCATAGAAATTTCACGCGGTGGCCCGTTGCCATACCAACCAGGGTCGCCAGCCC

TCTCGGTTTAAGTCCAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTAGGCGGAAACCGAACAAGCG

CAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTATAGGTCTGTTGAACACGACCA

GAAAACTGGCCTAACGACGTGTGGGCAGTTCCATCAACATCATAGCAAGATGCCCAGAGAGGAGAGCGCATGACAA

GTAAAGGATGGTTGTCAGCGTCAGAAGAGGGTTTACCTCAAAATGAAGAAAGAACATCAG 

>OTU15390;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTCCGTGC

CAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGACCGTT

AAGTCAGTGGTAAAATTGAGAGGCTCAACCTCTTCCGGCCATTGAAACTGGCGTGCTCGAGTGCGTGCGAGGAAGG

CGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGGCATCTCACGAAGGGGC

GATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15392;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTAGTCAATGGGCGGTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAATTTTGGGGCTCAACCGCAGAATTGCAGTTGATACTGTGGGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCAGGAGGAACTCCAATGGCGAAGGC

GGCTCACTGGACGACAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15393;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Rikenellaceae"(0.4563),g:Alistipes(0.2607); 

ACGGAAGGCAGCGGTGAGGAATATTGGTCAATGGGCGGTAGTCTGAACCAGCCATGCCGCGTGCAGGACGACGGC

CCTATGAGTTGTAAACTGCTTTTGTACGGGGGTAAACGCTCTTACGTGTAAGAGCCTGAGAGTACCCTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGATAAGTTAGGGGTGAAATACCGGTGCTTAACCCCGGGACTGCCGCTAATACTGTTGAGCTAGA

GATTAGTTGAGGATGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGATATCATACAGAACCCCGATTGCGAAGG

CAGCGTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15394;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAGG

GGAATTCCAAGTGAAGCGGTGAAATGCGAAGGGATAAGAAACAACACAAGTGGCAAAGGCGCTTCTCGGGATTGAA

CCTAACGCTGAGGCTCGAAAGCGTGGGGACCAAACAGAATTAGATACCCTGGTA 

>OTU15397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGGCCGAACCAGCCAAGTAGCGTGAGGGATGAAGGT

CCTATGGATTGTAAACTTCTTTTATACGGGAATAAAGTGCAGGATGCATACTGTTTTGTATGTACCTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGATGCTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAGAATTGCCGGTGATACTGGGCGTCTGGA

GTATGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTGCTAGACCATGACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15395;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGTAACCCTGATCCAGCCACGCCGCGTGAGTGATGAAGGC

CTTCGGATCGTAAAGCTCTTTTTTCTGGGACGATAATGACGGTACCTGAGGAGGAAGTCAAGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCTAGCGTTTTCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA

GTGAGATGTGAAATCCCAAGGCTCAACCTTGGGGTTGCATTTCAAACTGGTAGTCTAGAGTGTAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGGGAAAGTCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGATTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15398;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGAAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCCTGGGAATAA

GCATCGGCGAACTCCGTGCCAGCAGCCGCGGTATTACGGGGGATGGGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGGCAAGTCAGGAGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTGGATACTGTCGTGC

TGGAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15400;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTCGGCCACGCGTAGCCGTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCAGGGCAAGCGTGTCGTGAAATGTAGCCGCTCAACGGCTGCACTGCAGCGCGAACTGGCCATCTT

GAGTGAGTTCGATGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCTCACAGGTGCGTAACCGACGCTCAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15396;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCCATGCCGCATGAGTGATGAAGGC

TTTTGGATCGTAAAGCTCTGTCATTGAGGAAGATAATGACGGTATCCACGGAAGAAGTCCTGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGAGGGCGAGCGTTATTCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATGAGTA

AGTTAGAAGTGAAATCCCCGGGCTCAACCTGGGTATTGCATTTAAAACTGGTTATCTAGAGTGCAGAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAGGAGCACCAGTGGCGAAGGCGTCTCTCTGGATTGTA

TCTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15399;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6899),c:Betaproteobacteria(0.2321),o:Rhodocycl

ales(0.0473),f:Rhodocyclaceae(0.0113),g:Azoarcus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCGTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTTCGTTTATATTACCAGTGGAATAA

GCATCGGCTAACCCCTTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCTTTATCCGGATTTACTGGGCGTAAAGC

GGGCGCAGGCGGTTGGGTAAGCCAGATATGAAATCCCCGGGCTTAACCTGGGAAGCGCAGTTGCGACTGTCTGGCT

GGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATGGCG

AAGGCAGCCCCCTGGGGCAAAACTGACGCTAATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15401;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATAGCCGATTGCATGTACTTTATGAATAAGG

AGCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGTGA

GCGTAGATGGAAGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTTGAATTGCAGTTGCTACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTACTAGGCTGCAACTGACATTGAGGCTCGAAGGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15402;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3043); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTGGTAAACTGCTTTTATAGGGGGGTAAAGTGTGACACTTGTGGCGTATTGCAGGTCCCCTATGAATAAG

GCCCCGCTAATTCCGTGCCAGCAGCCGCGGTCATACTGAAGGTCCGGTCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTTATAAGCGGGATGTGAAATGTCGGGGCTTAACCTGGGCATTGCATCGCGAACTGTGGGACTTG

AGTGCACAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTTGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAGGAAGGC

CTTCGGGTCGTAAACTTCTGTCCAAAGGGAAGAAGAATGACGGTACCTTTGGAGGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTA

AGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACCTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15404;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0457),g:Clostridium_sensu_stricto(0.0110); 

ACGGGAGGCAGCAGTGGGAATATTGCACAATGGGGGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGTC

TTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTCTGTT

AAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACCTACTGGGCAC

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15406;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Micrococcaceae(0.0000),g:Yaniella(0.0000); 

AGGGGGGGGAGGGAGAGAAGGGGGATATGTATGTTGACGGCCATAAGGCTGCTTCTGAAGTTCGTGATGAGTTTG

TATCTGTTACTGAGAAGTTAATGGATGAATTGGCACAATGCTACAATGTGCTCCCCCAACTTGATATTAATAACACTAT

AGACCACCGCCCCGAAGGGGACGAAAAATGGTTTTTAGAGAACGAGAAGACGGTTACGCAGTTTTGCCGCAAGCTG

GCTGCTGAACGCCCTCTTAAGGATATTCGCGATGAGTATAATTACCCCAAAAAGAAAGGTATTAAGGATGAGTGGTC

AAGATTGCTGGAGGCCGCCACTATGAAATCGCG 

>OTU15405;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9933),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9573),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGCGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCGGGGAAGTGCATCGGAAACTGGAT

AACTTGAGTGCAAGAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATACGGAGGAACACCAGTG

TCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Rikenellaceae"(0.7787),g:Alistipes(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTACGAGGGTAAACGGCCTTACGTGTAAGAGCTTGCAGGTATCGTACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGTGCTCAACACCTGAACTGCCTCGCATACTGTTGAACTAG

AGAGTAGTCGAGGCAGGCGGAATGTATGGTGTAGCGGTGAAATGCTTAGATATCATACAGAACACCGATTGCGAAG

GCAGCTTACCAAACTATATCTGACGTTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15407;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCGGGGGGCAAGAAGGGCGTCGCGCACGTCAGAGGAGAGTAGCAGGGGAAT

AAGCAACGGCTAACTCCGTGCGAGCAGCCGCGGTAAGACGGGGGATGAGAGCGTGATCCGGATTCAGTGGGTTTAA

AGGGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGC

GCTTGGGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAGCACCGATTG

CGAAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGT

A 
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>OTU15411;tax=d:Bacteria(0.0014),p:"Bacteroidetes"(0.0000),c:Sphingobacteriia(0.0000),o:"Sphingobacte

riales"(0.0000),f:"Rhodothermaceae"(0.0000),g:Salinibacter(0.0000); 

TCAACGCCCTGCATACGAAAAGACAGAATCTCTTCCAAGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGC

ATTGGTGATTGAGTAAGAGTAGTAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAA

ATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACAT

ACAATTGGGAGGGTGTCGATCCTGACGGTTATTTCCAGGACAAATTAGAGCCAATACCATCAGCTGTAGCGACTTTCC

AGAAAATGGTCCAAGTATCGGCAACAGCTTTAACAATACCAAGAAAAATATCAACCGCACCAGAGGCAGCATCAGTA

ACGACATGCGAGATATCCTTAGCAGTAGCGCCAATATGAGAAGAGCCAT 

>OTU15412;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCGAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTCTATTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACATTATGAATAAGG

CTCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGCTTGCGGCTCAACCGTAAGATTGCATTTGAAACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15410;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Alphaproteobacteria(0.1159),o:Rickettsial

es(0.0547),f:Anaplasmataceae(0.0149),g:Ehrlichia(0.0066); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGCGAAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGACGGC

CTTTGGGTTGTAAAGCTCTGTTTTTAGGGACGATAATGACGGTACTCGCGGAAGAAGTCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCTAGCGTTATTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGACTAGTAA

GTGAAAAGTGAAATACCCGGGCTCAACTTGGGTACTGCTTTTAAAACTGCTAATCTAGAGAGCGAAAGAGGAGAGA

GGAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGATTCTCTGGACTAAA

TCTGATGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15413;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3544),g:Subdoligranulum(0.0204); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGGAGCATAGGAGGAAGCACCGGCTAACAACGT

GCCAGCAGCCGCGGGAAAACGTAGGGTGCAAGCGATGTCCGGAATTACTGGGTGGCAAGGGAGCGCAGGCGGACC

GGCAAGTTGGAAGTGAAATCTAGGGGCTCAACCCATAAATTGCTGTCCAAACTGCTGGCCTTGAGTGGTGCAGAGGT

AGGTGGAATTCCCTGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCGACTGGG

CACCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 



8453 

 

>OTU15409;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Pept

ostreptococcaceae(0.0457),g:Filifactor(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAATTCCTTTCTAAGGGACGAAGAAAGTGACGGTACCTTAGGAATAAGCCTCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTTATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTGGC

AAGTTAGTAGCGTAAGCCCGGGGCTCAACTTCGGGACTACTACTAAAACTGTTGGACTTGAGTGCAGGAGGGGCAA

ACGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTAGCGAAGGCGGTTTGCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15414;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTCGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGGAGATCTTGA

GTACATTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTACAACTGACATTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15417;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Rumi

nococcaceae(0.6350),g:Subdoligranulum(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTATTGTTCGGGAAGATAATGACGGTACCCAACAAGAAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGGAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAGGCAGCTGACGGGTGCGTA

ACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15416;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:Marinilabiliaceae(0.0086),g:Alkalitalea(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCATTTGCGTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGGAATTCCGGGGCTCAACTCCGGGGCGTCCCTTGATACTGTCGCGCT

GGAGTGCGGATGCAGCCGGAGGAATGAGTGGTGGAGCGGTGGGATGGTTAGATTTCACTGAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGGGGGGATTGAACAGGATTAGATACCCTGGTA 
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>OTU15415;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

AAGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGCGAAGCAAGTCTGAAGTGAAAACCCAGGGCTCAACCCTTGGACTGCTTTGGAAACTGTTTT

GCTAGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.8472),o:Lactobacillales(0.6138),f:Lactob

acillaceae(0.3884),g:Lactobacillus(0.1299); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTA

AAGGGCGTGTAGGCAGGAGTGCAAGTCTGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTTAT

TCTTGAGTGGAGTAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGG

CGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15420;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGCAGTAAGCCACGGCTAACTACCTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGCGCGCTATCCGGATTTACTGGGCGTAAAGTGAGCGTAGGCGGATGATTAA

GTGGGAGGTGAAATACCCGGGCTCAACTGGGGTGCTGCATGCCAAACTGGTTATCTAGAGTGCAGGAGAGGGGGG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGACGGCGGCTTGCTGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15419;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCTTAAAGCTCTTTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGTCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG
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GAATTCCTAGTGTAGCGGTGAAATGAGTAGAGAGTAGGAAGAACACGAGTGGCGCAGGCGATTCTCGGGACTGTAA

CGGACGCTGAGGCTCGAAGGGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15421;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTGCCGGAGCAATAAGAGCCACTCGTGGCTCGTTGCGAGTACGGGAAGAACAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGACGGGAAATGTCAACGATAAACGTGGAACGTGCGTTTGATACTGCCGTACTG

GAATGCGGATGAAGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15422;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Deflu

viitaleaceae(0.2184),g:Defluviitalea(0.0519); 

CCTTTCTGCAGCAGTTTTTCCTCTTTCCCCCTTTTCTCCAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGTCTTC

GGATCGTAAACTTCTATCAGCAGGGAAGAAACCATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGCGATTTAAGT

CAGATGTGAAAACTCAGGGCTCAACCTTGAGACTGCATCTGAAACTGAGTTGCTAGAGTGCAGGAGAGGAAAGCGG

AATTCCGAGTGTAGCGGTGAAATGCGTAGAGATTCGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAAC

TGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15423;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTCTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTATCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAGACTGGGAAGCTTGAATGCAGGAGAGGAGAGT

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGCTATTAGGAGGGACACCAGTTGCGGAGGCAGCTCTCTGAACTGTA

ACTGACACTGGGGCACAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15426;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloropla

st(0.0000),g:Chlorophyta(0.0000); 

AGGTGAAGTAAAAGGTTCATACTTAAACATCACTGCTGGTACAATGGAAGAAGTTTATGCTCGTGCAGAATATGCTA

AAAGCCTTGGTTCTATAGTTGTTATGATCGATTTAGTTATCGGTTATACAGCAATTCAAAGTGCTGCAATCTGGTCTCG

TCAAAACGACATGCTTTTACACTTACACCGTGCTGGTAACTCTGCTTACGCTCGTCAAAAAAATCATGGTATCAACTTC

CGTGTTATTTGTAAATGGATGCGTATGTCTGGAGTAGATCATATCCACGCTGGTACAGTTGTTGGTAAATTAGAAGG 
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>OTU15424;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCAAAAAAGTAGGAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCATAGTGTAGCGGTGAAAGGCGTAGATATGAGGAGGAACAACAGTTGCGAAGGCGGGTATCTGGACTGTA

ACTGACACTGAGGCACGAAAGAGTGGGGAGAAAACAGGATTAGATACCATGGTA 

>OTU15425;tax=d:Bacteria(0.6810),p:Cyanobacteria/Chloroplast(0.1905),c:Chloroplast(0.0726),f:Chloropla

st(0.0113),g:Bacillariophyta(0.0046); 

GTGCCAGCAGCCGCGGTAAGACAGAGGATGCAAGTGTTATCCGGAATTATTGGGCGTAAAGCGTTTGTAGGTGGAT

ATCTAAGTCTTATGTTAAATATCTAAATTTAATTTAGAAAATGCATAAGAAACTATATATCTTGAGTATTATAGAGGTA

AAGGGAATTTTCAGTGTAGCGGTGAAATGCGTAGATATTGAAAAGAACACCAATGGCGAAAGCACTTTACTAGATTA

ATACTGACACTGAGAAACGAAAGCTAGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCTAGCTGTAAACGATGG

ATAATAGACGTTGTGATATTTTATTATATTGCAGTGTCGTAGCTAACGCATTAAGTATCCCGCCTGGGTAGTATGCTCG

CAAGAGTGAAACTCAAAGGAATTGACGGGG 

>OTU15427;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGACGCGTGACGGAAGTCGGC

CCTATGGGTCTTAAACTTCTTTGGTCACGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACCTCTCTCCCAATGACGCTGACGCACGAACGCGCGGGTACCGAACAGGATTAGATACCCTGGTA 

>OTU15428;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Rumi

nococcaceae(0.7428),g:Intestinimonas(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTGTCAGGGACGAAGCAAGTGACGGTACCTGACGAATAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTG

CAAGTCAGATGTTAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCAA

TCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCCG

TAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.6350),g:Roseburia(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAGGCTCTATCAACCGGGGAGAAAATGACGGTAACCGGCTAAGAAAGCCCGGCTAAAAACGTGCCAA

CAGGCGCCGTAATAAGTATGGTGCAAGCGGTATCCGGATTTACCGGGTGTAAAGGGAGCGCAGGCGGAAGGCTAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCACTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15429;tax=d:Bacteria(0.6433),p:Firmicutes(0.0716),c:Clostridia(0.0132),o:Clostridiales(0.0109),f:Clost

ridiaceae_1(0.0033),g:Caloramator(0.0028); 

GTGCCAGCAGCCGCGGTAATACGAGAGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGTTCGTAGGTGGTA

TTTGTTGTTATAGGTAAAATTTTAGAGTAAAATTTAAATTGCCTATAATACTCTTTTACTTGAGTATAGAAGAGGATAA

CAGAATTTCATAATTAGGGGTAAAATCCTTTGATTTATGAAGGAATGTCAATGGCGAAGGCAGTTATCTGGTCTATTA

ACTGACGCTGAGGAACGAAAGCGTAGGGAGCAAACAGGATTAGATACCCTGGTAGTCTACGCAGTCAAAGATGAAT

GCTAATGTTAGGAAATTTCTGGCATATAGTTAACACGTTAAGCATTCCGCCTGGGAAGTACGATCGCAAGATTGGAAC

TCAAATGAATTGACGGGG 

>OTU15430;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACTTGAGGAGAAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGCAGGTGGTTACCTAA

GCACGAGGTATAAGGCAATGGCTTAACCATTGTTCGCCTTGTGAACTGGGATGCTTGAGTGCAGGAGAGGAGAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGGCTGTAA

CTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15433;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAATAACGTGCGTGACGCGTCCCGTATTGAGTGTACCCGATGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGTCCGACAAGTCAGCGGTCAAAGTTCAGGGCGCAACCCGGGGTGGCCGTGGAAACTGGGTGGCTCG

AGTGCGTGCGAGGAAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGATACTGATGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU15432;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ostreptococcaceae(0.0710),g:Clostridium_XI(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGCTACTTGTGGAGGAAGCTCCGGCTAACTACGTGCCG

GCAGCCGCAGTACTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCAA

GTCTGATGTGAAATCCACGGGCTGAACGCGTGAACTGCAGCTGAAACTACTAGTCTTGAGTATCGGAGAGGCAAGC

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15435;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAGGAAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGTAAGCGCGGGACGTGTTCCGTAGCTGAAAGTATCAGATGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCGCGTTAAGTCAGTGGTAAAAGTGAGGGGCTCAACCCCTTCCGGCCATTGAAACTGGCGGGCTTG

AGTGAGCGCGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATACCGGCGCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15434;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Betaproteobacteria(0.7114),o:Burkholder

iales(0.3959),f:Sutterellaceae(0.2184),g:Parasutterella(0.0519); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCTATTCCGCGTGTGGGAAGACGGCC

TTCTGGTTGTAAACCACTTTTGTAGAGAACGAAAAGTCTATTGATAATACCGATAGACGATGACGGTACTCTAAGAAT

AAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGCGCGTTAATCGGAATTACTGGGCGTAA

AGGGTGTGCAGGCGGTTTTGCAAGATGGATGTGAAAGCCACGGGCGTAACCGGGGAAAGCCATACATGAATGCAA

GACTAGAGTGCGTCAGAGGGGGGTGGAAGTCCGAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGAT

GGCGAAGGCAGCCCCCTGGGACGCAACTGACGCTCATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15437;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.6709),g:Roseburia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCTACCGGGGAGAAGAAATGACGGTACCTGACTAATAAGAACAGGCTAAATACGTAC

CAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGGCTGATGTGAGAGCTCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCGTCTAGAGTGTCTGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGACGGCGGTTTACTAGACGA

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5632),g:Oscillibacter(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGATGGC

TTTCGGGTTGTAAACTTCTTTTGACAGGGAAGAGCAGAAGACGGTACCTGTCGGATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCTGAC

AAGTCAGATGTGAAATCCGGGGGCTCAACCCCCGAACTGCATTTGAAAATGTTGGTGTTGAGTATCGGAGAGGAAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Parapedobacter(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAGTCTGATCCAGCCATGCCGCGTGCAGGATGACGGTC

CTATGGGTTGTAAACTGCTTTAGCATGGGAGCAATGAGGTGTACGTGTACACCGTTGTGAGTACCATAAGAATAAGC

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCTGTAAGTTAAGTCAGCGGTGAAAGTTCGCGGCTAAACCGTGAGAGTGCCGTTGAAACTGACAGACTTG

AATGCGGAAGAGGTCGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAAGGCCGATTGCGAA

GGCAGCTGGCTAGGCCGCGATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15439;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Pept

ostreptococcaceae(0.0560),g:Filifactor(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGCTTA

GCAAGTTGGCAGCGTAATTCCGGGGCTTAACCTCGGCGCTACTACCAAAACTGTTGAGCTCGAGTGCAGGAGGGGTA

AGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACATCGGTGGCGAAGGCGACTTACTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0230); 

ACGGAAGGCAGCAGTGGGGAATCTTTTTCCCTGTCCTCCAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGTCT

TCGGATTGTAAACTTCTGTTATGAGGGGCGAAGGACGTGACGGTACCTCATGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGGATGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCATAAATTGCTATCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGGT

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 
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>OTU15441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTCGTTAGAGAAGATCATGAGTGAGCGTAACTGTTCATTCGCTGCCGGCATCTAACCAGC

AAGCCCCGGCTAACTACGTGCCAGCAGCCGCGCTAATACGACGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAA

GGGAGCGCAGGCGGTCTTTTAAGTCAGATGTGAAAGGCTTCGGCTTAACCCGAGTAGTGCATTGGAAACTGGAAGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGGCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15442;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9784),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGCAGGGAGTAAAGTTCATACCTTTGATCATGGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCAAGCAGCCTCAGTCATACGGAGGGTGCAAGAGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCTGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTGGAGTCTCGTAGAGGGGGGTAGAATGCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCTCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15444;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACACTGGGGGAAACCCTGATGCCGCGACGCCGCGCGAGTGAAGAAGCC

CTTCGGTATGTAACGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCTGGCTACCTACGTGCCA

GCAGCCGCGGTAATACGTCGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCGCGGGACTGCATTGGAAACTGATTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15445;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCAGGGAGCAAGCGCGGGACGTGTCCCGTAGCTGAGAGTACCTGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTCAGTGGCTCAACCATTGAACTGCCGTTGAAACTGGTTGGCTTG

AGTACGTACGGAGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 



8461 

 

>OTU15443;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGTCCTCTTTTTCCCTTTTCTCCCTCCTTCACCCTCCAAGTCTCGTGAGGGAAGACGGTCCTA

TGGATTGTAAACCTCTTTTGTCAGGGAGCAAGCGCGGGACGCGTCCCGTCGTTGAGAGTACCTGAAGAAAAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCG

TAGGCGGACCGTTAAGTCAGTGGTAAAATTGAGAGGCTCAACCTCTTCCGGCCATTGAAACTGGCGGACTTGAGTGA

GCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGCAGC

ATACCGGCGCTCAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Oribacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTTCCA

GCAGCCGCGTTTATACGTATGTTGCAAGCGTTATCAGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCAA

GTTTGAAGTGAAATACCCGGGCTTAACTCGGGAACTGCATTGAAAACTGTCGATCTAGAGTGTAGGAGAGGTAAGTG

GAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACAGGAGGCGAAGGCGACTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15448;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATAGGGGGGTAAAGTGTGCCACGTTTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGGTCCAGCGGCCGCGGTATTAGGGAAGGTCCGGGCTTTATCCGGACTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGTATTGCAGCGCGAACTGGCAGGCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Negativicutes(0.9784),o:Selenomonadales(0.97

07),f:Veillonellaceae(0.9573),g:Mitsuokella(0.7162); 

CCTTTCTTCCTCCTTTTGGAATCTTCCGCACTGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGGTTT

CGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGGTTGTGAATAACAGCTTCCAATGACGGTACCTGACGAGG

AAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAA

AGGGAGCGCAGGCGGGAGGTCAAGTCTATCTTAAAAGTGCGGGGCTCAACCCCGTGAGGTGATGGAAACTGGTCTT

CTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15449;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAGGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGTTGATCGAGTCTGATGTGCAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACA

GCTGGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15453;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Actinomycetaceae(0.0000),g:Varibaculum(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTGTGGTATTCCGCAGGGCATGCCTGTTCGAGCGTCATTTAACC

CCCTCAAGCTTTGCTTGGTGTTGGGCGTTTGTCCTGCCTTCTAGCATGGACTCGCCTTAAAATCATTGGCAGCCACCTC

CCTGGCTTCGAGTGCAGCACTTTTGCGCCCGGTACTTGGGGGTTGTGGTTCTCCAGAAGCCCTTTTTTTTAGTTGACCT

CGGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU15450;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_4(0.0710),g:Thermotalea(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGTCGCGAGAGACGAAGAATGACGGTATCTCGCAAGAAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATGACTGGGCGTAAAGGGAGTGTAGGCGGCCTTTTA

AGTTATGTGTGAAAGCCCACGGCTTAACCGTGGAACTGCACATAAAACTGGAGGGCTGGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGAGGCGAAGGCGACTTACTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15451;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTAGCAA

GTCTGATGTGAAAGGCGGGGGCTCAACCCCCGGACTGCATTGGAAACTGCCAGTCTTGAGTGCCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCCGGACAGCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15452;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTATGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGAGATAGC

AAGTCAGCTGTGAAAACTAGGGGCACAACCCATAAACTGCAGTTGAAACTGTTATTCTTGATTGGAGCAGAGGCAGG

CGGAATGCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGCGGAACACCAGTGGCGAAGGCGGATTGCAGGGCTCT

AACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGGA 

>OTU15454;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVa(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCTTTTGTCGGGGAGCAAAAAAGCAGTTATGTGCTAATTGAGAGTACCCGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACTCTGGGACTGCATTGGAAACTGTCAAGCTG

GAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15455;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCGGGACGACGGC

CCTATGGGTTGTAAACCGCTTTTGTCTGGGAACAAAGAGCGCCACGTGTGGTTCGTTGCGTGTACCTTTCGAATAAAC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACAGTAGTATGCCGTGAATACTGGCGGACTAGA

GTGCACACGAGGAAGGTGGAATGCGTCGTGTAGCGGTGAAATGCATAGATATGATGAAGAACACCGATTGCGAAGG

CAGCTTACTGGGGTATAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15457;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAATGC

CCTATGGGTTGTAAACTTCGTTTATGAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGGTTAAGTCAGTGGTGAAATGTTGCGGCTCAACCGTAGAAGTGCAGTGGGTACTGGAGATCTTG

AGTGAAGCTGAGGTAGGAGGAATGTGTAGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTTGCGAAGCTGCAATTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.7428),g:Roseburia(0.4787); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCGGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACTGGCTAAATATGTGC

CAGCAGCCGAGTTAATATGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGGCGGAGGGGTAA

GCGGAATGCCTGGTGTAGCGGTGAAATGCGTAGATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGCGAGACTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGTGTACGTGTACGCCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATAAGGAAGGTCCGGGCGTTATCAGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGTTTTTAAGTCAGTTGTGAAAGTGTGCGGCTCAGCCGTAGAATTGCAGTTGAGACTGGAAGGCTT

GAGTGCAAGCGGGGGTGCCGGAATTCATGGTGTAGCGGATAAATGCTTAGATATCATGAAGAACGCCGCAAGCGAA

GTCAAGTGCCCGGAGTGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAAAAGGGATAGATACCCTGGTA 

>OTU15460;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Porphyromonadaceae"(0.1485),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGACATCACGTGTGGTGTTTTGCATGAACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGCGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGTGGTGAAAGTCCGTGGCTCACGCCTGTAATTGCCGTTGAAACTGGCGAGCTTGC

GTACGTACGGGGCAGGCGCAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAATG

CAGCCTGCAAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15458;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Porphyromonadaceae"(0.0710),g:Butyricimonas(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGCACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGG

CGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTGGATCTTG

AGTATCGGAGAGGTAATCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAG

GCGGCTTACTGGACGATTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15461;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Roseburia(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGTATGATGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAACTGC

AAGTCAGATGTGAAAACCACGGGCTCAACCTGCGGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGAGGCAGA

CGGAATTCCTAGTGTAGCGGTGACATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.1299); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTTTAAACTGCTTTCATAAGGGAATAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCCTATGAATAAGG

CCCGGCTAATTGCGTTCCAGCAGCCGCGGTAATACGGAAGGACCGGGCGTTGTCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTATTGTGAAAGGTAGATGCTGAACATCTGAACTGCAGCGCGAACTGGTTTACTAGA

GTACGCACGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCTCACTGGAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15465;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGCTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGAGTTGTGAAAGCTAGACGCTTAACGTCTGCACTGCAGCGCGAACTGGTATTCTTGA

GTACGCACAAAGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAGTTGCGAAGG

CAGCTTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Negativicutes(0.9321),o:Selenomonadales(0.84

12),f:Veillonellaceae(0.6709),g:Anaerovibrio(0.1299); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGGCAAGGCTAGGAAATGAGCTTTGTAGGACGGTACCTTTCG

AGGAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCG

TAAAGGGAGCGCAGGTGGGAAAGTAAGTAAGTCTTAAAAGGGCGGGGATCAACCCCGGGGGGGGATTGAAACTAC

TTTGCTTGAGTGAAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGACAGGGGAGCGAACAGGATTAGATACCCT

GGTA 

>OTU15464;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Deltaproteobacteria(0.7497),o:Desulfovib

rionales(0.4652),f:Desulfovibrionaceae(0.1872),g:Desulfovibrio(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGCAGGGAAGAATAAGCATTGTTCTAATCAGCAGTGCCCTGACTGTACCTTCAAAG

GAGGCACCGGCTAACTCCGTGCCAGCAGCCGCGTTCATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCATGTAGGCTGTATGGCAAGTTGGAGGTGAAAGCGCACGGCTCAACCGAGGAACTGCCTTCAAAACTAGAGA

GCTGGAGTGCGAGAGAGGATAGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATAGGGAAGAACATCAGTG

GCGAAGGCGGCTATCTGGGTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15468;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACAAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTATGAAAGTTTGCGGCACAACCGTAAAATTGCAGTTGATACTATCAGTCTTGGG

TACAGTAGAGGTGGGCGTAATTCGTGGTTTAGCGGTTAAATACTTAGATATCACTAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAATTAACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15467;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTAGGGGTTGTAAACTTCTTTTATTTTGGAATAAAGTATTCCACGTGTGGGATTTTCTATGTATCATATGAATAAGGC

TGCGCTAACTATGCGCCAGCAGCCGCGGTTATACGGAGTTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGTTAAGTCAGTTGTGAAAGTTTTCGGCTTAACCGAAAAATTGCTGTTGAAACTGGCAGTCTTGAGT

GCAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGCA

GCTCACTAGGCTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15466;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.1098),g:Catonella(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAACTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAAATAACTGCCA

GCAACCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCCGTCTTATAA

GCGTGTTGTGAAATGTCGGGGCTAAACCCGGGAACTGCAGCGCGAACTGTGGGACTTGAGTGCGGAGGAAGTAGG

CGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGACGAGGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGC

AACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15470;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp1(0.0000),g:Terriglobus(

0.0000); 
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TCAGCACTAACCTTGCGAGTCCTTTCTTTGATTTGGTCATTGTTCAACTACTGACCCGCCGTTTGCGCTTGAGTAAGCA

TTTGGCGCATAATCTCGGAAACCTGCTGTTGCTTGGAAAGATTGGTGTTTTCCATAATAGACGCAACGCGAGCAGTAG

ACTCCTTCTGTTGATAAGCAAGCATCTCATTTTGTGCATATACCTGGTCTTTCGTATTCTGGCGTGAAGTCGCCGACTG

AATGCCAGCAATCTCTGTGGGAGTCTCATTTTGCATCGCGGCAATCTCTTTCTGATTGTCCAGTTGCATTTTAGTAAGC

GCTTGTGGAGGCTCAAATCCGGCGGCAACC 

>OTU15469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCATTTACGTTATCTATCCAG

AACGTCACGGCTAACTCCGTGCCCGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAA

AGGGAGCGTAGGCGGATGATTAAGTGGGAGGGGAAATACGCGGGCTAAACGTGGGTGCTGCATTCCAAACTGGTT

ATCTAGAGTGAAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15471;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9775),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGGAGGG

TTTCGGCTCGTAAAGCTCTGTTGCTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTTGTGTGAAAACCCTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCAAGTGGAGCGGTTGAATGCGTAAGTATATGGAAGAACCCCAGTGG

CGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATAGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15472;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCACGCAGCGTGAAGGATGAAGGC

TCTCTGGGTCTTAAACTTCTTTTATATAAGAATAAAGTGCAGTATCTACACTGTCTTGTCTGTCTTATTTCAATCAGGCT

CGGCCAACTCTGCGCCAGCAGCCGCGGTTATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATGGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15473;tax=d:Bacteria(0.0041),p:"Chlamydiae"(0.0000),c:Chlamydiia(0.0000),o:Chlamydiales(0.0000),f

:Chlamydiaceae(0.0000),g:Chlamydophila(0.0000); 
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TAGCAATCCACACTTTGTTACTCGTCAGAAAATCGACATCATCTTCGGTTCCATCCAACCCGGCAGAAGCCTGAATGC

GTTTAATAGAGGCCTAAGCGGTCTGGAAACGTACGTATTTTTCCGTAACTTGACTCATGATTTCTTACCTATTAGTGGT

TGAACCGCATCGGCCTCAGCTAGTATTCCACGCTCTTTTAAAATGTCAACAAGAGTATCTCTACCATGAACAAAATGTG

ACTCATATCTAAACCAGTCCTTGACGAAAGTGCCAAGCATATTAAGCCACTTCGCCTCATCCAACGAGTCAGGTTTTGA

CAGAAGCGTTAGTGGAAGGCGAAAGGTCGGAAAGGAAGAGCGTCTCGAGCTGCGGAAGGATAGGTCGAATTTGAT

CATTGTCCGCGAGCAGGCCAATTCGATTGAAGTCGTAAACAATCAGTA 

>OTU15475;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAGCTTCTTTTAGAAGGGAATAATTGCGGGTACGCGTACACGTTTGCATGTACCGTATGAATAAGG

ATAGGCTAACTCCGTGCCAGCAGCGGCGGTACTACGGAGGATCCGAGGGGAATGCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCGCGTAAGTCAGCGGTGAAAGTTTTGGGCTCAACCTTAAAATTGCATTTGATACTGGGTGCCTTG

AGTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15476;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Porphyromonadaceae"(0.8505),g:Parabacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTTCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCAGCAGTTTAAGTCTGCTGTGAAAGTCTGGGGCTCAACCATAGAATTGCAGCTGAAACTGTGATGCTTGA

GTATGTGTAAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAGG

CAGCCTGCCAAGCCATGACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15477;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCGAAGTAGCGTGAAGGATGAAGGC

TCTATGGTTCGTAAACCTCGTTTATATAAGAATAAAGTGCAGTATGTGTGCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCACGGTAATACGGAAGGTCCGGGCGTTATCTGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAATTATCGGCTCAACAGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTAGTA 

>OTU15474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.7643); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGC

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACTTCTTGACGGTATCTAACCAG

CAAGTCCCGTCTAACTACGTGCCCTCAGCCTCTTTAATACGTTGGTGGCTAGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACT

TGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15478;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAGGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCGGTACGTATACAGGATTGTATGTATTATATGAATAAGG

ATCGGCTAATTCCGTGCCGGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATGATTAAGTGGGATGTGAAATCCCCGGGCTCAACCTGGGTGCTGCATTCCAAACTGGTTGTCTAGA

GTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAG

GCGACACTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15479;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTAGCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCTGTTGGCTTAACCAAAGAGGTGCATCTGAAACTGTCA

GACTAGAGGGCAGAAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAACAACACCAGT

GGCAAAGGCGGCTGTCTTGTCTGCAACTGACGCTGAGGATCGAAAGCATGGGTCGCGAACAGGATTAGATACCCTG

GTA 

>OTU15480;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.4224),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTCATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGGCGCTTAAGTCAGATGTGAAAACTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGTAGTAGAGGCAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCTATGGCGAAGG

CAGCTTGCTGGAGTATAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15481;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGATGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGCAGCCGGGAAGGCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTAG

ATCTTGAGTGTCGAAGGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGTAACACCAGTG

GCGACGGCGGCTTGCTGGACGCTCACTGCCGCTGAGGCGCGAACTTCTGGAGAGAAAACAGGATTAGATACCCTGG

TA 

>OTU15482;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Thermomonosporaceae(0.0000),g:Actinomadura(0.0000); 

TGCCGTCCTTGCTTATTATGTTCCTCCCGTCAACATTCAACCGGCCTGTCTCATCATGGCAGGCGCTGAATTTACGGCA

AACATTCTTTATGGCGTCGAGCGTCCGGTTAAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAAC

ACTGACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGT

AAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCT

GGGGGAGGTAGGGGGTCAACAATTTGAAGTGCAGGGGCTTCGGCCCCTTACTGGAGGATAAATGATGTCTAATATT 

>OTU15483;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAAGTGCGGCACGCGTGCCGTTTTGTATGTACCTGACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGATATTAAGCGTGTTGTGAAATGCAGGTGCTCAACGTCTGCACTGCAGCGCGAACTGGTATCCTTGA

GTGCGCTGGAAGTCGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCTGACTGTAGCGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15484;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylo

bacterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

CTGGTCATTTAGAGGAAGTAGAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTGTCGTATCCTG

GAAACAGAACGACCTGAGAACGATGAAACATCACTCTCGGTAGGCCGGTTTTTTACTGTGCTTGTCGATTCCGTTGTT

ATGCGTTCATCCATGCCCAAGACTCCAGTTTTGGTTGGATCATACGCATAGCTTCCGGATACCACCAAACCCCGGCAC

GAAAAGTTTTAAGGAAAATGCAACTAAACAGCCTGCTTTCGCAAACCCGGAGACGGTGTTTGTTCAGAAGCAGGGCT

GCAATGTAAAGTCTAAAACGACTCTCGGCAACGGGTATCTTGGCTCTCGCATCGATGAAGAACGCAGC 

>OTU15485;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.2524),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGTGTTCCGCCTTTGCAAGTACCGCCAGAAAAA
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GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAAAACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAG

CGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGGTGGTCT

TGAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGA

AGGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15487;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1291),g:Alloprevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGAACGGCTAATTCCGTGCGAGCAGGCGCGGTCATACGGAAGGCCCATGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAAGCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGGCT

TGAGTTAGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCAATCGCGAA

GGCAGATGCCCGGCGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15486;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9507),c:Deltaproteobacteria(0.8331),o:Desulfovib

rionales(0.5395),f:Desulfovibrionaceae(0.2184),g:Desulfovibrio(0.0615); 

CCTTCCTTCCTCCTTTTGGAATATTGCGAACTGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGTCT

TCGGATCGTAAGCCTCTGTCAGAAGGGAAGAATAAGCATTGTTCTAATCAGCAGTGCCCTGACGGTACCTTCAAAGG

AAGCACCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA

AGCGCATGTAGGCTGTACGGCAAGTTGGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCCTTCAAAACTACCGAA

CTGGAGTGCGAGAGAGGATAGCGGAATTCCAGTTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACATCAGTGGC

GAAGGCGGCTATCTGGCTCGTAACTGACGCTGAGATGCGAAAGCGTGGGTAGCAAACAGGAGTAGATACCCTGGTA 

>OTU15488;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9987),c:Spirochaetia(0.9755),o:Spirochaetales(0.93

89),f:Spirochaetaceae(0.9201),g:Treponema(0.1299); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGTGCGACGCCGCGTGGATGAGGAAGGC

CGGAAGGTTGTAAAATCCTTTTGGGACGGAAGAATAAGCGGTGCAGGGAATGGCATCGTGGTGACGGTAGGTCCTG

AATAAGCAACGGCTAATTACGTGCCAGTAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGCCCTGCAAGCTTGGTGTGAAATCTATGGGCTCAACCCATAGACTGCATTGAGAACTACAG

GGCTTGAGTCGCTGAGGCGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCCATG

GCGAAGGCAAGTTGCGCTGAGATGAATGACGCTGAGGTGCGGAAGAGCTGTGAGCACACCATATCAAATACCCTGG

TA 

>OTU15490;tax=d:Bacteria(0.0076),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Thermoacti

nomycetaceae_1(0.0000),g:Melghirimyces(0.0000); 

GTGAATCATCGAATCTTTGAGCGCACATTGCGCCCCTTGGTATTCCGAGGGGCATGCCTGTTCGAGCGTCGTTTCACC

ACTCAAGCCTGGCTTGGTATTGGGCGCCGCGGTCAATCCGCGCGCCTCAAAGTCTCCGGCTGAGCTGTCCGTCTCTAA
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GCGTTGTGATTTCATTAATCGCTTCGGAGTGCGGGCGGCCGCGGCCGTTAAATCTTTCAAAGGTTGACCTCGGATCAG

GTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU15491;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Bacilli(0.9747),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCTTCGTTGGTAGTGAAGAAAGATAGAGGAAGTAACTGGCCTTTCTTTTACGGTAATTACTTAG

AAAGTCACGGCTAACTCCGTCCCAGCAGCCACGGTAATACGTCGGTGGCAAGCGTGGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTGCGGCTCAACCGGAGAATTGCAGCAGAAACTGTAGA

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTG

GCGAAGGCAGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15489;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0326); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGATTGTAAACTTCTTTTCTCAGGGACGAACAGATGACGGTACCTGAGGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACAGCA

AGTCTGAAGTGAAATGTAGGGGCTCAACCCCGGAACTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAGG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15493;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Oscillibacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGCGAATT

AAGTTGGATGTGAAATACCCTGGCTTAACTTGGGGGGTGCATTCAAAACTGGTTTGCTAGAGTGCAGGAGAGGGAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCCAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15492;tax=d:Bacteria(1.0000),p:"Tenericutes"(0.7547),c:Mollicutes(0.4428),o:Acholeplasmatales(0.1

719),f:Acholeplasmataceae(0.0710),g:Acholeplasma(0.0157); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAATTC

TTCGGAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCTAGCGTTATCCGGAATTATTGGGCGTAA

AGCGTGCGTAGGTGGCCGTTTAAGTCTGACGTGAAAGGCGACAGCTTAACTGGGGAGGGGCGATGGAAACTGGAT
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GGCTTGAATCTAGAAGAGGTAAGAGGAATGCGATGTGTAGCGGTAAAATGCTTAGATATAAGGAGGAACACCAGTT

GCGAAGGCGGCTTACGGGTCTAGCATTGACGCTGAGGCACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15494;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.6350),g:Ruminococcus(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTAGGGGACGAGAAAGGACGGTACCCTAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGACTGC

AAGTCAGATGTGAAAGGAGGGGGCTTAACCCCCTAACTGCATTTGAAACTGTGGTTCTTGAGTGAAGTAGAGGTAAG

CGAAATTCCTAGTGTAGCGGTGAAATGCGGAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCTTT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15496;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGACCACGTATGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCGGCAGGTTAAGTGAGTTGTGAAAGTTCGGGGCTCAACCGTAGAATTGCAGTTGATACTGGACGGCT

AGAGTGCGGCAGAGGCAGGTGGAATTCGTGGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAACTCCGATTGCG

AAGGCAGCTTGCTGGAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15497;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9704),c:Spirochaetia(0.9321),o:Spirochaetales(0.84

12),f:Spirochaetaceae(0.6709),g:Treponema(0.3479); 

AAGGAAGGCAGCAGATAAGAAGAGAGAGAAAGGGAGGAAACGAGGACGGAGCGACGCCGCGTGGATGATGAAG

GTCGGAAGATTGTAAAATCCTTTTAAGTATGATGAATAACCTGATCAGGAAATGGGACAGGGATAACCGTAATACTT

GAATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCG

TAAAGGGCATGTAGGCGGTTTTGCAAGCTTGATGTGAAATGCCGGGGCTTAACTCCGGCACTGCGTTGAGAACTGCA

TGACTAGAGTAACTGAGGGGCAGCCGGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCTGGAAGAACACCGAT

GGCGAAGGCAGGCTACCATCAGATTACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15495;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),g:Natr

anaerovirga(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGCAGACGGGCTGTT
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AAGTCAGCTGTGGAATGCCGCGGCTCAACCGTGGACCTGCAGTTGATACTGGCGGCCTTGAGTGCAGTTGAGGCAG

GCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCATCTCACAAATCCGC

TATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15500;tax=d:Bacteria(0.0076),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales

"(0.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCCTTGGTATTCCATGGGGCATGCTTGTTCGAGCGTCATTTGTACT

CTCAAGCTTTGCTTGGTGTTGGGTGTTTGTCCTTTCCTCGCGTTTGGACTCGCCTCAAAGTTATTGGCAGCCAATGTAT

TGGTTTGAAGCGCAGCACAATTTGCGATTTAAGCTGGTAATCATTAGCCTCCATCAAACAATTTAACACTTTTGACCTC

GGATCAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU15498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGAGAGATAA

GTCAGATGTGAAATCCGCGGGGTCAACCCGCGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGTAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15499;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.7787),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTCTAGGGGGGTAAAGTGTGCCACGTGTGGCATATTACAGGTACCCTATGTACAAGG

AACGGCCAATTCTGTTCCAGCAGCCGCGGTAATTCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGGGTTGTGAAATGTCGGGGCTCAACCTGGGCGTTGCAGGGCAAACTGTAAGACTTG

AGTGCGAAGGAAGAAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15501;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Negativicutes(0.9784),o:Selenomonadales(0.97

07),f:Veillonellaceae(0.9573),g:Mitsuokella(0.6681); 

AGGGAAGGAAGAAGGGGGGAAGGGGGGGGAAGGGGAGAAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAG

GGTTTCGACTCGTAAAGCTCTGTTGTCGGGGACGAATGTGGAGATGGTGAATAACCATTTTCAATGACGGTACCTGA

CGAGGAAGCCACGGCTAACTACGTGCCAGCGGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGG

CGTAAAGGGAGCGCAGGCGGGAAGGTAAGTCTATCTTAACAGTGCGGGGCTCAACCCCGTGAGGGGATGGAAACT

ATCTTTCTTGAGTGCAGGAGAGGAAAGCGGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACC
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AGTGGCGACGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACC

CTGGTA 

>OTU15504;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8737),f:Enterobacteriaceae(0.7787),g:Escherichia/Shigella(0.4351); 

AAGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTATAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTAACCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCTCGGTAATCCGGAGGGGGCAAGCGGTAATCGGAATTACTGGGCGT

GAAGCGCACGCAGGCGGTTTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGGACTGCATCTGATACTGGCA

AGCTTTAGTCTCGGAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGGGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15503;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lach

nospiraceae(0.0113),g:Clostridium_XlVa(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCAGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGACTACGCGTGGTTCGTTGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGT

GCGTAGACGGGCATGCAAGTTGATTGTGAAATCACTCGGTCTAACTGAGGAAGTGCAACCAGAACTGTATGTCTTGA

GTGCAGGAGATGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGG

CGGCTTTCTAGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15502;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGAATAAAGTGTGGTACGTGTGGCAGATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGCTATTAAGTCAGCTGTGAAAGTCGGCGGCTCAACCGTAGGCCTGCAGTTGATACTGGGGGCCTT

GAGTGCAGGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATTGCGAA

GGCAGATGCCTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15505;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0355),g:Alloprevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTCTAGGCGGGGGAAAGGTGCGGGACGGGTTCCGGTATTGCAAGTACCGCCAGAAAA

AGGACCGGCTAATCCCGTGCCAGCAGCCGCGGTAATCCGGAAGGTCTGGCCGTAATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCAGGCTATTAAGTGTGCTGTGAAATCCGGGGGCTCAACCGTGGGCCTGCAGTTGATACTGGTGGCC
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TTGAGTGCGCGCGAGGGCAGTGGAATTCATAGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATGGCG

AAGGCGGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15507;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9726),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGGGAGAGTAACTGTTCATGCAGTGACGGTATCCAACCA

GAAAGTCACGGTTAACTCCGTGCCCGCAGGCGCGGTAGTACGTCCGTGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCGGGCGGTTGGTTAAGTCTGATGTGAAAGGCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGGAGAGGACAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAGGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15506;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGCTTGGGAATAAAGTGCGGGACGTGTTCCGCATTGCATGTTCCCTTTGAATTAGG

ACCGGCTAATCCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGGCGTGAAATTCCGTGGCTCAACGGCGGGCGTGCGGCGGAAACTGTTGCACTTG

AGTACGCAGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGGCGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15508;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AACGTCACGGCTAACTACGTGCCAGCACGCGCGGTCATACGGAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTGTGATGTGAAAGCCTGATGCTTAACAAAAGAAGTGCATCGGAAACTGGTAG

ACTTGAGTGAAGAAGAGGACGGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCGGTG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCCCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15511;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9940),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGCGGGAGAGTAAATGTTAAGGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGAAGCCGAGGTAATACGGAGGTGGCAAGAGTTATCCGGATTTATTGGGCGT
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AAAGCGAGCGCGGGCGGTTGATTAGGTCTGATGTGAAATCCTTCGGCTTAACCTAAGAAGTGCATCGGAAACCGGG

CGACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATTCGTATATATATGGAAGAACACCAGT

GGCGAAGGCGTCTGTCTGGTCTGCATCTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15510;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Pseudoflavonifractor(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGTC

AAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCCG

GAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCAGTGGCGAAGGCGACTATTTGGCCCA

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15509;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clost

ridiaceae_3(0.0099),g:Sporosalibacterium(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCCATGCCGCGTGAGTGACGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACATAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGTTAATACGAAGGGGGCAATCGTTGTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCA

AGTTGGAAGTGAAATACCCAGGGCTTAGCTCGGGTGCTGCTGTCAAAACTACGAGACTTGAGTGTGGGAGAGAATA

GTGGAATTCCTAGGGGAGCGGTGGAATGCGTTGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCA

GAACTGAAACTGAGGCACGAAAGCGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU15512;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGATGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAGTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTGCA

AGTTTAATGTGAAAACCCGAGGCTCAACCCCGGGACTGCATTTGAAACTGCATGTCTAGAGTGTCAGAGGGGAAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCAGCTGGACGAA

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Saccharofermentans(0.0519); 

ACGGGAGGCAGCAGTGGAGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAATGCCGCGTGAAGGATGAGGGT

CTTCGGATTGTAAACTTCTTTGATTGGGGAAGAATAAAATGACCTACCCAAAGAACAAGTCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCTTTGCA
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AGTCAGAAGTGAAATGCCCGAGCTCAACTTGGGCGCTGCTTCTGAAACTGCAGAACTTGAGTGCTGGAGAGGATAG

CGGAATTCCTAGTGTAGCGGTAAAATGCGCAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTATCTGGACAGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15515;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATTACGGTATCTGACTAAGAAGCTCCGGCTAACATCGTGCAAG

AAGGCGCAGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTTCTAAGT

CTGATGTGAAAGCCTTCGGCTTAACCGTAGAAGTGCATCTGAAACTGGATGACTTGAGTGCAAGAGAGGACAGTGG

AACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCAGCTGTCTAGCTTGCAACT

GACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15516;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCGACGCCGCGTGAGCGAAGACGTC

TCTCGGTATGTAAAGCTCTATCAGCAGGGGAAAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCAT

GCAGCCGCGGCACTACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATGGGCA

AGTCAGATGTGAAACCCCGGGGCTCAACCCCGAGAGTGCAGTGGAAACTGTATATCTGGAGTGCCGGAGGGGTAAG

TGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGATGGCGAAGGCGGCTTACTAGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCCGATGCAGCAATGCCGCATGAGTGAAGACGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAAGGACGATAATGACGGTACCTAAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTGTTCGGAATTAGTGGGCGTAAAGGGAGCGTAGGCGGACTAGTA

AGTGAGAAGTGAAATACCAGGGCTCAACCTGGGTGTTGCATTTAAAACTGGTAGTCTAGAGTGTAGGAGAGGATAA

AGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGTCTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15518;tax=d:Bacteria(0.0356),p:"Proteobacteria"(0.0078),c:Alphaproteobacteria(0.0026),o:Rhizobial

es(0.0020),f:Bradyrhizobiaceae(0.0003),g:Bradyrhizobium(0.0003); 

GCTGGTCTGGTTGACGCCGGATTTGCGAATCCAAAAGAGCTTCCTAACCTGCAACTGGCCAATCAGAAAGAGATTGC

CGAGATGCAAAATGAGACTCAAAAAGAGATTGCTGGCATTCAGTCGGCGACTTCACGCCAGAATACGAAAGACCAG

GTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTACTGCTCGCGTTGCGTCTATTATGGAAAACACC
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AATCTTTCCAAGCAACAGCAGGTTTCCGAGATTAGGAGCCAAATGCGGACTCAAGCGCAAACGGCTGGTCAGTAGTG

TACCA 

>OTU15517;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Gammaproteobacteria(0.9733),o:Pasteur

ellales(0.8412),f:Pasteurellaceae(0.6709),g:Actinobacillus(0.2171); 

ACGGGAGGCAGCAGTGGGGAAGATTGCACAATGGGGGGAACCCCGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTCCGGGTTGGAAAGTTCTTTCGGAGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATTGACGTTAGTCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATAACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCACCGGGCTTAACCTGGGAATAGCATTTCATACTGGG

TCGCTAGAGTACTTTAGGAAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATTTGTAGTAATTCCGAAG

GCGAAGGCAACTACACGCTAATGTACCACCGCTCATGTCCGAAAGAGTGGGGAGCACACAGGATTAGATACCCTGGT

A 

>OTU15520;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Ruminococcus2(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAACGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGG

ATCTCGGGATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAAATAAGTGCC

AGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGAGATGC

AAGTATGATGTGAAAAACCGGGGCTCAACTCCGGGAGTGCATTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15521;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACCGCTTTTATAGGGGGATAAAGTGTGCCACGTTTGGCATATTGCAGGTACCCTATGAATCCGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGGTGGGAAATGTCGTGGCTCAACCTGGGAATTGCAGCGCGAACTGTGAGACTGG

AGTGAGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAAGGCGTAGATATGCAGAAGAACTCCGATGGCGAA

GGAAGCCTGCGGTAGCGCAAAGGACGCTGAAGCTCGAAAGAGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15519;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCATGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATGGAGGACGATGAAGGTGACGGTACCCCAATAGCAAGCTACGGCTAACTACGTG

GCAGCAGCCGCGGTAATACGTGGGTAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTAT

TAAGTTGGTGGTGTAATTCCGAGGCTTAACCCTGGAGCTACCACTAAGACTGATGAACTAGAGAGCCGGAGGGGAA
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AGTGGAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15522;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0904),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

CTTTCGGGTTGTAAACCTCTGTTACAAGGGACGAAGGACGTGACGGTACCCTGTGAAAAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGAGCT

GTAAGTCAGAAGTGAAAGCCATGGTTTTAAGGTGGGAACTGCTTTGGAAACTGTTGAGCTTGAGTACCGGAGAGGC

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGAC

GGCAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15523;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.4224),g:Pseudoflavonifractor(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGATGAAGGC

TTTCGGGTTGTAAACTTCTTTTATCAGGGACGAATCAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGGGTGGT

AAGTCAGCCGTGAAATGTCCACGCTCAACGTGGAACGTGCGTTTGATACTGCCGTCCTGGAATGCGGATGCCGTGGG

AGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15524;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0134); 

CCTTCCTTCCTCCTTCTGGCCTCTTCCCCCCTGGGCGCCCGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTTT

CGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGCA

AGTCACGGCTAACTACGTGCCCGCAGCTGCTGTAATACGTATGGTGCAAACGTTAATCGGAATTACTGGGCGTAAAG

CGCGCGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCTGGCTCAACCTGGGAACTGCATCTGAAACTGGCAAGCT

TGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCG

AAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15525;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.4045),o:Lactobacillales(0.1719),f:Lactob

acillaceae(0.0710),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCCGTTGTTGGGGAAGAACGTGCGGGGGCGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCACGCGCCGCGGTGGTACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGATTTGTAAGTGGGAAGTGAAACGCATGGGCTCAACCCATGAACTGCATTCAAAACTGCA

GATCTTGAGTGGTGTAGAGGTAGGCGGAATTTCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGT
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GGCGAAGGCGGCCTACTGGGGACTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15526;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0457),g:Flavonifractor(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

GCTTCTGCTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCCATCCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTA

AAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAAGCCATGGGCTCAACGCATGAACTGCATTTGAAACTGTGG

GTCTTGAGTGTCGGAGGGGCAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTG

GCGAAGGCGGATTGCTAGACGTTAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15527;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Prevotellaceae"(0.0149),g:Paraprevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCAGCGTGAAGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGATCCCGGAATAAAAAGAGCCACGCGTTGCCCGTTGAGGGTACGGGAAGAACAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCTGCCGTGAAATGTCCACGCTCAACGGGTGACGTGCGTCTCGTACTGCTGTTCTTG

AATGCGTACGCTGTGGGAGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACTCCGATTGCGAAGG

CATCTCACGAAGCCTTAATTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCACGTAGCGTGAAGGATGACGGC

TTTATGGGTTGTAAACTGTTTTTATAGGGGGAAAAAGTGTGCTACGTGTGGCATATTGCAGGTCCCCTATGAATAAGG

CACGGCCAATTCTGCGCAAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTGTTATAAGCGTGTAGTGAAATGTCTGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGGAGCTTGA

GTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGAAGGCGAAG

GCAGCCTACTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15529;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9711),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGCGCGCAACTGTTCACGCAGTGACGGTATCTAACAA

GAACGTCACGGCTAACTCCGTCCCAGCAGCCGCGGTAATACGTAGGTGGCAAACGCTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGACGGTTTGATAAGTCTGATGTGAAAGACTGTGGCTTAACCAAAAAAGTGCATCGGAAACTGTCA
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GACTTGAGTGCAGATGAGGAGAGTGGAATTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTGTCTGATCTGTAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9573),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGTAATCTTCCACAATGGGGGAAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGGTCACGCAGGGACGGTATCTAACCA

GAAAGTCACGGCTAACGACGTGCGAGCAGCCGCGGCAGAATGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGTAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15530;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTATACGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCGTCGGTAATAAGGAGTGTGCAAGAGGTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGATTGTTAAGTCTGCAGTGAAATCCCCGGGCTCAACCTGGGAACTGCTTCTGAAACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15532;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGAAGTAAAGGTAATACATTTGCTCACTGACGTTACCCGCGGG

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGATAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCACGGGCTCAACCTGTGAACTGCATCTGATACTGGCA

AGCTTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCT

GGTA 

>OTU15534;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6681); 
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ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGCGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTACATACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

TGCTGGAGTGCCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTCGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCCACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15533;tax=d:Bacteria(0.7187),p:"Bacteroidetes"(0.1508),c:Sphingobacteriia(0.0224),o:"Sphingobacte

riales"(0.0170),f:Sphingobacteriaceae(0.0046),g:Solitalea(0.0032); 

ACGGGAGGCAGCAGGGATGAATATTGGGCAATGGGCGGAAGACTGAACCAGCCATGCCGCGTGCGGGAAGTAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTACCTCCTTGCCAGCTGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGTGTGAAATTCCGGGGCTCAACTCCGGGGCTGCACTTGATACTGTCGCTCT

GGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTATGAACACCGAGTGCGA

AGGCAGCTGGAGACTCCGTCACTGACCCTGAGGCACGAAAGCGTGGGGAGAGAGCAGGATTAGATACCCTGGTA 

>OTU15535;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGGTGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTAGGGTTGTAAAGTACTTTTAGCGGGGAGGAAGGAAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

CGAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGCGGGTGCATGCGCTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGCATATGTGAGATCCCCGGGCTCAACCTGGGAACTGCATCCGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGATGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15538;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAAGCAGCCAAGTAGCGTGCAGGATGACGTA

TCTCCGGGTGGTAAACTGCTTTTAGTGGGGAATAAAAAAGATGACGTGTCATCGATTCTATGTACAATCAGAAAAAA

GACCGGCTAATTCCGTGCCAGCAGCCACGGTAATACGGCATGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGAGAGATAAGCCAGCGGTAAAATCGTGCGGCCAAACCGTACCTTGCAGTGGATACTGTTTCTCTTGA

GTGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATCGCGAAGGC

AGGTGTCCGGGGTGTAACTGACGCTGAGGTTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15536;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

CTTAGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGATACCTGACGAATAAGCCACGCCGAACTACGTGC

CAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGCTCAACGCATGAACTGCATTTGAAACTGCTCTTCTTGAGTGTCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTTGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTAAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15537;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1679),g:Intestinimonas(0.0110); 

ACGGAGGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAATGCGGATGCTGTGG

GAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGGCATCTCACGAATCCGC

AATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15540;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legione

llales(0.0000),f:Legionellaceae(0.0000),g:Legionella(0.0000); 

CGGCATTCCTGCTGAACCGGACCATGCCGCTTTTCTTGGCACGATTAACCCTGATACCAATACAATCCCTAAGCATTTG

TTTCCGGGTTATTTGACTATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACCCTAATG

AGCTTAATCAAGATGATGCTCGTTATGGTTTCCGTTGCTGCCATCTCAAAAACATTTGGACTGCTCCGCTTCCTCCTGA

GACTGAGCTTTCTCGCCAAATGACGACTTCTACCACAGCTATTGACATTATGGGTCTGCAAGCTGCTGATGCTAATTTG

CATACTGACCAAGAACGTGATGACTTCATGCAGCGTTAC 

>OTU15543;tax=d:Bacteria(0.9827),p:Firmicutes(0.5174),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0099),g:Syntrophococcus(0.0043); 

ACGGGAGGCAGCAGCAGGATTAGATACCCTGGTAAGGTCGGCAGAGCACACGTCTGAACTCCAGTCACCCAGCCAT

CTCGTATTCCGTATTCTTCTTGGAAAGAAAAAAAGGCCCGAAAGGGAGATGACGGTACCTGACTAAGAAGCCCCGGC

TAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGCA

GACGGCAGTGCAAGTCTGATGTGCAAGCCCGGGGCTCAACCCCGGAGCTGCATTGGAAACTGTACAGCTTGAGTGTC

GGCGAGGTAAGCGGAATCCCTAGTGTAGCGGTGCAATTCGTTGTTTTTTGAATGATCCGGCGACCACCGAGAGCTAC

ACTCTTTCCCTACACGACGCTCTGCCGATCTACGTGAGGCAGCAGCAGGATTAGATACCCTGGTA 

>OTU15541;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.2586),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 
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CCTTCCTTCCTCCTTTCTTCCTCTTTTTCCCTTTGCGCCCGCCTGAACCAGCCATGCCGCGTGCAGGAAGAAGGCCCTAT

GGGCTGTAAACCGCTTTTTGATGGGGGCAATAAGGGCGTCGCGCACGTCCTATGAGAGTACCAGGCGAATAAGCAT

CGGCTAACTCCGTGCCGCCGTCCGGGGTAATACGGGGGGTTGGGGGGTTATCCGGATTAATGGGGTTTAAAGGGTG

CGTAGGCTGTGCGTCAAGTCGGGTGTGAAATCCCGGTGCCAAACACAGGGGCTGCCTTTGATACTGTCGCGCTGGAG

TGCGTACGATGTAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAAGGC

AGCCTGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15542;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGTCTGATGGAGCAACGCCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGTGAAGAACGATAGTGGTAGTAACTGGCCATTATTTGACGGTAATTTCTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTGAATAAGTCTGATGTGAAAGCCCGCGGCTCAACCGGAGAAGTGCATCAGAAACTGGTGG

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15539;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACGATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTGGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCA

AGTCTGGAGTGAACGCTCAGGGCTCAACCCTGAGACAGCTTTGGAAACAGTATGGCTAGAGTGCTGAAGAGATAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGGACAACAGTGGCGAAGGCGGCGTACTGGACAGT

AACAGAATATGAGGCTCGAAAACGTGTGGAGCAAACAGGATTAGATAACCTAGTA 

>OTU15545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9821),f:Lactob

acillaceae(0.9573),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGCGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGGTAACGCAGTGACGGCATTTAACCA

GAAAGTCACGGCTAACTACGGTCCCGCAGCCGCGGCAGTACGTAGGTGCCTAACGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 
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>OTU15547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTTTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCACGGTTATACGGATTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTGAGTTGTGAAAGTTTGCGGCTCAACCGGAAAATTGCAGTTGAAACTGGATATCTAGAGT

GCAGTAGAGGAAGGCGGAATTCGTAGTGTAGCGGTGGAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15544;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Roseburia(0.0808); 

ACGGGAGGCAGCAGTGGGGGATACTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGACGG

TCCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAAGAAGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAAGG

CTAAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCATCTAGAGTGTCGGAGAGGTT

GACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACG

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15546;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiales_Incertae_Sedis_XIII(0.0904),g:Anaerovorax(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAA

GAGTGCGTAGGTGGTTACCTAAGCAGGGGGTGAAAGGCAATGGCTCAACCATTATTAGCCCCCTGAACTGGGCTACT

TGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

ATGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15549;tax=d:Bacteria(0.0058),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.00

00),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AACCTGCTTCAGCGAAACCAATCCGCGGCATTTAGTCGCGGTCAAATTAGACCACACCATGCAACCAACATAAACCTT

ATTGCCCGGCGTACGGGGAAGGACGTCAATAGTCACACAGTCCTTGACGGTATAATAACCACCATCATGGCGACCAT

CCAAAGGATAAACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAA

AAAATTTAGGGTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGAGTAGCGGCGTTGACAGATGTATCC

ATCTGAATGCAAGGAAGAAGACTACCATTACCAGAATTAACCGTCAAACTATCAAAATAGAACGTGGACGATGTAGC

TTGAGGTGTCG 
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>OTU15548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Lach

nospiraceae(0.7428),g:Roseburia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATCACGGTACCTGACTAAGAAACACCGGCTAAATACGTGC

CAGCAGCCGCTGTCATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCT

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTCACCTAGAGTGACGGAGAGGTAA

GTGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGATGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCTCGAGGGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:Marinilabiliaceae(0.0457),g:Mangroviflexus(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTGTATGGGGGTAAAGGTAGGTACGTGTAGATATTTGCAAGTACTATATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGGATCAAGGCAGAGGGGAAATGTGGGGGCTCAACCACTGCAGTGCCGTTGAAACTGATATCCTT

GAGTGCGTTAGAGGTATGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGACACAGAACACCGATTGCGAA

GGCAGCATACTGGTCTTTTACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15550;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGTGGAAACCCTGATGCAGCGACGCCGCGTCAGTGAAGAAGTA

TTTCTGTCTGTAACTCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAG

TCTGGAGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTATGGCTAGAGTGCCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGATTAATGGACAGTAA

CTGAAGGAGAGGCTAGAAAGCGTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU15552;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Ruminococcus2(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGAAGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCCCTATCAGCCGGGAAGAAAATGAAGGTACCTGACTAAGAAGCCCCGGCTAACGCCGTGCCA

GAAGCCGCGGTAATACGTAGGGAGCAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTGTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCAGTGGAAACTGTTTCTCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU15554;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTGGAGAAGAACGTGCGTGAGAGGAAGTGTTCTCGCAGTGACGGTATCCAACCA

GACAGTCAAGGTTAATTACGTGCCCGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AGGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGACTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15553;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

TTTCGGGGTGTAAACTTCCTTTTAGATGGAAGTGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGG

CAGCAGCCGCGGCAATACGTAGGTCGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGATACTGTAGATCTTGAGTGTCGGAGGGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15555;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCGGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTGAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACACGCGGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCGGCGGTAATACAGCGGGTGCAAGCGATAAGCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTCGTTAAGTCAGCGTTGAAATCCCCGGGCTCAACCTGGGTACTGCACCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCAGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15556;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Acidimicrobiales

(0.0000),f:Acidimicrobiaceae(0.0000),g:Ferrimicrobium(0.0000); 

GGCTTAATTTGACTCAACGCGGGAAACCTCACCCGGCCCAGGCACAGACAGGATTGACAGACTGATAGCTCCTTCTC

AATTCCATGGGTGGTGGTGCATGGCCTTAGCTGGTGGAGTTATTTGTCTGGTTAATTCCGATAACGAACGAGACTCTG

GCATGCTAACTAATTACGTGACCCACAAGCGGTCGGTGTCCCCCAACTTCTTAGATGGATAAGTGGCATTCAGCCACC

CGAGATTGAGTAATAACAGGTCTGTGATGCCC 
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>OTU15557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGATCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGGAAGCCTTCGGCTTAACCGAAGAAGTGCATCCGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGGACTCCGTGTGTAGCGGTTGAATGCGTAGATATATGCGAAGAAACCAGTG

TCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGGAAGCATGGGTAGCGGACAGGATTAGGTACCCTGG

TA 

>OTU15559;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGTAACACCGCGTGAGTGAAGAGGGT

TTCGGCTCGTAAAGGTCTTTTTTTGGAGAAGAAAGGTCGGGGGGGTAACTGGTCACGCAGTGGAGGGATCCAAACA

AGAAGTTACGGCTAAATACCTGCCAGCAGCCGCGGGAAATCGGAGGTGGGCGGCGTTATCCGGATTTACTGGGCGT

AAAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGT

TATCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15561;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.5273),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGATTGTAAACTTCTTTTACAAGGGAATAAATGTGGGTACGCGTACCCGAGTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCGCTTAAGTCAGCTGGGAAAGTTTGGGGCTCAACCCTAAAATTGCAGTTGATACTGGCGGCCTTGA

GTGCAGGAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTATAACTGACGCTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15558;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

TTTCGGAGTGTAAAGCTCTGTCTTCGGGGAAGAAATTGACGGTACCCAAGGAGGAATCCACGGCTAACTCCGTGCCA

GCAGCCCCGGTAATACGTAGGCGGCCAGCGTTATCCGGAGTTACTGGGCGTAAAGGGAGCGTAGGCGGTTGATTAA

GTGGGATGTGAAATGCCCGGGCTCAACTTTGGTGCTGCATTCCGAACTGGTTAGCTTGAGTGCCGGAGAGGTGGGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCGGTTGCGAAGGCGGCCCACTGGGCGATG

ACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15560;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8331),o:"Entero

bacteriales"(0.4280),f:Enterobacteriaceae(0.2524),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGATGAAGGCC

CTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAAGGAGTAAAGTGAATACCGTTTCGCATGGACGCGACCCGCAGA

AGAAGCACCGCCCAACTCCGTGCCAGCAGCTGCGGCAGTACGGAGGGGCCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAACCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTGTCGTAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15562;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGAACCAGCAACGCCGCGTGCGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCCTAGGAAGTAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAGTACGTGGGGGGCGAGCGTTGTCCGGAATTACTGGGCTTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATGCCCGGGCTTAACTTGGGGGCTGCAGTCAATACTGTCGGACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAGT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACAACCCAAGCACCTTGAAGGATGCCGGCC

CTTTGGGTGTAAACTGCCTTTTAAGCGGGAAAAAAGTCAGACACGGGTGTCGGCTTGCAAGTACCGCATGAATCAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTCAAGCCAGTGGTGAAATGTGGTTGCTTAACGGGTGCACTGCGGCGCGAACTGCCCTGCTGGA

GTACAGTGGAAGTAGGCGGAATGTGTAGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACACCGATTGCGAAGG

CAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Bacteroidaceae(0.0710),g:Bacteroides(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGT

GCGTAGGTGGTCCATCAAGTCGGAGGTTAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAG
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GGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTTCGAAGGC

GGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Porphyromonadaceae"(0.8505),g:Parabacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGACTGAACCAGCCAAGTCGCGTGAGGGATGAAGGT

TCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGTGCGGGACGTGTCCCGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCCTTTTAAGTCAGCTGTGAAAGTTTGTGGCTCAACCATAGAATTGCAGTTGAAACTGGGAGGCTTGA

GTGTGTCTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCCTACCAGACCGTAACTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15566;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9168),c:Actinobacteria(0.7881),o:Actinomycetales

(0.5023),f:Actinomycetaceae(0.3204),g:Actinomyces(0.0712); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGTAAAGAAGCGC

CGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTG

CGTAGGTGGTTTAGCAAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACGTGA

GTGTGGGAGAGAATAGTGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAG

GCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15567;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGACCCAGCGATGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCTTTGGGGACGATAATGACGGTACCTAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGTGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAGTTTAA

GTCAGATGTGAAATTTATGGGCTCAACCCAGATACTGCATTTGAAACTGAGTTTCTTGAGTGCAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGGCTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15570;tax=d:Archaea(0.0014),p:Diapherotrites(0.0000),g:Diapherotrites_Incertae_Sedis_AR10(0.000

0); 

TCGAAATGCCACAAGCCTCAATAGCCGGTTTACGAGCCTCGATCCGCTCAAAGTCACACTACTCAGCGTGACATTCAG

AAGGGTACTACGAACGAACCATAAAAAAGCTTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAA

TCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCG

GCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGCATCAGTGACGACATGAGAAATATCCTTT
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GCAGTGGCGCAAATATGAGAAGAGACATACCGCTGATGCTGCGATTGCTGATGAACTAAGTCAACCTCAGCACTAAA

CTTGCGAGTCAGTTCTTTGATTTGGTCATTGGTAAAATACG 

>OTU15569;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobacteraceae(0.0000),g:Desulfofaba(0.0000); 

CCCAGTCAAAATAATCAGCGTGACATTCAGAAGGGTAATACGCCCGACCCATAAAACAGCCTCCAAGATTTGGAGGC

CTGAAAACCTACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTTA

CCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCA

GCATCAGTGACGACATTAGAAATATACTTTGCAGTAGAGCCAATATGAGAAGAGCCAGACCGCGGAGTCTGCGTGTG

CTGATGAACTAAGGCAACCTCAGCACTAACCGTGCGAGTCATTTCTTTGAGTTGGTCATTG 

>OTU15568;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Strept

ococcaceae(0.1485),g:Streptococcus(0.0326); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTAACTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCATTGTCCGGAATTACTGGGCG

TAAAGGGTGCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTC

GGACTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCTAT

TGCGAAGGCAGCTTGCTGGAGTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGG

TA 

>OTU15571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGAGGGTATCCCAGGAGGAAGCCCCGGCTCACTACGTGCCC

GCAGCCCCGGGAATATGTATGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGTGATGTGAAATACCCGGGCTGAACGTGGGTGTTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15572;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9943),o:"Bacteroidales"(0.

9933),f:Bacteroidaceae(0.9666),g:Bacteroides(0.9762); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATATGGGAATAAAGTTTTCCACGTGTGGAATTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCGGCAGCGGTAATACGGAGGATACGTGCGTTATCCGGAGTTATTGGGTTTAAAGGGA

GCGTAGGTGGACAGTTAAGTCAGTTGTGAAATTCTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCTGTCTTGA
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GTACAGTAGAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15573;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

TTTCGGTTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAAGACGTCTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACTCAGGCGGTTTGTTAAGTCATATGTGAAACCCCCGGGCTCAACCTGGGACCTGCATCTGAAACTGGCA

AGCTTGAGTCTCGTAGAGAGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAATACCGGTG

GGGAAGGCGGCCCCCTGAACGTAAACTGACGCTCAGGTGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15575;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCAAAGTAGCGTGAAGGATGACGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGCATAAAGTGCAGTATGTATAGTGTTATGTATGTATTATATGATTAAGGCT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGTTAAGTCAGTTGTAAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAGTA

CAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAG

TTCACTGGGCTGCAACTGACACTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15574;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.4914),g:Clostridium_XlVa(0.1735); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAGGAAGTA

TGTCGGTATGTAAATCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGCGTGGCTGGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGTTATTAGGAGGAACACCAGTCGTGAAGGCGGACTGATGGACGATC

CCTAACGTTGGGTCTTGCGAGCGAGGGAAGGCAGCAGGATTAGATACCCTGGTA 

>OTU15576;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCATGTAGCGTGCAGGATGACGGCT

CTATGAGTCGTAAACTTCTTTTATATAAGGATAAACTCAAGTATGTATACCGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGTTTGGTAAGTCAGTGGTGAAAGGCCGCGGCTCAACTGCGAAACTGCAGCTGATACTGTTAGGCTAGAG
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AATAGAAGAGGTGGGCGGAATGTGTGGTGTAGCGGTGAAATGCTTAGAGATCATGAAGAACACCGATTGCGAAGG

CAGCTTACCGGACTATGTCTGACATTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15578;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGAATAAAGTACTCCACGTGTGCCGTTTTGTATGTACCATACGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTGGATTAAGTCTGTTGTGAAATGTAGGCGCTCAACAGCTGAATTGCAGTGCATACTGGTTGACTTGA

GTACGGTAAACGCGGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCGCGGGAGTGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15580;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCAGCGTGAGTGATGAAGGC

TTTAGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGATAACTACGAGCAA

GCAGCGGCGGTAATACGTAGGTGGCAAGCGTAATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGTGTGCTGCAGTCCAAACTGGTTATCTAGAGTGCAGGCGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15579;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAAAACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGAGAAGAAAGTACGTGAGAGCAAATGTTCAAGCAGTGAAGGTATCTAACCA

GAAAGTAACGGCTAACTACGTGCAAGCAGCCGAGGTAAGAAGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCCAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCAGTG

GCGAAGGCGTCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGT

A 

>OTU15577;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9791),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCAAAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGATAGAGAAGAAAGTGCGAGAGCGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGCTGTGAAAGCCTTTGGCTTAACCAATGAATTGCATCGGAAACTGTCAG
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ACTTGAGTGCATAAGACGACAGTGGAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACTCCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15581;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9726),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGGGAAGAAGGTGCGTGCGAGTAACTGTTCACGCACTGACGGTATCCAACCA

GCAAGTCACGGCTAACTACGTGCCAGCAGACGCGGTAATACGTATGTGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGCTTGATAAGTCAGATGTGAAAGCCATTGGCTTAACCAAAGAAGTGCATTGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15582;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8846),f:Pept

ostreptococcaceae(0.6350),g:Peptostreptococcus(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTTTAAAGTTCTGTTTGAGGGGAAGAAAATGACGGTACTCGGCGAGGAATCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTCGGCGGCCAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGTGGTGCATCAA

GTCGGTGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTCCGAAACTGTTGGACTTGAGTGCAGGAGAGGAAAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGCAA

CTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15583;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8988),c:Actinobacteria(0.7114),o:Coriobacteriales

(0.3959),f:Coriobacteriaceae(0.2184),g:Paraeggerthella(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGCGCAATGGAGGCAACTCTGACGCAGCAACGCCGCGTGCGGGATGAAGGC

CCTCGGGTTGTAAACCTCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATGCGTCGGGGGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTCGCCAA

GCGGGCTCTCAAACCTGAGGGCTCAACCCGGGGCAGGGTCCCGGACTGGCGGGCTTGAGTTCGGGAGGGGCAGGC

GGAATTCCCAGTGTAGCGGTGAAATGCGCAGATATTGGGAGGAACACCGATGGCGAAGGCAGCCTTCTGGGCTGTA

ACTGACGCTGAGGTGCGAAGGCGAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15584;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9802),c:Actinobacteria(0.9711),o:Actinomycetales

(0.7995),f:Actinomycetaceae(0.5273),g:Actinomyces(0.3479); 

ACGGAAGGCAGCAGTGGGGAATTTTGCAAAGTGGACGCAAGTCTGATGCAGCGACGTCGCGTGAGGGATGGAGGC

CTTCGGGTTGTGAAACTCTTTCGCTCATGGTCAAGCCGCACGTGTGCGTGTGGTGAGGGTAGTGGGGAAAGAAGCG

CCGGCTAACTACGTGCCAGAAGCCGCGGTAATAAGTAGGGCGCGAGAGTTGTCCGGAATTATTGGGCGTAAAGGGC

TTGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCTCGGGCTCAACTGGGGCCGTGCAGTGGGTACGGGCTGGCTTGA
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GTGCGCTAGGAGAGGCTGGAATTCCTTGTGTAGCGGTGGAATGCGCAGATATCAGTAGGAACACCTGTGGCGAAGG

CGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGAACTGGTCCACTTGA

GTACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15586;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAGGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCGGGCGGTTGATTAG

GTCTGATGTGAAAGCCTTCGGCTTAAACGAAGGAGGGCATCGGAAAACGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACCCCAAGTGTAGCGGGTGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15589;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGCTGTAAACTTCTTTTATAAAGGAATAATGTCGGGTATGCATACGCGTTTGCATGTACTTTGTGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCCGGAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTGGTGAAAGTTTGCTGCTCAACAGCAAAATTGCAGTTGATACTGGATATCTGGA

GTGCAGTTGCGGCAGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGTAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15588;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Sporolacto

bacillaceae(0.0000),g:Sporolactobacillaceae_incertae_sedis(0.0000); 

GGCTTAATTTGCCTCAATGCGGGGAAACTTACCAGGTCCAGACATAGTAAGGATTGACAGATTGAGAGCTCTTTCTTG

ATTCTATGGGTGGTGGTGCATGGCCGTTCTTAGTTGGTGGAGTGATTTGTCTGGTTAATTCCGATAACGAACGAGACC

TCGGCCTGCTAACTAGCTACGCGGAGGTTCCCCTTCGCGGCCAGCTTCTTAGAGGGACTATGGCCGTTTAGGCCAGG

GAAGTTTGAGGCAATAACAGGGCTGTGATGCCC 
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>OTU15587;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGCGTAACTGTTCATGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCCGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGAGGTGAAAGCCCTCGGCTTAACCGAAGAGGTGCCTCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGTCAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15591;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGGTGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCGGTTGTAAAGGTTTGCGGCTCAACCGTAAAATTGCAGTTGATAGTGTCAGTCTGAAG

TACAGTAGAGGTAGTCGGAATTCGTGGTGTAGCGGGGAAAGGCTTGGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15590;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.6709),g:Clostridium_XlVa(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGACGACGTA

TTCCTGTATTTAAAGCTCTTTCAGCAGGGAAGAAAAGTACGGTACCTGACTCTGAAGCTCCGGCTCACTACGTGCAAG

CCGCCGCGGTAACACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGTAGCAAG

TCTGAAGTGAAAACCCAGGGCTCAACCCTGGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15592;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Oceano

spirillales(0.0000),f:Oceanospirillaceae(0.0000),g:Oleispira(0.0000); 

ATGTTCCTCCCGTCCACATTCAACCGGCCTGTCTCATCATGGCAGGCGCTGAATTTCCGGACAACATTATTAATGGCGT

CGAGCGTCCGGTTCAAGCCGCTGAATTGTTCGCGTTTACCTTGCGTGTACGCGCAGGAAACACTGACGTTCTTACTGA

CGCAGAAGAAAACGTGCGTCAAAAATTACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCG

CTCGCCCTGGTCGTCCGCAGCCGTTGCGAGGTACTAAAGGCAAGCGTAAAGGCGCTCGGCGGTGGTATGTAGGTGG

TCAACAATGTTAATTGCAGGGGCTGCGGCCCCGTACTGGAGGAGAAATTAGGTCTA 
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>OTU15593;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGCGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGAAGGCGGTTGCTTAGGTGTGATGTGAAAGCCTTCGGCTTAACCGAAGGAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGAG

GCGAGGGCGGCAGTCTGGTCTGCAACTGACGCTTAGGCTCAAAAGCATGAGGAGGGAGCAGGATTAGATACCCTGG

TA 

>OTU15594;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.6709),g:Clostridium_XlVa(0.4787); 

AGGGGAGGAAGAAGGGGGGAAGAGGGGAAAAGGGGCGAAAGCCTGATGCAGCGACGACGCGTGAGTGAAGAAG

TATTTCGGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAG

CAAGTCTGAAGTGAAAACCCAGGGCTCACCCCTTGGACTGCCTTGGCAACTGTTTTGCTAGAGTGTCGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15596;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCCGAACCAGCCGAGTCGCGTGAAGGATGAAGGC

TCTATGGATCGTAAACTTCTTTTATATGAGAGTAAAGTGCAGTATGTGTCCTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATCCGGAGGATCCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGTGTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15595;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Rikenellaceae"(0.1291),g:Alistipes(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCATGCCGCGTGCAGGAAGACGGC

CCTATGAGTTGTAAACCGCTTTTCTACTGGGGTAAACACGCCCACGCGCAGGACGCTGAAAGTACAGTAGGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACCGTTAAGTTAGAGGTGAAATGCCCGGGCTCAACTCGGGAGCTGCCGCTAATACTGTCGAACTAG

AGCGTAGTCGCCGTAGGCGGAATATGTAGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCAGCTTACCAGGCTGTAACTGACGTTGAGGCACGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU15598;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGCGTGCGAGTAACTGTTCTCGTAGGGACGGTATCAATCCA

GAAAGTCACGGCTAACGACGTGCCAGCAGCCGCGGTAAAACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCGTCGGGAACCGGG

CGACTTGAGTGCAGAAGATGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATACCTGGAAGAACTCCAGT

GGCGAAGGCGGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGAAACTGTTCACGCAGTGACGGTAGCTAACCA

GAAAGTAACGGATAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTATCCGGATTTATTGGGCGG

AAAGCGAGCGCAGGCGGTTGCTTAGGTCGTATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGTG

CGACTTGAGTGCAGAAGAGGACAGTTGAACTCCATGTGTAGCGGTGTAATGCTTAGATATATGGAAGAACACCAGTG

GCGAAGGCGTCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15597;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.8629),f:Entero

coccaceae(0.5991),g:Enterococcus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGAAAGTCCGACCCAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGGTCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTAGAACGTTCATCCCTTGACGGTATCTAACCA

GACAGCTACGGCTAACTACGTGCCAGCAGCCGCGATAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGATTCTTAAGTCTGATGTGAAAGCCCGCGGCTCAACCGGGGAGGGTCAGTGGAAACTGGG

AGACTTGAGTGCAGAAGAGGAGAGTGGAATTCGAGGTGTAGCGGTGAAATGCGTAGATATATCGAAGAACACCAAT

GGCGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTG

GTA 

>OTU15601;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Thermoacti

nomycetaceae_1(0.0000),g:Thermoactinomyces(0.0000); 

TATGGACCTTGCTGCTAAAGGTCTCGGAGCTACAGACTGGCACCACTCACTCAAAACCACGCTGTCGCTACTTCCCAA

GAAGCTGTTCAGAATCAGAATGAGCCGCAACTTCGGGATGAAAATGCTCACAATGACAAATCTGTCCACGGAGTGCT

TAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCAGAACGCAAAAAGAGAGATG
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AGATTGAGGCTGGGAAAAGGTACTGTAGCCGACGTTTTGGCGGCGCAACCGGTGACGACAAATCTGCTCAAATTTAT

GCGCGCTTCGATAAAAATGATGGGCGTAGCCAACCTGCAGAGTTTTATCGCGTCCATGAC 

>OTU15603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9755),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCAACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGAGGTGGAAGCCTGCAGCTTAACCGAAGAATTGCATCGGAAACCGGGC

AACTTGAGTGCAGGAGAGGTCAGTGGAACTCCGTGTGTAGCGGTGAAGTGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15599;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCTTGAGTGATGAAGGC

CTTCGGTTTGTAAAGCTCTTTCTTCAGGGACGATAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTTTTAAGT

CAGATGTGAAATCCTCGGGCTTAACCTGAGTGCTGCATTTGAAACTAGAAGACTAGAGTGCAGGAGAGGAGAGGGG

AATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGTCTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15602;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:Pasteur

ellales(0.9389),f:Pasteurellaceae(0.9201),g:Actinobacillus(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGCGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGAGGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATGGACGTTAGTCACAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAAAACGGAGGGGGCGAGCGGTAATCGGAATAACTGGGCG

TAAAGGGCACGCAGGCGGTGACTTAAGTTAGATGTGAAAGCCCCGGGCTTAACCTGGGAATTGCATTTCATACTGGG

TCGCTAGAGTACTTTAGGGGGGGGTTGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAATACCGAA

GGCGAAGGCAGCCCCTTGGGAATGTACTGACGCTCATGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15605;tax=d:Bacteria(0.0041),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

TGCACATACTCAGCAATGACGGCAGCAATAAACTCAACAGGAGCAAGCAAGCGATGGTCTCCTACAAAGTCCAGCGT

ACCATAAACGCAAGCCTCAACGCAGCGACGAGCACGAGAGCGGTCAGTAGCAATCCAAACTTTGTTACTCGTCAGAA

AATCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCAAAGCGGTCTGGAAA
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CGTACGGATTGTTCAGTAACGTGACTCATGATTTCTTACCTAGTAGTGGTTGAACAGCATCGGACTCAGATAGTAATC

CACGCGCTTGTA 

>OTU15604;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiales_Incertae_Sedis_XII(0.1098),g:Acidaminobacter(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTCTGTCCTAGTTGACGAAGGAAGTGACGGTAGCCTAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTTTGT

TAAGTTGGATGTGAAAGACCCGGGTTTAAGTTGGGGAGTGCATTGGAAACTGGAGGACTAGAGTGCAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15607;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGT

TTTCGGAACGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGCGGAAGGCAAGGCTAACTACGTGCCA

GCAGCCGCGGTCATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTGGTAGGCAGCATTCAAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15606;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTCGCGTGCGGGACGAAGGC

CCTCCGGGTCGTAAACCGCTTTAGCCGGGGAGTAACGTGCGGGACGCGTCCCGCAGTGAGAGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGCGTCAAGTCAGCGGTCAAACTGCGGGGCTCAACCCCGTATCGCCGTTGAAACTGGCGAGCTG

GAGTTCGTGCGACGGAGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACCCCGATTGCGAA

GGCAGCTTCCGAGCACGCGACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAAAGCCGCGTGAATGATGAAGGT

TTTCGGAGCGTAAAGCTCTGTCTATGGGGAAGATAATGACGGTACCCAATGAGGAAGCCACGTCTAACTACGTTCAA

GCAGCCGCGGTACTACGTCGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACGTGGGTGCTGCATTCCGAACTGGTTATCTAGAGTGCAGGCGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTTTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGATGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGCAAAACGTAGGTGGGTAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCGGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCAGCGGAAACCGGG

CAGCTTGAGTGCAGAAGAGGACGGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15610;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCATAAAACTCTGTTGTTGAAGAAGAAAGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTGCCGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTTCTAAGTCTGTTGTGAAAGCTTTCGGCTTAACCGGAGAAATGCATCGGAAACTGGATA

GCTTGAGTACAGAGGAGGACAGCGGAACTCCATGTGTAGCGGTGAAATGCATAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTAGCGTGCAACTGACGCTGAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15613;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGAAGAAGGC

CTTCGGGGTGTAAAGCTCTGTCTTCAGGGAGGATAATGACGGAACCAGAGGAGGAAGCCAGGGATAAATACGTGAA

AGCAGCCGCGGGAATACGTAGGGGGAGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCCGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGA

ATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15612;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactob

acillaceae(0.0457),g:Lactobacillus(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCTGATCGTAAAGCTCCGTCTTTAGGGAAGAAAATGACGGTACCTAAGGTGGAAGGCACGGCTAACTACGTTACA

GAAGCCGCGGTAATGTGTCAGTGGCCAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTGGTTAG
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GTCGGATGTGAAAGCCTTCGGCTTAACCGTAGAAGTGCATCGGATACCGGGCGACTTGAGTGCAGAAGAGGACAGT

GGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACTCCAGTGGCGAAGGCGGCTGTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15614;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Hydrogenoanaerobacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACTTCTGTCCTTGGTGACGATAATGACGGTAGCCAAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTACGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAGGCA

AGTTGGAAGTGAAATGTATGGGCTTAACACATAAACTGCTTTCAAAACTGTTTTTCTTGAGTGAAGAAGAGGCAGAC

GGAATTAATAGTGTAGCGGTGAAATGCGTAAATATTATGAGGAACACCAGTGGCGAAGGCGGCCTGATGGGCTTCA

ACTTACGCTGAGGCTCGAAAGCGTGGGTAACAAACAGGATTAGATACCCTGGTA 

>OTU15611;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Deltaproteobacteria(0.9462),o:Desulfovib

rionales(0.8520),f:Desulfovibrionaceae(0.5991),g:Bilophila(0.3479); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TCTCTGATCTTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATTCGTGGGCTTGACGTTACCCCCAAA

GCAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACTGCGGGTGTAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGAAGGCGGCTTGATAAGTCAGGGGTGAAATCCCACAGCCCAACTGTGGAACTGCCTCTGATACTGCGA

GGCTTGAGTACCGGGGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCGGT

GGCGAAGGCGGCCACCTGTACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15615;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTGGTTGGGGAAAAAGGTCCGGGGGAGTAATTGTCACGGAATTAAGGGTATCAACCAA

GAAAGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACATAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCGGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15616;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCACTTTTGTTAGAGACGAAAGGGCGTGAGAGTAACTGTTCACGCAGTGACGTTATCTAACGA
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GAAAGTCACGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGATCCGGAGTTATTGGGCGT

AAAGCGAGCGCCGGCGGTTGCTGAGGTCAGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCTGAAACCGGG

CGACTTGAGTGCCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTACAACTGACGCTGAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Prolixibacteraceae(0.0252),g:Prolixibacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCCCGTCCGTTGAGAGTACCAGGGGAATA

AGCATCGGCTACCTCCGTGCGAGCAGCCGCGGTAATACGGGGGATGCGTGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGGCAAGTCAGGGGTGAAATGCCGGGGCTCAACTCCGGGGCTGCCTTTGAAACTGTCGCGC

TTGAGTGCGGATGCGGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCAGCTGGCGAGTCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU15618;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCATAGGCGGTTTCTTAA

GTCAGAGGTGAAAGGCTATGGCTCAACCGGAGTAAGCCTTTGAAACTGGGAAACTTTAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTTGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTCTCTTGACTGTAAC

TGAAGCCTAGGCTCGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU15619;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAGGGAGGAAGGC

CCTATGGATCGTAAACCTCTTTTATAAGGGAATAAAGAGGGGGACGTGTCGAGTGTTGAAAGTACCTTATGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCCTTTTAAGCCTGCGGTGAAAGTCTGTGGCTCAACCCTAGAATTGCCGTTGCAACTGGTAGGCTTG

ATTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGTTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGCGTAACTGTTCACCCACTGACGGTATCCAACCAG
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CAAGTCACGTCTTACTACGTGCCAGCAGCCGCGCCAATTCGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTGAAGTCTGATGTGAAAGCCTTCGGCTAAACCGAAGAAGTGCATCGGAAACCGGGCAA

CTGGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15620;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9497),f:Strept

ococcaceae(0.8146),g:Streptococcus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAATTCACACAGTGACGGTAACTTCCA

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTCCCGATCGTTGTCCGGATTTATTGGGCG

TAACGCGAGCGCAGGTGGGTGTAGAGGTCGGTAGGAAAAGGCAGGGGCTCAACCATTGAGTGCTTTGGAAACTGTA

CAACTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGT

GGCGAAAGCGGCTCTCTGGTCTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.9911),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGTGTGAAGAAGGTT

TTCCGCTCGTAAAGCTCTGTTTTTGGAGAAGAACGTGCGTGAGTGTAACTGTTCACGCAGTGACGGTATCCAACCAGA

AAGTCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACGGAGGTGGCCAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTCGCTTAGGTCTGACGTGAAAGCCTTCGGCTTAGCCGAAGCAGTGCATCGGAAACCGGGCGA

CTTGAGAGGATAAGAAGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGACGGCTGTCTGGTCTGCAACTGAAGCTGAGGCTCGAAGGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15622;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9747),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGGATCCAACTA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGTGTTATCCGGATTTATTGGGCGTA

AAGAGAGCGCAGGCGGTTGCGTAAGTCTGACTGGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGAC

AGCTTGAGTGCTGGAGAGGACAGTGGAACTCCTTGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCGGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15626;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Porphyromonadaceae"(0.9387),g:Parabacteroides(0.8124); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGA

TCTATGGTTTGTAAACTTCTTTTATAGAGGAATAAAGTGGTGGACGTGTCCTTTTTTGTATGTACCCTATGAATAAGCA

TCGGCTAACTCCGTGCCAGTAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTGATTTCAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAAATTGCCGTTGAAACTGAGTTACTTGAG

GTTGGTTGAGGTAGGCGGAATGCGTGGTGTAGCGATGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCATACGAAACCATAAGTGACACAGAAGCACGAAAGCCAGGGGATCAAACAGGATTAGATACCCTGATA 

>OTU15624;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCCCAACTTGGGTGCTGCATTCTAAACTGGTTATCTAGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15625;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Prevotellaceae"(0.0355),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGCAGGAAGGCGGC

CCTATGGGTTGTGAACCGCTTTTGTCCGGGGGTAATAAGGGGGTCGCGCACGCCCGATCAGAGTACTAGGGGAATA

AGCACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCTGATTGTTAAGTGTGACGTGAAATGTAGAGGCTCAACATCTGAACTGCGTTGGAAACTGTCGGGCT

TGAGTGCGGGTGACGCCGGCGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGA

AGGCAGCTTGCGAGGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU15627;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAGACCCTGATGCAGCAACGTCGCGTGCGTGATGAAGGT

TTTCTGATCGTAAAGCTCTGTCTTTGGGGAAGTTAATGACGGTACCCATGGAGGAAGGCACGGCCATCTAAGATTCA

GCCGCCGTGGTACTGCGTAGGCGGCGAGCGTTATCCGGATTTACTAGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTAGCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15629;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4428),o:"Sphingobacte

riales"(0.2039),f:Sphingobacteriaceae(0.0904),g:Parapedobacter(0.0110); 
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ACGGAAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTGAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTCCGGTAAGTCAGCCGTGAAAAGCCCCCGCTCAACGGGGGTCGTGCGTTTGATACTGTTGGACTG

GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATGCCACAGAACACCGATAGCGAA

GGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15628;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiales_Incertae_Sedis_XI(0.1098),g:Parvimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGACGGT

CTTCGGATTGTAAAGCTCTGTTCTGGGTGAAGAAGAATGACGGTAATCCAGAAGCAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGTACGTAGGCGGTTTTTTA

AGTCTATCGTGAAAGCCCGAGGCTTAACCTCGGTAAGCGGTGGAAACTGGGAGACTTGAGTGATGGAGAGGAACGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGTGGCGAAGGCGACGTTCTGGACATTA

ACTGACGCTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15630;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTACGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTGATAA

GTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGTCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15632;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Euba

cteriaceae(0.0149),g:Alkalibaculum(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGCATTCTGTGAGGAAGCCCCGGCTACCTACGTG

CCAGCAGCTGCGGTAATACGTAGGGGGCGTGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGA

TAAGTTGGGTGTGAAATACCCGAGCTTAACCTCGGAGATGCATCCGATACTGGTGAACTAGAATACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCAGTGGCGAAGGCGACTTACTGGACT

GCAATTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15634;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Paenibacilla

ceae_1(0.0000),g:Paenibacillus(0.0000); 
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CAGAGTTTTATCGCTTCCATGCCGCCGAAGTTAACACTTTCGGATATTTCTGATGAGTCGACAAATTATCTTGATCCCG

CAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTGGCGGAAAATGAGAAAATTCGACCTATCCTT

GCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAACGATTCTGTCAAAAACTGACGCGTTGGATGA

GGAGAAGTGGCTTAATATGCTTGGCACGTGCGGCAAGGACTGGTTTAGATATGAGTCACATTGTGTTCAGGGTAGAG

AGTCTCTGGTTGACATTGTAAAAGAGCGT 

>OTU15633;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Gemmiger(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGGGGGAAGAAGGT

CTTCGGATTGTAAACCCCTGTCGGTAGGGAAGATAATGACGGTACCTACCGAAAAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTAAAACGTAGAGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGCAGGCGGACTAGCA

AGTTGGAAGTGAAATCTCAGGGCTCAACCCATGAATTGCTTTCAAAACTGCTGGTCTTGAGTAGTGCAGAGGTTAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGTTAACA

TCTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15631;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Bacillaceae

_2(0.0355),g:Virgibacillus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATCTTGGGCAATGGGCGGAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCGAAGGGACGAAGGAAGTGACGGTACCTTAGGCGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGTCG

ATTAAGTCTGGAGTGAAAGTCCTGGTGTCAAGGTGAGAATTGCATTGGAAACTGGTGAGCTTGAGTGCAGAAGAGG

AGAGTGGAAATCCCTGTGTAGCGGTGGAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACTTTCTGG

GCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15635;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Papillibacter(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAGGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCTTTTACCAGGGAGGAAGGACGCGACGGGAGCTGGAGTAAAAGCAACGGATAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGCTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCATGGGCTTAACCCATGAACTGCTCTCCAAACTGTATCACTTGAGTGTCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCAGCTTGCTGGACG

ACAACTGACGCCGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCCTCAGGGAAGATAATGACGGTACTTGACGAAGAAGCCCCGGCTAAATACGTGCCA
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GCAGCCGCGGTAATACGTATGGAGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTAGGCAA

GTCAGAAGTGAAAACTATGGGCTTAACCCTTGGACTGCATTTGAAACTGGCGAACTAGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGACCGGA

ACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15638;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1679),g:Dorea(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTG

CAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCA

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGATGAACACCACTGGCGACGGCGGCTTCCTCGCCCT

TGCCCGACGTTGACTCTCGCAAGCGTGGGGAGCCAACAGGATTAGATACCCTGGTA 

>OTU15637;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTAATCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCATAGGAGGACGCCCCGGCTAACTACCTG

CCAGCAGCCGCGGAAATACGTCGGGGGCGCGCGGTGTCCGGAATTACTGGGCGTAAAGGGAGAGTAGGCGGTTAT

TTAAGTTGGATGTGAAATACCCGGGCTCACCTTGGGGGGTGCATTCAAAGCTGGAGAACTAGAGTACAGGAGAGGA

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15640;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Staphyloco

ccaceae(0.0000),g:Salinicoccus(0.0000); 

CCTGTCTCATCCTGGAAGGCGCTGAATTTACGGAAACCATTATTAATGGCGTCGAGCGTCCGGTTCAAGCCTCTGACT

TGTTCGCGTTTACCTTGCGTTTACGCGCAGGAAACACTGACGTTCTTACTGACGCAGAAGAAAACGTGCGTCAAAAAT

TACGTGCAGAAGGAGTGATGTAATGTCTAAAGGTAAAAAACGTTCTGGCGCTCGCCCTGGTCGTCCGCAGCCGTTGC

GAGGTACTAAAGGCAAGCGTAAAGGCGCTCGTCTGTGGTATGGAGGTGGGCAACAATTTTAATGGAAGGGGCTTCG

GCCCCTTACTTGAGGATAAATTAGGTATAATATTCAAACTGGCGCCGAG 

>OTU15642;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Parapedobacter(0.0110); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCCGCGTGAGGGATTAAGGC

CCTACGGGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCATGCGTGGCGCCGTGAAGGTACCCGTAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGAGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTGAGCGGTGAAAGTTACCGGCTCAACAGGGGAAGTGCGGATGGTACTGGTGGTC
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TTGAATGCGGTCGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCATAGATATGACAAAGAACACCGATAGCG

AAGGCAGCTGGCCGGGCCTGCATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15641;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Olivibacter(0.0066); 

ACGGGAGGCAGCAGTAAGGGATATTGGTCAATGGGCGTGAGCCTGAACCAGCCATGCCGCGTGAGGGAATAAGGC

CCTACGTGTCGTAAACCTCTTTTGCCGGGGGATAACGGGCGCCACGTGTGGCGCCGTGAAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGGCGTCTAAGTCAGCGGTGAAAGTCCCCGGCTTAACCGGGGCAGTGCCGTTGATACTGGGGGCCT

TGAATGCGGTAGAGGCCGTCGGAATGTGGCGTGTAGCGGTGAAATGCATAGAGATGACAGAGAACACCGATAGCG

AAGGCAGTTGGCTGGGCGTTCATTGACGCTGAGGCACGAAGGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15639;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0904),g:Syntrophococcus(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGGGTGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCTCCGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCAGGATTTACTGGGGGTAAAGGGTGTGTAGGCGGAGAGGCA

AGTCAGGTGTGAAAATTATGGGCTCAACCCGTCACTTGCGCCTGCAACTGTCTCCCGTGAGAGTCGGAGGGGTAAAC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGATAGCTGGAGGAACACCGGTGGCGAAGGCGGTTTACTGGACGACA

ACTGACGCTGAGACACGATAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTAATCAACCGTCGCCGCGTGAGTGAAGAAGTA

TTTCGATAGGTAAACCTCTATCAGCAAGGAGGAAAATGACGTTACTTGACTAGGAAGCCCCGGCTAACTACGTCCCA

GCAGCCGCGGTAATACGTAGGGGGCAACCGTTGTCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCAAAGCA

AGTCTGAAGTGAAAGCCCCGGGCTCAACCCGGGAACTGCTTTGGATACTGTGTAGCTAGAGTGCAGGAGAGGGAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15646;tax=d:Bacteria(0.0041),p:"Acidobacteria"(0.0000),c:Acidobacteria_Gp6(0.0000),g:Gp6(0.0000); 

GGCTTTTTGACCGCCTCCAAACACTTTAGACCTGGCGCCACCAGCAAGCGCCGAAGCACTACCGCCAGCAATAGCACC

AAACATCCATCACCTCACTTAAGTGGCTGGAGACAAATAATCTCTTTAATAACCTGATTCAGCGAAACCAATCCGCGG

CATTTAGTAGCGGTAAAGTTAGACCAAACCATGAAACCAACATAAACATTATTGCCCGGCGTACGGGGAAGGACGTC

AATAGTCACACAGTCCTTGACGGTATAATAACCACCAGCATGGCGACCATCCAAAGGATAAACATAAGAGGCAGGCG

GGAGGGTAGTCGGAAGCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAAGGTAGGGTC 
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>OTU15644;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Pept

ostreptococcaceae(0.0904),g:Clostridium_XI(0.0181); 

ACGGGAGGCAGCAGTGGAGAATCTTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGC

CCTTGGGTTGTAAACTTCTGTTCTAAGGGAAGATAGTGACGGTACCTTAGGAGCAAGTCCCGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTCTCTTAA

GTCAGGAGTGAAAGGCTACGGCTTAACCGTAGTAAGCTCTTGAAACTGGGAGACTTGAGTGCAGGAGAGGCAGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCAATGGCGAAGGCGGCTTGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15645;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XII(0.0560),g:Acidaminobacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCCGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGACAAGGAGGAAGCCCCGGCTAACAACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGAGTAGGCGGTTTT

TTAAGTTGGATGTGAAATACCCGTGCTCAACTTCGGTACTTCAGTCAAAACTGGTGAACTTGAGTACAGGCGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCGGTTGCGAAGGCGGCTTTCTGGACTG

AAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15649;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8189),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0519); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTTGTAAAGTTTTGTCGCTGGAGAAGAACGTGCGTGCGAGTAACTGTTCACGCAGCGACGGTATCCACCCA

GAAAGTCACGCGTAACTACGTGCCAGTAACCGCGTTAACAGGTAGGCGGCATGTGTGGTCCGGATTTATTGGGCGTA

AAGGGAGTGCTGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGA

ACTTGAGGGCAGGAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15647;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.1098),g:Paraprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCCGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTACGGGTTGTAAACTTCTTTTATGGGAGAATAAAGTGAGGTACGCGTACCTTATTGTAGGTATCCCATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAAGCTTAAGTCTGCGGTAAAATGTCGTCGCTTAACGTCGGCCTGCCGTGGAAACTGGGTTTCTTGAA

TGTGCACAAGGTGGATGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGTCCACTGGGGCATGATTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 
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>OTU15648;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8737),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGAAAACGACGGTAAGTGAGGAGGAAGCCCCGGCCAATTACGTGCC

AGCAGCTGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTGGGTGGTTTCTTA

GGTCAGAGGTGAAGGGCTACGGCTCAACCGTAGTAGGCCTTTGAAACTGGGGGACTTGAGTGCAGGAGAGGAGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGACTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15652;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Erysipelotrichia(0.9462),o:Erysipelotrichales(0.8

520),f:Erysipelotrichaceae(0.7068),g:Turicibacter(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGGGCAACGCCGCGTGAATGATGAAGGC

CTTCGTGTTGTAAAATTCTTTTATAAGGGAAGAACGACTTTAGTAGGAAATGGCTAGAGTGTGACGGTACCTTATGAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCTCTGTAATACGTATGTGGCGAGCGTTATCCGGAATTATTGGGCGTAA

AGAGCGCGCAGGTGGTTGATTAAGTCTGAGGTGAAAGCCGACGGCTTAACCGTGGAGGGTCAGTGGAAACTGGTCG

ACGTGAGGGCAGAAGAGGGAAGTGGAATTACAGGTGGAGAGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGAGAAGGAGGCTTCCTGGTCTGTAACTGACACTGAGGAGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCAT

GGTA 

>OTU15650;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pept

ococcaceae_2(0.0457),g:Desulfotomaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGCTCGTAAACCTCTGTCCTATGTGACGAATAAAGTGCCGTTACCATAGGAGGCAGCCCCGCCTACCTCCTTGCC

AGCAGCCGCGTTAATACGTAGGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCTGAT

AAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGGAGAGGAAA

GCGGAATTACCAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

AAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15651;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.7787),g:Gemmiger(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGGGATGAAGGT

CTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGATCGGCA

AGTGAGAAGTGAAATCCATGGGCTCAACCCGTATGTTGCATTTAAAACTGCAAGCCTTGAGTAGAGGAGAGGTGGG

GGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGACCTTCTGGGCTGC

AACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15654;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9776),o:Desulfovib

rionales(0.9685),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.7643); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATGACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGACGTGAAATACCCCGGCTCAACCGTGGAACTGCCTTTGATACTGGACG

GCTTGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACATCGATG

GCGAAGGCAGCCACCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15653;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6509),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGGGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGATGGCA

AGTCAGCTGTGAAATCCATGGGCTCAACTCATGAACTGCATTTGAAACTGTCGTTCTTGAGTATCGACGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAATGGCGAAGGCGACTTACTGGACGATAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15656;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGATTGAAGAAGTC

TTTCGGGATGTAAAGCTCTATCAGCAAGGAAGAAAATGACGGTACTTACATAAGAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAATCCCCGGGCTCAACTTTGGAATTGCTTTTAAAACTGGAAGTCTAGAGTGTAGGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15655;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.1872),g:Clostridium_III(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTCAA

GTCAGATGTGAAATACCGGGGCTTAACCCCGGGGTTGCATTTGAAACTGAATTTCTTGAGTGCTGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGTGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGACAT

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15659;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATAATGGCGGTACCTGAGGAGGAAGCCACGGCTAACTACTACCCA

GCAGCCGCGGCGATACGTAGGTGGCGAGCGTCGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGAACTGCAATTCAAACTGGAAGTCTAGAGTGAAGGAGAGGGGAAT

GGAATTCCTAGTGGAGCGGTGAAATGCGTTGGGAATAGGAAGAAACCCCGTGGCGAAGGGGGTTCTCTGGAATGTC

AACGAAGCTGAGGCTGGAAAGCGTGGGGAGCAAACAGGATTAAGTACCCTGGTA 

>OTU15658;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCAAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGATGTCCGGAGTTACTGGGCGTAAAGGGTGAGTAGGCGGTTTTT

TAAGTTGGATGTGAAATACCCGTGCTTAACTTTGTGGTTGTATTCAAAACTGGAGAACTAGAGTACAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGATTGCGAAGGCGTCTTTCTGGACTGA

TACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15657;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAAATTCTTTTAAGAGGGAAGAGGAGAAGACGATACCCCGAGAATAAGCCACGGCTAACGACGAG

CCAGCGGCCGCGGTAATACGTAGGGGGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCTG

CAAGTCAGATGTGAAAGCCATGGGCTTAACCCATGAATTGCATTTGAAACTGTGGGTCTTGAGTGCTGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15660;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGATGCCGCGTGCGTGAAGAAGTA

TTTCGGGATGTAAAGCTCCATCAGCCGGGAAGCAGTAGAGGGTACCTGACTCAGCAGCCCCGGTTAACTACGTGTCA

GCAGCCGCGGTCATACGTAGGGGGCACGCGGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGTCGGTTGATCAA

GTCAGATGTGAAAGCCCGGGGCTCAACCCCGGGGCTGCATTGGAAACTGAGTAGCTGGAGTGCAGGAGAGGGAAG

TGGAATTCCTAGTGTATCGGTGAAATGCATAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU15661;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Pept

ococcaceae_1(0.0149),g:Desulfitobacterium(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCTAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCCTATGGGGCGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGTGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCTTG

ATAAGTATGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGTTGGGCTGTAGTGCAGTAGAGGAA

AGCGGAATTACCAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACATCAGTAGCGAGGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTGGATACCCTGGTA 

>OTU15662;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:Pasteur

ellales(0.9389),f:Pasteurellaceae(0.9201),g:Actinobacillus(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTCGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTCATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCTCGGTCATGCGGTGGGTGCGAGCGTCAATCGGATTAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTTAACTTGGGAATTGCATTTCATACTGGGTC

GCTAGAGTACGTTAGGGAGGGGTAGAATGCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCCGTTGAGAAGGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15663;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

AAGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCTGATTGTAAACCTCTGTCGCATAAGACGAAGGATGTGACGGTATTCTGTGATGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATCCGTAGGGGGCGGTCGTTATTCGGATTTACTGGGGGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCCGGGGTCAAATGGGGTGGTGCAATCCAAACTGGTTGTCTAGAGTGCAGGAGAGGTGA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTAGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15665;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0252),g:Tannerella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCACGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTCGGGGAGCAATAAGGACTACGTGTAATCCGATGAGACTACTTGACGACTAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTATGAGGGTAAATGCTTCTGCTCAACAGGGGTTTGCATTGGAAACTGTCTGGCTAGAG

TGTAGACGACGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATAACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15666;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Rikenellaceae"(0.0099),g:Alistipes(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGA

TCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGAGTACCAGGGGAATA

AGAATCGGCTAAATCGGTGCCAGCAGAGGCGGTAATACGGGGGATGCGAGGGTTATCCGGATTAATTGGGTTTAAA

GGGTGCGTAGGCTGTGTGTCAAGTCAGAGGTGAAATTCCGGGGCTCAACTCCTGGGCTGCCCTTGATACTGTCGCGC

TAGAGTACGGATGCCGCCGGAGGAATTAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGATGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15664;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGGTGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGCGTGTAGGCGGCAGTATAAGTCCGGAGTGAAAGTCCTGCGTTCAAGGTGGGAATTGTTTTGGAGACTGTAC

AGCTTGAGTGCGGAAGAGGTAAGGGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15667;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGCAGGCCTGAACCAGCCAAGTCGCGTGCGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACATGCGGGACGCGTTGCGCATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGTGGCAAGTCAGCGGTGAAAGGTCCGGGCTCAACGCGGGGTGGGCGTTGCAACTGCGGTGGTC

GGATGGGTGCGGGGAAGGCGGAATGGGTTGTGGAGGGGTGAAAAGGATAAGTAAGACGCAGAACTCCAGTTGGG

AAGGGAGCCTTACAGCGCGCTAATGGCGCTGGGGCAAGAAAGGGGGGGGATCGAACAGGGTTAGGTACCCTGGTA 

>OTU15668;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGGATGTTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAATACGGC

CCTCGGGTTGTAAACCACTGGCTTTGGGGACGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAAATTGGGTGCTGCATTGAAAACTGGTTATCTAGAGTGCAGGGAAGGGGGGG

GGAATTCCTAGTGTAGGGGGGAAATGGGGAGAAATTAGGAAGAACACCAGTGGCGAAGGAGACGCTCTGGACTGT

AACTGACGCTGAGGGTCGAAAGAGTGGGGAGCAAACAGGATTAGATACCCTGTA 
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>OTU15669;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGGA

TTTCGGTATGTAAAGCTCTATCATCAGGGAAGAAGAAGACGGTACCTTAAAAAGAAGACCCGCCTCACTACGTGCCA

GCAGCGGTGGTAATACGTATGTGGCACGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCGAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTGGCGAAGGCGACTCGCTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.5273),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCCCTTTCAGCCTGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGTCAAGCGTTATCCGGATTTACCGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGGAAGCCCGGGGCTCAACCCCGGGACTGCATTGGACACTGATTAGCTAGAGTGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15671;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Alphaproteobacteria(0.9604),o:Rhodobac

terales(0.6138),f:Rhodobacteraceae(0.4224),g:Nautella(0.0808); 

GTGTCAGCCGCCGCGGTAATACGGAGGGGGTTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCGCGTAGGCGGAT

TAGTCAGTTAGAGGTGAAATCCCAGGGCTCAACCCTGGAACTGCCTTTAATACTGCTAGTCTTGAGTTCGAGAGAGGT

GGGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGCT

CGATACTGACGCTGAGGTGCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT

GGATATTAGGTGTCGGGTTTTAAATTCGGTGCCGCAGTTAACGCGTTAAATATCCCGCCTGGGGAGTACGGTCGCAA

GGCTGAAACTCAAATGAATTGACGGGG 

>OTU15673;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGTCTGGGGGCAATAAGGGCGTCGCGCACGTTCGATGAGAGTAGCAGGGTAATA

AGCATCGGCTAACTCCCTGCCAGCAGCCGCGGTCATACGTGGGATGCGGGCGGTATCCGGATTTACTGGGCGTAAAG

GGAGCGTAGGCGGATGATTAAGTGGGATGTGAAAGACCCGGGCTTAACTTGGGGGGTGCATTGAATACTGGAGGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGGAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU15672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGGATACAAGTCAGGTGTGAAATCTATGGGCTTAACCCATAAACTGCACTTGAAACTGTATC

TCTTGAGTGTCGGAGAGGTAGACGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGG

CGAAGGCGATCTACTGGACCACAACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15676;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTTAAGCTCTTTCTTTGGGGAAGTTAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTTCCAG

CAGCCGCAGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGGGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGGTGCAGTCAAAACTGGTTATATTGAGTGCAGGAGAGGAGAGTG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGAATGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15677;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAG

GGCGTGTAGGCGGAGATGCAAGTCGGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCT

TGAGTGTCGGAGAGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15675;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCACGCCGCGTGAGGGAAGACGGT

CTTCGGGTTGTAAACCTCTTTTCTAAGGGACGAAGAATGACGGTAGCTTAGGAGGAAGCCCCTGCTAACTACATGCC

AGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTATCCGGATGTACTGGGCGTAAAGGGAGCGTAGGCGGATGATT

AAGTGGGATGTGAAATACCGGGGCTCAACTTGGGTAGTGCATTGCGAACTGGTAATCTTGAGTGCAGGAGAGGGGA

GTGGAATTCCTCGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCTCGCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15674;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTCTGAAGAAGGCC

TTCGGGTTGTAAAGGACTTTTGTCAGGGAAGAAAAGGCAGTTGCTAATATCAGCTGCTGATGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTA

AAGGGAGCGTAGGCGGATGATTAAGTGGGATGGGAAATACCCGGGCTCAACTTGGGTGCTGCATGCCAAACTGGTT

ATCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTG

GCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Euba

cteriaceae(0.1872),g:Eubacterium(0.0519); 

ACGGGAGGCAGCAGTGGTTCCTCTTTCCCAATTTGCTAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGTCT

TCGGATTGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAACACGTAGGGGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGAGTGCGTAGGTGGCTTTGCAAGC

GTAGGGTATAAGGCGACAGCCCAACTGTCGTTGGCCCCGCGAACTGTAAGGCTTGAGTACAGGAGGGGAAGGCGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCCTTCTGGACTGTAACT

GACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15680;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.3884),g:Sporobacter(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGAAAGTGACGGTACCTGGAGAAAAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGTTA

CAAGTCAGATGTGAAATCTGGGGGCTCAACCCCCAAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15679;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACACAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATGGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAACTACTGGGCGCAAAGGGTGCGTAGGCGGTTGA

TTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATTCAAAACTGGTTGACTAGAGTACAGGAGAGGG

AAGCGGAATGCCTAGTGTGACGGTGAAATGCGTGGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGAC

TGACACTGACGCTAAGGCGCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15681;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Rikenellaceae"(0.1098),g:Alistipes(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAGGCGGTTTGATAAG

TTAGAGGTGAAATACCGGTGCTTAACACCGGAACTGCCTCTAATACTGTTGAGCTAGAGAGTAGTTGCGGTAGGCGG

AATGTATGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTGGCGAATCCGTAACT

GACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Bacilli(0.8755),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTAGTTGGAGAAGAACGTGCGTGAGAGAAACTGCTCCCGCAGTGACGGTACCCAACCA

GAAAGTACCGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTGGTTAAGTCTGATGTGAAATCCTTCGGCTCAACCGAGGAAGTGCATCGGAAACCGGTC

GACTTGAGTACAGGAGAGGGCAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15682;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

AGGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGATGAAGGA

CTTCGGGTTGTAAAGCTCTGTCTTCGGGGAAGAAAATGACGGTACCCGAGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTGTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCAAACTGGCAGTCTAGAGTGCAGGAGAGGAGAAT

GCAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15684;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGTT

TTTCGGATCGTAAAGCTCTGTCTGTGGGGAAGATAATGACGGTACCCAACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTTGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGAGTAA

GTGGGATGTGAAATATCGGGGCTCAACCGGGGTGCTGCATTTGAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCACGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15685;tax=d:Bacteria(1.0000),p:"Fibrobacteres"(0.7727),c:"Fibrobacteria"(0.4812),o:"Fibrobacterales

"(0.2359),f:"Fibrobacteraceae"(0.1098),g:Fibrobacter(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGAGGGGTGCAAGCGTTGTTCGGAATCACTGGGCGTAAAGG

GAGCGTAGGCGGGCCGCCAAGCGTTCTGTGCAATCCCGGGGCCCAACCCCGGACCCGCAGAGCGAACTGGCGTCCT

TGAGTGGTTCAGAGGCCGGCGGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

GGGCGGCTTTCTGGACTGACACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGATGATAATGACGGTACCCGAGGAGTAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGCACGTAGGCGGCTGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTAAGCTAGAATGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATTCGTAGAGATTAGGAAGAACACCAGCGGCGAAGGCGACTCGCTGGACTATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15687;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Clost

ridiales_Incertae_Sedis_XI(0.0355),g:Sporanaerobacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGGGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGTGCGTGTAGGCGGCAG

TATAAGTCCGGAGTGAAAGTCCTGCTTTGTAGGTGTGAATTGCTTTGGAGACTGTACATCTGGAGTGCGTAAGACGT

AAGTGTAATTCCCGGTGTAGCGGTGGAATGCTTAGATATTAGGGGGAACATCAGTGGCGAAGGCGACTTACTTGAC

GATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15686;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:Pasteur

ellales(0.8955),f:Pasteurellaceae(0.8505),g:Actinobacillus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCATAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAATGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGGACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAGTCGGAATAACTGGGCGTA

AAGGGCACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGAGCTTAACTTGGGAATTGCATTGCATACTGGGT

CGCTAGAGTACTGTAGGGAGGGGTAGAATTCCACGTTTAGCGGTGAAATGCGTAGAGATTTGGGGGAACACCGAAG

GCTAAGGCAGCCCCTTGGGAGTGTACTGACGGTCATGTGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 
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>OTU15692;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTTGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGGATCAAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGCATCCGGATGTATTGGGCGT

AACGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CGACTTGCGTGCAGATGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATGTATGGAAGAACACCAGT

GTCGAATGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15689;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8988),c:Actinobacteria(0.7497),o:Actinomycetales

(0.2679),f:Micromonosporaceae(0.1291),g:Luedemannella(0.0204); 

TACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGGGGGATGAAGG

CTCTCGGGTTGTAAACCCCTTTCAGCAGGGACGAAAATGACGGTACCTGCAGAAGAAGCCCCGGCCAACTACGTGCC

AGCAGCCGCGGTAACACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGTTCGGTA

AGTCGGGTGTGAAAACTCTGGGCTCAACTCAGAGACGCCACCTGATACGGCCGTGACTGGAGTCTGGTAGGGGAGT

GTGGAATTCCCGGTGTAGCGGTGAAATGCGCAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCACTCTGGGCC

AGTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCC 

>OTU15690;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1098),g:Sarcina(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGACGG

TCTTCGGATTGTAAACCTCTATCAGCAGGGAAGAAGCAAGTGACGGTACCTGCAGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGCGTA

TCAAGCCTGATGTGAAAGGCAGGGGCTCAACTCCTGGACTGCATTGGAAACTGGTATGCTTGAGTGCAGGAGAGGA

GAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAAGATTAGATACCCTGGTA 

>OTU15691;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Nubsella(0.0056); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGTGGGAAGACGGC

CCTCGGGTTGTAAACCACTAGCTTTGGGGACGATAATGACGGTACCCAAGGAAGAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCTGTGCGTCAA

GTCAGGGGTGAAATTCCGGGGCTCAACTGCGGGGGTGCCCTTGATACTGTCGGGCTGGAGTGGGGGTGCCGGCGG

GGGAATGAGGGGTGTAGGGGGGGAATGCTTAGATTACCCTCAGAACACCGATTGCGAAGGCATCTGGGGAATCCGT

AACTGACGGTGGGGCACGAAAGCGTGGGGGTAGAACAGGATTAGATACCCTGGTA 
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>OTU15693;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAATCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGGA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGAAAATGGCGGTACTTGCATAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCTCGGGACTGCTTTTGAAACTATTCGGCTAGAGAGTCGGAGAGGTAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15696;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGAGGTATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CGTAGGATTGTAAATTTCTGTTATTAAGGACGAAGAAGTGACGGTACCTAATGAATAAGCTCCGGCTAACTACGTGCC

CGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCCGTGGCGAAGGCGGCTTTCCGCGCTTTA

CCTGCCGCTGAGGCACGCAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15694;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0046); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTTCCGCCTGCACCCTCCATGCCGCGTGAAGGCGACGGCCCTATGG

GTCTTAAACTTCTTTTGTCTGGGAGCAATAAGGTGTTCGTGAACACCGATGAGAGTCCCAGCCGAATAAGCCTCGGCT

AACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGTAG

GCGGCCTGTTAAGTCAGCGGTGAAATGTCCTCGCTCAACGAGGAAAGTGCCGGGGATACTGGTGGGCTTGAATGCG

GATGCCGTTGGAGGAATGTGTGGTGTAGCAGTGAAATGCATAGATATCACACAGAACACCGATTGCGAATGCATCTG

ACGAATCCGCGATTGACGCTGATGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15695;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCCGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTGATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAGGTGAAATCCCCGGGCTCAACCCGGGAACTGCCTCTGAAACTGGG

AAGCTAGAGTCTTGGAGAGGCGGGTAGAATTCCGGGTGTAGCGGTGAAATGCGTAGAGATTTGGAGGAACACCGG

TGGCGAAGGCGACCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 
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>OTU15697;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Epsilonproteobacteria(0.9897),o:Campylo

bacterales(0.9937),f:Helicobacteraceae(0.9294),g:Helicobacter(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTGCTCGATGGGGGAAACCCTGAAGCAGCAACGCCGCGTGGATGATGAAGGT

TTTCGGATTGTAAACTCCTGTTGTTAGAGAAGATAATGACGGTATCTAACGAATAAGCACCTGCTAACACCGTGCCAG

CAGCCGCGGTAATACTACGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGGTAGCAAG

TCAGATGTGAAATCCTATGGCTTAACTATAGAACTGCATTTGAAACTGTTACTCTAGAGTATGGGAGAGGTAGGTGG

AATTCTTGGTGTAGGGGTAAAATCCGTAGAGATAAAGAGGAATACTCATGGCGAAGGCGACCCGCTGGAACATTACT

GACGCTGATGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1679),g:Coprococcus(0.0423); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGTGAAACCCTGATGCATCTACGCCGCGTTAGTGAATAATTATT

TCTTTATGTAACTCTCTATCATCAGGGAATACAATTACGGTCCTTTACTAATAAGCCCCTTCTAACTACGTGCCATCATC

CGCGGTAATACTTAGGGGTCAATCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTCTGA

AGTTAAAGCCCGGGGCGAAAAACAGGGACTGATTTGGAAACTATGCAGCTAGAGTGTCGGAGAGGTAAGTGGAATT

ACCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAAAACCAGTGGCGAAGGCGGCTTACTGGACGATGACTGAC

GTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15699;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Marvinbryantia(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAGCCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAATAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAATGCAA

GTCAGATGTGAAAGCCAAGGGCTCAACCCATGGACTGCATTGGAAACTGTATGGCTAGAGTGCTGTAGAGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15698;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTTAGGGACGATAATGACGGTACCCGAGGAGGAAGTCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTTAGACGTGAAATACCCGGGCTTAACCTGGGTACTGCATTTCAAACTGGAAGTCTAGAGAGTGAGAGAGGAGAGA

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTTTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15704;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAGGTCTGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGATGTGAAAGGTTGCGGCTCAACCGTAAAAGTGCGGCTGGTACTGGATGTCTTGAG

TGCGGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCTGCGAGGCCGCAACTGACATTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.3884),g:Blautia(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAGGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACTTGCCTAAGAAGCCCTGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCTAGCGTTATTCGGATTTATTGGGTGTAAAGGGAGCGTAGGCGGAGTAGCAAG

TCAGATGTGAAAGGCATGGGCTCAACCTGTGGACTGCATTGGAAACTGTTAGTCTTGAGTGTGGGAGAGGTAAGAG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Ruminococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATTGTAAACCTCTGTCTTTAGGGACGATAATGACGGTACCTATTCAGAAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTAGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGTGTAGGCGGGAATTCAAG

TCAGATGTGAAATCTACGGGCTTAACCTGTGTGTTGCATTTGAAACTGTAGATCTTGAGTGAAGTAGAGGAAAGCAG

AATTCCTAGTGTAGCGGTGAAATGCGCAGATATTAGGAAGAATATCAGTGGCGAAGGCGCCTTACTGGACTTTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15705;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.6350),g:Blautia(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCTGATGTGAAAGGCCGGGGCTCAACCCCGGGACTGCATTGGAAGCTGTTAGGCTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15702;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.4311),c:Gammaproteobacteria(0.2321),o:Pasteur

ellales(0.1015),f:Pasteurellaceae(0.0355),g:Actinobacillus(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCTGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTTTTAATAGAACAAGCAATTGACGTTAGTCACAGAA

GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTA

AAGGGTGTGTAGGCGGGTTCGCAAGTTCGATGTGTAATTCCCAGAGCTTAACTCGGGTGCTGCATCTGAAACCACGA

GTCTTAAGTGTCGGAGAGGTAAGTGGAATTCCTAAGGTTGCGGTTGAATGCGTGGATATTAGGAGGAACATCAGTG

ACGAAGGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCGTG

GTA 

>OTU15706;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGTCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTCCGGGTTGTAAACTGCTTTAGCCGGGGAATAAAGTGGGCCACGTGTGGACTATTGCATGTACCCGGAGAATAAG

CGTCGGCTAATTCCGAGCCAGCAGCCGCGGTAATACGGATGATGCGATCGTTATCCGGATTTATTGGGTATAAAGGG

AGCGTAGGCGGGATGGTAAGTCAGATGACAAATGTCCGTGCCCAACGCTGTCATGCCTTGGGTACTGCCGGTCTTGA

ATACATACAAGGGAGATGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGTCTCCTGGGGTGGCATTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU15707;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGGATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACAGTAGTAAGCCTTTAAAACTGGGAAACTTGAGTTCAGGAGAGGAGAGTG

TAATTCCTGGTGTGGCGGTGAATTGCGTGAATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGCCTGTAAC

TAACCCTGGGACACAAAAGCGTGGGGATGAAACAGGATTAGATACCCTGGTA 

>OTU15709;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CTTATGGGTTGTAAACTTTTTCTACAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTATTTTATGATTAAGGA

TCGGCTAACTCCGCGCCAGCAGCAGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCGGTAGTGAAAGTTTGCGGCTCAACCGTAGAGTTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGGGGCAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15708;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCATCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGGGATGCAA

GTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGATGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAACT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15710;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Pept

ostreptococcaceae(0.0252),g:Clostridium_XI(0.0076); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCCACGTCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTTTTAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTATCTTCAAAG

GTAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAA

AGGGGGCGTAGGTGGTTTCTGAAGTCAGAGGTGAAGTGCTACGGCTAAACCGTAGTAAGCCTTTGAAACTGGGGGA

CTTGAGTGCAGGAGAGGAGGGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGC

GAAGGCGGCTTTCTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGCAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAGG

CAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTTGAAACTGCCAGTCTTGAGTGTCGGAGGGGTAA

TCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15713;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0181); 

ACGGAAGGCAGCAGTGGGAAATATTGCACAAAGGGGGAAACCCTAATGCAGCGACGCCGAGTGAGTGAAGAAGTA

TTTAGGTAGGTAAAGCTCTATAAGCAGGAAAGAAAATGACGGTACCTGACTAAGAAGACCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCA

AGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTTTCGAACTAGAGTGCAGGAGGGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCCGTGGCGAAGGCGGCTTGATGGACTG

TACCTGCCCCTCACGCTCGCGAGCGTGGGAAGCCAACAGGATTAGATACCCTGGTA 
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>OTU15712;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lach

nospiraceae(0.0113),g:Clostridium_XlVb(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTCAACCTCTTTCGCTGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCACCGGCTAAATACGTG

CCAGCAGCCGTGGTACTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTGA

TAAGTTGGATGTGAAATACCCGGTCTTAACTGAGGGAGTGCGTGCAATACGGTTGGACTAGAGTACAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTTCTGGACT

GCAACTGACGCTGAGGCTCGAAAGCGTGGAGAGCAAACAGGATTAGATAACCTGGTA 

>OTU15714;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2864),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCCACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCACGGACGAAGAACGTGACGGTACCTGGAGAAATAGCGACGGCGAACTACGTG

CCAGCAGCCGCGGTAATGCGTGGGTTGCAGGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCCTGAACTGCATCTGAAACTGTAGCCCTTGAGTATGGGAGAGGCAA

GCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4563),g:Dorea(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTAGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGAAGGTACCTGACTAAGAAGCCCCGGATAAATACGTGCCA

GCAGCGGCGGGAATACGTAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCA

AGCCAGATGTGAAAGCCCTGGGCTCAACCCCGGTACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15716;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.1291),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGAGAAGCA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTACTTCCCTTGAGTGCTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACTGTT

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15717;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGAAATGGGGGAAAACCTGACCAAGAAACGACGCGTGAAGGAAAAAGG

CCTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGAACTGCTTTTGAAACTGTATCCCTTGAGTGTCGGAGAAGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGTTTTGATATTAGGAGCAACACCAGTGGTCTAGGCGCTTTGCCTGCCGA

TCACTCATGCTGTGGAGCGAAAGCATGAGGAGCACATAGGATTAGATACCCTGGTA 

>OTU15718;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0457),g:Dorea(0.0087); 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGAAGAAGGT

TTTCGGTTTGTAAACTGCTTTAGACAGGGAAGAGAATGAACAGTACCGGTAAAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCGGGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGAATACA

AGCTAGTTGTGGAATACCGCGGCTTAACCCAGGAACTGCAACTAAAACTATATTGCTTGAGTGTAGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGAA

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGATGAAGTA

TTTCGGGATGTAAAGCTCTTTTAGCAGGGAAGAAAATGACGGTACCTGTCTAATAATCTCCGGCTAACTACGTGACAG

AACGCGCGGTAACACGTAGGGGGCAGGCGTTATCCGGATGTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GACTGGAGTGAAAGCCCAGGGCTCAACCGTGGAACTGCTTTGGAAACTGTAGGGCTAGAGTGCTGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAATGGCGAAGGCAGCTTACTGGACAGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Ruminococcus(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACTCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CCTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCCAAACACGTGCC

AGTAGCCGCGGTCATACGCAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATGCCCTGTGTAGCGGTGAAATGCATAGAGATAGGAAGGAACACCGGTGGCGAAGGCAGCCTGCTGAGCCTTA

ACTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15723;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TCCGCTCCCAGTCACAATAATCAGCGTGACATTCAGAAGGGTAATAAGAACGAACCATAAAACAGCCTCCAAGATTTG

GAGGCATGAAAACATCCAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCAAATACCATCA

GCTTTACCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAG

AAGCAGAATCAGTGACGACATTAGAAATATCCTTTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGC

GTTTGCTGATGAACTATGTCAACCTCAGGACTAACCAGTCGAGTCATTTCTTTGATTTGGTCATTGGTAAAATACTGAC

CAGCCGTGTGAGCTTGAGTAAGCATTTGGCGCAGAAGCG 

>OTU15722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Ruminococcus(0.0519); 

ACGGAAGGCAACAGTGGGGGATATTGCGCAATGGGGGCAACCCCGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAGGGGTGCTTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCATAACCCAGGAATGGCGTTTGAAACTGTTGTGCTGGAGTGAAGTGGGGGCAGG

CGAAATTCCCTGTGTAGCGGTGAAAGGCGTGATGTTAGGAAGGAACACCAGTGGCGAGGGCGGCCTGCTTGGCTTT

AACTGACGCTGAGGCACGAAGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Marinilabiliaceae(0.0355),g:Alkalitalea(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCTGTGGAGCAATAAGGGTCACGCGCTGACCCGATGAGAGTACACAGCGAATAA

GCCCCGGCTAATTCCTTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGGTAAGTCTGAGGTGAAAGGTCCGCGCTCAACGTGGGAACTGCCTTGGAAACTGCCGTGCT

GGAGTGCGGATGACGTTGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGA

AGGCAGCTGACGAATCCGTAACTGACGCTGAAGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU15721;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCGA

TTAAGTTAGATGTGGAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGGG

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACCCTCTGGAC

TGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15725;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Euba

cteriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGACGAG

CAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTTTGTCTTGAGTTCACATAAGGATGG

TGGAATTTGTGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACGAA

GACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15726;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0355),g:Parasporobacterium(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCGAAGCCGCGTGACTGAAGACGTA

TTTCGGTATGTAAAGGTCTTTCAGTAAAGAAGTAAATGACGGTACTTGACTAAGAATCCCCGTCTAACTACATTCCAG

CAGCCCCGGTACTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATGCAAG

TTGGGAGTGAAATCCCGGGGCTCAACCCCAGAACTGCAGTTAAAACTGTGTGTCTTGAGTACAGGAGAGGCAAGCG

GAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCAGCTCGCTGGACGACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15727;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Intestinimonas(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTAGACAGGGAAGAAGAAAGTGACGGTACCTGTACAGTACGCCACGGCTAACTACGT

GCCAGCATACGCGGTCATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGGAAAGGGTGTGTAGGAGGGAAA

GTGGGTCAGCTGTGAAATACCAAGGCTAAACCAGGGAGATGCATTTGAAACTGCTGTTCTTGAGAGTGGGAGAGGT

AAGCGGAATTCCCGGTGGAGCGGGTAAATGCGTAGGTAACGAGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CCAGTACTGACGCTGAGACACGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15729;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCCCT

ATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGGATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGATGGATCTTTAAGTCTGTAGTGAAAGTTTGCGGCTCAACCTTAAGATTGCAGTTGGTACTGGGTGCCTTGAGTGC

AGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCAGCT

TGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15730;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0252),g:Saccharofermentans(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAACCCTGATCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTATACAGGGACGAAGAAATGACTGTACCTGTAAAGTAAGCCGCGTCTAACAACGTGCC

AGCAGCCGCGGTAATACGTAGGTCGCAAGCTTTATCCGGATTTATTGGGTGTAAAGGGTGAGTAGGCGGTCTGACAA

GTCAGATGTGAAATGCTCGGGCTTAACCTGAGAGCTGCATTTGAAACTGCAAGTCTAGAGTGTCGGAGGGGTGAAC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACGAC

AACTGACGCTGATACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCATGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCGAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTGAAATGTGAAATCCCCGGGCTCAACTTTGGAGTTGCATTTCAAACTGGAAGTCTAGAGTGTAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.3544),g:Eubacterium(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGACGTA

CTTCGGTATGTAAAGTTCTATCTGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGTGAAAACCCGGGGCTCAACCTCGGGGCTGCATTGGAAACTGGAAGGCTAGAGTGTCGGAGAGGTGAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15732;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACTTGAGTCAGCAGTGGTTAATATTGCACAATGGGCGAAAGCCTGATCCAGCAACGCCCCGTGAGTTGTGAAGGCCT

TCGGGTCGTAAAGCTCTGTACTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTC

AGAGGTGAAAGGCTACGGCTAAACCGTAGTAAGCCTTTGAAACTGGGAAACGAGAGTGCAGGGGAGGAGAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAGACCAGGGGCGAAGGCGGCGCTCTGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15733;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Oscillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTTGTAAACCTCTTTTAAGAGGGAAGAGCAGAAGACGGTATCTCTAGAATAAGCCACGGCTAACTACGTG

CCAGCCGCCGCGGTTATACGTAGGTGGCACGCGTTTTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCGTTGGAAACTGTAGATCTTGAGTGTCGGAGGGGTAAG

CGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15734;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.0425),o:"Bacteroidales"(0.

0291),f:Prolixibacteraceae(0.0073),g:Prolixibacter(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGTGTACCAGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGG

GTGCGTAAGCTGTGCGTCAAGTCGGGGGTGGAAGTCCGGTGCTCAGCACCGGGGCTGCCCTTGATACTGTCGCGCT

GGTGTGCGGATGCAGCCGGAGGAGTGAGTGGTGTAGCGGTGAAATGCTTCGATATCACTCAGAACACCGATTGCGA

GGGGATCTGGCGATTCCGTAACTGACGCTGAGACACGAGAGCGTGGGGATAGAAAAGGATTAGATACCCTGGTG 

>OTU15735;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCTTCGCGCACGTCCGATGAGGGTACCAGGCGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGTGATGCGAGCGTTATCCGGATTAATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCAGGAGTGAAATTCCGGTGCTCAACACCGGAGCTGCCCTTGATACTGTCGAGCTA

GAGTGCGAATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCAGGCAGAACACCGATTGCGAA

AGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15736;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Ruminococcus2(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATGGCACAGTGGGCGAAAGCCTAATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTGGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGGCTAAGAGGCCCCGGCTAATTACGTGCCA

GCAGCCGCGGGAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTCGAAACTGTTTATCTGGAGTGCCGGACGGGTAAGT

GGAATTCCTAGTGTTGCAGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTCAGGCTCGAAAGCGTGGGGAGCAACCAGGATTAGATACCCTGGTA 
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>OTU15737;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGCAGCCGGGTCTG

CAAGTCAGATGTGAAATCCATGGGCTCAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15739;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0904); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTGCGGGTTGTAAAGTTCTTTTAGTAAGGACGAAGGAGTGACGGTACTTAATGAGTAAGCTCCGGCTAACTACGTGC

CAACAGCCGCGGTAATACGTAGGGAGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACGGCAGTTGAAACTGTTGTGCTTGAGTGTAGGAGAGGCA

GGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGC

TTTAACTGACGCTGAGGCACGGAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15738;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.4224),g:Blautia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

TCTCGGTATGTAAAGTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGATGGAGAGGCA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGGCTGCATTGGAAACTGTGGAGCTCGAGTGCCGGAGGGGTAG

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTACTGGACGG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15740;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.4563),g:Coprococcus(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGATTTGTAA

GTTTGAGGTGAAAGCCCGAGGCTCAACCTCGGGATTGCGTTGGAAACTGTGCAGCTAGAGTTTCGGAGAGGGAAGT

GGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15741;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGCCATGTATACCCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGAAGGTGGAGGTTTAAGTGAGGTGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGCGGATACTGGATATCTTGA

GTGAAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15742;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGAGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAATGATCTACGTGTGGAGCTTTGTATGTACCTCATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGAGGGTTAAGTGTGCTGTGAAAGGTTGCGGCTCAACCGTAGAAGTGCGGTTGGTACTGGCGTTCTTG

AGTGCGGATGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCGCTAGACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15744;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGATCTTGACCCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTTCTTTTATCCGGGGGTAAAGTCATCCACGTGTGGATGTTTGCAAGTACCGTACGAAAAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTTAACAGTAAAAGTGCAGTTGATACTGGAGATCTAGA

GTGCAGTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGAGAAGG

CAGCCTGCGAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15746;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1872),g:Saccharofermentans(0.0204); 

ACGGGAGGCAGCAATGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCACGGCTAACTACGTG

CCATCAGCCGCGTTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTATGGTAGTAACCCATAAACTGCATTTGAAACTGCATGGATTGAGTTGCGGAGAGGTAG

ACGGAATGACTAGTGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGTCTACTGGACG

ATAACGGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGAGACCCTGGTA 
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>OTU15745;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGGGCGTAGGCTGTGCGCCAAGTGGGGCGTGAAATGCCGCTGCTCAACGCCGGGGTTGCCTTTGGTACTGTGTCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15747;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylo

bacterales(0.0000),f:Campylobacteraceae(0.0000),g:Campylobacter(0.0000); 

GTTCAGTCCCTTGACTCATGATTTCTTACCTCTTAGTGGTTGACCAGCATCGGACTCAGATCGTAATCCACTCTCTTTTC

AAATGTCAACCAGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCA

TATTAAGCCACTTCTCCTCATCCAACGCGTCAGTTTTTGACAGAATCGTTAGTTGATGGCGAAAGGTCGCAAAGTAAG

AGCTTCTCGAGCTGCGCAAGGATAGGGCGAATTTTCTCATTGTCCGCCAGCAGTCCACTTCGAGTGAATGCGTAAACA

AGCAGGAGTAAGTCCTGCTTTATCAAGAGAATTTG 

>OTU15743;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTGTCTTTAGGGACGATAATTACGGTACCTGAGGAGGAAGCCACGGCCAACTACGTGCCA

GCAGCCGCGGTAATATGTAGGCGGCGAGCGTTGCCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACACGGGCTCAACTTGGGTGCTGCGCTTCAAACTGGAGGTCTAGAGTGCAGGCGAGGCGGAT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15751;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTGTGGCCCCCCCGCTGCCGCGACGCCGCGTGAAGGATGAAGTATTTCG

GTATGTAAACTTCTATCATCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGTCTG

ATGTGAAAACCCGGGGGTCAAACCCGGGACTGGATTGGAAAATATGTGGCGAGAGTGGCGGAGGGGTAAGGTGAA

TTCCTAGTGGAGGGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGGGAAGGGGGCTTACTGGACGATGACT

GAACTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU15749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 



8537 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACCTTTAA

GTGAGATGTGAAATACCCAGGCTCAACCTGGGGGCTGCATTTCAAAATGGAAGTCTAGGGGGCAGGAGAGGGGAG

TGGAATTCCTAGGGGAGCGGGGAAATGGGTAGGGAATAGGAAGAAAAACAGTTGCGAAGGCGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGT

CTTCGGGTTGTAAACCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTGTAA

GTGAGATGTGAAATACCCGGGCTTAACCTGGGACCTGCATTTGAAACTGGAGTTCTAGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGCAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15750;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4280),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAACCTCTGTCTTCAAGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGATTGCAA

GTCAGATGTGAAATCCAGGGGCTCAACTCGTGAACTGCATTTGAAACTGTTGTTCTTGAGTATAGGAGAGGCAATCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGATTGCTGGACTTCAA

CTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15753;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTTTAACCTTCTTTTAAAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATACGGC

TCGGCTAACACCGTGCCAGCAGCCGCGGTAGTACGGTGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAGT

GCAGTGGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTAAGCTGCAACTGACATTGAGGCGCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2184),g:Dorea(0.0423); 
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ACGGGAAGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCCATGCCGCGTGAAGGATGAAGTAT

CTCTGCATTTTAACTTGCATTAGCAGGGAAGAGAATGACGGTACCTGTCTAAGAAGCCCCGTCTAACTACGTGCCAGC

AGCCGTGGCAATGCGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGT

CAGATGTGAAAGCCCGGGGCTCAACACCGAAACTGCATTTGAAACTGTAAGGCTAGAGTGTAGGAGAGGCAAGTGG

AATGCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGTGGCGAAGGCGGCTTGCTGAGCGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15754;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATCGTAAACTTCTTTCCTTGGTGAAGAGGTAGTGACGGTAGCTAATGAGTAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTGATTGGGCGTAAAGGGTGCGTAGGCGGCAGGGT

AAGTCTGGAGTGAAAGTCGTGTTTTTAAGCTAGGAATTGCATTTGATACTGTCGGGCTTGAGTGCAGGAGAGGTAAG

TGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTGT

AACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15756;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGCCGCGTGCAGGAATACGGC

CCTATGGGTCGTAAACTTCTTTTGTACGGGAGTAATGAGGGTCACGCGTGACCCGTTGAGGTTACCATACGAATAAG

CACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTCCTGCAAGCGAGCGGTGAAAGCCCGGGGCTCAACGCCGGAACTGCCGTGGAAACTGCGGGGCTT

GAGTGCGGATGACGTTGGAGGAATGCGCAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTGACGAATCCGTTACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.7787),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACAATAATGACGGTACCTGAGGAGGAAGCCAGGGATAACTACGTGAAA

GCCGCCGCGACAATATGCAGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGTGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGTAAGTCTAGAGTGCAGGAGAGGATAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTTTAAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15757;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCCACCGTAGTAAGGCTTTGAAACTGTGAAACTTGAGTGGAGGAGAGGAGAGTG

GAATTCCTAGGGGAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTGCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGGGGGGAGCAAACAGGATTAGATACCTGGTA 

>OTU15759;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.2184),g:Clostridium_IV(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGTAGAGGGTACCTCTAGAATAAGACACGGCTAACTACGTGC

AAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTAAAGGGCGTGCAGCCTGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAATTGAAACTATGGATCTTGAGTGTCGGCGGGGCAAT

CGGAATTCCTAGGGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGATTGCTTGACGAT

AACTGACGGTGAGGTGCGAAAGTGTGGGGAGCACACAGGATTAGATACCCTGGTA 

>OTU15758;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9605),c:Gammaproteobacteria(0.8755),o:"Entero

bacteriales"(0.5395),f:Enterobacteriaceae(0.3544),g:Escherichia/Shigella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTGAAGTTAATCCCTTTGCGCATGGACGGTACCCGCAGA

GGAAGCACCGGCTCACTCCGTGCCAGCCGCCGCGGTGATACGGCGGGTGGAAGTGTGAATCGGAATTACTGGGCGT

AAAGGGCGCGCAGGCGGTATGTTAAGTCTGATGTGAAATCCCGGGGCTCAACCTGGGAACTGCATCTGATACTGGTA

GGCTTGAGTCCCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAACACCGGT

GGCGAAGGCGGCCGCCTGGACGGTGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15760;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3544),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAAAGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTACGGGTTGTAAACTTCTGTTATAAGGGACGAAAGAAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAAG

GCAAGTCAGATGTGAAAACTATGGGCTCAACCCATAGCCTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCA

GGCGGAATTCCCTGTGTAGCGGTGAAATGTGTAGAGATAGGGACGAACACCAGTGTCGAAGGCGGTCTCCTGGGCT

TTAACCGTCGCTTAGGCACGAAAGCGTGGGTAGTCATTAGGATTAGATACCCTGGTA 

>OTU15761;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0560),g:Barnesiella(0.0087); 
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CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTGCGCCCGCCTGAACCTGCCAAGTCGCGTGAAGGAAGACGGCCCTAT

GGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGCGTGGCGAGATGAGTGTACCACCAGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGCGGTTTGTCAAGTCAGTGGTCAAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAGCGTG

GCGTCGAGGTGTGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCGGAACTCCGATTGCGAAGGCAG

CACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15762;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.4563),g:Lachnospiracea_incertae_sedis(0.0904); 

AGGGGAGGAAGCAGGGGGGAAGAGTGAACAAGGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGT

ATTTCGGTATGTAAAGGTCTATAAGAAAGGAAGAAAATGACGGTACTTGACTAAGAAGCTCCGGCTAAATACGTGCC

AGCAGACGCGGTACTGAGGAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGGGC

AAGTCAGATGTGAAAGACCGGGGCTCAACCCCGGTGCTGCATTTGAAACTGCTTTGCTTGTGTACAGGAGAGGCAGG

CGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACCAGTGGCGAAGGCGGCCTGCTGGACTGA

CACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15765;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.42

80),f:Spirochaetaceae(0.2524),g:Treponema(0.0423); 

ACGGAAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGAGGAAGGC

CGGAAGGTTGTAAAATCCTTTTGGTACTGAAGAATAAGCGGTGCAGGGAATGGCTTCGTGGTGACGGTAGGTCCTG

AATAAGCAACGGCTAATTACATGCCACCAGCCGCGGTAACACGTAAGTTCCGAGCGTGGTTCGGAATTATTGGGCGT

AAAGGGCACGTAGGCGGCCCTGTAAGTTTGGTGTGAAAGCTGGGGGCTCAACCCATAGACTGCATTGGGTACTACAT

GGCTTGAGTCGCGGAGGCGGAGCTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGGACACCGATG

GCGAAGGCAAGTTCCGGGCAGATGACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15766;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6350),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGTGTGGGGATAAAGTGGTCGATGCATGGCTTTTTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCTGTGGATTAAGCGTGTTGTGAAATGCCGCGGCTCAACGGTTGCCTTGCAGCGCGAACTGGTTCACTTG

AGTGCGCTGAACGCGGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTCGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15763;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0904); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TCTCGGGTTGTAAACTTCTTTTACCAGGGACGTAGAAAGTGCCGGTACCTGGAGTAAAAGCCACGGCTATCTACGTGC

CAGCAGCCGCGGCAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTT

AAGTGAGATGTGAAATACCCAGGCGCAACGTGGGGGCTGCGTTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCGACTCTCTAGGCT

GTAACTGACGCTAAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15764;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clost

ridiales_Incertae_Sedis_XII(0.0099),g:Fusibacter(0.0046); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGAAGGTAGCAAAGGAGGAAGCCCCGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGAATGGGCGTAAAGGGTGTGTAGGCGGGCT

CGCAAGTTGGATGTGTAATACCCAGAGCTTAACTCGGGTGCTGCATCTGAAACTACTATTCTTGATGGTCTGAGAGGT

AAGTGGAATTCCTATTGTAGCGGTGGAATTCGTATATATTAGGAGGAACATCAGTGGCGAATGCGACTTACTGGACG

ATAACTGACGCTTAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15768;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGTAGCGTGCAGGAAGACGGC

CCTATGGGTTTAAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACAGTATGGATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAATGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGAGTTGTGAAATGCCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTA

GAGTGCGCAGGAGGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGTGTAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15767;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9776),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCCATGCCGCGTGTATGATGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGAGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTATCCGCAGA

AGAAGCACAGGCTAACTCCGTGCCAGCAGACGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCTGGATGAATACCGGTG

GCGAAGGCGGCCCCCTAGTCGAACACTGACGCTCAGGTGCGAAAGCGTGGGAAGCCAGCAGGATTAGATACCCTGG

TA 

>OTU15769;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9733),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.4351); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGATCGTAAAGCTCTGTTGTTGGGGAAGAAGGATGGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACAG

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTGGGTGGCACGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGGAAAATAAGTCTAATGTGAAAGTCCTCGTCTCAACCGAGGAACTGCATCGGAAACTGGTG

TTCTTGAGTGCAGAAGAGGAGAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15770;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGTGGGACGTGTCCCATATTGTAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGCGTAAAGG

GTGCGTAGGTGGTTTCTTAAGTCAGTAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGTGAGGCTTG

AGTGCTGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTTACTGAACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15771;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGTTCCCTGAGTAAGAAGCCCCGGCTACCTACTTGCCA

GCAGCCGCGTTATTACTTAGGGGGCAAGCTTCATCCGGATTTCCTGGGTGTAAAGGGAGCGTAGACGGCAGGGCAA

GTCTGAAGTGAAAGGCGGGGGCTCAAACCCCGGACTGCTTTGGAAACTGTCCGGCTAGAGTGCGGGAGAGGTAAGT

GGAAGTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGCA 

>OTU15772;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Pept

ostreptococcaceae(0.4914),g:Clostridium_XI(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATCCAGCCACGCCGCGTGAAGGACGACGTCC

CTCCGTATTTTAACTCCCTTTAGCAGGGAAGAAAATGACGGTACCTGACTAAGATGCCACGGCTCACTACGAGCCAGC

AGCCGCGGTAACACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTC

AGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAAAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGCTTTCTGGACTGTAACTG

ACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0519); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCACGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCAGGGGCACGACCCCGAGACTGCATTAAAAACTGGTCAGCTGGAGTGCAGGTGAGGTAAGG

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAAATTAGAAGGAACGCCAGTGGCGAAGGCGACTTACTGGACTGTA

ACTGACGTTGAGGCTCAAAAGCATGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU15774;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Graci

libacteraceae(0.0710),g:Gracilibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGTAGTGACGGTACCAGAGGAGGCAGCCCCGGCCAACTACGT

GCCAGCAGCGGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCTT

GATAAGTCTGGAGTGAAAGTCCTGCGTTCAAGGTGTGGATTGCTTTTGAAACTGTACAGCTTGAGTGCGGAAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15775;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1679),g:Eubacterium(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACTTCTGTTTTCGGGGACGAACAAATTACGGTAACCGAGTAGGAAACCCCCGCTAACCACGTGCC

CGCAGCCGCGGTTATTCGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATGGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGTGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15777;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:Bacteroidaceae(0.0000),g:Bacteroides(0.0000); 

CCTCAGCAATCTTAAACTTCTTAGCCGAATCCCCAGAACGGCCCCCATCCTTCATAGACATTTCACGCGGCGGCACGTT

GCCATACAAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGT

CGCAGTAGGCGGAAAACGAACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGA

ATGTTTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGGTTGGTCAGTTCCAGCAAAATCATAGCCAG

ATGCCAAGAGATGAGAGCGCATGACAAGTAAAGGACGGTGGGCAGCGTCATAAGAGGGTG 

>OTU15776;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCGATGCCGCGTGGAGGAAGACGGT

TTTCGGATTGAAAACTCCTGTCTTAAGGGACGATAATTCCGGTACCTTAGGAGGAAGCCCCGTATAACTACGTGCCAG
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CAGCCGTGGTACTACGTAGGGAGCGGCGGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTGCAA

GTCAGATGTGAAATGTATGGGCTTAACCCATAAACTGCATTTGAAACTGTAGTGCTTGAGTGAAGTAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTACGAGGAACATCGGTGGCGAAGGCGGCTTACTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15778;tax=d:Bacteria(0.0041),p:"Tenericutes"(0.0000),c:Mollicutes(0.0000),o:Mycoplasmatales(0.00

00),f:Mycoplasmataceae(0.0000),g:Mycoplasma(0.0000); 

AGCGAACCCACTCCGCGGCATTTAGTAGCGGTCAAGTTAGCCCCAACCCTGAAACCCACCTACACCTTATTGCCCGGC

GTACGGGGAAGGACGTCACTAGTCACACAGTCCTTGACGGTATAATAACCACCAGCATGGCGACCATCCAAAGGATA

AACATCATAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGG

GTCGGCATCAAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCATCTGAATGC

AATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTAGCAAAAGATAAC 

>OTU15779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCCTTTTTTAGAGAAGAACGTGCGTGCGAGTAACTGTTTACGTAGTTACGGTATTTAACCAG

AAAGTCACGGCTAACTACGTCCCACCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATTCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGAAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGATTGCTAGACGACAACCGACGGTAAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15780;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGACGGATGGAGCAACGCCGCGTGAGTGAAGAAGGA

TGTCGGATCGTAAAGTTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGACCACCAGTAG

CGAAGGCGGCTCCCTGGTCTGCACCCTTCGCTGAGACGCGAAAGCGTGGGTAGCCAACAGGATTAGATACCCTGGTA 

>OTU15781;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9348),c:Spirochaetia(0.8048),o:Spirochaetales(0.53

95),f:Spirochaetaceae(0.3544),g:Treponema(0.0519); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGGGGGAACCCTGACGGAGCGAAGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATGGCGGAGGAATAAGGGGGGGCGTGGAAAGCCCGTGCGGTGACTGTAGGCCAT

GAATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTGTTCGGAATCATTGGGC
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GTAAAGGGCATGTAGGCGGTCTGTCAAGCCAGGCGTGAAATCTAGAGACTCAACCACTGAACTGCGCTCGGAACTG

GCGGACTGGAGTCGCTGAGGTGTAGACGGAATTCCTGTTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCG

ATGGCGAAGGCAGGTTTCCAGCAGACGACTGACGCTGAGGTTCGAAGGTGCGGGGATCAAACAGGATTAGATACCC

TGGTA 

>OTU15782;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Pseudoflavonifractor(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCTTGAAGGATGAAGGT

TTTCTGATTGTAAACTTCTTTTAAGAGGGACGATAATGACGGTACCTCTTGAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACTTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATTTCAAG

TCAGATGTGGAAACCGAAGGCTTAACCATCGGAATGGATTTGAAACTGAAGGTCTTGAGTGATGGAGAGGCTAACG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAAGAACAACAGTGGCGAAGGCGGTTAGCTGGAAAGTAA

CTGACGCTGAGGCGCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15783;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Rumi

nococcaceae(0.9480),g:Gemmiger(0.1735); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCCCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTATTGGGTGTAAAGGGAGCGCAGGCGGACCGGCA

AGTTGGAAGTGAAATCTATGGGCTCAAAACATAAATTGCTTTCAAAACTGCTGGCTTTGAGTAGTGCAGAGGTAGGT

GGAATGCCCGATGTAGCGGTGGAATGCGTAGATATCGGGAGGAAAACCAGTGGCGCAGGCGAACTAGTGGGAAGC

AACTGAGGCTGAGGCTCGAAAGCAGGAGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15785;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Clostridium_III(0.0110); 

AAGGAAGGGAGAAGGGGGGAAGAGGGCGAAAGGGGGGAAAAAATGACGGAGCAACGCAGCGTGCAGGAAGAAG

GTCTTCGGATTGTAAACTGTTGTCGCAAGGGAAGAAGACAGTGACGGTACCTTGTGAGAAAGTCACGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGTTACGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGACT

GTCAAGTCAGTCGTGAAATACCGGGGCTTAACCCCGGGGCTGCGATTGAAACTGATAGCCTTGAGTATCGGAGAGG

AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGA

CGACAACTGACGCTGAAGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTCGTA 

>OTU15787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Lach

nospiraceae(0.5991),g:Dorea(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTAACTGACTAACAAGCACCGGCTAACAACGTGCCA

GCAGCCGCGGTATAACGTCGGGGGCACACGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATTTGCAA
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GCCAGATGTGAAAGCCCGGGGCTCAACCGCGGGACTGCATTTGGAACTGTAATGCTTGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15784;tax=d:Bacteria(0.9073),p:Firmicutes(0.1310),c:Clostridia(0.0425),o:Clostridiales(0.0291),f:Rumi

nococcaceae(0.0073),g:Clostridium_III(0.0039); 

ACGGGAGGCAGCAGTGGTGAATATTGGGCTATGATCGGAAGACCGGCCGACTAACGTCGCGTCACGGCAGTAGCTT

GTATGCTGGTAAATTCCTGTACTAAGTGACGAAGGAAGTTACTGTAGCTTGGGAGGAAGCCCCGGCTAACTGCGAGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGAGGTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGAT

TAAGTCTGCAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGGTTGGCTTGAGTGCGGAAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATATGGATGAACACCAGTGGCGAAGGCGGATTAACAGACTG

TAACTAAACTTGAGTCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15786;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCTCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGTAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGTTACTACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGCGTAGGCGGGGACGCA

AGTCAGATGTGAAATCTATGGGCTTAACCCAGAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGAT

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACAGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15788;tax=d:Bacteria(0.8696),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clost

ridiaceae_2(0.0059),g:Alkaliphilus(0.0035); 

ACGGAAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGATACAAGACAGTACCTAAGGAGGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTCTTGGGTGTAAAGGGTGCGTAGACGGGACAACA

AGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACGGAAACTAAAACTAGTGTTCTTGAGGGTTGGAGAGGAAAGT

GGAATTCCTAGGGGAGCGGTGAAATGGGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGACTTTCTGGACAATA

AAGGACGTTGAGGCAAGAAAGGGTGGGGAGCAAACAGGATTAGAGACCCTGTA 

>OTU15789;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Pseudoflavonifractor(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

TTTCGGGTTGTAAAATTCTTTTCTCAGGGACGAACAGATGACGGTACCTGAGGAATAAGTCACGACTGAATACGTGCC

AGCAGCCGCGGTACGACGTAGGTGGCAAGCTTTATCCGGATTTACTGGGTTTAAAGGGCGTGTAGGCGGGACTGCA

AGTCAGAGGTGAAATCTTAGAGCTCAACCCTAAGCCTGCATTTGAAACTGTAGTTCTTGAGTACTGGAGATGCAGAC



8547 

 

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCGGCTGGACAGCA

ACTGACGCTAAGGCGCAAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15792;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGCAGGCGGGCCTGTAA

GCCCGTGGTGAAAGCCTGGTGCTCAACGCCAGAGGTGCCGCGGGAACTGCAGGTCTTGAGTCGTGACGAGGGCGGC

GGAATGCGAAGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAC

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15790;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Porphyromonadaceae"(0.2864),g:Barnesiella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAATAAGGC

CCTACGGGTCGTAAACCTCTTTTGTCCGGGAGCAAGGACATCCACGTGTGGATGTTCGGAGAGTACCGGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGCATGAAAAGTCAGCGGTAAAATAGCGGGGCTCAACCCCGTCGAGCCGTTGAAACTTTCAGGCTT

GAGTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAA

GGCAGCATACCGGCGCTCAACTGACGCTGAGGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15791;tax=d:Bacteria(0.8319),p:"Bacteroidetes"(0.2586),c:Flavobacteriia(0.0324),o:"Flavobacteriales

"(0.0231),f:Flavobacteriaceae(0.0059),g:Kordia(0.0035); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GTGTAGGCGGCTTTGCAAGTCAGGGGTGAAAGGCCCGGGCTCCACCCGGAAAGGTCCGTTGAATCCGGGAGGCTGG

GATGCGGGTGGTGGGGGAGGAAAGAGTGGTTTAGCGGGTAAAGGCATAGAAAACACTCAGAACACCGATTGCGAA

GGCATCTCGCCAATCCGCTATTTAAGCTGAGGCCACAAAGCCTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15793;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTGTAAAG

GGTGCGTAGACGGGAAGGCAAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACTAAAACTATCTTTCTT
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GAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15794;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Nocardiaceae(0.0000),g:Nocardia(0.0000); 

CCCCTCTTTCTCTACTTCCCCCTACTCTGTTCAGACTCAGAATGAGCCGCAACTTCGGGATGAAAATGCTCACAATGAC

AAATCTGTCCACGGCGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAGATATTGAAGCA

GAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGCAACCTGTGACG

ACAAATCTGCTCAAATTTATGCGAGCGTCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCATG

ACGCAGAAGTTAACACTTTCGGATATTTCTGATGAGTAGAAAAATTATCTTGATAAAGCAGGAATTACTACTGCTTGT

T 

>OTU15795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Euba

cteriaceae(0.3884),g:Eubacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCCGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTACTACGTAGGGGGCAAGAGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCTGATGGGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAGCCATGCGGCTTGATTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGGGGCGAAGGCGGCTGACTGGACGAT

GTCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15796;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.4311),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Parapedobacter(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACTCCGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGATTTGCAAGTCAGCGGTGAAAGGGCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGG

AATGCGGATGATGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAGATCACTAAGAACACCGATGGCGAA

GGCATCTCACAAAACCGAAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15797;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9988),c:Spirochaetia(0.9784),o:Spirochaetales(0.97

07),f:Spirochaetaceae(0.9573),g:Treponema(0.9686); 

ACGGAAGGCAGCAGCTACGAATATTCCGCAATGGAGGAAACTCCGACGGAGCAACGCCGCGTGGACGATGAAGGC

CGGAAGGTTGTAAAGTCCTTTTATAATTGAGGAATAAGCGGGACAGGGAATGGTTCCGCGGTGACTGTAGATTATGA

ATAAGCACCGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGGTGCGAGCGTTATTCGGAATTATTGGGCGTA

AAGGGCACGCAGGCGGCTTTGCAAGCTTGGTGTGAAAGCTAAGGGCTCAACCCTGAAACTGCATGGAGAACGGGAG

GGCTGGAGTGAGGGAGGGGAAACCGGAATGCCAGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAACACCGAT
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GGCGAAGGCAGGTTACCAGAAGACGACTGACGCTGAGGGGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15798;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0252),g:Cellulosibacter(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAATGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACTTCTGTCCTAAGTGACGAAGGTAGCGACGGTCGCATAGGAGGTAGCCCCTGCTAACTACGTG

CCAGCAGCCGCGGTACTACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTCTGAAGTGAAAGTCCTGGGTTCAAGGTGGGAATTGCTTTGAAGACTGGTTGGCTTGAGTGCGGAAGAGGTT

AGAGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

ATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15800;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Syntr

ophomonadaceae(0.0000),g:Syntrophomonas(0.0000); 

ACAAAGTCCAGCGTACCCTAACCGCCCGCCTCCACGCAGCGACGAGCCCGAGAGCGGTCAGTAGCAATCCAAACTTT

GTTACTCGTCAGAAACTCGAAATCATCTTCGGTTAAATCCAAAACGGCAGAAGCCTGAATGAGCTTAATAGAGGCCA

AAGCGGTCTGGAAACGTACGGATTGTTCAGTAACTTGACTCATGATTTCTTACCTATTAGTGGTTGAACAGCATCGGA

CTCAGATAGTAATCCACGCTCTTGTAAAATGTCAACAAGAGAATCTCTACCATGAACAAAAGGTGACTCATATCTAAA

CCAGTCCGTGACGAACGGGCCAAGCATATTAAGCCACTTCTCCGCAGCCAACGCG 

>OTU15801;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Solitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGACTGAACCAGCCAAGTCGCGTGCAGGATGAAGGC

CCTATGGGTTGTAAACTGCTTTTTTCGGGGAATAATATGAGTTTCGCGTAGCTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGGTGGTGCTCAACAGCGGTCTGCCTTGGAAACTGTCTGACTAGAG

TGTGAGCGGCGGAGGCGGAATGCATCGTGTAGCGGTGAAATGCATAGATATCATTCAGAACACCGATCGCGAAGGC

AGCTGGCGAGGACGCGACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCCGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGCGTGGCGAGATGAGTGTACCACCAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTTGTCAAGTCAGCGGTCAAACTGCGGGGCTTAACCTCGTTTTGCCGTTGAAACTGATCGGCTGG

AGTCTGTTCGAGGGACGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAAG

GCAGCACACCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU15802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Porphyromonadaceae"(0.7068),g:Butyricimonas(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACTTCTTTTGTCAGGGAAGAATAAAATGTACGTGTACCTTCTTGCCAGTACCTCACGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCATTATCCGGATTTATTGGGTTTAAAGGGCG

CGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCAGTTAAACGGTAGCACGCCGTTGAAACTGGCGGCCTCGAG

ACCGGACGAGGGAGGCGGAATAAGTGGAGTAGCGGTGAAATGCATAGATATCACTTAGAACCCCGATTGCGAAGGC

AGCTTCCCAGGCTGGTACTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15803;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATGCGGGGATAAAGTCAGCTACGTGTAGCGGTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGCAGGTTAAGTGAGCAGTGAAATGCTGGCGCTCAACGACAGAATTGCCGCGCAAACTGGCCTGCTTG

AGTATGTGCGACGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCCGGCGAGGCCGTGACTGACGCTGAAGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15804;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTAAACTGCTTTTGTCTGGGGGCAATATGGGCGTCGCGCACGTCCGTTGAGAGTACCTGGGGAATAG

GCACCGGCTATCTCCGTGCCAGCAGCCGCGTTATTACGGGGGACGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCTGTGCGTCAAGTCTGGCGTGAAATGCCGGGGCTCAACGGCGGAACTGCGCTTGGTACTGGCACGCT

TGAGTGCGGATGACGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCATCTAACGAATCCGTAACTGACGCTGAGGCACGAAGGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU15806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATACTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTTGCGTGAAGGATGAAGGC

CCTATGGGTCGTACACTTCTTTTATATAAGAATAAAGCGCAGTCAGTATACTGTTTCGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCTGCGATAATACGGAGGATCAGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAAGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCTGCTCAACCGGAAAAATGCAGTTACTACTGTCAGTCTTAAGT

ACAGTAGAGGAAGGCGGAATTCGTGGTATAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATATGATGCCCTGGTT 
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>OTU15805;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4224),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAATTCTTTTATTAAGGAGGAAGAAGTGACGGTACTTAATGAATAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGTTACTACCTAGGGGCCACGCTTGGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGAGGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15807;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Dorea(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGTAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCGACCCCGGGACTGCATTTGGTACTGCAATGCTAGAGTGTCAGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGCGAAATTCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCTTTCTGGATGAAG

ACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15808;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0113),g:Saccharofermentans(0.0056); 

ACGGGAGGCAGCAGTGGGGAATAGTGGGCAATGGGCGAAAGCCGTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCGGGCTAACTACGTG

ACAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTAGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGACGTGTAATACCCAGAGCTTCTCTCGGGTGCTGCAGCTGAAACTACGAGTCTTGAGTGTCGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGTAATGCGTAGATTTTAGGGGGAACATCAGTGGCGAAGGCGACTTACTGTACG

ATAACTGACGCTGGGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15810;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Porphyromonadaceae"(0.0000),g:Proteiniphilum(0.0000); 

CCTCAATCTCCTCTCTCTTTTTGCGTTCTGCTTCAATATCTGGTTGACCGGCGTCGCGTCGTAACCCAGCTTGGTTAGTT

GGATTCAGCACTCCGTGGACAGATTTGTCATTGTGAGCATTTTCATCCCGAAGTTGCGGCTCATTCTGATTCTGAACAG

CTTCTTGGGAAGTAGCGACAGCTTGGTTTTTAGTGAGTTGTTCCATTCTTTAGCTCCTAGACCTTTAGCAGCAAGGTCC

ATATCTGACTTTTTGTTAACGTATTTAGCCACATAGAAACCAACAGCCATATAACTGGTAGCTGTAAGCGGATCACCTC

TATCATCAACAGGCCACAACCAACCAGAACGTGAAAAAGAGGCCTGCGTGTAGCCAACTGCGAGGGGCAGACTGCA

ACCATAAGGCCACGTATGTTGCAAGCTATCGAACTGG 
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>OTU15809;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.1098),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTTTGTCGACAGAGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTCACTACGTG

CCCACAGGCGCGGTAACACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGTGTGTAGGCGGGATGA

CAAGTCAGATGTGAAATGTTCGGGCTTAACCCGAGAACTGCATTTGAAACTGCCAGTCTTGAGAGTCGGAGGGGTAG

TCGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTACTGGACG

ACAACTGACGCTGAAACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15811;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1291),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGGTTGTAAACTTCTTTTTTTAGGGACGCGTAGAAGTCGGTACCTGACGGATAAGCCACGGCTATCTACGTGCC

CGCAGGCGCGGTAATACGTAGGTGGCGCGCTTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTAGGTCA

AGTCAGATGTGAAATCCGCGGGCTTAACTGGTGATATGCATTTGAAACTGGATTGCTGGAGTACCGGAGAGGTAAGC

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGGC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15812;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAATGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATCAAGGACGAAGAAGTCACGATACTTAATGAATAAGCTCAGGCTAAAGACGTGCC

AGAATCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTGACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCAGGAACTGCATTGGAAACTGTTTTGCTAGAGTGAAGGAGGGGCAG

GCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTT

TAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15813;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVb(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCTGATTGTAAACTTCTATCAATAGGGACGAAGAAAGTGACGGTCCCTAAATAAGACGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTCTCCGGAATTACTGGGTGTAAAGGGTGAGTAGGCGGCATGGC

AAGTAAGATGTGAAAGCCCGGGGCTTAACGCCGGGATGGAAGTTTAAACTGCTGAGCTAGAGTACAGGAGAGGAA

AGCGGAATTCCGAGGGGAGCGGGGAAAGGCGTAGAGATTAGGAAGAAAACCAGTGGGGAAGGAGGGTTTAGGGA

CTGGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU15814;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.0904),g:Oscillibacter(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCATCAACTCCGCGTTAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCATTTACTAAGGACGTTACGGTTCCTGGAGAAAACGCCACGTCTAACTACGTGCC

AGCAGCCGCGGCAATACGTAGGTCGCAAGCTTTGTCCGGATTTACTGGGTGTAAAGGGCTTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATAGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGATTGATGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATAAACTGGTA 

>OTU15816;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGTGCCATGCGTGGCCTTTTGCATGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGACATAAGCGTGTTGTGAAATGTTGCGGCTCAACCGTGGAAGTGCAGCGCGAACTGGGTGTCTTG

AGTGAGTACGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCGTACTGGTGCGTAACTGACGCTAAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15815;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGGAAAGCTCTATCAGCAGGGAAGAAAAGGACGGTATCTGACTAAGATGCTCCGGCTAATTACGTGCAA

GCAGCCGCGGCAATACGTAGGGGGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCAGATGTGAAAACCCGCGGCTCAACCCCGGGAGTGCATTTGAAACTGTTTATCTAGAGTACAGTAGGGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15818;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGGAGGCAGCAGTGAGGATTATTGGTCAGTGAGAGTGAGCCGGAACCAGGCAAGTAGCGTGAAGGATGAATGC

CCTATGGGGTGTAAACTTCTTTTAGAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCAGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTTATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATGCGTGGTGTCGCGGTTAAATGCTTTGATATCATGATGAACCCCCATTCCGCAGGCA

GCCCGCTATGCTCCTACTCAAAGCTCGTCCCGACAGTGTGGGTCAGCAGCAGGATTAGATACCCTGGTA 
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>OTU15817;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TATCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACATGCGTGGGCCTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCTCGGTAATACGTATGTGGCAAGCGTTATCCTGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGAGA

CTTGAGTGCAGAAAAGGATAGTGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCAGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15819;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGTAGTAGTAT

TTCGGTAGGTAAAGGTCTATCAGCAATGAAGAAAATGACGGTACTTGACTAAGAAGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCTCAACACCGAAGACTGCTTTTGGAACTGTCTAACTAGAGTGCAGGAGGGGCAAG

CGGAAATCCTGGGGTAGCGGTGAAATGCGTATATATGAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACTGT

AGCTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU15820;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGAAGCAGCAAAGCAGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCAGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGACGAACACCAGCTGCGAAGGCAGCTCTCCCGACCGTAAC

TGACTCTCAAGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15822;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Deflu

viitaleaceae(0.1872),g:Defluviitalea(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCAGCGTGAAGGATGAAGAT

CTTCGGATCGTAAACCTCTATCAGCAAGGAAGAAAACGGACAGTACTTGACTAAGCAGCATCGGCTAACTACGTGCC

AGCAGCCGCGGTACTACGCAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGCGTAGGCGGTATCGCA

AGTCAGATGTGAAACCCAAGGGCTCAACCCTTGGCTTGCATTTGAAACTGCGGAGCTAGAGTACAGAAGAGGATAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15821;tax=d:Bacteria(1.0000),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clost

ridiales_Incertae_Sedis_XII(0.0099),g:Acidaminobacter(0.0046); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGACCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCTG

ATAAGTTGGATGTGAAATACCCGGCGTTAACTTGGGAGCTGCATTAAAAACTGGTAACCTAGAGTTCAGGAGAGGG

AAGCGGAATTCCTAGTGTAGGGTGGAAAGGCGTAGATATTAGGGGGACAACAAGTTGCGAAGGGGGCTCTTTGGAC

GGTAACTGACACTGAGGCACGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15823;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Clost

ridiaceae_1(0.1485),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAGGGA

CTTCGGATCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGTGCGTAGACGGAGAAGCA

AGTTAGTTGTGAAATCCCTCGGCTCAACTGAGGAACTGCAACTAAAACTACTTCCCTTGAGTGCTGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGTTTAGATATTACGAGGACCACCAGTAGCTACGCTCATTCCCTGCACAGCGCC

CTACCGTTCTGCACGAAACTGCGGGCCGTAGTTAGGATTAGATACCCTGGTA 

>OTU15824;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACGCAGCGAAGTAGCGTGAGGGATGAAGG

CCCTCGGAGTGTAAACCTCCGTTTGTAGGGGAGTAACGAGGGTGCTCTAATCATTATTGTACTGACTGTATGATTAAA

GGACGGATCGGTCAACTCCGTCCCAGCCGGTGCGACAAAAGGGAGGGTGGATGTGCGAATCGGTATGACTGGGCGT

AAAGCGCACGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCA

GTCTTGAGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTG

CGAAGGCAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15825;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGTAAGGCAAGCCAGAAGTGAAAGCCCGGGGCTCAACCCCGAGGACTGCTTTTGGAACTGTCGAACT

AGAGTGCAGGAGGGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGA

AGGCAGCTTGCTGGACCGTAACTGACGTTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15827;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1098),g:Ruminococcus(0.0204); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGAGAGACA

AGTCAGATGTGAAATCCGCGGGCTTAACCCGCGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGTAATC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15828;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.1872),g:Ruminococcus2(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGAGGCAGCGACGCCGGGTGAGGGAAGAAGT

ATTTGGGAAGGTAAAGCTCTATAAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCAAACTACGTGC

CAGAAGCCGCGGAAAAACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGTG

CAAGTCTGAAGTGAAATCCCGGGGCTCAACCCCGGTGCTGCTTTGGAAACTGTACTGCTAGAGTGCTGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU15826;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4914),g:Oscillibacter(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGCAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATTTGAAATCCGCGGGCTTAACCCGCGAACTTCATTTGAAACTGTGGATCTTTAGTATCGGAGAGGTAATC

GGAATTTCTAGTGTAGCGGTGAAAAGCGGAGATATTAGGAAGAACACCAGGGGCGAAGGCGGATCACTGGACGAC

AACTGACGGTGGGGCGCCAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15829;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1291),g:Clostridium_III(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCCGA

TTAAGTGTGGAGTTAAAGTCCACTTTTCAAGGGTGGAATTGCGTTGCAGACTGGTTGGCTTGAGTGCGGACTAGGTA

AGTTGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGACTTACTGGGCC

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU15831;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Dorea(0.0615); 

ACGGAAGGCAGCAGTGGGGAATACTGCACAATGGGCGAAACCCTGACGCAGCGACGCCGCGTGAAGGATGAAGTT

TTTCGGTTTGTAAACTTCTTTCAGCAGGGAAGAAAATGACGGTACCTCTTTAATAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGCTCTGCAAG

CCAGATGTGAAAGCCCGGGGCTCAACACCGGGACTGCATTTGAAACTGTAATGCTTGAGTGCTGGAGAGGCAAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTAA

CTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15830;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCCGATCCAGCCATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTTTTTTCAGGGAAGATAATGACGGTACTCGAGGAGGAAGTCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGCGCGTAGGCGGATTTGTAA

GTGAGATGTGAAATACCCGGGCTCAACCTGGGTACTGCATTTCAAACTGGAAGTCTAGAGAGCGAAAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGTCCGTA

ACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15833;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.0457),g:Parabacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGGTGAAGGC

CCTATGGGTTGTAAACCTCTTTTATAAGGGAATAAAGGGCTCCACGTGTGAAGCATTGCATGTACCTTACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCAGCGGTGAAAGTCAGTGGCTCAACGATTGAATTGCAGTGGAAACTGGCGCGCGTG

AGTGCGTACGGGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACCCCGATCGCGAAG

GCAGCCTGCGGGGCCGTGACTGACGCTGATGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15832;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTCTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCAG

CAAGTCAGAAGTGAAATCCATGGGCTTAAACCAGGAACGGATTTGGAAACGGTTGACATTGAGTATCGGAGAGGCA

GGCGGAATTCAGAGGGTAGGGGGGAAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGGCCTGCTGGAC

GACAACTGACGCTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15836;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Lactobacillus(0.0000); 

CTGCATGCAGTCATCACGTTCTTGGTCAGTATGCAACTTAGCACAAGCCGCTTGCAGACCCCTAATGTCAATAGATGT

GGTAGACGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAGCGGAGCAGTCCAAATGTTTTTGAGATGGCAG

CAACGGAAACCATAACGAGCATCATCTTGATTAAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCACGGCGC

TTTAAAATAGTTGTTATAGATATTCAAATAACCCTGAAACAAATGCTGAGGGATTTTATTGGTATCAGGGTGAATCGT

GCCAAGAAAAGCGGCATGGTAAATATAAACAGTAGTGGTAACAGTCGGGAGAGGAATGGCATTAACACCATCCGTC

AGGAACGTAATCCACTGGTCACCAT 

>OTU15835;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Lach

nospiraceae(0.5273),g:Ruminococcus2(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTAAGGCA

AGTCAGAAGTGAAAACCCGGGGCTTAACCCCGGGACTGCATTGGAAACTGTCAGTCTGGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15834;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.2524),g:Clostridium_XI(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGT

CTTCGGGTCATAAAGCTCTTTTCTCAAGGAAGATAATGACGGGACTTGAGGAGGAAGCCACGGCTAAATAAGTGCCA

CCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTAATGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCCGGGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGGAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15838;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGTGAGAGTAACTGATCACGCAGTGCCGGTATCCAACCA

GAAAGTCACGGCTTACTACGTGCCAGCAGCCTCGGTAATACGAAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAAGCCTACGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGATCAGAAGAGGACAGAGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGTCTATCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU15839;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGATGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGAACGCGCTGTAGTACGTCGGTGGCAAGCGTTATCCGGAGTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGACGTGAAAGCCTTCGGCTTAACCGAAGAAGGGCATCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTACATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15837;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2524),g:Clostridium_IV(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

ATTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGAAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGCAAGG

CAAGTCAGATGTGAAAACTCTGGGATCAAGCCATGGCTTGCTTTTGAAACTTTTATACTTGAGTACTGGAGAGGCGA

GCGGAATTGCCTGTGTAGCGGTGAAATGCGTAGATATGGGGAGGAACACCAGTGGCGAAGGCGGCATGCTGGACA

GCAACTGACGTTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15840;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGGATATTGGTCAATGGGCGTAAGCCTGAACCAGCCACGCAGCGTGAAGGATGAAGGC

TCTAGGGGTCGTAAACTTCTTCTACATGAGAATAAAGTGCGGTACCCATCCTGTTATCTACGTATTACATGAATAAGG

ATCGCCTAACTCTGTGCCAGCAGCCGCGGTAATACGGATGTACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGACTGGTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTGAGATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15841;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGATCCAGCCACGCAGCGTGAAGGATGAAGGC

TCTCTGATTCGTAACCTTCTTTTATATAAGAATAAAGGGCAGTATGTATACGGTCTTGTATGGATTATATGAATAAGGA

TCGGCGAACTACTTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGGTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGA

GTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU15842;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGAGGAATAAAGTCGGCTATGTATACCCGTTTGCATGTACTCTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGCTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGTGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGAAACTGGATATCTTGAG

TGCAGTAGAGGCAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCCTACTGGACTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15843;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTCGTGAAAGGTTGCCGCTCAACCGAAGCATTGCAGTGCGTACTGGTTATCTTGA

GTGCAGTTAAAGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGGTGCAACTGACGTTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15844;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAATCTTCTTTTATATAAGAATAAAGTGAAGTATGTATACTGTGTTGTAAGTATTAAATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCTGTTGTGAAATGTTGCTGCTCAACCGTAAAATTGCCTCGGAAACTGTCTGTCTGGAAT

ACCGGTGACGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACTCCGATTGCGAAGGCA

TCTCACTAAACTGCAATTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15845;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGAAGCAGCGACGCCGCGTGCGGGATGGAGGC

CTTCTGGTTGTAAACCGCTTTTGTTCAAGGGCAAGGCACGGTTTCGGCCGTGTTGAGTGGATTGTTCGCATAAGCACC

AGCTAACTACGTGCCAGCAGCCGCCGCAATACGTAGGGGGAAACCGTTATCCGGATTTACTGGGTGTAAAGGGAGC

GTAGGCGGCGCTGCAAGCCAGATGTGAAAGACTGCGGCTCAACCGCGGGACTGCATTTGGAACTGCGTGGCTGGAG

TGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGCGGAACACCAGTGGCGAAGGC

GGCCTACTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15846;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9941),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TCTCGGCTCGTAAAGCCCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGTGGTAATACGTAGGTGGCCAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTGATTAGGTCTGATGTGAAAGGCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGAC

GACTTGAGTGCGGAAAGGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCAGCTGTCTGGACTTCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15849;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.6350),g:Bacteroides(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TTTATGGGTCGAAAACTTCTTTTATATAAGAATAAATTGCAGTATGTATACAGTTATGCATGGATAACATCAATAAGGC

ACGGCTAATACTGCGCCAGCAGCCGCGGTAATACGGAGGAACTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTTAGATGTGAAAGTTTGCGGCTCAACCGTAAAATTGCGTTTGAAACTGTCAGTCTAGA

GTACAGTAGAGGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGGTTGCGAAGG

CGGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15848;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCGATGGGCGGAAACCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGAGAACTGGTCCGCTTG

AGTACGAGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAATTCCGAGTGCGAAG

GCAGCTACCCGTAGCGCAACTGACGCGGAGGCCCGAACGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15850;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGGACGTGCGTGAGCGTAACTGTTCACGCAGTGCCGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCGGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGTGTA

AAGGGAGCGTAGGTGGACTGGTAAGTCAGATGTGAAAGTTTGGGGCTCAACCGTAGAATTGCAGTTGATACTGTCA

GTCTTGAGTACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATT
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GCGAAGGCAGCTTACTGGACTGCAACTGACGCTGATGCTCGGAAGTGTGGGGATCAAACAGGATTAGATACCCTGG

TA 

>OTU15847;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8303),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTCCTCGAAGAGGAAGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGTATTACGCAGGGGGCTAGCGCTCTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTAAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTGTCTGGACTGTAA

CTGACACCGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15851;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAACCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGGAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGTTGGAGAAGAACATGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAACTCACGGCTAACTACGTGCCAGCAGCCGAGGTAATACGAAGGGGGCAAGCGTGATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGGTGCTTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGAGGAACTGCATATGAAACCGGG

CGACTTGAGTGCCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15852;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCTGCGTGAGTGAAGAAGTA

TTTCTGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGAAGGTACCTGAGTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAAAGCA

AGTCCGATGTGAAATTCCGGGGCTCAACTCCTGACCTGCAGTGGAAACTGTTTAGCTAGAGTATCGGCAAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATA

ACTGACGTTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15853;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCTACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGTTCACGTAGTGACGGTATCCAACCA

GAAAGTCACGGCTAATTACGTGCCAGCCGCCGCGGCAATACGTAGGTGGCTAGTGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAAAAGTGCATCGGAAACCGGGC
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GACTTGAGTACAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15854;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTTTTGTTAGAGAAGAACGTGCGTGTGCGCAAATGTTCACGCAGTGACGGTATCTAACCAG

AACGTCACGTCTAACTACGTGCCCGCAGCTGCGGTAAAACGTAGGGGGCAAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCGTCGGAAACTGTCAG

ACTTGAGTGCGGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15855;tax=d:Bacteria(0.9827),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Clost

ridiaceae_3(0.0086),g:Sporosalibacterium(0.0043); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTATAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACCTTAGGAGGAAGCCCCGGCTAATTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGTGCGT

CAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCCGCC

GGAGGAATGGGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCAGCTCACTGGACT

GCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15856;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiaceae_1(0.0904),g:Clostridium_sensu_stricto(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAATGCCGCGTGAGTGATGACGGC

CTTTGGGTTGTAAAGCTCTTTTTTCAGGGACGATAATGACGGTACTTGAGGAGGAAGTCATGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTTCGGAATTATTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAAG

TCAGATGTGAAATCCCCAGGCTCAACCTTGGAACTGCTTCTAATACTGGTAAGCTTGAGATTGGTAGAGGAGAGTAG

AATTCCTGGTGTAGCGGTGAAATGCGTAAATATCAGGAGGAATACCAGTGGCGAAGGCGGCCACCTGGATGAAATC

TGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15857;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0710),g:Saccharofermentans(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACCTCTTTTAGCAGGGACGAAGGACGTGACGGTACCTCATGTATAACTCACGGCTAACTACGTGC

CAGCAGCCGCTGTAATACGGAGGTGACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGGATGGC
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AAGTCAGATGTGAAATCCATGGGCTCAACCCCGGAACTGCATTTGAAACTGTCGTTCTTGAGTATCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTAGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15858;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCCCTATCATCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAATGCA

AGTCAGATGTGAAAAGCCTGGGCTTAACCCCGGGAGTGCATTGGAAACTGTTGATCTGGAGTGCAGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCCGTGGCGAAGGCGCTTCTCTGGGCTGTT

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15860;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAACCACGGCTAACTACGTGCCG

GCAGGCCGGGTTATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGTGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGATGTGAAGG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15859;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGGGGGAAGAAGGC

TTTCTGATTGTAAACCTCCGTCCTATGTGACGAAGGAAGCGACGGTAGCATAGCAGGAAGCCCCGCCTCACTACGTG

CCAGCACCCGCGCCACTACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCGATACTGGTGAACTTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGGCT

GTAACTGACGCTGAGGCACGAAAGCTAGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15861;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9733),o:Lactobacillales(0.5023),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTTTGTTGCTAGAGAAGAACGTGCGTGAGCGCAACTGTTCAAGCAGTGGCGGTATCTAACTC

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATCCGTTGGTGGCAAGCGTTCTCCGGTTTTTTTGGGCGTA

AATCGAGCGCTGGCGGTTTGAGTGGGCTTAACGGGTGCGCAGGAGGTGTGATAAGTCTGATGTGAAAGCCTTGGGC
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TTAACGAAAGAAGTGCTTCGGAAAGTGTAAGACTTGAGGGCAGAAGAGGACAGATGGACGCCATGTGTAGCGGGG

AAATACAAAGGTATATGGAAGAACACCAGTAGCGAAGGCGGCTGTCTGGTCTGCAACAGACGCTGAGGCTCGAAGG

CATGGGTAGCGAACAGGATTAGATATCCTGGTA 

>OTU15862;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCGCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGCGTAACTGTTGACGCAGTGAAGGGATCCAACCA

GAAAGTCCCGGTTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGATTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGGTAGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGTAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGACAGGTCTGCAACTGACGCTAAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15864;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGCGTGAGCGTAACTGTTCACGCAGTGCCGGTATCCAACCA

GAAAGTCACGGCTTACTAAGTGCCAGCAGCCGAGGTAATAAGAAGGTGGCAAGCGTTATCCGGAGTTATTGGGCGT

AAAGCGAGCGAAGGCGGTTGGTTAAGTCAGAAGTGAAATCCTTCGGCTTAACCGAAGAAGTGCATTGGAAACCGGG

AGACTTGAGTGCAGAAGAGGACAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15863;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGCAGGT

TTTCGGCTCGTAAAGCCCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATTGATAAACACCCGTCG

AGAAGCCAGCTCTACGCTCTTTCCCTGACCCTCGCGCTTGCGAGCTACGGGAGGCAGCAGGATTAGATACCCTGGTA 

>OTU15865;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1299); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTTTTCTCCCGCCTGCTTCCTCGACGCCGCGTGAGTGAAGAAGTATTTCGG

TATTTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCTAACTACGTGCCAGCAGCC
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GCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAAGTCTGG

AGTGAAAGCCCAGGGCTCAACCCTGGGACTGCTTTGGAAAATTTACGGCTAGAGTGCTGGAGAGGTAAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACCGGACAGTAACTGAC

GTTGAGGCTCGAAAGCGTGGGAAGCAAACAGGATTAGATACCCTGGTA 

>OTU15866;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1679),g:Butyricimonas(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGTTGCTTAGGTCGTATGGGAAAGCCTTCGGCTTAACCGAGGAAGTGGACCGGAAACCGGGCGATTTG

AGTGCAGAAGAGGACAGGGGAACTCCAGGGGTAGGGGGGGAATGGGTAGATATATGGAAGAACACCAGGGGCGA

AGGCGGCTGTCTGGTCTGCACCTGCCGCGGAGGTTCGAAGGAAGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15868;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCAAAGTAGCGTGAAGGATGAAGGC

TCTAGGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTAAGGTATGTATTATAAGAATAAGG

ATCGGCTAACTACGTACAAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAATATTGCAGTTCATACTGTCAGTCTTGAG

TACAGTAGAGGTGGGCGGATTTCCTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15867;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGCAACTCTGAAGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCTACATAGGAGAAAGTTACGGTACCTGTCTAAGAATCTACGTCTAACTACGTTCCGGC

AGCCGTGATTATGTGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGATGGTTTCGTAAGTC

TGTTGTGAAAATTTGGGGCTCAACCGCAAAACTGCAGTGGAAACTGTGGAACTGGAGTGTCGGAGAGGCAGGCGGA

ATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACGATAACT

GACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15869;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9939),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGGGAGAGTAACTGTTCACGCAGTGACGGCATCCATCCA

GAAAGTCAAGTCTAACTACGTGACACCAGCCGAGGCAATACGTCGGGGGCTAGCGTGATCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGTC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15871;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGATCCAGCCAAGTAGCGTGAGGGATGAAGGA

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTATGTACGTATTATATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTTAAGGGAG

TGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGGAAGATTGCAGTTGATACTGCGAGTCTTGAG

TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACACCGATTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15872;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Intestinimonas(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGCCCCAGCAACGCCGCGTGAAGGAAGAAGGC

CATCGGGTTGTAAACTTCTATTAAGCGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGAGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAATG

CAAGTCAGATGTGAAATCTAGGGGATTAACCCCTAGACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGA

CGGTATGCCTAGTGTGGCGGTGAAATGCGTAGATATTAGGAGACACACCAGTGGCGAAGGCAGTCAACTGGACGAT

AACTGACACTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15873;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.8628),c:Fusobacteriia(0.6730),o:"Fusobacteriales"(0

.3959),f:"Fusobacteriaceae"(0.2184),g:Fusobacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGAGTACGTAGGTGGTTTCC

TAAGCACAGGGTTTAAGGCTAAGGCTCAACCATAGTTCGCCCTGTGAACTGGGAGACTTGAGTGCAGGAGAGGAAA

GCGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGCGGCTCTCTGGTCTG

TAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15874;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9730),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCGGTGGTGAGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT
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AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGCGGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTTGACTGCGTAGATATATGGAAGAGCACCAGTG

GCGAACGCTTCTCTCTGGTCTGCACCTGACGCTGAGGCTCGAAAGCATGGGTAGCTAACAGGATTAGATACCCTGGT

A 

>OTU15870;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0904),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCAGCGTGAAGGAAGAAGG

TCTTAGGATTGTAAACTTCTTTTATCAGGGACGAAGGAAGTGACGGTACCTGATGAATAAGCCAAGGCTAACTACGT

GCCAGCAGCAGCGGTAATACGTAGGTGGCGGGCGTAATCCGGATTTACTGGGTTTAAAGGGCGCGTAGGCGGGAA

GGTAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGGAACTGCATGTCTTGAGTGCACGAGAGGT

AGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTTGCGAAGGCGGTCCACTGGAC

TATTACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15875;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTACAGTAAATACCTTTACTCATAGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGTGGGTGCAGGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCCGTGAACTGCATTTGATACTGGCA

AGCTTGAGTGTCGTAGAGGGGGGCAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15876;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGTGGGACGAATGC

CCTATGGGTTGTAAACCACTTTTGCAGGAGGGTAAAATGCTTCACGTGTGGAGTATTGCAAGTATCCTGCGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCG

AGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTG

AGTGCGCGCAACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15877;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGATTATTGCAGGTACCGTATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGGGTGGTGAAATGTCGCGGCTCAACCGGGGCACTGCAGCGCAAACTGGCAGACTT

GAGTGCGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCAGCTGGCTGGACCGTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15878;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGACGCAAGCCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGT

CTTCTGATCGTAAAACTCTATTGTTAGGGAAAAACACGGGTGTGAGTAACTGTTTATTCGATTACGGTATCTAACCAG

CAAGTCAAGGCTAACTACGTGCCATGAGCCGCGGGAATACGTAGGTGGGCAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTGTTAAGTCTGATGTGGAAGCCGTCGGCTTAAGCGGAGTAGTGCAGTGGAAACTGGAA

GACTTGAGTGCAGAAGAGGATAGTGGAAGTCCATGTGTAGCGGTGAAATGCGTATATATATGGAAGAACACCAGTG

GCGAAAGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15880;tax=d:Bacteria(0.0041),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Porphyromonadaceae"(0.0000),g:Petrimonas(0.0000); 

GGTAGCTTTAAGCGGCTCCCCTTTCGCATCAACAGGCCACCACCCACCCGACCGTGCACCAGCGTCCTGCGTGTAGCG

AACTGCGATGGGCATACTGTAACCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACG

ACCAAAATTAGGGTCAACGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAG

CTGTACCATACTCAGGCACACAAAAATACTGAGAGCAGTCGGCGGGTGAATCATTAGCCTGGCGACACTCGGCAGCA

AGAACCAGACGACCAATATCACGAAAATAGT 

>OTU15879;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTACCTGTTCACGCAGTGCCGGTATCCACCCAG

AAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTACTACGTATGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGTGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCATCGGCTTAACCGAAGGAGTGCATCGGAAACCGGGTG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATTGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15881;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9835),c:Deltaproteobacteria(0.9719),o:Desulfuro

monadales(0.8412),f:Desulfuromonadaceae(0.3204),g:Desulfuromonas(0.0808); 

ACGGAAGGCAGCAGTGGGGAATTTTGCGCAATGGGCGAAAGCCTGACGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGAGTCGTAAAGCTCTGTCAGAGGGGAAGAACAACTTCAAGTTGAATAAGCTTGAGGTCTGACGGTACCCTCAG
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AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTGTTCGGAATTATTGGGCG

TAAAGCGCGTGTAGGCGGTTGATTAAGTCTGATGTGAAAACCCCGGGCTTAACTTGGGAAGTGCATTGGAAACTGGT

CAGCTGGAGTACGGGAGAGGGAAGTGGAATTCCGAGTGTAGGGGTGAAATCCGTAGATATTCGGAAGAACACCGG

TGGCGAAGGCGGCTTCCTGGACCGATACTGACGCTGAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU15883;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1485),g:Blautia(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCTTGTTGCAGCGACGCCGCTTGGGTGAAGAAGTTT

TTCGGAATGTAAAGCCCTACCAGCAGGAAAGATAATGACGGTACTTGACTAAGAAGCCCCGGCTACCTACGTGCCAG

CAGCCGCGGCAATCGGAAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAATAGCAA

GTCTGAAGTGAAATCATAGGGCTCAAGCCTGTAATTGCTTTGGAAACTGTTGATCTTGAGTACCGGAGGGGCAGGCG

GAATTCCGGGTGTAGCGGTGAAATGCGTAGATATCAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACGGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15882;tax=d:Bacteria(1.0000),p:Firmicutes(0.2586),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiales_Incertae_Sedis_XIII(0.0149),g:Anaerovorax(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCAGCGTGAGTGAAGAAGGT

CTTCGGAGTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCGCCGGCGAACGACGTGC

CAGCAGCTGCGGTAATACGTAGGGGGGAAGCGATGTCCGGAATTATTGGGCGTAAAGGGTTCGTAGGTGGTTTAGC

AAGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTGTCAAAACTTCTGTACTTGAGTGTGGGAGAGAATA

GTGGAATTCCTCGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTATTTGGCCCA

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15884;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGAACGGCAAGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTA

GAGTATCGGAGAGGTAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAA

GGCGGATTACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15885;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4224),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTGCAGGAGGATAAAGTGAGCCACGTGTGGTTCATTGCAGTTATCCTGCGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCTGGTAAGCGTGATGTGAAATGTACCGGCTCAACCGGTGATGTGCAGCGCGAACTGACTGGCCA

GAGTGCGCGCAAGGTAAGCGGAATTTGTGGTGTAGCGGTGAAATACGTAGATATCACGAGGAACTCCGATGGCGAA

GGCAGCTTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15888;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.6709),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCATTTATTGGGGGATAAAGTGTGCCACGTGTGGCATATTGCATGTACCCTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTCTTATAAGCGAGTTGTGAAAGGTTGGGGCTCAACCGTAGAATTGCAGCTCGTACTGGGTGTCTTGA

GTGCGGAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15886;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Euba

cteriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGATTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGGGGAGCAAGTCAGCTGTGAAATCTTTGGGCTTAACCCATAAACTGCAGTTGAAACTGTTCTTCGTG

AGTGAAGTAGAGGTTGGCGGAATTCCGATGGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCGGTGGCGAA

GGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAGACAGGATTAGATACCCTGGTA 

>OTU15889;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Parapedobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGCCGAGAGGCTGATCCAGCCATGCCGCGTGCGGGAAGACGGC

CCTATGGGTTGTAAACCGCATTTGTAGGAGAGCAATAAGAGTTACGTGTAACTTGATGAGAATATCCAGCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGATTAAGCGTGAGGTGAAATGCCACGGCTCAACCGTGGAACTGCCTCGCGAACTGGTTGTCTG

GAATGCCCCTGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGAGATCACACAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGTGATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15887;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0560),g:Blautia(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CTTTCGGGTCGTAAACTTCTATTACCAGGGACGAAGACGTGACGGTACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTAG
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TAAGTCTGATGTGAAAGCCCACAGCTTAACTGTGGAATGTCATTGGAAACTGGTAAACTAGAGTACGGTAGAGGTAA

GTGGAATTCCAAGTGCAGCGGTGGAATGCGTAGAGATTTGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15890;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.1707),c:Flavobacteriia(0.0425),o:"Flavobacteriales

"(0.0291),f:Flavobacteriaceae(0.0073),g:Cruoricaptor(0.0039); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGATCCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGCTGTAAACTTCATTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATTTCACTCAGAACACCCATCGCCAA

GCCATCTCACAACTCCGTCCCTGCCCCTCACTCTCCCAATCGTCGGGATCCAACAGGATTAGATACCCTGGTA 

>OTU15892;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGCGTAATAAGACTCTTTCGCAGGTTAATGCAGGTACCTGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGCAGGATTGGAGCGTTGTCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTAAAATGCTTCTGCTAAAGAGGAGTTTGCCTTGAAAACTGTCTGACTAGGA

TGTAGACGGCGCAGGCGGAATGAATAATGTAGCGGTGACATGCATAGATATGAGTCAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15891;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Clostridium_III(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTCTTACCAGGGACGAAGGACGTGACAGTACCTGGAGTGAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTACGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACG

ATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15893;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Pept

ostreptococcaceae(0.0149),g:Clostridium_XI(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCACGTGAGCGATGAAGGC

CTTCGGTTGTTAAACTCCTTTCCCAAGGAAGGTAATGACGGAACTTGATGAGTAAGCCCCGGCTAACTACGTGCCAGC

AACCGACGTAATACGTACGGGGCTAGCGTTATCCGGAATTATTGGGCGTAAAGCGTGCGTAGGCGGTCGTGTAAGTC

TGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGGCGATGGAAACTGGATGGCTTGAATCTAGAAGAGGTAAGTGGA
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ATTCCATGTGTAGCGGTAAAATGCTTAGGTATATGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGTCTAGCATTG

ACGCTGAGGCACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15894;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTTATGCAGCGACGCCGCGTGACTGAAGAAGTAT

TTCGGTATGTAAAGGTCTATCATCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCACCGGCTAACTACGTGCTAG

CAGCCGCCGCAATACTTAGGGGGCAGGCGTTATCCGGATGTACTGGGTGTAAAGGGAGCGTAGGTGGTAAGGCAA

GCCAGAAGTGAAAGCCCGGGGCACAAACCCGAGGACTGCATTTGGAACTGTCGGACTAGAGTGCAGGAGAGGCAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGTAGGAACACCAGTGGCAAAGGCGGCTTGCTGGACTG

TAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15897;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTAACCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCTGCGGTAATACGGAAGGTCCGGGCGTTCTCCGGATTTATTGGGTTTCAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTTTGACATGTCGGGGATCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGTGCGCAGGAAGTAGACGGACTTCGTCGTGTAGCGGAGAAATGCTTAGATATGACGAAGAACTCCTATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAATGCGTGGGTATCGAAAAGGATTAGATACCCTGGTA 

>OTU15896;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Lach

nospiraceae(0.0252),g:Parasporobacterium(0.0076); 

ACGGAAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGTT

CTCGGATTGTAAACTTCTGATCTGTGGAAAGAAACAAATGACGGTACCACAGGAGAAAGCTCCGGCAAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATAACTGGGCGTAAAGGGAGCGTAGGTGGCGATTT

AAGTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAACTGCATTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTTAAATGCGTAGATATTAGGAAGAACACCAGAGGCGAAGGCGGCTTACTGGACTGT

AACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15895;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3204),g:Saccharofermentans(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCCCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGATGT

CAAGTCAGATGTGAAATACCGGGGCTTAACTCCAGAGCTGCATTTGAAACTGACAGTCTTGAGTGCCGGAGAGGAAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15899;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGCATGAATAAG

GACCGGCCAATACCGCGCCAGCAGCCGCGGTAATCCGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTAGGGGCTCAACCCGGGAATTGCAGCGCGAACTGGCGGACT

TGAGTGCGGTGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTGGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15898;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0149),g:Barnesiella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACTCTGATCCAGCCATGCAGCGTGAAGGACTACGGCC

CTATGGGCTGTAAACTTCTTTAGACGCAGAGCAAAAAGGGCCACGCGTGGTCCGTTGAGAGTATCCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCGGGGAAGTGCCGTTGGTACTGGGAGGCTG

GAATGCGGGTGATGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACCAGTCCGCAATTGACGCTGAGGCACGAAAGCGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15901;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),g:Candida

tus_Carsonella(0.0000); 

TCGATAAAAATGATTGGCGTATCCAACCTGCAGAGTTTTATCGCTTCCCTGCCGCAGACGTTCACACTTTCGGATCTTT

CTGATGTGTCGAACAATTATCTTGATAAAGCAGGAATTACTACTGCTTGTTTACGAATTAAATCGAAGTGGACTGCTG

GCGGAAAATGAGAAAATTCGACCTATCCTTGCGCAGCTCGAGAAGCTCTTACTTTGCGACCTTTCGCCATCAACTAAC

GATTCTGTCAAAAACTGACGCGTTGGATGAGGAGAAGTGGCTTAATATGATTGGCACGTTCGTAAAGGACTGGTGTA

GATATGAGTCACATTTTGTTCATGGGAGAGATTTTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGA 

>OTU15900;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGAGTAGGCGGGATTGCA

AGTCCGTTGTTAAATCTATCGGCTTAACCGGTAGCTGCGGCGGAAACTGTAGTTCCTGAGTGAAGTAGAGGTTGGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAGGCGGCCAACTGGGCTTTTAC

TGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15902;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCTTGATTGAAGAAGGGT

TTCGGTTCGTAAAGCTCTGTTGTTAGAGAAGTACGTGCGTGACAGCAACTGTTCACGCAGTGACGGTATCTACCCAGA

ACGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTAGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGAGCAGAAGAGGACAGAGGAACTCCATGTGTAGAGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15903;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGTTACCCTGAACCAGCCATGCCGCGTGAGGGATGAAGGCT

CTATGGGTCGTAAACTTCTTTTATCTAAGGACAAAGAGCAGTATGTACCCTGCGTTGTAAGTATTATATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTG

CGCAGGCGGCGTTGCAAGTCAGCGGTGAAATGCCCGGGCTCAACCGGGGAGGTGCCGTTGATACTGTCGTGCTAGA

GTGCGGATGGCGTCGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAG

GCAGCTGGCGAGAATGCTACTGACGCTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU15904;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATACAAGAATAAAGTGCAGTATGTGTACTGTTTTGCATGTACCATATGAATAAGGA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGCCTGATGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGCTGGAACTGGCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACGGGACTGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15905;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCGCGGAAAGCTCTGTTGTTAGGGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGTTAGCGACGGGACAGGAGCCGCGGTAATAGGTAGGGGGCAAGAGTTATCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTTTGGTAAGTCTGATGTGAAATCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTC

AGACTTGAGTGCAGAAGAGGTCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGT
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TGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15906;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7727),c:Epsilonproteobacteria(0.4812),o:Campylo

bacterales(0.2359),f:Campylobacteraceae(0.1098),g:Campylobacter(0.0204); 

ACGGAAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAATTCTGGCGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGGAATGCGCAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCTTCTGGGCCATAA

CTGACGCTGAGGAGCGAAAGCTAGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15907;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGTTTAACCCCTGCTGCCTCCACGCCGCGTGAGTGATGAAGGTTT

TCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGAACCCAAGGCGGAAGCCACGGCTACCTACGGGCCAC

CCGCCGCGGTAACCCGTAGGTGGCGCGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACCTGGGGCTGCATGCGAAACTGGCAGACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACTGTAA

CTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTTGTA 

>OTU15908;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Gammaproteobacteria(0.9038),o:"Entero

bacteriales"(0.6138),f:Enterobacteriaceae(0.4224),g:Escherichia/Shigella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGTCGCGTGCATGAAGACGGC

CTTCTGGTTTTTAAGTAGCTTCTGCGGGGAGATAGGGAGTAAAGTTAATACCTTTTCTCATTTACGTTATCCGCAAGAG

AAGCACCGTTTAACTCCGTCCCACCCGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCGGATACTGGCAAGC

TTGAGTCTCGTAGAGGGGGGTAGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATCTCGAAGAATACCGGTTGCG

AAGGCGGCCCCCCGGACGGAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15909;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Deltaproteobacteria(0.9747),o:Desulfovib

rionales(0.9063),f:Desulfovibrionaceae(0.7428),g:Bilophila(0.4787); 

ACGGAAGGCAGCAGTGAGGAATATTGGGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAACCTCTGTCAGGGGGGAAGAAACCCCCTCGTGTGAATAATGCGAGGGCTTGACGGTACCCCCAA

AGGAAGCACCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGCGGGTGCAAGCGTTAATCGGAATCACTGGGCG

TAAAGCGGACGTAGGCGGCTTGGTAAGGCAGGGGTGAAATGCCGGAGCCCAACTGCGGAACTGCCTTTGAAACTGC

CAGGCTTGAGTAAGGGCGAGGGTGGCGGAATTCCAGGTGTAGGGGTGAAATCCGTAGATATCAGGAGGAACATCG
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GTGGCGAAGGCGGCCACCTGGACGGTAACTGACGCTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC

CTGGTA 

>OTU15910;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.2586),c:Actinobacteria(0.1159),o:Actinomycetales

(0.0547),f:Actinomycetaceae(0.0149),g:Actinomyces(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCGGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCAGCCGTGAAATCCTCTGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCT

TGAGTGCGGTAGGGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCG

AAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15911;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9740),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACAGCGTGAGTGAAGAAGGG

TCTCTGCTCGTAAAGCTTTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGGTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTCCCAGCAGCCGCGGCAAAACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGAGGTTTGGTAAGTCAGATGTGAAAGTCTTCGGCTTAACCGAAGAAGTGCAGTGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGATG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15912;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0712); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAACCTCTATCAACAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGTCTAACTACGTGCCAG

CAGCCGCGGTTATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATTCAAG

TCTGGAGTGAAAGCTCAGGGCTCAACGGTGGGACTGCTTTGGAGACTGTATGGCTAGAGTGATGGAGAGGTAAGTG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACAGGACAGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15913;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACTGCGAACTACGTGCCA

TCAGCCGCGGTAGTACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATAACCGGGCTCAACTTGGGTGCTGCAATCCAAACTGGTTATCTAGAGGGACGGAGAGGAGAGT
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GGAATTTCTAGGGTAGCGGTGAAATGCGTAGAGAATAGGAAGAAACCCAGTGGCGAAGGCGACTCTCTTGACTGTA

ACTGACCCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15914;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCAGCAAGGAAGATAATGACGGTACTTGAGGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGTAGGCGGATTAGTA

AGTCAGATGTGAAAGCCCGCGGCTCAACCGTGGAATTGCATTTGAAACTGTTAGTCTAGAGTATGGTAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTCACTGGACTACA

ACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15917;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCAGCTCGTAAAGCTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTACCTGTTAACGCAGTGCCGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTCGCGTAAGTTTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGTC

GACTAGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATTCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15916;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGAAGGC

TCTCTGGGTCGTAAACTCCTTTTGTATAAGAATAAAGTGCAGTATGTATACTGTTATGTATGGATTATATGAATAAGGA

TAGCCTAACTCCGTGGCAGCAGCCGAGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT

ACAGTAGAGGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGGTTGCGAAGGCA

GCTCGCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15915;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Negativicutes(0.2902),o:Selenomonadales(0.12

49),f:Veillonellaceae(0.0457),g:Mitsuokella(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGA

TTTCGGTTTGTAAACTTCTGTCGAATGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCAGGCTAAATACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

CAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGAGCTGCAACCAATACTACAGAACTTGAGTGCAGGAGAGGAA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGACA

GTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15918;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGAGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGGTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATTGGTAAGTTAGTGGTGAAAGTTTGCGGCTCAACCCCAAAATTGCCGTTGATACTGTCGGTCTAGAG

TACAGTAGCGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCTCACCGGACTACGTCTGACATTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15919;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGGGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGGAGAACGTGCGTGAGCGCAACTGTTCACGCAGTGACGGTATCTATCAG

GAAAGTCACGGCTAACTCCGTGCCCGCCGCCGCGGTGGTACGTACGTGCCAAGCGTGATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTT

GCGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15920;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGTAAACTTCTCTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCTCGTTAATTCGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCAACGGGCTCAACTCGTGAACGGAATTTGAAAGTACTCTTCTGGAGGAGCGGAGAGGCAAT

CGGAATTCGTGGGGAAGGGGGGAAAGGTGTAGAAATTAGGAGGAACACGAGTGGCGAAGGAGGATTGCGGGACG

ACAAGGGACGGTGAGACGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15923;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9887),o:"Bacteroidales"(0.

9938),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCTCTCCTTACCCCTCCACTTCTCTTGACTTATGAAGGCTCTATGGG

TCGTAAACTTCTTTTATATAAGAATAAAGTTCAGTATGTATACTGTTTTGTATGTATTATATGAATAATTATCGGCTAAC

TCCTTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGG

ACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGTACAGTAGAG
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GTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGG

AATGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAAAAGGATTAGATACCCGGGGA 

>OTU15922;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9755),o:Actinomycetales

(0.9172),f:Actinomycetaceae(0.6350),g:Actinomyces(0.4787); 

ACGGGAGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGATGCCGCGTGGGGGATGGAGGT

CTTCGGGTTGTGAACTTCTTTCGCCCATGGACAAGCCGTACGGGTGCGCGTGGAGAGGGCAGCGGGTAAAGAAGCG

CCGGCTAACTACGTGCTAGCAGCGGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGC

TTGTAGGCGGTTGGTTGCGTCTGCCGTGAAATCCGCTGGCTTAACTGGGGGCGTGCGGTGGATACGGGCTGGCTTG

AGTGCAGTAGAGGAGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA

GGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15921;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

TTTCGGTTTGTAAAGTACTTTCAGCGGGGAGGAAGGGGATAAAGTTAAAACCTTTGCTCATGGCCGTAACCCGCCGA

GAAAGCACCGGCAAACTCCGGGCCACCACCCGCGGTAATACGGAGGGGGAAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGAGCGTAGGCGGATGATTAAGTGGGATGTGAAGTACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGT

TATCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGT

GGCGAAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15925;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.3043); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGGGAAGAAGGG

TTTCGGCTCGTAAAGCGCTTTTGTTAGAGAGGAACGTCCGTGAGGGCAACTGTTCACTCGGTTACGGTATCTCAACCG

AAAGTCCCGGCTAACTACGTTCAAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGCGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACGAAAGAAGTGCAGCGGAAACGGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCCACTGACGCTGAGGATCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15924;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGTGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTCCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTATTGGGCGT
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AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCCTCTGAAACTGTCA

GACTTGAGTGCAGAAGAGGACGGTGGCTCTCCATGTGTCGCTGTGGAATGCGTCGATATATGTAAGAACACCAGTG

GCGAGGGCGTCTGTCTGGTCTGCACCTGGCGCTTAAGCTCGAGCGCATGGGTAGCGGACAGGATTAGATACCCTGGT

A 

>OTU15926;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGGTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAATCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGAAGGCGGTTTGATAAGTCGGATGTGAAAGCCTTGGGCTTAACCAAAGAAGTGCATCGGAAACTGTAA

GTCTTGAGTGCAGAAGAGGAGGGGGGAAATCCTGGTGTAGCGGTGGAATGCGTAGAGATTTGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAGGCATGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15928;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Negativicutes(0.0000),o:Selenomonadales(0.00

00),f:Acidaminococcaceae(0.0000),g:Phascolarctobacterium(0.0000); 

ACCGGATACACCTCTTAGGCAGTCGGGAGGGTAGTCGGAACCGAAGAAGACTCAAAGCGCACCAAACAGGCAAAAA

ATTGAGGGTCGGCATCCAAAGCAATATCAGCACCAACAGAAACAACCTGATTAGCGGCGTTGACAGATGTATCCATC

TGAATGCAATGAAGAAAACCACCATTACCAGCATTAACCGTCAAACTATCAAAAGATAACGTTGACGATGTAGCTTTA

GGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGGAACAGAAGTGAGAACAAGCGTATCAGAAAAAAAGTTTGAA

ATATGGCGAGAAAAAAAAGTCGGAAACATGATTAAACTCCTAAGCAGAAA 

>OTU15927;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9540),c:Betaproteobacteria(0.5579),o:Burkholder

iales(0.2679),f:Alcaligenaceae(0.1098),g:Advenella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATTTTGGACAATGGGGGAAAGCCTGATCCAGCCATGTAGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCCTTTGTCAGGGGCGAAAAGTCGGATTTGAACAAAGTATGATGCTGACGGTACGCGAAGA

ATAAGGACCGGCTAACTACGTGCCAGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTGGATAAAACCGATGTGAAATCCCCGTGCTTAACCTGGGAACCGCATTTGTGACTGTCT

GACTTGAGTATGTCAGAGGGGGGTGGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAAGAACACCGATG

GCGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15929;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9747),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCTGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA
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GAAAGTCACGGCTCACTCCGTGCCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGCTATCCGGATTTATTGGGCGTA

AAGCGAACGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAGGAGGTGCCGCGGAAACTGTCG

GACTTGAGTGCGGAAGAGGACGGTGGAACGCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCGATG

GCGAAGGCAGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15931;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Rikenellaceae"(0.2184),g:Alistipes(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTTGATAAGTTAGAGGTGAAATACCGGGGCTCAACTCCGGAACTGCCTCTAATACTGGTGAACTAGA

GAGTAGTTGCGGTAGGCGGAATGTATGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAAGG

CATCTCGCGAGGGGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU15930;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9812),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCAACAATGGGTGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCGGAGGTGAAAGCCTTTTGAGTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGATGACAGTGTAACTCCATGTGTAGCGGTGGAATGCGTAGATATAATGAAGAACACCAGTG

GCGAAGGCAGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGACCAGGATTAGATACCCTGG

TA 

>OTU15932;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Clostridium_IV(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGTC

TTTCGGTTTGTAAACTTCTTTTGTCGGGGACGAGTATAAGACTGTACCTGACGAATAAGCCACGGCTAACTACGTGCC

AGCAGCCGCTGTAATACATAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTAGTCTTCTTGAGTATCGGAGAGGCAATC

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAAAACCAGTGGAGAAGGCGGATTGCTGGACGAC

AAATGACGGTTAGACGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15934;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Saccharofermentans(0.0326); 
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ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGA

GCAAGTCAGATGTGAAATCCCGGGGCTTAACCCCGGAACTGCATTTGAAACTGTTCCCCTTGAGTATCGGAGAGGCA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

GTAACTGACGTTAGGCTCGAAAGCGGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15933;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTAGTGGGCGTAAAGCGAGCGTAGGCGGAAAATTAA

GTGTGATGTGAAATACCCGGGCTCAACTTGGGAACTGCATTTCAAACTGGGTGTCTAGAGTGCAGAAGAGGAGAGT

GGAATTCCAAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15935;tax=d:Bacteria(0.8696),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.0324),o:"Bacteroidales"(0.

0231),f:"Porphyromonadaceae"(0.0059),g:Coprobacter(0.0035); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

ACTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAAAGATCCGATGAGAGTATGCGTAGAATAAG

CATGGGCTAACACCGTGCAAGCAGCCGCGGTAATACGGGGGATGCGAGCGTGATCCGGATGTATTGGGTTTAAAGG

GTGCGTAGGCGGAAGTGCAAGTCAGCTGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGTACATCTG

GAATGCTCTTGCCGTATGAGGAATGAGTAGTGTAGCGGTGAAATGCATATATATTACTCATACCACCGATTGCGAATG

CATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15936;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9991),c:Epsilonproteobacteria(0.9726),o:Campylo

bacterales(0.8737),f:Campylobacteraceae(0.7787),g:Campylobacter(0.6681); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGTGTAAACTCCTTTTTTTAGGGAAGAATTCTGACGGTCCCTAAGGCATAAGCACCGGCCAATTTCGTGCCA

GCAGCCGTGGTAATACGGCGGGTGCAAGCGTTACTCGGAATCACCGGGCGTAAAGGGCGCGTAGGCGGATTATCAA

GTCTCCTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGGAACTGATAGTCTAGAGTGAGGGAGATGCAGATG

GAATTGGTGGTGTAGGGGTAAAATGCGTAGATATCACCAAGAATACCCATTGCGAAGGCGGTCTACAAGGGCTCAA

CTGACGCTAAAGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15938;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9940),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGCGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATTCGTGAGCGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AACGTCACGGCTAACTACGTGCCAGCAACCGCGGTAATACGTCGGTGGCCAGCCTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTGTGATGTGAAAGGCTGCGGCTGAACGGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCAGGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15940;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3204),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGCAGACGGTACCTGACTAAGAAGCCCTGGCTAACTACGTGCCA

GCTGCCGCGGTCCTACGTAGGGGGCAAGCGGTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GACGGATGTGAAAGCCCGGGGCTCAACCCCGGGACGGAATTGGAAACTGAACAGCGGGAGTGCAGGAGAGGTAAG

GGGAATTCCTAGGGTAGCGGGGAAATGCGTAGATATTAGGAGGAACACCAGGGGCGAAGGCGGCTTACTGGACTG

TAAAGGACGTTGAGGCTCGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15939;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGAGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGCGCAACTGTTCACTCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGTGGCAAGCTTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTAAACCAAAGAAGTGCATCGGAAACTGTCAG

AGTTGAGTGCAGAAGAGGACAGGGGAACGCCATGTGTAGAGGTAGAATGAGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCTGCAACTGGCGCTGAGGCTAGAAAGCATGGGTAGAGAACAGGATTAGATAAACTG

GTA 

>OTU15937;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Rikenellaceae"(0.7787),g:Alistipes(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGCAGGAAGACGGCT

CTATGATTTGTAAACTGCTTTTGTACTAGGGTAAACGCTTCTACGTGTAGGAGCCTGCACGTATAGTACGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

GGTAGGCGGTTTGATAAGTTAGAGGTAAAATACCGGGGCTAAACTCCGGAACTGACTCTAAGACGGTTGAACTAGA

GAGTAGATGCGGTAGGCGGAATGCATGGTGTAGCGGGAAATGCGTAGAGATCATAAAGAACACCGATTGCGAAGG

CAGCTTACCAAACTATAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15941;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACATGCGGGAGAGTAACTGTTCACGCAGCGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCAGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGTGAGCGCAGGCAGGTGCTTAGGTCTGAGGTGAAAACCTTCGGCTTAACCGAAGAAGTGCAGCGGAAACAGGG

CGACTTGAGAGCAGAAGAGGACAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAG

TGGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCT

GGTA 

>OTU15942;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Porphyromonadaceae"(0.8864),g:Butyricimonas(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGCGGGAAGAATGG

TCTATGGCCTGTAAACTTCTTTTGTCAGGGAAGAATAAGGATGACGAGTCATTCGATGCCAGTACTTGACGAATAAGC

ATCGGCTAACTCCGGTCCAGCAGCCGCGGTAATACGGGGGAGGCGAGCGGTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGGACGTCAAGTCAGCGGTAAAATACTGCAGCTAAACTGTAGCACGCCGTTGCAACTGGCTCGCTGG

AGGTGAGACGAGTGAGGCGGAACAAGTGAAGTAGCGGTTAAATGCATTGGTATCCCTTAGAACCCCGATGGCGAAG

GCAGCTTCCCAGGCTCGTTCTTACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15944;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Xantho

monadales(0.0000),f:Xanthomonadaceae(0.0000),g:Pseudoxanthomonas(0.0000); 

AAGATTTGGAGGCATGACAACCTACACTTGGGAGGGTGTCAATCCTGCCGGTTATTTCCTAGCCACATTAGAGCCCTT

ACCATCAGCTTTCCCGTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACC

ACACCAGAAGCAGCATCAGTGACGACATTAGAAATATCCTTTGCCGTAGCGCCAATATGAGAAGAGCCATACCGCTG

ATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACCAACCTGGCGAGTCATTTCTGTGATTTGGTCATTGGTAAAA

TACTGACCAGCCGTTTGAGCTTGAGTAAGCATTGGGCGCATAATCTCGGAAACCTGCTGTTGCGTGGAAAGATTGGT

GGTGTCCATAATAGACGCAA 

>OTU15947;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Bilophila(0.0000); 

ACCTTTCGCATCAACAGGCCACACCCAACCAGAACGTGAAAACGCGTCCTGCGTGTCGCGACCTGCGATGGGCATAC

TGTAACCATAAGGCCACGTATTTTGCAAGCTATTTAACTGGCGGCGATTGCGTACCCGACGACCAAAATTAGGGTCAA

CGCTACCTGTAGGAAGTGTCCGCATAAAGTGCACCGCATGGAAATGAAGACGGCCATTAGCTGTACCATACTCAGGC

ACACAAAAATACTGATAGCAGTCGGAGTGTGAATCATTAGTCTTGCGAAACTCGGCAGCAAGAACCATACGACCAAT

AGCACGAAA 
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>OTU15943;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9711),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGACGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGACGAACGTTCGCGAGAGTAACTGTATACGCAGTGACGGTATACAACCC

GAAAGTCGCGGCTAACTACGTGCCAGCAGCCGCAGTCATACGTAGGTGGCAAGCGTTGTCCGGATTCATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCAGATGTGAAAGCCATCGGCTTAACCGAAAAAGTGCATCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAGGAACACCAGTG

GCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU15945;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTATGATGTGAAAGCCTTTGGCTAAACAAAAGAAGTGAATCGGAAAGTGTCA

GACTTGAGTGAAGAAGAGGACAGGGGAACTCCAGGTGAAGCGGTGGAATGCGGAGATATATGGAAGAAAACCAGG

GGCGAAGGCGGCTGTGGGGTCTGCAACTGACGCGGAGGATAGAAAGAATGGGTAGAGAAAAGGATTAGATACCCG

GGTA 

>OTU15948;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Vibrio

nales"(0.0000),f:Vibrionaceae(0.0000),g:Grimontia(0.0000); 

GCCAGAATCTCTTCCAAGAGCTTGCTGCGGTTATCCCTCTGCTCATGGCAGCCAAGCATTGGGGATTGAGAAAGAGT

AGCAATTCCACAAGCCTCAATATCAGGTTTAAGAGCCTCGATACTCTCAAAGTCAAAATAATCAGCGTGACATTCAGA

AGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAAT

CCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCGGTACCGTCTATCCAGAAAATGGTCAAAGTAGCG

GAAACAGCTTTATCAATACCTTGAAAAAGATCAACCACACCAGAATCAGCATCAGTGACGACATTA 

>OTU15946;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Rikenellaceae"(0.0113),g:Rikenella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTAAACCGCTTTTTCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGACGAGAGTACCCGGGGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATTGGAGCGTTATCCGGATTCATGGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGCCGGGGGTGAAAGGCCGGGGCTCAACTCCGGAGCTGCCGTTGATACTGTCGGGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCG

AAGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 



8587 

 

>OTU15949;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGACGGT

TTTCGGATCGTAAAACTCTGTCTTTGGGGAAGATAATGCAGGTACCCAAGGATGCAGCCATGGCTCACTACGTTCCAG

CCGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTTGGTGCTGCATTCCAAACTGGTTAGCTAGAGTGCAGGAGAGGTGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15952;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.57

66),f:Spirochaetaceae(0.3884),g:Treponema(0.0904); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGT

CGTAGGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAAGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCTTTAACACGTTAGTTGCGAGCGTGGTCCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGACTGGAGTGAAATGCATAGGCTCAACCTATGAACTGCATCGAGAACTACAAG

ACTTGAGTTACTGAGGTGAGACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATGG

CGAAGGCAAGTATCAAGCAAATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU15950;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8897),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGTAGATCA

AGTCGCATGTGAAATACCCGGGCTCAACCTGGGGGGTGCATGCGAAACTGGAATACTTGAGTGCGGTAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCATTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15951;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1291),g:Acetitomaculum(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGGTGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGAATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCGCGGCTAACTACGTACCA

GCAGCCGAGGGACTACGTAGGGAGCGCGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGTTGGCA

AGTCAGATGTGAAATACCGGGGCTTAACCCGAGGGCGGCAGTGGAAACTGTCGTTCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAGATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU15955;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales

"(0.0000),f:Flavobacteriaceae(0.0000),g:Myroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCACATTGCGCCCTCTGGTATTCCGGGGGGCATGCCTGTTCGAGCGTCATTACAAC

CCTCAAGCTTTGCTTGGTATTGGACATTGCCAGTTTCTGGCAGGTCTTAAAATCAGTGGCGGTGCCATTTGGCTTCAA

GCGTAGTAATTCTTCTCGCTTTGGAGATCCAGGTGGTTACTTGCCAATAACCCCCAATTTTTTCAGGTTGACCTCGGAT

CAGGTAGGGATACCCGCTGAACTTAAGCATATCAATAAGCGGAGGA 

>OTU15953;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGATGACGGC

CTTAGGGTTGTAAAGCTGTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAAGCCATGTCTAACTGCGTGCCA

GCAGCCGCGGTTCTACGCAGGTGGCGAGGGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGTGTGCTGCATTTCAAACTGGTAGTCTAGAGTGCAGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGATGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15954;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9755),o:Desulfovib

rionales(0.9389),f:Desulfovibrionaceae(0.9108),g:Desulfovibrio(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTACGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTTTCAGAAGGGAGGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGGGTGAAATCCCGCGGCTCAAACGGGGAACTGCCCTTGATACTGCACG

ACTTGGAGCCAGGAGAGGGTGGCGGAATGCCAGGTGTAGCAGTGACATGCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCAGCTGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15956;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Pept

ostreptococcaceae(0.1872),g:Clostridium_XI(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTCGTTAAGCTCTGTCCTCACGGAAGATAATGACGGTACTTGAGGATGTAGCCCTGTCTAACTACGTTCCAG

CCGCCGCAGTACTACGTCGGCGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGT

CAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCGTTGAAACTGGGAAACTTGAGTGCATGAGAGGTGAGTGGA

ATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACGCCGGTTGCGAAGGCGGCTCTCGGGACTGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15957;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Clostridium_IV(0.0134); 
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CCTGGAGGCAGCAGTGTTGACTATTGGGCCCTGGGCGCAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGTC

TTCGGATTGTAAACCTTTGTAGACAGGGAAGAAGCAAGTGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGC

AAGTCAGATGTGAAATACCGAGGCTCAACTTCGGAACTGCATTTGAAACTGTAATTCTTGAGAGTGGGAGAGGTAAG

CGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACCAT

TACTGACGCTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15959;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCAGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAA

GTATGAAGTGAAAGCCCGCGGCTCAACTGCGGAATTGCTTTGGAAACTGTATAGCTTGAGTATCGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15958;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Bacilli(0.9038),o:Lactobacillales(0.6881),f:Entero

coccaceae(0.3204),g:Enterococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTCGGCAATGGACGCGAGTCTGACCGAGCAACGTCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGTACAATGCTGAGAGTGTAAAGTTCATCCTTTACCGGTATCTAACCA

GCCAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAACACGTAGGTCGCAAGCCTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTGTTTTAAGTCTGATGTGAAAGCCACCGGCTTAACCGGGGAAGGGCGTTGGAAACTGGGA

GTCTTGAGTGCAGAAGAGGAAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTTACGGGTCCGTAACCGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15960;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAAAGCCGCGTGAGGGATGAAGGT

TTTCGGATCGTAAAACTCTGTCTTTGGGGAAGTTAATGACGGTACCCAAGGCGGAATCCACGGCCAACTACATGCCA

GCAGGCCCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGATGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGAAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU15961;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.3544),g:Blautia(0.0808); 
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ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAATCCCCGGCTAACTACGTTCCAG

CAGCCGCGGTAATACGTAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGCAAG

TCTGAAGTGAAAGCCCGCGGCTCAACCGCGGAATTGCAGTGGAAACTGTATAGCTTGAGTGTAGGAGAGGTAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGTAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15963;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCAGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCCCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAG

GTGGGATGTGAAATACCCGGGCTCAACTTTGGTGCTGCATTCCAAACTGGGTATCTAGAGTGATGGAGAGGAGAGT

GGGATTCCTAGTATAACGGTGAAATGCATAGAGATTAGAAGGAGCTCCAGTGGGGATGGCGACTCTCTAGGCTGTA

ACTAACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTTGATACCCTGGTA 

>OTU15965;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCATCGCCGGCATCTAACCA

GAAAGTCACGTCTAACTACGTGCCAGCACCCGCTGTAATACGTATGTGGCAAGCGTTATCCGGATTTATTGGGTGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCAGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTAAG

ACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15964;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.8472),o:Lactobacillales(0.4652),f:Lactob

acillaceae(0.2864),g:Lactobacillus(0.0808); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATAGACGCAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAGCGTAGACGGCGATGCAAGTCTGGAGTGAAAGCCCAGGGCTCAATCCTGGGACTGCTTTGGATACTGTATG

TCTATATTTTTTTAGATGTAAGTGGTTTTCTTTTTGTTGTTTTTTTTTTTTTTTTTTTTTTTTTGTTTTTTTTTTTTTTTTTTTT

TTTTTTTTTTTGTTAGTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15962;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8520),f:Euba

cteriaceae(0.2864),g:Eubacterium(0.0808); 
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ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCTTAAAGCTCTATCCTCAAGGAAGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTGCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGTTAAACTTGAGTGCAGGACAGGAGAGTG

GAATTCCTAGTGCAGCGGTGAAACGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTCCCTCGACTGTAA

CTGACTCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15967;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9966),c:Actinobacteria(0.9747),o:Actinomycetales

(0.8846),f:Actinomycetaceae(0.7068),g:Actinomyces(0.5720); 

ACGGGGGGCAGCAGTGGGGAATTTTGCACAATGGACGCAAGTCTGATGCAGCGACGCCGCGTGAGGGATGGAGGC

CTTCGGGTGGTAAACCTCTTTGGCTCATGGTCAAGCCGCACGGGTGCGTGTGGGGAGGGTAGTGGGTAAAGGAGCG

CCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGC

TTGGAGGCGGTTGGTTGCGTCTGCCGGGAAATCCTCGGGCTTAACTGGGGGCGTGCGGTGGGTACGGGCTGGCTTG

AGTGCGGTAGAGGAGAGTGGAACTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAGTGGCGAA

GGCGGGTCTCTGGGCCGTTACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU15966;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATCTATTGGGTTTAAAGGGTG

CGTAGGCGGTCGGTTAAGTCAGTGGTGAAAGACCGGCGCTCAACGGTGGGGCTGCCGTTGATACTGGCGGACTTGA

ATGCAGATGAGGTTGGGGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGG

CAGCCGACGAAGCTGAAATTGACGCTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15968;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7497),o:"Entero

bacteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGC

TTGAGTCTCGTAGAGGGGGGTAGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCG

AAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15969;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9762),o:Pasteur

ellales(0.8955),f:Pasteurellaceae(0.8505),g:Actinobacillus(0.2607); 
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ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTTCTTTCGGTGATGAGGAAGGTGTTTGTGTTACTAGAACAAGCACTCGACGTTAGTCACAGAA

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCTGTCATACGGAGTTTGCGGGCGTTAATCGGAATAACTGGGCGGA

AAGGGCACGAAGGCGGTGACTTAAGTGAGAGTTGAATGCCCCGAGCTTAACTTGGGAATTGCATTTCATACTGGGTC

GCTAGAGTACGTTAGAGAGGGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAGGAATACCGAAG

GCGAAGGCAGCCACTTGGGAATGTACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15970;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Pept

ostreptococcaceae(0.1291),g:Peptostreptococcus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATCGTAAAGTTCTGTTGCAGGGGAAGATAATGACGGTACCCTGTGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGAAAGATA

AGTCTGAAGTGAAAGCCCCCGGCTTAACCGGGGAACTGCTTCGGAAACTGTCCTTCTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15971;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.1905),c:Spirochaetia(0.0726),o:Spirochaetales(0.04

73),f:Spirochaetaceae(0.0113),g:Treponema(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGGA

TTTCGGTAGGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGATGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAACACGTAAGAGGCGAGCGTAGTTCGGAATTATTGGGCGTAAAGGGCATGTAGGCGGTTTTGCA

AGCTTGGTGTGAAATGCATAGGCTCAATCTATGAACTGCATTGAGAACTACAGGGCTTGAGTGACTGAGGTGGAACT

GGAATTCCAAGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATGGCGAAGGCAAGTTTCAAGCAGATA

ACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15972;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.76

23),f:Spirochaetaceae(0.5632),g:Treponema(0.1735); 

ACTTTATTCATCAGCTAATAATATTCCTCAATTTACTAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGCCGG

GAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGAATA

AGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTAAAG

GGCATGTAGGCGGTTTTGCAAGTTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAGACT

TGAGTTACTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGCGA

AGGCAAGTTTCAAGCAGATAACTGACGCTGAGGGGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15973;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9540),c:Spirochaetia(0.8614),o:Spirochaetales(0.68

81),f:Spirochaetaceae(0.4914),g:Treponema(0.1735); 
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ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAATGAAGAAGGC

CGTAGGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTTTTGCATGGAATGGTTATACGTTGACGTTAGGTGTAGAA

TAAGCAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTTCGGAATTATTGGGCGTAA

AGGGCATGCAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTTGAAACTAGAAGA

CTTGAGTTTCTGAGGTGGGACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15974;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCAA

GTCAGATGTGAAAATTATGGGCTGAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTAATGGAGAGGCAGGCG

GAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGATAA

CTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15975;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Solitalea(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGCGTAGGCGGTCGTTTAAGTCTGTCGTGAAAGCCCACAGCTTAACTGTGGAGGGTCGATGGAAACTGGATGGCTT

GAATCTAGAAGAGGTAAGTGGAATTCCATGTGTAGCGGTAAAATGCTTAGATATATGGAGGAACATCAGTGGCGAA

GGCGACTTACTGGACGATAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15976;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9733),o:Oceano

spirillales(0.6509),f:Oceanospirillaceae(0.4563),g:Marinomonas(0.2607); 

GTGTCAGCCGCCGCGGTAATACAGAGGGTGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGCGCGTAGGTGGTT

TGTTAAGTCGGATGTGAAAGCCCAGGGCTCAACCTTGGAATTGCACCCGATACTGGCAAGCTAGAGTACGGTAGAG

GGGTGTGGAATTTCCTGTGTAGCGGTGAAATGCGTAGATATGGGAAGGAACATCAGTGGCGAAGGCGACACCCTGG

ACCGATACTGACACTCAGATGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGG

TCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU15979;tax=d:Bacteria(0.0024),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Corynebacteriaceae(0.0000),g:Turicella(0.0000); 
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TTTAGTACGCTCTTTTTGATTCTCAAATCCGGCGTCCACCCTACCAGCCGAGGAAGCATCAGCACCTGCACGCTCCCAA

GCATTACGCTCAGGAAATGCAGCAGCAAGATAATCACGAGTATCCTTTCCTTTATCAGCGGCAGACTTTCCACCAAGT

CCAACCAAATCTAGCAACTTATCAGAAACGGCAGAAGTGCCAGCCTGCAACGTACCTTCAAGAAGTCCTTTACCAGCT

TTAGCCATAGCACCAGAAACAAAACAAGGGACGGCCGCAGCAGGGTTAGGAAAATTAGAGCCTTGAATGGCAGATG

TAAGACCAGCAGAAACCATGCCTAGAGGATTGTTATCGGGAGCAAGCAAAAAACATTGAATGCCACAGGAGGCGGC

TTGTTGACCGCCTCCAAACAATTTAGA 

>OTU15977;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.6346),o:"Entero

bacteriales"(0.3639),f:Enterobacteriaceae(0.1872),g:Escherichia/Shigella(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACGGTTCACGCAGTGACGGTATCAAACAA

GAAAGTCACGGCTAAATACGTGACAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTATGTCAGATGTGAAATCCCCGTGCTCAACCTGGGAACTACATTTGATACTGGCA

AGCTTGAGGCTCGTAGAGGTGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGTACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTTG

TA 

>OTU15982;tax=d:Archaea(0.0014),p:"Euryarchaeota"(0.0000),c:Halobacteria(0.0000),o:Halobacteriales(0.

0000),f:Halobacteriaceae(0.0000),g:Haladaptatus(0.0000); 

GCCAATTCGCATAAGCAGCTTGCAGACCCATCATGTCAATAGCTGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCA

GTCTCAGGAGGAATCGGAGCAGTCCAAATGTGTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCTTGATT

AAGCTCATTAGGGTTAGCCTCGGTACGGTCAGGCATCCACGGCGCTTTAAAATAGTTGTTATAGATATTCAAATAACC

CTGAAACAAATGCTTAGGGATTTTATTGGTATCAGGGTTAATCGTGACAAGAAAAGCGGCATGGTCAATATAACCAG

TAGTGTTAAAAGTCGGGAGAGGAGTGGCATTAACAACAGCATTCATGAACTTAATCCACGGTTCACCATAAACGGGA

CGAGGAGGGACATAAAAAGTAAAAATGTCTAA 

>OTU15978;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTGTCACAGAGGACGAAGGAAGTGACGGTACTCTGGGAGGAAGCTCCGGCAAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGTGTAGGCGGTAG

ATCAAGTCGCATGTGAAAGACCCGCGCTCAAGGTGGGGAGTGCATTGGAAACTGGAATACTTGAGTGTGGTAGAGG

AAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGG

CCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15981;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 
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ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGAATGATGACTGCC

CTATGGGTTTTAAACTTCTTTTGTAAGGGAATAATTGCGGGTACGCGTACCCGTTTGCATGTACCTTATGAATACGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCCTAAAATTGCAGTGGATACTGGGTGGCTTGAGT

GCAGGATAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCTATTGCGAAGGCA

GCTTGCTGGAGGGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15983;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGCATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATGGCAGTTGAAACGGTCAGTCTTAAG

TACAGGAGAGGTGGGCGAAATCCGTGGGGTAGGGGGAAAATGCTTAGATATCACGAAGAACTCAGATGGCGAAGG

CAGCTCACGGAACTGCAACGGAGACTGATGCTCGAAAGGGTGGGTAGCAAAAAGGATTAATACCCTGGTA 

>OTU15980;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGGCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATCGGATACTGGCA

GTCTTGAGTCTGGTAGAGGTTGGTAGAATTCCAGGTGTAGCGGTGAAATGCTTAGAGATCTGGAGGAATCCCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTTAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU15984;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCGGATGCAGCAGCGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCAGGGCTTAACTCGTGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAGT

GGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15986;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0808); 
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ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAAGTGCGGCACGTGTGCCGGTTTGTATGTACCTGATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATGGGGTTTAAAGGGA

GCGCAGGCTGGCTGTTAAGCGTGTTGTGAAATGTAGCGGCTCAACAGCTGCTGTGCAGCGCGAACTGGAATCCTTGA

GTGAGTACGACGTCGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTAACAAGTCCTTAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU15985;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Intestinimonas(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCCGACCCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTTTTATGAGGGACGAAGGACGTGACGGTACCTGATGAAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGACTTACTGGGTGTAAAGGGCGCGTAGGCGGGGCTG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGTAGCTCTTGAGTGCCGGAGAGGTAG

CCGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGTCTACTGGACGA

TAACTGACGCTGAGGCGCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15988;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:"Prevotellaceae"(0.7068),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGATCCAGCCAAGCAGCGTGAATGATGACGGC

CCGATGGGTTGTAAACTTCTTTTATAAGGGCATAATTGTGGGTACGCGTACACGTTTGCATGTACCTTTTGAATACGG

ATCGGCTAACTCCGCGTAAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGA

GTGCAGTATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGTTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15987;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4914),g:Blautia(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCAACGCCGCGTGAAGGAAGAAGGA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGACGGTACCTGAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTGGTAA

GTGTGATGTGAAAGGCGCGGGCTCAACTTGTGTACTGCATTTGAAACTGTTAGTCTTGAGTGCCGGAGAGGTGAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTTTCTGGACTGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15989;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.3043); 
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ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGGGCGTGAGATTAACTGTTCCAGCAGTGACGTTATCGAACCA

ATAAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGAATTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTACAGAAGAGGGCAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGCCTGCCTGGACTGAAACTGACGCTGAGGATCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU15991;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTCGTAAAGCTCTTTTTTTGGGGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTTACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGCTGTGAAAGCCTCCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGACGAGGAAAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCCGTCTGGTCCGCAACTGACGCTGAGGCTCGAAAGCACGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU15990;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiales_Incertae_Sedis_XIII(0.0560),g:Anaerovorax(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATAGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCTTTGGAGGAAGCCCCGGCTAAGTACGTGACA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAGAGGCATTGGCTTAAGCAATGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGATGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTCGATATTAGGAGGGACTCCAGTTGCGAAGGCGGCCAACTGGGCTTTTAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15993;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9474),c:Gammaproteobacteria(0.8189),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGAGGGTGCAAGCGTTAATCGGAATAACTGGGCGT

AAAGGGCACGCAGGCGGTGACTTAAGTGAGTAGTGAAAGCCCCGGGCTTAACTTGGGATTTGCATTTCATACTGGGT

CGCTAGAGTACTTTAGGGAGAGGTAGAATTCCACGTGTAGCGGTGAAATGCGTAGAGATGTGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU15992;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.4563),g:Bacteroides(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACTCGTTTGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGATGGATGGTTAAGTGAGGTGTGAAAGGTTGGCGGTCAACCGGAAAAATGGCAGTGGAACTGGAGAGCTTG

AATGACAGTGAAGCAGGGGGAATGCGGTGTGTAGCGGTGAAATGCTTAGAGATTACAAAGAACTCCGATTGCGAAG

GCAACCCGCGAAGGGTCAAATGACATTGAGGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU15994;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Erysipelotrichia(0.6346),o:Erysipelotrichales(0.3

639),f:Erysipelotrichaceae(0.1872),g:Turicibacter(0.0519); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAATTCTTTTGAAACTGAAGAATAAGTCTTGCCGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATGAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGGGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTC

AACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTG

GCGAAGGCGGATTACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU15995;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTTACGCAGTGACGGTATCCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCATA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGACTTGAAAGTCTCCGGCTTAACCGAAGAAGTGCATCGGATACCGTGCG

ACTTGAGTGCAGTAGAGGACCGTGGAACTCCATGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACTCCAGTTGC

GAAGGCGGCTGTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU15997;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTGTGTTAAGCGGGTTGTGAAATGTCCGGGCTTAACCTGGGCGTTGCAGTGCAAACTGGGAAACTA

GAGTGCGGAAGGAGTAAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU15996;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9736),c:Gammaproteobacteria(0.8897),o:"Entero

bacteriales"(0.5766),f:Enterobacteriaceae(0.3884),g:Escherichia/Shigella(0.0712); 

AAGGGAGGCAGCAGTGGGGGAGAGGGAGAAAGGGGGGGAACAAGGACGCAGCAACGCCGGGTGAACGATGAAG

GTCTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACGTAATGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGAGGCTCGTAGAGGGG

GGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAGGCGGCCCCCTTGACG

AAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU15999;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATACGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTAAGTTGTGAAAATTTGCGGCTCAACCGTAAAATTGCATGTTATACTGAATATCTGTAG

TGCAGTTGAGGCAGGCGGAATTCGTGTTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGAT

GCCTGCTATGCAGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16000;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCTTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGCCGGGCAAGCGAGTTGTGAAATGCAGTGGCTCAACGGCGGCACTGCGGCGCGAACTGCCCAGCTT

GAGTGCGGGAAAGGTTGGCGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATGGGGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCACATGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16002;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Alcaligenaceae(0.0000),g:Brackiella(0.0000); 

GACCTTTCGCCCTCAACTAACGATTCTGTCAACAACTGACGCGTTAGCTGAGGACACGTGGCTTAATATGCTTGGCAC

GTTCGTCAAGGACTGGTTTAGATATGAGTCACATTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGT

GGATTACTATCTGAGTCCGATGCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTAC

GTTTCCAGACCGCTTTGGCTTCTATTAAGCTCATTCAGGCTGCTGCCGTTGTGGATGGAACCGAAGATGATTTCGATG

TTCTGAC 

>OTU15998;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9719),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2171); 



8600 

 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTTAGCGGGGAGGAAGGGAGTAACGTTAATACATTTGTTTATTGACGTTACCTGCAGAA

GAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAGACTGGCAG

GCTAGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGATG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCATGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16001;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCTGCGTGAAGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGACGAAACTAGGGTTCTCTAATCATCATCCTACCGCGGGTACCTGACTAA

CAAGCGCCGGCTAACTACGTGCCAGCAGATGCGGTACTACGTAGAGGGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCGGAGCAAGTCGGAAGTGAAAGCCCTGGGCTCCACCCAGGGAGTGCGTTGGAAACTGGTG

TGCTGGAGTGTCGGAGAGGTAAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTATAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16004;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0099),g:Prolixibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGACGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTGGAGACGGTCGCGA

TGGAGTGAGGATGCCGGCGGAGGAATGAGTGGTGGAGCGGTGAAATGCTTAGATATAACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAAAGGACGATGAGGCAAGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGA 

>OTU16003;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTCTAAGGGACGAAGGGAGTGATGGTACCTCAGGAGGATGCCCCGGCTAACTACGTG

CCAGCACTAGCGGCAATACGGAAGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAT

GCAAGTCAGGAGTGAAAGCACAGGGCTCAACCCTGAGACTGCTTTGGAAACTGTATGGCTAGAGTGCTGGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGAC

AGTAACTGACATTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 



8601 

 

>OTU16006;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGCCTTTTAAGTCAGCGGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAGGCTTG

AGTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16005;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGAAATATTGGGCAAAGGGCGCAAGCCTGAACCAGCAACGCCGAGTGAAAGGAGAAGG

CTTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGGTTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

CAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAAT

CGGAATTCCTATTGTAGCGGTGAAATGCGTAGATATTATGATGAACACCCGTCGCGAACGCGGATTTACGCACGTTCC

CTGAACGTGAGTCGTCCAATCTTCGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16007;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1872),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGCTTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGTACGCGTCCCGTATTGCGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGGAGGCGGCGCGCCAAGTCAGCGGTAAAAGTTCGGAGCTCAACCGGAGGACGCCGTTGAAACTGGCGTGCTG

GAGAGGGGGCGAGGAAGGCGGAATACGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGA

AGGCAGCTTTCCAGCGCGGTACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16008;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Strept

ococcaceae(0.1679),g:Streptococcus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGTGTGTGAGAGTGGAAAGTTCACACAGTGACGGTATCTTACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGTCCAGATTTACTGGGTGT

AAAGGGAGCGTAGACGGCGATGCAAGCCAGATGTGAAAGCCCGGGGCCCAACCCCGGGACTGCATTTGGAACTGC

GTGGCTGGAGTGTCGGAGAGGCAGGCGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCA

GTGGCGAAGGCGGCCTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACC

CTGGTA 



8602 

 

>OTU16011;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTATATAAGAATAAAGTGCAGTACGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGCAAGTGAGTTGTGAAAGGCTGTGGCTCAACGGTTGAATTGCAGCTCATACTGTCAGTCTTGAG

TGCAGTAGAGGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGGC

AGCTGACGGGTGCGTAACTGACACTGATGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16009;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGGTCGTAAACTTTTTTTATATAAGAGTAAAGTGCAGTATGTATACTGTTTTGTATGTCTTATATCAATAAGGC

ACGGCTAACTACGTGCAAGCAGCCGCGGTAATCCGGAGGAACCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGTCAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACATCGATTGCGAAGGC

AGCTCACTGGACTTCTACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16012;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGTGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTTTGTCAAGTCAGCGGTCCAACTGCGGGGCTTAACCTCGTATTGCCGTTGAAACTGGCTGACTAGCG

TGGCGTCGAGGTGTGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGAGATTAGGAAGAACACCAGTGGCGAAGG

CGATTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16014;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGATGAAGGA

TTTCGGTATGTAAACTCCTATCAGCAGGGACGAAAATGACGGTACCTAACAAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGGGGCAAGCATTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGATGCA

AGCCAGATGTGAAAGCTAGGGGCTCAACCCCGGAACTGCTTTTGGAACTGCTTGGCTGGAGTGGTGGAGAGGTAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGAC

GACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 



8603 

 

>OTU16010;tax=d:Bacteria(0.4548),p:Firmicutes(0.0914),c:Clostridia(0.0224),o:Clostridiales(0.0170),f:Clost

ridiaceae_1(0.0046),g:Caloramator(0.0032); 

GTGCCAGCAGCCGCGGTAATACGAGAGGAGCAAGTGTTCTACGGTCCCACTGGGCGTACAGGCTCCTTCAGCGGAG

TTCAGAAAGCTTTTTCGATTCTTAATCCTGTACCGATTGAACAGAAAAAGAACTTGAACTCGTGAGGTGAGGTGAGGA

GGGCGGTATTCCGAGTCTAGCGTTGCCATGCGGTGACTCTCGGAGGACGGCCATCTGGGGCAGCCAGCCCTCCAACC

TCTCCTGACGCTTCGGGAGGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGGTG

GGTGCTAGTTGTGGGTCACATTCCACGTGATCCGTGACGAAGTTAACACATTAAGCACCCCGCCTGGGGAGTACGGT

CGCAAGACTAAAACTCAAAGGAATTGGCGGGG 

>OTU16015;tax=d:Bacteria(0.0058),p:"Bacteroidetes"(0.0000),c:"Bacteroidia"(0.0000),o:"Bacteroidales"(0.

0000),f:"Porphyromonadaceae"(0.0000),g:Parabacteroides(0.0000); 

GTGAATCATCGAATCTTTGAACGCAAATTGCGCCCTTTGGTATTCCGAAGGGCATGCCTGTTTGAGTGTCTTATAAACC

TCCAACTATAGTTTATTCTGTAGTTGGCTTTGGGTGCTGCCAGCGATGGCTCGCCTTAAATGTCTAAGTGGAATGCAT

AATAAGTTCTTGCAACCCTCCACTCTAACACACTTTATATTCTGACCTCAAATCAGGTAGGACTACCCGCTGAACTTAA

GCATATCAATAAGCGGAGGA 

>OTU16013;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clost

ridiaceae_2(0.0113),g:Alkaliphilus(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATTGAGGC

CCTACGGGTCGTAAACCCCTTTTGCCGGGGGATAACGGGCGCCACGCGTGGCGCCGTGCAGGTACCCGGAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGGTTAAAG

GGTGCGCAGGCGGGCGTCTAAGTCAGAGGTGAAAGTTCCGGGCTCAACCGGGGCAGTGCAGATGATACTGGGGGT

CTTGAGTGCCGTAGAGGCCGGCGGAATGTGGCGTGTAGCGGTGAAATGCGTAGATATGCGACAGAACACCGGTGGC

GAAGGCGGCTGGCCGGACGTGTATTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16016;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Porphyromonadaceae"(0.3204),g:Parabacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGCCGAGAGGCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGA

TCTATGGTTTGTAAACTTCTTTTATACGGGAATAAAGTGAGCCACGTGTGGTTTTTTGTATGTACCGTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGTCTTTTAAGTAAGGGGTGAAAGTTTGTGGATCAACAAGAAAATTGCCATTGAAACTGGGAGACTGGA

GTATGTTTGAGGTAGGTGGAATGGGTGGTGGAGCGGTGAAAGGCATAGAAATCACGAAGAACACCGATTGCGAAG

GCAACTTGCAAAGCAATAACTGACACTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16018;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8808),c:Spirochaetia(0.7114),o:Spirochaetales(0.42

80),f:Spirochaetaceae(0.2524),g:Treponema(0.0423); 



8604 

 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAGGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGGTTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCTGTAAAACGTTAGTTGCGAGCGGTATTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGTAAGCTTAGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTTAGAACTACAA

GACTTGAGTTACTGAGGTGGTACTGGAATTCCAAGTGTAGGGGTGAAATTTGTAAATATTTGGAAGAACACCAATGG

CGAAGGCCTGTTTCTAGCAGATAACTGACGCTGAGGCGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16019;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTTGGTGGTGGATTTCAAACTGGAAAGCTTGAGTGCAGGGGAGGAAGAT

GGAATTCCTTGTGTAGCGGTGAAATGCGTTGAGATTAAGAAGAACCCCAAGTGCGAAGGCGGTTTTCTTGGCTGTAA

CCTACCGTGAGGCTTGAAAGGCTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16021;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCAGGACTACGGC

CCTACGGGTCGTAAACTTCTTTAGTCGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGGCGAGTAAGCGTGCGGTGAAAGATCGGGGCTCAACGCTTGAACTGCCGTGCGAACTGGTTGGCTT

GAATGAGCACGCCGCGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACACCGATTGCGAA

GGCAGCTCGCTAGGGGGCAATTGACGCTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16017;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTATAAGGGACGAAAGCAATGACGGTACCTTATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCATGTAGGCGGGAAGGC

AAGTCAGATGTGAAAACTATGGGCTCAACCCATAAATTGCTTTCAAAACTGCTGGCCTTGAGTAGTGCAGAGGTAGG

TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16020;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0519); 



8605 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTACGGGTACGCGTAGCCGGTTGCGTGTATCGTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGAGCTTAAGTCAGCTGTGAAAGCTTGGGGCTCAACCTTAAAACTGCCGTTGATACTGGCTGTCTTGA

GTACAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCTATTGCGAAGG

CAGCTGGCTGGGCTGTAACTGACGCTCATGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16022;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0204); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCAGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGCGGACTTT

TAAGTGAGATGTGAAATACCCAGGCTCAACCTGGGGGATGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAG

AGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16023;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9168),c:Spirochaetia(0.7881),o:Spirochaetales(0.50

23),f:Spirochaetaceae(0.3204),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTACGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTGTTGAAACTGAAGAATAAGTATTGCAGGGAAGGGCGATCTGGGGACGGTAGGGTTTG

AATAGGCGACGGCTAATTACGTTCCAGCAGCCTCGGTAACACGAAAGGGGCGAGCGGGGTTCGGAATTATTGGGCG

TAATGGGCATGTAGGCGGTTTTGCAAGCGTGGTGTGAAATGCACAGGCTCAACTTATGAACTGCATTGAGAACTAAA

AGACTTGAGTTAATGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCAAT

GGCGAAGGCAAGTTTCAAGAAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16024;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Altero

monadales(0.0000),f:Moritellaceae(0.0000),g:Moritella(0.0000); 

GCTCTAATTTGTCTAGGAAATAACCGTCAGGTTTGACACCCTCTCAATTGTATGTTTTCCTGCCTCCAAATCTTGGCTGC

TTTTTTATGGCTCGTTCTTATTACCCTTCTGAATGTCACGCTGATTATTTTGACTTTGAGCGTATCGAGGCTCTTAAACC

TGCTATTGAGGCTTGTGGCATGTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATAAGCAGATGGATAACCGCATC

AAGCTCTTGAAAGGGATTCTGTCTTTTCGGATGCAGGGCGTTGAGTGCGATAATGGTGATATGTATGGTGACGGCCA

TAAGGCAGCGTGTGACGTTCGTGATGAGTTGGTATCTGTTA 

>OTU16025;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 



8606 

 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGGGGAACGTGCGTGCGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGATAACTACGTGCCGGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATAGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCCTCGGCTAAACCGAAGAAGTGCATGGGAAAGTGG

GCGACTTGAGTGCAGAAGAGGACGGTGGAACTCGATGTGTAGCGGTGGAATGCGCAGATATATGGAAGAACACCA

GTGGCGAAGGCGGCTGTCTGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCC

TGGTA 

>OTU16026;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Bacilli(0.9805),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGAAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGG

TCTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTTGATGACGGTATCTAACAA

GCAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGTGGTAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCTTTTAAGTCTGAGATGAAAGCCTTCGGCTTAAACGGAGTAGTGCATTGGAAACTGGAA

GACTGGAGTGCAGAAGAGAAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTG

GCGAGAGCGGCGCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16027;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1485),g:Blautia(0.0326); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGCGCAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGACGTC

TTTCGGTATGTAAACTTCTATCATCGGGGACGAAGATGACGGTACCCGACTAAGAAGCCCCGGCTAATTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTCATGCAA

GTCAGATGTGAAAACCCGGGGCTCAACTTCGGGATTGCATTGGAAACTGTCTGACTTGAGTACTGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACAGTA

ACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16029;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9605),c:Spirochaetia(0.8897),o:Spirochaetales(0.76

23),f:Spirochaetaceae(0.5632),g:Treponema(0.2171); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGCCGAAAGTCTGACGGAGCGACGCCCCGTGAACGAAGAAGGCC

GAAAGGTGGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGACATGGTGCCGGAAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAACAGCCGCGGTAACGCGCAAGTCGCTAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTACAAG

ACTTGAGTTACTGAGGTGGGACTGGAATTCCAGGTGTAGGGGTGAAATCTGCTGATATCTGGAAGAACACCAATGGC

GAAGGCAAGTTGCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCTGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16028;tax=d:Bacteria(0.9450),p:Firmicutes(0.1707),c:Clostridia(0.0626),o:Clostridiales(0.0413),f:Rumi

nococcaceae(0.0086),g:Saccharofermentans(0.0043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGGGCTTAACTCGGGTGCGGCATCTGAAATTACGAGTCTGGAGTGTGGGGGGGG

TAGGTGGAATCCCTAGTGTGGGGGGGGAATGGTTAGAAATTAGGAGAAACATCAGTGGCGAGGGCAACTTACGGA

ACGATAACGGACGCTGAGGCACGAAGGCTGGGGGGGCAAACAGGATAAGATACCCTGTA 

>OTU16031;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9913),o:Clostridiales(0.9936),f:Clost

ridiaceae_1(0.8505),g:Clostridium_sensu_stricto(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAATTTCTTAGAGATTAGCGAGCACACCAGTGTCCACTCCGACTCTCTGCGCCGTACC

TGCCGCTGAGGCTCGAAAGCGTTGGGAGTAAACAGGATCAGATACCCTGGTA 

>OTU16030;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Graci

libacteraceae(0.0457),g:Gracilibacter(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGG

GTGCGTAGGCGGTTTTGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCAGGACTT

GAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16032;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9441),c:Spirochaetia(0.8189),o:Spirochaetales(0.57

66),f:Spirochaetaceae(0.3884),g:Treponema(0.0615); 

ACGGGAGGCAGCAGCTAGGAATATTCCGCAATGGACGAAGGTCTGACGGAGCGACGCCGCGTGAAGGAAGAAGGC

CGGATGGTTGTTAAGCTCTTTTTAAACTGAAGAATAAGTATTGCTGGGAATTGCGATATGGTGACGGTAGGTTTTGAA

TAAGCCACGGCTAATTACGTGCCCGCAGCCGCTGTAACACGTACGTTGCTAGCGTTGTTCGGAATTATTGGGCGTAAA

GGGCATGTAGGCGGTTTTGCAAGCTTGGTGTGAAATGCATAGGCTCAACCTATGAACTGCAGTGAGAACTAGAAGAC

TTGAGTTAGTGAGGTGGAACTGGAATTCCAGGTGTAGGGGTGAAATCTGCAGATATCTGGAAGAACACCGATGGCG

AAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16034;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAATTGCGGTTACTCGTACCCGTTTGCATTTACCTTATGTATAAGGA

TCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGTTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGAAGC

GTAGGCGGGCGCTTAAGTCAGATGTGAAAGTTTGGGGCTCAACCTTAAAATTGCAGTTGATACTGGGTGCCTTGAGT

GCAGTATAGGCAGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGCA

GATTGCTGGAGTGTAACTGAAGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16035;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Bacilli(0.8048),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTCACTGGCATTAATTTGACGGTACTCAACCAG

GAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTACTACCTAGGTGGCCAGCGTTGTCCGGATGTATTGGGCGTAA

CGCGCGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAAGCGAGGAAGTGCATCGGAAACTGTTTT

GCTTGAGTGCAGAAGAGGGGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16037;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9834),o:"Bacteroidales"(0.

9866),f:"Prevotellaceae"(0.9868),g:Prevotella(0.9566); 

ACGGGAGGCAGCAGTGAGGAATATTTTTCCCTTTCCTTTAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCC

TATGGGTTGTAAACTGCTTTTATAGGGGGGTAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCAGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGGGTTGTGACATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16033;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGAAAATAATGACGGTACCCGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGTGGACTTTTAA

GTGGGATGTGAAATCCCGGGGCTCAACTTAGGTGGTGCATTTCAAACTGGATGTCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16036;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTTCTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTAA

AGGGTGAGTAGGCGGGCTGACAAGTCAGATGTGAAATGTTCGGGCTTAACCTGAGAACTGCATTCGAAACTGCCAG

TCTTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGC

GAAGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16038;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Ruminococcus(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATGGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGGATTTGAAACTGTTTTGCTTGTGTGAAGTAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAAAGCGTAGAGATAGGGAGGAACACCAGTAGCGAAGGCGGCCTCAAGAGATTT

AACTGACGCTGAGGCACAAAGACGTGGGTAGCAAACAGGAGTTGATACCCTGGGA 

>OTU16039;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAATTCTGACGTGAAAGCCTTTGGCTTAAACAAAAAAGTGCTACGGAAACTGTAAG

CATTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGAGGTGGCAGGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACGCTGGT

A 

>OTU16040;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Pept

ostreptococcaceae(0.1291),g:Sporacetigenium(0.0204); 

ATGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAGCCTTAGTCAACAGGGAAGACGAAAGTGACGGTACCTGTGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTC

TTAAGTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAG

AGTGGAATTCCGAGTTTAGCGGTGAAATGCGTAAATATTAGGAGGAGCACCGGGAACGAAGGCGGCTCTCAAGACT

GTGACTGAGACTGAGGCACGAAAGCGGGGGGAGCAGAGAGGATTAGATACCCTGGTA 
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>OTU16041;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGTCGTGGAGGCGGAGATG

CAAGTCAGGAGTGAAATCCCGGGGCTCAACCGCGGAACTGCGTTGAAACTGTATCCCTTGAGTGTCGGAGTGGCAA

GCTGAATTCCTAGTGTAGCGGTGAATTGCGTAGATATTAGGAGGAAGACGAGTGGCGAAGGCGGCTTGCTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGAGTAGATACCCTGGTA 

>OTU16042;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.7623),f:Enterobacteriaceae(0.5632),g:Escherichia/Shigella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCCCAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACGGCGGGTGCAAGCGTGAATCGGAGTTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGGTGTGAAATCTCGGGGCTCAACCTTGAAACTGCATCTGATACTGGCT

AGCTTGAGTGTAGTGGAGGGAGGTGGAATTCGAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGT

GGCGAAGGCGGCCCGCTGGACGGAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16043;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAGC

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGAGTAACCGGAGTAGTGCATTGGAGACTGGAGGA

CTTGAATACAGAAGAGAGGAGTGGAACTACAGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCAGTAACTGACGCTGAGGTTCAAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16044;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.2184),g:Lactobacillus(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGGGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCGAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCACAGGCGGTTTGA

TAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAGACTTGAGTGCAGAAGAGGACA

GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTG

CAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16047;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACAGTACCCAAGGAGGAAGCCACGGATCACTACGTGCAA

GCAGCCGTGGTAATATGTAGGTGGCGAGCGTTATCCGGATTTACCGGGCGTAAAGGGAGTGTTGGCGGATGATTAA

GTGGGATGTGAAATGCCCGGGCTCAACTTGGGTACTGCATTCCAAACTGGTTAGCTAGAGTGCGGGGGAAGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGCAGAGATTAGGAAGAACACCGGTGGCGAAGGCGGCCCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16045;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.3544),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCAGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGTCAA

GTCGAATGTGAAATACCGGGGCTCAACCACGGGGATGCATTCGAAACTGGCAGACTTGAGTGCAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16046;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1485),g:Clostridium_IV(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGAGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATGTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCAGTTGAAACTGTGGATCTTGATTTTCGGAGGGGCAAT

CGGAATTCCTAGTGTAGCGGTGAATTTCGTTGATATTAGGAGGAACACCAGTGACGAAGTCGGACTGCTGGACGATA

ACTGGCGGTGTGGATCGAAGGTGTGGTGAACAAACAGTATTAGATACCCTAGTA 

>OTU16051;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9711),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGTCTAAATCCGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCCTTGTCCGGATTTATTTGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGGGAAAGCATGCGGCTCAACGGGAGAAGTGCATCAGAAACTGGTG

GACTTGAGTGCAGAAGAGGAGAGTGGAAGTCGATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGT

GGCGAAGGCAGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 
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>OTU16049;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Pept

ostreptococcaceae(0.0560),g:Clostridium_XI(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAATGCCGCGTGAGCGATGAAGGC

CTTAGGGTCGGAAAGCTCTGTCCTCAAGGAAGATATTGACGGTACTCGAGGAGGAATCCACGTCTACCTACGTGACA

GCAGCCGCGGTAATACGTCGGGGGCTAGGGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCCGAGGTTAAAGGCTACGGCTCAACCGGAGTAAGCCTTGGAAACTGGGAGACTTGAGTGCAGGCGAGGAAAGT

GGAATTACTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCGCTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16052;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9038),o:Lactobacillales(0.7252),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTAAAGAAGGATCGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACAAG

AAAGTCACGGCTAACTCCGTGCCCCCAGCTGCGGCAATACGTAGGAGGCTAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCAGATGTGAAAGCCCGCGGCTCAACCGTGGAACTGCATTGGATACTGTATT

TCTTGAGTGCAGGAGAGGAGGGCGGAACTCGAGGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCGGTG

GCGAAGGCGGCTCTCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16048;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.2864),g:Gemmiger(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGAAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCTCAACCCATAAACTGCAGTTGAAACTGTTAGTCTTGAGTGGAGTAGAGGCAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGACGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16050;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAATGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGAGTCGTGAAATTGCGTGGCTCAACGGCGGACGTGCGGCTCGAACTGGTCCGCTTG

AGTACGAGGGGCGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGGCGATAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16053;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0457),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGACGCGTGCATGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGGGAAGAAGGGTAGAGGCAGTAACTGGTCTTGATTGGACGGTAATCAACAA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGCAATACGGAGGAGCCGAACGTTATCCGGATTTATTGGGTTTA

AAGGGAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGCGCTCAACCTGGGAACTGCAGCGCGAACTGGTA

GTCTTGAGTGCGTTGGATGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTG

TGAAGGCAGCCTGCTGTGGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU16054;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Deltaproteobacteria(0.9762),o:Desulfovib

rionales(0.9389),f:Desulfovibrionaceae(0.8146),g:Desulfovibrio(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTTCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGGTAATAGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCTTGGGTGCAAGCCCACGGCTCAGCCGTGGAACTGCCCTTGCTACTTCACG

ACTCTATTCCGTGAGAGGGTGGCGGAATTCCAGGTTTCGGAGTGAAATCCGTAGATATCTGGAGGAACATCAGTTGC

GAAGGCGGCCACCTGGCCCGGTATTTACGCTGAGGTGCGAAAGCGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16056;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9877),o:"Bacteroidales"(0.

9940),f:"Prevotellaceae"(0.9480),g:Prevotella(0.6681); 

ACGGAAGGAAGAAGGGAGGAATCTTGGTCAATTTCCTTGCTTCTTCACCCTCCACGTATCGTGCAGGACGACGGCCC

TATGGGTTGTCAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCACCCTGGGCATTGCAGCGCGAACTGTGAGACTTGAG

TGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAGGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACAATGGTA 

>OTU16055;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Epsilonproteobacteria(0.6346),o:Campylo

bacterales(0.3639),f:Campylobacteraceae(0.1098),g:Campylobacter(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGCTCAATGGGCGGAAGCCTGAAGCAGCAACGCCGCGTGGAGGATGACACT

TTTCGGAGCGTAAACTCCTTTTCTTAGGGAAGAAATTTGACGGTACCTAAGGAATAAGCACCGGCTAACTCCGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGTGCGTAGGTGGCAGTGCA

AGTCAGATGTGAAAGGCCGGGGCTCAACCCCGGAGCTGCATTTGAAACTGCATAGCTAGAGTACAGGAGAGGCAGG

CGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACTTAGAACTCCGATAGCGAAGGCAGCTTACCAGACTGTG

ACTGACGCTGAAGCACGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU16057;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGTTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCACCTACGTGTAGGTTTTTGTATGTACTTTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGTGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGCAGAAGGGATGTTAAGTCAGATGTGAAATGCCGCGGCTCAACCGTGGAACTGCAGTTGATACTGGCGGCCTTGA

GTGCGGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCAATGGCGAAGG

CAGCTTGCTAATCCGTTACTGACGTTGATGCGCGAAGGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16058;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTATGGGTTGTAAACCTCTTTTGCCGGGGAGCAAAGTGCCGCACGTGTGCGGTTTGGAGAGTACCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGATTTTTAAGTCAGCGGTCAAATCGTGGGACTCAACCCCATCCAGACGTTGAAACTGGGGATCTAG

AGTGTGCGAGAGGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAG

GCAGCATGCCGGCTTCCGACTGACGCTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16061;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CTTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGTCTCGCATGTACCATTTGTATAAGG

ACCGGCTAATTTCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGTGGGTTAAGCGTGTCGTGAAAGTCCGTCGCTCAACGGCAGACGTGCGGCGCAAACTGGTCCACTTG

AGTGCACGAGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16059;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.4914),g:Dorea(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGAGGCCGCGGGAAGGATGAGGTA

TTTGGGTAGTTAAACTTCTATCAGCAGGGAAGAAAATGACGGAACCTGACTAAGAAGCCCCGGCTAACTACGGGCAA

GCACCCGCGGTAATACTTAGGGGGCAAGCGTTATCCGGATTTACGGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGAGTGTCGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16062;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAATCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGGAAAGGGGCGAACGCGCTGCGCGTGGGCAAGTACAGCCAGAAA

AAGGAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGGTATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCGGGCTGTTAAGTCAGCTGTGAAATCCGGCTGCTCAACCGTCGGCCTGCAGTTTATACTTGTGGCC

TTGAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGATGAACTCCGATCGCGA

AGGCAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16060;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lach

nospiraceae(0.0457),g:Roseburia(0.0110); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGGCGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAGAAATGACGGTACCTGAGTAAGAAGCACCGGCTAAATACGTGC

CAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGCGCAGGCGGAGGCAC

AAGTCAGCGGTAAAATCGCGGGGCTCAACCCCGCTCCGCCGTTGAAACTGTGTCCCTTGAGTGCGCGAAGGGTAGGC

GGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTACTGGACTGTAA

CTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16063;tax=d:Bacteria(0.2022),p:Firmicutes(0.0319),c:Bacilli(0.0102),o:Bacillales(0.0074),f:Bacillaceae

_1(0.0022),g:Bacillus(0.0021); 

GTGCCAGCCGCCGCGGTAAGACGAGAGGGGCGAGCGTTATCCGGAATAATTGGGCGTAAAGGGTCCGTAGGTTGTA

TTTTGTATGCTTTTAGTATAAAACAAAAATTTAATTTTTGACCTGCTTAAAGTGCAGATATACTTGAGTATAGCAGAGG

ATAATAGAATTCCATGTGGAGGGGTGGAATCCTAAGATATATGGAGGAATGCCAGTAGCGAAAGCGATTATCTGGG

CTATTACTGACACTGAGGGACGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTAGTCTACGCTGTCAATGCT

GAGTGCTAATATTTAGAATAATTGTTTTAGATATACAGTTAACACGTTAAGCACTCCGCCTGAGGAGTACGGCCGCAA

GGCTAAAACTTAAATGAATTGGCGGGG 

>OTU16064;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGCGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGGAGTCAAGTGAGGTGTGAAAAGCCGCGGCCCAACCGTGGTCGTGCAGTTGAAACTGGTTCTCTTG

AGTGCGCACGAGGACGGTGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16065;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2184),g:Alloprevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCGTTTAGGCGGGGGTAAAGTGGCGCACGCGCTGCGCCTTTGCAAGTACCGCCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAG

GGAGCGTAGGCGGGCTGTTAAGTCAGGTGTGAAAGCCGGGGGCTCAACGGTCGGCCGGCAGGTGATACGGGTGGG

CTTGAGTGCGCGCAGGGGCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATAGCATGAAGAACTCCGATCGC

GAAGGCAGATGCCCGGGGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16067;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.2171); 

CCGGGAGGCAGCAGTAGTGCCTCTTCCCCCATTTGCTCCAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGGTT

TCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGCCGGTATCTAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAACGCAGGCGGTCTTTGAAGTCTGATGTGAAAGCCTGCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16066;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8988),c:Alphaproteobacteria(0.7497),o:Sphingom

onadales(0.2679),f:Sphingomonadaceae(0.1291),g:Sphingobium(0.0230); 

GTGCCAGCAGCCGCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGA

TCGTCAAGTCAGAGGTGAATGCCCCGGGCTCAACCCGGGAGGTGCCTTTGAAACTGGCGGTCTTGAGTACGGGAGA

GGTGAGCGGAATTCCCAGTGTAGAGGTGAAATTCGTAGATATTGGGAAGAACACCAGTGGCGCAGGCGGCTCACTG

GCCCGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACACCGTAAAC

GATGATAACTAGCTGTCCGGGTTCTTGGAATTTGGGTGGCGCAGCTAACGCATTAAGTTATCCGCCTGGGGAGTACG

GTCGCAAGATTAAAACTTAAAGGAATTGACGGGG 

>OTU16068;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1098),g:Fusicatenibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTAGGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCGCAACCGTGGGACGGCATTGGAAACTTGCAAGCTGGAGTACTGGAGAGGTG

GGCGGACCTACAAGTGTGGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCACTTGGACA

GTTACTGCCCCTAAGGCGCGAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16069;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Bacilli(0.2321),o:Lactobacillales(0.1015),f:Lactob

acillaceae(0.0355),g:Lactobacillus(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCCACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCCGGCGGAATGATAAGTGGGAGGGGAAAGCCCACGGCTCACCCGTGGAACTGCATCGGAGACTGTCA

GTCTTGAGTGCAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAAGGAGTAGAGATATGGAAGAACACCAGG

GGCGAGGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACGCTG

GTA 

>OTU16070;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.6036),c:Gammaproteobacteria(0.3483),o:"Entero

bacteriales"(0.1483),f:Enterobacteriaceae(0.0560),g:Escherichia/Shigella(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGCTTGTTCCAGCAATTCTGTGTGCACGATGAAGAT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGAAAGTGACGGTACTAACAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTAAACCGGGGAACTGCATCGGATACTGGCAAGCTTGAGTCCCGTAGAGGGG

GGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAAGAATACCGGTGGCGAAGGCGGCCCCCTGGAC

GGTGACTGACGCTCAGGTTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16071;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTAGTTGCCGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCATCCGCCGCGATAATACGTATGTGGCAAGCGTTGTGCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAACAAGTCTAATGTGAAAGCCCACGGCTTAACCGAGGAACTGCATCGGAAACTGTAG

TTCTTGAGTGGAGTAGAGGAGAGTGGAATTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16073;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1485),g:Dorea(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAAGCCTGATCCAGCGACGTCGCGTGAAGGATGACGGA

CCTCGGTATGTAAACTTCCATTAGTAGGGAAGAAAATGACGGTACCTGACTCAGAAGCCCCGGCCCACTACGATCCA

GCAGCCGCGGTTATACGCAGGCAGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACGCCGGAACTGCGTTGGGAACTGTAATGCTAGAGTGACGGAGAGGCGAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTCTTACTGGACGAT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16072;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCTAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAGAACCCAGGGCACCACCGTGGGAGGGCATTTGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGGGTGGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTG 

>OTU16074;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2524),g:Oribacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGAGGAAACTCCGATGTAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTTTGAAGTGAAATACCTGGGCTTAACCCGGGAACTGCTTTGAAAACGGTCGATTTAGAGTGTCGGGGAGGTAGGT

GGAATTCCTGGTGTAGTGGTGAAATGCGTAGAAACCGGGAGGAACACCGAAGGCGAAGGCGGCTTACTGGACGAT

ACTGGCGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16076;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATAGGCGAGAGCCTGAACCAGACAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGGTTTTATAATGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGGCGCTCAACGTCTGCACGGCAGCGCGAACTGCCCAGCTTG

AGTGCGCGCAACGGTGGCGGAATTCGCCGTGTAGCGGTGAAATGTTTAGATTTGGCGGAGAACCCCGAAGGCGAAC

GCACTTTCCGTGCGCGTCACTGATCCTCACGCTCGAAAGCACGGGCACCGAATAGGATTAGATACCCTGGTA 

>OTU16075;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9762),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGCT

TTCGGCTCGTAAAGCTCTTTCGTTAGAGAAGAACGTGCTTGAGTGCATCTGTTCACGCATTGACGGTATCTAACCAGA

AAGTCACGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTATCCGGATTTAGTGGGCGTAA

AGCGAGCGCAGGCGGGTTGATAAGTCTGATGTGAAAGCCATTGGCTTAACCAAAGAAGTGCAGCGGAAACTGTTAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG
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CGAAGGCGGCTGGCTGGGCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16077;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGGATAAAGTGGGACACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGCACTACGGAAGGTCGGGGCGGTATCCGGATTTATTGGGTTTAAAGG

GAGCGCAGGCGGCCGGGCAAGCCTGTTGTGAAATGCAGTGGCTCAACGTTGGAACTGCAGCGCGAACTGCCCAGCT

TGAGTGCGCGCAACGTTGGCGGAATTCGACGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16078;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9733),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGAGAATACGTAGGTGGCAAGCGTTGTCCGGATTGATTTGGCGT

AAAGCGAGCGCAGGCGGAATGATAATGCTAATGTGAAGTCCCGCGGCTTAACCGAGGAACTGCATCAGAAACGGTT

TTTCTTGAGTGCAGAAGAGGAGAGGGGATCTCCATGTGTAGCGGTGGAATGCGTAGAAATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCCGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAATACCCTGG

TA 

>OTU16079;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3544),g:Alloprevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTATATGGGAATAAAGTTCGGGACGTGTCGGGGTTTGTATGTACCATCTGCAAAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTTGTGAAATGCGGCGGCTCAACCGTCGAACTGCAGTTGAAACTGGAAGTCTTGA

GTGCACGCGGGGATGCCGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGG

CAGGCAACCGGGGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16081;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGTTACCTGTGGCTGAATCCACGGACTACTTCGTGCCAG

CCGCCGCGGTAATACGCAGGTGGCGACCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGCGATGTGAAATACCCGTGCTCAACTTGGGTGCTGCATTGCAAACTGGAAGTCTAGAGTGCAGGAGATGAGAATG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTTGCGAAGGCGATTCTCAGGACTGATA

CTGACGCTAAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16080;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9480),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGCAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGCTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAACACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAATGCTGATGTGAAAGCCTGTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCGGT

GACGAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16083;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATCAGGGAATAAAGTGCTCCACGCGTGGAATGTTGCAGGTACCACACGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTTTATTAAGTTTGTTGTGAAATGTCTGGGCTCAACCTCTGACTTGCATCGCATACTGCTCAACTTGAG

TGCGCGCGACGAGGGAGGAATTTGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGGTTGCGAAGGC

AGCTAGCTGGAGCGTAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16082;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAAGAGAAGAACGGTGAGAAGAGGGGAAAGTGTCACACTTGACGGTATCTTAGC

AGAAAGGGACGGCTAACTACGTGACAGCAGCCGGGGTAATACGTAGGTCCCGAGCGTTGTCCGGATTTACTGGGCG

TAAAGGGAGCGTAGGCGGACTGTTAAGTGTGATGTGAAATCCCCAGGCTCAACCTGGGGGCTGCATTTCAAACTGGT

AGTCTAGAGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGCAGAACACCAGT

GGCGAAGGCGTTTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16086;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:"Rikenellaceae"(0.0113),g:Alistipes(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGCTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATATGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCGGTTAGATAAGTTGGAGGGAAAATGCTTCTGCTAAACAGGGGATTGCCTTGAAAACTGTCTGACTAGAA

TGTAAACGGCGCAGGAGGAATGAATAGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATGGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16085;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0355),g:Papillibacter(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCAGCGTGAAGGAAGAAGG

CTTTAGGGTTGTAAACTTCTTTTACCAGGGGCGAAGAAAGTGACGGTACCTGCAGAAAAAGCCAAGGATATGTACGA

GCCAGCAGCAGCGGTAATACGGAGGTGGCAAGAGTAGTCCGGATTTACTGGGTGTAAAGTGCGTGTAGGCGGAGA

TTCAAGTCAGATGTGAAATCTCAGCGCTTAACCCTGAACCTGCATTTTAAACTGAATCCCTTGAGTATCGGAGAGGCA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCAGCCTGCTGGACG

ACAACTGACGCTGAGGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16084;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGACGGT

CTTCGGGTCGTAAAGCTCTGTCTTCAGGGACGATAATGACGGGATCTGAGGAGGAAGCCACCGCTCACAACGCGCCA

GAAGCCGCGGTATTACGCAGGTGGCGAGCGCTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAAGTTGGGTGCTGCATTTCATACTGGAAGGCTGGAGTGCAGGAGAGGTGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGATTCACTGGGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16087;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4224),g:Intestinimonas(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CCTCTGGTTTGAAACCGCTTTCAGCAGGGAAGACTTCGACTGTACCTGCAGCAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGTAGTGCAA

GTCAGATGTGAAAATTATGGGCTCAACCGCTAACCTGCGTCGGAAACTGTTCATCTTGAGTACTGGAGAGGCAGGCG

GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACAGCAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16090;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTACACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGTGTGAGAGTAACTGTTCACGCACGGACGGTAACCAACCA

GAAAGTCACGTCTAACTAAGTGCCAGCACCCTCGGTAATACGTATGTGGCTAACGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGGCTGATGTGAAAGCCTTCGGCTTAACCGGAGAAGTGCATCGGAAACCGGGCG
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ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16088;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTTAAGGAACATAATGACGGTACTTGAGGTGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAACGTTATCCGGAATTACTGGGCGTAAAGGGGGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAGCCGGAGTAGGGCTTGGAAACTGGGGAACTTGAGTGCAGGAGAGGGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16089;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Erysipelotrichia(0.9726),o:Erysipelotrichales(0.8

955),f:Erysipelotrichaceae(0.8505),g:Turicibacter(0.7643); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAAAGGCTCTGGTAGGAAATGGCTAGAGTGTGACGGTACCTTAGGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACTTACGTGGCGAACGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGTTGAGTAAGTCTGAAGTGAAAGCCCACGGCTCAACCGTGGAGGGGCTTTGGAAACTGTTC

AGCTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCATAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16094;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGTACAATGGGGGAAACCCTGACGCAGCAATGCAGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCCGTCTGCAGGGACGATAATGCCGGTATCTGTGGAGGAAGCCACGGCTTACTACGTGCCA

GCAGCGCCGGCACTGCGCCGGTGGCAACCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATACCCGGGCTTAACTTGGGTGCTGCATTTCATACTGGAAGTCTAGAGTGCAGGAGAGGAGAAG

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGAGCTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16093;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACTCGAGGAAGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATTCGGATTTATTGGGCGTAAAGGGAGCGTAGGCGGACTATTAA



8623 

 

GTTAGAAGTGAAATACCCGGGCTCAACTTGGGTGTTGCATTTAAAACTGGTAGTCTAGAGTGTAGGAGAGGATAATG

GAATTCCTAGTGTAGCGGTGAAATTCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTTTCTCTGGTCTGTATCT

GACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16092;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTTTCTTCAGGGACGATACTGACGGTTCCTGAGGAGGTAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCAGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTGTAA

GTGAGGTGTGAAATACCCGGGCTCAACTTGGGGACTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGCGGAT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGAATGTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16096;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.4914),g:Lactobacillus(0.1735); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGTCTGATGGAGCAACACCGCGCGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTATTGTTGGAGAAGAACGTGAGTGAGAGTAACTGATAACGCCGTGCCGGTATCGAGCCA

GAAAGTGACGGCTAACTTAGTGCCCGCAGCCGCGCTAATACGTCGGTGGCAAGAGGTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCTGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGTCAGTGGAACTCCTAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGAG

GCGAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16095;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Gammaproteobacteria(0.9762),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCCTTCACGTTACCCGCAGAA

GCAGCACCGGCTAACACCGTGCCAGCAGCCGCGGTAATACGGAGCGTGCACGCGTGAATCGGAATTACTGGGCGTA

AAGCGCATGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAA

GCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGG

CGAAGGCGGTCCCCTGGACGAAGACTGACGCTCATGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16091;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9769),o:"Entero

bacteriales"(0.8846),f:Enterobacteriaceae(0.8146),g:Escherichia/Shigella(0.3915); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGCGTATAGTTAATACGTTTGTGCTTTGACGTTACCGGCAGA
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ATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACAGGGGAACTGCATCTGATACTGGCA

AGCTTGAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGAGCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCGGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16097;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCACCACCCCCCCGTGAGTAATGACGGTC

TCTGGGTTGTAAAGCCCAGCCTCCGGGGACAAGAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCCGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTGAA

GTGTGGTGTGAAATACCCGGGCTCAACTAGGGAGCTGCTTTGGAAACTGGAAAGCTAGAGTACAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGTTTACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16098;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0710),g:Clostridium_IV(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGTCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGTGTAGGCGGGCTTGCAA

GTCAGATGTGAAAACTATGGGCTCAACACATAGCCTGCATTTGAAACTGTAGGTCTTGAGTGAGGGAGAGGCAATCG

GAATTCCGTGGGTAGCGGGGAAATGCGTAGATATACGGAGGAAAACCAGTGGCGAAGGCGGATTGCGGGACAGTA

ACGGAAGCGGAGGCGCGAAAGCGAGGGGAGAAAACAGGATGAATACCCTGGTA 

>OTU16100;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Lactobacillales(0.9843),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTTAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGCATCTGTTTACGCAGTGACGGTATCAATACAG

ATAGTCTCGGCCAATTACGTCCGAGGAGCCGCGGCAATAGGTACGTGGCAAGCCTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACGGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCTGTTG

CGAAGGCAGCTGTCTGGACTGCAACTGACGCTGAGGCTCAAAAGCATGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16101;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG
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ATCGGCTAACTCCGTGCTAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCTGGAATTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTTGAAGTTTGCGGCTCAACCGTAAAATTTCAGTTTATATTGGATATCTTGAGT

GCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCATGCTAGGCTGCAACTTACATTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16102;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATCTATTATATGAATAAGGA

TCGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGAGTTATTGGGTGTAAAGGGAG

CGTAGGTGGATTGGTAAGTCAGTTGTGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGAAACTGTAAGTCTGGAG

TAAAGTAGAGGTAGGCGGAATTCGTGGGGTGGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGACTGTAACTGACACTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGT 

>OTU16099;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Gammaproteobacteria(0.4812),o:"Entero

bacteriales"(0.2359),f:Enterobacteriaceae(0.1098),g:Escherichia/Shigella(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTATTCATTGACGTTACCCGCACAA

AAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGAACGTAGGCTGTAATGTAAGTCAGAGGTGAAAGCCCACGGCTTAACCGTGGAACTTCCCTTGATACTGTACG

ACTTGAATGCGGGAGAGGATGGCGGAATTCCAGGTGTAGGGGTGGAATCCGTAGATATCTGGAAGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGCTATTGACGCTGAGGCGCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16104;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTCAGGCACGCATATCTGCTTGCATGTACTGCATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGCTGTTTAAGCGAGTTGTGAAATGTGGCGGCTCAACCGTCGAACTGCAGTTGGTACTGGATGTCTTGA

GTGCAGTTGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAGG

CAGCCTACTGGGGCGTAACTGACGTTGATGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16105;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTTGTTAGAGAAGAACGTGAGGGAGAGTAACTGGTCACGCAGTGACGGGATCTAACCA
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GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAAATAGTAGGGGGCAAGGGGTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTAGCTTAACCATAGAAGTTCATCGGAAACTGTCA

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAGTGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16103;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9784),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAACTAAAGGCAGTAACTGGTCATTCGTTGACGGTAATTACTTAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAAGTGCATCAGAAACTGTTGA

ACTTGAGTGCAGAAGAGGGGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16106;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9762),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCCACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGCGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAACGGCACGGCTAACTACGTGCCAGCCGCTGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTGTTGGGCGTA

AAGCGAGCGCAGGCGGGTTGGCAAGTCAGAGGTGAAAGCCTTTGGCTTAACCAAAGAATTGCCGCGGAAACTGTCA

GACTGGAGTGCAGAAGAGGAGAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

TGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16109;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGCTAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAACATAAGTGTAATGTGAAAGCCAGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTG

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCGAGGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTGTCGGGTCTGCAACTGACGCTGAGGCTCGAAAGTATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU16108;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9867),c:Gammaproteobacteria(0.9726),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGGGTGCGTAGGTGGTTTCTTAAGTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGA

AACTTGAGTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16107;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8412),f:Enterobacteriaceae(0.6709),g:Escherichia/Shigella(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCTGCGGGGAGGTAGGGAGTAAAGTTAATACCTGTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCTGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCGTGGAACTGCATCTGATACTGGCA

AGCTTGAGTGTAGTAGAGGCGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGAT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACACTCAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16112;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAAATACGTGCCAGCAGCCGCGGGAAAACGGAGGTGGCAAGGGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAGAAATCAGTCTAATGTTACAGCCCTCGGCTTAACCGAGGAACTGCATCGTAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGTTCTGCAACTGACGCTGAGTCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16110;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTATGGAATCTTCAACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGCGAAGAAGGTT

TTCGGATCGTAAATCTCTTTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCTTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTCGGAGGCAAGCCTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCGGGGCTTAACCGAGGAACTGCAGCTGAAACTGTTTTT
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CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGGC

GAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16111;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7162); 

ACGGAAGGCAGCAGTAGGGGATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTGGTTGGGGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGGAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAATTCTAATGTGAACGCCCTCGGCGTAACCGAGGAAGTGCATCGGAAACTGTT

TTTCTTGAGGGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATTCTTAGATATATGGAAGAACACCAGT

GGCGATGGCGGCTCTCTGGTCTGCAACTTACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16115;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9987),c:Fusobacteriia(0.9755),o:"Fusobacteriales"(0

.9389),f:"Fusobacteriaceae"(0.4563),g:Fusobacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTAATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTAAAGTGCATTCAAATGGGAAGAAAAAAATGACGGTACCAATAGAAACAGCGACGACTAAATACGT

GTCAGCAGCTGCCGTAATACGCAGTTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGTGGGTTGG

TAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTACTGCGTTGGAAACTGCCTCACTAGAGTAGCGGAGAGGTGA

GCGGAACTACAAGTGTTGAGGTGAAATTCGTTGATATTTGTAGGAATGCCGATAGAGAAGGCAGCTCACTTGACGAA

TACTGACACTGAAGCGCCAAAGCATTGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU16114;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Bacilli(0.8897),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCATTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGTGTAGGCGGGCCTGCAAGTCAGGTGTGAAATTCCAGGGCTCAACCCTGGAACTGCACTTGAAACTGTGG

GTCTTGAGTGATGGAGAGGCAGGCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16116;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9933),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Porphyromonadaceae"(0.2184),g:Parabacteroides(0.0326); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGGCGTAAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGTT

CTCTGGATTGTAAACTTCTTTTATGGGGGAATAAATTTCGGGACGTGTCTCGTTTTGTATGTACCTCATGAATAAGCAT

CGGCTAACTCCGTTCCAGCACCCGCGGTAATACGGAGGATGCGTGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC
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GTAGGTGGCCTTTTAAGTCTGCGGTGAAAGTGTGTGGCTCAACCAAAAAAGTGCAGTTGAAACGGGGGGGCTTGAG

TATGTTTGGGGAAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATAACGCAGAACTCCGATCGCGAAGGC

AGCTTGCCAAGCCATAACTGACACTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16113;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTAGGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGCGGCGGACGCGTTCAGCCTTTGCAAGTACCGCCAGAAGA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTGAGGGCGTTATCCGGATTTATTGGGCGTAAA

GCTAGTGCAGGCGGTTACTTAAGTCTGTTGGTAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTGAC

TTGAGTGTAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16117;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Pept

ostreptococcaceae(0.1291),g:Clostridium_XI(0.0230); 

GTGCCAGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATCACTGGACGTAAAGCGTGCGTAGGCGGTC

CATCAAGCCTGAGGTGAAAGGCAAAGGCTCAACCGTTGTAAGCCTTGGGAACTGTTGGACTTGAGTACAGGAGAGG

AAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTTCTGGA

CTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGGGTACTAGGTGTCGGCATGCGAGTGTCGGTGCCGCAGTTAACGCAATAAGTACCCCGCCTGGGGAGTACGGTCG

CAAGACTGAAACTTAAAGGAATTGACGGGG 

>OTU16119;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGTGGTCTGTTAAGTCAGCGGTGAAAGTTTGTGGCTCAACCATAAGATTGCCATTGAAACTGGGAGACTTG

AGTATGTTTGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGCTTAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16118;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATACGGGGGTAAAGTTATCCACGTGTGGATGTGTGCAAGTACCGTAAGCAAAAG

GACTGGCTACTTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGAGCGTTATCCGGATTTATAGGGTTTAAAGGG

AGCGTAGGCGGACGCGCAAGTCAGTTGTGAAAGTTTGGGGCTCAACCGTGAAATTGCAGTTGAAACTGGTTGACTTG
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AGTGCACATGAGGATGGTGGAATTTGTGGTGTAGCGGTGAAATGCATAGAGATCACGAAGAACACCGATTGCGAAG

GCAGCCATCCGGGGTGCGACTGACGCTGAGGCGCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU16120;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGGGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGATGTTGGTGCAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGATAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCGTAACCAAGGAACTTCATCGGAAAATGTTTTT

CTTTAGGGCAGAAGAGGAGAGTGGAACCCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAAAACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACGGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGAGTAGATACCCTGGTA 

>OTU16121;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGAGCGTAAAGCGCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTGGACGGCAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCTGCGGTAATACGTAGGGGGCCAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAGAGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTT

TGCTTGAGTGCAGAAGAGGCGGGTGGAACTCCATGTGTAGCGATGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGACTCACAGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16122;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATGTTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGCGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GAACGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGCCGGTAAGTCAGCGGTGAAAGGCCGCCGCTCAACCGGGGACTTGCGTTTGATACTGTTGGTCTTG

AGTGCGGATGAGGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGAAG

GCATCTCACTAGACCGCAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16124;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGCGAAGACGTA

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCAACGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGCCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGACTTTTAA

GTGAGAAGTGAAATACCGGGGCTCAACCGTGAGATTGCTGTGGATACTAGATAGCTGGAGTACAGTTGAGGCAGGC
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GGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCGCGAGGAACTCCAGTGGCGAAGGCAGCCTGCTAGACTGCA

ACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16123;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGGGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGGGTGAGTTGCCGTTGATACTGTACATCTG

GAGTGCGCTCGCCGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAA

GGCAGCTGACGAAGGGGCGATTGACGCTAAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16126;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGAGAATCTTCCACAATGGACGCAAGCCTGAAGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGCGAGCAACTGTTTACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTCCGTGCCAGCAGCCGCGCCAAAACGTCGGTGCCTTACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGTATCGGGAACTGTCAG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCCGGTCTGCAACTTACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16127;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6200); 

ACGGAAGGCAGCGGTAGGGAATCTTCCACAATGGACGAAAGTCTGGTGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGGTAGTGAAGAAATATAGAGGTTGTAACTGGCCTTTATTTGACGGTAATTACTTAGA

TAGTCACGGCTAACTACGTCCCAGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGAGGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAAC

TTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCGGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16125;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Ruminococcus(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGACGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCTGCGGTAATACGTAGGGCGCAAGCGTTGCCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGACCGACA

AGTCAGATGTGAAATCCACGGGCTTAACCCGTGGACTGCATTTGAAAATGTTGGTCTTGAGTATCGGAGAGGTAACC
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GGAATTTCTAGTTGTGGGGGGAAAAGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16128;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.2184),g:Bacteroides(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCATGCAGCGTGAAGGAGGACTGC

CCTATGGGTTGTAAACATCTTTTGTAAAGGAATAAAGTCGGGTATGGATACCCGTATGCGTGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGATGGATTTGTAAGCCAGTTGTGAAAGTTCGCGGCTCAACCGTGAAAGTGCAGTTGGTACTGTCGAGCTTGA

ATGGATGTGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACTCAGAACTCCGATTGCGAAGG

CATCTTGCTAAGGTGTAATTGACATTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16130;tax=d:Bacteria(0.0041),p:"Verrucomicrobia"(0.0000),c:Verrucomicrobiae(0.0000),o:Verrucomi

crobiales(0.0000),f:Verrucomicrobiaceae(0.0000),g:Luteolibacter(0.0000); 

ATCCAACACAGGGTCGCCAGCCATATCGGTATAAGTCAAAGCACCTTTCGCGTTAAGGTACTGAATCTCTTTAGTCGC

AGTAGGCGGAAACCGCACAAGCGCAAGAGTAAACATAGTGCCATGCTCAGGAACAAAGAAACGCGGCACAGAATGT

TTATAGGTCTGTTGAACACGACCAGAAAACTGGCCTAACGACGTTTGGTCAGTTCCATCAACATCATAGCCAGATGCC

CAGAGATTAGAGCGCATGAAAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTACCTCCAAATGAAGAAAGAA

CATCATGGTAACGCTGCATGAAGGAATCACGTGCTTGGTCAGTATGCAAATTAGCAGAAGCAGCTTGCAGACCCAGA

ATGGAAATAGATGTGGTAGAAGTCGTC 

>OTU16132;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGAAGCCGCGTGAGCGAAGAAGTA

TTTAGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTAAGTGC

GAGCAGCCGAGGTAGTACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACTCAGGGCTCAACTCTTGGACTGCATCGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGTT

TACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16131;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTATGTGGGGATAAAGTGGGGTACGTGTACCTCTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGAAGGCCGGGGGTTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGACCTGCGGCGCGAACTGGTTCTCTT
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GAGTAAGTTCGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGATAGCACAACTGACGCTAAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16129;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9820),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATTGGTGCAATCCTGATGGAGCACCTCTGCGTTCCTGTAGCATGGTT

TCGTCTTGTAACGCTCTCTTCTTTAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGTTATCCACCCAGAA

AGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAATCGTTATCCGGATTTATTGGGCGTAAAG

CGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCGAC

TTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACAAGAGGG

GAAGGCGGATGTCTGGCCTGCAACTGACGCTGAGGATCGAAAGCAGGGAGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16133;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCACGCAGCGTGCAGGATGACGGC

CTTCTGGGTTGTAAACTGTTTTTATAAGGGAATAAAGTGAGCCTCGCGAGGCTTTTTGCATGTACCTTATGAATAAGC

ACCGGCTAATTCAGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATCAAGCGTGATGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGATTCCTTGA

GTACGCGCAAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACACCGGTTGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16134;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8629),f:Enterobacteriaceae(0.7428),g:Escherichia/Shigella(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAATACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACCCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACGCCGTGCCAGCAGCCGCGGTCATACGGAGGGTGCAAGCGTGAATCAGAATTACTGGGCGT

AAAGCGCACGCAGGCGGTTTGTTAAGTCAGAGGTGAAACCCCAGGGCTCAACCTGGGAACTGCATCTGATACTGGAT

AGCTTTAGTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCAGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGTTGCGAAAGCGTGGGGAGCACACAGGATTAGATACCCTGG

TA 

>OTU16135;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGCGGCACGTGTGCCTGTTTGTAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGTAGGCCGAAGGTTAAGCGTGAGGTGAAATGTAGGCGCTCAACGGCTGCACTGCGTCGCAAACTGGCTATCTT

GAGTGAGCTCAAGGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCGACGAGAGTGTTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16137;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.5991),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGAGATTAAGCGTGTAGTGAAAAGTAGGTGGTCGACATCTGCACTGCAGCGCGAACTGGTCTCCTTA

AGTACGCACAAAGTGGGCGTAATTCGTGGTGTAGGGGTGAAATGCTTAGATATAACGAAGGACTCCGATTGCGAAG

GCAGCTCACTGGAGCGCCTCTGACGCTTAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACGCTGGTA 

>OTU16136;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Euba

cteriaceae(0.0710),g:Eubacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGGGCAACCCTGGCGCAGCAACGCCGCGTGATTGAAGAAGGC

CTTCGGGATGTAAAGCTCTTTAATCAGGGACGAATTTTTACGTTACTTGAAGAATAAGCTCCGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGGAGCAACGGTTATCCGGATTTACTGGGTGTAAAGGGTGAGTAGGCGGGCTGGTAA

GTTGGTAGTGAAATCCCGGGGCGTAACCGCGGAAATGCTTTTAAAACTGCTGTGCTTGAGTGCTGGAGAGGTAGGC

GGAATTTCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCATGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16140;tax=d:Bacteria(0.0024),p:Cyanobacteria/Chloroplast(0.0000),c:Chloroplast(0.0000),f:Chloropla

st(0.0000),g:Streptophyta(0.0000); 

CTCCCTCCCCCCCCATCTTTCTCTACTTCCCAAGAAGCTGTTCCGAATCAGAATGAGCCGCAACTTCGGGATGAAAATG

CTCACAATGACAAATCTGTCCACGGAGTGCTTAATCCAACTTACCAAGCTGGGTTACGACGCGACGCCGTTCAACCAG

ATATTGAAGCAGAACGCAAAAAGAGAGATGAGATTGAGGCTGGGAAAAGTTACTGTAGCCGACGTTTTGGCGGCGC

AACCTGTGACGACAAATCTGATAAAATTTATGCGCGCTTCGATAAAAATGATTGGCGTAGCCAACCTGCAGAGTTGTA

TCGATGCAATGACGCAGAAGTTAACAATTTCGGATATTTCTGATGAGTCGAAAAATTATCTTGATAAAGAAGG 

>OTU16138;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.7727),c:Fusobacteriia(0.4812),o:"Fusobacteriales"(0

.2359),f:"Fusobacteriaceae"(0.1098),g:Fusobacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGAAGAAAAAAATGACGGTACCAACAGAAGAAGTGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGTATGTCACAAGCGTTATCCGGAGTTATTGGGCGTAAAGCGAGCGCAGGCGGTTACT

TAAGTCTGATGTGAAAGACTGCGGCTTAACCGAAGAACTGCATCGGAAACTGGTTTTCTTGACTGCAGAAGAGGTGG
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GTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16141;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

TCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGCATCGTGAAGCTTTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATTCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGG

GCGTAGGCGGTCTGATAAGTGAGATGTGAAATGTCGGGGCTCAACCTGGGAATTGCCGCGCGTACTGTTAGACTTGA

GTGCACATGAAGTAGGCGGAATCCATCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTACTGTAGCGCATCTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16143;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfomicrobiaceae(0.0000),g:Desulfomicrobium(0.0000); 

ACTGTAGGCATGGGTGATGCTGGTATTAAATCTGCCCTTCAAGGCTCTCATGTTCCTAACCCTGATGAGGCCGTCCCTC

GTTTTGTTTCGGATGCTATGGCTAAAGCTGGTAAAGGACGTCTTGAAGGTTCGTTGCAGGCTGGCACTTCTGCCGTTT

CTGATGAGTAGCTTGATTTGGTTGCACTTGGTGGCAAGTCTGCCGCTGATAAAGGAAAGGATACTCGTGATTATCTTG

CTGCTGCATGTCCTGAGCTTAATGGTGGGGAGCGTGCTGGTGCTGATGCGTCCTCTGCTGGTATGGTTGGCGGCGGA

TTTGAGAATCAAAAAGAGCGTACTAAAATGCAACTGGACAATCAGAAAGAGATTGCCGGGATGAAAAATGAGACTC

GACAAGAGATTGCAGGCATTCAGGCGGCGACTTCACGCAAGAATACGAAAGAACAGGTATA 

>OTU16142;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.1872),g:Fusicatenibacter(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGAAGTAATGACGGTACCTGACTAAGAAGCCCCGGATAAATACGTGA

CAGCAGCCGCGGAAATACGTAGGGGGCACGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGG

CAAGTCTGATGTGAAAACCCAGGGCTCAACCGTAGAACTGCAGTGGAAACTGGCAAGCTTGAGTGTCGGAGAGGTA

AGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

ATGACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16144;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1098),g:Bacteroides(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGATTTTTAAGTCAGCGGTCAAAGCGTGGGGCTCAACCCCATCCAGCCGTTGAAACTGGGGATCTAG
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AGTGTGCGAGAGGTATGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16146;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Porphyromonadaceae"(0.2184),g:Barnesiella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTATGGATTGTAAACCTCATTAGGCGGGGAGCAATGCCGGGCACGCGTGCCCGGAGGGAGAGTACCCGCAGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGATCGTTAAGTCAGTGGTCAAATTGAGGGGCTCAACCCCTTCCCGCCATTGAAACTGGCGATCTT

GAGTGGAAGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAA

GGCAGCATACCGGCGCCCAACTGACGCTCATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16145;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9991),c:Actinobacteria(0.9861),o:Coriobacteriales

(0.9941),f:Coriobacteriaceae(0.9890),g:Parvibacter(0.9085); 

ATGGAAGGCAGCAGTGGGGTATTTTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGCGGGACGACGGC

CCTCGGGTTGTAAACCGCTTTCAGTGGGGACGATGGTGACGGTACCCACAGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTATCCGGATTCATTGGGCGTAAAGCGCGCGTAGGCGGCTGCCTAA

GCGGAACCTCTAATCCCGGGGCTCAACCTCGGGCCGGGTTCCGAACTGGGCGGCTCGAGTGCGGTAGAGGCAGGCG

GAATTCCCGGTGCAGCGGTAGAATGCGCAGATATCGGGAAGAACACCGATGGCGAAGGCAGCCTGCTGGGCCGTCA

CTGACGCTGAGGCGCGAAAGCTGGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16149;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Porphyromonadaceae"(0.7428),g:Parabacteroides(0.4787); 

ACGGCAGGCAGCAGTGAGGAATATTGGTCAATGGACGTGAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGAAGGTT

CTATGGATTGTAAACTTCTTTTATACGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCGTATGAATAAGCAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTGC

GTAGGTTGTTTTTTAAGTCAGCGGTGAAAGTGTGTGGCTCAACCATAAAATTGCCGTTGAAACTGGAAGACTTGAGT

GTGTTTGAGGTAGGCGGAATGCGGGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAGGGCA

GCTTACTAAACCATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16148;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:Bacteroidaceae(0.1679),g:Bacteroides(0.0423); 

CCGGGAGGCAGCAGTGGTTCCTCTTGCCCAATTTGTTTAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTATT

TCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGCAGGTTAAGC

CAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGCCTGCTTGAGTGCGGCAGAGGCAGGCGGA
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ATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTTGCTGGAGCGTAACTG

ACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16147;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0204); 

ACGGAGGCAGCAGTGAGGAATCTTTTTCCCTTGGCTGTCGCCTGAACCAGCCAAGCCGCGTGAGGGAAGAAGGTAC

AGCGTATCGTAAACCTCTATTGTCAGGGAACAAAGGCGGGGACTAGTCCCCGGATGAGGGTACCTGAAGAAAAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCCTGTTAAGTCAGCGGTAAAAGCCCGGGGCTCAACCCCGGCGAGCCGTTGAAACTGGCGGGCTGGA

GTTGGAGAGAAGTACGCGGAATGCGCGGTGTAGCGGTGAAATGCTTAAATATCGCGCAGAACCCCGATTGCGAAGG

CAGCGTACCGGCTCCACATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16151;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiales_Incertae_Sedis_XI(0.0000),g:Peptoniphilus(0.0000); 

GAAACAACCTGATTCGCGGCGTTGACAGATGTATCCGTCTGAATGCAATGAAGAAAACCACCATTACCAGCATTAACC

GTCAAACTATCAAAATATAACGTTGACGATGTAGCTTTAGGTGTCTGTAAAACAGGTGCCGAAGAAGCTGGAGTAAC

AGAAGTGAGAACCAGCTTATCAGAAAAAAAGTTTGAATTATGGCGAGAAATAAAAGTCTGAAACATGATTAAACTCC

TAAGCAGAAAACCTACCGCGCTTCGCTTAGGAGTTTAATCAT 

>OTU16152;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9903),o:"Fusobacteriales"(0

.9937),f:"Fusobacteriaceae"(0.9916),g:Fusobacterium(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCATTTGGGACGAAGTAAGTTCCGGTACCAACATAATAATCTACGGCTAAATACGTTC

CCGCAGCCGCTTTAATACGTATTTCGCAAGCGTTATCCGGATTTATTGGGCGTAAATCGCGTCTAGGCGGTTTGGTAA

GTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGTCAAACTAGAGTAATGGAGAGGTGGGCG

GAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAGATA

CTGACGCTAAAGCGCGAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16150;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCGGCACTTCAG

GTCAGCGGTGAAATACCGGGGCTCAACCCCGGGGCTGCCGTTGAAACCGGAGCGCTAGAATTCCGATGCCGTCGGA

GGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAGGCAGCATACCGGCGCCCT

ACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16153;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8864),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTGATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGGGTTGTGAAATGTGGTGGCTCAACAAGGGCATTGCTGCGCGAACTGTGAGACT

GTCGTGTGCGGGAAGTAGGCGGAATTCGGCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAAATCCGATTGCGA

AGGCAGCTTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16154;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.4224),g:Bacteroides(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCCGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATTTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGAGGGATGTTTAAGTCAGGTATGAAAGTTTGCGGCTCAACCGTAAAATTGAAGTTGATAAGAGATAGGTTGAG

TGCAGATTAGGCAGGCTGAATTCGTGGTGTCGCGGTGAAATGCTTAGGTAGCGCGCAGAACCCCGATTGCGAAGGC

AGCGTACCGGCTCCACTCTGCCGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTG 

>OTU16155;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9835),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.4563),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGACGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACTTTTAAGTCAGCTGTTAAATTCGGGGGCTAAACCATCGCATGCAGTTGAAACTGGAGGTCTTGAG

TGTACACAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16156;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3884),g:Alloprevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGTCGGGAATAAAATGCGGCACGTGTGCCGCTTTGCATGTACCGTCAGAAAAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGACTTTTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTTG

AGTGCGCGCAGGGGTGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 



8639 

 

>OTU16157;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGCCGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGTCAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATACGTCTGATGTGAAAGCCCACGGCTCAACCGTGGTACTGCGTCGGAAACCTTCAT

TCTTGCGTGCAGCAGATGAGAGTGGACCTCCATGTGTGGCGGTGGAATGCGTAGATATATGGAAAAACGCCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATTGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16158;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9704),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAGAGACTGAACCAGCCAAGTCGCGTGAGGGATGACGGG

CCTACGGATTGTAAACCTCTGTTGCCGGGGAGCAAGCGTGCGTTTGTGAACGCGCGTCGAGAGTACCCGGAGAAAA

AGCATAGGATAACTGCGTGCCAGTAGCCGAGGTAATACGGAGGAGGTGAGCGTTATCCGGATTTATTGGGTTTAAA

GGGTGCGTAGGCGGGATGCCAAGTCAGCGGTACAAATGCGGTGCTCAACGCCGTCGAGCCGTTGAAACTGGCGTTC

TTGAGTGAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGACCTCCGATTGCG

AAGGCAGCGTACCGGCGCCCCACTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16159;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Lach

nospiraceae(0.1098),g:Eisenbergiella(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCTTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTTTTCTTAGTGAAGAAGAAAGTGACGGTAGCTAAGGAATAAGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGATGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTG

TAACTGACACTGAGGCTCTAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16139;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGGGGATAAAGTGTTCCACGTGTGGCTTATTGCATGTACCGTATGGATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGTTTGTTAAGCGTGTTGTGAAAGGTTGGGGCTCAACCTGGGAATTGCAGTGGAAACTGGCAGACTTG

AGTACACAAGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGTAACTGACACTGAAGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16161;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATTCAGCGACGCCGCGTTAATGATTAAGTAT

TTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAAG

TCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGAATTGGAAACTGTAAAGCTGGAGTGTCGGAGAGGTAAGCG

GAATTACTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGATAA

CTGAAGCTGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAGATACAATGGTA 

>OTU16160;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Ruminococcus2(0.0615); 

ACGGGAGGCAGCAGTGGGGGACACTGCACAATGGGGGCAACCCTGATGCAGCGACGCCGCGTGAGCGATGGAGTA

CTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAGAATGACGGTACCTGACCAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCAA

GTCTGATGTGAAAACCCAGGGCTCAACTCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAAGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGACGGTG

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16162;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.3884),g:Roseburia(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGGGTGAAGAAGTA

TTTCGGTATGTAAAGCCCTATCAGCAGGGAAGAAAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGCACGCTA

AGCCTGATGTGAAAACCCGCGGCCCAACCGCGGGAGTGCATTGGGAACTGGCGGGCTGGAGTACCGGAGGGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGG

AGACTGACGCTGAGGCTCGGAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16163;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTAAGGGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGGTGGTAAGTCAGCAGTGAAATGTCCACGCTCAACTTGGAACGTGCGTTTGATACTGCCGTCCTG

GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGTACTTCTATTTCGAAC

GCCTCTCACCAATCCCCACTTTCCGCCCCTGCACGACAGCCCGCCTATCCAGCAGGATTAGATACCCTGGTA 
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>OTU16164;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3544),g:Clostridium_XlVa(0.0904); 

ACGGGAGGCAGCAGTGGTGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTAGGTATGTAAACCTCCATCAGTAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGTAAGCGCTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACACCGGAACTGCATTGGGAACTGAACAGCTAGAGTGCAGGAGAGGAAAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACTGTA

ACTGACGTTAAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16166;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGTTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGTGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCGGCCGAGTAAGTTAGCGGTGAAAGACCTGGGCTCAACCCTGGAAGTGCCATTAATACTGTTTGGCTTG

AGTGCTCGCGGCGCGAGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAAG

GCAGCTCGCGAGAGAGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16168;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9990),c:Fusobacteriia(0.9840),o:"Fusobacteriales"(0

.9889),f:"Fusobacteriaceae"(0.9879),g:Fusobacterium(0.0904); 

AAGGAAGGAAGCAGGGGGGAAGATGGGACAATGGACCAAGAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGT

TTTTCGGAATGTAAAGGGCTTTCAGGTGGGAAGAAGAAAGGGACGGTACCAACAGAAGAAGCGACGGCTAAATACG

TGCCAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGCATA

GTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCTATGCTAGAGTACTGGAGAGGTAC

GCGGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTCTCGGAATGCCGATGGGGCACCCACCTTACTCGACAGA

TACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGCTTAGCTACCCTGGTA 

>OTU16165;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTTTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGACAAGTCAGAGGTCAAATGTCTGGGCTCAACACGGTGTTGCCGTGGAAACTGGCGGGCTAG

AGTGCGAGCGAGGAAGGCGGAATGAATCGTGTAGCGGTGAAATGCATAGATATGATGCAGAACACCGATTGCGAA

GGCAGCTTGCGAGCGTGCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 
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>OTU16169;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.8146),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCTGGTTGTAAAGCTCTTTTTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGTCCAGCTACGTGACA

GCAGCCGCGGTTACATGTAGGTGGCCGGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16167;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1872),g:Oscillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGTGGGAAGAGCAGAAGACGGTACCTCTAGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGACGGGAAATCCATGGGCTCAACCCATGAGCTGCATGTGAAACTGTAGATCTTGAGGGGCGGAGGGGCCA

GCGGAATTCCTGGTGTGAGGGTGAAATGCGTAAGTATTAGGAGGAACACCAGTGGCGAAGGCGGATTGGAGGACG

ATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16170;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTTATAAGCGTGTTGTGAAATGGCGGGGCTCAACCTGGGCATTGGAGCGCGAACGGTGAGGCTT

TGGTGCGCAGGAAGGAGGCGGAAATCGGTGTTGAGCGGTGAAATGCTTAGGTATGACGAAGAACTCCGATTGGGA

AGGCAGCCTGCTGTGGCGCAACTGAAGCCGAAGCTCGGAAGCGTGGGTATCGAACCGGGTTTGATACCCTAGTA 

>OTU16172;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9726),o:Desulfovib

rionales(0.8955),f:Desulfovibrionaceae(0.7068),g:Desulfovibrio(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGTAAGGAAGAAACTAGGGTGCTCTAATCATCATCCTATTGACGGCACCTTCACAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAGGAGTGAAATCCCACGGCTCAACCGTGGAACTGCCCTTAAAACTGCTCA

ACTAGAATCCGAGAGAGGATGGAGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGTTCAATATTGACGCTGAGGTGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 
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>OTU16173;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.8505),g:Prevotella(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACTGC

CCTATGGGTTGTAAACTGCTTTTATAATGGAATAAAGTTAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGATTAAGCCTGTAGTGAAAGTTAGATGCTCAACGTCTACACTGCAGCGCGAACTGGGTTCCTTGAG

TACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGTGAAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16174;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Bacteroidaceae(0.0252),g:Bacteroides(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGT

CCTATGGGTCGTAAACTTCTTTAAACGCAGAGCTATTAGGGGTACGTGTGATCCGATGACCGTATGAGTAGATTAAG

GATCGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATGCGCAAGTCAGAGGTGAAATCCCCGGGCTCAACGCGGGAGTTGCAGTTGATACTGTCAGTCTA

GAGTGCGAGTGCGGTTGGAGGAATTAGTAGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACACCGATTGCGAA

GGCAGCTCACGGGGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16171;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Prevotellaceae"(0.0149),g:Alloprevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGCTGTGAAGTCCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGTCTT

GAGTGCGCGCAGGGGTGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAA

GGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16175;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9201),g:Prevotella(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGGTAGTGAAATGTCGGGGCTCAACCCGGGAATTGGAGTGGGTACTGTGGGGCTT

GAATGCTGCTGAAGTAGGCGGAATTAGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGGAACTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16176;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAATATCCACGCGTGGCTCGATGGGAGTACGGGAAGAACAAG

CATTGGCTTACTCCGTGCCCGCAGCCGCGGTAATAAGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGAGGGTAAGTCAGCGGTGAAATGTACACGCTCAACGTGGAACGTGCGTTGGATACTGGCGTCCTT

GAATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16177;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.1159),o:"Sphingobacte

riales"(0.0547),f:Sphingobacteriaceae(0.0149),g:Parapedobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTCTGTGTCGTAAGCTTCTTTTGACGGGGAGCTATAAGCTCTACGTGTCTGCCGATGAGAGTACTCGTCGAATCAGC

CTCCGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGTATGCGAGCGTTATCCGGACTTAGTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTTAAGTCAGGTGTGAAAGACCGCAGCTCAACTGTGGAATTGCCTTTGATACTAGCAGACTTGA

ATACTGGTGCCGTGAGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAGG

CATCTCACGAAGCAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16179;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Marinilabiliaceae(0.0149),g:Alkalitalea(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAATACGGC

CCTATGGGTCTTAAACGTCTTTTGTCCCGGAACAATAAGAGCCACGCGTGGCTCGTTGCGAGTACGGGAAGAACAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTGAGCTGTGAAATGTACACGCTCAACGTGGGACGTGCGGTGGGTACTGCCGTTCTG

GAATGCGGATGACGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAA

GGCAGCTCACGGATGCGTAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16181;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCGGCCACGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAATTCGGGTATGGATACCCGCTTGCATGTCCTTTATGAATAAGGA

ACGGCCAACTCCGTGCCAGCAGCAGCGGTAATACGGAGGATCCGAGCGTCATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTCTGCGGCTCAACCGTAAAATTGCATTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACACCGATTGCGAAGGC

AGTCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16178;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0113),g:Mariniphaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGCCGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCCAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCTGGAGTGAAATACCGGGGCTCAACACCGGGGCTGCTCTTGAAACTGTCGCGCTGG

AGTGCGGATGAGGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCAGGAAGAACACCGGTGGCGAA

GGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGAGAACAGGATTAGATACCCTGGTA 

>OTU16180;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCAGCGTGAGTGAAGAAGGT

TTTAGGATCGTAAAGCTCTGTAGTTGGTGAAGAAGGATAGAGGGAGTAACTGGCCTTTAATTGACGGTAAGCAACCA

GAAAGTCAAGGCTAACTACGTGCCAGCAGCCGCGGTAATAGGTAGGTGGCAAGCGATGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAATCCTAATGTGAAATCCCTCGGCTTAACCGAGGAACTGCATCGGATACTGTTT

TTCTTGAGTTCATAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU16182;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2902),o:Lactobacillales(0.1249),f:Lactob

acillaceae(0.0457),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTTTTTTGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGTGGTAATACGGAGGGGGCGAGAGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGATTG

GTAAGTTGGATGTGAAAGCCGTCGGCTTAACCGGAGTAGTGCAGTGGAAACTGGAGGACTTGAGTGCAGGAGAGG

AGGGCGGAACTCGTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGT

CTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16185;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.5991),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCATGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGCGCCACGTGTGGCTTATTGCAGGTCCCGTATGAATACGG

CCCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGCAGACTAG

AGTGCGAAGGAAGTAGGAGGAATCCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGTAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16183;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGAGAAAGCCTGATGCAGCAACGCCGCGTGAGCGCTGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTAATTGAGGAGGACGCCCCGGCGAACTACGTGCCA

GCAGCCGCGGTAATAAGTAGGGGGACAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCGTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTTTCGAAGGTGGCTCTAGGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16184;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Pept

ostreptococcaceae(0.1098),g:Clostridium_XI(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGG

TGCGTAGGTGGTTTCTTAAATCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGGAAACTTGA

GTGCAGGAGAGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16188;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTCGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATATGTAGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGGGGAGCTGCATCGGAAACGGGT

ATACTTGAGTGCAGGAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCGACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16186;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGAAGGCGGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCTTTATCCGGAAATACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

GAGTCAGCTGTGAAAACTATGGGCTCCACCCATAAACTGCAGTTGAAACTGTTATTCTTAAGTGGAGTAGAGGCGAG

CGGAATTCCGTGTGTTACGGTGAAATGCGTTGATATTCAGAGGAACACCAGTGTCGAAGGCGGCTTGCTGGGCTCTA

ACTGACTCTTAGGCTCGAAAGTTTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16187;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGAGTGAGGGATGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATTAATCAGAACTCCGCTTGCGAAG

TCAGCTTTCCAGCGCGCCACTGCCGCTTAGGCACGAACGCGTGGGGATCGCACAGGATTAGATACCCTGGTA 

>OTU16189;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.6350),g:Blautia(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCTGTATGTAAACTTCTATCAGCAGGGAAGAAAATTACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTTCCAG

CCGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGATCCGCAAG

TCTGATGTGAAAGGCAGGGGCTCAACCCATGGACTGCATTGGAAACTGTCGATCTTGAGTACCGGAGGGGTAAGCG

GAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16190;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCGAAGTCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGTTGTGAAAACCCGGGGTTCAACCCCGGGAGTGCAGTGGAAACTGTTTATCTGGAGTGCCGGAGGGGTAAG

TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCCGTGGCGAAGGCAGCTTACTAGGCTGTA

ACTGACGTTGAGGCTTGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16191;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCTTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGAGAGATCCATTGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTCTGCCGTGAAATGTCCACGCTCAACGGTGAAAGTGCGTTGCATACTGGTCCTCTTG

AATGAGTATGACGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACCCCGATTGCGAAG

GCAGCCCACGAATCCTTAACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16194;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Bacillaceae

_1(0.0000),g:Bacillus(0.0000); 

AGTAGAAATGCCACAAGCCTCAATAGCAGGTTTAAGAGCCTCGAAACGCGAAAAGTCAAAATAATAAGCGTGAAATT

CAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGT

CAATCCTGACGGATATTGCCTAGAAAAATTAGAGCCAATACCATCAGCTTTACCGTCTTTCCAGAAATTGTTCCAAGTA

TCGGCAACAGCTTTATCAATACCCTGAACAATATCAACCCCCCCAGAAGCATCCTCTGTGACGACATTATAAATATCCT

TTGCAGTAGCGCCAATTTGAGAAGAGCCATACCGCTGCTTCTGCTTTTGCTGATGAACTAAGTCAACCTCAGCACTAC

CCTGTCGAGTCATTTCTTTGATTTGGTCATTGGTACAAGACTGTCCA 

>OTU16192;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0355),g:Lachnobacterium(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTCTGGGTTGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTAGGTGTAAAGGG

AGCGTAGACGGATAGGCAAGTCTGATGTGAAATCCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTTTATCTGG

AGTGCCGGAGGGGTAAGTGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAA

GGCGGCTCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16195;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9733),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAAGGAGTAAAGTTAATACCTTTGCTCATGGACGTTACCCGCAGA

AGAAGCACCGTCTAACTCCGGGCGAGCAGCCGCTGCAATATGGCGGGTGGTAGCGTTAATCGGAATTACTGGGTGT

AAAGGGAACGCAGGCGGTTTGTTAAGCCAGATGTGAAATCTCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTGTAGGAGAGGGGGGCGGAATTCCAGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAATACCGGT

GGCGAAGGCGGCCCACTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16193;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.1299); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTCATGTAA

GTGAGATGTGAAATACCTGGGCTCAACTTAGGGGCTGCATTTGAAACTGGAGGTCTAGAGTGCAGGAGAGGTGAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGCGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16196;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9993),c:Gammaproteobacteria(0.9791),o:"Entero

bacteriales"(0.9063),f:Enterobacteriaceae(0.8864),g:Escherichia/Shigella(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAACGTTAATACCTTTGCTCATTGTCATTACCCGCAGAA

GACGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGGAGTTGCCATCGTTAATCGGAATTACTGGGCGTAA

AGCGAACGCAGGCGGTTTGTTAAGTCTGATGTGAAATCCCCTGGCTCAACCTGGGAACTGCATCTGATACTGGCAAG

CTTGAGTCTCGTAGAGGGGGGTAGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGC

GAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16197;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGAAGGCCGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAATAAGAGCCACGCGCGGCACGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGACTTATTGGGTTTAAAGG

GTGCGTAGGCGGAGTAGTAAGTCAGAAGTGAAATGTCCACGCTCAACGTGGGACGTGCGTTTGATACTGCCGTCCTG

GAGAGCGAATGCCGTGGGAGGAATTTGTGGTGTAGCGGTGAAATGCGTAAATATCACGAGGAACACCGGTTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16198;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Deltaproteobacteria(0.8614),o:Desulfovib

rionales(0.6881),f:Desulfovibrionaceae(0.4914),g:Desulfovibrio(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGAGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTAAGAAGGGAAGAAAATAGGGTGCTCTAATCATCATCATACTGCCGGTAACTTCAAA

GGAAGAACCGGCGAACTCCGTACCAGCAGACGCGGTACTACAGAGGGTGCAAGCGATAATCGGAATCACTGGGCGT

AAAGCGAACGTAGGCTGTTATGGAAGTCAGGGGTGAAATCCCACGGCTCAACCTTGGAACTGCCCTTGATACTGCCC

GACTTGAATCCGGGAGAGGTTGTCGGAATTCCAGGTGTAGCGGTGAAGTCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCTTGACCGGTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16200;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.8331),o:Lactobacillales(0.5766),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCGGGCTGTTAAGTCAGCGGTCAAATGTCAGGGCCCAACCTTGGCATGCCGTTGATACTGGCGGC
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CTTGAGTTCACACAAGGAAGGTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCG

AAGGCAGTCTCCTGGGGTGGGATTGACGCTGAGGCTCGAAAGTGCGGGAATCAAACAGGATTAGATACCCTGGTA 

>OTU16199;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Rumi

nococcaceae(0.7068),g:Clostridium_IV(0.3915); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTGTTCTTGGTGAAGATAATGACGGTAGCCAAGGAGAAAGCTCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGCAGGCGGCTCTGCAA

GTCAGGCGTGAAAGCTAGGGGCTCAACCCCTAAACTGCGCTTGAAACTGTGGAGCTTGAGTGAAGTAGAGGCGGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTCAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16202;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTCATTCGGGGATAATTTGTCGGTCGCGACCGCCGTTGCAGGTACCGCCATAAGAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGTGGACTGGCAAGTGTGTTGTGAAATGCAGTGGCTCAACCTGCGCCCTGCAGCGCGAACTGGCGGTCTTG

AGTGCGTTCAGGGATGGTGGAATTCGTGGTGTAGCGGTGAAATGCTCAGATATCGTGAAGAACTCCGATTGCGAAG

GCAGGTGACCGGGCCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16201;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.0710),g:Parabacteroides(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCC

CTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAAGGGGGCTCGTGAGCCCCGTATTGTATGTACCATCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGATTGTTAAGTCAGTGGTCAAATTGAGGGGCTCAACCCCTTCCCGCCATTGAAACTGGCGATCTTG

AGTGGAAGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCTTACTAAACTATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16203;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.0560),g:Lachnoanaerobaculum(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTGGACAATGGGGGGAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTACGTAAAGCCCTATCGGCCGGGAAGAAGTAAGAGCCGCTACCTCAGTAAGAAGCCCTGGCTAACTACGTG

CCAGCAGCCGCGGCAATACCAAAGGCGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGAGAG

GCAAGTCTGAAGTGAAATGCGGGGGCCCAACCCCCGGACTGCTTTGGAAACTGTCAGTCTGGAGTGCAGGAGAGGT
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AAGCGGAATGACTAGTGTAGCGGTGAAGTGCGTAGATATATGGAGGAACATCAGTGGCGAAGGCAGCTTACTGAGC

TTTTACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16205;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0110); 

ACGGGAGGCAGCAGTTAGGAATATTGGGCAATGGAGGAAACTCTGACCCAGCAACGCCGCGTGAAGGATGAAGGT

TTTCGGATTGTAAACTTCTGATCTGAGGAAAAAAACAAATGATGGTACCTCAGGAGAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGTAGGTTGCGATT

TAAGTTAGGTGTGAAAGCCCAAGGCTTAACCTTGGAACTGCATCTAAAACTGGATTGCTAGAGTACAGCAGGGGTAA

GCGGAATTCCTAGCGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16206;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCATGACGACGGC

CCTCTGGTTTGTAAACTGCTTTTTTAGGGAGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATACGG

ACCGGCGAATTCCATGCCAGCAGCCGAGGTGATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTTAACCTGGGCATTGCATCGCGAACTGTGAGACTTG

AGTGCGGAGGAAGTAAGCGGAATTCCTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGACTAGATACCCTGGTA 

>OTU16204;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5195),o:Lactobacillales(0.2679),f:Lactob

acillaceae(0.1291),g:Lactobacillus(0.0230); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGT

AAAGGGAGCGTAGGCGGCATGGCAAGTCTGATGTGAAAACCCAGGGCTCAACCGTGGGAGTGCATTGGAAACTGTC

AAGCTGGAGTGTCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16207;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAATCCCGACCCATCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACTGTACCTGACGAATAAGCCACGGCTCACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGGTCAACTCGTGGACTGCATTTGAAACTACAAGGCTTGAGTATAGGAGAGGCAATC
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GGAATTCCTAGTGGAGCGGTGAAATGAGGAGATATTAGGAGGAAAACCAGGGGCGAAGGAGGATTGCTGGACGAC

AACTGACGGTGAGGAGCGAAAGAGTGGGGAGAAAACAGGATTAGATACCCTGGTA 

>OTU16208;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0560),g:Tannerella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTCGCGTGAGGGATGAAGGC

CCTACGGGTTGTAAACCTCTTATATAAGGGAATAAAGGACATCACGAGTGATGGTTTGCATGTACCCTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGATAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGGTTGTTAAGTCAGTGGTGAAAGTCAGGGGCTCAACCATGGAATTGCCGTTGAAACTGTCGGGCTTG

AGTACATGCGGGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCATAGAGATCGGGCAGAACCCCGGTCGCGAA

GGCGGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16209;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0710),g:Roseburia(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCCGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCCTTGACGTTACCCGCAGA

AGAAGCACCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGCAGGCGGAAGGCTAATTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACTGCATTGGAAACTGGTA

ATCTAGGGTGGAGGAGGGGTAAGTGGAATTCCTGGGGTGGCGGTGAAATGCGTAGATATTAGGAGGACAACCAGG

GGCGAAGGCGGTCAACTGGACGATAACTGACGCTGAGGCGCGAAGGCGTGGGGAGAAAACAGGATTAGATACCCG

GTA 

>OTU16210;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCCGAACCAGCCATGCAGCGTGAAGGACGACGGC

CCTATGGATTTTAAACTTCTTTTGTCGGAGAGCAATAAGGGTCTCGTGTGCTCCTTTGAGTGTATCCGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTCGGGTAAGTGAGCCGTGAAAAGCCACCGCTCAACGGGGGACGTGCGTTGGAAACTGTTGGACTG

GAGTGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAGGAACACCGATTGCGAA

GGCATCTCACGAGTCCGCAACTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16212;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7068),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCCGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCTTATTGCAGGAACCCTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGCAAGGTCCAGGCGTTATCCGGATTGATTGGGTTTAAAGGGA

GCGTAGGCCGTTTGATAAGCCAGTTGTGAAATGTCGGGGCTCAACCCGGGAACTGCAGTGCGAACTGTGTGTCTTGA
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GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGGGCAACTGGCGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16211;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9726),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTATGTTGTTGAAGAAGAACGTACGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTATGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGCTACTTAAGTCTGATGTGAAAGCCTTCTGCTTAACCAAAGAAGCGCATTGGAAACTGGAAG

ACCTGAGTGCAGAAGAGGAGTGTGGAACTCCATGTGTAGCGGTGAAATGCGTCGATATATGGAAGAACACCAGTGG

CGAAAGCGGCTCTCTGGTCTGCAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAACCAGGATTAGATACCCTGGTA 

>OTU16214;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

ACTCTCTTCCACGAGCTTGATGCGGTTATCCATCTGCTTATGGAAGCCAAGCATTGGGGATTGAGCAAGAGTAGACAT

GCCACACGCCTCCATCGCAGGTTTAAGAGCCTCGATACGCTCAAAGTCAAAATAATCAGCGTGACATTCAGAAGGGT

AATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGTCAATCCTGAC

GGTTATTTCCTAGACAAATTAGAGCCAAGACCAGCAGCTTTACCGTCTTTCCAGAAATTGGTCCAAGTAGCGGCAACA

GCGGTAGCAATACCAGGAAAAATATC 

>OTU16215;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Sphingobacteriaceae(0.0113),g:Parapedobacter(0.0056); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCGGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTTTAAGCTTCTTTAGACGCAGAGCAATAAACGCCACGCGACGTCCGATGAGAGTATGCGTACAATAGGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTGTGCAAGTCAGAGGTGAAAGGCCCGGGCTCAACCCGGAGAGTGCCGTTGATACTGGGCGACTG

GAGTGCGGATGCGGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACACCGATTGCGA

AGGCATCTCGCAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16216;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0149),g:Dysgonomonas(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAACGGACGAGAGCCTGAACCAGCCATGCAGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTATTCGGAGAGCAATAAGGGTCTCGAGAGACCTGTTGCGAGTATCTGTTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGAGTGCAAGTCAGCTGTGAAATACAAGAGCTCAACGCGTGAGTTGCCGTGCATACTGGTCATCTGG

AATGCTCTTGACGTGGGTGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAAG

GCAGCTCACGAAGGGGCGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 
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>OTU16213;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Graci

libacteraceae(0.0149),g:Gracilibacter(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGAGGAAACTCCGACGCAGTGACGCCGCGAGTAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGTTAGGGAAGAAGAAAGACAGGACATAAGGAGGAAGATCCGGCGAACTACGTGC

CAGCACCCGCGGGAATACGTGGAGAGCGAGCGTGATCCGGATTTATTGGGTGTAAGGGGTGCGTAGACGGGCATG

CAAGTTGGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACCAAAACTGTCTGTCTTGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTTACTGGACTG

TAACTGACGTTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16218;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGCAGGATTAAGGCC

CTGTGGGTTGTAAACTTCTTTTGACTGGGGGTAAAATGCTCCACGTGTGGAGCGTTGTAAGTACTATTCGAATAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGAATTATTGGGTTTAAAGGGTG

CGTAGGCCGTGGATTAAGTCAGTGGTGAAATGTAGGAGCTCAACGGTTGAATTGCAGTGCATACTGGCCGGCTTGA

GTACTGTTAACGCGGGCGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATGACTAAGAACACCGATTGCGAAGG

CATCTCGCGGAAGAGCAATTGACGCTGAAGCACGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16217;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.2171); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTAGGCGTAAAGGGAGCGTAGGCGGATTGTTAA

GTGAGATGTGAAATACCCGGGCTTTACTTGGGTGCTGGATTTCAAACTTGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGCAGGCGGGTTTCACGCTTGGA

CACTGACGCTTAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16219;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Lach

nospiraceae(0.0113),g:Clostridium_XlVa(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGCAGGCGGCGCGCCAA

GTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAAACGGCGTGCTCTGGTGCGTGCGAGGGCGGCG

GAATGCGTTGTGTGGCGGTGAAATGCAATGGTGTGTCGCAGGACTCCGATTGCGAAGGCAGCTTTGCAGCGCGCTA

CTGGCGCTTAGGGACGAAAGCGGGGGGATCGAACAGGATTTGGTACCCTGGTA 
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>OTU16221;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9805),o:Lactobacillales(0.9753),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCTCTCTGTGACGGTATCTAACCAT

AAAGTCACGGCTCACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTTGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCGGATGTGAAAGCCTTTGGCGTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTGGAGTGCAGAAGAGGACAGTGGAACTCAATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTATGAAAATGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16223;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACCGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCGGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGGATGTGAAATGCCGGGGCTCAACGTGGGCAGTGCATCGCGAACTGGGGGACTT

GAGTGAGTAGGAAGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCTTGCTGTGGGGCAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16220;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Parapedobacter(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAAGAAGGC

CCTATGGGTCGTAAACTGCTTTTGACGGGAAGCAAAGACATCTACGTGTACGCCGTTGAGAGTACTGCACGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGAATGTTAAGTCTGACGTGAAATGCACCGGCTCAACCGGTGATTTGCCTTGGAAACTGGCTGGCTTG

AGTACTGTCGACGCGGGCGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAAG

GCAGCTCGCGAAGCCGCAACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16222;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGTCTGATGCAGCCATGCCGCGTGAATGAAGAAGGA

TTTCGGGATGTAAAGTACTATCAGCGGGGAGGAAGGGAGTAAAGTTAATACATTTGCCCATTGACGATACCCGCAGA

AGAAGCACCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGAGGGTGGAAGCGTGAATCGGAATTACTGGGCG

TAAAGCGCACGCAGGCGGTTTGTTAAGCCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGC

AAGCTTGAGTGTCGTAGAGGGGAGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATGCCGGT
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GGCGAAGGCGGCCCGCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16225;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0230); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGAGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCAACGTCTGCACTGCAGCGCGAACTGGCAGAC

TTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCG

AAGGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGCATCGAACAGGATTAGATACCCTGGTA 

>OTU16224;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Gammaproteobacteria(0.8897),o:"Entero

bacteriales"(0.5023),f:Enterobacteriaceae(0.3204),g:Escherichia/Shigella(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGCACTTTCAGTGGGGAGGAAGGGCGTAAAGTTAATACCTTGACGCTTTGACGTTACCAACAGA

ATAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGCGCGCAGGTGGTTTGGTAAGGTCGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGAAACTGGC

AAGCTTGAGTATCGTAGAGGGTGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGT

GGCGAAGGCGGCCACCTGGACTGATACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16227;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9812),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGTGAAGAAAGATACAGTTCCTAACTCGCCTTTCTTTGACGGTTATTACTTAGA

AAGTTACGTCTAACTACGTGCCAGCAGCCTCTGTAATACTTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

CGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGGCGTGGGCGCAACCGGAGAATTGCATCAGAAACTGTTGAAC

TTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16228;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9892),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.6681); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGCGTGAAGACGGTC

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGTCTAACTCCGTGCCCGCCGCCGCTGTAATACGTAGGTGGCAAACGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGGGTT
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TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16226;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.5174),c:Spirochaetia(0.2902),o:Spirochaetales(0.12

49),f:Spirochaetaceae(0.0457),g:Treponema(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCGA

GCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGAGAACTGCATGGCTAG

AGTTAGTGAGGGGAAACCGGAATTCCAGGTGTAAGGGTGAAATCTGTAGATATCTGGAAGAACACCAATGGCGAAG

GCAGGTTTCCAGCACATAACTGACGCTCAGGTGCGAAGGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16231;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Bacillales(0.0000),f:Alicyclobaci

llaceae(0.0000),g:Alicyclobacillus(0.0000); 

TTCACAGTCGGGAGAGGCGTGGCCTTCACACCCTCCTTCATGCACTTCATCCACTGTTCACCCTAAACGTGACGATGA

GGGACATCAAAAGTCAAAATGTCTACAGTAGAGTCAATAGCAAGGCCACGACGCAATGGAGAAAGACGGAGAGCG

CCAACGGCGTCCATCTCGAAGGAGTCGCCAGCGATAACCGGAGTAGTTGAAATGGTAATAAGACGACCAATCTGACC

AGCAAGGAAGCCAAGATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTGTGAATATTAGACATAATTGAGCCT

CAAGTAAGGGGCCGAAGCCCCGGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTGTACGCGTGCC

TGTAGTACCTCGCAACGGCGGCGGACG 

>OTU16229;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8087),c:Alphaproteobacteria(0.5579),o:Rickettsial

es(0.2039),f:Anaplasmataceae(0.0904),g:Ehrlichia(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGAGTGAAGACGGC

CTTTGGGTTGTAAAGCTCTTTTTGTAGGGAAGATAATGACGGTACTCGCCGAGGAAGTCATGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGGGCTAGCGTTATTCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTAAAAGTGAAATACCCAGGCTTAACCTGGGAATTGCATTTAAAACTGGTAATCTAGAGAGTGAAAGAGGATAGAG

GAATTCCTAGTGTAGAGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGTCTATCTGGTGTGAAA

CTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16232;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8864),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAGTATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTACGAATAAG

GACCCGCTGATTCTGTGCTAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATACGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTATGAGTCTTG
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AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGTGCAACTGACGCTGAAGCGCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16230;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Bacilli(0.9740),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCCACGCCGCGTGAGTGAAGAAGGT

CTTCGGATAGTAAAGCTCTGTTGTTGGTGAAGATGGATAGAGGTAGTAACTGGCCTTTACTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGAGTTGTCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAGTAAGTCTAAAGTGAAAGCCCTCGGCTTAACCGTGGAACTGCATCGAAAACTGTT

TTTCTTGAGTGCGGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAAATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16233;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2864),g:Lachnospiracea_incertae_sedis(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAACGAAGAAGTA

TTTCGGTATGTAAAGTTCTATCAGCAGGGAAGATTATGACGGTACCTGACCAAGAAGCCCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGAGAGCGTAGACGGTAATGTAA

GTCTGAAGTGAAATGCAGGGGCTTAACCCCTGAACTGCTTTGGAAACTATGTAACTGGAGTACCGGAGGGGTAAGC

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16234;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATTGGTTAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACTGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTCGTCTGTTAAGCGGGTTGTGAAATGTCGGGGCTAAACCTGGGAATTGCAGCGCGAACTGGCGGACTT

GGGTGAGCAAGAAGTAGGCGAAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACAAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAAAGGAATTAGATACCCTGGTA 

>OTU16237;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudo

monadales(0.0000),f:Pseudomonadaceae(0.0000),g:Pseudomonas(0.0000); 

ACAGTCCAAATCATCAGCGTGCCCTTCAGAAGGGTACTAAGAACGAACCATCAAAACGCCTCCAAGCTTTTGAGGCCT

GCAAACATACAATTGGGAGGGTGTCAATCCTGACGGTTATTTCCTAGACAAATTAGAGCCAATACCATCAGCTTTACC

GTCTTTCCAGAAATTGTTCCAAGTATCGGCAACAGCTTTATCAATACCATGAAAAATATCAACCACACCAGAAGCAGC
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ATCAGTGACGACATTAGAAATATCCGTTGCAGTAGCGACAATATGAGAAGAGCCATACCGCGGATGCGGCGTTTGCT

GATGAACTAAGACAACCTCAGCACTAACCGTGCGAGTCATGGCGTTGATGTGGTCATTGGT 

>OTU16236;tax=d:Bacteria(0.0058),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XI(0.0000),g:GpXI(0.0000); 

AGGAGTCGCTCGCGCTCACCGGCTTCTTTTCCATGGTAATAAGCCGACCACTCTGACCAGCACGGAAGCCAAGATGT

GAAAGGTCATGCGGCATACGCTAGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCC

CTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGC

GGACGACCAGGGCGAGCGCCAGAACGTGTGTTACCTTTAGACATTACATTACTCCTTCTGCACGTAATTTTTGACGCA

CGGTTTCTTCTGCGTCAGTAAGAACGTCAGTG 

>OTU16235;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGCCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGCATGTACTATATGAATAAGGA

TCGGCTAACTCCGCGCCAGCAGCCGCGGTAATATGAAGGATCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTTCGGCTCAACCGTAAAAGTGCCGTTGATACTGTGAGTCTTGAG

TACAGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCAGTTGCGAAGGC

AGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16240;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTTTTGTTCGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGGAGA

CTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16238;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Gammaproteobacteria(0.5195),o:"Entero

bacteriales"(0.2679),f:Enterobacteriaceae(0.1291),g:Escherichia/Shigella(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTCGGTAGCAAGCGTTGTCCGGAATGACTGGGCGT

AAAGGGTGCGTAGGTGGCTAGGCAAGTTGGTAGTGAAATTCCGGGGCTTAACTCCGGCGCTACTACCAAGACTGTTT

AGCTTGAGTACAGGAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16239;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9900),c:Gammaproteobacteria(0.8897),o:"Entero

bacteriales"(0.7252),f:Enterobacteriaceae(0.5273),g:Escherichia/Shigella(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTATCAGCGGTGAGGAAGGGAGTAAAGTTAGTACCTTCACTCATTGACGTTACCCGCAGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCATTTATGACTGCAG

GACTCGAGTTTGTCAGAGGGGGGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTG

GCGAAGGCGGCCCCCTGGACGAAGACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16241;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Prevotellaceae"(0.0560),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACACTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGAGGGATTGCAAGTCAGATGTGAAAGCCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTT

GAGTACTGGAGAGGCAGACGGAATCCCGTGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGATAACTGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16243;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATCGAGCAACGCCGCGTGAGTGAAGAAGGCT

TTCGGATCGTAAACCTCTGTTGTGGGTGACGAAGGATATAGCGATTAACTGTCCTTTATTTACCGCTAATCAACCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGGCCCGGCAATACGTAGATGGCAAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAGGTAAGTCTGATGTGAAAGCCCTCGGCTCAACCGGGAAACTGCATTGGAAACTGTTTCT

CTTGAGTGTCGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTTTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16244;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.4045),o:"Bacteroidales"(0.

1719),f:"Prevotellaceae"(0.0457),g:Alloprevotella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGCCTGAACCAGCAAAGCAGCGTGCAGGATGACGGC

CCTACGGGTGGTAAACTGCTTTTAGGCGGGCGAAAAGGGGCGGACGCGTTCCGCCTTTGCAAGTACCGCCAGAAAA

AGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATAGGGATGGTCCGGGCGATATCCGGATTTAGTGGGTTTAAA

GGGAGCGCAGGCGGACCCGTAAGTGAGTTGTGAAATACGCAGGCTCAACCGTCGTACTGCAGTTGAAACTGGAAGT
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CTAGAGTTCACACAGGGATGCCGGATTTCCTGGTGTAGCGGTGAAATGCTCAGATATCAGGAAGAACCCCAATCGCG

AAGGCAGGCATCAGAGCTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16242;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGTGTGAAGAAGGTC

TTCGGATCGTAAAACTCTTTTGTTGGAGAAGAACACAGTAGAGTTTAACTGTTTATTCATTGACGGTATCTACCCAGCA

AGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAAAG

GGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGGCT

TGAGTGCAGAAGAGGGGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCG

AAAGCGGCTCTCTGGTCGGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16245;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTGGTGAAATGCAGGCGCTCAACGTCGGCACTGAAGTGCGAACTGCGCAGCTT

GAGTGCGCGAAACGTTGGCGGAATTCGCAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATGGCGAA

GGCGGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16246;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGTGAAGAACGTGCGTGCGATCAACTGTTCACGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCCCTGTACTACGTATGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTTGGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTGAGA

CTTGAGAGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGAGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16247;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGTA

ACTCGTTATGTAAACCTCTATCAGCAGGGAAGATAGTGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGTAGGGCA

AGTCAGATGTGAAAGGCCTGGGCTCAACCTGTGGACTGCATTTGAAACTGTCCTGCTGGAGTGCAGGAGGGGTAAG
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TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16248;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.4914),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTGCTTTTGTTCGGGAATAAAGAGCGGGACGTGTCCCGTATTGCATGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGAGTGTTAAGCGTGACGTGAAATGTTGATGCTCAACATCTGAAGTGCGGCGCGAACTGGTAGTCTTG

AGTGAGTGCGATGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACAATGGCTCTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16249;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Prevotellaceae"(0.0252),g:Paraprevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGT

TCTATGGATTGTAAACTGCTTTTGTGGGGGAATAAAGTGCTGGATGCGTCGCGTTTTGTATGTACCTTATGAATAAGC

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGGA

GCGCAGGTGGGCTTTTAAGCCAGCGGGGAAAGTTTGTGGCTCAACCAGAAAATTGCGGTGGGAACTGGAGGGCTTG

AGTGGGTGTGGGGCAGGCGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATCGCGAA

GGCAGCTTGCCAAGCCATAACTGACGCTGAAGCACGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16250;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.8864),g:Blautia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAGTGAGGGGACCTGACTAAGAAACGCCGGCGAAATACGTGCCA

GCAGCCGCGGGAATACGTGGGGGGGAAGAGTGATCCGGATTTACTGGGTGTAAAGGGAGTGTAGACGGTGTGGCA

AGTCTGATGTGAAAGGCATGGGCTCAACCTGTGGAGTGCATTGGAAACTGTCATACTTGAGTGCCGGAGGGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16253;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfovib

rionales(0.0000),f:Desulfovibrionaceae(0.0000),g:Desulfovibrio(0.0000); 

ACGGTACAGCTGATGGTATTGGCTCTCATTTGTCTCGGAACTCCCCGTCAGGATTTACACCCTCCCCATTTTATGTTTTC

ATGCCTCCAAATCTTGGAGGCTTTTTTATGGTTCGTTCTTATTACCCTTCTGAATGTCACGCTGATTATTTTGACTTTGA

GCGTATCGAGGCTCTTAAACCTGCTATTGAGGCTTGTGGCATTTCTACTCTTTCTCAATCCCCAATGCTTGGCTTCCATA

AGCAGATGGATAACCGCATCAAGCTCTGGGAAGAGATTCTGTCTTGTCGTAGGCAGGGAGGTGAGTTCGATAATGG
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TGATATGTATGTTGACGGCCATAAGGCTGCTTCTGACGTTCGTGATGAGTTTGTATCTGGGACTGAGAAGTTAAGGG

ATGAATTGGCACAATGCTACA 

>OTU16251;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.9085); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGT

CTTCGGATCGTTAATCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAAGGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTCGC

GAAGGCAGCTCTCTAGTCTTTAACTGACGGTCACGCTCGAAAGCTTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16252;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2607); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTCGTAAACTGCTTTTATATGGGGATAAAGTGTGCCACGTGTGGCATATTGTAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGATTGTTAAGCCAGTCGTGAAAGTTCGCGGCTCAACCTGGACATTGCAGTGCGTACTGTGAGTCTTGA

GTGCAGAGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCCGCTGGAGTGCAACTGACGCTGATGCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16254;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:"Prevotellaceae"(0.8505),g:Prevotella(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAATAAAGTGAGTTTCGTGAGACTTTTTGCATGTACCTTATAAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTGGACATCTGCACTGCAGCGCGTGCTGATTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAGTGCTTAGATATCACAAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGCGCAACTGACACTAGAGCTCGAAAGTGCAGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16255;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGAGGATAAAGTGTACCACGTGTGGCATATTGTAGGTATCATATGAATAAGG

AGCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTTAACCGGGGCAATGCAGTGCAAACTGGATGACTGG
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AGTGCGCAGGAAGTATGCGGAATTTGTCGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCATACTGTGGCGGAATTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16256;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTATCGCATGCACAAG

GACCGGCTAATTCCGTGCCAGCAGTCGCGGTAATAAGGAAGGTCCGGGCGTTATCTGGATTTATTGGGTGTAAAGGG

AGCGCAGACCGCCGGGCAAGTGTGATGTGAAATGCAACGGCTCAACGTCTGCACTGCATCGGGAACTGCCCAGCTT

GAGTACGCGCGACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGGGAAGAACTCCGGTGGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCAGGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16258;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGTGTTGTAAACTGCTTTTATAGGGGGATAAAGGGTGCTACGTGTCGCATATTGCACGTACCCCTTGAATCAGG

ACCGGCTAATACCGCGCCAGCAGCCGCCGTTATCCGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGGAGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGGCTGG

AGTGCGCAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTAGCGTAACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16257;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGAGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAGTTACGTGCCAGCAGCCGCGGTTATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTTATAAGCGTGATGTGAAAAGTCGGGGCTCAACCTGGGCATTGCATCGCGAACTGTGATACTTG

AGTGCGCAGGAAGTAAGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACACCGATTGCGAAG

GCAGCCTACTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16260;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9776),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGTTCTGTCGTCGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGACGGAAAAATAAGTCTGATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTT

TTGCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGT
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GGCGAAGGCGGCTCACTGGTCTGCGACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16259;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Negativicutes(0.9740),o:Selenomonadales(0.91

72),f:Veillonellaceae(0.9015),g:Allisonella(0.4351); 

ACGGGAGGCAGCAGTGGGGAATCTTCGGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTGTGATCCGGGACGAAGGCATGGCGGGAGAACATGGATTGATCTTGACGGTACCGGAA

AAGCAAGCCACGGCTAACTACGTGCCAGCAGCGGCGGTAAGACGTAGGTGGCAAGCGGTGTCCGGAATTATGGGG

CGTAAAGCGCGCGCAGGCGGCCGTGCACGTCCATCTTAAAAGCGTGGGGCTAAACCACATGAGGGGTTGGAAACTG

TAGGGCTGGAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACC

GGTGGCGAAGGCGACTTTCTAGACGACAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU16262;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Lach

nospiraceae(0.0560),g:Ruminococcus2(0.0110); 

AGGGGAGGAAGAAGGAGGGAAGGGAGGAAAAGGGAGGAAAGGAGGATGGAGGAACGACGGGTGCGTGAAGAA

GGGTTTCGGCGCGTAAAGCTCTGTTGGACGTGAAGAAAGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATTAC

TTAGAAAGTCACGGCTAACTACTTGCCAGCAGCCGCGGTAATACGTAGGGGGACAGCGTTATCCGGATTTACTGGGT

GTAAAGGGAGCGTAGACGGAGAGGCAAGGCGGATGTGAAAACCCGGGGCTCAACGCCGGGAGTGCATGGGAAAC

TGTTTATCTGTAGTGCCGGAGGGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAGCACC

AGTGGCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATAC

CCTGGTA 

>OTU16261;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Bacilli(0.7114),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGATGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGCAGGCGGGACTTCAAGTTGGATGTGAAAGGTCAAGGCTTAACCTTGGCACTGCATCCAAAACTGTAG

TTCTTGAGTGGAGTAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16264;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG
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GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGCCAAGTCAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTCG

AGTGCGTGCGAGGAAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16265;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.2184),g:Prevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATAAAGGAATAAAGTGAGTCTCGTGAGCCTTTTTGTATGTACTTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGGAGAGTAAGCGAGTTGTGAAATGTAGCCGCTCAACCTCTGAACTGCAGCTCAAACTGGTAGCCTTGAG

TACAGTCAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACACTGAAGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16263;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiaceae_1(0.1872),g:Clostridium_sensu_stricto(0.0519); 

GGTCAGCCGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGAGTATGTAGGCGGATA

TTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGGGCTGCATTTGATACTGGATGTCTGGAGTGCAGGAGAGGA

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGACTACCTGGAC

CGATACTGACACTGAGGTGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGAT

GTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGTC

GCAAGATTAAAACTTAAATGAATTGACGGGG 

>OTU16266;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.4914),g:Blautia(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCAGGAAGAAGTA

TCTCGGTATGTAAACCTCTATCAGCAGGGAAGATAGTGACGGTACCTGACCAAGACGCCCCGGCTAACTCCGTGCCA

GCAGCCGCGGCTCTACGTCGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGTATGGGCTCAACCTGTGGACTGCCTTGGATACTGTCGTGCTTGAGTGCAGGAGGGGTAAGC

GGAATTCATGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCAGCTTACTGGACGGTA

TCTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16269;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1872),g:Alloprevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGTGGCGGACGCTTTCCGCCTTTGCCAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGG
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GAGCGTAGGCGGGCTAGTAAGTCAGCTGTGAAATCCGGCGGCTCAACCGTCGGACTGCAGTTGATACTGGTGGGCT

TGAGTGAGGGAAGGGGAGTTGGAATTCATGGTGTAGCGGTGAAATGCGCAGAGATCATGAAGAACTCCAAGCGCG

AAGGCAGATGCCCGGAGCGCAACTGAAGCTGAGGCTAGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16270;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8629),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAAAGCCGCGTGAGTGAAGAAGGT

TTTCGGAGCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTGGACGGTAACCAACAA

GAAAGGCACGGCTAACTACGTGCCAGCAGCGGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGCCTGATGTGAAAGCCCTCGGCTTAACCGCTGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGACGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAGCTCCGGTT

GCGAAGGCGGCTCTCTGGTCTGCTACTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGT

A 

>OTU16268;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2902),o:"Sphingobacte

riales"(0.1249),f:Sphingobacteriaceae(0.0457),g:Solitalea(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGCTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGATTGATAAGTTTGTGGTAAAATGCTTATGCTCAACATGTGTTGGCCTTGAAAACTGGCAGACTTGA

GTGAGAGCGAAGCATGCGGAATGAGTGATGTAGCGGTGACATGCATAGATATCACGCAGAACACCGATCGCGAAGG

CAGCATGCGAGGATTCGACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16267;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.4563),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGAGGTACGTGTACCTTTTTGTAGGTACCGCATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACGGGCAAGCGTGACGTGAAATGTAGCCGCTCAACCGCTGCTGTGCGGCGCGAACTGGCCAGCTTG

AGTGCGCACAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAG

GCAGCCGGCGAGTGCGCAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16272;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.8614),o:Lactobacillales(0.6509),f:Lactob

acillaceae(0.3204),g:Lactobacillus(0.0712); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGACTCGTAAAGCTCCGTTGTTACAGAAGAACGTGCGTGAGAGCAACTGTTCATGCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGACAGCAGCCGCGGTAAAATGTCCGTGGGAAGCCTTGTCCGGATTTATTGGGCGTAA
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AGCGAGCGCAGGCGGAAAAATAAGTGTAATGTGAAAGCCCTCGGCTCAACCGAGGAACTGCGTCGGAAACTGTTTG

TCTTGAGTGCAGTAGAGGTGAGTGGAAGTCCATGTGTAGCGGTGAAATGCTTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCTACTGACGCTAAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16271;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCGAAGTAGCGTGCAGGAAGACGG

ACCTATGGGTTGTAAACTGCATTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTTAGAATAA

GGAACGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAAAGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGGCT

TGAGTGCGCAGTAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATTACGAAGAACTCCGATTGCGAA

GGCGGCCTGCTGTAGCGTGACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16273;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

CCTATGGGTTTTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGTCGCTCACCGCCTGCACGGCAGCGCAAACTGCCCAGCTGG

AGTGCGCGGAAGGTTGGCGAAATTCGCCGGGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGGGTAACGGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGAAACCTGGTA 

>OTU16275;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATCGAGCCACACCGCGTGCGTGATGACGGGT

TTCGGCTCGTAAAGCTCTTTTTTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGA

AAGTCACGTCTAACTACGTGCCAGCAGCCGTGCTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGATTAGGTGTGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCAGCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCGGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16276;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAGTGGACGCAAGTGGGATGGAGCAAAGTCGCGGGAGTGAAGAAGAT

TTCCGGATCGTAAAGCTCTGTTGTAGGAGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA
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AAGCGAGCGCAGGCGGAAAAATAAGTCTACTGTGAAAGCCCTCGTCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGCGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTATATTGTCTGCCACTGACGCTGACTCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16277;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.4563),g:Oscillibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGAAGAGTAGAAGACGGTACACGACGAATAAGCCACGGCAAACTACGTGC

CAGCAGGCGCGGAAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGG

TAAGTCAGATGTGAAATCCACGGGCTCAACTCTTGAACTGCTTTTGAAACTACTCTTCTAGAGTATCGGAGAGGCAAT

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATATCTGGTCGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16274;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGAAGGT

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAATGAGTGCCACGTGTGGCCTATTGAAGGTACCCTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCTCGAACTGTGGGACTTGA

GTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAGGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16278;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAATCCGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGTTACTACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGTGA

GCGTAGGCCGTCGTATAAGTGTGTTGTGAAATGTCCGGGCTTAACCTGTGAATTGCATCGCGAACTGTGAGACTTGA

GTGAGCAGGAAGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16279;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0457),g:Lachnospiracea_incertae_sedis(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGGAGCGACGCCGCGTGAGCGAAGAAGG

ATTTCGGTATGTAAAGCTCTATCAGAAGGGAAGAAAATGACGGTAACTGAATAAGAAGCCCGGGCTAACTCCGTGCC

AGCAGCCGAGGGAATACGAAGGGGGAAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTCCGT

AAGTCTGTTGTGAAACCCATGGGCTCAACCCATGTCTTGCAATTGAAACTGCGCAGCTTGAGTACAGGAGAGGAAAG
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CGGAATTCCTTGTGTAGCGGTGACATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16282;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9851),o:"Fusobacteriales"(0

.9934),f:"Fusobacteriaceae"(0.8146),g:Fusobacterium(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

TTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCACCAGAAGAAGCGACGGCTAAATACGT

GCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTCGGTGGTTTG

GTAAGTCTGATGTGAAAATGCAGGGCTCAACTCCGTATTGCGTTGGAAAATGCCTAACTAGAGTAGTGGAGAGGTG

GGCGGAACTACAAGTGTAGAGGTGAAATGCGTATATATTTGTAGGAATGCCGATAGAGAGGTCAGCTCACTGGACG

AATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16280;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Porphyromonadaceae"(0.2184),g:Odoribacter(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAACAAGCTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTGATTAAGTTAGTGGGAAAAGGTCATGGCTAAACCCTGGACAGCAATTAATACTGGTCAGCTTGAG

TGCGGACGAGGTTGGCGGAATAAGTCGAGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATAGCGAAGGC

AGCTTACCAGACTGTGACTGACGCTGAAGCACGAGGGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16281;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.4563),g:Coprococcus(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAGAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTTGACA

AGTCAGAAGTGAAAGCCCGTGGCTCAACTGCGGGACTGCTTTTGAAACTGTGAGACTGGATTGCAGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16283;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGTTCTGTTGGCAGGGAAGAAAGATAGAGGTCGTAACTAGCCTTTATTTGACGGTTATTACTTAG

AAAGTCACGGCTAACTACGTGCCCGCAGGCGCGGTAATACTACGGTGGGTAGAGTTGTCCGGATTTATTGGGCGTAA

AGCGAGTGCAGGCGGTTCGATAAGTCTGATGTGAAAGCCTTCGGCTCAACCGGAGAATTGCATCAGAAACTGTTGAA
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CTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16284;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTCCTTTTATAGGGGGATAAAGTGTGCCACTTGTGGCATATTGCAGGTACCCTATCAATAAGG

ACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTCTAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGTGCGAACTGTGAGACTTGA

GTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTCCGATTGCGAAGG

CAGCCTGCTGTAGCGAAACTGACGCTGAAGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16285;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGCAGGAAGACGGC

CTTATGTGTTGTAAACTGTATCAACACGGGGATAAAGCGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GAACGGCTAATCCCGTGTCAGCAGCCGCGGTAATACGGAAGGCCTGGGCGTTATCCGGTTTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTGGTAAGCGTGATGTGAAATGTCGGGGCTCAATCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGGTTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16286;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTCGGCAGTGAAGAAAGATAGAGGTAGTAACTGGCCTGCATCTGATGGTAACTACTTA

GAAAGCGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGAAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAATCCTTCGGCTCAACCGGGGAATTGCATCAGAAACTGTTG

AACTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16287;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGT

CCTCTGGATTGTAAACCTCTGTCTTCGGGGACGAAACGAGACGGTACCCGAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCACGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTAGCT

AAGCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGTT

ACTGACACTGAGGCACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16289;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAACCTGCTTTTATAAGGGCATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGC

CCCGGCTAACTCTGTGCCAGCAGCCGCGGTCATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATCAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCAATGGCGAAGG

CAGCTCACTGGAGCGCAACTGACGCTGAGGCGCGAGAGTGCGGGTATCAAACAGGGTTAGATACCCTGGTA 

>OTU16288;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.4914),g:Lachnospiracea_incertae_sedis(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCA

GCAGCCGCGGTAATACGTATGGAACAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGCAA

GTCAGATGTGAAAATTATGGGCTCAACCCATAACCTGCATTTGAAACTGTACTTCTTGAGTACTGGAGAGGCAGGCG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16290;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGAGAAAGTGGGCCACGCGTGGCCTGTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGGGCCAGCAGCCGCGGTAATACGGAAGGGCAAGGCGTTATCCGGATTCATTGGGTTTAAAGG

GAGCGTAGGCCGCCTTTTAAGCGTGTTGTTCCATGTAGGGGCTCCCCCCCTGCACTGCCCCTCGAACTGGAGGGCTTG

AGTACACACAACGTAGGCGGAATTCTTGGTGTAGCGGTGACATGCTTAGTTATCATGAAGAACCCCGATTGCGAAGG

CAGCTTACTGGAGTGTAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16291;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiaceae_1(0.0000),g:Clostridium_sensu_stricto(0.0000); 

CACCATCCTAGCCAGATGCCCCGAGATTAGAGCGCATGACAAGTAAAGGACGGTTGTCAGCGTCATAAGAGGTTTTC

CCTCCAACTGAAGAACTACCATCATGGTAACGCTGCATGAAGTAATCACGTTCTTGGTCAGTATGCAAATTAGCATAA

GCAGCTTGCAGACCCATAATGTCAATAGATGTGGTAGAAGTCGTCATTTGGCGAGAAAGCTCAGTCTCAGGAGGAAG

CGGAGCAGTCCAAATGTTTTTGAGATGGCAGCAACGGAAACCATAACGAGCATCATCGTGATGAAGCTCATTAGGGT

TAGCCGCGGTACGGTCAGGCAGCCACGGCGCGTTAAAATAGTTGGTAGAGATATG 
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>OTU16293;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Streptomycetaceae(0.0000),g:Streptomyces(0.0000); 

CCTCGTCACGTTTATGGTGAACAGTGGATTAAGTTCCTGAAGGATGGTGTTCATGCCACTCCTCTCCCGACTGTTAACA

CTACTGGTTATATTGACCATGCCGCTTTTCTTGGCACGATTAACCCTGATACCAATAAAATCCCTAAGCATTTGTTTCAG

GGTTATTTGAATATCTATAACAACTATTTTAAAGCGCCGTGGATGCCTGACCGTACCGAGGCTAACCCTAATGAGCTT

AATCAAGATGATGCTCGTTATGGTTTCCGTTGCGGCCAGCTCAAAAACATTTGGACTGCTCCGCGTCCGCCTGAGACT

GAGCTTTCTCGCCAAATGACGACGTCTACCACATCGAGGGACAGTAGGGGTCTGCAAGCGGCTTATG 

>OTU16292;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9540),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Prevotellaceae"(0.1872),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACGGC

CCTACGGGTGGTAAACCTCTTTGGTGGGGGAATAAAGTGCGGGACGCGTACCGCATTGCATGTACCATTTGAAGAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGAAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGTCGCTCAACGGCGGACGTGCGGCGCGCACTGGTCCACTT

GAGTCCGCGTGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGCCGGTCGCACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16295;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CCTATGGTTTGTAAACTGCTTTTTGAGGGGGATAAAGTGTGCCACGTGTGGCTTATTGCAGGTACCCTATCAATAAGG

CCCCCCTAATTCTGTGCCAGCGGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGTTAAGCGTGTCGTGAAATTCCGGCGCTCAACGGGGAACGTGCGGCGGAAACTGGTCCACTTG

AGTACGGGAGAGGTTAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATTAGGAGGAACACCAATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16296;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGGCGGGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CTTATGGGTTGTAAACCGCTTTCAGAGGAGGATAAAGGGTGCCACGCGTGGCACATTGCAGGTACCCTATGAAGAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGACCTATAAGTGTGTGGTGAAATCTTGCGGCTCAACCGGGGGTTTGCCATGCGAACTGTGGGACTTG

AGTGCGCAAGAGGTATGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACCCCGATTGCGAAG

GCAGCATACTATAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16294;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9762),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5720); 
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ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGTTCTGTTATTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCCACCAA

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTGGGCTTAACCTAGGAACTGCATCTGAAACTGTTTT

GCTTGAGTGGAGTAGAGGAGGGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16297;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTTAAGCTCCGTTGTTGGTGAAGTAGGATAGAGGTAGTAACTGGCTTTTATTTGACGGTAATCAACCAG

AAAGTCTCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTACGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAGATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCGTCGGAAACTGTTGT

TCTTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTCGCTGGTCTGCAACTGACGCTAAAGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16298;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTACCACAATGGACGCAAGTCTGATGGAGCAACGCCGAGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGACCTGCATCGGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTTGAATGCTTATTTATATGGATGAGCACCAGTCGCA

GATCCAGCTCTCTGCTCTGCAACAGGCGCTGAGGCTCGAAAGCATGGATAGCGAACAGGATTAGATACCCTGGTA 

>OTU16299;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGCGGGAAGACTGC

TCTACGGGTTGTAAACTTCTTTTGTTTGGGAATAAAGTGCGGTACGTGTCCCGCACTGCATGTACCATTTGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAGAGGGA

GCGCAGGCGGTGGGATAAGCGTGAGGTGAAATTCCGGGGCTCAACGGCGGAAGTGCGGCGAGAACTGGTAGACTT

GAGAGTAGGGGAGGTTGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGAGATCACAAAGAACTCCGATTGCGAA

GGCAGCTGACGGTAGCACAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 



8675 

 

>OTU16301;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCTTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCTGATCAAGCGTGTAGTGAAATGCAGCCGCTCAACGTCTGAACTGCGGCGCGAACTGGCAGGCTT

GAGTGCGCGCGACGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16303;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGAGCGGACGTGTTCCGCTTTTGCAAGTACCGCCAGAAAAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGTTAGATAAGTCTGAGGTGAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAT

GATGTAAACGGCGCAGGCGGAATGAACCATGTAGGGGTGACATGCATTGATATGATGCAAAACACCGATCGCGAAG

GCAGCTTGCGAGGATACGATCGACGCCTAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16302;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Marinilabiliaceae(0.0252),g:Alkalitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTCGCGTGCAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTTGTAGCGGAGCAATATGGGTCTCGCGTGATCCGTTGAGAGTATCCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCCGAAGTTTAAGTGGGCTGTGAAATGCCGGGGCTCAACGGGGGAGGTGCCGTGGGAACTGGTAATCTG

GAGTGCGCTGGATGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGCAGAACACCGATTGCGAA

GGCAGCTCACGAAGGGGCGACTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16300;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0904),g:Blautia(0.0181); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCCCTGCTGTTGGTGAAGAAGGATCGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCA

GAAAGTTACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTCTCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGAGCAGCAAGTCTGGTGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAGCTGTA

CTGCTAGAGTGCTGGAGGTGTAAGTGGAATTCCTAGTGTATCGGTGAAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACAGTAGCTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATGCCCT

GGTA 
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>OTU16306;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACAGC

CCTATGGGTTGTAAACTGCTTTTAAAGGGGGAAAAGGTGGGCCACGGTGGGTTTATGGAAGGTACCGAATGAAAAA

GGACCGGCTATTTCCTTCCCGGCACCGCGGGTAATAGGGAGGGTCGGGGGGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16305;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9638),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3204),g:Alloprevotella(0.0615); 

ACGGTCGGCCTCCTTTCGGCCTCTTTCTCCCTGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGCCC

TCTGGGTTGTAAACTGCTTTTAGTCGGGAATAAAATGCGGCACGTGTGCCGCTTTGCATGTACCGTCAGAAAAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGGCGGACTTTTAAGTCAGCTGTTAAATTCGGTGGCTCAACCATCGCATGCAGTTGAAACTGGAGGTCTTGAGT

GTACACAGGGATGCTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGGCA

GGCATCCGGGGTACAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16304;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAGGACGGC

CCTATGGGTTGTAAACCGCTTTTGTCTGGGAGTAACGTGCGGCACGCGTGGCGTTTTGTGAGTACCAGAAGAAAAAG

CATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCGGTTAAGTGTGTCGTGAAATGTCGGGGCTCAACGTGTGACTTGCAGCGCATACTGGCCGACTTG

AGTGCGCACAACGCAGGCGGAATTTGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACCCCGATTGCGAAG

GCAGCTCGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16307;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9993),c:Fusobacteriia(0.9877),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9294),g:Fusobacterium(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAACGTCTGATCCAGCACTTCTGTGTGCACGATGAAGTTT

TCCGGATTGTAAAGTGCTTTCTGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGTGC

CAGCAGCCGAGGTAATACGGATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGATTGGTA

AGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTAGGC

GGAACTACAAGTGTAGAGGTGAAATTCGTAGATATTTGGAAGAACACCGATGGCGAAGCCAGCCCACTGGACGGAT

ACTGACGCTAAAGCGCGAGAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16308;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.8124); 

ACGGGAGTCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

GTTCGGTTCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATAAACAA

GAAAGTCACTGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAACGAGCGAAGGCGGAAAAATAAGTCTAATGTGAAAGCACTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACTACTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGTCTCGAAAGCATGGGTAGCGAAAAGGATTAGATACACTGGT

A 

>OTU16309;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9638),c:Epsilonproteobacteria(0.9038),o:Campylo

bacterales(0.7623),f:Helicobacteraceae(0.4914),g:Helicobacter(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAATGAAGAAGTA

TTTCGGTATGTAAAGTACTATCAGAGGGGAGGATAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGTAAAGAGCGCGTAGGCGGGCTAGCA

AGTAAGATGTGAAATCCTATGGCTTAACCAGAGAGCTGCATTTGAAACTGTTATTCTAGAGTATGGGAGAGGTAGGT

GGAATTCTTGGTGTAGGGGTAAAATGCGTAGAGATCAAGAGGAATACTCATTGCGAAGGCGACCTGCTGGAACATA

ACTGACGCTGATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16311;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0904),g:Barnesiella(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGTAACGTGCGGGACGCGTCCCGTATTGAGAGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTGATTAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAG

TACAGACGAGGTAGGCGGAATAAGTTAAGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16310;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Dorea(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGAGGCAACCCTGATGCAGCGATGCCGCGTGTAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGACGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGAGCTGCATTTAAAACTGTAATACTAGAGTGTGGGAGAGGCAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16312;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTCTTTGACGGTAATCAACCAG

AACGTCGCGGCTAACTACGTTCCAGCAGGCGCGGTAATACGTAGGGGGCAAGCGTGGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAAGTAAGTGTAATGTGCAAGCCCGCGGCTTAACCGAGGAACTGCAGCGGAAACTGTTT

GTCTTGAGTGCAGAAGGGGAGAGTGGAACTCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16313;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9604),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4224),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTTC

TTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGATTGCGATTAACTGTTCATTCGATGACGGTATCTACCCAGA

AAGTCCCGGCTAACTACGTGCCAGCAGCCGCGGTAATGCGTATGTTGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTACTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGTGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAGGAACACCAGTGGC

GAAGGCGGCTGACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16314;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9866),o:"Fusobacteriales"(0

.9941),f:"Fusobacteriaceae"(0.9892),g:Fusobacterium(0.1735); 

CCTTTCTTCCTCCTTTTTTCCTCTTTCCCCCTGGCCCCCACGTTTGATCCCGCAATTCTGTGTGCACGATGAAGTTTTTCG

GAATGTAAATTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATCCGTGCCAG

CAGCCGCGGTAATACGTATGTCGCACGCGTTATCCGGATTTATTGGGCGTAAAGCGCGTCTAGGCGGTTTGGTAGGT

CTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGAAACTGCCAAACTAGAGTACTGGAGAGGTAGGCGGA

ACTACAGGTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATGGGGAAGGCAGCCCACTGGACAGATACT

GACGCTATAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16315;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0457),g:Dysgonomonas(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCAAGTCGCGTGAGGGAAGACTGC

CCTATGGGTTGTAAACCTCTTTTATTCGGGAAGAATAAGTTTCACGCGTGGAACGATGCCTGTACCGAATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCGGGAGTTGCCGTTGATACTGATTTTCTTGA

GTGTACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATCGCGAAGG

CAGGTGTCCGGGGTACTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16316;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.3483),o:Lactobacillales(0.1483),f:Lactob

acillaceae(0.0560),g:Lactobacillus(0.0134); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAACCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCATTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTCATACGTAGGGGGCGAGCATTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCATGGCAAGTCAGTTGTGAAAACCCAGGGCTCAACTGTGGAACTGCATTGGAAACTGACTA

GCTGGAGTGTCGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACGATGACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16319;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGCAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTCATGAATAAGG

AACGGCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGGTGTTTAAGTCAGTAGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTAATACTGGATATCTTGA

GTGCGGTAGAGGCAAGAGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CGGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16318;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.4224),g:Prevotella(0.2171); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGCAGGACGAAGGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGAGTCTCGTGAGACTTTTTGCATGTACCTTGTGAATAAGG

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCTGGAGATTAAGTCAGTTGTGAAATGTAGACGCTCAACGTCAGAACTGCAGCGGGTACTGGTAGCCTTGA

GTACGGACGAGGTGGGCGGAGTTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16317;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.2864),g:Blautia(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTAGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTCACGCCGTGCAA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCA

AGTCTGATGTGAAAACCCAGGGCTCAACCCTGGAACTGCAGCGGGAACTGTCGAGCTGGAGTGTGGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGACGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 
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>OTU16320;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGGCGGAAGCCTGATGGAGCGACACCGCGTGAGTGAAGAAGGG

TTTCGGCCCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGATGAACACCAGTG

GCGCACGCGGCTCTCCGGTCTTTCACTGACCGTCACGCTCGAAAGCTTGGGGAGCCAACAGGATTAGATACCCTGGT

A 

>OTU16322;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGATGAAGGCT

TTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGTGAGTAACTGTTCACGCAGTGATGGTATCCAACCAG

AAAGTCACGGCTAACGTCGTGCCCGCAGCCGCGGCAATACGTCGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGTTGTTTAAGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCG

ACTTGAGTGCAGAAGAGGACAGGGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16321;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGTAGGGGCTCAACCCCTGCACTGCAGCGCGAACTGGAGGGCTT

GAGTACACACAAAGTAGGCGGAATTCATGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGTAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16323;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGATCCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGATGATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCGCGGTAATAAGTAGGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCTATGCAA

GTCAGATGTGAAAGCCCGGGGCTTAACCCCGGGACTGCATTTGAAACTGCGTAGCTTGAGTGCAGGAGAGGCAGGC
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GGGATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCCTGCTGGACTGAG

ACTGACGCTGAGGCTCGAAAGCGTTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16324;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.4311),c:Fusobacteriia(0.2321),o:"Fusobacteriales"(0

.1015),f:"Fusobacteriaceae"(0.0355),g:Fusobacterium(0.0066); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGAAATGGGAGCAAGACTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGAGAGGGACGAGAGATATAATCAGGAAATGGGTTATAGAGGACGGTACCTTTCGA

GGAAGCCACGGCTAAATACGTGCAAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGT

AAAGCGCGTCTAGGTGGTTTGGTAAGTCTGATGTGAAAATGCGGGGCTCAACTCCGTATTGCGTTGGACACTTCCTAC

CTAGAGTATTGGAGAGGTTGGCGGATCTACCAGTGTAGAGGTTAAATTCGTAGATATTTGTAGGAATGCCGATGGGG

AAGCCAGCTCACTGGACAGATACTGACGCTAAAGCGCGAAAGCGTGGGTATCAACCAGGATTAGATACCCTGGTA 

>OTU16326;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9769),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0181); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTCTGGGTTGTAAACTGCTTTTATGCGGGGATTAATTGGGCCACGCGTGGCCTTTTGCCGGTCCCGCATGAATAAGG

CCCGCCTAGTTCCGTGCCAGCAGCCGCGGTAATCCGGAATTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGCCGGGCAAGCGTGTTGTGAAATGCAGGGGCTCAACGTCGGGACTGCAGTGCAAACTGTCCAGCTGG

AGTGCGGGAAAGGTGGGCGGAATTCGCAGTGTAGCGGTGAAATGCTGAGATACGGGGAAGAACTCCGATTGCGAA

GGCGGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16327;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Prevotellaceae"(0.0710),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAGGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGACTGCGGCTAAACTGGAGCACGCCGTTGAAACTGGCGACCTGG

AGACGAGACGAGGGAGGCGGAACAAGTGAAGTAGCGGTGAAATGCATAGATATTGCGCAGAACTCCGATTGCGAA

GGCAGCGTACCGGCGCCCGACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16328;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCCGATGGAGCGACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAATATGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGTCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGAAAACTGTTTTT

CTTGAGTGCAGAAGAGGGAAGTGGAACTCAATGGGTAGCGGTGGAAGGCGTAGATATAGGGAAGAACACCAGTGG
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CGAAGGCGGCTCTCTGGTCTGCAACTGACGCGGAGGCTCGAAAGAATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16329;tax=d:Bacteria(0.0014),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Glycomycetaceae(0.0000),g:Glycomyces(0.0000); 

TTGTATGGCAACTTGCCGCCGCGTGCCATTTCTATGCAGGCTGCTTTCCGTTCTGGTGCTTCGTCTAAGAAGTTTACGA

TTGCTGCGGGTCAGTGGTGTCGTTATGCGCCTTCGTATGTTTCTCCTGCTTATCACCTTCTTGAAGGCTTCCCATTCATT

CAGGAACCGCCTTCTGGTGATTTGCAAGAACGCGTACTTATTCGCCACCATGATTATGACCAGTGTTTCCAGTCCGTTC

AGTTGTTGCAGTGGAAGAGTCAGGTGAAATTTAATGTGACCGTTTAGCGCAATCGGCCGACCACGCGCGATGCAATC

ATGACGGCGTGATAAAAGATTGAGTGGGAGGTTATAACGCCGAAGCGGTAAAAATTTGAATTTTTGCCGCTGAGGG

G 

>OTU16325;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0252),g:Clostridium_III(0.0076); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTGCAGGATGAAGGT

TTTCGGATTGTAAACTGCTTTAGATAGGGAAGAAACAAATGACGGTACCTATAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGCGCGTAGACGGACATG

CAAGTTGGCTGTGAAATCCCGAGGCTCAACCTCGGAACTGCAGCCAAAACTACATATCTTGAGTACTGGAGGGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTGGCGAAGGCGGCTTTCTGGACAG

CGACTGACGTTGAGGCACGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16330;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGAAAAAAGTGAGTCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAACAGCCGCCGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGATGTGAAATGTAGAGGCTCAACATTTGCATTGCTGCGAGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAGGAACTCCGATGGCGAAG

GCAGCTCACTGGAGCGAAACTGACGCTGAAGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16331;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGATCGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTCGTGAGAGCCGTTGAGAGTATGCGGAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGA

AGCGTAGGCCGGAGATTAAGCGTGTCGTGAAATGTAGCGGCTCAACATCTGTCCTGCGTCGCGAACTGGATTCCTTG
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AGTACGCACAACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTTACTGGAGCGCTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGATA 

>OTU16334;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.4914),g:Bacteroides(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGTCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTACGGGTCGTAAACTGCTTTTGGATAAGAATAAAGTGCAGGATGTATACCGTTTTGTATGTACTATAAGAAAAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGACTGTTAAGTCAGTTGTGAAATTTGGCGGCTCAACCGTCGGACTGCAGTTGATACTGTCAGTCTTGA

GTTCGCTCAGGGTTGCCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGGCTGTTACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16332;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9755),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGTTGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTAGTAAAACTCTGTTGTGGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATACAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAAGAAGTAGGTGGAAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTACTTAAGTCTGATGTTAAAGCCTTCGGCTTAACCGACGAAGTTCATCGGCAACTGGGG

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATTCGTAGATATATGGAAGAACACCCGTG

GCGAAGGCGGCTGTCTCGTCTGCAACTGGCGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16335;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGCGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGGAGGCCGCCGGGCAAGCGTGGTGTGAAAGTCCGTCGCTCAACGGTTGCACTGCAGCGGGAACTGCCCAGCTT

GAGTGCGGTCAACGTGGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16336;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Lach

nospiraceae(0.4563),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCTGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCATGGCAA

GTCTGATGTGAAAACCCAGGGCGCAACCCTGGGACTGCAGTGGAAACTGTCAAGCTGGAGTGTAGGAGAGGTAAGC
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GGAAGTCCTAGCGTAACGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGCTGACGGGACGAT

GAATGACGCTGAGGATAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16333;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7881),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1485),g:Lactobacillus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCTTAAAGCTCTGTTGTTGGTGAAGTAGGATAGAGTCAGTAACTGGTCTTTATTTTACGGTAATCATCCAGA

AAGTCTCGTCTCACTACGTGCCAGCAGCCGCGGTAATACGTCGGTGGCAAGCGCGGTCCGGATTTATTGGGCGTAAA

GCGAGTGCAGGCGGTTCAATAAGTCTGATGTGAAAGGCAGCGGCTCAACCGGAGAAATGCAGCAGAAAATGGGGA

ACTTGAGGGCAGAAGAGGAGAGGGGAACTCCATGTGTTGCGGGGGAAAGCGTAGGTATATGGAAGAAAACCAGAG

GCGAAGGCGGCTTACTGGACGATGAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16337;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

TCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGCCGGGCAAGCGTGATGTGAAATGCAGTGGCTCAACGTCTGCACTGCAGCGCGAACTGCCAGGCTT

GAGTGCGGGCAAGGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACACCGATTGCGAA

GGCAGCTGACGGGTGCATAACTGACGCTCAGGCTCGAAAGTGCGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16339;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0110); 

ACGGAAGGCAGCAGTGAGGAAGAGTGGTCAATGGGCGAGAGCCTGAAACAGCCAAGTAGCGTGCAGGATGACGG

ACCTATGGGTTGTAAACTGCTTTGAGGCGGGAAGAATGGCAGAAACGCGTGTCTGCTTGCAGGGACTGCATGAAAA

AGGAAAGGCTAATTCCGTGCCAGAAGCCGCGGTAATACGGAAGGGTCGGGCGTGATCCGGATTTATTGGGTTTAAA

GGGAGCGTAGGCCGCTGTTTAAGCGTGTCGTGAAATGCGGTTGCTAAACGATCGCACTGCGGCGCGAACTGTCCGG

CTTGAGTCCAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAGCTCCGATTGC

GAAGGCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16342;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.7428),g:Lachnospiracea_incertae_sedis(0.3915); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCATCAACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCTCCGGCTAAATACGTGCCAG

CAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGCAAG

TCAGATGTGAAAGGCCGGGGCTCAACACCGGAGCTGCATTTGAAACTGCATAGCTAGAGTTCCGGAGAGGCAGGCG
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GAATCCATAGTGTGGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCATAGGCGGACTGCTGAACTGTTA

GTGAAACTGAGGCACGAAAGCGTGGGGAGCAGACAGGATAAGATACCCTGGTA 

>OTU16340;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGGGAGAGCAACTGTTGACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAGTACGTACGTGGCATGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCGGGCGGTTTGATAAGTTCGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCAGCGGAAACTGTCA

GACTTGAGTGCGGAAGAGGACAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAATAGGATTAGATACCCTG

GTA 

>OTU16341;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACTTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGC

AAGCCAGCTGTCAAAGCCCGGGGCTCAACACCGGGACTGCATTTGAAACTGTTGGTCTTGAGTATAGGAGAGGTAAC

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16343;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9798),o:Clostridiales(0.9753),f:Lach

nospiraceae(0.8864),g:Clostridium_XlVa(0.7643); 

AAGGAAGGAAGAAGGGGGTAATAGGGGACAAGGGGAGAACGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGT

ATTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGC

AAGTCTGAAGTGAAAACCCAGGGCTCAACCCGTGGACTGCTTTGGAAACTGTTTTGCTAGAGTGTCGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16344;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Negativicutes(0.9776),o:Selenomonadales(0.96

85),f:Veillonellaceae(0.9480),g:Allisonella(0.6681); 

ACTTTATTCATCATTTTTTAATCTTCCTCAATTTACTAAATTCTTACTTATCAACGCCTCTTGAACGACTAAGGTCTTCGG

GTTGTAAAGTTCTGTGATCCGGGACGAAGGCATCAGTTGAGAACATTGATTGATGTTGACGGTACCGGAAAAGCAAG

CCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGC

GCGCGCAGGCGGCCGTGCAAGTACATCTTAAAAGCGTGGGGCTTAACCCCATGAGGGGATGGAAACTGCAGGGCTG



8686 

 

GAGTGTCGGAGGGGAAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCGGTGGCGA

AGGCGACTTTCTAGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16345;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTCGGTGACGAAGAATAGAGGTAGTAACTGGACTTTATCTGACGGAACTCCACCA

GAAAGTCACGGCTAACTCGGAGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGAATAATAAGTCTGATGTGAAAGCTCTCGGCTTAACCGAGGAACTGCAGCGGAAACTGTT

TTTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCGTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTTGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16347;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Pept

ococcaceae_1(0.2524),g:Peptococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGAAAGCCTGACGGAGCAATGCCGCGTGAGTGAAGAAGGC

CTTCGGGTTGTAAAGCTCTATCCTTGTCCAAGAGAGCAGAGTATAGTAACTGATAGTCTGAGGACGGTAGAAAAGAA

GGAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAAAACATAGGGGGTAAGAGTTGTCCGGAATCACTGAGCGT

AAAGGGCGCGTAGGCGGTCTGTTAAGTCGGATGTGAACTTTAAGGGCACAACCCTTAACGTGCAGCCTATAATGGCA

GACTTGAGTGCCGAAGAGGCAAGTGGAATTCCTAGTGTAGCGGTGAAGTGCGTAGATATTAGGAGGAACACCAGTT

GCGAAGTCGACTTGCTGGGCCGTAACTGACGCTGAAGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16348;tax=d:Bacteria(0.0041),p:"Actinobacteria"(0.0000),c:Actinobacteria(0.0000),o:Actinomycetales

(0.0000),f:Streptosporangiaceae(0.0000),g:Nonomuraea(0.0000); 

TATCAGCAAAACAGTTTGCATTATGGCGAGACATACAAGTCTGCAACCTGCTTAAACTCCTACGCAGAAAACCTACCG

CGCTTCGCTTGGTCCACCCCGCAGCGGCAAAAATTAAAATTTTTACCGCTTCGGCGTTATAACCTCACACTCAATCTTTT

ATCACGAAGTCATGATTGAATCGCGAGTGGTCGGCAGATTGCGATAAACGGTCACATTAAATTTAACCTGACTATTCC

ACTGCAACAACTGAACGGACTGGAAACACTGGTCATAATCATGGTGGCGAATAAGTACGCGTGCTGGAAAATCACCA

GAAGGCGGTTCAGGAATGAATGGGAAGCCGTCAGGAAGGGGATAAGCAGGAGAAACATACGAA 

>OTU16346;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1485),g:Clostridium_III(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGCGCGTAGGCGGGAATGC

AAGTCAGATGTGAAATCTAGGGGCTTTACCCCTAAACTGCATTTGAAACTGTATTTCTTGAGTGTCGGAGAGGTTGAC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16351;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Myxococc

ales(0.0000),f:Nannocystaceae(0.0000),g:Enhygromyxa(0.0000); 

GCATGGGAAGCCTTCAAGAAGGTGATCAGCAGGAGAAACATACGAAGGCGCCTAACGATCCCCCTGACCCTCAGCA

CTCTTAAACTTCTTCGCCGAATCACCAGAACGGAAAACATCCTTCATAGAAATTTCACGCGGCGGCAAGTTGCCATAC

AAAACAGGGTCGCCAGCAATATCGGTATAAGTCAAAGCACCTTTAGCGTTAAGGTACTGAATCTCTTTAGTCGCAGTA

GGCGGAAAACGAACAAGCGCAAGAGGAAACATAGTGCCAGGCTCAGGAACAAAGAAACGCGGCACAGAATGTTTA

TAGGTCGGTTGAACACGACCAGAAAACTGGCCTAACGACGG 

>OTU16338;tax=d:Bacteria(0.9827),p:"Proteobacteria"(0.1707),c:Deltaproteobacteria(0.0525),o:Desulfovib

rionales(0.0352),f:Desulfovibrionaceae(0.0086),g:Desulfovibrio(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGTAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTAATCGGAATTACTGGGCGTAAAGC

GCTCGTAGGCGGTATGTCAAGTCAAGGGTGAAAGCCCCGCGCTCAACGTGGGAACTGCCTTTGAAACTGGCAAACTG

GAGTGCGTGAGAGGATAGTGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTTCTGGACTGTAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16350;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.3483),o:"Sphingobacte

riales"(0.1483),f:Chitinophagaceae(0.0560),g:Chitinophaga(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGCC

CTCTGGGTCGTAAACTTCTTTTGTATGTGAGCAATAAGGTCCACGTGTGGACCGATGAGCGTAGCATACGAATAAGC

ATAGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGAGGCTTGGTAAGTCAGCGGTGAAATTCCAGTGCTCAACCTCGGCCGTGCCGTTGATACTGCTGGGCTTGA

ATGCGGATGACGTGGGAGGAATTTGTTGTGTAGCGGTGAAATGCATAGATATCAGACAGAACACCAATTGCGAAGG

CATCTCACTAATCCGCAATTGACGCTGAGGCACGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16349;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCTGCTTGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAG

AAAGTCACGTCCAACTACGTGCCCGCAGTCGCGGTAATACGTAGGTGGCTAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGGCTTCGGCTTAACCGAGGAAGTGCATCGGGAACCGGGCA

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGATGG
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CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16352;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Marinilabiaceae"(0.0149),g:Anaerophaga(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGTGGTGGAGCAATAAGACCTACGCGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGAATTATTGGGTTTAAAGGG

TGCGTAGGCTGTTTTGCAGGTCAGGCGGGAAAACCCAGAGCTTAACGCCGGGACGGCCTTTGATACTGTGCGGCTG

GAATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGAAATCACTCAGAACACCGATTGCCAA

GGCATCTCACAAAACCGCAATTGACGCTGAGGCACAAAAGCGTGGGGATCGAACAGGATTAGATACCCTTGTA 

>OTU16353;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Graci

libacteraceae(0.0904),g:Gracilibacter(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCTCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGGTGA

TTAAGTCAGATGTGAAAACTGAGGGCTCAACCCTGAGACTGCATTTGAAACTGGTCATCTTGAGGGCAGGAGAGGA

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGACGAAGGCGACTTTCTGGAC

TGTACCTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16354;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGATGCACCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAAACGGCAGTGTAA

GTCTGAGGTGAAAGGCCGGGGCTCAACCCCGGAACTGCATTGGAAACTGTGCGGCTGGAGTGCAGGAGAGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGGCGAT

GACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16356;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9671),c:Spirochaetia(0.9180),o:Spirochaetales(0.83

03),f:Spirochaetaceae(0.6350),g:Treponema(0.3479); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAATTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGTA

AAGGGCATGTAGGCGGTTTTGCAAGTTTGGCGGGAAATGCATAGGGTCAAACCATGAACTGCATTGAGAAATACAA

AAATTGAGTTACTGAGGTGGGACTGGAATTCCAGGTGTAGGGGTGAAAACTGCAGATATCTGGAAAAAAACCCATG
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GGGAAAGGAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAGGTGCGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16355;tax=d:Bacteria(0.7941),p:"Bacteroidetes"(0.1508),c:Sphingobacteriia(0.0324),o:"Sphingobacte

riales"(0.0231),f:Sphingobacteriaceae(0.0059),g:Pedobacter(0.0035); 

AAGGGAGGAAGGAGGGGGGGAGAGGGAAGAAGGGGAGAAAGAAGGAGAAAGAAACGAAGAGTGAGGGAAGAA

GGTTTTCGGATTGTAAACCTCTGTCGCAGAAGACGAAGGAAGGGACGGTATTCGGTGAGGAAGCCCGGGCTAACTA

CGGGCCAGCAGCCGCGGGAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGCGTAGGCTGT

GCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCGTGGGCTGCCCTTGATACTGTCGCGCTGGAGTGCGGATGCC

GCCGGAGGAATGAGTTGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCATCTTGCGAAT

CCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16357;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiales_Incertae_Sedis_XIII(0.1485),g:Anaerovorax(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAACAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGTGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCCCCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTATATATTAGGAGGAAGCCAAGAGGCGAAGGTAGCCTTTTGCCCTGTTAC

TCACACTGAGGCACGAAAGTGTGGAGCACAAAGAGGATTAGATACCCTGGTA 

>OTU16359;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGCACGATGAAGGT

CTTCGGATTGTAAACTTCTTTTATTAAGGACGAAGAAGTCGCGGTACTTAATGAATAACCTCCGTCTAACCACGCGCC

AGCCGCCGCGGTTATGCGTATGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCATGGGCTTAACCCGCGAACTGCGTTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16358;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1098),g:Oscillibacter(0.0134); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGTCTGACCCAGCAACGTCGCGTGAAGGAAGAAGGC

CCTCGGGTTGTAAACTTCCTTTAAGAGGGAAGTGCAGAAGACGGTACCTCTAGAATAAGCTACGGCTAACTAAGTGC

CAGCAGCTGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTCTGC

AAGTCAGATGTGAAATCCATGGGCTCAACCCAGGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGAGGGAGCAAT
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAATGGCGAAGGTGGATTGCTGGACGAT

TACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16361;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9851),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.3479); 

AAGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGACTGATGGAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATCGGAAAGAGCTGTGGTTTGTGAAGAAGGATAGAGGTAGTAACTGGCATTTATTTGACGGTAATCAACCA

GAAAGTCACGGATAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGTGGAAAAATCAGTCTAATGTGCAAGCCCTCGGCTTAACCGATGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGTAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACATGCTTAGATACCCTGTT

A 

>OTU16362;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8520),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGATCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGCTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGATATCAGGATTGTAA

CAGACGCTGAGGAACGAAAGAGTGGGGAGAAAACAGGATTAAATACCCGGGTA 

>OTU16360;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Euba

cteriaceae(0.0560),g:Eubacterium(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTATTTTCAGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATAAGTAGGGGGCAAGCGTTATCCGGAATTACTGGATGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGCTGTGAAAACTACGGGCTCAACCCGTGACCTGCAGTTGAGACTGTTATTCTTGAGGGGAGTGGAGGCGA

GCGGAATTCCGAGTGTGGCGGTGAAATGCGTAGATGTTCGGAGGAACACCAGTGGCGAAGGCGGCTCTCTGGTCTG

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16365;tax=d:Bacteria(0.0024),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylo

bacterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

GGCAGTAAAAGTCGTAACAAGGATTCTGTAGGTGAACCTGCAGAAGGATCATTAGTGAAGATTCAAGGGCCAGCCCT

ACCGACGTCCAATAAGTGTGTCTCTGGCGGCTCGCATCCACTATACATCCATAAACCCGTGTGCACTGTTCTAAGGAG

TAAGAAAGAAGAAGAGAGAGTGCATGTGCTTTGCATATAGCTCTCTCACTCTCTTTCTCTCTCCGGTTAATTACAAACT

CGTATGGATTGGTATGAACGTGAGATATATCGTTGGACCGTCACTGGCCAACAAATATAACACAACTTTCGACAACG
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GATCTCTTGGTTCTCCCATCGATGAAGAACGCAGCGAAACGCGATAGGTAATGGGAATTGCAGAATTCCGTGAAGCA

TCGAGTCTTTGAAC 

>OTU16363;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGCTGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTTGTTTGAGAAGAACGTTCGTGAGAGCAACTGTTCACGCAGTTACGGTATCTAACCAG

ACAGTCACGTCTAACTCCGTGCCAGCCGCCGCTGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTGGGCTTAACCGAAGAAGTGCATCGGAAACTGTCAGA

CTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGACTAGTCTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16364;tax=d:Bacteria(0.9073),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Sphingobacterium(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGAAGGAAGGAGGT

TCTATGGATTGTAAACTGCTTTTTTCGGGGGATAATAAGACTTTTGCGTAGGTTGATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTATATAAGTCAGAGGTTAAATGCTGCGGCTCAACCGTAGTATTGCTTGTAAACTGTGTGACTAGGA

TGAAAAAGGCGCAAGCGGAAAGGATCATGTTGCGGTGACAAGCATTGGTATGATTAAAAAAACCGAATGGCAAGGC

AGGTTGAGAGGATAAGATTGACGCTGAAGCACGAAAGCCTGGGGAACGAAAAGGAATAGGTAACCTGGTA 

>OTU16368;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2184),g:Flavonifractor(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAAAGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTCAGGGACAAAGAAAGTGACGGTGACTGAGGAATAAGCCACGGCTAAGTACGTG

GAAGCAGCCGCGGTAATACGTCGGCGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTG

CAAGTCAGATGTGAAAACTCAGGGCTCAACCCTTAGCTTGCATTTGATACTGTATTTCTTGAGTACTGGAGAGGCAGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGTCTGCTGGACAGC

AACTGACGCTGAGTCTCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16367;tax=d:Bacteria(1.0000),p:Firmicutes(0.9572),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Rumi

nococcaceae(0.3884),g:Oscillibacter(0.0423); 

ACGGAAGGCAGAAGTGGGGAATATTGGGCAATGGGAGCAAGCCTGACCTAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTAGTAAACTTCTTTTGTCAGGGACGAGTAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCTGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGAGGGC

AAGTCAGATGTGAAATCCACGGGTGCAACTCGTGATCTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCAATC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGAATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGAAACAAACAAGATTAGATACCCTGGTA 

>OTU16366;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2524),g:Oscillibacter(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGGAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTCTGGGGGACGAGCAGAAAACGGTCCTCATTGAATAAGCCCGGGCTAACTACGTGCA

AGAGCCCGCGGTATTAGGTAGGTGGGAACCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGCCGACA

AGTCAGATGTGAAATCCACGGGCTTAACCCGTAGACTGCATTTGAAACTGCTGGTCTTGAGTAACGTAGAGGTAGCC

GGAATTCCGTGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGGTTACTGGACTACA

ACTGACGGTGAGGCGCGAAAACGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16369;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Pept

ostreptococcaceae(0.3544),g:Clostridium_XI(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGAGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCATTGAAACTGGGAAGCTTGGGTGCAGGAGAGGGGGGT

TGAATTCCTAGGGTAGCGGTGAAATGCGTAGGTGTTAGGAGGAACACCAGTTGGGAAGGCGGCTCTCTGGACTGGA

ACTGACACTGAGGCACGAAAGCGTGGGGGGCAAACAGGATTAGATACCCTGGTA 

>OTU16372;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.7428),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACTCGAGGAGGAAGCCATGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTAGTAA

GTGAGAAGTGAAATACCCGGGCTCAACTTGGGTGTTGCATTTCAAACTGCAAATCTAGAGTGCGAGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGAA

TCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16371;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.2524),g:Eubacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGTAAGCGACGGCTAACTACGTGCC

AGCAGCTGCGTTAATACGTAGATGGCCAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAACTATGGGCCCAACCCCTGAACTGCAGTGGAAACTGTTATGCTTGAGTGGAGTAGAGGCAAGC
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GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTGGCTAGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16370;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.3639),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCCGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTTGATTA

AGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTAGAGTACAGGAGAGAGAGG

GGGAATTCCTGGGGTAGCGGTGAAATGCGTAGATATTAGGGGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAG

ACACTGACGCTGAGGCTCGAGAGCGGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16373;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Erysipelotrichia(0.9038),o:Erysipelotrichales(0.7

995),f:Erysipelotrichaceae(0.5991),g:Turicibacter(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATAAGGGAAGAACGACATTAGTAGTAAATGGCTAGAGTGTGACGGTACCTTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGT

AAAGCGCGCGCAGGCGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAGTTGCATTAGAAACTGGTC

GACTTGAGTGCGGAAGAGGGGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGT

GGCGAAGGCGGCTCCCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16376;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9784),o:"Bacteroidales"(0.

9707),f:Bacteroidaceae(0.9015),g:Bacteroides(0.8605); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTGGTGAAAGTTTGCGGCTAAAACGTAAAATTGCAGTTGATACTGTAAGTCTTGAG

TACAGTAGAGGGGGGAGGAATTCGGGGTGTAGCGGTGAAATGCTGAGATATAACGAAGAACTCCGATTGAGAAGG

CAGCTCACGGGACTGCAACTGAAACTGATGCTAGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16375;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Pept

ococcaceae_2(0.0113),g:Desulfotomaculum(0.0056); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGGGGAAGCCCCGGCTAACTACGT

GCCAGAAGCCGCGGTAATACGTAGGGGGCGAGCGCTGCCCGGACTGATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GTTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGG
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AAAGCGGGATTACCGGTGTAGCGGTGAAGTGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCAGCTTACTGG

AATGAGACGGACACTGAGGCGCGAAAGCGTGGGGAACAAACAGGATTAGATACCCTGGTA 

>OTU16377;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0457),g:Ruminococcus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAGGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

TTTTCGGATTGTAAACCTCTGTCGCCGAAGACGAAGGACGCGACGGTATTCTGTGAGGATGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATCCGCCGGGGGCGAGCGCTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGTCT

GGTAAGTTGGATGTGAAATACCCGGGCTTAACCTGGGGGGTGCATCCAATACTGTTGGTCTGGAGTATAGGAGAGG

AAAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTGCTGGA

CTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16379;tax=d:Bacteria(0.7564),p:"Proteobacteria"(0.1112),c:Deltaproteobacteria(0.0324),o:Desulfoba

cterales(0.0170),f:Desulfobacteraceae(0.0046),g:Desulfonema(0.0032); 

ACGGGAGGCAGCAGTCGGGAATTTAACACAATGGGGGAAACCCTGATGTAGCAACGCCGCGTGAGTGATGAAGGT

CTTCGGATCGTAAAGCTCTTTTAATAGGGAAGAAAAAAAGGACGGTACCTATAGAAAAAGCACCGGCTAACTCCGGG

CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTAATTCGGATTTACTGGGTGTAAAGCGCGCGTAGGCTGTTTAG

TAAGTTAGGTGTGAAAGTCCACGGCTGAAGCGTGGAAGTGCACTGGATACTGCTAGACTGGAGTATAGGAGAGTGG

GACCGAATTCCTGGTGTAAAGGTAGAATTTGTATATATCAGGAGGCACCACAGTGGCGAAGGCGGTTCTCTGGACTA

TTACTGACGCTGAGGTGCGCAAGTGTGGATAGCACACTGGCTTAGATACCCTGGTC 

>OTU16378;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9747),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGTGTGCGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTGTGATGTGAAAGCCATGGGCTTAACGGAAGAAGTGCAGCGGAAACTGGG

CGACTTGAGTGCAGAAGAGGAGAGCGGAACTCGATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16374;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAACGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGAAGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCCGCGGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGTAGGCGGATTATTAA

GTTAGAAGTGAAATCCCCGGGCTCAACTTGGGTACTGCTTTTCAAACTGGTAGTCTAGAGTGTGGAAGAGGAGAGAG
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GAATTCCTAGTGTAGCGGTGAAATTCGTAAATATTAGGAAGAACACCAGTGGCGAAGGCGATTATCTGGACTGTATC

TGACGCTGAGGCGCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16380;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Rumi

nococcaceae(0.1872),g:Papillibacter(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAATGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCTACGGCTATCTACGTGC

CAGCAGCCGCTGTTATACGTAGGTGGCAAGCGATGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGTCAGC

AAGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTAAAACTGTTGATCTAGAGAATCAGAGAGGATAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16382;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGGAAGCCTGAACCAGCCAAGCAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGCGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTG

AGTACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAG

GCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16381;tax=d:Bacteria(0.9827),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Clost

ridiaceae_1(0.0086),g:Caloramator(0.0043); 

ACGGAAGGCAGCAGTGAGGAAGATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGATGACGGT

CCTACGGATTGTAAACATCTTTGGGCGGGGAGGAACGGGCGGGACGGGTCCCGTATTGAGAGGACCGGAAGAAAA

AGCAGAGGCTAACGAAGGGCCAGCAGACGCGGTAATAGGTAGGGGGCGAGAGTGGTCCGGAATTACTGGGCGTAA

AGGGTGCGTAGGCGGTTTGGTAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGTCGGA

CTTGCGTGCCGGCGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATCTTAGGAGGAACACCGGTGGC

GAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16384;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGCTCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGCGGTATTAACTGGCCTTTATTTGACTGTAATCAACCAG

AAAGTCACGGCTAACTCCGTGCCAGCCGCCGCGGTACTACGTAGGTGGCAAACGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGGCTAATGTGAAAGCCCTGGGCTTAACCGAGGAACTGCAGCGGAAACTGGTT

GTCTTGAGTGCAGAAGAGGAGAGTGGAACGCCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT
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GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16383;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGT

AAAGCGTGCGCAGACGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCATTTATGACTGCAG

GACTCGAGTTTGTCAGAGGGGGGTGGAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTG

GCGAAGGCGGCTTGCTGGGCTCTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16385;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAA

AGGGTGCGTAGGCCGGCTGTCAAGTCAGCGGTAAAAATTCGGGGCTCAACGATCGCACTGCGGCGCGAACTGTCCG

GCTTGAGTCAAGTGGAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCCTAGATATCACGAGGAACTCCGATTG

CGAAGGCAGCTTACTGTAGTTGTACTGACGCTGAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16386;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.3204),g:Clostridium_IV(0.0181); 

ACGGGAGGCAGCAGTGGGGGATATGGTGCAATGGGGGAAACTCTGACACAGCAATGCCGCGTGCAGGATGAAGGT

CTTCGGATTTTAAACTTCTTTTGTCAAGGACGATATTGACGGTACGTGACGAATAAGCTCCGGCTAACTACGTTCCAGC

AGCCCCGGTAATACGTCGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGATTGGCAAGT

CAGTCGTGAAATCTGTGGGCTCAACTCACAAATTGCGATTGAAACTGTCAGTCTTGAGTGAAGTAGAGGCAGGCGGA

ATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACT

GACGCTGAGGCACGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16387;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCGGGGACGAGTCGAAGACGGTACCTGGCGAATTAGCCACGGCTAACTACGTACC

AGCAGCCGTGGTAATACGTAGGTGGCCAGCGTTGTCCGGATTTAGTGGGTGTAAAGGGCGTGTAGCCGGGAAGGCA

AGTCAGATGTGAAATCCACGGGCTTAACTCGTGAACTGCATTTGAAACTGTGTTTCTTGAGTATGGGAGAGGCAAGC
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16388;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGACGGCTTTGCAAGCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTAATGCTAGA

GTGTCGGAGAGGCAAGTGGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAG

GCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16389;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1485),g:Barnesiella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCGGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAGAAACGGGAGGGACGTGTCCCGGATTGAGAGTACCCGAAGAAAAA

GCATAGGCTAACTCCGTGCCAGCAGCCGAGGTAATACGGAGGATGCGAGCGTTATACGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGAGCGCCAAGTCAGCTGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCGTTGAAACTGGCGTGCTC

GCGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATTGCGAA

GGCAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGACAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16390;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9784),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.4563),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGTAAGCCTGATGGAGCAACGTCGCGTGAGTGAAGAAGGTT

TTCGGAGTGTAAAGCTCTGTTGTTGGTGAAGTAGGATAGAGGAAGTAACTGGCTTTTATTGGACGGTATGCAACCAG

AAAGTCAAGTTCAATTACGGCACAGCAGGTGCTGTAATACATAGGTGGCAAGCGCTGTCCGGATTTATTGGGCGTAA

AGGGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGTGAAACTGCATCGGAAACTGTTTGT

CTTGAGTGCAGAAGAGGTGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATCTGGAAGAACACCGATTGC

GAAGGCAGCTCTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16391;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.3204),g:Prevotella(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGCTGG
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AGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAAG

GCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16392;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.4812),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGCAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTGATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGGGTAA

AGGGAGCGTAGACGGCTGTGCAAGTGTGACGTGAAAGGTCGGGGCTCAACCGCGGAATTGCGTTGGAAGCTGTGA

GGCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG

GTGAAGGCGGCTTACTGGACGGCAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16394;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Solitalea(0.0076); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCGTGGGGGCAATAAGGGCGTCGCGCCCGTCCGATGTGAGTACCAGGCGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGTAGCGGGCGTTATCCGGATTCATTGGGTGTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGTGTGAAAGTCCGGTGCTAAACACAGGGGCTGCACTTGATACTGTCGCG

CTGGAGTGCGGATGCCGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCAGCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16393;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9168),c:Gammaproteobacteria(0.7881),o:"Entero

bacteriales"(0.4652),f:Enterobacteriaceae(0.2864),g:Escherichia/Shigella(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAACGATGAAGGC

CTTCGGGTCGTAAAGTTCTTTCCTCAAGGAAGAAGATATTGACGGTACTTGAGGAGGAAGTCCCGGCTAACTACGTG

CCAGCAGCCGCGGCAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGTAAAGCGTACGCAGGCGGTTTGT

TAAGTCAGATGTGAAATCCCCGGGCTCAACCGGGGAACTGCATCTGATACTGGCAAGCTTGAGTCTCGTAGAGGGAG

GTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGTGGCGAAGGCGGCCCCCTGGACG

AAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16395;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.8124); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATCGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTTACGGTAATCAACCAGA

AAGTCACGGCTAACTACGTGCCAGCAGCCGCGTTAATACGCAGGTGCCCAGCGTTGTCCGGCTTTATTGGGCGTAAA

GCGAGCGCAGGAGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAAACGAGGAACTGCATCGGAAACTGGTTTT
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CTTGAGTGCAGAAGAGGAGAGTGGAACACCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCATGGTA 

>OTU16399;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0615); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGAGGGAAGTCTGATCCAGCCAAGCAGCGTGCAGGATGACGGC

CCTATGGTTTGAAAACTGCTTTGATAGGGGGATAAATTACGCTACGTGAGACATATTTCAGGTACCCTATGAATACGG

ACCGGCTAGTTCAGCGCCAGCAACAGCGGTTATACGGAAGGTCCGGGCGTTATCCGGACTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTAGTGAAATGTCGGGGCTCAACCTGGAAACTGCAGTGAGAACTGTGTGACTTGA

GTGGGGAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGGAATGCTTAGATATGGGGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGAGCAACTGACGCTGAAGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16397;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1679),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCTGGGTTGTAAACTGCTTTTAGGCGGGGGTAAAGGGGCGGTCGCGTTTCGCCTTTCCAAGTACCGCCAGAAAAC

GGACCCGCTAATTCCGTGCCAGCAGCCGCCGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGG

GAGCGTAGGCGGGCTATTAAGTCAGATGTGAAATGCGGCGGCTCAACCGTCGGCCTGCAGTTGATACTGGAGGTCTT

GAGTGCGCGCAGGGGTGGTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCAGGAAGAACTCCGATGGCGAA

GGCAGATGCCCGGGGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16396;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.8864),g:Prevotella(0.6681); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGTGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTAGACTATGAATAAG

GACAGGATAATTCCGCGCCAGGAGCCGCGGTAATACGGAAGGTCCGGGTGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGGCTTATAAGCTTTTTGTGAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTTAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTAGCGCAACTGACGTTGAAGCTCGAAAGCGTAGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16398;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9606),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTATTTGACGGGAATCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGG

AAAGCGAGCGCAGGCGGAAAAATCAGTCTAATGTGCAAGCCCTCGGCCTCACCTAGGAACTGCATCGGATACTGTTT

TTCTTGAGTGCAGGAGAGGAGAGTAGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG
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GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGA

TA 

>OTU16400;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9719),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCTCTGTTGTTGGGGAAGAAGGGTAGAGGTAGTAACTGGCCTTTATTGGACGGTAATCAACCA

GAAAGTCACGGCTAGCTACGTGCCAGCTGCGGCGGTGATACGTATGTGGCAAGCTTAGTCCGGATTTATTGGGCGTA

AAGGGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCATCGGAAACTGTTT

ATCTTGAGTGCAGAAGAGGTGAGTGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTCACTGGACGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16401;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGAAGGCAGCAGTAGGGAATATTCCACAATGGGCGCAAGCCTGAGGGAGCAACAACGCGTGAGTGAAGGAGGG

TTTCGGCTCGTAAAGGTCGGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTCCACGCAGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCAG

ACTCGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCTTAGATATATGCAAGAACACCAGTGG

CCAAGGCGCTTGCCTGGCCTGCCACTGTCGCTGAGTCCCGAAAGCATGGGTACCGCACAGGATTGGATACCCTGGTA 

>OTU16403;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9923),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.9566); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGCAGTAACTGGTCTTTTTTTACGGTAAATAAACCAA

AAATTAACGCCTAACTACGTCCAGGCACCGGCGGTAATAGGAGGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCAT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16402;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Negativicutes(0.8614),o:Selenomonadales(0.68

81),f:Veillonellaceae(0.4914),g:Anaerovibrio(0.0712); 

ACGGGAGGCAGCAGTGGGGAATCTTCCGCAATGGGCGCAAGCCTGACGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGAACGTAAAGCTCTGTTGAGAGGGAAGAGAGACATAATCAGGAAATGGGATATGGAGGACGGTACCTTTCG

AGGAAGCGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTTTCCGGAATTATTGGGCG
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TAAAGGGAGCGCAGGTGGGAAAGGAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGGAACTACT

TTTCTTGAGGTCAGGAGAGGAAAGCTGAAATCCGAGGGTAGCGGTGAAATGCGTAGAAATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTTCTGGACTTGAACTGACACTGAGGCTCGAAAGCGTGGGGGGCGAACAGGATTAGATACCCTT

GTA 

>OTU16407;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6709),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGGGGGAATAAAGAGTCCCACGTGTGGGATGTTGCATGTACCGTATGAATAAG

GACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGGCTTTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGTGCATTGCAGCGCGAACTGGGGGCCTTG

AGTGCGCAGGAAGTAGGCGGAATTCGTTGTGTAGCGGTGAAATGCTTAGATATGACGAAGACCTCCGATTGCGAAG

GCAGCTTACTGTAGCGTTACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16406;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.3884),g:Alloprevotella(0.0615); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTCCGGGTTGTAAACTGCTTTTAGTTGGGAATAAAGTTCGGGACGTGTCTCGATTTGCATGTACCATCAGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTATTAAGTCGGATGTGAAATACCGCGGCTCAACCGTGGGACTGCATTGGAAACTGGTTGTCTTGA

GTTCCCGCAGGGTAGCCGGAATTCCTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACTCCGATCGCGAAGGC

AGGCTACCGGAGTGTTACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16404;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9887),o:Lactobacillales(0.9938),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGTTGGAGAAGAACGTGGGTGAGAGTAACTGTTCATACAGTGACGGTATCCAAACA

GAAAGTCACGGTTAACTACGTGCGAGGCGCTGCGGCAATACGTAGGGGGGAAGTGCGATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGG

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTGTCTTGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16405;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.2524),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTCGCGTGCAGGACGACGGC

CTTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCTACGCGTGGCCTTTTGCCGGTACCGCACGAATAAG
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GACCGGCCAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTTCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGACGGGCAAGCGAGATGTGAAATGCAGTCGCTCAACGTCTGAACTGCAGCGCAAACTGCCCATCTT

GAGTGCGCGCGACGTTGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACACCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16409;tax=d:Bacteria(0.0014),p:"Proteobacteria"(0.0000),c:Epsilonproteobacteria(0.0000),o:Campylo

bacterales(0.0000),f:Helicobacteraceae(0.0000),g:Helicobacter(0.0000); 

AAAAGACAGAATCTCTTCGAAGAGCTTGATGCGGTTATCCCTCTGCTTATGGAAGCCAAGCATTGGGGATTGAGACA

GAGTAGAGATGCCTCAAGCCTCAATAGCAGGTTTAAGAGCCTCGCTACGCTCAAAGTCAAAATCATCATCGTGACATT

CAGAAGGGTAATAAGAACGAACCATAAAAAAGCCTCCAAGATTTGGAGGCATGAAAACATACAATTGGGAGGGTGT

CAATCCTGACGGTTATTTCCTAGCCAAATTAGAGCCAATACCATCAGCTTTACCGTCTTGCCAGAAATTGTTCCAAGGA

TCGGCAACAGCTGTAGCAATACCAGGAAAAATATCAACCACACCAGAAGCAGCAGCAGTGACGACATTAGAAATATC

CTGTGCAGTAGCGCCAATATGAGAAGAGCCATACCGCTGATTCTGCGTTT 

>OTU16408;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.3884),g:Prevotella(0.0423); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGTAAGCCTGAACCAGCCAAGTAGCGTGCAGGACGGCGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCGGGTCAAGCGTGATGTGAAATGCAGGCGCTCAACGGCTGCACTGCATCGCGAACTGCGCTGCTT

GAGTGAGCGCAACGTTGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACTCCGATTGCGAA

GGCAGCTGACGAGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16410;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Bacilli(0.6346),o:Lactobacillales(0.3639),f:Lactob

acillaceae(0.1872),g:Lactobacillus(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTATTGGGCGTAA

AGGGAGCGCAGGTGGGAAAGTAAGTCAGTCTTAAAAGTTCGGGGCTCAACCCCGTGATGGGATTGAAACTACATTT

CTTGAGTGCAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGC

GAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16411;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:Bacteroidaceae(0.0457),g:Bacteroides(0.0110); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAGGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGTCCACGCGTGGACCGATGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAGGGT
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GCGCAGGCGGCGCGCCAAGGCAGCGGTCAAAGTTCCGGGCTCAACCCGGGGTCGCCGTTGAAACTGGCGTGCTCGA

GTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCGGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16412;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.4311),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Barnesiella(0.0046); 

ACTGGAGGCAGAAGGGAGGAATCTTTTCCCCTTTCTTCCCCTCTTCTCCCTCCATGCCTCGTGAAGGACTAAGGCCCTA

TGGGCTGTAAACTTCTTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGATGAGAGTATGCGTAGAATAAGCATC

GGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCGGCTTTGCAAGTCAGGGGGGGAACGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACTGTGAGGCTGGAA

TGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATGACGCAGAACTCCGATGGCGAAGG

CAGCTTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16415;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Betaproteobacteria(0.0000),o:Burkholder

iales(0.0000),f:Alcaligenaceae(0.0000),g:Oligella(0.0000); 

ATCCAAAACGGCAGCAGCCTGCATGCGCTTAATAGAGGCCAAAGCGGTCTGGAAACGTACGGCTTGTTCAGTAACTT

GACTCATGCTTTCTTACCTATTAGTGGTTGAACAGCATCGGACTCAGATAGTAATCCACGCTCTTTTAAAATGTCAACA

AGAGAATCTCTACCATGAACAAAATGTGACTCATATCTAAACCAGTCCTTGACGAACGTGCCAAGCATATTAAGCCAC

TTCTCCTCATCCAACGCGTCAGGTTTTGACAGAATCGGTAGTTGATGGCGAAAGGTCGCAAAGTAAGAGCTGCCCGA

GCGGCGCAAGGATAGGTCGAATTTTCTCATTTTCCGCCAGCAGTCCACGGCGAGTGAATGCGTAAACAAGCAGTAGT

AATTCC 

>OTU16413;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Bacilli(0.1740),o:Lactobacillales(0.0781),f:Lactob

acillaceae(0.0252),g:Lactobacillus(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGAAAAAGTGCGCCACGTGTGGCTTATTGCAGGTACCGCTTGAATAAG

GCCCGGCTAATTCTGTGCCAGCAGCCGCGGTAATCCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTGTAAAGGG

AACGCAGGCGGTCTTGTAAGTCTGATGTGAAAGCCTGCGGCTTAACCGGGGGAGTGCATTGGAAACTGGAAGACTT

GAGTGCAGGAGAGGAGAGTGGAACTCCAGGTGTAGCGGTGAAATGCGTAGATATAAGGAGGAACACCAGTGGCGA

AGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16414;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Lach

nospiraceae(0.7428),g:Blautia(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAAGGAGGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGCAGCA

AGTCTGATGTGAAAGGCAGGGGCTCAACCCCTGGACTGCATTGGAAACTGTTGATCTTGAGTACCGGAGGGGTAAG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGCGGAGAAGGCGGCTTACTGCCCGAT

CACCGCCGCTGAGACTCGAGAGCGTCGGCAGCCAGTAGGATTAGATACCCTGGTA 

>OTU16416;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.4428),o:"Bacteroidales"(0.

2039),f:"Prevotellaceae"(0.0904),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTCGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAAATGACGTTACCTTACTAAGAAGCACCGGCTAATACCGTGC

CAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGCCGTCTTATA

AGGTTGTTGTGAAATGTCGGGGCTTAACCTAGGAATTGCATCGCGAACTGTGAGACTTGAGTGCGCAGGAAGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAGCCTGCTGTAGCGCA

ACTGACGTTGAAGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16417;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTCCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAATTTGGGGCTCAACCGTAAAATTGCAGTTGATACTGTATAGCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATGACGAAGAACTCCGGTTGCGAAGGC

GGCCTGCTAGGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16418;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9913),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9294),g:Lactobacillus(0.8605); 

ACGGGAGGAAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGTGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCAGCGGCTTAACCGAGGAACTGCATCGGGAACTGGTTT

TCTTGAGTGCAGAAGATGTGGGTGGAACTCGATGTGTAGCGGTGGAGTGCGTAGATATAATGAAGAACACCAGTGG

CGAAGGCGGCTCACTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16419;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.8087),c:Spirochaetia(0.5579),o:Spirochaetales(0.29

99),f:Spirochaetaceae(0.1485),g:Treponema(0.0157); 

ACGGAAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGGATGATGAAGGC

CGGCAGGTTGTAAAATCCTTTTATGACTGAGGAATAAGTGAAGTGAGGGAAACGCTTCATGGTGACTCTAGGTCATG

AATAAGCAACGGCTACTTACGTGCCAGCAGCCGTGGTAACATGTAAGTTGCGAGCGTTGTTCGGACTTATTGGGCGT

AAAGGGTATGTAGGCGGTTCTGCAAGTCTGGTGTGAAATGCCGGGGCTCAACTCCGGAACTGCGTTGGAAACTGCA
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GGACTTGAGTGGCGGAGAGGCAGCCAGAATTCCAGGTGTAGGGGTGAAATCTGTAGATATCAGGAAGAATACCAGT

GGCGAAGGCAGGCTGCCAGCAGATGATTGACGCTGAGGTACGAAGGTGCGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16421;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGCC

CTACGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGCACCACGCGTGGTGTTTTGCATGTACCTCATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGTTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGCAGGTTAAGTGAGATGTGAAAGTTTGCGGCTCAACCGTAAAAGTGCAGTGGATACTGGCCTGCTTGA

GTGCGTCAGAGGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTTGCTGAAGCGTAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16420;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Bacilli(0.9719),o:Lactobacillales(0.8520),f:Lactob

acillaceae(0.6350),g:Lactobacillus(0.3479); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCCCGTAAAGCACTGTTGTTGGAGAGGAACGTGCGTGAGTGTAACTGTTCACGCAGTGACGGTATCCAACCA

GGAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAGTCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCTGAAACCGGG

CGACTTGAGTGCAGTAGAGGACAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATCTGGAAGAACACCAGT

GGCGAAGGCGGCTATCTGGACTACGACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16423;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0726),o:"Sphingobacte

riales"(0.0473),f:Chitinophagaceae(0.0113),g:Chitinophaga(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAAGCC

CTATGGGTCGTAAACTTCTTTTATATGTGAGCAATAAGGTCCACGAGTGGTCCGATGAGAGTAGCATACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTGGTAAGTAAGGGGTGAAATTCCAGTGCTCAACATTGGCCGTGCGGTGGATACTGCTGGGCTGG

AATGCGGATGCCGTGGGAGGAAGGGGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATTGGAAATTGACGCTGAGGAACGAAAGTGTGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16422;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1291),g:Gemmiger(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGGGAAGAAGG

CCTTTGGATTGTAAACCTCTTTTGGTAGGGAAGATAATGACGGTACTTACCAAGAAAGTACTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGCGTAAAGGGAGCGCAGGCGGACCGGCA



8706 

 

AGTTGGAAGTGAAATCTAAAGGCTCAACCTATAAATTGCTTTTAAAACTGCTGACCTTGAGTAGTACAGAGGTTAGTG

GAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGTCCTACTGGTCAACAA

CTGACGCTGAGGCTCGAAGGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16424;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGACAATGGACGCAACCCTGATCCAGCCATGCCGCGTGAAGGACGAAGGCC

CTATGGGTTGTAAACTGCTTTAGACGCGGAGCAATAAGGGCCACGCGTGGTCCGATGAGTGTATGCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGAGGTGCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGCGGTGAAAGGCCCGGGCTCAACCCGGAAACTGCCGTTGATACTGTGAGGCTTG

AGTGCGGATGAGGTGGGAGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACTAAGAACACCGATTGCGAA

GGCATCTCACAGGTCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16426;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTCGTAAAGCTCTGTCTTCAGGGAAGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGATTCTTAA

GTCAGAGGTGAAAGTCTACGGCTTAACCGTAGTAAGCCTTTGAAACTTGGGAACTTGAGTGCAGGAGAGGAGGGTG

GAATTCCTAGTTGAGCGGTGAAATTCGTAAATATTAGGAGGAACACCAGGTGCGAAGGCGGCTCTCTGGACTGTAAC

TGACACTTGAGCACGAAAGCGTGGGGAACAAACAGGATTTGATTCCCTGGTA 

>OTU16425;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.4224),g:Oscillibacter(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGACGGC

CTTCGGGTTGTAAACTTCTTTTACTAGGGACGAAGGACGTGACGGTACCTGGACGAAAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTCATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGCTG

CAAGTCAGATGTGAAATCTAGGGGCTCAACCTCTGAACTGCATTTCAAACTGTAGCCCTTGAGTATCGGAGAGGTGA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCAGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16427;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:Marinilabiliaceae(0.0355),g:Alkalitalea(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAACCCTGAACCAGCCATGCCGCGTGCAGGAATAAGGCC

CTCTGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGCGTAGGCCGATGAGAGTACTCGTCGAATACGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGT

GCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATACCGCAGCTCAACTGTGGAATTGCCTTTGATACTAGCAGCCTTGAA
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TACTGTAGAGGAGGGAGGAATGAGTAGTGTAGCGGTGAAATGCGTAGATATTAGGCAGAACACCGATTGCGAAGG

CATCTCACGGAGCAGGAATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16430;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGAAAGCCTGATGGAGCAACGCCGAGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGGTAGGGAAGAAAGAGAGAGGTAGTAACTGGCCTATATCTGATGGTAATTACTTA

GAAAGTCACGGATAACTACGTGCCAGCAGACGCGGTAATACGTCGGTGGCAAGCGGTGTCCGGATTTATTGGGCGT

AAAGCGAGTGCAAGCGGTTCAATAAGTCTGATGTTAAAGCCTTCGGCTCAACCGGATAATTGCATCAGAAACTGTTTC

ACTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAAGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTTGT

A 

>OTU16429;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTTTGACGGGGAGCAATAAGGTCTACGTGTAGGCCGATGAGAGTACTCGTCGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGTTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGG

AGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAG

AGTGCAGGAGAGGAGAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGGACACCAGTGGCGAA

GGCGGGTTACTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16431;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Rumi

nococcaceae(0.5632),g:Gemmiger(0.0615); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGGATGAAGAAGGT

TTTCGGATTGTAAACTCCTGTCGTTAGGGACGATAATGACGGTACCTAACAAGCAAGCACCGGCTAACTACGTGCCA

GCAGCCGCGTTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAACGGCA

AGTTAGAAGTGAAATCTATGGGCTCAACCCATAAAATGCTTTGGAAACTGCTGGCCTTGAGTGGTGCAGAGGTAGGT

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAACA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16428;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Prolixibacteraceae(0.0086),g:Prolixibacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGTCGCGTGCGGGAAGGCGGC

CCTATGGGCTGTGAACCGCTTTTGTCCGGGGGTAATAATGGCGTCGTGTCCCTTCTTTCATAGTCCCCGTGGAATAAG

CATCGGCTAACTCCGTGCCAGCACCCGCGGTATTCCGGGGGTTCCGGGCGTTATCCGGATTCATTGGGTTTAAAGGG

AGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATGCGGGGGCTCAACCCCGGGGCTGCAGTGGGTACTGTCGCGCTG
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GAGTGCGCAGACAGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGAA

GGCAGCTGGCGGATGCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16432;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Rumi

nococcaceae(0.3204),g:Ruminococcus(0.0904); 

AAGGGAGGAAGAAGGGGGGGAGATGGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGG

TCTTCGGATTGTAAAGTGCTTTTATTAAGGACGAAGAAGTGACGGGACTTAATGAATAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCATG

CTGCATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGCGTGGAACACCAGTGGCGCACGCGTCCTGCTCGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGCTTCGCTACCCTGGTA 

>OTU16434;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.6709),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATATTCCACAATGGACGCAAGTCTGATGGAGCAACGCCACGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACCAG

CAAGTTACGGCTAACTAAGTGCCAGCAGACGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGGGAACGCAGGCGGTCATTTAAGTCTAATGTTAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAGCTGTAAG

ACTTGAGTGCTGAGAAGGAGAGTGGAACACCATGTGTAGCGGTGAAATGCTTAGATATATGGAGGAACACCAGTGT

CGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGGGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16433;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:Marinilabiliaceae(0.0252),g:Alkalitalea(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCTTCTGACGGGGAGAAAAAAGGGCTACGTGTAGGCCGATGAGAGGATACGTCGAATAA

GCATCGGCTAACTCCGCGCCAGCAGCCGCGGTAATACGGAGGATGCGGGCGTTATCCGGAATTATTGGGTTTAAAG

GGTGCGTAGGCTGTTTGTTAAGTCAGGGGTGAAATGCCGCGGCTCAACTGTGGAATTGCCTTGGATACTAGCAGGCT

TGAGTACTGTTGCCGTGGGAGGAATTAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCGTCTCACGAAGCAGGAATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16435;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Rumi

nococcaceae(0.9294),g:Gemmiger(0.2171); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGACGCAGCGACGCCGCGTGGAGGAAGAAGG

CTTTCGGATTGTAAACTCCTGTGGTGAGGGACGATAATGACGGTACCTAACAAGCAAGCACCGGCTAACTACGTGCC

AGCAGCCGCGGTAAAACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGCGCGCAGGCGGACAGGC

AAGTTGGAAGTGAAATCTCTGGGCTCAACCCATAAATTGCTTTTGAAACTGCTGGCCTTGAGTAGTGGAGAGGTAGG
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TGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCGC

CAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16437;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:"Prevotellaceae"(0.5273),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGGGTGGTGAAATGTCGGGGCTCAACCCCGGGATTGCAGTGGGAACTGGCAGACTT

GAGTGCGGAGGCAGTAGGAGGAATGAGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGA

AGGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16436;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAAGGATGAAGGA

TTTCGGAACGTAAAGCTCTGTCTGCAGGGAAGAAAATGACGGTACCCAAGTAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGATGAGCA

AGTCGGATGTGAAAGACCGGGGCTCAACCTCGGGGCTGCATTCGAAACTGTTTCTCTAGAGTGCAGGAGAGGCGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16438;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0560),g:Parabacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGTAAGGCTGAACCAGCCAAGTAGCGTGAAGGATGACCGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGCCTACGTGTAGGCGTTTGTATGTACTTTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGCGGACCGTTAAGTCAGTGGTAAAATTGAGAGGCTCAACCTCTTCCGGCCATTGAAACTGGCGGACTTGAGT

GAGCGAGAAGTATGCGGAATGCGTGGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGCGAAAGC

GGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16439;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.9462),o:"Bacteroidales"(0.

8520),f:"Prevotellaceae"(0.5632),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGCAACTT
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GAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16440;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Bacilli(0.9897),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8864),g:Lactobacillus(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCAGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGTTAGAGGTAGTAGCTGGCTCTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCCAATGTGAAAGCCCTCGGCATAACCGAGGAACTGCATCCGAAACTGTTTTT

CTTGAGTGCAGAAGAGGAGAGTGGTACTCGATGTGTAGCGGTGGAATGCGTAAATATATGGAAGAACACCAGTGGC

GACGGCGGCTATCTGGTCTACAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16441;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTTAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGTTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAGA

AAGTCACGACTAACTACGTGCCAGCATCCGCGGTAATACGTCGGTGGCAAGCTTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTGTAATGTGAAAGCCCGCGGCGTAAACGAGGAAATGCAGCGGAAACTGTTATT

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAACGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGTCGGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16442;tax=d:Bacteria(0.0041),p:Cyanobacteria/Chloroplast(0.0000),c:Cyanobacteria(0.0000),f:Family

_XI(0.0000),g:GpXI(0.0000); 

CAACTTCTTCCATCTCTAATTATTCTCCATCTATAACCTTATTATTTTAAATTTTAATAAGACGACCAATCTGACCAGCAA

GGACGCCAATATGGGAAAGGTCATGCGGCATACGCTCGGCGCCAGTTTGAATATTAGACATAATTTATCCTCAAGTA

AGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATACCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTA

CCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTTTTTTACCTTTAGACATTACATCACTCCTTCTGCAC

GTAATTTTTGACGCACGTTGTCTGCTGCGTCAGTAAGAACGTCAGTGTTTCCTGCGCGTA 

>OTU16445;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Erysipelotrichia(0.3483),o:Erysipelotrichales(0.1

483),f:Erysipelotrichaceae(0.0560),g:Turicibacter(0.0134); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTATTGGGCGTA

AAGAGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGTTA

GTCTTGAGTGCCGGAGAGGTAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG
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GCGAAGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAACGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16444;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0710),g:Blautia(0.0134); 

ACGGGAGGCAGCAGTCGGGAATATTGCGCAATGGAGGAAACTCTGACGCAGTGACGCCGCGTATAGGAAGAAGGT

TTTCGGATTGTAAACTATTGTCGATAGGGAAGAAAAAAGACAGTACCTATCAAGAAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCGCGCAGGTGGTTGATTA

AGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGTGCAGCTGGAGTGCCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16443;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGTGGCGGAAGCCACGGCTCACTACGTGCCA

GCAGCCGCGGTAATACGCCGGTGGCCAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGCGATGTGAAATGCCCGGGCTTAACTTGGGTGCTGCATTGCGAACTGGGAGTCTAGAGTGCAGGGGAGGAGGA

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGCTTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16446;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1098),g:Eubacterium(0.0204); 

ACGGAAGGCAGCAGCGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGACGGTTGATC

AAGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGGAAACTGAACAGCTGGAGTGCAGGAGAGGTAA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCAGAGGCGAAGGCGGCTTACTGGACGA

TGACTGACGTTGTGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16449;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Solitalea(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTATATGCTTCCGCTCAACAGGAGTTTGACTAGAAAACGGTCTTACTATGA
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GGGATACGGTGTAGCCGGAATGAATCATGTAGCTGTGACATGCACATATATGATTCAGAACACCGATCGCGATGGCA

GCTTTCGAGGACACGATTGACGCTGAGGCGCGAAAGCGTGGGTACTGAAGAGTATTAGATACCGTGGGA 

>OTU16448;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGAAGGCAGCAGTGAGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

CTTCGGATTGTAAACTTCTGTTTTCGATGACGAAGAAGTGACGGTAGTCGAAGAGCAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGAGAG

CAAGTCAGTGGTGAAAACTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTTCTTGAGTGGAGTAGAGGTAG

ATGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGATCTACTGGACAG

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16447;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiales_Incertae_Sedis_XIII(0.1872),g:Mogibacterium(0.0519); 

ACGGGAGGCAGCAGTAGGGAATCTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGGGATG

CAAGTCAGATGTGAAATCTATGGGCTTAACCCGTAAACTGCATTTGAAACTGTATCTCTTGAGTGCTGGAGAGGTAGA

TGGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTA

ACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16450;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9704),c:Deltaproteobacteria(0.8897),o:Desulfovib

rionales(0.7623),f:Desulfovibrionaceae(0.3884),g:Desulfovibrio(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGGAAGCCTGGCGCAGCGACGCCGCGTGAGGGATGAAGG

TCCTCGGATCGTAAACCTCTGTCAGGAGGGAAGAATATGCATGGTGCCAATCAGCCATGCAGTGACGGTACCTCCAA

AGGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTAATCGGAATCACTGGGCG

TAAAGCGCACGTAGGCTGTTTTGTCAGTCAGAGGTGAAAGCCCACGGCTCACCCGTGGAACTGCCTTTGATACTGCA

AGACTGGGATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAAGAACACCAG

TGGCGAAGGCGGCCACCTGGCCCGGTATTGACGCTGAGGTGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16453;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Bacilli(0.7497),o:Lactobacillales(0.4280),f:Lactob

acillaceae(0.2524),g:Lactobacillus(0.0712); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTT

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAA

AGGGCGTGTAGGCGGAGATTCAACTCAGATGTAAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGCATCC
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CTTGAGTATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGAAGGAACACCAGTGGC

GAAGGCGGCCTGCTGGACTGTAACTGACACTGAGACACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16452;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.1872),g:Ruminococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGATGCAGCAACGCCGCGTGAACGATGAAGGT

TTTCGGATCGTAAAGCTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAAAAAGCCTCGTCTAACTACGTGCC

AGCAGCCGCGGAAATACGTAGGGAGCAAGCTATGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGC

AAGTCAGATGTGAAATCCGTGGGCTTAACGCGGGTGCTGCATTTCAAACTGTTTAGCTAGAGTGAAGTAGAGGAGA

GTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGACTGCTGGACTT

TAACTGACGCTGAGGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16451;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:"Prevotellaceae"(0.6350),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCAGCGTGCAGGACGGAGGT

CCTATGGATTGTAAACTTCTTTTATGCGGGGATAAAGTTCGCCACGTGTGGCATATTGCAGGTACCCTACGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCGGGGCAGTGCAGCGCGAACTGGGGGGCTTG

AGTGCGCAGGGAGTAGGCGGAATTCGTCGCGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16454;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTCTTATATCAATAAGGC

TCCGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGGTTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTAGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCTGTTGAAACTGTCAGTCTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAACGCGTAGATATCAGGAGGAACTCCGGTGGCGAAGGC

GGCTCACTGGACTGCAACTGACACTGAGGCGCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16455;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9791),o:Clostridiales(0.9730),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGT

CTTAGGATCGTAAAGCTCTGTTTTTGGGGAGGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGATCCA

GCACGCGCGGTAATACGTAGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16458;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGGTTTCGGCTCAAACGGAAAATTGCAGTTGATACTGGCAGGCTTGAG

GAAAGTAGAGGTGGGCGGAATTCCTGGTGGAGCGGTGAAATTCTTAGATATTACCAAGAACTCCCATTGCGAAGGC

AACCCACTTGACTGCAACTGAAACTTGAGCTCGAAAGGGGGGGTAACAAACAAGATTAGATACCCTGGTA 

>OTU16457;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

CCTATGGGTTGTAAACTTCTTTTATATAAGAATAAAGTGTAGTATGTATACCGTTTTGCAAGTATTATATGAAGAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGGCGCTTAAGTCAGCGGTGAAAGCTTGGGGCTTAACCTTAAGATTGCAGTTGATACTGCGTGACTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGGC

AGCTTGCTGGAGTGAGACTGACGCTGAAGCTCGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16456;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGGGATGAAGGC

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAATAACGTGACA

GCAGCCGCGGCAATACGTCGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTGGGATACTGCATTCCAAACTGTTTATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16461;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9820),o:"Bacteroidales"(0.

9821),f:Bacteroidaceae(0.9387),g:Bacteroides(0.9705); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGC

TCTATGGGTCGTACACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCGACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAG
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TACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACAGAGTGAGAAGGC

AGATCAATGGACTGCAACTAAAACTGATGCTCGAAAGTTTGGGGAGGAAACAGGATTAGATACCCTGGTA 

>OTU16459;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGAAGGCAGCAGTGAGGAATATTGCTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAATGATGAAGTCT

CTATGTGTCGAAAACTTCTTTTATATAAGAATAAATTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGCCTAACTCTGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCGACCGAGGAATTGCTGTTGATACTGTCAGTCTTGAGT

ACAGGAGAGGTGGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATTACGAGGAACTCCGAATGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16460;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TCTCTGTATTTAAAGCTCTATCAGCAGGGAAGAAGAAGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTATCAA

GTCTGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTGCGAACTGGACAGCTGGAGTGCAGAAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAGTGGCGAAGGCGGCTTACTAGACCGTA

ACTGACGTTAAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16462;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGTAATATTGGTCAATGGGAGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGCT

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATACGGAT

CGGCTAAATCCGTGCCAGCAGCCGCGGTAATAAGGAGGATCAGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTGGTGAAAATTTGCGGCTCAACCGTAAAAATGCAGTTGATACTGTCAGTCTTGAG

GACAGTAGAGGTGTGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAGGCTGCAACTGACCCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16463;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGAAGGCAGCAGTGTGGAATATTGCACAATGGGGGAAACCCTGATCCAGCAACGCCGCGTGAGTGATGAAGGTT

TTCGGATCGTAAAGCTCTGTTTGTGGGGAAGATAATGACGGTACCCAAAGAGGAAGCCACGTCCCACAACGTGCCAG

CAGCCGCGGTAATATGCAGGCGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACGTGTGTGCTGCATTCCAAACTGGTTATCTAGAGTGCGGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAATGGCGAAGGCGACTCTCTAGACTGTAAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16464;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGAGGCAACTCTGACCCAGCAACGCCGCGTGAGCGATGAAGGT

CCTCGGATTGTAAAGCTCTTTAAGTGGGGACGAAGAAAGTGACTGTACCCACAGAATAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGAGGCAAGCGTGATCCGGAATGACTGGGCGTAAAGGGTGCGTAGGTGGTTTG

GCAAGTTGGTAGCGTAATTCCGAGGCTTAACTTCGGCGCTACTACCAAAACTGCTGGGCTTGAGTGCAGGAGGGGTG

AACGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGCGGCGAAGGCGGCTTTCTGGACT

GTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16465;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Bacilli(0.2902),o:Bacillales(0.1249),f:Paenibacilla

ceae_1(0.0457),g:Paenibacillus(0.0110); 

ACGGGAGGCAGCAGTGGGGAATACTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGG

CCTTTGGATCGTAAACTTCTATTATTGGTGAAGATAATGACGGTAGCCAAGAAGGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGAGGGCAAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGACAACTA

AGTTTGGAGTGAAAGTCCTGCTTTTAATCTTGGAATTGCTTTTGAAACTGGATAGCTTGAGAGCAGGAGAGGAAAGC

GGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU16467;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCGGGATGTATACTGCTTTGTATGTATTATTTGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGACTGTTAAGTCAGTTGTGAAATGTTGCGGCTCAACCTTAAAATTGCATTTGAAACTGGCAGTCTTGAGT

GCAGTAGAGGTGGGCGGAACTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16466;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAAGGAAGAAGGC

CCTTGGGTCGTAAAGTTCTGTTCTAGGGGAAGATAATGACGGTACCTTAGGAGCAAGTCCTGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGAGCGTAGGCGGATGAGTA

AGTTAAAAGTGAAATCCCAAGGCTCAACTTTGGTACTGCATTTAAAACTGCTTATCTAGAGTGCAAGAGAGGAGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAAAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTAAA

ACTGACGCTGAGGCTCGAAGGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16470;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.3884),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGCGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGTCGCGTGAGGGATGAAGGT

TTTCGGATCGGAAAGCTGTTTCTTTAGGGAAGATAATTAAGGTACCCAAGGATGAAGCCACGGATACCTAGGATACG

GAAGGCGCGGTAATGCGTAGGTGGCGGGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTA

AGTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTGCAAACTGGCTATCTAGAGTGCAGGGGAGGCGAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACTCCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16468;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9903),o:Clostridiales(0.9937),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCGCAGCTTGGGTGCGGCATTCCAAACGGGTTATTGAGATGGCAGGAGAGGAGAG

TGGAATTCCGAGTGTAGCGGGGAAATGCGTAGAGATTAGGAAGAACACCAGGGGCGAAGGGGACTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCGGGTA 

>OTU16469;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3479); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAGCCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGCTAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGTTGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTGGAGTAATCCTTTCCAAACGGGTAACCTGAGTGGAGGAGAGGGGGGG

GGAATTTCTAGGTGAGCCGGTAAATGGGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16471;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTCTGGATTTTAAATTTCTTTTATACGGGAATAATTTGCAGTATGCATACTTTTTTGTATGTACCGTATAAATAAGGAC

CGGCTAACTCCTTGCCAGCAGCCACGGTAATACGGAGGTTCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGCGGATGCTTAAGTCAGTTGTGAAAGTGTGGGGATCAACCGTAAAATTGTAGTTGATACTGGATATCTTGAGT
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GCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACTACGATTGCGAAGGC

AGCCTGCTAAGCTGTAACTGACATTGAGGCACGAAAGTGGGGGTAGCAAACAGGATTAGATAACCTGGTA 

>OTU16475;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTTCTTTTATACGAGAATAAAGTGCAGTACGTATACCGTTTTGTATGTACCATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTCGACTGGTAAGTGTGTTGTGAAATTTTGCGGCTCAACCGCTGAATTGCAGTTCGAACTGGATGTCTTGAGT

GCGTAAGAGGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16474;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACTTGCCA

GCAGCCTCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCGGGAGTGAAAGCCCAGGGCTAAACCCTGGGACTGATTTGGAAACGGTAGGGCTAGAGGGCGGGAGAGGTAAG

GGGAATTCCTAGTGTAGGGGTGAAATGGGTAGATATTAGGAGGAAAACCAGGGGCGAAGGCGGCTTACTGGACAG

TAAATGACGTGGAGGCGCGAAAGCGTGGGGAGAAAACAGGATTAATACCCTGGTA 

>OTU16472;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Clost

ridiaceae_1(0.8146),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGTATCGCCGCGTGTGTCATCACGGCC

TTCGGGTCCTAAAGCTCCGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAATG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGGAGCGCAGGCAACTATCTGGACTGTAAC

TGACGCTGAGGCTCGAAATCGCGGAGGGCGAACAGGATTAGATACCCTGGTA 

>OTU16473;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:Bacteroidaceae(0.0355),g:Bacteroides(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATAGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGCC

CTATGGGTTGTAAACTTCTTTTATATGAGAATAAGGTGCGGTATGTATACCATATTGTAAGTATCATATGAAGAAGCA

TCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGACTCGCAAGTCAGTGGTGAAAGCGTGCGGCTTAACCGTAAGATTGCAGTTGAGACTGCCAGACTGGA



8719 

 

GTTCAGTAGAGGTGTGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGG

CAGCACACCAGAGTGAGACTGACACTGAAGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16478;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAATGCTCCACGCGTGGAGTCTTGCATGTACCTTATGAATAAGC

ATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGGGTTAAGTCAGGTGAGAAAGTTTGGGGCTCAAACGTAGAAGTGCAGTTGAAACTGTGCGTCTTG

AGTACAGTAGAGGAAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTCTCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16479;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTGTACTGTTTGGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAATTTTGCGGCTTAACCGTAGTATTGCAGTTCATACTGGCAGTCTAGAGT

GCAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGGCA

GCTCTCTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16477;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.1098),g:Pseudoflavonifractor(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

CGTGTAGGCGGGATTGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTAGTTCTTG

AGTACTGGAGAGGCAGACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGTCTGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16481;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Lach

nospiraceae(0.0000),g:Clostridium_XlVb(0.0000); 

GCGGCATTTAGTAGCGGTAAAGTTTGACCAAACCATGAAACCAACATAAACCTTATTGCCCGGCGGACGGGGAAGGC

CGTCAATAGTCACACAGTCCTTTACGGTATAATAACCACCATCATGGCGACCATCCAAAGGATAAACATAATAGGCAG

CGGGGAGGGTAGTCGGAACAGAAGAAGACTCAAAGCGAACCAAACAGGCAAAAAATTTAGGGTCGGCATCAAAAG

AAATATCAGCACCAACAGAAACAACCGGATTAGCGGCGTTAACAGATGTATCCATCTGAATGCAATGAAGAAAACCA
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CCATTACCAGCATTAACCGGCAAACGATCAAAATATAACGTTGACGATGTAGCTGTAGGTGTCTGTAAAACAGGTGCC

GAAGAAGCTGGAGTAACAGAAGAGAGAACCAGCTTATCAGAAAAAAAGATTGAATTATG 

>OTU16476;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Bacilli(0.9827),o:Bacillales(0.8846),f:Listeriaceae

(0.8146),g:Listeria(0.7162); 

ACGGGAGGCAGCAGTAGGGAATCTTCCGCAATGGACGAAAGTCTGACGGAGCAACGCCGCGTGTATGAAGAAGGT

TTTCGGATCGTAAAGTTCTGTTGTTAGAGAAGAACAAGGATAATAGTAACTGCTCGTCCCTTGACGGTATCTAACCAG

AAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTTTTAAGTCTGATGTGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGGAAG

ACTGGAGTGCAGAAGAGGAGAGTGGAATTCCACGTGTAGCGGTGAAATGCGTAGATATGTGGAGGAACACCAGTG

GCGAAGGCGACTCTCTGGTCTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16480;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTACGGGTTGTAAACTGCTTTTATGAGGGGATAAAGTCGGCCACGAGTGGCCGTTTGCAGGTATCTCATGAATAAG

GACCGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCTGATTGCTAAGCGTGATGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGTGGTCTTG

AGTGAGTACGACGTCAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAG

GCAGCTGACGAGTCCTCTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16482;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9989),c:Deltaproteobacteria(0.9776),o:Desulfovib

rionales(0.9685),f:Desulfovibrionaceae(0.9015),g:Desulfovibrio(0.8605); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACTTCTGTCAGAAGGGAAGAAACTAGGGTGTTCTAATCAGCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGCACGTAGGCTGTTATGTAAGTCAAGGGGGAAAACCCCCGGCTCAACCGTGGAACTGCCCTTGATACTGCACA

ACTCGAATCCGGGAGAGGGTGGCGGAATTCCAAGTGTAAGAGTGAAAACCGTAAATATCTGGAGGAACATCAGTGG

CGAAGGCGGCCACCTGGACCGGTATTGACGCTGAAGTGCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGT

A 

>OTU16484;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2184),g:Clostridium_XlVa(0.0519); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAACAAGCCCCGGCTAACTACGAGCCA

GCACCCGCGGTACTACGTAGGGGGCAAGCGTTATACGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGAAA
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GTCTGGAGTGAAAGCCCAGGGCTCAACCCGGGAAGTGCTTTTGAAACTGGATGGCTAGAGTGCTGGAGAGGTAAGT

GGAATGCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACGGGACAGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16483;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1291),g:Anaerotruncus(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCAACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAAATACCCTGGTA 

>OTU16485;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Bacilli(0.4428),o:Lactobacillales(0.2039),f:Lactob

acillaceae(0.0904),g:Lactobacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGAAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCCCGCAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATACAACCA

GAAAATTACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGAA

AAGGGCGTGCAGCCGGGTCTGCAAGTCAGATGTGAAATGCATGGGCTCAACCCATGAACTGCATTTGCAACGGTAG

ATCTTGAGTGTCTGAGGGGCAATCGGAGTACCTGGTGTGACGGTGAAATGCGTAGATTTTAGGAGGAACACCAGTA

GCAAAGGCGGATTGCTGGACGATAACAGACGATGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16486;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Rumi

nococcaceae(0.2864),g:Clostridium_IV(0.0204); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGTAGGAGACGGTGCCTGACGAATAAGCCACTGCTAACTACGTGCC

AGCAGCCGCGGTGCTACGTAGGTGGCAAGCGTTGTCCGGATTGACTTGGTGTAAAGGGCGTGTAGCCGGGAGGGCA

AGTCAGATGTGAAATCCACGGGCTCAACGCGTGAGCTGCAGTTGAAACTGCTCTTCTTGAGTAGCGGAGAGGCAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCCGGTA 

>OTU16487;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.4563),g:Prevotella(0.2171); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAGGGAATAAAGTGAGGTACGTGTGGCCTTTTGCATGTACTTTATGAATAAGG

ACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA
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GCGTAGGCCGGAGTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTTG

AGTGCGCAGAAAGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16489;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Porphyromonadaceae"(0.1291),g:Barnesiella(0.0181); 

AAGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGTACCAGCCAAGTCGCGTGAGGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTACAAGGGAATAAAGATGGGGTCGTGACCCCAGTTGCATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTCATTGGATTTAAAGGGT

GCGTAGGTTGCCGATTAAGTCAGCGGTGAAAGTCAGTGGTTCATCAATAGAACTGACGTTGAAACTTGTTGGCTGGA

GTACGTACGGGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCAGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16488;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1291),g:Clostridium_XlVa(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAATGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTCTTAGGGACGAAGCAAGTGACGGTACCTAAGGAATAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTCATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATG

AAGTCTGATGTGAAAGCCCGGGGCCCAACCCCGGTGCTGCATTGGAAACTGGACGGCTAGAGTGCAGGAGAGGTAA

GGGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

GTAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16490;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8331),o:Clostridiales(0.5766),f:Euba

cteriaceae(0.1485),g:Eubacterium(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCTGTTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGATGAAGCCCCTGCTAACTACGTGCCAG

CAGCCGCGGTGATACGTAGGGGGCTAGCGTTATCCGGAATTACTTGGCGTAAAGGGTGCGTAGGCGGCAGAGCAAG

TCAGATGTGAAAGGCATGGGCTCAACCCCGGTAATGCATTGGAAACTGGTCATCTAGCGTGTCGGAGGGGTAAGTG

GACTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATAA

CTGAAGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16491;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1679),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGTCGAACTACGTG

CGAGCAGCCGCGGTAATACGTAGGTTGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGGAG

CAAGTCAGATGTGAAATCCCGGGGCTTAACCCGGGAACTGCATTTGGAACTGTGCGCATTGAGTAGCGGAGAGGCA
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AGCGGAATTCCTAGTGTGGCGGTGAAATGCGTAGATATTAGGAGGAAAACCAGTGGGGAAGGCGGCTTGTTGGAC

GACAATGGACGCTGAGGCGCGAAAGCGTGGTAAGAAAACAGGATTAGATACCCTGGA 

>OTU16492;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.2864),g:Clostridium_XI(0.0808); 

CCTTTCTTCATAAATGGGTCCTCTTTCCCCCTTTTCTCCCTCCTTCTGCCTCAACGCCTCGTGAGCGATGAAGGCCTTCG

GGTCGTAAAACTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCAGCAGC

CGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAAGTCAG

AGGTGAAAGGCTACGGCTCAACCGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGCAGGAGAGGAGAGTGGAATT

CCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAAGGCGGCTCTCTGGACTGTAACTGACA

CTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16493;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Rumi

nococcaceae(0.5991),g:Ruminococcus(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGGACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGG

TTTTCGGATTGTAAACTCCTGTTGACAGGAAAGAAAAAGGACAGTACCTGTTAAGAAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGATTG

CAAGTCAGATGTGAAATGTGTGGGCTTAACCCATAAGCTGCATTTGAAACTGTAGTTCTTGAGTGAAGTAGAGGCAA

GCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTGCTGGGCTT

TAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16494;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Alphaproteobacteria(0.9820),o:Rhodobac

terales(0.9172),f:Rhodobacteraceae(0.9015),g:Paracoccus(0.4787); 

GTGTCAGCCGCCTCGGTAATACGGAGGGGGCTAGCGTTGTTCGGAATTACTGGGCGTAAAGCGCTCGTAGGCGGAC

CAGCAAGTTAGGGGTGAAATCCCGGGGCTCAACCCCGGAACTGCCCTTAAAACTGTTGATCTGGAGTTCGAGAGAG

GTGAGTGGAATTCCGAGTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCACTGG

CTCGATACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACG

ATGAATGCCAGACGTCGGGCAGCATGCTGTTCGGTGTCCCACCTAACGGATTAAGCATTCCGCCTGGGGAGTACGGC

CGCAAGGTTAAAACTCAAATGAATTGGCGGGG 

>OTU16496;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Rumi

nococcaceae(0.4224),g:Faecalibacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGGAGGAAGAAGGT

CTTCGGATTGTAAACTCCTTTTGTCTGGGACGATAATGACGGTACCCGACAAGAAAGTGACGGCTAACTACGTGCCA

GCAGCCGCGGTAAAACGTAGGTCACAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCACAGGTGGGCTGGCAA

GTCGAATGTGAAATCTACGGGCTCAACTCGTAAATTGCGTTCGATACTGCTGGTCTTGAGCGGTGTAGAGGTAGGTG
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GAATTCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCACTAA

CTGACACTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16495;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1098),g:Clostridium_III(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAGGG

CCTTCGGGTTGTAAACTTCTGTTACCGGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTTGAAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAT

GCAAGTTGGGAGTGAAATCCCGGTGCTCAACCCCGTAACTGCTTTCAAAACTGTATCCCTTGATTATCGTGGAGGCAA

GCGGAGTTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAGTGCGGCTTGCTGGACGA

CAACTGACGCTGAGGCGCGAAAGCGTGGAGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16499;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Bacilli(0.9846),o:Lactobacillales(0.9911),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGGGAATTGGGCGAAAGCCTGACCAAGCGCCGCCGCGTGAGGGAAGAAGG

GTTTCGCCCCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCCCGCCTACCTACGTCCCAGCAGCCCCGGTAATAGGTGGGTGGCAAGCGTTATCCGGATTGATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATAGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16498;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.1291),g:Lachnospiracea_incertae_sedis(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

CTTCGGATTGTAAACTTCTTTTCTTTGTGAAGAAACAAATGACGGTAGCAAAGGAATATGCATCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTATGGAGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGTGGCAGTGC

AAGTCAGATGTGAAAGACCGGAGCTCAACTCCGGAGCTGCATTTGAAACTGCTTTGCTGGAGTGCAGGAGAGGCGA

GCGGAATTCCGAGTGTAGCGGTGAAATTCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGA

TGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16497;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.2184),g:Oscillibacter(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTATTGTCGGGGACGAGGAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGAAT

CAAGTCAGCTGTGAAAACTACGGGCTTAACTTGTAGACTGCAGTTGAAACTGCATTTCTTGAGTGTCGGAGAGGTAG
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ACGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGGTTACTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCTTGGCA 

>OTU16500;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9719),o:Clostridiales(0.8846),f:Euba

cteriaceae(0.5991),g:Eubacterium(0.4351); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTCGGATTGTAAACTTCTGTCCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTACTACGTAGGTGGCAAGAGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGAATC

AAGTCAGCTGTGAAAACTACGGGCTGAACTGGTAGACTGGAGTTGAAACTGGTTTGCTTGAGTGAAGTAGAAGTTG

GCGGAATGCCGAGTGTAGCGGTGAAAGGCGTAGATATTCGGAGGAACACCGGTGGCGAAGGCGGCCAACTGGGCT

TTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16501;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8808),c:"Bacteroidia"(0.4812),o:"Bacteroidales"(0.

2359),f:"Porphyromonadaceae"(0.0710),g:Barnesiella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCATGTCGCGTGAGGGACGGAGGC

CCTACGGGTTTTAAACCTCTTTTATAAGGGAATATAGGGCGCCACGGGTGACGCATTGCATTTACCTTCTGATAAAGC

ATCGGCTACCTCCGTGCCAGCACCCGCGGTATTACGGAGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGTGGCTTGTTAAGTCGGCGGTGAAAGTCAGTGGCTCAACCATGGAAGTGCCGTTGAAACTGGCGAGCTTG

AGTACGTACGGGGTAGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACCCCGATCGCGAAG

GCAGCCTGCCAGGCCGTGACTGACACTGATGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16502;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Pept

ostreptococcaceae(0.3884),g:Clostridium_XI(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTCAAGCTTTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCGCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCTTAA

GTCAGGAGTGAAAGGCTACGGCTCAACCGTAGTAAGCTCTTGAAACTGGTAAGCTTGAGTGCAGGAGATGAAAGTG

TAATTTCTAGTGTAGCGGTGAAATGTTTAGATATTAGGAGTAACTCCAGTAGCGAAAGCGGCTTTCTGGACTGTAACT

GACACTGAGGCACGAAAGAGTGGGGAGCAAACAGGATTAGATGCCATGGTG 

>OTU16503;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCAGATCGTAAAGCTCTGTCTGTGGGGAAGATAATGACTGTACCCATGGAGGAATCCACGTCCAACTACGTTCCAG

CAGCCGCGGCACTACGCAGGTAGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTCCAAACTGGTGATCTAGAGTGCAGGAGAGGAGAGTG
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GAATTCCTAGTGTAGCGGCGAAATGCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGACTCTCTAGGCTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16504;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGTAGGCGGGAAAGCAAGTTGAATGTTTAAACTATCGGCTCAACCGATAATCGCGTTCAAAACTGTTTT

TCTTGAGTGAAGTAGAGGTAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGG

CGAAGGCGGCTTTCTGGACTGTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16505;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.1485),g:Clostridium_XlVa(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCAATG

CAAGTCTGAAGTGAAAGGCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTGTGTAGCTGGAGTACAGGAGAGGTA

AGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGAGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAATGCGTTAGGAGCAAACAGGATTAGATACACTGGTA 

>OTU16507;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Rumi

nococcaceae(0.5632),g:Ruminococcus(0.3043); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTTCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGACCTGCA

AGTCAGATGTGAAATCCCCGGGCTTAACCCGGGAACTGCATTTGAAACTGTAGGCCTTGAGTGATGGAGAGGCAGG

CGGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTT

AACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16506;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Euba

cteriaceae(0.1291),g:Eubacterium(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGACGAAGGAAGTGACGGTACCCAAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCCAC

CTAAGCGCAAGGTGAAAGCCCGGGGCTTAACTCCGGCGAGCCTTGTGAACTGGGCGGCTTGAGTGCAGGAGGGGA
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AAGTGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACAGGTGGCGAAGGCGACTTTCTGGAC

TGTAACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT 

>OTU16508;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8808),c:Actinobacteria(0.7114),o:Actinomycetales

(0.4280),f:Streptomycetaceae(0.1485),g:Streptomyces(0.0326); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGC

CTTCGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGAAACGCCGGCTAACTACG

TGCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGGGCGCGTAGGCGGCCC

GGTAAGTCTGGAGTGAAAGTCCCGCCTTCAAGGTGGGAATTGCTTTGGATACTGTCGGGCTTGAGTGCAGAAGAGG

TAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAAGAACACCAGTGGCGAAGGCGACTTACTGGG

CTGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16509;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Euba

cteriaceae(0.3204),g:Eubacterium(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAAACTCTGTTTTCGGTGACGTACAAATGACGGTAACCGCGTAGGAACCCACGGCTAACTAAGTACC

ACCAGCCGCGGTAATACGAGGATCGCCAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGCA

AGTCAGCTGTGAAAGCTATGGGCTCAACCGATAAACTGCAGTTGAAACTGTTATTCTTGAGTGGAGTAGAGGTAAGC

GGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTTGCGGGGCTCTA

ACTGACGCTGAGGTTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16510;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9769),c:Actinobacteria(0.9462),o:Actinomycetales

(0.7995),f:Micromonosporaceae(0.2864),g:Actinoplanes(0.0808); 

GTGTCAGCCGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGAGCTCGTAGGCGGCTC

GTCGCGTCGGATGTGAAAACTCGGGGCTTAACCCCGAGCCTGCATTCGATACGGGCGAGCTAGAATTCGGTAGGGG

AGACTGGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGATGGCGAAGGCAGGTCTCTGGG

CCGATATTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGG

TGGGCGCTAGGTGTGGGGCACTTTCCACGAGCTCTGTGCCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG

GCCGCAAGGCTAAAACTCAAATGAATTGACGGGG 

>OTU16511;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.2586),c:Deltaproteobacteria(0.1159),o:Desulfuro

monadales(0.0473),f:Desulfuromonadaceae(0.0113),g:Pelobacter(0.0056); 

ACGGAAGGCAGCAGTGGGGAATCTTGCGCAATGGAGGAAACTCTGACGCAGCCATGCCGAGTGAGTGATGAAGGC

CTTCTTGTTGTAACGCTCTGTCTAAGGGGAAAAATGATGCGATGTCGAATAGGCATGGCAAGTGATGGTACCCTTAA

AGAAAACACCGGCTAACTCCGTGCCAGCAGCCGCGGCAATACTGGGGGTGTAAGCGTTGTTCGGAATTACTGGGCG

TAAAGGGCGTGCAGGCGGCAACGGCAAGTTGAATGTGAAATCCCCGGGCTTAACCCGGGAAGTGAGTTCAAGACTG

CGGGGCTTGAATACGGGAGAGGATAGTGGAATTCCTGGTGTAGAGGTGAAATGCGTAGATATCAGGAGGAACACTC
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GTGGCGAAGGCGAAGGTCTGGACCGATATTGACGCTGAGACGCGAAAGCGTGGGTAGCAAACAGGATTAGATACC

CGGTA 

>OTU16512;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGTCGCGTGCGTGAAGAAGTC

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGCCGGTACCTGTATCAGAAGCCACGGCCAACTTCGTGCAG

GCAGCCGCGGCTATACGTCAGGGGCCAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGGTACTGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACTGCAAC

TGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16514;tax=d:Bacteria(1.0000),p:Firmicutes(0.9991),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCCACGCCGCGTGCGTGATGAAGGT

TTTAGGATCGTTAAACTCTGCCTTTGGGGAAATTAATTACGCTCCCCAACGCGGATGCCAGGTATAACTCCGTGCAGG

ACGCCGTGGTTATACGCAGGTGGCGCGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAACGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16515;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9994),c:"Bacteroidia"(0.9805),o:"Bacteroidales"(0.

9775),f:Bacteroidaceae(0.9108),g:Bacteroides(0.9085); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCCGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATCCTGCTTTGTATTTATTATATTAATAAGGAT

CGGCTCACTCCGTGCCAGCAGCCGAGCTAATACGGAGGATCCGTGCCTTACCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCTGTTGTGAAAGTTTGCGGCTTAACCGTAAAATTGCAGTGGATACTGTCAGTCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16513;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTTTCTTTGGGGAAGATAATTACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTACTCCGTAGGTGGCGAGCGTTATCCGGATTTCCTGGGCGTAAAGAGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTGGGGTGCTGCAGTGCAAACGGGTGAGCTAGAGTGCAGGAGAGGAGAG
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TGGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16516;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9707),f:Lactob

acillaceae(0.9108),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCCGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAACGTGCGTGAGAGCAACTGTTCACTCAGTGACGGTATCTAACCAG

AAAGTCACGGCTAACTACGTGACATCAGACGCGGTAATACGTAGGTGTCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTGTAATAAGTCTGATGTGAAATCCTTTGGCTTAACCACAGAAGTGCATCGAAAACTGTCAAA

CTAGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16518;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGGAGGATGAAGGC

CGTTTAGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTACGTATACTGTTTTGAATGTATTATATGAATAAGGA

TCGGCTAATTCCGTGCCAGCAGCCGCGGCAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTAAAATTGCATTTGATACTGTTAGTCTTGAGT

ACAGTCGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAATTCCGATTGCGAAGGCA

GCTCACTGGACTGCTACTGACACTGATGCTCGAAGGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16520;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGTC

CTATGGGTCGTAAACTTTTTTTATATAAGAGTAAAGTGCAGTATGTATAGTGTTTGGGATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGTTGGACAGGTAAGTCAGTTGTGAAATCCTGCGGCTCAACCGTAGAACTGCAGTTGATACTATCTTTCTTGAGT

ACAGTAGAGGTGGTCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16519;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.5239); 

ACGGAAGGCAGCAGTGGGGAATATTGCTCAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGCGTGATGAAGGTT

TTAGGATCGTTAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGATGCCACGGCTAACTCCGTGCCAG

CAGCCGCGGTAATACGTCGGTGGCCAGCGTTATCCGGATTTACTGGGCGTTAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCAGTCCAAACTGGTTATCTAGAGTGCAGGAGAGGAGAGTG
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GAATTTGTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGAGTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16517;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAAGCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTGTGGGGAAGATAATGACGGTACTCAAAGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGAGGTGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTTGGATGTGAAATCCCAGGGCTCAAACTGGGTGCTGCATTTCAAACTGGTAATCTAGAGTGCAAGAGAGGATAGTG

GAATTCCTAGTGTAGAGGTGAAATGCGTAAATATTAGGAAGAACACCAGTGGCGAAGGCGACTATCTGGTCCGTAAC

TGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16523;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGTAGGTGGACTGGTAA

GTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATGGCAGTTGATACGGTCAGTCTTGAGTACAGTAGAGGTGGGCG

GAATTCGTGGGGTAGCGGGGAAATGCTGAGATATCACGAAGAACTCCGATGGAGAAGGCAGATAACTGGACTGAA

ACGGACACTGAGGCTAGAAAGGGTGGGTAGAAAACAGGATGAGAGACCCTGGG 

>OTU16521;tax=d:Bacteria(1.0000),p:Firmicutes(0.7727),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Clost

ridiales_Incertae_Sedis_XII(0.0710),g:Acidaminobacter(0.0157); 

ACGGAAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATCGGTGGTAGCCCCGGCTACCTACGTG

CCAGCAGCCGCGGTAATCCGTAGGGGCCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGT

TAAGTTGGATGTGAAATACCCGGGCTTAACGTGGGGGCTGCATCCAATACTGGCAGGATTGAGTGCAGGAGAGGAA

AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACG

GAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16524;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.6350),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGCAACCCTGATGCAGCCACGCCGCGTGAGTGATGAAGGC

TTTCGGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCATGGCCAACTACGTGCAA

GCAGCCGCGGTTATAAGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTGCAAACTGGTTAGCTAGAGTGCAGGAGAGGTGAGT
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GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16522;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7907),c:Deltaproteobacteria(0.5195),o:Desulfovib

rionales(0.2679),f:Desulfovibrionaceae(0.1098),g:Desulfovibrio(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTACTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTA

AAGGGTGCGTAGGCGGCCTTTTAAGTCAGCAGTGAAAGTCTGTGGCTCAACCATAGAATTGCCGTTGAAACTGGGAG

GCTTGAGTATGTTTGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGG

CGAAGGCGGCTTACTGGACAGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16525;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Clost

ridiaceae_1(0.5991),g:Clostridium_sensu_stricto(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCATTGGGGAAGATAATGACGGTACCCACAGAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGAATTACTGGGCGTAAAGGGCGCGTAGGCGGATTAGTAA

GTGGAATGTGAAATACCCAGGCTCAACTTGGGTGTTGCATTTCAAACTGGTAATCTAGAGTGCAGGAGAGGATAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGACTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16526;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Bacilli(0.6730),o:Lactobacillales(0.3959),f:Strept

ococcaceae(0.1485),g:Streptococcus(0.0230); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGGAACCCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTAGAGAAGAACGTGTGTGCGAGTGGAAAGTTCACACAGTGACGGTAACTAACC

AGAAAGGGACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGCAGGTCCCGAGCGTTGTCCGGATTTACTGGGTG

TAAAGGGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCAATTGAAACTGT

TTTGCTTGAGTGAAGTAGAGGCAGGCGGAGTTCGTGGTGTAGCGGTGAAATGCTTAGATATCTCGAAGAACTCCTAT

TGCGAAGGCAGCTTACTGGAGTGTAACTGACGCTGATGCTCGAAAATGTGGGTATGAAACAGGATTAGATACCCTGG

TA 

>OTU16528;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:Bacteroidaceae(0.2864),g:Bacteroides(0.0808); 

ACGGAAGGCAGCAGTGAGGAATATGGGTCAATGGGGGCAACCCTGAACCAGCCATGCCGCGTGAAGGATGAAGGC

TCTCTGGGTGGTAAACTTCTTTTATAGAAGAGTAAAGAGCAGTATGTGTTGTGTTATGTTAGTATTATTAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATATGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT
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GCGTAGGCGGACTGGTAAGTCAGTAGTGAAAGTGTGGGGCTCAACCCTAAAAGTGCAGTTGATACTGTCAGTCTTGA

GTACCGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATAACGAAGAACACCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACGCTGATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16530;tax=d:Bacteria(0.0058),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:"Entero

bacteriales"(0.0000),f:Enterobacteriaceae(0.0000),g:Erwinia(0.0000); 

TGCAACTGGACCATCAGAAAGCGATTGCCGAGATGCAAAATGCGACTCAAACAGAGCTTGCTGGCATTCAGTCGGCG

ACTTCACGCCAGACTACGAAAGACCAGGTATATGCACAAAATGAGATGCTTGCTTATCAACAGAAGGAGTCTACTGCT

CGCGTTGCGTCTATTATGGAAAACACCAATCTTTCCAAGCAACAGCAGGTTTCCGAGATTATGCGCCAAATGCTGACT

CAAGCTCAAACGGCTGGTCAGTAGGTTACCAATGACCAAATCAAAGAAATGACTCGAAAGGTGAGTGCTGAGGTGG

ACTTAGGTCATCAGCAAACGCAGAAGCAGCGGTA 

>OTU16527;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9671),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:"Prevotellaceae"(0.4914),g:Prevotella(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGAGGGGACTCTGAAGCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGAAAACTGCTTCTTTAGGGGGATTAAGTGTGCTACGTGTGGCATATGGCACGTATCCCTTGATTAAGG

ACGGGCTAATTCTGTGCCAGCAGCCGCGGTAATACGGAAGGACTGGGCGTTATCCGGATTTACTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTCGTGAAATATCGGGGCTCAACCTGGGCGTTGCAGCGCGAACTGTAAGACTTGA

GTGCGCAAGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATGGCGAAGG

CAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16529;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Bacilli(0.5963),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAACCTCTGTCGTTAGGGAAGAACGTGCGTGAGCGCAACTGATCACGCCGTGACGACATCTAACCA

GCAAGTCCCGGCTAACTACGTGCCAACAGCCGCGGCAATACGACGGGGGCAAACGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCGTTGGCTTAACCAAAGAAGTGCATCGGAAACTGTCA

GGCTTGAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGC

GGCGAAGGCGGCTTTCTGGACTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16532;tax=d:Bacteria(1.0000),p:Firmicutes(0.9867),c:Clostridia(0.9180),o:Clostridiales(0.8303),f:Lach

nospiraceae(0.2864),g:Eisenbergiella(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGACGGCGAAGCA

AGGCTGATGTGAAAGGCAGGGGCTCAACTCCTGGATTGCATTGGAACCTGTTTTGCTAGAGTGCCGGAGGGGTAGG
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CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGGTATTAGGGGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

ACCTGACGTTGAGGCTCGAAGGCGTGGGAAGCAAACAGGATTAGATACCTGGTA 

>OTU16531;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCATGGAAGAAGAAGACGGCACCTGACTAATAAGCTCCGGCTCACTCCGTGTCA

GCAGCCGCGGTACTACGTCGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTGATCAA

GTCTGATGTGAAAGCCAGGGGCTCAACGCCGGGACTGCATTGGAAACTGGATAGCTGGAGTGCAGGAGAGGTAGG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16533;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGCAGCGTGCAGGAGGACGGC

CCTATGGGTTGTAAACTTCTTTTATATGAGAATAAAGTGCAGCACGTATACCGTTTTGTATGTACCATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGATGTGAAAGGTTGCGGCTCAACCGCAGAAGTGCAGTTGGTACTGTCGGTCTTGA

GTGGAGGAGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAG

GCAGCTCACGAAACTGCGACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16534;tax=d:Bacteria(0.7187),p:"Bacteroidetes"(0.1508),c:Sphingobacteriia(0.0132),o:"Sphingobacte

riales"(0.0109),f:Sphingobacteriaceae(0.0033),g:Pedobacter(0.0028); 

CCTTTCTTCCTCCTTTCTTCCTCTTTTTCCCTTTTCTCCCTCCTTCCCCCTCCATTCCTCTTGACTTAATAAGGCCCTATGGG

TCGTAAACTTCTTTTGACGGGGAGCAATACTTTCTACGTGTCTTCCGATGAGAGTCCTCGTCGAATAATCCTCGGCTAA

CTCCTTGCCAGCAGCCGCGGCAATCCTGAGGATGCGAGCGTTATCCGGAATTATTGGGTTTAAAGGGTGCGTAGGCT

GTTTGTTAAGTCAGGGGTGAAATACAGCAGCTCAACTGGGGAATTGCCTTTGATACTAGCAGGCTTGAATACTGTTGC

CGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAGCACCGATTGCGAGGGCATCTCACGA

AGAAGGCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAAAAGGATTAGATACCCGGGGA 

>OTU16535;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0157); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAAGGAAGACGGT

TTTTGGATTGTAAACTTCGGTTCTTAGTGAAGAAAAATGACGGTAGCTAAGGAGCAAGCCACGGCTAACTACGTGCC

AGCGGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGGAATC

AAGTCTGATGTGAAAATCCGGGGCTCCACCGAGGAACTGCATTGGAACCTGTTTTTGTTGGGGGACGGAGGGGTAA



8734 

 

ACGGAATTCCTCGTGTAGCGGTGAAATGCGTAGATATTAGGCGGAACACCAGTGGCGAAGGCGGCTTACTGGACGG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16536;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.0710),g:Intestinimonas(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTTTTACCAGGGACGAAGGACGTGACGGTACCTGGAGAAAAAGCAACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGTTGTAAAGGGAGCGCAGGCGGGATAG

CAAGTCAGCTGTGAAAACTATGGTCGCAACACATAAACTGCAGTGGAAACTGGTATTCTTGAGTTGAGTAGAGGCAA

GCGGAATTCCGAGTGTAGCGGTTAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAATGCGGCTTGCTTGTCTCT

AACTGACGCTGAGGATTGAAAGTGTGGTGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16537;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.7547),c:Deltaproteobacteria(0.4428),o:Desulfovib

rionales(0.2039),f:Desulfovibrionaceae(0.0904),g:Desulfovibrio(0.0181); 

ACGGGAGGCAGCAGCGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGG

TCTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTA

AAGGGCGCGTAGGCGGGAATGCAAGTCAGATGTGAAATCTATGGGCTTAACCCATAAACTGCATTTGAAACTGCATT

TCTTGAGTGTCGGAGAGGTAGACGGAATTCCTAGTGTAGCGGTGGAATGCATAGATATTAGGAGGAACACCAGTGG

CGAAGGCGACTATTTGGCCCATAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16538;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.5632),g:Lachnospiracea_incertae_sedis(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATAACGGTACCTGACTCAGAAGCCCCGGCTCACTCTGTGCCA

GCAGCCGCGGTAATACGTTGAGGGCACGAGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTATTGCAA

GCCAGATGTGAAAGCCCGGGGCTCAACCCCGGGACTGCATTTGGAACTGTATGACTAGAGTGTCGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16539;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9736),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGAGAGATAAGTCAGCGGTAAAATCGTGCGGCTCAACCGTACCTCGCCGTTGATACTGTTTTTCTTGAG
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TGCACACAGGGATGCTGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGCGAAGGCA

TCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16540;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8628),c:Epsilonproteobacteria(0.6730),o:Campylo

bacterales(0.3639),f:Campylobacteraceae(0.1872),g:Campylobacter(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGCGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAA

GGGCGCGTAGGCGGATTATCAAGTCTCTTGTGAAATCTAATGGCTTAACCACTGAACTGCTTCGGAAACTGGTAGTCT

AGAGTGAGGGCGAGGTAGATGGAATTCGTGGTGTAGCGGTGAAATCCGTAGATATCACGAAGAATACCGATTGCGA

AGGCGGTCCGCTGGAACTCAACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16541;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.3448),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGGAGGCAGCAATGAGGAATAGAGGAAAAGGAGAGGAAAAGTGAAGAAGACATGCCGCGTGCGGGAAGGAG

GCCCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGTCGTCGCGCACGTCCGATGAGAGTACCAGGCGAAT

AAGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGTGCTCAACACCGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGATGCCGACGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCCATAAGAACACCGATTGCG

AAGGCAGCGGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16542;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Sphingobacteriia(0.1740),o:"Sphingobacte

riales"(0.0781),f:Sphingobacteriaceae(0.0252),g:Parapedobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGATGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGGATAATATGCCTTTCGCGAAGTTTTATGCAGGTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGTTAAGTTTGAGGTTAAATGCTTGGGCTCAACAGGGGCTTGCCTTGAAAACTGTCGGACTAGAA

TGTAAGCGAGGCAGGCGGAATGAATCGTGTAGCGGTGACATGCATAGATATGATTAAGAACACCGATCGCGAAGGC

AGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16543;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.9572),c:Spirochaetia(0.8755),o:Spirochaetales(0.72

52),f:Spirochaetaceae(0.5273),g:Treponema(0.2607); 

ACGGAAGGCAGCAGCTAGGAATATTCCGCAATGGACGAAAGTCTGACGCAGCGACGCCGCGTGAACGAAGAAGGC

CGGAAGGTTGTAAAGCTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGGTCGGGTGACGGTAGGTGTTG

AATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATTATTGGGCGT

AAAGGGCATGTAGGCGGTTTTGCAAGCCTGATGTGAAATGCATAGGCTCAACCTATGAACTGCATTGAGAACTAGAA

GACTTGAGTTACTGAGGTGGAAGTGGAATTCCAGGTGTAGGGGTGAAATGCGCAGATATCTGGAAGAACACCAATG
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GCGAAGGCAAGTTTCAAGCAGATAACTGACGCTGAGGTGCGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16545;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGTGGCGATTTA

AGTGAAATGTGAAAGCCCGGGGCTCAACTCCGGAATGTCATTTCATACTGGATTGCTTGAGTGCAGGAGGGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16544;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0560),g:Saccharofermentans(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGTATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGTTACCTGAAGAACAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCACTCGTTGTCCGGACCTACTGGGCGTAAAGGGTGTGTAGGCGGGCTCGC

AAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGCTGCATCCAATACTGCAGGACTTGAGTGCAGGAGAGGAAA

GCGGAAGTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCGTAATGGACT

GTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16547;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Prevotellaceae"(0.0457),g:Alloprevotella(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTACGGGTTGTAAACTTCTTTTATGCGGGGGTAAAGTCGCGGACGCGTTCCGCCTTTTCAAGTCCCTCCCGAAAAAG

GACCGCCTACTTCCTTCCCAGCACCCGCGTTATTACGGAAGTTCCGGCCTTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCGGTCTGTTAAGTCAGCTGTGAAAGGCGGGGGCTCAACCGTCGGCCTGCAGTTGATACTGGTGGCCTTGA

GTGCGGGCAGGGGGGGTGGAAGTCATGGTGTAGCGGTGAAATGCGCAGATATCATGAAGAACTCCGATCGCGAAG

GCAGATGACCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16546;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVb(0.1735); 

ACGGAAGGCAGCAGTGGGGAATATTGCGCAATGGACGAAAGCCTGACGCAGCGACACCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGAAGGGAAGAAACTAGGGTGCTCTAATCATCATCCTACTGACGGTACCTTCAAAG

GAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTA

AAGGGAGCGTAGGCGGCATGGTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCA

AGCTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTG
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GCGAAGGCGGCCTGCTGGGCTTTAACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16548;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGC

CCTCGGATCGTAAAACTCCGTTGTTAGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATTACGGTATCTAACCAG

CAAGTCTCGGCTCACTACGTCCCAGCAGCCGCGGTAATACGTACGAGCCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCGTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAG

ACTTGAGTGCAGAAGAGGAGGGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16549;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.1508),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Barnesiella(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGCCGGGGAGCAAAGGGGCCATTGATGGCAGGATGAGCGTACCCGGAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGG

GCGCGTAGGCGGCCTGCTAAGTCTGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGATACTGGGAGGCTG

GAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGA

AGGCGGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16550;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Solitalea(0.0087); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGGAGGAAGAAGGT

CCTATGGGTTGTAAACTCCTTTTGTTCCGGAGTAATAAGGTCTTTGCGAAGACCGATGAGAGTACGGGACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGCAGGCGGCGCGTTAAGTCAGCGGTGAAATCTCATGGCTCAACCATGGAACTGCCGTTGATACTGGCGTGCTAG

AGTGCGAACGGCGCCGGCGGAATGTGCAATGTAGCGGTGAAATGCATAGATATTGCACAGAACACCGATCGCGAAG

GCAGCTGGCGAGGACGTTACTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16551;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:Sphingobacteriia(0.2321),o:"Sphingobacte

riales"(0.1015),f:Sphingobacteriaceae(0.0355),g:Sphingobacterium(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGAAAGACTGAACCAGCCATGCCGCGTGAAGGAAGAAGGT

CCTATGTATTGTAAACTGCTTTTGTCGGGGAATAATAAGAATTTTGTGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTATGAGGTTAAATGCTGCTGCCCAACAGGAGACTGCCTTGAAAACTGGCTGACTAGA
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ATATAAACGGCGCAGGCGGAATTAATCATGTAGCGGTGAAATGCATAGATATGATGAAGAACACCGATCGCGAAGG

CAGCTTGCTAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16552;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGGAAGCCTGAACCAGCCACGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTTTAAGGGAATAAATGTGGGTACGCGTACCCAATTGCATGTACATTACGAATAAGG

AACGGCTAATTCCGTGCCAGCAGCCGCGGTAGTACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGCGCTTAAGTCAGCTGTGAAATTTTGGGGCTCAACCTTAAAAGTGCAGTTGATACTGGGTGCATTGA

GTGCAGGATAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAGG

CAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16554;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGCTGAGGGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCGGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTGGGAGGTGAAATTCCGGCGCTCAACTCCGGAGGTGCCCTTCATACTGTCGCGCT

GGAGTGCGGATGCCGACGGAGGAATGAGTAGTGTAGCGGTGAAATGCTTAGAGATTACACAGAACACCGATTGCGA

AGGCATCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16555;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.8189),o:"Bacteroidales"(0.

5766),f:"Prevotellaceae"(0.2864),g:Prevotella(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGTCGATTAAGTTAGATGTGAAACCCCCGGGCTTAACTTGGGGACTGCATCTAATACTGGTTGACTTA

GAGTACGGGAGAGGGAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16553;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Negativicutes(0.8189),o:Selenomonadales(0.57

66),f:Veillonellaceae(0.3884),g:Selenomonas(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGGGAGCGCAGGTGGGAA

AGCAAGTCAGTCTTAAAAGTGCGGGGCTCAACCCCGTGATGGGATTGAAACTGTTTTTCTTGAGTGCAGGAGAGGTA
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AGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

TGTAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16556;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Clostridia(0.9733),o:Clostridiales(0.9063),f:Clost

ridiaceae_1(0.5273),g:Clostridium_sensu_stricto(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGTGGAAGATAATTACGGTACCTAAGGAGGAAGCCACGGCTTACTACGTTCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAAG

TGGGATGTGAAATACACGGGCTCAACGTGTGTGCTGCATTGCAAACTGGTTATCTAGAGTGAAGTAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGAGGTTAGGAAGAACACCAGTGGCGAAGGCGACCATCAGGACTGTAA

CTGACGCTAGGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16559;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTTCCTTTTCTTTATCAATTAGGTT

CGGCTAACTCCCTTCCAGCAGCCGCGGTAATACGGAGGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGATGGATGTTTAAGTCAGGTGGGAAAGGTTGGGGCTAAACCGTAAAATTGCAGTTGATACTGGAGATCTTGAGT

GAAGGTGAGGCAGGCGGAAGTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGAATTAGATACCCTGGTA 

>OTU16557;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.3204),g:Butyrivibrio(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCACAATGGAGGGAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

CTTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAGGCCCCGTAAGGGGAGATGACGGTACCTGAAGAAGAAGCCC

CGGCTAATTACGTGCCAGCAGCCGCGGTAATACGTAAGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAG

CGCAGACGGAATGGCAAGTCTGAAGTGAAAGCCCGGGGCTCACCCCCGGGACTGCATTGGAAACTGTTTTTCTGGA

GTACTGGAGAGGTAAGCGGAATTCCTGGTGTAGCGGTGAAATGCGTAGATATCAGGAGGAACACCGGCGGCGAAG

GCGGCTTACTGGACAGCAACTGACGTTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16558;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Clost

ridiales_Incertae_Sedis_XI(0.0149),g:Tepidimicrobium(0.0066); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGGCTC

GCAAGTTGGATGTGTAATACCCAGAGATTGACTCGGGTGCTGCATATGAAAACACGCGTCTCGAGCGTCGCAGAGGT
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AAGTGGAATTCCTAGTATAGCGGTGGAATGCGTAGATATTAGGAGGAAAACCAGTGGCGAAGGCGACTTCCTGGAC

GATAACTGACGCTGAGGAACGAAAGCGTGGGGAGCAACCAGGCTTAGATACCCTGGTA 

>OTU16560;tax=d:Bacteria(1.0000),p:"Spirochaetes"(0.4311),c:Spirochaetia(0.2321),o:Spirochaetales(0.10

15),f:Spirochaetaceae(0.0355),g:Treponema(0.0087); 

ACGGGAGGCAGCAGCTAAGAATATTCCGCAATGGACGAAAGTCTGACGGAGCGACGCCGCGTGAACGAAGAAGGC

CGGAGGGTTGTAAAGTTCTTTTGAAACTGAAGAATAAGTATTGCAGGGAATGGCGATATGGTGACGGTAGGTTTTGA

ATAAGCAACGGCTAATTACGTGCCAGCAGCCGCGGTAACACGTAAGTTGCGAGCGTTGTTCGGAATGACTGGGCGTA

AAGGGCGTGTAGGCGGCAGTATAAGTCCGGAGTGAAAGTCCTGCGCTCAAGGTGGGAATTGCTTTGGAGACTGTAC

AGCTTGAGTGCGGAAGAGGCAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCAGT

GGCGAAGGCGGCTTACTGGACTGTAACTGACGCTGAGGCGCAAAAGTGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16561;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAGTGGGGGAAACCCTGATGCAGCGATGCCGCGTGAGTGAAGAAGTA

TTTTGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGTCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAGGCA

AGTCAGGAGTGAAAGCCCAGGGCTCAACCCTGAGACTGCTTTGGAAAAGATATGGCTAGAGTGCTGGAGAGATAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGGGGCGAAGGCGGATTACGGGACAG

TAACTGACGTTGAGGCTCGAGAGCGTGGGGAGCAAACAGGATTAGATACCCGGTA 

>OTU16563;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Pedobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAAGACTGGTCAATGGTCGGAAGACGGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTGAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GAGCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCAAAACAGGAGTGTGCCTTGAAAACTGTCTGACCAGT

ATGTAAACAGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATAGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAATCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16562;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Lach

nospiraceae(0.0457),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGGGACGAAGGAAGTGACGGTACTATAGGAGGAAGACCCGGCTAAGTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAGAGGGAGCGTAGGCGGAGA

GGCAAGTCTGATGTGAAAACCCGGTGCTCAACCCCGGGAGCGCATTGGAAGCTGTTTATCTGGAGAGTAGGAGGGG
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TAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTATGAGGAACACCAGTGGCGAAGGCGGCTTACTGGA

CGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16564;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9605),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGTCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCGGGCTTTTAAGTCAGTCGTGAAATACGGCGGCTCAACCGTCGGACTGCAGTTGAAACTGGAAGTCTTGA

GTTCACACAGGGATGCCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTCGGAGGAACACCAGTGGCGAAGG

CGGCTTGCTGGGCTCTACCTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16565;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Marinilabiliaceae(0.0113),g:Mangroviflexus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTACTACGGAGGATTCGAGCGTTATCCGGATTTATTGGGTTTCAAGGG

TGCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTGCTGCTCAACGGGAGTTTGCCTTGAAAACTGTCGTACTGGG

ATGTAAACGGCGCAGGCGGAATGAATAGTGTAGCGGTGACATGCATAGATATGATGCAGAACACCGATCGCGAAGG

CGGCTGGCGGGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCAAACAGGATTAGATCCCCTGGTA 

>OTU16567;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Porphyromonadaceae"(0.8146),g:Parabacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGCCGAGAGCCTGAACCAGCCAAGTCACGTGAAGGAAGAAGGA

TCTATGTATTGTAAACTTTTTTTATAGGGGAATAAAGTGGGGGACGTGTCCTTTTATGTATGTACCCTATGAATAAGCA

TCGGCTGACTCTGTGCCGGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGTAGGTGGCGATTCAAGTCGGCGGTGAAAGTCTGTGGCTCAACCATAAAATTGCCGTTGAAACTGTTTTACTAGAG

TGTGTGTGAGGTAGGCGGAATGCGTAGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTGCGAAGGC

AGCTTACTAAACCATAACTGACACTGAAGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16566;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCATAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGACTGAAGAAGTA

TTTCGGTATGTAAAGGTCTATCAGCAAGGAAGAAAATGACGGTACTTGACTAAGAATCCCCGGCTAACTACGTGCCA

GCATCCTCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACCCAGGGCTGAAACAAGGGAATGCATTTGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGT
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GGAATTGCGAGTGTAGCGGTGAAATGCGTAGATAGTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

GACTGAAGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16569;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTCTGGTTCTTAACCTCCTTTTATATAAGCATAAAGTGCAGCATGTCTACTGTTTTGTATGTCTTATATGAATAAGGAT

CGGCTAACTCCGTGCCATCAGCCGCAGTCATACTCAGGATCTGCTCGTTGTCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAGTAC

AGTAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAGGCAGA

TCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16568;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9798),o:"Bacteroidales"(0.

9753),f:Bacteroidaceae(0.7787),g:Bacteroides(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAAGGGAATAAAGCGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGAG

TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16571;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Clost

ridiaceae_1(0.1291),g:Clostridium_sensu_stricto(0.0230); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTTCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTGATTGGGCGTAAAGGGAACGCAGGCGGTCTTTTAA

GTCTGATGTGAAAGCCTTCGGCTTAACCGGAGTAGTGCATTGGAAACTGGAAGACTTGAGTGCAGAAGAGGAGAGT

GGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCGCTGGTCTGCA

ACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16570;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiaceae_1(0.1098),g:Clostridium_sensu_stricto(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGTGCAGCCGGGTCT

GCAAGTCAGATGTGAAATCCATGGGCTCAACCCATGAACTGCATTTGAAACTGTGGATCTTGAGTGTCGGAGGGGCA
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ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACT

GTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16572;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Erysipelotrichia(0.8472),o:Erysipelotrichales(0.6

509),f:Erysipelotrichaceae(0.4563),g:Turicibacter(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGTATCTGAGGAGGAAGCCGCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGGGCGTTATCCGGAATTATTGGGCGTAAAGAGCGCGTAGGGGGTTGAT

TAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTCGACTTGAGTGCAGAAGAGGGA

AGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTGGCGAAGGCGGCTTCCTGGTCT

GTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16573;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0710),g:Oribacterium(0.0157); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACG

GCAAGTTTGAAGTGAAATACCCGGGCTTAACCCGGGAACTGCTTTGAAAACTGTCGATCTAGAGTGTCGGAGAGGTA

AGTGGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCTGTGGCGAAGGCGGCTTTCTGGACT

GTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16574;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8864),g:Bacteroides(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGTTCGTAACCTTCTTTTATATAAGAATAACTTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGAT

CGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGTATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGATGTGAAAGCTAGGGGCTCAACCGTAAAACTGCAGTTGATACTGTCAGGCTTGAGT

ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATAGCGAAGAACTCCAGTTGCGAAGGCA

GCTCGCTGGACTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16575;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4914),g:Clostridium_sensu_stricto(0.2171); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTAACTTGGGGTGTTCAATTCCAACCTGGAAGCCTAGGGTGCAGGGGAGGAGAAT
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GGAATTCCTGGGGTGGGGTGGAAATGCTTAGGGATTAGGAGGAACACAGTGGGGGAGGGGGTTCCCTGGGACTGT

AACTGACGCGGGGGTTGGAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16576;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2864),g:Clostridium_XlVa(0.0615); 

ACGGGGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTAT

TTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCACCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTATTGGGTGGAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGAGTGAAAGCCCAGGGCTAAACCCTGGGACTGCTTTGGAAACTGTATGGCGAGATTGCTGGAGATGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAACACCATTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16577;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8628),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCATTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGCAGAGCAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCT

TGAGTGAAGTAGAGGCGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAGGAACTCCGATTGCGA

AGGCAGCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16578;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8628),c:Actinobacteria(0.6730),o:Actinomycetales

(0.3639),f:Demequinaceae(0.0904),g:Demequina(0.0157); 

GTGTCAGCAGCCGCGGTAATACATAGGGTGCAAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTCGTAGGTGGTT

AGTTACGTCGGATGTGAACATCTAGGGCTCAACCCTAGACCTGCATCCGATACGGGCTAGCTTGAGTTTGGTAGGGG

AGACTGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCAGGTCTCTGGG

CCAATACTGACACTGAGGAGCGAAAGTGTGGGGAGCGAACAGGATTAGATACCCTGGTAGTCCACACAGTAAACGA

TGGGCACTAGTTGTGGGAACCTTCCACGGTTTCTGCGACGCAGCTAACGCATTAAGTGCCCCGCCTGGGGAGTACGA

TCGCAAGATTAAAACTCAAATGAATTGACGGGG 

>OTU16579;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.7428),g:Prevotella(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCACATTGCAGGTACCCTATGAATAAG

GACCGGATAATTCAGTGCCAGCAGCCGCGGTAATACGGAAGGTCAGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGCCGTCTTATAAGCGTGTTGTGACATGTCGTGGCTCAACCTGGGCATTTCAGCGCGAACTGTGAGACTT
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GAGTGCGCAGGTAGTAGGCTGAATTCGTCGTGTAGCTGTGAATTGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGTATCGCAACTGACGCCGAAGCTCGAAAGCGTGGTTATCGAACAGGATTAGATACCCTGGTA 

>OTU16580;tax=d:Bacteria(1.0000),p:"Verrucomicrobia"(0.9993),c:Verrucomicrobiae(0.9913),o:Verrucomi

crobiales(0.9936),f:Verrucomicrobiaceae(0.8505),g:Luteolibacter(0.6200); 

GTGCCAGCAGCCGCGGTAATACGAAGGTCCCGAGCGTTGTTCGGAATCACTGGGCGTAAAGGGAGCGTAGGCGGC

GTGGTAAGTCAGATGTGAAATCCCGGGGCTCAACCCCGGAACTGCATCCGATACTGCCGTGCTAGAGGATTGGAGA

GGTAGCTGGAATTCACGGTGTAGCAGTGAAATGCGTAGATATCGTGAGGAACACTCGTGGCGAAAGCGAGCTACTG

GACAACTCCTGACGCTGAGGCTCGAAGGCCAGGGTAGCGAAAGGGATTAGATACCCCTGTAGTCCTGGCAGTAAAC

GGTGCACGCTTGGTGTGAGGGGAATCGACCCCCCTTGTGCCGGAGCAAACGCGTTAAGCGTGCCGCCTGGGAAGTA

CGGTCGCAAGACTAAAACTCAAATGAATTGGCGGGG 

>OTU16582;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9900),c:Fusobacteriia(0.9733),o:"Fusobacteriales"(0

.9063),f:"Fusobacteriaceae"(0.7428),g:Fusobacterium(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGACGGT

CTTAGGATTGTACAGTGCTTTCAATTGGGAAGAAACAAATGACGGTACCAATAGAAGAAGCGACGGCTAAATACGTG

TCAGCAGCCGCGGTAATACGTACGTCGCAAGCGTTATCCGGATTTACTGGGCGTAAAGCGCGTCTAGGTGGTTTGGT

AAGTCTGATGTGAAAATGCGGGTCTCAACACCGGATTGCGTTGGAACCTGCCTTACTAGAGTATGGGAGAAGTGGGC

GGAACTACAGTTGTAGAGGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGAAGTCAGCTCACTGGACTAATA

CTGACACTGGAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16583;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 

ACGGAAGGCAGCAGTGAGGAATATTGGTAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTTAAGGATGAAGGCCC

TATTGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTGTCTATACCGTTTTTTATGTATTATATGTATAAGGATCG

GCTCACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCGT

AGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTTAAATTGCAGTTGGTACTGTCAGTCTTGAGTGC

AGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGC

TCACAGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTTGTA 

>OTU16581;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0355),g:Clostridium_sensu_stricto(0.0087); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGGGCCACGTGTGGCTTATTGCAGGTACCATATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAACACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGTGGATTTTTAAGTGGGATGTGAAATACCCGGGCTTAACCTGGGTGCTGCATTCCAAACTGGAGATCTA
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GAGTGCAGGAGGGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTACTGGACGGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16584;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.8146),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTTCATTTACCCTATGAATAAGG

AACGTCTAATTCCGTTCCATCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGAATTGCAGCAGAAACTGCGAGACTTGAG

TGCGGAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGC

GGCTTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16586;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.7428),g:Blautia(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCGACGCCGCGTGAAGGAAGAAGTA

TCTCGGTATGTAAACTTCTATCAGCAGGGAAGATAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTGTGGCAA

GTCTGATGTGAAAGGCATGGGCTCAACCCGGTGACTGGATTTGAAACTGTCCTACTTGAGTGCCGGAGGGGTGAGC

GGAATTCATAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGACCATCAGTGGCGATGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16587;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.0726),o:"Bacteroidales"(0.

0473),f:Marinilabiliaceae(0.0113),g:Mangroviflexus(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCAGCGTGCAGGAAGGAGGC

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGCTACCCGAAGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGTTAGATAAGTTTACGGTTAAATGCTTCTGCTCAACGGGAGTTTGCGTTGAGAACTGTCTGACTAGGG

TGTATACGGCGCAGGCGGAATGAATCATGTAGCGGTGACATGCATAGATATGATTCAGAACACCGATCGCGAAGGC

AGCTTACGAGGATACGATTGACGCTGAAGCACGAAGGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16588;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTCCGGTACGCGTCCCGCATTGCCTGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGTGGTAAGCCGGGCGTGAAAGTCCGGCGCTCAACGGCGGACGTGCGGCGCGAACTGGTGCACTT
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GAGTACGCGGGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGTAGCGTAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16585;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7114),o:"Bacteroidales"(0.

4280),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTCTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATGTATTGGGTTTAAAGGGA

GCGCAGGCCGTAGGTTAAGCGTGTCGTGAAATTCCGGGGCTCAACGGCGGGCGTGCGGCGGGAACTGGTCGACTCG

AGTACGGGAGACGTTAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16590;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Legione

llales(0.0000),f:Legionellaceae(0.0000),g:Legionella(0.0000); 

CCCTTTCTTCCCTTTCCGCCTCCCGTTCCCCTCATGGCCCTGCAGACGGCCATTAGCTGTACCATACTCAGGAACACAAC

AATACTGATAGCAGTCGGCGTGTGAATCATTAGCCTTGCGACCCTCGGCAGCAAGAACCATACGACCAATATCACGA

AAATAGTCACGCAAATCAGTGGGATTATCATAAAACGCCTCTAATCGGTCGTCAGCCAACGTGAGAGTGTCAAAAAC

GATAAACCAACCATCAGCATGAGCCTGTCGCAGTGCATTCAGCAAACGCTGAATAGCAAAGCCTCTACGCGAGTTCAT

AGTGGAGGCCTCCAGCAATCGTGAACACTCATCCTTAAGACCTTGCTTTTGGGGGTAAGGAGACTCATCG 

>OTU16589;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9762),o:Clostridiales(0.9497),f:Euba

cteriaceae(0.6350),g:Eubacterium(0.4787); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGCCCCCCCCCCCCCCGCGACCCCCCCCCCCCCAAGAACCACC

CCGGTATGCAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTGTGTAAGT

CTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGAAACTATGCGGCTAGAGTGTCGGAGAGGTAAGTGG

AATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATGAC

TGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16593;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Lach

nospiraceae(0.8864),g:Clostridium_XlVb(0.5720); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAACCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGG

TTTCGGCTCGTAAACTTCTTTCACCAGGGACGAAGGAAGTGACGGTACCTAAATAAAAAGCACCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGCATG

GTAAGCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGTAGAGGAA

GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATAAGGAAGAACACCAGTGGCGAAGGCGGCTTGCTGGACT

GAAACTGACGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16592;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3544),g:Ruminococcus(0.1299); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAACTTCTTTTATTAGTGACGAAGTAGTTACGGTACTTAATGAATAAGCCCCGGCTAACTACGTGCCC

GCAGCCGCGGTAATACGTAGGGAGCCAGCGTTGTCCGGATTTACTGGGGGTAAAGGGTGCGTAGGCGGCAGAGCA

AGTCAGATGTGAAATCCGTGGGCTTAACCTACGAACTGCATTTGAAACTGTATTGCTTGAGTGCAGTAGAGGTAGGC

GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAGT

AACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16591;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Betaproteobacteria(0.6346),o:Burkholder

iales(0.3639),f:Sutterellaceae(0.1872),g:Sutterella(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGACGCAGCAATGCCGCGTGAGTGAAGACGGC

CTTCGGGTTGTAAAGCTCTGTTTGTAGGGACGATAATGACGGTACTTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGGGGGAGGCGAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTCTGTAA

GATAGATGTGAAATCCCCGGGCTTAACCTTGGAATTGCATTTATAACTGCAGGTCTCGAGTTTGTCAGAGGAGAGTG

GAATTCCAAGTGTAGCGGTGAAATGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGCGGCCCCCTGGGACATAA

CTGACGCTCATGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16594;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9802),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCTTTTATAATGGAATAAAACGCTCCGCTTGTGGAGCCTTGTATGTACCTTATGAATAAGCA

TCGGCTCACTCCGTTCCAGCAGCCGCGGTAATACGGCGGATTCGCGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGCAGACGGGATGTTAAGTCAGATGTGAAAGATTGGGGCTCAACCGTAAAAGTGCAGTTGATACTGGAGTTCTTGA

GTGCAGGAGAGGTGAGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCTCACTAAACTGTAACTGACGTTCATGCTCGAAAGTGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16597;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8146),g:Bacteroides(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGAAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTACATGAATAAGGA

TCGGCCAACTCCGCGCCAGCAGCCGCCGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTAGTAAGTCAGTCGTGAAATTTAGCGGCTCAACCGTAGAATTGCAGTTGATACTGTCAGTCTTGAGT

ACGGTAGAGGTGAGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCACTGGACTACAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16598;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAGTGGGCGATAGGCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTTGTAAACTTCTTTTATATAGGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATACGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGTTAAGTGAGTGGTGAAAGTTTGCGGCTCAACAGTAAAAGTGCAGTTGGTACTGTCAGTCTTGAG

TACACTAGAGGTGGGAGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACAAAGAACTCCGATTGCGAAGGC

AGCTCACGGGACTGCAATTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16596;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.2184),g:Moryella(0.0423); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGATGACGGTACCTGAGTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGGAGCA

AGTCTGAAGTGAAAGCCCGGGGCTTAACCCGGGGACTGCTATTGAAACTGTCCTGCTTGAGTGATGGAGAGGTAGG

CGGAATTCCCAGTGTAGCGGTGAAATGCGTGGAGATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACATT

AACTGACGTTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16595;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Prolixibacteraceae(0.0149),g:Prolixibacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTTAAGTCAGGCGTGAAATTTCGCGGCTCAACCCCGGGGTTGCCGTTGATACTGTAGCTCT

GGAGTGCGGATGACGCAGGCGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGCAGAACACCGATTGCGA

AGGCATCAGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16599;tax=d:Bacteria(0.0076),p:"Proteobacteria"(0.0000),c:Deltaproteobacteria(0.0000),o:Desulfoba

cterales(0.0000),f:Desulfobulbaceae(0.0000),g:Desulfotalea(0.0000); 

TATCAATACCCTGAAAACTATCAACCACACCAGAAGCAGCATCAGTGACGACATTAGAACTTTCCTTTGCAGTAGCGC

CCATATGAGAAGAGCCATCCCGCTGATTCTGCGTTTGCTGATGAACTAAGTCAACCTCAGCACTAACCTTGCGAGTCA

TTTCTTTGATTTGGTCATTGGTAAAATACTGACCAGCCGTTTGAGCTTGAGTAAGCATGTGGCGCATAATCTCGGAAA

CCTGCTGGTGCTTGGAAAGTTTGGTGTATTCCATAATAGACGCAACGCGAGCAGTAGACTCCTTCTGTTGATAAGCAA

GCATCTCATTTTGTGCATATACCTGGTCTTTCGGATTCG 

>OTU16600;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.4224),g:Clostridium_XlVa(0.1735); 



8750 

 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGTTTAGC

AAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGTACTGCTTTGGAAACTGTTGGACTTGAGTGCAGGAGAGGTAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCAC

TAACTGACGCTGAGGCTCGAAAGCATGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16601;tax=d:Bacteria(1.0000),p:Firmicutes(0.9966),c:Erysipelotrichia(0.9719),o:Erysipelotrichales(0.8

846),f:Erysipelotrichaceae(0.8146),g:Turicibacter(0.7162); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGCATGATGAAGGC

CTTCGGGTTGTAAAATTCTGTTATACGGGAAGAATGGCTCTAGTAGTAAATTGCTAGATTGTGACGGTACCTTATGAG

AAAGCCACGTCTAACTACGTGCCAGCAGCCGCTGTAATACGTCGGTGGCGAGCGCTATCCGGAATTATTGGGCGTAA

AGGGCGCGCAGGTGGTTGATTAAGTCTGATGTGAAAGCCCACGGCTTAACCGTGGAGGGGCATTGGAAACTGGTCA

ACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTGACGGGTCTGTAACTGACACTGAGGCGAGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16602;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Lach

nospiraceae(0.2184),g:Fusicatenibacter(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAATGATGACGTC

CTTCGGTTTGTAAAGTTCTATCATCAGGGAAGATAATGACGGTACCTGACGAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGACGGCTGTGTAA

GTCAGATGTGAAATCCTGGGGCTCAACCCCGGGGCTGCATTGGAAACTGGGAGGCTAGAGTGTAGGAGAGGTAAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGACGGT

GACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16603;tax=d:Bacteria(1.0000),p:Firmicutes(0.9990),c:Clostridia(0.9776),o:Clostridiales(0.9685),f:Lach

nospiraceae(0.9015),g:Roseburia(0.6681); 

ACGTTATTCCTCCTTTTGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAGGAAGTATT

TCGGTATGTAAAGCTCTATCAGCAGGGAAGAAGAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTGCCA

GCAGCCTCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGTACGGCAA

GTCTGATGTGAAATCCCGGGGCTCAACCCCGGTACTGCATTGGAACCTGTCGGACTAGAGTGTCGGAGGGGTAGGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGATT

GCTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16604;tax=d:Bacteria(0.6433),p:"Acidobacteria"(0.1905),c:Acidobacteria_Gp4(0.0726),g:Gp4(0.0056); 



8751 

 

GTGCCAGCAGCCGCGGTAATACAGAGGTGGCAAGCGTTGTTCGGATTTATTGGGCGTAAAGGGTCCGTAGGCGGCC

TGAAAAGTTGGATGTGAAATCCCACAGCTTAACTGTGGAACTGCATTCAAAACTTTCAGGCTCGAGTGTGATAGGGG

TAAAGGGAATTCCCGGTGTAAGGGTGAAATCTGCAGAGATCGGGAGGAACACCAGTCGCGAAGGCGCTTTACTGGA

TCACTACTGACGCTGAGGGACGAAAGCCAGGGGAGCAAACGGGATTAGATACCCCGGTAGTCCTGGCCGTAAACGA

TGGACACTAGGTGTTGGGGGGGTTAAACCCTTCGGTGCCAAAGCTCACGCATTAAGTGTCCCGCCTGGGGAGTACGG

TCGCAAGGCTGAAACTCAAATGAATTGGCGGGG 

>OTU16605;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.5632),g:Oscillibacter(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGCCGCAAGCCTGACCCAGCAACGCGGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTAAGTGGGAAGAGTAAAAAACGGTCCACCTTGAATAAGCCACGGCTAACTACGTGCA

AGCAGCGCCGTTAATACGTAGGTGGCAAGGGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGTGCGCA

AGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGTATGTCTTGAGTGCCGGAGAGGTAATC

GGAATTCCTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAGTGGCGAAGGCGGATTACTGGACGGTA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16607;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.5963),o:"Bacteroidales"(0.

3319),f:"Porphyromonadaceae"(0.1098),g:Parabacteroides(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGT

TCTATGGATTGTAAACTTCTTTTGCTCGAGGGTAAAGTGTGGTACGTGTACCATATTGCAAGTATCGAGTGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGCTTTTAAGTCAGCGGTGAAAGTTTGCGACTCAACCGTAAAATTGCCGTTGATACTGGAGGTCTTGA

GTATAGACGAGGTAGGCGGAATGTAACGTTTAGCGGTGAAATGCTTAGATATGTTACAGACCTCCGATTGCGAAGGC

AGCTTACCAGACTATGACTGACGCTGAGGCACGAAAGCGTGGGTACCAAACAGGATTAGATACCCTGGTA 

>OTU16606;tax=d:Bacteria(0.9073),p:Firmicutes(0.1508),c:Clostridia(0.0525),o:Clostridiales(0.0352),f:Clost

ridiaceae_2(0.0073),g:Tindallia(0.0039); 

GTGCCAGCAGCCGCGGTAAGACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGGGTGCGTAGGCGGTA

AATTAAGTCTTTTGTGAAAGACAATGGCTCAACCATTGAAATGCAGAAGAAACTGATAGACTAGAGTTTAGTAGAGG

TAAGTGGAATTTCATGTGGAGCGGTGGAATGCGTAGATATATGAAGGAACACCAATGGCGAAGGCAGCTTACTGGG

CTAAAACTGACGCTGAGGCACGAAAGCACGGGGAGCAAATAGGATTAGATACCCTAGTAGTCCGTGCCGTAAACGA

TGAGTGCTAGAAATTTGGGGTCAAACCTGAGTTTCGAAGCTAACGCGATAAGCACTCCGCCTGGGGAGTACGGCCGC

AAGGTTGAAACTCAAATGAATTGGCGGGG 

>OTU16611;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 



8752 

 

ACGGGAGGCAGCAGTGAGGAATATTGCTCAATGGGCGAGAGCCTGATCCAGCGAAGCAGCGTGAAGGAAGACTGC

TCTCTGGGTTGTAAACTCCTTCTTTAAAGGCATATAGTCGGGTATGCATACCAGTTTGCACGTACTTTATGAATAAGGA

CCGGCTAACTCAGTGTCAGCAGCCGCGGTATTACCGAGGTTACGAGCGTTATCCGGATTTATTGGGTGTAAAGGGAG

CGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCCAAAAATTGCAGTTGAAACTGGATATCTTGAGT

GCAGTTGAGGCAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCAGTTGCGAAGGCA

GCCTGCTAGGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16608;tax=d:Bacteria(1.0000),p:Firmicutes(0.9671),c:Clostridia(0.8755),o:Clostridiales(0.7252),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0712); 

ACGGGAGGCAGCAGTGAGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGCGTGAAGAAGGT

TTTCGGTATGTAAAGCCCTATCAGCAGGGACGAAAATGACGGTACCTGTCTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATGCAA

GTCTGGGGTGAAAGGCCAGGGCTCAACCCTTGGACTGCTTTTGAAACTGTAGTGCTAGAGGGCAGGAGAGGTAAGT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTGACTGGACAGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16610;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.2902),o:"Bacteroidales"(0.

1249),f:"Porphyromonadaceae"(0.0457),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGGGAGGAATATTGGTCAATGGGCGCAGGCCTGAACGAGCGAAGTCGCGTGAGGGATGAAGG

TCCTACGGATTGTAAAGCTCTTATGTCGGGGAGTAACGTGCGGGACGGGTCCCGTATTGAGAGTACCCGAAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGCAGGCGGCGCGCCAAGTGAGCGGTCAAAGTTCCGGGCTCAACCCGGTGTCGCCTGTGAAACTGGCGTGCTC

GAGTGCGTGCGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACTCTGAACTCCGATCGCGAA

GGCAGCTTTCCAGTCCGCTACTGACCCTCAGTCATGCAAGCTTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16609;tax=d:Bacteria(1.0000),p:Firmicutes(0.9704),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Clost

ridiaceae_1(0.3204),g:Clostridium_sensu_stricto(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATGGTAA

GCCAGATGTGAAAGCCTTGGGCTTAACCCGAGGATTGCATTTGGAACTATCAAGCTAGAGTACAGGAGAGGAAAGC

GGAATTCCTAGTGTAGCTGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGGATTGCTGGACGACA

ACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16613;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.8505),g:Bacteroides(0.7643); 



8753 

 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCGTTTATAAAGGAATAAAGTCGGGTATGGATACCCGCTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCATGTGTGAGAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATGTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGGGTCGCGAAAGTGGGGGTATCAAACAAGATTAATTACCGTAGTA 

>OTU16612;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:Flavobacteriia(0.2902),o:"Flavobacteriales

"(0.1249),f:Flavobacteriaceae(0.0457),g:Capnocytophaga(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGATGGAAGTCTGATCCAGCCATGCCGCGTGAAGGAATAAGGTC

CTATGGATTTTAAACTTCTTTTGTATGGGAGCAATAAGGTCTACGTGTAGACCGATGAGATTACCATACTAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGGTTTATTGGGTTTAAAGGGTG

CGTAGGCTGTGATGTAAGTGAGGGGTGAAATGTGCGGGCATAACCGGGAAACTGCCGTTGATACTGCATTGCTGGA

ATACGGGTGCGGTGGGAGGAATGTGTAGTGTAGCGGTGAAATGCATAGATATTACAAAGAACACCGATTGCGAAGG

CAGCTCACGAAGCCGCGATTGACGCTGAGGCACGAAAGTGCGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16614;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9987),c:Actinobacteria(0.9755),o:Actinomycetales

(0.8737),f:Microbacteriaceae(0.4914),g:Leifsonia(0.1299); 

GTGTCAGCAGCCGTGGTAATACGTAGGGTGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGCTCGTAGGCGGTTT

GTCGCGTCTGCTGTGAAAATCTGAGGCTCAACCTCGGACTTGCAGTGGGTACGGGCAGACTAGAGTGCGGTAGGGG

AGAAGGGAATTCCTGGTGTAGCGGTGGAATGCGCAGATATCAGGAGGAACACCAATGGCGAAGGCACATCTCTGGG

CCGCTACTGACGCTGAGGAGCGAAAGCGTGGGGAGTGAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGT

TGGGCGCTAGATGTGGGTCACATTCCACGTGATCCGTGTCGCAGCTAACGCATTAAGCGCCCCGCCTGGGGAGTACG

GCCGCAAGGCTAAAACTCAAATGAATTGACGGGG 

>OTU16615;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Rumi

nococcaceae(0.0355),g:Ruminococcus(0.0087); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGATGCCGCGTGGAGGAAGAAGGT

TTTCGGATTGGAAACTCCTGTCGTAAGGGAAGAGGAAGGACTGTACCTTACAAGAAAGCTCCGGCTAATTACGAGCC

AGCAGCAGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGAAGC

AAGTCAGAAGTGAAATCCATGGGCTTAACCCATGAACTGCTTTTGAAACTGTTTCCCTTGAGTATCGGAGAGGCAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGAC

AACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16616;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9827),o:"Bacteroidales"(0.

9843),f:"Prevotellaceae"(0.9573),g:Prevotella(0.9686); 



8754 

 

ACGGGAGGCAGCAGTGAGGAAGAGAGGGAAAGGGGGGAGAGCGGGAACCAGCCAAGTAGCGTGCAGGATGACG

GCCCTATGGGTTGTAAACTGATTTTATGAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCAGGTACCTTATGAATAA

GGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGAGTTATCCGGATTTATTGGGTTTAGTGG

GAGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGACGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTT

GAGTACGGACTAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16617;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.

9889),f:"Prevotellaceae"(0.9868),g:Prevotella(0.9566); 

CCTTTAGGCAGCAGTGCTTCCTCTTTTTCCCTTTCCTTTAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGCCCTA

TGGGTTGTAAACTGCATTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAGGACC

GGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGCG

TAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGACCTGTGAGACTTGAGTG

CGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGGCAG

CCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16618;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9990),c:Betaproteobacteria(0.8897),o:Burkholder

iales(0.6881),f:Sutterellaceae(0.4563),g:Sutterella(0.2607); 

ACGGAAGGCAGCAGTGGGGAATTTTGGACAATGGGGGCAACCCTGATCCAGCCATGCCGCGTGCAGGATGAAGGC

CTTCGGGTTGTAAACTACTTTTGTCATGGACGAAAAGGATCGTGATAATACCATGGTCTGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCGGCAGCCGCGGTAATACGTAGGGTGCAATCGTTAATCGGAATTACTGGGCGTAA

AGCGTGCGCAGGCGGTTCTGTAAGACAGATGTGAAATCCCCAGGCGTAACCTGGGAATTGCATGTGTGACTGCAGG

ACTAGAATACATCAGAGAGGGGTGGAATTACAAGTGTAGCAGTGAAAAGCGTAGGAATTTGGAAGAACACAAATGG

CGAAGGCAGCCCCCTGGGATGCGACTGACGCTCATGCACAAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16619;tax=d:Bacteria(0.4171),p:Microgenomates(0.1112),g:Microgenomates_genera_incertae_sedis(

0.0035); 

GTGTCAGCAGCCGCGGTAATACGTAGGGTCCAAGCGTTATCCGGATTTATTGGGCGTAAAGGGTTGCGTCGGCGGTA

TATCAAGTCTTACTTTAAAGCCCGAGGCTTAACCTCGGTTCTGGGTAGGATACTGGTAAACTAGAGAGATACAGGGG

GAGATGGAATTGTTGGTGGAGCAGTGAAATGCGTTGATATCAACAAGAACACCAAAGGCGAAGGCAGTCTCCTGGG

TATTTTCTGACGCTCATGCACGAAAGCTAGGGTAGCGAAGCAGATTAGAGACCTGCGTAGTCCTAGCCGTAAACGTT

GAACACTAGATAGTCGGGTTTCTGGCTGTCGGAAAGCTAACGCGTTAAGTGTTCCGCCTGGGGAGTACGGTCGCAAG

ACTAAAACTCAAAGGAATTGACGGGG 

>OTU16620;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Lach

nospiraceae(0.0710),g:Clostridium_XlVa(0.0157); 



8755 

 

ACTGTAGGCAGCAGTGGGGACTCTTTTTCCCTTTTCTCCCGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGGTTT

CGGCTCGTAAACATCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCACGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCATGGC

AAGTCTGATGTGAAAACCCAGGGCTCAACCCTGGGACTGCATTGGAAACTGTCAAGCTGGAGTGTCGGAGAGGTAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16621;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4787); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

CTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCTCGCAGTGACGGTATCCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCCTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCGTCGGCTTAACCGAAGAAGTACATCGGGAACCGGGCG

GCTTGAGTGCAGAAGAGGACAGTGGAACTCGATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCGGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16625;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGCG

CGTAGGCTGTGCGTCAAGTCTGGGGTGAAATTCCGGGGCTGAACTCCGGGGCTGCCGTTGATACTGTCGCGCTGGA

GTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16622;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.3448),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Prevotellaceae"(0.0113),g:Prevotella(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGCGAGCCTGAACCAGCCAAGTAGCGTGAGGGACGACTGC

CCTATGGGTTGTAAACCTCTTTTGTTGGGGGACAAAGAGCGCCACGTGTGGTGCGTTGCGGGTACCCTTTGAATAAG

GATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGG

AGCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCTCGGGGCTCAACCCCGGCGCTGCAGTTGAAACTGTGTAGCTA

GAGTACGGGAGAAGCAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACACCGGTGGCGA

AGGCGGCCTGCTGGAGTGTAACTGACACTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16623;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Clost

ridiaceae_1(0.2524),g:Clostridium_sensu_stricto(0.0615); 



8756 

 

ACGGGAGGCAGCAGTGAGGAACATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG

GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTCGTCCGGATTTACTGGGCGTAAAGG

GAGCGTAGGCGGACTTTTAAGTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTA

GAGTGCAGGAGAGGAGAATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGACGACAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16624;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.5273),g:Intestinimonas(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGTGACGAAACAAATGATGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGCCGCAAGCGTAATCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGTGC

AAGTCAGATGTGAAAATTATGGGCTCAACTCATAACCTGCATTTGAGACTGTACATCTAGAGTGCTGGAGAGGCAGG

CGGAATGCCGTGTGTAGCGGTGAAATGCGTAGATATACGAAGGAACACCGGTGGCGAAGGCGGCCTGCTGGACAG

CAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16626;tax=d:Bacteria(0.0041),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Pediococcus(0.0000); 

AGGTGAAGTAAAAGGTTCTTACTTAAACATTACTGCAGGTACAATGGAAGAAGTGTACAAACGTGCTGAGTACGGAA

AAGCTGTTGGTTCTGTAATTGTAATGATTGACTTAGTAATGGGTTACACAGCAATTCAAAGTGCTGCAATCTGGGCTC

GTGAAAATGACATGCTTTTACACTTACACCGTGCAGGTAACTCTACATATGCTCGTCAAAAGAATCATGGTATTAACTT

CCGTGTTATCTGTAAATGGATGCGTATGTCTGGTGTAGACCATATCCACGCTGGTACAGTAGTAGGTAAATTAGAAG

G 

>OTU16628;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Epsilonproteobacteria(0.9762),o:Campylo

bacterales(0.8846),f:Campylobacteraceae(0.8146),g:Campylobacter(0.7162); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTATCGCAGAAGACGAAGGAAGTGACGGTATTCTGTGCGGAAGCACCGGCTAACTCCGTG

CCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTAT

CAAGTCTCTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTGGGAAACTGATAGTCTAGAGTGAGGGAGAGGCAG

ATGGAATTGGTGGTGTAGGGGTAAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGATCTGCTGGAACTC

AACTGACGCTAAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16627;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Rumi

nococcaceae(0.0252),g:Papillibacter(0.0056); 

ACTTTATTCATCATTTTTTAATTTTTCACAATTTACTCAATTCTTATTCATCTACGCCTCTTGAGGGATGGAGGCCTTCGG

GTTGTTAACCTCTTTCGCTCATGGTCAAGCCGCACGTGTTCGCGTGGTGAGGGTAGTGGGTAAAGAAGCGCCGGCTA
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ACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGC

CGGGTCTGCAAGTCAGATGTGAAATCCATTGGCTCAACCCATGAACTGCATTTGAAACTGTAGATCTTGAGTGTCGGA

GGGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTAGCGAAGGCGGATTGC

TGGACGATAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16629;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0710),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGGAACCCTGATGCAGCAACGCCGCGGGAGGGAGGAAGG

TTTTCGGATGGTAAAGTTCTGTCTTGGGGGAAGAAAATGACGGAACCAAAGGAGGAAGCAACGGCTAACTAGGTGC

AAGCAGCCGGGGAAATACGAAGGGGGCAAGCGTGGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGCCGGGGGG

GCAAGTCAGATGTGAAATCCACGGGCTCAACTCGTGAACTGCATTTGAAACTACTCTTCTTGAGTATCGGAGAGGCA

ATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACG

ACAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16630;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGTCAGTGCC

CTATGGGCGTTAAACTTCTTTTGTCAGGGAGCAATAAGGGTTTCGTGAAATCCGATGAGAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTTGAGGTTAAATGCTTCTGCTCAACAGGAGTTTGCCTTGAAAACTGTCTGACTAGGAT

GTAAACGGCGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCCTGCTGGACTGTCACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16631;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9168),c:"Bacteroidia"(0.5579),o:"Bacteroidales"(0.

2999),f:Bacteroidaceae(0.1291),g:Bacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTTCAGTATGTATACTGTTTTGTATGTTTCATATGAATAAGGAA

CGGCTAACTCCGTGCCCGCAACCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGTGC

GTAGGCTGTGCGTCAAGTCAGTTGTGAAAGTTTGGGGCTCAACTCTGGGGCTGCCGTTGATACTGGCGCGCTGGAGT

GCGGATGACGCAGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTAAGAACACCGATTGCGAAGGCA

GCTGGCGAAGCCGTAACTGACGCTGAGGCACGAAAGCGTGGGTATAGAACAGGATTAGATACCCTGGTA 

>OTU16632;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.5991),g:Bacteroides(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATATTGGGATAAAGTGCGGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG
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CGTAGGTGGACTGGTAAGCGTGTTGTGAAAGTCAACGGCTCAACGGTAGACGTGCGGTTGGAACTGGCAGTCTTGA

GTACGGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGTACTGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16633;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.3204),g:Bacteroides(0.0904); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGATGGAGGC

CCTATGGGCTGTGAACTGCTTTTGTCTGGGGGCAATATTAGCGTCGCGCACGTCCTATGAGGTTACCAGGGGAATAA

GCATCGGCTAACTCCGGGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCTTTATCCGGATTTATTGGGTTTAAAGG

GAGCGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCTTAGAATTGCAGTTGGTACTGGATATCTT

GAGTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16634;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9769),o:Clostridiales(0.9606),f:Clost

ridiaceae_1(0.7068),g:Clostridium_sensu_stricto(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCCGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GAAGCCGCGGTTATACGTAAGTAGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCGGGGCTCAACTTGTGTGCTGCATTTCAAACTGGAGGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCGGTGGCGAAGGCAATTCTCTGTACTGTAA

CTGACGCTGAGGCTCGAAAGCGTAGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16635;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Lach

nospiraceae(0.1872),g:Clostridium_XlVa(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTCCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCCTGCTAAGCTGC

AACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16636;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Bacilli(0.8048),o:Lactobacillales(0.5395),f:Lactob

acillaceae(0.3544),g:Lactobacillus(0.0904); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACTGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGTGTA

AAGGGAGCGTAGACGGTTTCGTAAGTCTGATGTGAAAATTTGGGGCTCAACCCCAAAACTGCATTGGAAACTATGGA
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ACTGGAGTGTCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCAGTG

GCGAAGGCGGCCTGCTGGACATTAACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16638;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Coprobacter(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACGTCTTTGGTCCCGGAGCAAAAAGAAGCACGCGTGGCTCGATGAGAGTACGGGAAGAACAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGAGTGGTAAGTCAGCTGTGAAATGTGCCCGCTCAACGTTGAACGTGCTTTTGATACTGTCAGCCTT

GAATGCGGATGCCGTGGGCGGAATTTGTGGTGTAGCGGTGAAATGCATAGATATCACGCAGAACTCCGATTTCGAA

GGCATCTCACGGATCCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16637;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.3544),g:Roseburia(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAAGGATGAAGTA

TTTCGGTATGTAAACTTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTA

AGTCTGATGTGAAAGCCCGGGGCTCAACCCCGGTACGGCATTGGAAACTGGTCATCTAGAGTGTCGGAGGGGTAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTCGGAAGAACACCAGTGGCGAAGGCGGCTTACTGGGCTGT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16640;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.8472),o:Clostridiales(0.6509),f:Lach

nospiraceae(0.3544),g:Oribacterium(0.0712); 

ACGGGAGGCAGCAGTGGGGGATATTGCAAAATGGAGGAAACTCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGGATGTAAAGCTCTATCAGCAGGGAAGATAATGACAGTACCTGACTAAGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAACGGCA

AGTGTGAAGTGAAATACCTGGGCTTAACCCGAGTACTGCTTTTCAAACTGTCAGTCTAGAGTGTCGGAGAGGTGAGT

GGAATTCCTGGTGTAGTAGTGAAATGCGTAGATATCAGGAAGAACACCGGAGGCGAAGGCGCCTTTCTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16642;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.3204),g:Coprococcus(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAAGTACTTTCAGCGGGGAGTAAGGGAGTAAAGTTAATACCTTTTCTCATTGACGTTACCCGCAGAA

GAAGCACCGGCTAAATACGTGCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAA

AGGGAGCGTAGACGGCTGTGTAAGTCTGAAGTGAAAGCCCGGGGCGCAACGCCGGGACTGATTTGGAAACTATGCA
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GATAGAGTGTCGGAGAGGTAAGTGGAATTCCCAGTGTAGCGGTGAAATGCGTAGATATTGGGAGGAAAACCAGTG

GCGAAGGAGGATTACTGGACGATGGCTGACGTTGAGGCTCGAAAGCGTGGGGAGAAAACAGGATTAGATACCCTG

GTA 

>OTU16641;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Pept

ostreptococcaceae(0.1679),g:Clostridium_XI(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGAGAGGCA

AGTCTGATGTGAAAACCCGGGGCTCAACCCCGGGAGTGCATTGGAAACTGTAGTTCTTGAGGGTCGGAGAGGCAAA

TGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGATGGCGATTCCCTGGACTGT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16639;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0710),g:Ruminococcus(0.0157); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTATTGGGCGTAAAGGGCGCGTAGACGGCCGAGTA

AGTTATAGGTGAAAGCCCATCTTTCAAGGATGGAATTGCCTGTAATACCGCTTGGCTTGAGTGCAGGAGAGGGAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGAATTAGATACCCTGGTA 

>OTU16644;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.9941),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGAAGGAGCAAAACAGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAATGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGACAGCCGCCGCGGTAATAAGTAGGTGGAAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTGCGGCTGAACCGAAGAAGTGCATCGGAAACCGGGC

AACTTGAGTGCAGATGAGGACAGTGGAACTTCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAATG

GCGAAGGCGGCTGGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16643;tax=d:Bacteria(1.0000),p:Firmicutes(0.9441),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.2864),g:Ruminococcus(0.0615); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCACCGCA
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AGTCAGTTGTGAAACCCATGGGCTCAACCCATGGCTTGCAATTGAAACTGCGGAGCTGGAGTACAGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16645;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Deltaproteobacteria(0.9740),o:Desulfovib

rionales(0.9063),f:Desulfovibrionaceae(0.8505),g:Desulfovibrio(0.6200); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAAGCTCTGTCAGAAGGGAAGAAACTAAGGAGCTCTAAACATCATTGTACTGACGGTACCTTCAAA

GGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATCACTGGGCGT

AAAGCGCACGTAGGCGGTTATGTAAGTCCGCTGTGAAAGCCCCCGGCTCAACCGCGGAACTGCCCTTGATACTACTC

GACTCGAATCCGGGAGAGGGTGGCGGAATTCCCTGTGTAGGGGTGAAATCCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGACCACCTGGACCGATATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16646;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.8448),c:Chloroplast(0.4428),f:Chloropla

st(0.0904),g:Chlorophyta(0.0087); 

GTGTCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGAATGATTGGGCGTAAAGCGTCTGTAGGTGGTT

TCCTAAGTCCACTGTCAAAAATCAAGGCTTAACCTTGAGCAGGCAGTGGAAACTGGGAGGCTTGAGTACGGTAGGG

GCGGAGGGAATTCCCGGTGTAGCGGTGAAATGCGTAGAGATCGGGAAGAACACCAAGGGCGAAAGCACTCTGCTG

GGCCGAAACTGACACTGAGAGACGAAAGCGAGGGGAGCAATGGGGATTAGATACCCAAGTAGTCCTCGCCGTAAAC

GATGGATACTAAGTGCTGTCCCGCCGCGAAGAGGTTTTTTGTCTGCCTGTTGCCTATGGCAACGGGCAGACAAAAAA

CTTTCAAGTGGATACCCGGTCCAGTACTGTAGCTAACGCGTGAAGTATCCCGCCTGGGGAGTATGCTCGCAAGAGTG

AAACTCAAATGAATTGACGGGG 

>OTU16650;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9900),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1291),g:Prevotella(0.0157); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGAAGGACGACGGC

CCTATGGGTCGTAAACTGCTTTTATGTGGGGATAAAGTGGGCAACGCGTGGCCTTTTGTAGGTACCATATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTACGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGGGCAAGTCAGTTGTGAAATGCCGTCGCTCAACGTTTGCATTGCAGCGCGTACTGCCCAGCTTG

AGTGCAGGCAACGTTGGCGGAATTCGCGGTGTAGCGGTGAAATGCTTAGATATCGCGAAGAACTCCGATTGCGAAT

GCAGCTGACGGGTCCGTAACTGACGCCCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16647;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Clost

ridiales_Incertae_Sedis_XIII(0.1679),g:Anaerovorax(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGAAGAAGGT

CTTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCA
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GCAGCCGCGGTATTACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAA

GCAGGGGGTGAAAGGCAATGGCTCAACCATTGTTAGCGCCCTGAACTAGGCTAGTGGAGTACAAGGGAGAGAAGC

AGAATTCCTAGTGTCGCGATGAAATGCGTAGATATTAGGAGGGGCACCAGTGGCGAAGGCGGCTTTCTGGACTATTA

CTGACACTGAGGCAGGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16648;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1872),g:Acetivibrio(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCTGGTTGGAAACTTCTTTTACCAGGGACGAAGGACGTGACGGGACCTGGAGAAAAAGCCACGGCTAACTACGTG

CCACCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAGAG

CAAGTCAGAAGTGAAATCTATGGGATTCACCCATAAACTGCCTTTGAAACTGTTTTTCTTGAGTATCGACGAGGAAGG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGAAACACCAATGGCGAAGGCGGCCTTCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16649;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Rikenellaceae"(0.0252),g:Alistipes(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCAAGTCTGAACCAGCCATGCCGCGTGAAGGACGAAGGC

CCTATGGGCTGTAAACTTCTTTTGACGCAGAGCAATAACACCCACGCGTAGTTCGATGAGAGTATCCGTAGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGTAAGTCAGCGGTGAAATGCCGGGGCTCAACCCGGAAACTGCCTTTGATACTGTGAGACTAGA

ATGCAGTTGCGGTAGGCGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAGG

CAGCTTACAAAACCATATCTGACGTTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16651;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCCAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATCCGGATTTATTGGGCTTAAAGGG

AGCGTAGGCAGACTTATAAGCTTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTGAGACTTG

AGATCGCAGGAGGTAAGCGGAGTTCGTCGTGTAGCGGTGAAATTCTTAAATATGACGAAGAACTCCGATTGCGAAG

GCGGCCTGCTGTAGCGCATCTGACGCTGAGGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16653;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9474),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCACGTCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGTACGCGTCCGCAGGTGAGAGTATCCGGAGAAAAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAATGG
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GTGCGTAGGCCGGCTGTCAAGTCGACGGTAAAAATGTGGGGCTCAACCCCGTAAAGCCGTGGAAACTGGCGGTCTT

GAGTGGCGGCGAGGCATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCGCGCAGAACACCGATTGCGA

AGGCAGCATGCCAGCCGACGACTGACGCTGAGGCACGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16652;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8267),c:"Bacteroidia"(0.2321),o:"Bacteroidales"(0.

1015),f:"Porphyromonadaceae"(0.0252),g:Coprobacter(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTACGGC

CCTATGGGTCGTAAACTTCTTTAGACGCAGAGCAATAAGGGTCTTGTGAGATCCGATGCGAGTATTCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGGGCTCAACGGGGGAGTTGCAGTTGATACTGGACATCTG

GAATGCTGTTGAGGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACGAAGAACACCGATTGCGAA

GGCAGCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16654;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0355),g:Clostridium_IV(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGACGCGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CTTATGGGTTGTAAACTGTTTTTATAGGGGGATAAAGCGTGCCACGTGTGGCATATTGCAGGTACCCTATGAACAAGC

TACGTCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGC

GCGTAGGCGGGTCGGCAAGTCAGATGTGAAAGCCCGGGGCTCAACCCATGAACTGCATTTGAAACTGTCGGTCTTGA

GTGTCGGAGAGGCAAGCGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATACGGAGGAACACCGGTGGCGAAG

GCGGCTTACTGGACGATGACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16657;tax=d:Bacteria(0.0041),p:"Armatimonadetes"(0.0000),c:Armatimonadia(0.0000),o:Armatimon

adales(0.0000),f:Armatimonadaceae(0.0000),g:Armatimonas/Armatimonadetes_gp1(0.0000); 

GGAATCGTTTGTGAGCGTTGTGGTGTTGAGGTCACAGAGAGTCGGGCGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGATTCCCAGTTACGTGGCCATCCTTTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTCAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGCA

ATTGCTCACGGAAGATGAGTGGCTTGAAATTGAAGACGAGATTTATGCAGAAGATTCAGAAATTGAAAATGAACCCG

TCGTTGGAATGGGTGCCGAGGCGCCGAAGCAGCTGCTTGAGGATCTCCAACTCAATGCGGTTGCTGAACAATTACGT

GAGGAGATTGTTGGAAGTAAGGGGCAGAAACGCGCCAAGCTGATCAAGCGGCTACG 

>OTU16655;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9348),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Prevotellaceae"(0.1098),g:Prevotella(0.0157); 

ACGGGCGGCAGCAGTGCGGCATCTTTTTCCCTGGGCACAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGCC

CTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGTGTCCCGCATTGCATGTACCATTTGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATAGGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGTG

CGCAGGCCGTGGGTTAAGCTTGTCGTGACATTCCGTCGCTCCACGGCGGACGTGCGGCGCGAACTGTTCCACTTGAG
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TACGCGGGACGTTGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTG 

>OTU16656;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCCGAACCAGCCAAGTCGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATCAAGGAGTAATATGGGGTATGCGTACCCGTTTGCATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGGTTAAGTCAGTTGTGAAATTTTGCGGCTCAACCGTAAAAGTGCAGTTGATACTGGATAGCTTGA

GTGCAGTCGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCGAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16658;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9987),c:Gammaproteobacteria(0.9733),o:"Entero

bacteriales"(0.8303),f:Enterobacteriaceae(0.6350),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGCAGCCATGCCGCGTGTATGAATAAGGCC

TTCGGGTTGTTAAGTACTCTCAGCGGGGAGGAAGGGAGTAAAGTTAATACCTTTGCTCATTTACGTTACCCGTAGAAG

AAGCCCCGCCTAACTCCGTGCCACCAGCCGAGGTAATACGTAGGGGCCATGCGTTAATCGGAATTACTGGGCGTAAA

GCGCACGCAGGCGGTTTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCAGCTGATACTGGCAAGC

TTGAGTGTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCAGGAGGAATACCGGTGGC

GAAGGCGGCCCACTAGACCAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16660;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0181); 

CCTTTCTTCCTCCTTTTTGACTATTGCGCCCTGGGGGAAACCCTGACGCAGCAACGCCGCGTGAAGGATGAAGGTCTT

CGGATTGTAAACTTCTTTTACAGAGGACGAAGGTAGTGACGGTACTCTGTGAATAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGTCTTGCAA

GTCAGATGTGAAATACCGGAGCTCAACTCCGGGGCTGCATTTGAAACTGTAGGACTTGAGTGATGGAGAGGCAGGC

GGAATGCCCGGTGTAGCGGTGGAATGCGTAGATATCGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGACATT

AACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16659;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9769),c:Betaproteobacteria(0.8048),o:Burkholder

iales(0.5395),f:Sutterellaceae(0.3204),g:Sutterella(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAACCCTGATCCAGCAATGCCGCGTGCGGGAAGAAGGC

CTTCGGGTTGTAAACCGCTTTTGTCAGGGACGAAAAGGTGCTTGTGGATAATGAGCGCTGCTGACGGTACCTGAAGA

ATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTA

AAGCGTGCGCAGGCGGTTGGGTAAGTGAGATGGGAAATCCCCGGGCGTAACCGGCGAACTGCATTTATGACTGCGC

GACTGGAGGATGTCAGAGGGGGGTGGAATTCCAAGTGTAGCAGTGAAATGCGTAGATATTTGGAAGAACACCGATG
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GCGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16661;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Lach

nospiraceae(0.2184),g:Coprococcus(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGGGAAGGAAGAAGG

TCTTCGGATTGTAAACTGCTCTTATGAGGGACGAAGGACGTGACGGTACCTCATGAATAAGCCCCGGCTAACTAAGT

GCCAGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGGGTAAAGGGAGCGTAGACGGCTGT

GTAAGTCTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTTTGGAAACTATGCAGCTAGATTGTCTGAGAGGTA

AGTGGAATTCCCAGTGTAGCGGTGAAACCCTTCGCGATTGGGAGGCACACCGGTGGCGAACGCAGCTTACTGGACG

ATGTCTGACGTTGAGGCCCGACAGCGTGTGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16663;tax=d:Bacteria(1.0000),p:Cyanobacteria/Chloroplast(0.9992),c:Chloroplast(0.9846),f:Chloropla

st(0.9881),g:Bacillariophyta(0.9856); 

GTGCCAGCCGCCGCGGTAAGACGGAGGATGCAAGTGTTATCCGGAATCACTGGGCGTAAAGCGTCTGTAGGTGGTT

TAATAAGTCAACTGTTAAATCTTGAGGCTTAACCTTGAAATCGCAGTCGAAACTATTAGACTAGAGTATAGTAGGGGT

AAAGGGAATTTCCAGTGGAGCGGTGAAATGCGTAGAGATTGGAAAGAACACCGATGGCGAAGGCACTTTACTGGGC

TATTACTGACACTCAGAGACGAAAGCTAGGGTAGCAAATGGGATTAGATACCCCAGTAGTCCTAGCCGTAAACAATG

GATACTAGATGTTGAACAGATCGACCTGTGCAGTATTAAAGCTAACGCGTTAAGTATCCCGCCTGGGAAGTATGCTC

GCAAGAGTGAAACTCAAATGAATTGACGGGG 

>OTU16664;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9903),o:Lactobacillales(0.9937),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGACGGG

TTTCGGCTCGTAAAGCCCTGTTGTTGGAGAAGAACGTTCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTCACTACGTCCCACCCGCCACTGCAATACGTACGGGGGAAGCGTTATCCGGATTTGTTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAGCCTTCGGCTTAACCGAAGAAGTGCATCGGAAACTGGGC

GACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16662;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Rumi

nococcaceae(0.1098),g:Anaerotruncus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TCTCGGTATGTAAAGCTCTGTCAGCAGGGAAGAAAATGACGGTACCTGACTAAGCAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGCGCAGGCGGGACTGCA

AGTTGGATGTGAAATACCGGAGCTTAACTCCGGAGCTGCATCCAAAACTGTGGTTCTTGAGTGGAGTAGAGGCAGGC
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GGAATTCCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTA

ACTGACGCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16668;tax=d:Archaea(0.0058),p:"Crenarchaeota"(0.0000),c:Thermoprotei(0.0000),o:Sulfolobales(0.0

000),f:Sulfolobaceae(0.0000),g:Acidianus(0.0000); 

CTTGGTCATTTAGAGGAAGTAAAAGTCATAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTAACGAGTTCA

TGCCCTTCGGGGTAGATCTCCCACCCTTTGCACACTACACCTTTGTTGCTTTGGCGGGCCGCCTCGGCCAGCGGCTCC

GGCTGCTGAGTGCCCGCCAGGGGACCACAACTCTTGTTTTTAGTGATGTCTGAGTACTATATAATAGTTAAAACTTTC

AACAACGGATCTCTTGGTTCTGGCATCGATGAAGAACGCAGC 

>OTU16666;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9755),o:Lactobacillales(0.8846),f:Lactob

acillaceae(0.7068),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGTCTAACTCCGTGCCAGCCGCCGCTGTAATACGTAGGTGGCTAGCGTTGTCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTTAACCGAGGAACTGCAGCGGAAACTGGTTTT

CTTGAGTGCGGAAGAGGAAGGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATCGAAGAACACCAGTGGC

GAAGGCGGCTCGCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCACGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16667;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9784),o:Clostridiales(0.9707),f:Clost

ridiaceae_1(0.8146),g:Clostridium_sensu_stricto(0.5720); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCGAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGGGAACGTTGTCCGGATTTACTGGGCGTAAAGGGGGCGTAGGCGGACTTTTAA

GTGAGATGTGAAATACCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGGCTACAGTGTAGGTGAGGTGAAC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCCGTGGCGAAGGCGATTCTCTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16665;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9882),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3915); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCGGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAATGATATGTCTGATGTGAAGGCCCACGGCTCAACCGTGGAACTGCATCGGAAACTGTCA

GTGTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTTGAATGCGTAGATATATGGAAGAACACCAGTG

GAGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGATGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 
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>OTU16669;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Euba

cteriaceae(0.0457),g:Eubacterium(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAACGAAGACGGC

CCTCGGGTTGTAAACTTCTGTCCTCAAGGAAGATAGTGACGGTACCTGAGGAGCAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGAGTACGTAGGTGGTTTCCTAA

GCATGGGGTTTAAGGCAACGGCTTAACCATAGTAAGCCGCATGAACTGGGATACTTGAGTGCTGGAGAGGAGAGTG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTGGCGAAGGCGGCTTTCTGGACAGTAA

CTGACACTGAGGTACGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16671;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9941),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAAGTGCGGGAGAGTAACTGTTCACGCAGTGACGGTATCCAAAAA

GAAAGTCACGGCTAGCTACATGCCAGCAGGCGCGGTAGTACGTAGGGGGCAAGCGTGATCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGTTGACTAGGTCTGATGTGAAATCCGTCGGCTTAACCGAAGAAGTGCATCGGAAACCGGT

CAACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGT

GGCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTATCGAACAGGATTAGATACCCTG

GTA 

>OTU16670;tax=d:Bacteria(1.0000),p:Firmicutes(0.9638),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Rumi

nococcaceae(0.5273),g:Ruminococcus(0.1299); 

ACTTTATTCATCATTTTTTTATATTTCTCAATTTTTTCAACCCTTACTCATCAACTCCTCTTTAACGATGAAGGTCTTCGGA

TTGTAAAGTTCTTTTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCCAGCAGCC

GCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAGCAAGTCAG

ATGTGGAATCCGTGGGCTTAACCCACGAACTGCACTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAGGCGGAATT

CCCTGTGTAGCGGTGAAATGCGTAGAGATAGGGAGGAACACCAGTGGCGAAGGCGGCCTGCTGGGCTTTAACTGAC

GCTGAGGCACGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16672;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Clost

ridiaceae_1(0.6709),g:Clostridium_sensu_stricto(0.4351); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGAAAATGACGGTACCTGAGGAGGAATCCACGGCCAATTTCGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAA

GTGCGATGTGAAATACCGGGGCTCAACTTGGGTGCTGCATTTCGAACTGTGAGTCTAGAGTGCGGGAGAGGAGGAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATGAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16674;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0710),g:Clostridium_III(0.0110); 

ACGGGAGGCAGCAGTGGGGGATATTAGACAATGGGGGAAACCCTGATCTAGCAACGCCGCGTGAAGGATGAAGGT

CTTCGGATTGTAAATTTCTTGGACGAGGGAGGTTAAGGCCGTTCCCTCAAGACAAAGCCACGGCTAACTACTTGCCAC

AAGCCGCGGAAATACGTAGGTGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGACTGCAA

GTCAGATGTGAAATACGGAGGCTTAACCTCCGAGCTGCATTTGAAACTGCAATTCTTGAGTGATGGAGAGGTAAGCG

GAATTCCCAGTGTAGCGGTAAAATGCGTAGATATTGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACATTAA

CTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16673;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.8448),c:Alphaproteobacteria(0.6346),o:Rhodospir

illales(0.2679),f:Rhodospirillaceae(0.1098),g:Insolitispirillum(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGAGGGAACTCTGACCCAGCCATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTCGGTCGAGACGATGATGACGGTATCGACTAAAGAAGCCCCGGCAAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCAAGCGTTGTTCGGAATTACTGGGCGTAAAGGGAGTGTAGGCGGTTTAGTAA

GATAGCGGTGAAATGCCAGGGCTCAACCTTGGAATTGCCGTTATAACTATTGAACTAGAATGATAGGGAGGATATCG

GAATACCCAGTGTTGAGGTGAAATTCGTAGATATTGGGTAGAACACCGGTGGCGAAGGCGGGTATCTGGCTATAAA

TTGACGCTGAGGCTCGAAAGCATGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16675;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Clost

ridiales_Incertae_Sedis_XIII(0.0904),g:Mogibacterium(0.0181); 

ACGGAAGGCAGCAGTGGGGAAGAGGGAAAAAGGGGGGAAAAAAGGATGAAGCAAAGCCGAGTGAAGGAAGAAG

GCCTTTGGGTCGTAAACTTCTGTTCTACGGGAAGAAAAGGACTGTACCTGAGGAGCAAGTCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGAATTATTGGGCGTAAAGAGTACGTAGGTGGCTACCT

AAGCACGGGGTTTAAGGCTATGGCTTAACCATAGTTCGCCTTGTGAACTGGGCTGCTTGAGTGCAGGAGAGGAAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGT

AACTGACACTGAGGTACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16678;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Clostridia(0.9711),o:Clostridiales(0.8737),f:Pept

ostreptococcaceae(0.3204),g:Clostridium_XI(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGTAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAGGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCTAGCGTTATCCGGATTTACTGGGCGTAAAGGGTGCGTAGGTGGTTTCCTAA

GCATGGGGTTTAAGGCAACGGCTTAACCATTGTTCGCCCCATGAACTGGGTTACTTGAGTGCTGGAGGGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCGGTAGCGAAGGCGGCTTTCTGGACTGTAA

CTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16677;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Erysipelotrichia(0.9776),o:Erysipelotrichales(0.9

685),f:Erysipelotrichaceae(0.9480),g:Turicibacter(0.9724); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGCGAAAGCCTGACCGAGCAACGCCGCGTGAATGATGAAGGC

CTTCGGGTTGTAAAATTCTATTATAAGGGAAGAATGGCTCTAGTAGGAAATGGCTAGAGTGTGACGGTACCGTATGA

GAAAGCCACGGCTAACTACGTGCCAGCAACCGCGGGAATACGGAGGTGGAGAGCGTTATCCTGAATTATTGGGCGT

AAAGAGCGCGCAGGTGGTTGATTCATTCGTATGTGAAAGCCCACGGCTTAACCGTGGAGGGTCATTGGAAACTGGTC

AACTTGAGTGCAGAAGAGGGAAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAGGAACACCAGTG

GCGAAGGCGGCTTCCTGGTCTGTAACTGACACTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16676;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Rumi

nococcaceae(0.1098),g:Subdoligranulum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTTTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTGTCCGGAATTACTGGGTGT

AAAGGGAGCGCAGGCGGACCGGCAAGTTGGAGGTGAAATCTCTGGGCTCAACCCATAAATTGCTTTCAAAACTGCT

GGCCTTGAGTAGTGCAGAGGTAGGTGGAATTCCCGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGT

GGCGAAGGCGGCTTGCTGGACGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16679;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTCCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGTCTATTAA

GTCTGATGTGAAAGGTACCGGCTCAACCGGTGAAGTGCATTGGAAACTGGTAGACTTGAGTACTGGAGGGGCAGGC

GGAATTCCTGGTGTAGCGGTGGAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATG

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16681;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9038),o:Clostridiales(0.7995),f:Lach

nospiraceae(0.3204),g:Fusicatenibacter(0.0904); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACTCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCCATCAGCAGGGAAGAAGAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGCAGGGGGCAAGCGATATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCAAGG

CAAGTCTGATGTGAAAGCCCAGGGCTCAACTCTGGGACTGCATTGGAAACTGTCAAGCTGGAATGTCGGAGAGGTA
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AGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGATGAACACCTGTGGCGAATGCGGCATACTGAACG

ATGACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16682;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8897),o:"Bacteroidales"(0.

7623),f:Bacteroidaceae(0.3544),g:Bacteroides(0.1299); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCTATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGCAGGATGAAGGC

CCTATGGGTCGTAAACTTCTTTTATTTAGGAATAATGTGCGGTACGTGTACTGTTTTGTATGTATTCTATGAATAAGCA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGCTGTCTGTTAAGTCAGTTGTGAAATGTTGCGGCTCAACCGTAGATGTGCAGTTGATACTGGCGGGCTTGAG

TAAAGTAGACGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACCCCGATTGCGAAGGC

AGCTCACGAGACCGTAACTGACGCTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16683;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9871),o:Lactobacillales(0.9063),f:Strept

ococcaceae(0.7787),g:Streptococcus(0.6200); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGGGGCAACCCTGACCGAGCAACGCCGCGTGTGTGAAGACGGT

TTTCGGATCGTAAAGCTCTGTTGTCAGAGAAGAACGTGTGTGAGCGTGGACAGTTCACACAGTGCCGGTAACTTACC

AGACAGGGACGGCTAACTACGTTCCAACAGCCGCGCTAATACTTCGGTCCCGATCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGTAGGCGGTTTAATAAGTCTGAAGGAAAAGGCAGTGGCTTAACCATTGTTCGCTTTGGAAACTGTTAAA

CTTGAGTGCAGAAGGGGAGAGTGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCGGTGGC

GAAAGCGGCGCTCTGGTCTGTAACTGACGCCGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16680;tax=d:Bacteria(1.0000),p:Firmicutes(0.8087),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Rumi

nococcaceae(0.0904),g:Clostridium_III(0.0157); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTAAGTTGTCAGGGACGAACAAATGACGGTACCTGAAAAGAAAGCTCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTATTGGGTGTAAAGGGTGCGTAGACGGGATAGT

AAGTTAGTTGTGAAATCCCTCGGCTTAACTGAGGAACTGCAACAAAAACTGTTATTCTTGAGTACTGGAGAGGAAAG

TGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACAAA

TACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16685;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGGGAAAGCCTGACCCAGCAAGGTAGCGTGAAGGATGACGGC

CCTAGGGTTTGAAACCTTTTTTAATAAAGAAATAAAGTCGGGATTGGATACCCGTTGGCATGTACTTAAGGAATAAGG

ATCGGCTAACTCGGTGCAAGAGGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAGCCGTAAAATTGCAGTTGATACTGGGTATCTTGA
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GTGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16684;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8048),o:"Bacteroidales"(0.

5395),f:"Porphyromonadaceae"(0.1291),g:Parabacteroides(0.0230); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGTCGCGTGAAGGATGAAGGT

TCTATGGATTGTAAACTTCTTTTGTCCGAGGGTAAAGGAGTCCACGTGTGGATTTTTGCAAGTATTATATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGTTTGTTAAGTCTGGTGGGAAAGGTGGCGGCTCAACCGTAAACATGCAGTGGAAACTGGCGGACTTG

AGTACAGTAGAGGTAGGCGGAATGTGAGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTACTAGAATGCAACTGACACTGAGGCTCGAAAGCGTAGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16686;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7623),f:Lactob

acillaceae(0.5273),g:Lactobacillus(0.2171); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAAGGTGCTAAAGTGTAACTGTTCGCTCAGTGACGGTATCCAACCAG

AAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGGAGGTTGCAAGCGTTAATCGGAATTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAAGTCTGATGTGAAAGCCTTGGGCTTAACCGAGGAAGTGCATCGGATACCGGGA

GGCTTGAGTGCAGAAGAGGACAGTGGAATTCCAGGTGTAGCGGCGGAATGCGTAGATATATGGAGGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCGGCAACTGACGCTGAGGTGCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16687;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGATGGG

TTTCGGCTCGTAAAGCTCCGTTGTTAGAGAAGAACGTGCGTGAGAGCAATTTTTCACGCAGTTACGGTATCTAACCAG

ACAGTCTCGGCTAACTACGTGCCACCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGGCGTTGGCTTAACCAAAGAAGGGCATAGGAAACTGTCAG

GCTTGAGTGCAGAAGAGGACAGTGGAACACCAGGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTA

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCAAGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16689;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:"Prevotellaceae"(0.9015),g:Prevotella(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GACCGGCTAATTCCGCGCCAGCAGCCGCGGTAATACGGAAGGTCTGGGCGTTATTCGGATTTATTGGGTTTAAAGGG
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AGCGTAGGCCGACTTATAAGCGTGATGTGAAATGTCGGGGCTCAACCTGGGCATTGCATCGAGAACTGTGAGTCTTG

AGTGTGCAAGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAG

GCAGCCTTCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16688;tax=d:Bacteria(1.0000),p:Firmicutes(0.9835),c:Bacilli(0.9711),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5991),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGTC

TTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGGAGCAGTAACTGGTTACTAACTGACGGTAATCAACCAG

AAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGATTGATAAGTCTGATGTGAAATACTCGGGCTTAACCGGGGAACTGCATCGGAAACTGGCA

TTCTTGAGTGCAGGAGAGGAGAGGGGAATTCCAAGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16691;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.7068),g:Prevotella(0.5239); 

ACGGAAGGCAGCAGTGAGGAATATGGGTCAAAGGGCGAGAGACTAAACCAGCCAAGTAGCGTGCAAGATGACGGA

CCTATGGGTTGTAAACTGCTTTTGTAAGGGAATAAAGTGAGCCTCGTGAGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATATGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACATCTGCACTGCAGCGCGAACTGGTTTCCTTGA

GTACGCACAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGACCTCCGATTTCTAAGGC

CTCTCACGGTAGCGCAATTGACGCTTATGCTCGAAAGAGCGGGTCGCCAATAGGATTAGATACCCTGGTA 

>OTU16690;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9918),o:Lactobacillales(0.9685),f:Lactob

acillaceae(0.9201),g:Lactobacillus(0.8605); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGATAGAGGTAGTAACTGGCCTTTTTTTGACGTTAATCAACCAG

AAAATCACGGCTCACTCCGTGCCAGCAGCCGCTGTAATACGTAGGTGGCCCGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTGATGTGAAAGCCCGCGGCTTAACCGAGGAACTGCATCGGAAACTGTGGG

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCAAGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16692;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:"Prevotellaceae"(0.6709),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATAGGCGAGAGCCTGAACCAGCCAAGTATCGTGCAGGACGACTGCC

CTATGGGTTGTAAACTGCTTTTATATGGGAATAAAGTGAGTCTCGTGAGTCTTTTTGCATGTACCTTTTGAATAAGGAC
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CGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAGC

GCAGGCCGGAAATTAAGCGTGTTGTGAAATGTAGACGCGCAACGTCGGAAGTGCAGCGCGAAATGGTTGACTTGAG

TACGCAAAAAGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTGTCGAACAGGATTAGATACCCTGGTA 

>OTU16694;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Clost

ridiaceae_1(0.4224),g:Clostridium_sensu_stricto(0.1299); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAATGCCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATTTTTAA

GTGAGATGTGAAATAACCGGGCTTAAACTGGGTGGTGCAATTCAAACTTGAAGGCTAGAGTGGAGGAGAGGAGGA

AGGAAATCCCAGTGGAGGGGGGAAATGCGTAGAGAATAGGAAGAACACCAGGGGGGAAGGGGATTCTTCGGAAT

GTAACTGACGCTGAGGCTCGAAAGGGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16693;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Bacilli(0.5195),o:Lactobacillales(0.2359),f:Lactob

acillaceae(0.1098),g:Lactobacillus(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTAGGATTGTAAACCTCTTTCGCAGAAGACGAAGGAAGTGACGGTATTCTGAGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGGAAT

GCAAGTCAGATGTGAAATCGATGGGCTTAACCCATAAACTGCATTTGAAACTGCATTGCTTGAGTGCAGAAGAGGAG

AGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAAGGCGGCTCTCTGGTCT

GCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16695;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.8505),g:Prevotella(0.4787); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATTAAGTGTGCCACGTGTGGCATATTGCAGGTCCCCTATGAATAAGG

ACCGGCTAATTCCATGCCAGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGGTTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGGGAGACTTG

AGTGCGGAGGAAGTGGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGAGATGAGGAAGAACTCCGATGGCGAA

GGCAGTCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16697;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.8331),o:"Bacteroidales"(0.

6138),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0326); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTACGGGTTGTAAACCTCTTTTGTCGGGGAATAAAGTGCGGGACGCGTCCCGCACTGCACGTACCATTTGAATAAG

GACCGCCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG
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AGCGCAGGCCGTGTGATAAGCGTGTCGTGAAATGTCGGGGCTCAACGGAGGACGTGCGGCGCGAACTGGTCGACTT

GAGTACGCGGGACGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16698;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Clost

ridiaceae_1(0.5632),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGACGGGC

TTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTACCTGAGGAGGAAGCCACGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGTGGCGAGCGTTGTGCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTAAG

TGAGATGTGAAATACCCGGGCTCAACTGGGGGGTTGCATTTCAAGCGGGAAGGCTACAGTGCAGGAGAGGAGAGT

GGTGTTCATAGTGTAGCGGTGAAGTGCATAGAGATTAGGAAGAGCACCGGTGGCGAAGGCGATTCTCTGGGCTATA

AATGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATGCCCTGGTA 

>OTU16696;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9988),c:Betaproteobacteria(0.9719),o:Burkholder

iales(0.8846),f:Sutterellaceae(0.8146),g:Sutterella(0.7162); 

ACGGGAAGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCCATGCCTCGTGTGGGATGAAGGCC

TTCGGGTTGTAAACCACTTTTGTCAGTGACGAAAAGGTTCAGGCTAATACCTTGAACTGCTGACGGTACCTGAAGAAT

AAGCACCGGCTAACTACGTGCCAGCATCCGCGGTAATACGTACGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA

CCGTGCGCAGGCGGTTCTGTAAGATAGATGTGAAATCCCCGGGCTTAACCTTGGAAATGCATTTATGACTGCAGGAC

TCGAGGTTGGAAGAGGGGGGTGGAATTCCAAGTGTAGAAGTGAAATGCGTAGATATTAGGAAGAACACCGATGGC

GAAGGCAGACCGCTGGGACATGACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16699;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9733),o:"Bacteroidales"(0.

9063),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTAAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGACTGATGAAGGCC

CTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATCTATTATATGAATACGGAT

CGGCTAACTCCGTTCCAGCAGCCGCGGTAATACGGAGCATCCGAGCGTTATCCGGATCTATTGGGTTTAAAGGGAGC

GTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTGGCGGCTCAACCGTAAAAGTGCAGTTGATACTGTCAGTCTTGAGT

ACAGGAGAGGTAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCA

GCTCTCTGGACTGTAACTGACACTGATGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16702;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9321),o:"Bacteroidales"(0.

8412),f:Bacteroidaceae(0.3884),g:Bacteroides(0.1735); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGT

CCTACGGATTGTAAACTTCGTTTATGAGGGAATAAAACGCTCCACGTGTGGAGCCTTGTATGTACCTTATGAATAAGC

ATCGGCTAACTCCGTGCCAGCAACCGCGGTAATACGGAGGCTGCGAGCGTTATCCTGATTTATTGGGTTTAAAGGGA

GCGCATACGGGATGTTAAGTCAGCTGTGAAAGTTTGCGGCTCAACCGTGAAATTGCGGTTGATACTGGCGTTCTTGA



8775 

 

GTGCAGTTGAGGTGTGCGGAATTCGTGGTGTAGCAGTGAAATTCTTAGATGTCTCGAAGAACTCCGATTGCGAAGGC

AGCTCACTAATCTTTAACTGGCGTTCATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16700;tax=d:Bacteria(1.0000),p:Firmicutes(0.9933),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Clost

ridiaceae_1(0.4563),g:Clostridium_sensu_stricto(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGC

TTTCTGATCGTAAAGCTCCGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGGAAGCTACGGCTAATTAGGAGCCA

GCAGCCGCAGTTATATGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGGGATGTGAAATACCGAGGCTCAACTTGTGTGCTGCATTCCAAACTGGTTATCTAGAGTGCATGAGACGAAAGTG

GAATTCGTGGTGTAGCGGTGAAATGCTTAGAGATTAGGAAGAACACCGGTGGCGAAGGCGACTCACTGGACTGTAA

CTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16701;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9762),o:Lactobacillales(0.8955),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATCGTAAAACTCTATTGTTCGAGAAGAACACGAGTGAGAGTAACTGTTCATTCGATGACGGTATCTAACAAG

CAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGGGAACGCAGGCGGTCTTTTAAGTCTGATGTGAAAGCCTTGGGGTTAAAGGGAGTAGTGCATTGGAAACAGGAAG

GCTTGAATGCAGAAGAGGGGAGTGGAACTCGATGTGTAGCGATGAAATGCGTAGATGTATGGAAGAACACCAGTG

GCGAAAGCGGCTCTCTGGTCTGTAACTGACGCTGGGGGTCGAAAGCGGGGGTAGCAAACAGGATTAGATACCGTGG

TA 

>OTU16706;tax=d:Bacteria(0.0024),p:"Spirochaetes"(0.0000),c:Spirochaetia(0.0000),o:Spirochaetales(0.00

00),f:Leptospiraceae(0.0000),g:Leptospira(0.0000); 

AGGTGAAACTAAAGGTTCTTACTTAAACATTACTGCTGGTACAATGGAAGAAGTATACAAACGTGCTGAGTATGCTAA

AGCAGTTGGATCTGTAATTGTTATGATTGACTTAGTAATGGGTTATACAGCAATTCAAAGTTCTGCTATCTGGGCTCGT

GATAACGATATGCTTTTACACTTACACCGTGCAGGTAACTCAACTTACGCTCGTCAAAAAAACCATGGTATTAACTTCC

GTGTTATTTGTAAATGGATGCGTATGTCTGGTGTAGACCATATCCACGCTGGTACAGTAGTTGGTAAATTAGAAGG 

>OTU16703;tax=d:Bacteria(1.0000),p:Firmicutes(0.9540),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2184),g:Clostridium_sensu_stricto(0.0615); 

ACGGGAGGCAGCAGTGGGGGATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCGGCGGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGATGATTAA

GTGAGATGTGAAATACCCGGGCTAGAATTGGGTGGTGCATTCCGAACTGATGATCTAGAGTGCAGGAGAGGAGAGT

GGAATTCCTAGGGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACAACAGTGGCGAAGGGGAATCTCTGGAATGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16704;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9441),c:"Bacteroidia"(0.7497),o:"Bacteroidales"(0.

4652),f:"Prevotellaceae"(0.1485),g:Prevotella(0.0181); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAGGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTTTGGGAATAAAGTGCGGGACGCGTCCCGCATTGCATGTACCATTTGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCCGTGGGGTAAGCGTGTCGGTAAAATCCGGACGTCAACGGCGGGAGTGGGGGGGGAAATGGGCCACTT

TAGTTAGGGGGACGTTGGGGGAATTCGTGGGGTAGCGGGTAAATGCTTAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCTGACGGTAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16705;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0560),g:Clostridium_III(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGTTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATGTAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGCCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCG

TGCAGCCGGGTCTGCAAGTCAGATGTGAAATCCATGGGCTCAACCTATGAACTGCATTTGAAACTGTGTATCTTGAGT

GTCGGAGGGGCAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGC

GGCTTGCTGGACGATAACTGACGCTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16707;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9755),o:"Bacteroidales"(0.

9389),f:Bacteroidaceae(0.6709),g:Bacteroides(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGATAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATGGGAATAAAGTGCACTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGGAGGTGGACGGGTAAGTGAGTTGTGAAAGGTTGCGGCTCAACCGTAAAACTGCAGTGGGTACTGGCTGGCTTGA

GTACAGGAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTGGAGTGTAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16708;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.7497),o:Clostridiales(0.4652),f:Lach

nospiraceae(0.1679),g:Clostridium_XlVb(0.0423); 

ACGGGAGGCAGCAGTAGGGAAACTTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAAGGATGAAGGC

CTTCGGGTTGTAAACTTCTGTTCTTAGGGAAGAAGAAAGTGACGGTACCTAAGGAGAAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCAGAG

CAAGTCAGATGTGAAATCCGTGGGCTTAACCCACGAACTGCATTTGAAACTGTTTTGCTTGAGTGAAGTAGAGGCAG

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTG

TAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 
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>OTU16709;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.2999),f:Pept

ococcaceae_2(0.0904),g:Desulfotomaculum(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGC

TTTCGGGTTGTAAACCTCTGTCCTTGGTGACGAAGGAAGTGACGGTAGCCAAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTCTGT

TAAGTCGGATGTGAAATGTAAGGGCTCAACCCTTAACGTGCATCTGATACTGGCAGACTTGAGTGCGGAAGAGGCAA

GTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGACTCTCTGGACTG

TAACTGACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16711;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9805),o:Clostridiales(0.9775),f:Clost

ridiaceae_1(0.8505),g:Clostridium_sensu_stricto(0.7162); 

AAGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACACCGCGTGAGTGATGACGGC

CTTCGGGTTGTAAAGCTCTGTCTTCAGGGACGATAATGACGGTAACGGAGGAGGAAGAAACGGATAACTACGTGCC

AGCAGCGGAGGTAATACGTAGGTGGAGAGCGTTGTCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGACTTTTA

AGTGAGATGTGAAATACCCAGGCTCAACTTTGGTTCTGCATTTCAAACTGGAAGTCTAGAGTGCAGGAGAGGAGAAT

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16710;tax=d:Bacteria(1.0000),p:Firmicutes(0.9348),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.1679),g:Ruminococcus(0.0423); 

ACGGAAGGCAGCAGTGGGGGATATTGCGCAATGGGGGCAACCCTGACGCAGCAACGCCGCGTGAACGATGAAGGT

CTTCGGATTGTAAAGTTCTATTATTAAGGACGAAGAAGTGACGGTACTTAATGAATAAGCTCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGAGATTCA

AGTCAGATGTGAAATCTCAGGGCTTAACCCTGAAACTGCATTTGAAACTGAATCCCTTGAGTATCGGAGAGGCAGGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCGAAGGCGATTCTCTGGACTGTA

ACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16713;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:"Porphyromonadaceae"(0.9015),g:Butyricimonas(0.6681); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGCCTGAACCAGCCAAGTCGCGTGAGGGAAGAATGG

TCTATGGCCTGTAAACCTCTTTTGCCAGGGAAGAATAAAAGGTACGTGTACCTTCTTGCCAGTACCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGGTTAAAGGG

CGCGTAGGCGGGACGTCAAGTCAGCGGTAAAAGGCTGCAGCTCAACTGTAGAAGGCCGTTGAAACTGGCGACCTAG

AGAAGAGACGAGGGAGGCGGAACAAGTGATGTAGAGGTGAAATGCATAGATATCACTTGGAACGCCGATAGCGAA

GTCAGCTCCCCAGGCTCGTTCTGACGCTGATGCGCGAGAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 
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>OTU16712;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.2586),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:Bacteroidaceae(0.0149),g:Bacteroides(0.0066); 

ACGGGAGGCAGCAGTGTGGAGTATTGGTCAATGGGCGATGGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATTAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATAATATGAATAAGGA

TCGGCTAACTCCGTGCGAGCAGCCGCGGTAATACGCAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAATGGGC

GTGTAGCCGGGAGGGCAATTCAGATGTGACATCCGCGGGCTCAACTCGTGAACTGCATTTTAAAATACTCTTCTTGAA

TATCGGAGAGGCAAACGGAATTCCTAATGTAGCGGTGAATTGCGTAGATATTTGGAGGAACACCAGTGGCGAAGGC

AGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGGGTGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16715;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.7881),o:Clostridiales(0.5023),f:Lach

nospiraceae(0.1485),g:Dorea(0.0326); 

CCTTTCTTCCTCCTTTCTTCCTCTTTCCCCCTGTCCTCCAATCTGATGCAGCGACGTCGCGTGCAGGATGAAGTATTTCG

GTATGTAAACTTCTATCAGCAGGGAAGAAAATGATGGTACCTGACTAAGAAGCCACGGCTAACTACGAGCCAGCAGC

CGTGGTAATACGGAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCTTTGCAAGCCAG

ATGTGAAAGCCCGGGGCTCAACCCGGGCACTGCATTGGGAACTGTAATGCTAGAGTGCGGTGGAGGCAAGTGGAAT

TCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACCCCAATGGCGACGGCGGCTTGCTGGACGATAACTGA

CGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16714;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8448),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTATACGGGAATAAAGTGAGGCACGTGTGCCTTTTTGTATGTACCGTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTAATCGGAATAACTGGGCGTAAAGGG

CACGCAGGCGGTGACTTAAGTGAGATGTGAAAGCCCCGGGCTCAACTTGGGTGCTGCATTTCAAACTGGAAGTCTAG

AGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGGCGAA

GGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16717;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACTGC

CCTATGGGTTGTAAACTTCTTTTGTATGGGAATAAAGTCGGGTATGGATGCCGGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGTTGTTTAAGTCAGTTGTGAAATGTTGCGGCTCAACGGCAAAATTGCGGTGGATACTGGATATCTTGA

GTGCGGTTGACGCAGGCGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAAGG

CAGCCTGCGAAGCTGCAACTGACACTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16716;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4787); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGACGGATACAGGAAGTAACTGGCCTTTATTTGCCGGTAATCAACCAG

AAAGTCACGTCTTACTACGTGCCAGCAGCCGCTGTAATACGTTGGTGGCAAGCGTTGTCCGGGTTTATTGGGCGTAA

AGCGAGCACAGGCGGAAAAACAAGTCTAATGTGAAAACCCGCGGCTTAAACGCGGAACTGCATCGGAAACTGTTTG

TCTTGAGTGCAGAAGAGGAAAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCGGTGG

CGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16718;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9802),c:Alphaproteobacteria(0.9462),o:Rhodospir

illales(0.7995),f:Acetobacteraceae(0.5273),g:Asaia(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTATGAAGAAGGT

CTTCGGATTGTAAAGTACTTTCGACAGGGACGATGATGACGGTACCTGTAGAAGAAGCCCCGGCTAACTTCGTGCCA

GCAGCCGCGGTAATACGAAGGGGGCTAGCGTTACTCGGAATGACTGGGCGTAAAGGGCGCGTAGGCGGCTTATACA

GTCAGATGTGAAATTCCTGGGCTTAACCTGGGACCTGCATTTGATACGTATAGGCTAGAGTGTGAGAGAGGATTGTG

GAATTCCAAGTGTAGAGGTGAAATTCGTAGATATTTGGAGGAACACCGGTGGCGAAGGCGGCAATCTGGCTCACAA

CTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16719;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.6346),o:Clostridiales(0.3639),f:Clost

ridiales_Incertae_Sedis_XIII(0.1098),g:Anaerovorax(0.0204); 

ACGGAAGGCAGCAGTGGTGAATATTGCACAATGGGCGAAAGCCTGATGCATCAACTCCGCGTGATCGAAGAAGGTC

TTCGGATCGTAAAGCTCTGTCCTTGGGGAAGATAATGACGGTACCCTTGGAGGAAGCCCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGTAGGGGGCAGGCGTTATCCGGAATTATTGGGCGTAAAGAGTGCGTAGGTGGTTACCTAAG

CAGGGGGTGAAAGGCAATGGCTCAACCATTGGTAGCACCCTGAACTGGGCTACTTGAGTGCAGGAGAGGAAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACAACAGGGGGGAAGGCGGGATTCAGGACTGTTA

CTGACACGGAGGCATGAAAGTGTGGGGAGGAAACAGGATTAGATAACCTGGTA 

>OTU16721;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9747),o:"Bacteroidales"(0.

9280),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAAAGCCTGAACCAGCCAAGCCGCGTGAAGGATGAATGC

CTTATGGGTTGTAAACTCCTTTTATAAAGGAATAAAGTCGGGTATGCATACCCGTATGCACGTACTTTATGATTAAGG

ATCGCCTAATACTACGCCAGCAGCCGCCGTAATACGGAGGATCTGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGTTGGATGTTTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAGATTGCAGTTGATACTGGATATCTTGAG

TGCAGTAGAGGCAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 
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>OTU16720;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Bacilli(0.9755),o:Lactobacillales(0.8737),f:Entero

coccaceae(0.6350),g:Enterococcus(0.4351); 

ACGGGAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTAACGGGCCAACGCCGGGGGGGTGAAAAAGGT

TTTCGGATCGTAAAACTCTGTGGCTAGAAAAGAACAAGGATGAGGGTGGAAATTTCATCCCTTGCCGTAATCTAACA

AGAAAGCCACGGCTACCTAGGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCG

TAAAGCGAGCGCAGGCGGTCTTTTAAGTCTGATATGAAAGCCCCCGGCTTAACCGGGGAGGGTCATTGGAAACTGG

GAGACTTGAGTGCAGAAGAGGAAAGCGGAATTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGTCTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16723;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9769),o:"Bacteroidales"(0.

9606),f:Bacteroidaceae(0.7068),g:Bacteroides(0.5720); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACTGC

CCTCTGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTACTTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGGGAAAGTGTGCGGCTCAACCGTAAAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTTGAGGCAGGCGGAATTCGTGGGGTAGCGGGGAAATGCTTAGATATCACGAAGAACTCCGATGGCGAAG

GCAGCCTGCGAAGCTGAAACTGACATTGAGGCGCGAAAGGGGGGGTAGCAAACAGGATTAGAGACCCTGGG 

>OTU16722;tax=d:Bacteria(1.0000),p:Firmicutes(0.9989),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3043); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTATGTGCCA

GCAGCCGCGGCAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCA

AGTCTGATGTGAAAACCCAGGGCTCAACCGGGGGAGTGCATTGGAAACTGTCCAGCTTGAGTATCGGAGAGGTAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACATCAGTGGCGAAGGCGGCTTACTGGACGGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16724;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.4914),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGGCACGTGTGGCATATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGACTTATAAGCCAGTTGTGAAATGTCGCGGCTCAACCTGGGAATTGCAGCTGAAACTGGGAGTCTTG

AGTGCGCTGGAAGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCAGCCTGCTGGAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGCATCGAACAGGATTAGATACCCTGGTA 
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>OTU16725;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Bacilli(0.9462),o:Lactobacillales(0.8303),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.2607); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTAGTTAGAGAAGAACGTCAGTGAGCTAAACTGTTCTCGCAGTGACGGTATCTAACGA

GAAAGTCACGGCTAACTATGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTAACCGGAATTACTGGGCGT

AAAGCGAGCGTAGGCGGTTTGTTAAGTCTGATGTGAAAGCCTTGGGCTTAACCAGAGAAGTGCATCGGAAACTGTCA

GACTTGAGTACAGAAGAGGATAGTGGAACTCCCTGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTG

GCGAAGGCGGCCACCTGGTCTGCAACTGACGCTGAGGTTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16726;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.1159),o:Clostridiales(0.0547),f:Lach

nospiraceae(0.0149),g:Clostridium_XlVa(0.0056); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGCAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCCTTTGTTAGAGAAGAACGTTCGTGAGCGCAACTGTTCTCGCAGTTATGGTATCTATCCAG

ATCGTCACGGCTCATTCCGTGCGCGCCGCCGCGGTAATACGTAGGGGGCAAGTGCTATCCGGATTTATTGGGTGTAA

AGGGAGCGTAGACGGTGAAGTAAGTCTGAAGTGAAAGCTCGAGGCTCAACCCTGGAATTGCATTGGATACTGTTTG

GCTAGAGTGTCGGAGAGGAAAGCGGAATTCGTAGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCGGTG

GCGAAGGCAGCTTACTGGACGATAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16727;tax=d:Bacteria(1.0000),p:Firmicutes(0.4311),c:Clostridia(0.2321),o:Clostridiales(0.1015),f:Clost

ridiaceae_1(0.0252),g:Anaerosporobacter(0.0076); 

ACGGAAGGCAGCAGTGAGGAATATTAGTCAATGGGCGAGAGCCTGAACCAGCCAAGTCGCGCGAGGGAAGACGGT

CCTACGGATTGTAAACCTCTTTTGTCGGGGAACAAAAGGCGCCACGCGTGGTGTATAGAGTGTACCCGAAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCGGCCTTGCAAGTCAGAAGTGAAAGCCCGGGGCTCAACTCCGGGACTGCTTTTGAAACTGTTAGGCTAG

ATTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAG

GCGGCTTACTGGACTGTAAATGACGCTGAGGCTCGAAAGCGTGGGGAGCAAGCAGGATTAGATACCCTGGTA 

>OTU16730;tax=d:Bacteria(0.0024),p:Firmicutes(0.0000),c:Bacilli(0.0000),o:Lactobacillales(0.0000),f:Lactob

acillaceae(0.0000),g:Pediococcus(0.0000); 

GATTCTGTCACAAACTGACGCGTTGGCTGAGGCGACGTGTCTTCATATGCTTGGCACGTTCGTCAAGGACTTGTTTCG

ATATGAGTCACATTTTGTTCATGGTAGAGATTCTCTTGTTGACATTTTAAAAGAGCGTGGATTACTATCTGAGTCCGAT

GCTGTTCAACCACTAATAGGTAAGAAATCATGAGTCAAGTTACTGAACAATCCGTACGTTTCCAGACCGCTTTGGCCT

CTATTAAGCTCATTCAGGCTTCTGCCGTTTTGGATTTAACCGAAGATGATTTCGATTGTCTGACGAGTAACAAAGTTTG
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GAGTGCTACGGACCGCTCTCGTGCGCGGCGCTGCGTTGAGGCGTGCGGTTATGGTACGCTGGACTTTGTAGGAGAC

CCTAGCGGTCCTGCTCCGGTGGAGTTTATGGCTGCCGTCAG 

>OTU16728;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9604),o:Lactobacillales(0.7252),f:Entero

coccaceae(0.3884),g:Enterococcus(0.1299); 

ACGGAAGGCAGCAGTAGGGAATCTTCGGCAATGGACGCAAGTCTGACCGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAACTCTGTTGTTAGAGAAGAACAAGGATGAGAGTGGAAAGTTCATCCCTTGACGGTATCTAACC

AGAAAGCCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTTGGCTTAACCGAGGAACTGCATCGGAAACTGTTT

TTCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAAATATGTGGAAGAACACCGATG

GCGAAGGCAGCCCCCTGGGGCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16729;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9755),o:Clostridiales(0.9389),f:Lach

nospiraceae(0.7787),g:Ruminococcus2(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGATGAAGTC

TCTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAGGAAGCACCGGCCAAATACGTGCCA

GCCGCCGTGGTAATACGTCAGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACAGAGTGGCAA

GTCTGATGTGAAAACCCGGGGCTCAACCCCGGGACTGCATTGGGAACTGGCAGTCTAGAGTACCGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGGTA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16732;tax=d:Bacteria(0.0058),p:Firmicutes(0.0000),c:Clostridia(0.0000),o:Clostridiales(0.0000),f:Clost

ridiaceae_1(0.0000),g:Clostridium_sensu_stricto(0.0000); 

GAAATGGTAATAAGCCGACCAATCTGCCCAGCAAGGCAGCCACGCTGGGAAAGGTCCTGCGGCATCCGCTCGGCGC

CCGTTTGAATATTAGACATAATTTATCCTCAAGTAAGGGGCCGAAGCCCCTGCAATTAAAATTGTTGACCACCTACATA

CCAAAGACGAGCGCCTTTACGCTTGCCTTTAGTACCTCGCAACGGCTGCGGACGACCAGGGCGAGCGCCAGAACGTT

TTTTACCTTTAGACATTACATCACTCCGTCTGCACGTAATTTTTGACGAACGTTTTCTTCGGCGTCAGTAAGAACGTCAG

GGTTTCCTGCGCGTACACG 

>OTU16731;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9861),o:Lactobacillales(0.8737),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGAAGGAGAGGGGTAGTAACTGGCCTTTATTTGACAGTAATCAACCA

GAAGGTCACGGCTAACTACGTGCGAGCAGCCGCTGTAATACGTATGTGGCAAGCGTTGTCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGAAAATGAGGCTAATGTGAAAAGCCTAGGCTTAAACCAGGAAATGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG
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GCGAAGGCAGCTCTCTGGTCTGCAACTGACGCTGAGGCACGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16733;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.8505),g:Prevotella(0.5239); 

ACGGGAGGCAGCAGTGAGGAATATTGGTAAATGGGCGAGAGTCTGAACCAGCCAAGTAGCGTGCAGGACGACGTC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGATAAAGTGTGCCACGTGTTGCATATTGCAGGTACCCTATGAATAGTG

ACCGGCTAATTCCTTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGGTGTGAAATGTCGGGTCGCAACCTGGGCATTGCAGCGCGAACGGTGAGACTTG

AGTGCGCAGGAAGTAGGCGGAATTCGCAGCGTAGCGGTGAAATGCTTCGATATGACGAAGAACTCCGATTGCGAAG

GCAGCTTGCTGTGGCGAAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16734;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9992),c:Fusobacteriia(0.9871),o:"Fusobacteriales"(0

.9940),f:"Fusobacteriaceae"(0.9108),g:Fusobacterium(0.1735); 

ACGGGAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGTTCCACCAATTCTGTGTGCACGTTGAAGTCT

TTCGGTATGTAAACTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTCAATACGTGC

CAGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGTGTAAAGCGCGTCTAGGCGGTTTGGTA

AGTCGGAGGTGAAAATGCGGGGCTAAACTCCGGATTGCGTTGGAAACTGTCAAACTAGAGTACTGGAGAGGTGAGC

GGAACTACAAGTGTAGAGGTGAAATGCGTAGATATTAGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAGAT

ACTGACGCTAAAGCGCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16735;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9992),c:Epsilonproteobacteria(0.9747),o:Campylo

bacterales(0.8737),f:Campylobacteraceae(0.7787),g:Campylobacter(0.6681); 

ACGGGAGGCAGCAGTAGGGAATATTGCGCAATGGGGGAAACCCTGACGCAGCAACGCCGCGTGGAGGAAGAAATT

TTTCGGAGCGTAAACTCCTTTTAGTAGGGAAGAATACGGACGGAACCTAAGGAATAAGCATCGGCAAACTCCGTGCC

AGCAGCCGCGGAAATACGGAGGGTGCAAGCGTTACTCGGAATCACTGGGCGTAAAGGGCGCGTAGGCGGATTATC

AAGTCACTTGTGAAATCTAATGGCTTAACCATTAAACTGCTTTGGAAACTGCTAGTCTAGAGTGAGAGAGAGGCAGA

TGGAATTGGTGGTGTAGGGGTGAAATCCGTAGATATCACCAAGAATACCCATTGCGAAGGCGTTCTTCTGGTACTCA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16736;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9991),c:"Bacteroidia"(0.9719),o:"Bacteroidales"(0.

8846),f:Bacteroidaceae(0.5632),g:Bacteroides(0.3915); 

ACGGGAGGCAGCAGTGAGGAATATTAGTCAATGGGCGAAAGCCTGAACCAGCCACGTCGCGTGAAGGATGACTGCC

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAATGGGGTTTGCATACGCGTATGCATGTACTTTATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCAAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGATGTTTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTAAAATTGCAGTTGATACTGGAGATCTTGAG
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TGCAGTTGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCGTAGATATTACGAAGAACTCCGATTGCGAAGGC

AGCTTGCTAAGCGGCAACTGACACTGAGGCGCGAAAGCGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16738;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9867),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

AAGGAAGGAAGCAGGGAGGAAGAGGGGGAAAGGGAAGGGAGGAGGAAAGAGAGAAGGAGAGTGGAGGAGGAC

GGCCCTATGGGTTGGAAACTGCTGGTATAGGGGGATAAAGTGGGCCACGTTGGGAATATTGCAGGGAAGCTATGAA

TAAGGACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGTGCGTTATCCGGATTTATTGGGTTTAA

AGGGAGCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGTTCATTGCAGCGCGAGCTGTGAGA

CTTGAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGC

GAAGGCAGCCTGCTGTAGCGCAACTGACGCTGCAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTTTTA 

>OTU16737;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9726),o:"Bacteroidales"(0.

8955),f:Bacteroidaceae(0.5273),g:Bacteroides(0.3479); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGATCCAGCCAAGTCGCGTGAAGGATGACTGCT

CTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGCATGGATATCAGTTTGCATGTACTTTATGAATAAGGA

TCGGCCAACTCCGTGCCAGCAGTCGCGGTAATGCGGAGGATCCGAGCGGTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCGGTTGTGAAAGTTGGCGGCTCAACCGTAGAATTGCAGTTGATACTGGATATCTTGA

GTGCAGTAGAGGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCATGAAGAACACCGATTGCGAAGG

CAGCCTGCTAAGCTGCAACTGACGTTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16739;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9572),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:Bacteroidaceae(0.1872),g:Bacteroides(0.0519); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGTCTGAACCAGCCATGCCGCGTGAAGGATGACGGC

CCTATGGGTTGTAAACTCCTTTTATCAAGGAATAATGACGGGTATGCGTACCCCGATGAGAGTATCTGACGAATAAGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATACGAGCATTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGTGGATGTTTAAGTCAGTGGTGAAAGTTTGCGGCTCAACCGTGGAATTGCAGTTGATACTGGATGTCTTGA

GTGCAGTTGACGCAGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACACCGATTGCGAAGG

CAGCCGGCTAGGCCGCTACTGACGTTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16740;tax=d:Bacteria(0.0041),p:"Proteobacteria"(0.0000),c:Gammaproteobacteria(0.0000),o:Pseudo

monadales(0.0000),f:Moraxellaceae(0.0000),g:Acinetobacter(0.0000); 

CGCTACTCCATGCCGCGGATTGGTTTCGCTGAATCAGGTTATTTAAGCGATTATTTGTCTCCAGCCACTTAAGTGAGGT

GATTTTTGTTTGGTTCTATTGCTGGCGGTATTGCTTCTGCTCTTGCTGGTGGCGCCATGTCTAAATTGTTTGGAGGCGG

TCAAAAAGCCGCCTCCGGTGGCATTCAAGGTGATGTGCTTGCTACCGATAACAATACTGTAGGCATGGGTGATGCTG

GTATTAAATCTGCCATTCAAGGCGCTAATGTTCCTGACCCTGATGAGGCCGTCCCTAGGTTTGTGTCTGGTGCTATGG
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CTAAAGCGGGTAAAGGACGTCTTGAAGGTACGTTGCAGGCTGGCACTTCTGCCGTTTAGGATAAGTGGCTGGATGG

GGTTGGAATGGGTGGCAA 

>OTU16742;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:Bacteroidaceae(0.7428),g:Bacteroides(0.6200); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGGAGCCTGAACCAGCCAAGTAGCGCGAAGGACGACTGC

CCTATGGGTTGTAAACTTCTTTTATAAAGGAATAAAGTCGGGTATGGATACCCGTTTGCATGTAATTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGTCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTAGTGGGTTTAAAGGGA

GCGTAGATGGATGTTTAAGTCAGTTGTGAAAGTTTGGGGCTTAACCGTAAAATTGCAGTTGATACTGGAGATCTTGA

GTGCAGTAGAGGCAGGCGGAATGCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGATTGCTAAGCTGCAACTGACATTGAGGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16741;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9776),o:"Bacteroidales"(0.

9685),f:"Prevotellaceae"(0.9108),g:Prevotella(0.5720); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGGATAAAGTGTGCCACGTGTGGCATATTTCAGGTACCCTATGAATTAGG

CCCGGCTAATTCCGTTCCCGCCGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAATGTAGGGGCTCAACCTGGGAATTGCAGCGCGAACTGGGAGGCTTG

AGTGCGCAGGAAGTAGGCGGAATGCGGCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16743;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9711),o:"Bacteroidales"(0.

8737),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGCATAAATTGAGCCACGTGTGGCTTATGGCAGGTATCGTATGATTAAGG

CAGGGCTAATACCGTGCCGGCAGCCGCGGTAATACGGAAGTTCCGGGCGTTATCCGGATTTATGGGGTTTAAAGGG

AGCGTAGGCCGACTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGAGCGAACTGGCAGACTT

GAGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACTCCGGTTGCGAA

GGCAGCCTGCTGTAGCGTAACTGACGCTGAAGCTCGAAAGCGTGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16744;tax=d:Bacteria(1.0000),p:Firmicutes(0.9987),c:Clostridia(0.9604),o:Clostridiales(0.8629),f:Lach

nospiraceae(0.5632),g:Clostridium_XlVa(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACGATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAACTCCTTCTGTAGGGAAGTAAATGACGGTACCTGACTAAGATGCTCCGGCTAACTACGTGCCAG

CAGCCGCGGTAATACGCAGGGGGCCAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGAAGCAA

GTCTGAAGTGAAAACTCAGGGCTCAACCCTTGGACTGCTTTGGAAACTGGTTTGCTAGAGTGTGGGAGAGGTAAGTG
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GAATTCCTGGTGTAGCGGTGAAATGCGTAGATATTAGGAAGAACACCAGTGGCGAAGGCAGCTTACTGGACGATAA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16745;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.8755),o:"Bacteroidales"(0.

7252),f:Bacteroidaceae(0.1485),g:Bacteroides(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATATGGGAATAAAGTATTCCTCGTGAGGCTTTTTGTATGTACCTTATGAATAAGGA

CCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGGTTATTAAGCCAGTCGTGAAAGGTAGAGGCTCAACCGCTGCACTGCAGTGGGAACTGGCATCCTTGA

GTACAGACGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGG

CAGCTCACTAGACCGCAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16746;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9769),o:Lactobacillales(0.9063),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5720); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAACTCTGTTGTTGAAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATTCAACCA

GAAAGTAACGGCTAACTACGTGCCATCAGCAGCGGTATTACGTAGGTGGCGAGGTTTATCCGGATTTATTGGGCGTA

AAGCGCGCGCAGGCGGTTACTTAAGTCTGATGTGAAATCCTGCGGCTTAACCGAGGAACTGCATCGGAAACTGTTTT

TCTTGAGTGCAGAAGAGGAGAGGGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATAGGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16747;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7727),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0149),g:Coprobacter(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGACTGAACCAGCCATGCCGCGTGAAGGACTAAGTC

CCGATGGGTCGGAAACTTCTTAACACGCAGAGTAATAAGGGCCTCGTGAGTTCCGTTGAGAGTATGCGTAGAATAAG

CATCGGCTAATTCCGTGCCTGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGAAGTGCAAGTAAGCTGTCAAATCCCCGCGCTCAACCGGGGAGTTGCCGTTGGTACTGTACAACTGG

AATGCACTTGCCGTAAGAGGAAAGAGTGGTGTAGCTGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAGG

CATCTCTCGAAGGGGCTATTGACGCTCAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16748;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9877),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.5720); 

ACGGAAGGCAGCAGTAGGGAATATTGCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTAGGTGAAGAAGGAAAGAGGTAGTAACTGGCCATTATTTGACGGTAAACAAGCA

GAAAGTCACGGCTAACTATGTGCCAGAAGCCGCGGTAATACGTAGGTGGCAAGCGTGGTCCGGATTTAGTGGGCGT

AAAGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGCCCTCGGCTGAACCGATGAACTGCATCGGAAACTGTT
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TTGCTTGAGTGCCGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGT

GGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16749;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Clostridia(0.9726),o:Clostridiales(0.8955),f:Lach

nospiraceae(0.4563),g:Eisenbergiella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCCGATGCAGCGATGCCGCGTGAGGGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAATGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCATTGCAA

GTCTGATGTGAAAAGCCAGGGCTCAACCCCGAAACTGCGTTGAAAACTGTTGGGCTTGAGTGCAGGAGAGGTAAGC

GGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGCA

ACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16750;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Mucilaginibacter(0.0046); 

ACGGGAGGCAGCAGCGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTCGTAAACTTCTTTAGAAGCAGAGCAAGAAGGGTCTAGAGAGATCCGATGAGAGGATGAGTAGAATAA

GCATCGGCTAACTACGTGCCAGCAGCCGCGGGAATACGGGGGATGCGAGGGGTATACGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGAAGTGCAAGTCAGCGGTGAAATCCCCGCGCTCAACGCTGGAGTTGCCTTTGATACTGTACATCT

TGAATGCTCTTGCCGTGGGAGGAATGAGTAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAA

GGCATCTCACGAAGGGGCGATTGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16751;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9966),c:Gammaproteobacteria(0.9740),o:"Entero

bacteriales"(0.7995),f:Enterobacteriaceae(0.5991),g:Escherichia/Shigella(0.2607); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGCAGAAGAAGCA

CCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGC

ACGCAGGCGGTTTGTTAAGTCAGATGTGAAAGCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCAAGCTTGA

GTCTCGTAGAGGGGGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGTGGCGAAG

GCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16752;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3544),g:Intestinimonas(0.0808); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGGAAAGGGTGCGTAGGCGGGAGT

GCAAGTCAGATGTGAAAACTATGGGCCGAACCCATAGCCTGCATTTGAAACTGTACTTCTTGAGTGATGGAGAGGCA
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GGCGGAATTCCCTGTGTAGCGGTGAAATGCGTAGATATAGGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACT

GTAACCGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16753;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.9638),c:Actinobacteria(0.9038),o:Actinomycetales

(0.7252),f:Micrococcaceae(0.2184),g:Rothia(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGCAAGCGGGAGGCAGGGAGAGCGCGTGAGGGATGACGG

GCTACGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGAGAAAGTGACGGTACCTGCAGAAGAAGCGCCGGCTAACTA

CGTGCCAGCAGCCGCGGTAATACGTAGGGCGCGAGCGTTGTCCGGAATTATTGGGCGTAAAGAGCTTGTAGGCGGT

TTGTCAAGTCTGCTGTGAAAGCCCTGGGCTTAACTCCGTGTCTGCAGTGGGTACGGGCTAACTAGAGTGCAGTAGGG

GAGACTTGAATTCCTGGTGTCGCGGTGAAATGCGCTGATACCACGAGCACCACCATCGACGCACGCACCCCTCTCGG

CTCTCTCCCACGCTGAGAATCGACAGCATGTTGAGCACCCCGGATCAGATACCCTGGTA 

>OTU16755;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9462),o:Clostridiales(0.8412),f:Euba

cteriaceae(0.2184),g:Eubacterium(0.0615); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGGAAGCCTGATGCAGCAACGCCGCGTGAGCGATGAAGGC

CTTCGGGTCGGAAAGCTCTGTCCTCAAGGAAGATAATGACGGTACTTGAGGAGGAAGCCCCGGCTAACTACGTTCCG

GCAGCCGCGGTACTACGTAGGGGGCTAGCGTTATCCGGAATTACTGGGCGTAAAGGGTGCGTAGTTGGTTTCTTAAG

TCAGAGGTGAAAGGCTACGGCTCAACAGTAGTAAGCCTTTGAAACTGGGAAACTTGAGTGTAAGCGAGGAGAGTGG

AATTCATCGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTTGCGAGGGCGGCTCTCTGGAATGTAACT

GACACTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16756;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8189),o:Clostridiales(0.5766),f:Rumi

nococcaceae(0.3544),g:Oscillibacter(0.0519); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGACGCAAGTCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTGACAGGGGAAGAGCAGAAGACGGTACCCTGAAAACAAGCCACGGCTAACTACGGGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGCAGCCGGGCCGAC

AAGTCAGATGTGAAATCCCGAGGCTTAACCTCGTAACTGCGTTTGAAGCTGGTGGTGTGGAGTATCGGGGAGGGCA

TCGGAAGTAGTTGTGTAGCGGTGAAATGCGTAGATATAAGGAAGAACACCAATTGCGAAGGCGGATGACAGGACGA

CAACTGACAGTTAGGCACTAAGGCGTGGGGAACGAACAGGATTAGATACCATGGTA 

>OTU16754;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.6730),o:Clostridiales(0.3959),f:Rumi

nococcaceae(0.1485),g:Intestinimonas(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

TTTCGGGTTGTAAACTTCTTTTGTCAGGGACGAGAAGAAGACGGTACCTGACGAATAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGAGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGTGCGTAGGCGGCTGATT

AAGTCAGGTGTGAAATACCGCAGCTTAACTGCGGGGCTGCACTTGAAACTGATCGGCTTGAGTGATGGAGAGGTAA
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GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTG

TAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16757;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Rumi

nococcaceae(0.0457),g:Saccharofermentans(0.0110); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTTACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATCAGGGACGAACACAATGACGGTACCTGAAGAACAAGCCCCGGCTAACTACGTG

CTAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTGGATGTGAAATACCCGGGCTTAACTTGGTGGCTGCATCCAATACTGCAGGACTTGAGTGCAGGAGAGGAAA

GCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCCGTCGCGAAGGCAGCTTTCTGCACTGT

CCCTGCCGCTGAGGCACGCAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16758;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9933),c:Deltaproteobacteria(0.9719),o:Desulfovib

rionales(0.8846),f:Desulfovibrionaceae(0.7428),g:Desulfovibrio(0.5239); 

ACGGGAGGCAGCAGTGGGGAATATTGCGCAATGGGCGAAAGCCTGACGCAGCGACGCCGCGTGAGGGATGAAGGT

CTTCGGATCGTAAACCTCTGTCAGCAGGGAAGAAACTAGGGTTCTCTAACCATCATCCTACTGCCGGTACCTTCCAAG

GAACCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGGGCAAGCGTTAATCGGAATCACTGGGCGTA

AAGGGAACGTAGGCTGTTATGTAAGTCAGAGGTGAAATCCCACGGCTCAACCGTGGAACTGCTCTTGATACTGCACG

GCTTGAGTCCGGGAGAGGGAAGCGGAATTCCAGGTGTAGGAGTGAAATGCGTAGATATCTGGAGGAACATCAGTG

GCGAAGGCGGCCACCCGGACCGGTATTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTG

GTA 

>OTU16759;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Lach

nospiraceae(0.0904),g:Clostridium_XlVa(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGGGAAACCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTGTCCTAAGAGAAGAGGGGAAGACGGTATCTTAGGAGGAAGCCCCGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGATTGC

AAGTCAGGCGTGAAAACCAGGGGCTCAACCTCTGGCCTGCGTTTGAAGCTGTAGTTGTTGAGTACTGGAGAGGTTGA

CGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACTGT

AACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16760;tax=d:Bacteria(1.0000),p:Firmicutes(0.7547),c:Clostridia(0.4428),o:Clostridiales(0.2039),f:Clost

ridiales_Incertae_Sedis_XII(0.0457),g:Acidaminobacter(0.0110); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

CCTCGGATTGTAAACCTCTGTTCTACGTGACGAAGGAAGTGACGGTAGCATCGGAGGAAGCCTCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTTG

TAAGTTGGATGTGAAATGCCCGGGCTTAACTTGTGGGCTGCGTCCCATACTGCGGGGCTTGAGTGCGTGAGAGGAA
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GGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACTCCGATGGCGAAGGCGGCTTTCTGGGCT

TTAACTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16761;tax=d:Bacteria(1.0000),p:Firmicutes(0.8267),c:Clostridia(0.4812),o:Clostridiales(0.2359),f:Lach

nospiraceae(0.0560),g:Clostridium_XlVa(0.0110); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGAAGTCTGAACCAGCCATGCCGCGTGAAGGAATAAGGC

CCTATGGGTCGTAAACTTCATTTGTCGTGGAGCAATAAGATCTACGAGTAGGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGCAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGG

GAGCGTAGACGGTTGATCAAGTCTGATGTGAAAGCCCGGGGCTCAACTCCGGGACTGCATTGGAAACTGAACAGCT

GGAGTGCAGGAGAGGTAAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAACACCAGTGGCG

AAGGCGACTCTCTGGACTGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16762;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Rumi

nococcaceae(0.0252),g:Intestinimonas(0.0066); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTTTCCTAAGGGACGAAGGAAGTGACGTTACCTTAGGCGTAAGCCTCGGCTAACTACGTGC

CAGCAGCCGCTTTAATACGTAGGGCGCGAGCGTTCTCCGGAATGACTGGGCGTAAAGGGCGTGTAGGCGGCAGTAT

AAGTCAGGAGTGAAAGTCCTGCGTTCAAGGGGGGAATTGCTGTGGAGACTGGACAGCTTGAGTGCGGGAGAGGGA

AGTGGAACTCACAGTGTAGCGGTGAAATGCGTAGAGATTGGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGGC

CGTAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16764;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9038),o:"Bacteroidales"(0.

7995),f:Bacteroidaceae(0.2524),g:Bacteroides(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAGAGTCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTATGGGTTGTAAACTTCTTTTATGAGGGAATAAAGTGCATCACGTGTGGTGTTTTGTATGTACCTTATGAATAAGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGC

GCGTAGGCGGGACGCCAAGTCAGCGGTAAAAGACTGCAGCTAAACTGTAGCACGCCGTTGAAACTGGCGACCTGGA

GACGAGACGAGGGAGGCGGAACAAGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCTATTGCGAAG

GCAGCTTGCTGGAGTGTAACTGACGCTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16763;tax=d:Bacteria(1.0000),p:"Actinobacteria"(0.8628),c:Actinobacteria(0.6730),o:Actinomycetales

(0.3959),f:Actinomycetaceae(0.1679),g:Actinomyces(0.0423); 

ACGGGAGGCAGCAGTGGGGAATATTGTACAATGGGGGAAACTCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTAGGGAAGATAATGACGGTATCCAAGGAGGAAGCCACGGCTAACTATGTGCCA

GCAGCCGCGGCAAAATGTAGGGGGCGAGCGTTGTACGGAATTATTGGGCGTAAAGGGCCTGTAGGCGGTTGGTTGC

GTCTGCCGTGAAATCCTCTGGCTTAACTGTGGGCGTTCGGTGGGTACGGGCTGGCTTGAGTGCGGTAGGGGAGACT
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GGAATTCCTGTTGTAGCGGTGGAATGCGCATATATCAGGAGGAACACCGGTGGCGAAGGCGGATCTCTGGGCCGTT

ACTGACGCTGAGGAGCGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTAGTA 

>OTU16765;tax=d:Bacteria(1.0000),p:Firmicutes(0.9802),c:Clostridia(0.8897),o:Clostridiales(0.7623),f:Lach

nospiraceae(0.3884),g:Clostridium_XlVa(0.0808); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGTGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCAGCAGGGAAGAAAAAGGACGGTACCTGACTAAGAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGGCGGCGATTTA

AGTCAGATGTGAAAACTCAGGGCTCAACCTTGAGACTGCATCTGAAACTGAGTTGCTAGAGTGCAGGAGAGGAAAG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGAGATCGGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACGA

CAACTGACGGTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16766;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Rumi

nococcaceae(0.3544),g:Acetanaerobacterium(0.0423); 

CCGGGAGGCAGCAGTGGTGACTCTTTCCCCATTTGTTCCACCCTGATGCAGCGACGCCGCGTGAGGGAAGAAGGTTT

TCGGATTGTAAACCTCTGTCCTTGGTGACGATAATGACGGTAGCCAAGGAGGAAGCCACGGCTAACTACGTGCCAGC

AGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGAATTACTGGGTGTAAAGGGAGCGTAGGCGGGAAAGCAAG

TTGAATGTTTAAACTATCGGCTCAACTGATAATCGCGTTCAAAACTGTTTTTCTTGAGTGAAGTAGAGGTAGGCGGAA

TTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCCTACTGGGCTTTAACTGA

CGCTGAGGCTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16768;tax=d:Bacteria(0.9827),p:"Bacteroidetes"(0.5174),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Solitalea(0.0043); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGCGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCTATGAGAGTACCAGGGGAATA

AGCATGGGCTAACTCCGTGCCAGCAGCGGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTCATTGGGTTTAAA

GGGTGCGTAGGCCGTGCGTCAAGGCGTGGGTGAAAGTCCGGTGCTCAACCCCGGGGCTGCCCTTGATACTGTCGCG

CTGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATTGC

GAAGGCATCTGGCGAATCCGTAACCGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16767;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Lach

nospiraceae(0.0457),g:Syntrophococcus(0.0087); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGGCCCAGCGACGCCGCGTGAGGGAAGAAGG

TCTTCGGATTGTAAACCTCTGTCAGCAGGGAAGAAGAAAGCGACGGTACCTGCGGAAGAAGTCACGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGCAGGTGGCGAGCGTTATCCGGAATTACTGGGTGTAAAGGGTGTGTAGGCGGGGT

GGCAAGTCAGGCGTGAAATGCAAAGGCTCAACCGTTGAATTGCGTTGGAAACTGATGATCTTGAGAGTGGGAGGGG
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TAAGCGGAATTCCTGGTGTAGTGGTGAAATGCGTAGATATCAGGAGGAACACCGGTGGCGAAGGCGGCTTACTGGA

CCGCAACTGACGTTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16769;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9348),c:Gammaproteobacteria(0.5579),o:"Vibrio

nales"(0.2359),f:Vibrionaceae(0.1098),g:Vibrio(0.0204); 

GTGTCAGCCGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGCACGTAGGCGGCC

TGTTAAGTCTTTTGTGAATACCCTGGGCTCAACCTAGGGACTGCAAGAGAAACTGACAAGCTAGAGTATCAGAGAGG

ATAGCGGAATTCCAGGTGTAGGAGTGAAATCCGTAGATATCTGGAGGAACACCAGAGGCGAAGGCGGCTATCTGGC

TGAATACTGACGCTGAGGAGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCGTAAACGA

TGTCTACTTGGAGGTTGTGGCCTTGAGCCGTGGCTTTCGGAGCTAACGCGTTAAGTAGACCGCCTGGGGAGTACGGT

CGCAAGATTAAAACTTAAATGAATTGACGGGG 

>OTU16770;tax=d:Bacteria(1.0000),p:Firmicutes(0.9736),c:Clostridia(0.9321),o:Clostridiales(0.8412),f:Rumi

nococcaceae(0.4914),g:Intestinimonas(0.0808); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAAGGAAGAAGGC

CTTCGGGTTGTAAACTTCTCTTAAGAGGGACGAAGGACGTGACGGTACCTCTTGAATAAGCCACGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGTGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGAGTAGGCGGGCATG

CAAGTCAGATGTGAAATTTATGGGCTCAACCCATAACCTGCATTTGAAACTGTGTGTCTTGAGTGATGGAGAGGCAG

GCGGAATTCCGTGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGATTGCTGGACAG

CAACTGACGGTGAGGCGCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16772;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8614),o:"Bacteroidales"(0.

6881),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0204); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTTTAAACTGCTTTTATACGGGGATAAAGTGGGCCACGTGTGGCGTATTGCAGGTACCGTATGAATAAG

CACCGGCTAATGCTGTGCCAGCAGCCGCGGTAATGCGGAAGGTCCGGGCGTTATCCGGATTTATTGGGGTTAAAGG

GAGCGTAGGCGGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCAACCTGGGCATTGCAGCGCGAACTGTCAGGCTT

GAGTGCGGAGGAGGTAGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATGGCGAAGAACACCGATTGCGA

AGGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16771;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Prevotellaceae"(0.0252),g:Prevotella(0.0076); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGATGACGGC

CCTATGGGTCTTAAACGGCTTTGGTCCCGGAGCAATAAGAGCCACGTGTGGCTCGACGAGAGTACGGGAAGAACAA

GCATCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGGGCGTTATCCGGATTTATTGGGTTTAAAGG

GTGCGTAGGCGGGCTGTTAAGCGAGCCGTGAAATGCCCACGCTCAACGTGGACCGTGCGTTTCAAACTGCCGTCCTT
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GAATGCGGATGCCGTGGGAGGAATTTGTGGTGTAGCGGTGAAATGCTTAGATATCACACAGAACACCGATTGCGAA

GGCATCTCACGAATCCGCAATTGACGCTGAGGCTCGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16773;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9740),o:Lactobacillales(0.9172),f:Lactob

acillaceae(0.7787),g:Lactobacillus(0.3479); 

ACGGAGGCCGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGCGCAACACCGCGTGAGTGAAGAAGGGTT

TCGGCTCGTCAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCAGA

AAGGCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAA

GCGAGCGCAGGCGGTTGCGTAGATCTGGTGTGAAAGCTGTCGGCTTAACCGAAGCAGTGCATCGGCAACCGGGCGA

CTTGAGTGCAGAGGAGGAAAGTGGAACTCCAGGTGTAGCGGTGTAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAGGCGGCTGTCTGGACTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGTA 

>OTU16774;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9866),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.7428),g:Lactobacillus(0.4351); 

ACGGAAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGAGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCCCTGTCGTTGGAGAAGAACGAGCGTGAGAGTAACTGATCACGCAGTGACGGTATCCAACCA

GAAAGTCACGGCAAACTACGTGCCAGCAGCCGCGGTAATATGCAGGTGGCCAGCGTTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTGCTTAGGTCTGATGTGAAAACCGTCGGCTTAACCGAAGAAGTGCAGCGGAAACGGGG

CGACTTGAGTGCAGAAGGCGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGTAGAACACCAGT

GGCGAAGGCGGCTATCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16776;tax=d:Bacteria(0.0024),p:"Bacteroidetes"(0.0000),c:Flavobacteriia(0.0000),o:"Flavobacteriales

"(0.0000),f:Flavobacteriaceae(0.0000),g:Cruoricaptor(0.0000); 

GGCATCGTTTGTGAGCGCTGTGGTGTTGAGGTCACAGAGAGTCGGGTGCGACGTCACCGCATGGGCTTTATCAAGTT

GGCGGCGCCCGTCTCCCATGTTTGGTACCTGAAAGGGAGTCCCAGTTATGTGGCCATCCTGTTGGATATGCCCCTGCG

GGATGTTGAGCAGATTGTTTATTTGAACTGTTATGTGGTTCTGGATGCGGGTGATCACAAAGACCTGAAGTACAAGC

AATTGCTCACGGAAGATGAGTCGCTTGAAATTGAAGACGAGATTTATACAGAAGATTCAGTAATTGATGATGGACGC

GACGTGGGAATTGGTGCCGAGGCGCTTAACCAGCTGCTTGAGGAGCTCCAACTGAACGCAGTGGCTGAACAAGGAC

GTGAGGAGATGGCTGGTAGTAAGGGGCAGAAACGCGCCAAGCTGACCAAGCGTCTACG 

>OTU16775;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9992),c:"Bacteroidia"(0.9840),o:"Bacteroidales"(0.

9889),f:Bacteroidaceae(0.9666),g:Bacteroides(0.9762); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGAAGGC

TCTATGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTTGCGGCTCAACCGTAAAATTGCAGTTGATACTGTCAGTCTTGAGT
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ACAGTAGAGGTGGGCGGAATTCGTGGTGTAGCGGTGAAATGCCTAGACAGCACGAAGAACTCCGATTGCGAATGCC

GCTCACGGCACCGCAACTGTCACCGAGGCGCGAAAGTGGTGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16777;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6899),c:"Bacteroidia"(0.0525),o:"Bacteroidales"(0.

0352),f:"Porphyromonadaceae"(0.0086),g:Coprobacter(0.0043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGACGGAAGACGGC

CCTATGGGTCTTAAACTTCTTTGGTCCCGGAGCAATAAGAGCCACGCGTGGCTCGATGAGTTTACGGGATGAACAAG

CATCGGCTAACTCCGTTCCATCAGCCGCGCTTATACGGGGGTTTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGGGGTAAGTCAGACGTGAAATGTCCACGCTCAACGTGGAAAGTGCGTTTGATAATGCCGGACTTG

AGTGCGGAAGAGGTGGGAGGAAAGTGTGGTGTAGCGGTGAAATGCATAGATATCACAAAGAACACCGATTGCGAA

GGCAGCTGACGAATCCGCAATTGACGCTGAGGCACGAGAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16778;tax=d:Bacteria(1.0000),p:Firmicutes(0.9994),c:Clostridia(0.9740),o:Clostridiales(0.9172),f:Lach

nospiraceae(0.7068),g:Roseburia(0.4787); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTC

TTTCGGTATGTAAAGCTCTATCAGCAGGGACGAAGAAATGACTGTCCCTGACTAAAAAGCCCCGGCTCTATACGTGCC

CACCGCCGCGGTAATACGTATGGTGCAAGCTTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGCTA

AGTCTGATGTGAAAGCCCGGGGCTTAACCCCGGTACTGCATTGGAAACTGGTAATCTAGAGTGTCGGAGGGGTAAG

GGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGAT

AACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16779;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Clostridia(0.9747),o:Clostridiales(0.9280),f:Lach

nospiraceae(0.7068),g:Roseburia(0.4351); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCGACGCCGCGTGAGCGAAGAAGTA

TTTCGGTATGTAAAGCTCTATCATCTGGGACGAAGAAATGACGGTACCTGACTAAGAAGCACCGGCTAAATACGTTCC

AGCAGCCGCGGTAATACGTATGGTGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGCAGGCGGAAGGATA

AGTCTGATGTGAAAGCCCGGGGCTCAAGGCCGGTACTGCATTGGAAACTGGTGAGCTAGAGTGGAGGAGAGGTAA

GTGGAATTACTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGACGA

TAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16780;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.7881),o:"Bacteroidales"(0.

5023),f:"Prevotellaceae"(0.1098),g:Alloprevotella(0.0204); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAAGCCTGAACCAGCCAAGTAGCGTGAAGGAAGACTGC

CCTACGGGTTGTAAACCTCTTTTGTATGGGAATAAAGTGCGGCTCGCGTCACGCATTGCATGTACCATATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCGGGATGTTAAGTCAGCTGTGAAATCTAGCGGCTCAACCGTTGGACTGCAGTTGATACTGGTGTTCTTGA
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GTGCGCGCAAGGTCGTTGGAATTCATGGTGTAGCGGTGAAATGCTCAGATATCATGAAGAACTCCGATCGCGAAGG

CAGATGCCCGGAGCGCAACTGACGCTGAGGCTCGAAAGTGCGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16781;tax=d:Bacteria(1.0000),p:"Fusobacteria"(0.9991),c:Fusobacteriia(0.9856),o:"Fusobacteriales"(0

.9942),f:"Fusobacteriaceae"(0.9887),g:Fusobacterium(0.0904); 

ACGGAAGGCAGCAGTGGGGAATATTGGACAATGGACCAAAAGTCTGATCCAGCAATTCTGTGTGCACGATGAAGTT

CTTCGGAATGTAAAGTGCTTTCAGTTGGGACGAAGTAAGTGACGGTACCAACAGAAGAAGCGACGGCTAAATACGT

GCCCGCAGCCGCGGTAATACGTATGTCGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGTGTTTAGGCGGTTTGG

TAAGACTGATGTGAAAATGCGGGGCTCAACTGCGGATTGCGTTGGGAACTGCCAAACTAGAGTACTGGAGAAGTGG

ACGGAACTACAAGGGTAAGGGTGAAATTGGTTGATATTTGTAGGAATGCCGATGGGGAAGCCAGCCCACTGGACAG

ATACTGAAGCTAGAGCGCGAAAGCGTGGGTAGCAAAAAAGATTAAGTACCCTGGTA 

>OTU16783;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9988),c:"Bacteroidia"(0.8472),o:"Bacteroidales"(0.

6509),f:"Prevotellaceae"(0.3544),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATGCGGGGATAAAGTGGGCCACGTGTGGCCTTTTGCAGGTACCGCATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGCAGGCCGCCGTGCAAGCGTGTGGTGAAATGCAGTCGCTCAACGTCTGCGCTGCAGTGCGAACTGCCCGGCTT

GAGTGCGCGCGACGTGGGCGGAATTCGCCGTGTAGCGGTGAAATGCTTAGATATGAGGAAGAACACCGATTGCGAA

GGCAGCTGACGGGTGCGTAACTGACGCTCATGCTCGAAAGTGCGGGTATCGAACAGGATTAGAAACCCTGGTA 

>OTU16784;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7907),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:"Porphyromonadaceae"(0.0355),g:Barnesiella(0.0066); 

ACGGGAGGCAGCAGTGAGGAAGATTGGGCAATGGGCGCAAGCCTGAACCAGCCAAGTCGCGTGAAGGAAGACGGC

CCGATGGGTTGTAAACTTCTTTAGGGTGGGAACAAAGGACGCCACGCGTGGCGAGAGGAGTGTACCAACAGAATAA

GCATCGGCTAACTCCGTGCCAGCAGCCGCGGGAATAAGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAG

GGTGCGTAGGCGGTTTGTCAAGTCATCGGTCAAACTGCGGGTCTTAACCTCGTATTTCCGTTGAAACTGGCTGTCTAG

CGTGGCGTCGAGGTGTGCGGAATTCGTTGTGTAGCGGTGACATGCATCGATATGACGCAGAACTCCGATTGCGAAG

GCAGCACCCCGGGCGCCTACGGACGCTGAGGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTC 

>OTU16782;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:"Bacteroidia"(0.5195),o:"Bacteroidales"(0.

2679),f:"Porphyromonadaceae"(0.1098),g:Barnesiella(0.0157); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCAGGCCTGAACCAGCCAAGTCGCGTGAGGGAGGACGGT

CCTACGGATTTTAAACCTCTTTTGTCGGGGAGTAACGTGCGTGACTCGTCCCGTATTTAGTGTACCCGACGAACACGC

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGCAGGCGGCGCGCCAAGTAAGAGGTAAATGTTCCGGGCTAAACCCGGTGTCGCCGTTGAAACTGGCGAGCTCGA
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GTGCGAGAGAGGAAGGCGGAATGCGTTGTGTAGCGGTGAAATGCATAGATATGACGAAGAACTCCGATGGCGAAG

GCAGCGTTCCAGCGCGCTACTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16785;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:Sphingobacteriia(0.0626),o:"Sphingobacte

riales"(0.0413),f:Sphingobacteriaceae(0.0099),g:Olivibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTACGGGTCGTAAACTTCTTTAGACGCAGAGCAAGAAGGTCCACGTGAGGACCGATGAGAGGATGCGTAGAATAA

GCATAGGCTAACTCCGTGACAGCAGCGGCGGTAATACGGGGGATGCGAGGGGTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCGGCCGAGTAAGTCCGCGGTGAAAGACCTGGGCTCAACCCTGGAAGTGCCGTTGATACTGTTTGGC

TGGAATGATCCCGCCGCGGGAGGAATGAGTTGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCG

AATGCATCTCGCGAGTCGTCAATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16787;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9908),o:Lactobacillales(0.9497),f:Lactob

acillaceae(0.9015),g:Lactobacillus(0.8124); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATCGTAAAGCTCTGTTGTTGGTGAAGATGGATAGAGGTCGTAACTGGCCTTTATTTGACGGTAATCAACCAG

AAAGTCACGGCTAACTCCGTGCCCGCAGCCGCTGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTATTGGGCGTAA

AGCGAGCGCAGGCGGAAAAATAAGTCTAATGTGAAAGACGTGGGCTTAACCGGGGAACTGCATCGGAAACTGTTAG

TCTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGAGATATGGAAGAACACCAGTG

GCGAAGGCGGCTCTCTAGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16788;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Bacilli(0.9462),o:Lactobacillales(0.7995),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.1299); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTTGTAAAGCTCTGTTGGCAGAGAAGAACGTGGGAGAGAGAAAATGTTTACGCAGTGACGGTATCTAAACA

GAAAGTAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAACCGGAATTATTGGGCGT

AAAGCGAGCGCAGGCGGTTTGTTAAGTCTGGTGTGAAAGCCTTTGGCTTAACCAAAGAACTGCATCGGATACTGTCA

GGCTTGAGTCTCGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGAGATATGGAAGAATACCAGTG

GCGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGTTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGG

TA 

>OTU16786;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9441),c:Betaproteobacteria(0.7497),o:Burkholder

iales(0.4652),f:Sutterellaceae(0.2524),g:Sutterella(0.0712); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGATGAAGGCC

TTCGGGTTGTAAACCACTTTCGTCAGGGACGAAAAGGTTCAGGCTAATACCTTGAACCGCTGACGGTACCTGAAGAA

TAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAA
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AGCGTGCGCAGGCGGTTATTTAAGTGAGATGTGAAATCCCCGGGCTTAACCTGGGAATTGCATTTAAGACTGGAGGG

CTCGAGTGTGGTAGAGGGGGGTAGAATTCCTGGTGTAGCGGTGAAATGCGTAGAGATCAGGAAGAACACCGGTGG

CGAAGGCGGCTTGCTGGACGGTAACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGT

A 

>OTU16789;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.0626),o:"Bacteroidales"(0.

0413),f:"Porphyromonadaceae"(0.0099),g:Coprobacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCCGGACGACGGC

CCTATGGGTCTTAAACGTCTTTGATCCCGGAGCAATAAGAGCCACGCGTGGCTCGTTGAGAGTACGGGACGAACAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCGGGGTGGTAAGTGAGCCGTGAAATGTCCGCGCTCAACGTGGAACGTGCGTTTGGTACTGATGGTCTT

GAGTGCGGATAACGTGGGAGGAATTTGTGGTGTAGCGGTGAAACGCATAGATATCACAGAGAACACCGATTGCGAA

GGCATCTGACGAATGCGTAATTGACGCTTAGGCACGAAGGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16791;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9989),c:"Bacteroidia"(0.9180),o:"Bacteroidales"(0.

8303),f:"Prevotellaceae"(0.5632),g:Prevotella(0.0712); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTTATACGGGGATAAAGTGAGCCACGTGTGGCTTATTGCAGGTACCGTATGAATAAG

GACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTGTTAAGCGTGTTGTGAAATGTCGGGGCTCGACCTGGGCATTGGAGCGCGAACGTGCAGACCT

GGGTGCGCAGGAAGTAGGCGGAATTCGTCGTGTAACGGTGGAATGCTTAGGTATGACGGGGAACTCCGATTGCGGA

GGCAGCCTGCTGTAGCGTAACTGGCGCTGGAGCTCGAAAGCGGGGGTATCGAACAGGATTCAATACCCTGGTA 

>OTU16790;tax=d:Bacteria(0.9450),p:"Bacteroidetes"(0.1905),c:Sphingobacteriia(0.0425),o:"Sphingobacte

riales"(0.0291),f:Sphingobacteriaceae(0.0073),g:Solitalea(0.0039); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTCTCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCTGGCGAATAA

GCATCGGCTACCTCCGTGCCAGCAGCCGCGGTAATACGCGGGATGCGAGCGTGATCCGGATTCTCTGGGGTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCGGGGGTGAAATTCCGGGGCTCAACACGGGGGCTGCCCTTGATACTGTCGCGC

TGGAGTGCGGATGCCGCCGGAGGAATGAGTGGTGTAGCGGTGAAATGCTTAGATATCACTCAGAACACCGATGGCG

AAGGCGTCTGGCGAATCCGTAACTGACGCTGAGGCACGAAAGCGTGGGGATAGAACAGGATTAGATACCCTGGTA 

>OTU16792;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9791),o:"Bacteroidales"(0.

9730),f:"Prevotellaceae"(0.9015),g:Prevotella(0.8124); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCAAAGTAGCGTGCAGGAAGACGGC

CCTATGGGTTGTAAACTGCTTTCATAAGGGAATAAAGTGAGCCTAGTGAGGCGTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAAGTTCGGGCCAGCAGCCGCGGTAATACGGGAGGTTCGGGCGCTATCCGGATTTATTGGGTTTAAAGGG
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AGCGTAGGCCGGAGATTAAGCGTGTTGTGAAATGTAGATGCTCAACGTCTGCACTGCAGCGCGAACTGGTTTCCTTG

AGTACGCACAAAGTAAGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAG

GCGACTCACTGGAGCGCAACTGACGCTGAAGCTCGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16794;tax=d:Bacteria(1.0000),p:Firmicutes(0.9988),c:Bacilli(0.9791),o:Lactobacillales(0.9280),f:Lactob

acillaceae(0.8146),g:Lactobacillus(0.6681); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAACTCTGTTGTTAGAGAAGAACACGAGTGAGACTAACTATGCATTCTATGACGGTATCTAACCAG

CAAGTCACGGCTAACTACGTGCCAGAAGCCGCGGTAATTCGTAGGGGGCAAGCGTTGTCCGGATTTATTGGGCATAA

AGGGAACGCAGGCAGTCTTTTAAGTCTAATGTGAAAGCCTTCGGCTCAACCGGGGTAGTGCATTTGAAACTGGAAGA

CTTGAGTGCAGAAGAGGAGAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATATGGAAGAACACCAGTGGC

GAAAGCGGCTCTCTGGTCTGTAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAGATACCCTGGTA 

>OTU16795;tax=d:Bacteria(1.0000),p:Firmicutes(0.9993),c:Bacilli(0.9769),o:Lactobacillales(0.9389),f:Lactob

acillaceae(0.8505),g:Lactobacillus(0.5239); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGTGACGGTATCCAACCA

GATAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCATGCGCTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGTGGTTGCTTAGGTCTGATGTGAAAGGCTGCGGCTTAACCGAAGAAGTGCATCGGAAACCGGGC

GACTTGAGTGAAGAAGAGGAGAGTGGAACGCCATGTGTAGCGGTGGAATGCGTAGATATATGGGAGAACACCAGT

GGAGAAGGCGGCTGTCGGGCCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTG

GTA 

>OTU16796;tax=d:Bacteria(1.0000),p:Firmicutes(0.9900),c:Bacilli(0.9726),o:Lactobacillales(0.8412),f:Lactob

acillaceae(0.5632),g:Lactobacillus(0.3915); 

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGAG

GGGGGGGGGGGGTGGTGAGGGGGGGGTGGGGGTGGGGGAGGGTAGGGGCGGTAACTGGTCTTGATTGGGCGGT

AGTCAACCAGAAAGTCACGGCTAACTACGTGCCAGCGGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTA

TTGGGCGTAAAGCGAGCGCAGGCGGAATGATAAGTCTGATGTGAAAGCCCACGGCTCAACCGTGGAACTGCATCGG

AAACTGTCATTCCTGAGTGCAGAAGAGGAGAGCGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGA

ACACCAGTGGCGAAGGCGGCTCTCTGGTCTGCAACTGACGCTGAGGTTCGAAAGCGTGGGTAGCAAACAGGATTAG

ATACCCAGGTA 

>OTU16793;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.7547),c:"Bacteroidia"(0.1740),o:"Bacteroidales"(0.

0781),f:"Porphyromonadaceae"(0.0252),g:Barnesiella(0.0076); 

ACGGGAGGCAGCAGTGGGGAATATTGGTCAATGGGCGCAACCCTGAACCAGCCATGCCGCGTGAAGGACTAAGGC

CCTATGGGTTGTAAACTTCTTTTGTCCCAGAGTAATGAGCGCCACGCGTGCCGCTTTGTGAGTACCCGTAGAATAAGC
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ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAGGGT

GCGTAGGCGGCTTTGCAAGTCAGAGGTGAAAGGCCCGGGCTCAACCCGGAAAGTGCCGTTGATACCGTGAGGCTGG

AATGCGGATGCTGTGGGAGGAATGAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAAG

GCATCTCACAAATCCGCTATTGACGCTGAGGCACGAAAGCGTGGGGATCGAACAGGATTAGATACCCTGGTA 

>OTU16797;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9966),c:"Bacteroidia"(0.6346),o:"Bacteroidales"(0.

3639),f:"Prevotellaceae"(0.1679),g:Prevotella(0.0326); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGAGAGCCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAAGGGGATAAAGTGTGCCTCGTGTGGCTTTTTGCATGTACCTTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGGGCTGGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGGGTGGTAAGTGTGCCGTGAAATGTCCACGCGCAACGTGGAACGTGCGTTGGATACTGTGGGCCTGG

AATGCGGATGCCGTGGGAGGAATGTGTGGTGTAGCGGTGAAATGCATAGATATCACACAGAACACCGATTGCGAAG

GCAGCTCACGGAACCGCAATTGACGCTGAGGCACGAAAGCGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16799;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9987),c:"Bacteroidia"(0.9740),o:"Bacteroidales"(0.

9172),f:"Prevotellaceae"(0.8146),g:Prevotella(0.4351); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGGGAGTCTGAACCAGCCAAATCGCGTGCAGGACGACGGC

CCTATGGGTTGTAAACTGCTTTTACAGGGGGATAAATTGTGCCACGTGTGGCATATTCCAGGTACCCTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTTATACGGATGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGTAGGCCGTCTTATAAGCGTGTTGTGAAAGGTCGGGGCTCAACCTGGGCATTGCAGCTGAAACTGTGAGACTTGA

GTGCGCAGGAGGTAGGCGGAATTCGTCGTGTAGCGGTGAAATGCGTAGAGATGACGAAGAACTCCGATGGCGAAG

GCGGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16798;tax=d:Bacteria(1.0000),p:Firmicutes(0.9992),c:Bacilli(0.9928),o:Lactobacillales(0.9798),f:Lactob

acillaceae(0.9387),g:Lactobacillus(0.7643); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTAGAGAAGAAAATGCGTGTGAGCAACTGTTAACGCCGTGACGGTATCTAACCA

GAAAGTCACGGCTAACTACGTGCCCGCAGCCGCGGTAATACGTATGTGGCAAGCGGTATCCGGATTTATTGGGCGTA

AAGCGAGCGCAGGCGGTTTGATAAGTCTGATGTGAAAGCCTTTGGCTTAACCAAAGAAGTGCATTTGAAACTGGGTG

ACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGGAATGCGTAGATATATGGAAGAACACCAGTGG

CGAAGGCGGCTGTCTGGTCTGCAACTGACGCTGAGGCTCGAAAGCATGGGTAGCGAACAGGATTAGATACCCTGGT

A 

>OTU16800;tax=d:Bacteria(1.0000),p:Firmicutes(0.9769),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2864),g:Lactonifactor(0.0519); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGGAAACCCTTATGCAGCGGCGCCGCGGGAAGGAATAAGGAT

TTTGGTCTTTAAACTTCTCATAAGAGGGAAGAAAATGACGGTACCTGACCAAAGAGCCCCTGCTAAATACGTTCCAGC
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AGCCGCGGTAATACGGAAGGGGCCAGCTGTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCAGTGCAAGT

CTGAAGTGAAAGCCCGGGGCTCAACCCCGGGACTGCTATGGAAACTGTGCAGCTAGAGTGTCGGAGAGGCAAGCG

GAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGACGATGA

CTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16803;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9990),c:"Bacteroidia"(0.9604),o:"Bacteroidales"(0.

8629),f:"Prevotellaceae"(0.6709),g:Prevotella(0.3043); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGATGGGAGTCTGATCCGGCCAAGCCGCGTGCAGGATGACGGC

CCTATGGGTTGTAAACTGCTTTTATAGGGGGACAAAGTGTGCTACGTGTGGCATATTGCAGGTACCCTATGAATAAG

GCCCGGCTAATCCCGTGCCAGCCGCCGCGGTAATACGGAAGGTCCGGGCGTTATCCGGATTTATTGGGTTTAAAGGG

AGCGTAGGCCGTCTTATAAGCGGGTGGTGAAATGTCGGGGCTCAACCGGGGAATTGCAGCGGGAACTGGGAGGCTT

GAGTGCGGAGGAGGTAGGCGGAATTTGTAGTGTAGCGGTGAAATGCTTAGATATGACGAAGAACACCGATTGCGAA

GGCAGCCTGCTGTAGCGCAACTGACGCTGAAGCTCGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16802;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9762),o:"Bacteroidales"(0.

9497),f:"Prevotellaceae"(0.9108),g:Prevotella(0.7162); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGACGAAAGTCTGAACCAGCCAAGTAGCGTGCAGGATGACGGC

CCTAGGGGTTGTAAACTGCTTTTATACAGGGATAAAGTCAGTTACGTGTAACTGTTTGTAGGTACTGTATGAATAAGG

ACCGGCTAATTCCGTGCCAGCAGCCGCGGTAATACGGAAGGTCCAGGCGTTATCCGGATTTATTGGGTTTAAAGGGA

GCGCAGGCTGATGATTAAGCGTGACGTGAAATGTAGCCGCTCAACGGCTGAACTGCGTCGCGAACTGGTTATCTTGA

GTGAGTTCGATGTTGGCGGAATTCGTAGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGC

AGCCAACAAGGCCTTTACTGACGCTAAAGCTCGAAGGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16801;tax=d:Bacteria(1.0000),p:"Proteobacteria"(0.9994),c:Gammaproteobacteria(0.9755),o:"Entero

bacteriales"(0.8520),f:Enterobacteriaceae(0.7068),g:Escherichia/Shigella(0.3479); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAACGGGCGCAAGCCTGATCCAGCCATGCCGCGTGTATGAAGAAGGC

CTTCGGGTTGTAAACTACTTTCAGCGGGGAGGAAGGAAGTAAAGTTAATACCTTTGCACATTGACGTTAACCGCGGA

AGAAGCACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGTGGGTGCAAGCGATGATCGGAATTACTGGGCGT

AAAGCGCACGCAGGCGGATTGTTAAGTCAGATGTGAAATCCCCGGGCTCAACCTGGGAACTGCATCTGATACTGGCA

AGCTTGAGTATCGGAGAGGGAGGTAGAATTCCAGGTGTAGCGGTGAAATGCGTAGAGATCTGGAGGAATACCGGT

GGCGAAGGCGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16804;tax=d:Bacteria(1.0000),p:Firmicutes(0.1905),c:Clostridia(0.0726),o:Clostridiales(0.0473),f:Lach

nospiraceae(0.0113),g:Clostridium_XlVa(0.0056); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAACCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTGTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGAAGAATAAG
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GATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATTCGAGCGTTGTCCGGATTTACTGGGTGTAAAGG

GCGTGTAGGCGGGACTGCAAGTCTGACGTGAAATCTGGTGACTCAACCACCAAACTGCGTTGGAAACTGTGGTTCTT

GAGTATCGGAGAGGCAGGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGCTTGCTGGATGATGACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16805;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8087),c:"Bacteroidia"(0.1159),o:"Bacteroidales"(0.

0547),f:"Rikenellaceae"(0.0149),g:Rikenella(0.0066); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGTCGGAAGACTGAGCCAGCCATGCCGCGTGCAGGAAGGAGGT

CCTATGGATTTTAAACTGCTTTTTTCGGGGAATAATAAGACTTTTGCGAAGGTTGATGCAGGTACCCGTAGAATACGG

ATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATTCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGT

GCGTAGGCGGTTAGATAAGTTAGAGGTGAAATGCTTCTGCTCAACAGGAGTATGCCTTGAAAACTGGCTGACTAGGA

TGTAAACGGGGAAGGAGGAATGAATAATGTAGCGGTGAAATGCATAGATATGAGGCAGAACACCGATCGCGAAGG

CAGCTTGCGAGGATACGATTGACGCTGAAGCACGAAAGCGTGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16806;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9507),c:"Bacteroidia"(0.6730),o:"Bacteroidales"(0.

3959),f:"Porphyromonadaceae"(0.1679),g:Barnesiella(0.0423); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCGAGCCTGAACCAGCCAAGCCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACTCTGCGGACGCGTCCGCAAGTGAGAGTACCCGTAGAAAAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGATGATGCGAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCCGGCTGTCAAGTCAGGGGTAAAAAGTCGGGGCTCAACCGCAGAAAGCCGTTGAAACTGGCGGTCTTG

AGTAGAGGAGAGGAATGCGGAATGCGAGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCGATTGCGAA

GGCAGCATGCCAGACGCCGACTGACGCTGAGGCACGAAAGTGCGGGTATCGAACAGGATTAGATACCCTGGTA 

>OTU16807;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Clostridia(0.4045),o:Clostridiales(0.1719),f:Clost

ridiaceae_1(0.0710),g:Clostridium_sensu_stricto(0.0134); 

ACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGGGGAAACCCTGACCGAGCAATGCCGCGTGAATGATGAAATTC

TTCGGAATGTAAAATTCTGTTGTGAGGGAAGAAAGGTAGTATCAGGAAATGGGTATTACTTGACGGTACCTTACTAG

AAAGCCCCGGCTAACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGCGAGCGTTGTCCGGAATTACTGGGCGTA

AAGGGAGCGTAGGCGGTCTGATAAGTTGGATGTGAAGTACCCGGGCTTAACTTGGGGGGTGCATCTAATACTGGTA

AACTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATTAGGAAGAATACCAGTG

GCGAAGGCGCCTTTCTGGACTGTAACTGACACTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG

TA 

>OTU16808;tax=d:Bacteria(1.0000),p:Firmicutes(0.9507),c:Clostridia(0.8331),o:Clostridiales(0.6138),f:Lach

nospiraceae(0.2524),g:Clostridium_XlVa(0.0615); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCCACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTTTAAACCTCTGTCCTAGGTGACGTAGGAAGTGACGGTAGCCAAGGAGTAAGCCCTGGCTAACTACGTG
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CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTATCCGGATTTACTGGGTGTAAAGGGAGCGTAGACGGCGATG

CAAGTCTGGAGTGAAAGCCCAGGGCTCAACGCGGGGACTGCGTTGGAAACTGGATGGCTAGAGTGCGTGAGAGGT

AAGTGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16809;tax=d:Bacteria(1.0000),p:Firmicutes(0.7907),c:Bacilli(0.4812),o:Bacillales(0.2039),f:Paenibacilla

ceae_1(0.0710),g:Paenibacillus(0.0157); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAGTGAAGAAGGT

TTTCGGATTGTAAAGCACTGTCGTTGGGGAAGAAGGATAGGAGCAGAAACTGGTTTCTATTTGACGGTAATCAACCA

GAAAGTACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGATTGGGCGT

AAAGGGCGCGTAGGCGGCCTGATAAGTCAGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCATTGGATACTGTT

GGGCTGGAGTGCAGGAGAGGAAAGCGGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACGGAAACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16810;tax=d:Bacteria(0.6810),p:"Bacteroidetes"(0.1508),c:Sphingobacteriia(0.0525),o:"Sphingobacte

riales"(0.0352),f:Sphingobacteriaceae(0.0086),g:Mucilaginibacter(0.0039); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGGAAGCCTGAACCAGCCATGCCGCGTGCGGGAAGGAGGC

CCTATGGGCTGTGAACCGCTTTTGCCTGGGGGCAATAAGGGCGTCGCGCACGTCCGATGAGAGTACCAGGGGAATA

AGCATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGGGGATGCGAGCGTTATCCGGATTCATTGGGTTTAAAG

GGTGCGTAGGCTGTGCGTCAAGTCAGGGGTGAAATTCCGGGGCTCAACTCCGGGGCTGCCCTTGATACTGCACGACT

TGAATCCGGGAGAGGGTGGCGGAATTCCAGGTGTAGGAGTGAAATTCGTAGATATTTGTAGGAATGCCGATAGAGA

AGTCAGCTCACTGGACGAATACTGACACTGAAGCGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16811;tax=d:Bacteria(1.0000),p:Firmicutes(0.9474),c:Clostridia(0.8048),o:Clostridiales(0.5395),f:Rumi

nococcaceae(0.2864),g:Oscillibacter(0.0230); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGACGGC

CCTACGGGTTGTAAACCTCTTTTGCCGGGGAGCAACGCTGCGGACGCGTCCGCAGGTGAGAGTACCCGGAGAAAAA

GCAACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTGTCCGGATTTACTGGGTGTAAAG

GGCGTGTAGCCGGGAGGGCAAGTCAGATGGGAAATCCACGGGCTCAACTCGTGAAATGCATTTGAAACTACTCTTCT

TGAGTATCGGAGAGGCAATCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGA

AGGCGGATTGCTGGACGACAACTGACGGTGAGGCGCGAAAGCGTGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16812;tax=d:Bacteria(1.0000),p:Firmicutes(0.9605),c:Clostridia(0.8614),o:Clostridiales(0.6881),f:Clost

ridiaceae_1(0.2864),g:Clostridium_sensu_stricto(0.0712); 

ACGGAAGGCAGCAGTGGGGAATATTGCACAATGGGGGAAACCCTGATGCAGCAACGCCGCGTGAGTGATGAAGGT

TTTCGGATCGTAAAGCTCTGTCTTTGGGGAAGATAATGACGGTACCCAAGGAGTAAGCCACGGCTAACTACGTGCCA
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GCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTACTGGGCGTAAAGGGAGCGTAGGCGGCAGTATAA

GTCCGGAGTGAAAGTCCTGCTTTCAAGGTGGGAATTGCTTTGGAGACTGTACAGCTTGAGTGCGGAAGAGGTAAGT

GGAATTCCCAGTGTAACGGTGAAATGCGTAGAGATTGGGAGGAACACCAGTGGCGAAGGCGGCTTGCTGGGCTCTA

ACTGACGCTGAGGCTCGAAAGTGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16813;tax=d:Bacteria(1.0000),p:Firmicutes(0.6899),c:Bacilli(0.2321),o:Bacillales(0.1015),f:Paenibacilla

ceae_1(0.0355),g:Cohnella(0.0087); 

CCTTCCTGCAGCAGTTTTTCCTCTTTTTCCATGTTCTCCAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGGTTTC

GGCTCGTAAACCTCTGTCCTATGGGACGAAAGAGATGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGTGCCA

GCAGCCGCGGTAATACGTATGGGGCGAGCGTTGTCCGGAATGATTGGGCGTAAAGGGCGCGTAGGCGGCCCGTTAA

GTCTGGAGTGAAAGCCCTGCTTGCAAGGTGGGAATTGCTTTGGATACTGATGGGCTGGAGTGCAGGAGAGGAAAGC

GGAATTACCGGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAGTGGCGAAGGCGGCTTTCTGGACTGAA

ACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16814;tax=d:Bacteria(1.0000),p:Firmicutes(0.9168),c:Clostridia(0.7114),o:Clostridiales(0.4280),f:Rumi

nococcaceae(0.1679),g:Saccharofermentans(0.0204); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCGACGCCGCGTGAGGGAAGAAGGT

CTTCGGATTGTAAACCTTTGTAGACAGGGACGAAGAAATGACGGTACCTGTAAAGTAAGCCACGGCTAACTACGTGC

CAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGTGTAAAGGGAGCGCAGGCGGAGAAGC

AAGTCAGTGGTGAAAGGTATGGGCTTAACCCATAGACTGCCATTGAAACTGTTTTCCTTGAGTGAAGTAGAGGCAGG

CGGAATTCCGAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGTCAACTGGACGAT

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16817;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.9993),c:"Bacteroidia"(0.9812),o:"Bacteroidales"(0.

9798),f:Bacteroidaceae(0.9294),g:Bacteroides(0.9686); 

ACGGAAGGCAGCAGTGAGGAATATTGGTCAATGGGCGCTAGCCTGAACCAGCCAAGTAGCGTGAAGGATGACGGC

CCTACGGGTCGTAAACTTCTTTTATATAAGAATAAAGTGCAGTATGTATACTGTTTTGTATGTATTATATGAATAAGGA

TCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATCCGAGCGTTATCCGGATTTATTGGGTTTAAAGGGAG

CGTAGGTGGACTGGTAAGTCAGTTGTGAAAGTTCGCGGCTCAACCGTGGAATTGCAGTTGGTACTGTCAGTCTTGAA

TGCAGTAGAGGTGGGCGGAATGCGCGGTGTAGCGGTGAAATGCATAGATATCACGAAGAACTCCCATTGCGAAGGC

AGCTCACTGGACTGCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16815;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.5174),c:Flavobacteriia(0.0626),o:"Flavobacteriales

"(0.0413),f:Flavobacteriaceae(0.0099),g:Gilvibacter(0.0046); 

ACGGGAGGCAGCAGTGAGGAATATTGGACAATGGAGGCAACTCTGATCCAGCCATGCCGCGTGAAGGACTAAGGCC

CTATGGGCTGTAAACTTCGTTAGACGCAGAGCAATAAGGGCCACGTGTGGTCCGAGGAGAGTATGCGTAGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGGAATTCGGGGGATTCGAGCGTTATCCGGATTCATTGGGTTTAAAGGG
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TGCGTAGGCGGCTTTGCAAGTCAGAGGTGGAAGGCCCGGTTTTAACCCGGAAAGTGCCGTTAATACTGGGAGGCTG

GAATGCGGATGCTGTGGGAGGAATTAGTGGTGTAGCGGTGAAATGCATAGATATCACTCAGAACACCGATTGCGAA

GGCATCTCACAAATCCGCAATTGACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16816;tax=d:Bacteria(1.0000),p:Firmicutes(0.8988),c:Clostridia(0.5963),o:Clostridiales(0.3319),f:Rumi

nococcaceae(0.0904),g:Ruminococcus(0.0181); 

ACGGGAGGCAGCAGTGGGGAATATTGCACAATGGGCGAAAGCCTGATGCAGCAACGCCGCGTGAGGGAAGACGGT

TTTCGGATTGTAAACCTCTGTTTTCGGTGACGAACAAATGACGGTAACCGAGTAGGAAGCCTCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGTGTAAAGGGAGCGCAGGCGGGATAGC

AAGTCAGATGTGAAATCTCAGGGCTCAACCCTGAAACTGCATGTGAAACTGTAGCCCTTGAGTATCGGAGAGGCAAG

CGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAGGAACATCGGTGGCGAAGGCGGCTTTCTGGACTGA

CACTGACGCTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16818;tax=d:Bacteria(1.0000),p:Firmicutes(0.8808),c:Bacilli(0.6346),o:Lactobacillales(0.3319),f:Lactob

acillaceae(0.1679),g:Lactobacillus(0.0423); 

ACGGGAGGCAGCAGTAGGGAATCTTCCACAATGGGCGCAAGCCTGATGGAGCAACACCGCGTGAGTGAAGAAGGG

TTTCGGCTCGTAAAGCTCTGTTGTTGGAGAAGAACGTGCGTGAGAGTAACTGTTCACGCAGAGACGGTATCCAACCA

GAAAGTCACGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGTGGCAAGCGTTATCCGGAATTACTGGGCGT

AAAGGGAGCGTAGGCGGTCTGATAAGTTGGATGTGAAATACCCGGGCTTAACTTGGGGGGTGCATCCAATACTGTT

GGACTAGAGTACAGGAGAGGAAAGCGGAATTCCTAGTGTAGCGGTGAAATGCGTAGAGATCGGTAGGAACACCAG

TGGCGAAGGCGGCTTTCTGGACTGAAACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCT

GGTA 

>OTU16819;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.8988),c:Sphingobacteriia(0.4045),o:"Sphingobacte

riales"(0.1719),f:Sphingobacteriaceae(0.0710),g:Solitalea(0.0134); 

ACGGGAGGCAGCAGTGAGGAATATTGGTCAATGGCCGGAAGGCTGAACCAGCCATGCCGCGTGAAGGAAGACGGC

CCTATGGGTTGTAAACTTCTTTTGTGGTGGAGCAATAAGACGTACGTGTACGTCGATGAGAGTACATCACGAATAAG

CATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGATGCAAGCGTTATCCGGATTTATTGGGTTTAAAGGG

TGCGTAGGCTGTTCGTCAAGTCAGAGGTGACATACCACAGCTTAACTGTGGAGCTGCCTTTGATACTGGCGAGCTGG

AATACGGAAGCCGTGGGAGGAATGAGGAGTGTAGCGGTGAAATGCATAGATATTACTCAGAACACCGATTGCGAAG

GCATCTCACGAATCCGTCATTGACGCTGAGGCACGAAAGCGTGGGGATCAAACAGGATTAGATACCCTGGTA 

>OTU16822;tax=d:Bacteria(1.0000),p:Firmicutes(0.3448),c:Clostridia(0.1740),o:Clostridiales(0.0781),f:Lach

nospiraceae(0.0113),g:Clostridium_XlVa(0.0056); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAATGCCGCGTGAGTGAAGAAGGT

CTTCGGATTGTAAAGCTCTTTGATTAGGGACGAAAAAATGACTGTACCTAAAGAACAAGCCCCGGCTAACTACGTGCC

AGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTTTCCGGAATTATTGGGCGTAAAGGGTGCGTAGGTGGTTTAGCA
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AGTTGGAAGTGAAATACCCAGGGCTTAACTCGGGTGCTGCTTTCAAAACTACTAGACTTGAGTGTGGGAGAGAATAG

TGGAATTCCTAGTGTAGCGGTGGAATGCGTAGATATTAGGACGAACACCAGTGGCGACGCCGACTACCTGGCCCATA

ACCGACCCAGCGGCACGAAAGAGCAGGGCGCAAACAGGATTAGATACCCTGGTA 

>OTU16820;tax=d:Bacteria(1.0000),p:Firmicutes(0.5174),c:Clostridia(0.2902),o:Clostridiales(0.1249),f:Rumi

nococcaceae(0.0355),g:Clostridium_III(0.0087); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGTGTGTAGGCGGTTGAT

TAAGTTAGTGGTAAAATGTCATGGCTAAACCTTGGCCAGCCATTAATACTGGTCAGCTTGAGTACAGACGAGGTAGG

CGGAATAAGTTAAGTAGCGTTGAAATGCGTAGATATTAGGAGGAACACCTGTGGCGAAGGCGGCCTGCTGGACGAC

AACTGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16821;tax=d:Bacteria(1.0000),p:Firmicutes(0.6036),c:Clostridia(0.3483),o:Clostridiales(0.1483),f:Clost

ridiales_Incertae_Sedis_XII(0.0355),g:Acidaminobacter(0.0087); 

ACGGGAGGCAGCAGTAGGGAATATTGGGCAATGGGCGCAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGGT

TTTCGGATTGTAAACCTCTATCCTATGTGACGAAGGAAGTGACGGTAGCATAGGAGGAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGGGCGAGCATTGTCCGGAATTACTGGGCGTAAAGGGTGCGTAGGCGGTTTGG

TAAGTTGGATGTGAAATACCCAGGCTTAACTTGGGGGCTGCATCCAATACTGCTCAACTTGAGTGCAGGGGAGGAAA

GCGGAAGTCCGAGTGTAGCGGTGAAATGCGTAAATATTAGGAGGAACACCGGTCGCGAAGACGGCTTTCTGTACTG

TAACTAACGCTGAGGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

>OTU16823;tax=d:Bacteria(1.0000),p:Firmicutes(0.8448),c:Clostridia(0.5579),o:Clostridiales(0.2999),f:Lach

nospiraceae(0.1098),g:Clostridium_XlVb(0.0204); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTATCCGGATTTACTGGGTGTAAAGGGCGCGTAGGCGGGAA

TGCAAGTCAGATGCGAAATCCTGGGGCTTAACCCCGGAACTGCATTTGAAACTGTAGCCCTTGAGTATCGGAGAGGC

AAGCGGAATTCCTAGTGTAGCGGTGAAATGCATAGATATTAGGAAGAACACCAGTGGCGAAGGCGGCTTTCTGGAC

TGAAACTGACGCTGAGGCACGAAAGCGTGGGGAGCGAACAGGATTAGATACCCTGGTA 

>OTU16825;tax=d:Bacteria(1.0000),p:"Bacteroidetes"(0.6036),c:"Bacteroidia"(0.3483),o:"Bacteroidales"(0.

1483),f:Bacteroidaceae(0.0560),g:Bacteroides(0.0134); 

ACGGGAGGCAGCAGTGGGGAATATTGGGCAATGGGCGCAAGCCTTACCCAGCAATGCCGCGTGAATGAAGAAGGT

CTTCGGATTGTAAAGTTCTTTAGTCAGGGACGAAAAAAATGACGGTACCTGAAGAATAAGCCCCGGCTAACTACGTG

CCAGCAGCCGCGGTAATACGTAGGGAGCAAGCGTTGTCCGGAATGACTGGGCGTAAAGGGAGCGCAGGCGGATTG

GCAAGTTGGGAGTGAAATCTATGGGCTCAACACATAAATTGCTTTCAAAACTGTCAGTCTTGAGTGGTGTAGAGGTA
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GGCGGAATTCGTGGTGTAGCGGTGAAATGCTTAGATATCACGAAGAACTCCGATTGCGAAGGCAGCTCACTGGACT

GCAACTGACACTGATGCTCGAAAGTGTGGGTATCAAACAGGATTAGATACCCTGGTA 

>OTU16824;tax=d:Bacteria(1.0000),p:Firmicutes(0.8628),c:Clostridia(0.5195),o:Clostridiales(0.2679),f:Rumi

nococcaceae(0.0904),g:Intestinimonas(0.0181); 

ACGGAAGGCAGCAGTGGGGAATATTGGGCAATGGGCGAAAGCCTGACCCAGCAACGCCGCGTGAGGGAAGAAGG

GTTTCGGCTCGTAAACCTCTGTCCTATGGGACGAAGGAAGTGACGGTACCATAGGAGGAAGCCCCGGCTAACTACGT

GCCAGCAGCCGCGGTAATACGTAGGGGGCGAGCGTTGTCCGGATTTACTGGGTGTAAAGGGCGTGTAGGCGGGAA

GGCAAGTCAGATGTGAAAACCACGGGCTCAACCTGTGGCCTGCATTTGAAACTGTTTTTCTTGAGTACTGGAGAGGC

AGATGGAATTCCTAGTGTAGCGGTGAAATGCGTAGATATTAGGAGGAACACCAGTGGCGAAGGCGGCTTACTGGAC

GGTAACTGACGTTGAGGCTCGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGGTA 

 


